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NOVEL NUCLEIC ACIDS AND POLYPEPTIDES 



1. TECHNICAL FIELD 

The present invention provides novel polynucleotides and proteins encoded by such 
5 polynucleotides, along with uses for these polynucleotides and proteins, for example in 
therapeutic, diagnostic and research methods. 



2. BACKGROUND 

Technology aimed at the discovery of protein factors (including e.g. , cytokines, such as 

10 lymphokines, interferons, CSFs, chemokines, and interleukins) has matured rapidly over the past 
decade. The now routine hybridization cloning and expression cloning techniques clone novel 
polynucleotides "directly" in the sense that they rely on information directly related to the 
discovered protein (/'. e. , partial DNA/amino acid sequence of the protein in the case of 
hybridization cloning; activity of the protein in the case of expression cloning). More recent 

15 "indirect" cloning techniques such as signal sequence cloning, which isolates DNA sequences 
based on the presence of a now well-recognized secretory leader sequence motif, as well as 
various PCR-based or low stringency hybridization-based cloning techniques, have advanced the 
state of the art by making available large numbers of DNA/amino acid sequences for proteins 
that are known to have biological activity, for example, by virtue of their secreted nature in the 

20 case of leader sequence cloning, by virtue of their cell or tissue source in the case of PCR-based 
techniques, or by virtue of structural similarity to other genes of known biological activity. 

Identified polynucleotide and polypeptide sequences have numerous applications in, for 
example, diagnostics, forensics, gene mapping; identification of mutations responsible for 
genetic disorders or other traits, to assess biodiversity, and to produce many other types of data 

25 and products dependent on DNA and amino acid sequences. 



3. SUMMARY OF THE INVENTION 

The compositions of the present invention include novel isolated polypeptides, novel 
isolated polynucleotides encoding such polypeptides, including recombinant DNA molecules, 
30 cloned genes or degenerate variants thereof, especially naturally occurring variants such as allelic 
variants, antisense polynucleotide molecules, and antibodies that specifically recognize one or more 
epitopes present on such polypeptides, as well as hybridomas producing such antibodies. 

The compositions of the present invention additionally include vectors, including expression 
vectors, containing the polynucleotides of the invention, cells genetically engineered to contain such 
35 polynucleotidesand cells genetically engineered to express such polynucleotides. 
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The present invention relates to a collection or library of at least one novel nucleic acid 

sequence assembled from expressed sequence tags (ESTs) isolated mainly by sequencing by 

hybridization (SBH), and in some cases, sequences obtained from one or more public databases. 

The invention relates also to the proteins encoded by such polynucleotides, along with therapeutic, 

5 diagnostic and research utilities for these polynucleotides and proteins. These nucleic acid 

sequences are designated as SEQ ID NO: 1 -30368. The polypeptides sequences are designated 

SEQ ID NO: 30369-60736. The nucleic acids and polypeptides are provided in the Sequence 

Listing. In the nucleic acids provided in the Sequence Listing, A is adenosine; C is cytosine; G is 

guanine; T is thymine; and N is any of the four bases. In the amino acids provided in the Sequence 

1 0 Listing, * corresponds to the stop codon. 

The nucleic acid sequences of the present invention also include, nucleic acid sequences that 
hybridize to the complement of SEQ ID NO: 1 -30368 under stringent hybridization conditions; 
nucleic acid sequences which are allelic variants or species homologues of any of the nucleic acid 
sequences recited above, or nucleic acid sequences that encode a peptide comprising a specific 

1 5 domain or truncation of the peptides encoded by SEQ ID NO: 1 -30368. A polynucleotide 

comprising a nucleotide sequence having at least 90% identity to an identifying sequence of SEQ 
ID NO: 1-30368 or a degenerate variant or fragment thereof. The identifying sequence can be 100 
base pairs in length. 

The nucleic acid sequences of the present invention also include the sequence information 
20 from the nucleic acid sequences of SEQ ID NO: 1 -30368. The sequence information can be a 
segment of any one of SEQ ID NO: 1 -30368 that uniquely identifies or represents the sequence 
information of SEQ ID NO: 1-30368. 

A collection as used in this application can be a collection of only one polynucleotide. The 
collection of sequence information or identifying information of each sequence can be provided on 
25 a nucleic acid array. In one embodiment, segments of sequence information is provided on a 

nucleic acid array to detect the polynucleotide that contains the segment. The array can be designed 
to detect full-match or mismatch to the polynucleotide that contains the segment. The collection 
can also be provided in a computer-readable format. 

This invention also includes the reverse or direct complement of any of the nucleic acid 
3 0 sequences recited above; cloning or expression vectors containing the nucleic acid sequences; and 
host cells or organisms transformed with these expression vectors. Nucleic acid sequences (or their 
reverse or direct complements) according to the invention have numerous applications in a variety 
of techniques known to those skilled in the art of molecular biology, such as use as hybridization 
probes, use as primers for PCR, use in an array, use in computer-readable media, use in sequencing 
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full-length genes, use for chromosome and gene mapping, use in the recombinant production of 

protein, and use in the generation of anti-sense DNA or RNA, their chemical analogs and the like. 

In a preferred embodiment, the nucleic acid sequences of SEQ ID NO: 1 -30368 or novel 

segments or parts of the nucleic acids of the invention are used as primers in expression assays that 

5 are well known in the art. In a particularly preferred embodiment, the nucleic acid sequences of 

SEQ ID NO: 1-30368 or novel segments or parts of the nucleic acids provided herein are used in 

diagnostics for identifying expressed genes or, as well known in the art and exemplified by Vollrath 

et al., Science 258:52-59 (1992), as expressed sequence tags for physical mapping of the human 

genome. 

1 0 The isolated polynucleotides of the invention include, but are not limited to, a 

polynucleotide comprising any one of the nucleotide sequences set forth in SEQ ID NO: 1-30368; a 
polynucleotide comprising any of the full length protein coding sequences of SEQ ID NO: 1 -30368; 
and a polynucleotide comprising any of the nucleotide sequences of the mature protein coding 
sequences of SEQ ID NO: 1-30368. The polynucleotides of the present invention also include, but 

1 5 are not limited to, a polynucleotide that hybridizes under stringent hybridization conditions to (a) 
the complement of any one of the nucleotide sequences set forth in SEQ ID NO: 1 -30368; (b) a 
nucleotide sequence encoding any one of the amino acid sequences set forth in the Sequence Listing 
(e.g., SEQ ID NO: 30369-60736); (c) a polynucleotide which is an allelic variant of any 
polynucleotides recited above; (d) a polynucleotide which encodes a species homolog (e.g. 

20 orthologs) of any of the proteins recited above; or (e) a polynucleotide that encodes a polypeptide 
comprising a specific domain or truncation of any of the polypeptides comprising an amino acid 
sequence set forth in the Sequence Listing. 

The isolated polypeptides of the invention include, but are not limited to, a polypeptide 
comprising any of the amino acid sequences set forth in the Sequence Listing; or the corresponding 

25 full length or mature protein. Polypeptides of the invention also include polypeptides with 

biological activity that are encoded by (a) any of the polynucleotides having a nucleotide sequence 
set forth in SEQ ID NO: 1 -30368; or (b) polynucleotides that hybridize to the complement of the 
polynucleotides of (a) under stringent hybridization conditions. Biologically or immunologically 
active variants of any of the polypeptide sequences in the Sequence Listing, and "substantial 

30 equivalents" thereof (e.g. , with at least about 65%, 70%, 75%, 80%, 85%, 90%, 95%, 98% or 99% 
amino acid sequence identity) that preferably retain biological activity are also contemplated. The 
polypeptides of the invention may be wholly or partially chemically synthesized but are preferably 
produced by recombinant means using the genetically engineered cells (e.g. host cells) of the 
invention. 
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The invention also provides compositions comprising a polypeptide of the invention. 

Polypeptide compositions of the invention may further comprise an acceptable carrier, such as a 

hydrophilic, e.g., pharmaceutically acceptable, carrier. 

The invention also provides host cells transformed or transfected with a polynucleotide of 

5 the invention. 

The invention also relates to methods for producing a polypeptide of the invention 
comprising growing a culture of the host cells of the invention in a suitable culture medium 
under conditions permitting expression of the desired polypeptide, and purifying the polypeptide 
from the culture or from the host cells. Preferred embodiments include those in which the 

10 protein produced by such process is a mature form of the protein. 

Polynucleotides according to the invention have numerous applications in a variety of 
techniques known to those skilled in the art of molecular biology. These techniques include use 
as hybridization probes, use as oligomers, or primers, for PCR, use for chromosome and gene 
mapping, use in the recombinant production of protein, and use in generation of anti-sense DNA 

15 or PvNA, their chemical analogs and the like. For example, when the expression of an mRNA is 
largely restricted to a particular cell or tissue type, polynucleotides of the invention can be used 
as hybridization probes to detect the presence of the particular cell or tissue mRNA in a sample 
using, e.g., in situ hybridization. 

In other exemplary embodiments, the polynucleotides are used in diagnostics as 

20 expressed sequence tags for identifying expressed genes or, as well known in the art and 
exemplified by Vollrath et al., Science 258:52-59 (1992), as expressed sequence tags for 
physical mapping of the human genome. 

The polypeptides according to the invention can be used in a variety of conventional 
procedures and methods that are currently applied to other proteins. For example, a polypeptide 

25 of the invention can be used to generate an antibody that specifically binds the polypeptide. Such 
antibodies, particularly monoclonal antibodies, are useful for detecting or quantitating the 
polypeptide in tissue. The polypeptides of the invention can also be used as molecular weight 
markers, and as a food supplement. 

Methods are also provided for preventing, treating, or ameliorating a medical condition 

30 which comprises the step of administering to a mammalian subject a therapeutically effective 
amount of a composition comprising a polypeptide of the present invention and a 
pharmaceutically acceptable carrier. 

In particular, the polypeptides and polynucleotides of the invention can be utilized, for 
example, in methods for the prevention and/or treatment of disorders involving aberrant protein 

35 expression or biological activity. 
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The present invention further relates to methods for detecting the presence of the 
polynucleotides or polypeptides of the invention in a sample. Such methods can, for example, be 
utilized as part of prognostic and diagnostic evaluation of disorders as recited herein and for the 
identification of subjects exhibiting a predisposition to such conditions. The invention provides 
5 a method for detecting the polynucleotides of the invention in a sample, comprising contacting 
the sample with a compound that binds to and forms a complex with the polynucleotide of 
interest for a period sufficient to form the complex and under conditions sufficient to form a 
complex and detecting the complex such that if a complex is detected, the polynucleotide of 
interest is detected. The invention also provides a method for detecting the polypeptides of the 
1 0 invention in a sample comprising contacting the sample with a compound that binds to and forms 
a complex with the polypeptide under conditions and for a period sufficient to form the complex 
and detecting the formation of the complex such that if a complex is formed, the polypeptide is 
detected. 

The invention also provides kits comprising polynucleotide probes and/or monoclonal 
15 antibodies, and optionally quantitative standards, for carrying out methods of the invention. 
Furthermore, the invention provides methods for evaluating the efficacy of drugs, and 
monitoring the progress of patients, involved in clinical trials for the treatment of disorders as 
recited above. 

The invention also provides methods for the identification of compounds that modulate 

20 (i.e., increase or decrease) the expression or activity of the polynucleotides and/or polypeptides 
of the invention. Such methods can be utilized, for example, for the identification of compounds 
that can ameliorate symptoms of disorders as recited herein. Such methods can include, but are 
not limited to, assays for identifying compounds and other substances that interact with (e.g., 
bind to) the polypeptides of the invention. The invention provides a method for identifying a 

25 compound that binds to the polypeptides of the invention comprising contacting the compound 
with a polypeptide of the invention in a cell for a time sufficient to form a 
polypeptide/compound complex, wherein the complex drives expression of a reporter gene 
sequence in the cell; and detecting the complex by detecting the reporter gene sequence 
expression such that if expression of the reporter gene is detected the compound that binds to a 

30 polypeptide of the invention is identified. 

The methods of the invention also provides methods for treatment which involve the 
administration of the polynucleotides or polypeptides of the invention to individuals exhibiting 
symptoms or tendencies. In addition, the invention encompasses methods for treating diseases or 
disorders as recited herein comprising administering compounds and other substances that 

35 modulate the overall activity of the target gene products. Compounds and other substances can 
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effect such modulation either on the level of target gene/protein expression or target protein 

activity. 

The polypeptides of the present invention and the polynucleotides encoding them are also 
useful for the same functions known to one of skill in the art as the polypeptides and 
5 polynucleotides to which they have homology (set forth in the sequence listing). If no homology 
is set forth for a sequence, then the polypeptides and polynucleotides of the present invention are 
useful for a variety of applications, as described herein, including use in arrays for detection. 



1 0 4. DETAILED DESCRIPTION OF THE INVENTION 

4.1 DEFINITIONS 

It must be noted that as used herein and in the appended claims, the singular forms "a", 
"an" and "the" include plural references unless the context clearly dictates otherwise. 

1 5 The term "active" refers to those forms of the polypeptide which retain the biologic 

and/or immunologic activities of any naturally occurring polypeptide. According to the 
invention, the terms "biologically active" or "biological activity" refer to a protein or peptide 
having structural, regulatory or biochemical functions of a naturally occurring molecule. 
Likewise "immunologically active" or "immunological activity" refers to the capability of the 

20 natural, recombinant or synthetic polypeptide to induce a specific immune response in 
appropriate animals or cells and to bind with specific antibodies. 

The term "activated cells" as used in this application are those cells which are engaged in 
extracellular or intracellular membrane trafficking, including the export of secretory or 
enzymatic molecules as part of a normal or disease process. 

25 The terms "complementary" or "complementarity" refer to the natural binding of 

polynucleotides by base pairing. For example, the sequence 5'-AGT-3' binds to the 
complementary sequence 3'-TCA-5'. Complementarity between two single-stranded molecules 
may be "partial" such that only some of the nucleic acids bind or it may be "complete" such that 
total complementarity exists between the single stranded molecules. The degree of 

30 complementarity between the nucleic acid strands has significant effects on the efficiency and 
strength of the hybridization between the nucleic acid strands. 

The term "embryonic stem cells (ES)" refers to a cell that can give rise to many 
differentiated cell types in an embryo or an adult, including the germ cells. The term "germ line 
stem cells (GSCs)" refers to stem cells derived from primordial stem cells that provide a steady 

35 and continuous source of germ cells for the production of gametes. The term "primordial germ 
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cells (PGCs)" refers to a small population of cells set aside from other cell lineages particularly 
from the yolk sac, mesenteries, or gonadal ridges during embryogenesis that have the potential to 
differentiate into germ cells and other cells. PGCs are the source from which GSCs and ES cells 
are derived The PGCs, the GSCs and the ES cells are capable of self-renewal. Thus these cells 
5 not only populate the germ line and give rise to a plurality of terminally differentiated cells that 
comprise the adult specialized organs, but are able to regenerate themselves. 

The term "expression modulating fragment," EMF, means a series of nucleotides which 
modulates the expression of an operably linked ORF or another EMF. 

As used herein, a sequence is said to "modulate the expression of an operably linked 

10 sequence" when the expression of the sequence is altered by the presence of the EMF. EMFs 
include, but are not limited to, promoters, and promoter modulating sequences (inducible 
elements). One class of EMFs are nucleic acid fragments which induce the expression of an 
operably linked ORF in response to a specific regulatory factor or physiological event. 
The terms "nucleotide sequence" or "nucleic acid" or "polynucleotide" or 

1 5 "oligonucleotide" are used interchangeably and refer to a heteropolymer of nucleotides or the 
sequence of these nucleotides. These phrases also refer to DNA or RNA of genomic or synthetic 
origin which may be single-stranded or double-stranded and may represent the sense or the 
antisense strand, to peptide nucleic acid (PNA) or to any DNA-like or RNA-like material. In the 
sequences herein A is adenine, C is cytosine, T is thymine, G is guanine and N is A, C, G or T 

20 (U). It is contemplated that where the polynucleotide is RNA, the T (thymine) in the sequences 
provided herein is substituted with U (uracil). Generally, nucleic acid segments provided by this 
invention may be assembled from fragments of the genome and short oligonucleotide linkers, or 
from a series of oligonucleotides, or from individual nucleotides, to provide a synthetic nucleic 
acid which is capable of being expressed in a recombinant transcriptional unit comprising 

25 regulatory elements derived from a microbial or viral operon, or a eukaryotic gene. 

The terms "oligonucleotide fragment" or a "polynucleotide fragment", "portion," or 
"segment" or "probe" or "primer" are used interchangeably and refer to a sequence of nucleotide 
residues which are at least about 5 nucleotides, more preferably at least about 7 nucleotides, 
more preferably at least about 9 nucleotides, more preferably at least about 1 1 nucleotides and 

30 most preferably at least about 17 nucleotides. The fragment is preferably less than about 500 
nucleotides, preferably less than about 200 nucleotides, more preferably less than about 100 
nucleotides, more preferably less than about 50 nucleotides and most preferably less than 30 
nucleotides. Preferably the probe is from about 6 nucleotides to about 200 nucleotides, 
preferably from about 1 5 to about 50 nucleotides, more preferably from about 1 7 to 30 

35 nucleotides and most preferably from about 20 to 25 nucleotides. Preferably the fragments can 
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be used in polymerase chain reaction (PCR), various hybridization procedures or microarray 

procedures to identify or amplify identical or related parts of mRNA or DNA molecules. A 

fragment or segment may uniquely identify each polynucleotide sequence of the present 

invention. Preferably the fragment comprises a sequence substantially similar to any one of SEQ 

5 ID NO: 1-30368. 

Probes may, for example, be used to determine whether specific mRNA molecules are 

present in a cell or tissue or to isolate similar nucleic acid sequences from chromosomal DNA as 

described by Walsh et al. (Walsh, P.S. et al., 1992, PCR Methods Appl 1:241-250). They may 

be labeled by nick translation, Klenow fill-in reaction, PCR, or other methods well known in the 

1 0 art. Probes of the present invention, their preparation and/or labeling are elaborated in 

Sambrook, J. et al., 1989, Molecular Cloning: A Laboratory Manual, Cold Spring Harbor 

Laboratory, NY; or Ausubel, F.M. et al., 1989, Current Protocols in Molecular Biology, John 

Wiley & Sons, New York NY, both of which are incorporated herein by reference in their 

entirety. 

1 5 The nucleic acid sequences of the present invention also include the sequence 

information from the nucleic acid sequences of SEQ ID NO: 1-30368. The sequence 
information can be a segment of any one of SEQ ID NO: 1-30368 that uniquely identifies or 
represents the sequence information of that sequence of SEQ ID NO: 1-30368. One such 
segment can be a twenty-mer nucleic acid sequence because the probability that a twenty-mer is 

20 fully matched in the human genome is 1 in 300. In the human genome, there are three billion 
base pairs in one set of chromosomes. Because 4 20 possible twenty-mers exist, there are 300 
times more twenty-mers than there are base pairs in a set of human chromosomes. Using the 
same analysis, the probability for a seventeen-mer to be fully matched in the human genome is 
approximately 1 in 5. When these segments are used in arrays for expression studies, fifteen-mer 

25 segments can be used. The probability that the fifteen-mer is fully matched in the expressed 
sequences is also approximately one in five because expressed sequences comprise less than 
approximately 5% of the entire genome sequence. 

Similarly, when using sequence information for detecting a single mismatch, a segment can 
be a twenty-five mer. The probability that the twenty-five mer would appear in a human genome 

30 with a single mismatch is calculated by multiplying the probability for a full match (1 h-4 25 ) times the 
increased probability for mismatch at each nucleotide position (3 x 25). The probability that an 
eighteen mer with a single mismatch can be detected in an array for expression studies is 
approximately one in five. The probability that a twenty-mer with a single mismatch can be 
detected in a human genome is approximately one in five. 
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The term "open reading frame," ORF, means a series of nucleotide triplets coding for 

amino acids without any termination codons and is a sequence translatable into protein. 

The terms "operably linked" or "operably associated" refer to functionally related nucleic 

acid sequences. For example, a promoter is operably associated or operably linked with a coding 

5 sequence if the promoter controls the transcription of the coding sequence. While operably 

linked nucleic acid sequences can be contiguous and in the same reading frame, certain genetic 

elements e.g. repressor genes are not contiguously linked to the coding sequence but still control 

transcription/translation of the coding sequence. 

The term "pluripotent" refers to the capability of a cell to differentiate into a number of 

10 differentiated cell types that are present in an adult organism. A pluripotent cell is restricted in 
its differentiation capability in comparison to a totipotent cell. 

The terms "polypeptide" or "peptide" or "amino acid sequence" refer to an oligopeptide, 
peptide, polypeptide or protein sequence or fragment thereof and to naturally occurring or 
synthetic molecules. A polypeptide "fragment," "portion," or "segment" is a stretch of amino 

1 5 acid residues of at least about 5 amino acids, preferably at least about 7 amino acids, more 
preferably at least about 9 amino acids and most preferably at least about 1 7 or more amino 
acids. The peptide preferably is not greater than about 200 amino acids, more preferably less 
than 150 amino acids and most preferably less than 100 amino acids. Preferably the peptide is 
from about 5 to about 200 amino acids. To be active, any polypeptide must have sufficient 

20 length to display biological and/or immunological activity. 

The term "naturally occurring polypeptide" refers to polypeptides produced by cells that 
have not been genetically engineered and specifically contemplates various polypeptides arising 
from post-translational modifications of the polypeptide including, but not limited to, 
acetylation, carboxylation, glycosylation, phosphorylation, lipidation and acylation. 

25 The term "translated protein coding portion" means a sequence which encodes for the full 

length protein which may include any leader sequence or any processing sequence. 

The term "mature protein coding sequence" means a sequence which encodes a peptide 
or protein without a signal or leader sequence. The "mature protein portion" means that portion 
of the protein which does not include a signal or leader sequence. The peptide may have been 

30 produced by processing in the cell which removes any leader/signal sequence. The mature 
protein portion may or may not include an initial methionine residue. The methionine residue 
may be removed from the protein during processing in the cell. The peptide may be produced 
synthetically or the protein may have been produced using a polynucleotide only encoding for 
the mature protein coding sequence. 
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The term "derivative" refers to polypeptides chemically modified by such techniques as 

ubiquitination, labeling (e.g., with radionuclides or various enzymes), covalent polymer 
attachment such as pegylation (derivatization with polyethylene glycol) and insertion or 
substitution by chemical synthesis of amino acids such as ornithine, which do not normally occur 
5 in human proteins. 

The term "variant"(or "analog") refers to any polypeptide differing from naturally 
occurring polypeptides by amino acid insertions, deletions, and substitutions, created using, e g., 
recombinant DNA techniques. Guidance in determining which amino acid residues may be 
replaced, added or deleted without abolishing activities of interest, may be found by comparing 

10 the sequence of the particular polypeptide with that of homologous peptides and minimizing the 
number of amino acid sequence changes made in regions of high homology (conserved regions) 
or by replacing amino acids with consensus sequence. 

Alternatively, recombinant variants encoding these same or similar polypeptides may be 
synthesized or selected by making use of the "redundancy" in the genetic code. Various codon 

1 5 substitutions, such as the silent changes which produce various restriction sites, may be 
introduced to optimize cloning into a plasmid or viral vector or expression in a particular 
prokaryotic or eukaryotic system. Mutations in the polynucleotide sequence may be reflected in 
the polypeptide or domains of other peptides added to the polypeptide to modify the properties of 
any part of the polypeptide, to change characteristics such as ligand-binding affinities, interchain 

20 affinities, or degradation/turnover rate. 

Preferably, amino acid "substitutions" are the result of replacing one amino acid with 
another amino acid having similar structural and/or chemical properties, i. e. , conservative amino 
acid replacements. "Conservative" amino acid substitutions may be made on the basis of 
similarity in polarity, charge, solubility, hydrophobicity, hydrophilicity, and/or the amphipathic 

25 nature of the residues involved. For example, nonpolar (hydrophobic) amino acids include 
alanine, leucine, isoleucine, valine, proline, phenylalanine, tryptophan, and methionine; polar 
neutral amino acids include glycine, serine, threonine, cysteine, tyrosine, asparagine, and 
glutamine; positively charged (basic) amino acids include arginine, lysine, and histidine; and 
negatively charged (acidic) amino acids include aspartic acid and glutamic acid. "Insertions" or 

30 "deletions" are preferably in the range of about 1 to 20 amino acids, more preferably 1 to 10 

amino acids. The variation allowed may be experimentally determined by systematically making 
insertions, deletions, or substitutions of amino acids in a polypeptide molecule using 
recombinant DNA techniques and assaying the resulting recombinant variants for activity. 
Alternatively, where alteration of function is desired, insertions, deletions or 

35 non-conservative alterations can be engineered to produce altered polypeptides. Such alterations 
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can, for example, alter one or more of the biological functions or biochemical characteristics of 

the polypeptides of the invention. For example, such alterations may change polypeptide 

characteristics such as ligand-binding affinities, interchain affinities, or degradation/turnover 

rate. Further, such alterations can be selected so as to generate polypeptides that are better suited 

5 for expression, scale up and the like in the host cells chosen for expression. For example, 

cysteine residues can be deleted or substituted with another amino acid residue in order to 

eliminate disulfide bridges. 

The terms "purified" or "substantially purified" as used herein denotes that the indicated 

nucleic acid or polypeptide is present in the substantial absence of other biological 

10 macromolecules, e.g., polynucleotides, proteins, and the like. In one embodiment, the 

polynucleotide or polypeptide is purified such that it constitutes at least 95% by weight, more 
preferably at least 99% by weight, of the indicated biological macromolecules present (but water, 
buffers, and other small molecules, especially molecules having a molecular weight of less than 
1000 daltons, can be present). 

15 The term "isolated" as used herein refers to a nucleic acid or polypeptide separated from 

at least one other component (e.g., nucleic acid or polypeptide) present with the nucleic acid or 
polypeptide in its natural source. In one embodiment, the nucleic acid or polypeptide is found in 
the presence of (if anything) only a solvent, buffer, ion, or other component normally present in a 
solution of the same. The terms "isolated" and "purified" do not encompass nucleic acids or 

20 polypeptides present in their natural source. 

The term "recombinant," when used herein to refer to a polypeptide or protein, means 
that a polypeptide or protein is derived from recombinant (e.g., microbial, insect, or mammalian) 
expression systems. "Microbial" refers to recombinant polypeptides or proteins made in 
bacterial or fungal (e.g., yeast) expression systems. As a product, "recombinant microbial" 

25 defines a polypeptide or protein essentially free of native endogenous substances and 

unaccompanied by associated native glycosylation. Polypeptides or proteins expressed in most 
bacterial cultures, e.g., E. coll, will be free of glycosylation modifications; polypeptides or 
proteins expressed in yeast will have a glycosylation pattern in general different from those 
expressed in mammalian cells. 

30 The term "recombinant expression vehicle or vector" refers to a plasmid or phage or virus 

or vector, for expressing a polypeptide from a DNA (RNA) sequence. An expression vehicle can 
comprise a transcriptional unit comprising an assembly of (1) a genetic element or elements 
having a regulatory role in gene expression, for example, promoters or enhancers, (2) a structural 
or coding sequence which is transcribed into mRNA and translated into protein, and (3) 

35 appropriate transcription initiation and termination sequences. Structural units intended for use 
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in yeast or eukaryotic expression systems preferably include a leader sequence enabling 

extracellular secretion of translated protein by a host cell. Alternatively, where recombinant 

protein is expressed without a leader or transport sequence, it may include an amino terminal 

methionine residue. This residue may or may not be subsequently cleaved from the expressed 

5 recombinant protein to provide a final product. 

The term "recombinant expression system" means host cells which have stably integrated 

a recombinant transcriptional unit into chromosomal DNA or carry the recombinant 

transcriptional unit extrachromosomally. Recombinant expression systems as defined herein will 

express heterologous polypeptides or proteins upon induction of the regulatory elements linked 

10 to the DNA segment or synthetic gene to be expressed. This term also means host cells which 
have stably integrated a recombinant genetic element or elements having a regulatory role in 
gene expression, for example, promoters or enhancers. Recombinant expression systems as 
defined herein will express polypeptides or proteins endogenous to the cell upon induction of the 
regulatory elements linked to the endogenous DNA segment or gene to be expressed. The cells 

15 can be prokaryotic or eukaryotic. 

The term "secreted" includes a protein that is transported across or through a membrane, 
including transport as a result of signal sequences in its amino acid sequence when it is 
expressed in a suitable host cell. "Secreted" proteins include without limitation proteins secreted 
wholly (e.g., soluble proteins) or partially (e.g., receptors) from the cell in which they are 

20 expressed. "Secreted" proteins also include without limitation proteins that are transported 
across the membrane of the endoplasmic reticulum. "Secreted" proteins are also intended to 
include proteins containing non-typical signal sequences (e.g. Interleukin-1 Beta, see Krasney, 
PA. and Young, P.R. (1992) Cytokine 4(2): 134 -143) and factors released from damaged cells 
(e.g. Interleukin-1 Receptor Antagonist, see Arend, W.P. et. al. (1998) Annu. Rev. Immunol. 

25 16:27-55) 

Where desired, an expression vector may be designed to contain a "signal or leader 
sequence" which will direct the polypeptide through the membrane of a cell. Such a sequence 
may be naturally present on the polypeptides of the present invention or provided from 
heterologous protein sources by recombinant DNA techniques. 

30 The term "stringent" is used to refer to conditions that are commonly understood in the 

art as stringent. Stringent conditions can include highly stringent conditions (i.e., hybridization 
to filter-bound DNA in 0.5 M NaHP0 4 , 7% sodium dodecyl sulfate (SDS), 1 mM EDTA at 
65°C, and washing in 0.1X SSC/0.1% SDS at 68°C), and moderately stringent conditions (i.e., 
washing in 0.2X SSC/0.1% SDS at 42°C). Other exemplary hybridization conditions are 

35 described herein in the examples. 
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In instances of hybridization of deoxyoligonucleotides, additional exemplary stringent 

hybridization conditions include washing in 6X SSC/0.05% sodium pyrophosphate at 37°C (for 

14-base oligonucleotides), 48°C (for 17-base oligos), 55°C (for 20-base oligonucleotides), and 

60°C (for 23-base oligonucleotides). 

5 As used herein, "substantially equivalent" can refer both to nucleotide and amino acid 

sequences, for example a mutant sequence, that varies from a reference sequence by one or more 

substitutions, deletions, or additions, the net effect of which does not result in an adverse 

functional dissimilarity between the reference and subject sequences. Typically, such a 

substantially equivalent sequence varies from one of those listed herein by no more than about 

10 35% (i.e., the number of individual residue substitutions, additions, and/or deletions in a 

substantially equivalent sequence, as compared to the corresponding reference sequence, divided 
by the total number of residues in the substantially equivalent sequence is about 0.35 or less). 
Such a sequence is said to have 65% sequence identity to the listed sequence. In one 
embodiment, a substantially equivalent, e.g., mutant, sequence of the invention varies from a 

15 listed sequence by no more than 30% (70% sequence identity); in a variation of this 

embodiment, by no more than 25% (75% sequence identity); and in a further variation of this 
embodiment, by no more than 20% (80% sequence identity) and in a further variation of this 
embodiment, by no more than 10% (90% sequence identity) and in a further variation of this 
embodiment, by no more that 5% (95% sequence identity). Substantially equivalent, e.g., 

20 mutant, amino acid sequences according to the invention preferably have at least 80% sequence 
identity with a listed amino acid sequence, more preferably at least 85% sequence identity, more 
preferably at least 90% sequence identity, more preferably at least 95% identity, more preferably 
at least 98% identity, and most preferably at least 99% identity. Substantially equivalent 
nucleotide sequences of the invention can have lower percent sequence identities, taking into 

25 account, for example, the redundancy or degeneracy of the genetic code. Preferably, nucleotide 
sequence has at least about 65% identity, more preferably at least about 75% identity, more 
preferably at least about 80% sequence identity, more preferably at least about 85% sequence 
identity, more preferably at least about 90% sequence identity, and most preferably at least about 
95% identity, more preferably at least about 98% sequence identity, and most preferably at least 

30 about 99% sequence identity. For the purposes of the present invention, sequences having 

substantially equivalent biological activity and substantially equivalent expression characteristics 
are considered substantially equivalent. For the purposes of determining equivalence, truncation 
of the mature sequence (e.g., via a mutation which creates a spurious stop codon) should be 
disregarded. Sequence identity may be determined, e.g., using the Jotun Hein method (Hein, J. 
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(1990) Methods Enzymol. 183:626-645). Identity between sequences can also be determined by 

other methods known in the art, e.g. by varying hybridization conditions. 

The term "totipotent" refers to the capability of a cell to differentiate into all of the cell 

types of an adult organism. 

5 The term "transformation" means introducing DNA into a suitable host cell so that the 

DNA is replicable, either as an extrachromosomal element, or by chromosomal integration. The 

term "transfection" refers to the taking up of an expression vector by a suitable host cell, whether 

or not any coding sequences are in fact expressed. The term "infection" refers to the introduction 

of nucleic acids into a suitable host cell by use of a virus or viral vector. 

10 As used herein, an "uptake modulating fragment," UMF, means a series of nucleotides 

which mediate the uptake of a linked DNA fragment into a cell. UMFs can be readily identified 
using known UMFs as a target sequence or target motif with the computer-based systems 
described below. The presence and activity of a UMF can be confirmed by attaching the 
suspected UMF to a marker sequence. The resulting nucleic acid molecule is then incubated 

15 with an appropriate host under appropriate conditions and the uptake of the marker sequence is 
determined. As described above, a UMF will increase the frequency of uptake of a linked 
marker sequence. 

Each of the above terms is meant to encompass all that is described for each, unless the 
context dictates otherwise. 

20 

4.2 NUCLEIC ACIDS OF THE INVENTION 

Nucleotide sequences of the invention are set forth in the Sequence Listing. 
The isolated polynucleotides of the invention include a polynucleotide comprising the 
nucleotide sequences of SEQ ID NO: 1-30368; a polynucleotide encoding any one of the peptide 

25 sequences of SEQ ID NO: 30369-60736; and a polynucleotide comprising the nucleotide 

sequence encoding the mature protein coding sequence of the polypeptides of any one of SEQ ID 
NO: 30369-60736. The polynucleotides of the present invention also include, but are not limited 
to, a polynucleotide that hybridizes under stringent conditions to (a) the complement of any of 
the nucleotides sequences of SEQ ID NO: 1-30368; (b) nucleotide sequences encoding any one 

30 of the amino acid sequences set forth in the Sequence Listing; (c) a polynucleotide which is an 
allelic variant of any polynucleotide recited above; (d) a polynucleotide which encodes a species 
homolog of any of the proteins recited above; or (e) a polynucleotide that encodes a polypeptide 
comprising a specific domain or truncation of the polypeptides of SEQ ID NO: 30369-60736. 
Domains of interest may depend on the nature of the encoded polypeptide; e.g., domains in 

35 receptor-like polypeptides include ligand-binding, extracellular, transmembrane, or cytoplasmic 
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domains, or combinations thereof; domains in immunoglobulin-like proteins include the variable 
immunoglobulin-like domains; domains in enzyme-like polypeptides include catalytic and 
substrate binding domains; and domains in ligand polypeptides include receptor-binding 
domains. 

5 The polynucleotides of the invention include naturally occurring or wholly or partially 

synthetic DNA, e.g., cDNA and genomic DNA, and RNA, e.g., mRNA. The polynucleotides 
may include all of the coding region of the cDNA or may represent a portion of the coding 
region of the cDNA. 

The present invention also provides genes corresponding to the cDNA sequences disclosed 
1 0 herein. The corresponding genes can be isolated in accordance with known methods using the 

sequence information disclosed herein. Such methods include the preparation of probes or primers 
from the disclosed sequence information for identification and/or amplification of genes in 
appropriate genomic libraries or other sources of genomic materials. Further 5' and 3' sequence can 
be obtained using methods known in the art. For example, full length cDNA or genomic DNA that 
1 5 corresponds to any of the polynucleotides of SEQ ID NO: 1 -30368 can be obtained by screening 
appropriate cDN A or genomic DNA libraries under suitable hybridization conditions using any of 
the polynucleotides of SEQ ID NO: 1 -30368 or a portion thereof as a probe. Alternatively, the 
polynucleotides of SEQ ID NO: 1 -30368 may be used as the basis for suitable primer(s) that allow 
identification and/or amplification of genes in appropriate genomic DNA or cDNA libraries. 
20 The nucleic acid sequences of the invention can be assembled from ESTs and sequences 

(including cDNA and genomic sequences) obtained from one or more public databases, such as 
dbEST, gbpri, and UniGene. The EST sequences can provide identifying sequence information, 
representative fragment or segment information, or novel segment information for the full-length 
gene. 

25 The polynucleotides of the invention also provide polynucleotides including nucleotide 

sequences that are substantially equivalent to the polynucleotides recited above. Polynucleotides 
according to the invention can have, e.g., at least about 65%, at least about 70%, at least about 
75%, at least about 80%, 81%, 82%, 83%, 84%, more typically at least about 85%, 86%, 87%, 
88%, 89%, more typically at least about 90%, 91%, 92%, 93%, 94%, and even more typically at 

30 least about 95%, 96%, 97%, 98%, 99%, sequence identity to a polynucleotide recited above. 

Included within the scope of the nucleic acid sequences of the invention are nucleic acid 
sequence fragments that hybridize under stringent conditions to any of the nucleotide sequences 
of SEQ ID NO: 1 -30368, or complements thereof, which fragment is greater than about 5 
nucleotides, preferably 7 nucleotides, more preferably greater than 9 nucleotides and most 

35 preferably greater than 17 nucleotides. Fragments of, e.g. 15, 17, or 20 nucleotides or more that 
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are selective for (i.e. specifically hybridize to any one of the polynucleotides of the invention) 

are contemplated. Probes capable of specifically hybridizing to a polynucleotide can 

differentiate polynucleotide sequences of the invention from other polynucleotide sequences in 

the same family of genes or can differentiate human genes from genes of other species, and are 

5 preferably based on unique nucleotide sequences. 

The sequences falling within the scope of the present invention are not limited to these 

specific sequences, but also include allelic and species variations thereof. Allelic and species 

variations can be routinely determined by comparing the sequence provided in SEQ ID NO: 1 - 

30368, a representative fragment thereof, or a nucleotide sequence at least 90% identical, preferably 

10 95% identical, to SEQ ID NO: 1 -30368 with a sequence from another isolate of the same species. 
Furthermore, to accommodate codon variability, the invention includes nucleic acid molecules 
coding for the same amino acid sequences as do the specific ORFs disclosed herein. In other words, 
in the coding region of an ORF, substitution of one codon for another codon that encodes the same 
amino acid is expressly contemplated. 

1 5 The nearest neighbor or homology result for the nucleic acids of the present invention, 

including SEQ ID NO: 1 -30368 can be obtained by searching a database using an algorithm or a 
program. Preferably, a BLAST which stands for Basic Local Alignment Search Tool is used to 
search for local sequence alignments (Altshul, S.F. J Mol. Evol. 36 290-300 (1 993) and Altschul 
S.F. et al. J. Mol. Biol. 21 :403-410 (1990)). Alternatively a FASTA version 3 search against 

20 Genpept, using Fastxy algorithm. 

Species homologs (or orthologs) of the disclosed polynucleotides and proteins are also 
provided by the present invention. Species homologs may be isolated and identified by making 
suitable probes or primers from the sequences provided herein and screening a suitable nucleic 
acid source from the desired species. 

25 The invention also encompasses allelic variants of the disclosed polynucleotides or 

proteins; that is, naturally occurring alternative forms of the isolated polynucleotide which also 
encode proteins which are identical, homologous or related to that encoded by the 
polynucleotides. 

The nucleic acid sequences of the invention are further directed to sequences which 
30 encode variants of the described nucleic acids. These amino acid sequence variants may be 
prepared by methods known in the art by introducing appropriate nucleotide changes into a 
native or variant polynucleotide. There are two variables in the construction of amino acid 
sequence variants: the location of the mutation and the nature of the mutation. Nucleic acids 
encoding the amino acid sequence variants are preferably constructed by mutating the 
35 polynucleotide to encode an amino acid sequence that does not occur in nature. These nucleic 
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acid alterations can be made at sites that differ in the nucleic acids from different species 

(variable positions) or in highly conserved regions (constant regions). Sites at such locations 

will typically be modified in series, e.g., by substituting first with conservative choices (e.g., 

hydrophobic amino acid to a different hydrophobic amino acid) and then with more distant 

5 choices (e.g. , hydrophobic amino acid to a charged amino acid), and then deletions or insertions 

may be made at the target site. Amino acid sequence deletions generally range from about 1 to 

30 residues, preferably about 1 to 10 residues, and are typically contiguous. Amino acid 

insertions include amino- and/or carboxyl-terminal fusions ranging in length from one to one 

hundred or more residues, as well as intrasequence insertions of single or multiple amino acid 

10 residues. Intrasequence insertions may range generally from about 1 to 10 amino residues, 

preferably from 1 to 5 residues. Examples of terminal insertions include the heterologous signal 
sequences necessary for secretion or for intracellular targeting in different host cells and 
sequences such as FLAG or poly-histidine sequences useful for purifying the expressed protein. 
In a preferred method, polynucleotides encoding the novel amino acid sequences are 

15 changed via site-directed mutagenesis. This method uses oligonucleotide sequences to alter a 
polynucleotide to encode the desired amino acid variant, as well as sufficient adjacent 
nucleotides on both sides of the changed amino acid to form a stable duplex on either side of the 
site of being changed. In general, the techniques of site-directed mutagenesis are well known to 
those of skill in the art and this technique is exemplified by publications such as, Edelman et al., 

20 DNA 2:183 (1983). A versatile and efficient method for producing site-specific changes in a 
polynucleotide sequence was published by Zoller and Smith, Nucleic Acids Res. 10:6487-6500 
(1982). PCR may also be used to create amino acid sequence variants of the novel nucleic acids. 
When small amounts of template DNA are used as starting material, primer(s) that differs 
slightly in sequence from the corresponding region in the template DNA can generate the desired 

25 amino acid variant. PCR amplification results in a population of product DNA fragments that 
differ from the polynucleotide template encoding the polypeptide at the position specified by the 
primer. The product DNA fragments replace the corresponding region in the plasmid and this 
gives a polynucleotide encoding the desired amino acid variant. 

A further technique for generating amino acid variants is the cassette mutagenesis 

30 technique described in Wells et al., Gene 34:3 1 5 (1985); and other mutagenesis techniques well 
known in the art, such as, for example, the techniques in Sambrook et al., supra, and Current 
Protocols in Molecular Biology, Ausubel et al. Due to the inherent degeneracy of the genetic 
code, other DNA sequences which encode substantially the same or a functionally equivalent 
amino acid sequence may be used in the practice of the invention for the cloning and expression 
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of these novel nucleic acids. Such DNA sequences include those which are capable of 

hybridizing to the appropriate novel nucleic acid sequence under stringent conditions. 

Polynucleotides encoding preferred polypeptide truncations of the invention can be used 

to generate polynucleotides encoding chimeric or fusion proteins comprising one or more 

5 domains of the invention and heterologous protein sequences. 

The polynucleotides of the invention additionally include the complement of any of the 

polynucleotides recited above. The polynucleotide can be DNA (genomic, cDNA, amplified, or 

synthetic) or RNA. Methods and algorithms for obtaining such polynucleotides are well known 

to those of skill in the art and can include, for example, methods for determining hybridization 

10 conditions that can routinely isolate polynucleotides of the desired sequence identities. 

In accordance with the invention, polynucleotide sequences comprising the mature 
protein coding sequences corresponding to any one of SEQ ID NO: 1-30368, or functional 
equivalents thereof, may be used to generate recombinant DNA molecules that direct the 
expression of that nucleic acid, or a functional equivalent thereof, in appropriate host cells. Also 

15 included are the cDNA inserts of any of the clones identified herein. 

A polynucleotide according to the invention can be joined to any of a variety of other 
nucleotide sequences by well-established recombinant DNA techniques (see Sambrook J et al. 
(1989) Molecular Cloning: A Laboratory Manual, Cold Spring Harbor Laboratory, NY). Useful 
nucleotide sequences for joining to polynucleotides include an assortment of vectors, e.g., 

20 plasmids, cosmids, lambda phage derivatives, phagemids, and the like, that are well known in the 
art. Accordingly, the invention also provides a vector including a polynucleotide of the 
invention and a host cell containing the polynucleotide. In general, the vector contains an origin 
of replication functional in at least one organism, convenient restriction endonuclease sites, and a 
selectable marker for the host cell. Vectors according to the invention include expression 

25 vectors, replication vectors, probe generation vectors, and sequencing vectors. A host cell 
according to the invention can be a prokaryotic or eukaryotic cell and can be a unicellular 
organism or part of a multicellular organism. 

The present invention further provides recombinant constructs comprising a nucleic acid 
having any of the nucleotide sequences of SEQ ID NO: 1-30368 or a fragment thereof or any 

30 other polynucleotides of the invention. In one embodiment, the recombinant constructs of the 
present invention comprise a vector, such as a plasmid or viral vector, into which a nucleic acid 
having any of the nucleotide sequences of SEQ ID NO: 1-30368 or a fragment thereof is 
inserted, in a forward or reverse orientation. In the case of a vector comprising one of the ORFs 
of the present invention, the vector may further comprise regulatory sequences, including for 

35 example, a promoter, operably linked to the ORF. Large numbers of suitable vectors and 
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promoters are known to those of skill in the art and are commercially available for generating the 

recombinant constructs of the present invention. The following vectors are provided by way of 

example. Bacterial: pBs, phagescript, PsiX174, pBluescript SK, pBs KS, pNH8a, pNH16a, 

pNH18a, pNH46a (Stratagene); pTrc99A, pKK223-3, pKK233-3, pDR540, pRIT5 (Pharmacia). 

5 Eukaryotic: pWLneo, pSV2cat, pOG44, PXTI, pSG (Stratagene) pSVK3, pBPV, pMSG, pSVL 

(Pharmacia). 

The isolated polynucleotide of the invention may be operably linked to an expression 
control sequence such as the pMT2 or pED expression vectors disclosed in Kaufman et al., 
Nucleic Acids Res. 19, 4485-4490 (1991), in order to produce the protein recombinantly. Many 

10 suitable expression control sequences are known in the art. General methods of expressing 
recombinant proteins are also known and are exemplified in R. Kaufman, Methods in 
Enzymology 185, 537-566 (1990). As defined herein "operably linked" means that the isolated 
polynucleotide of the invention and an expression control sequence are situated within a vector 
or cell in such a way that the protein is expressed by a host cell which has been transformed 

1 5 (transfected) with the ligated polynucleotide/expression control sequence. 

Promoter regions can be selected from any desired gene using CAT (chloramphenicol 
transferase) vectors or other vectors with selectable markers. Two appropriate vectors are 
pKK232-8 and pCM7. Particular named bacterial promoters include lad, lacZ, T3, T7, gpt, 
lambda PR, and trc. Eukaryotic promoters include CMV immediate early, HSV thymidine 

20 kinase, early and late SV40, LTRs from retrovirus, and mouse metallothionein-I. Selection of 
the appropriate vector and promoter is well within the level of ordinary skill in the art. 
Generally, recombinant expression vectors will include origins of replication and selectable 
markers permitting transformation of the host cell, e.g., the ampicillin resistance gene of E. coli 
and S. cerevisiae TRP1 gene, and a promoter derived from a highly-expressed gene to direct 

25 transcription of a downstream structural sequence. Such promoters can be derived from operons 
encoding glycolytic enzymes such as 3-phosphoglycerate kinase (PGK), a-factor, acid 
phosphatase, or heat shock proteins, among others. The heterologous structural sequence is 
assembled in appropriate phase with translation initiation and termination sequences, and 
preferably, a leader sequence capable of directing secretion of translated protein into the 

30 periplasmic space or extracellular medium. Optionally, the heterologous sequence can encode a 
fusion protein including an amino terminal identification peptide imparting desired 
characteristics, e.g., stabilization or simplified purification of expressed recombinant product. 
Useful expression vectors for bacterial use are constructed by inserting a structural DNA 
sequence encoding a desired protein together with suitable translation initiation and termination 

35 signals in operable reading phase with a functional promoter. The vector will comprise one or 
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more phenotypic selectable markers and an origin of replication to ensure maintenance of the 

vector and to, if desirable, provide amplification within the host. Suitable prokaryotic hosts for 

transformation include E. coli, Bacillus subtilis, Salmonella typhimurium and various species 

within the genera Pseudomonas, Streptomyces, and Staphylococcus, although others may also be 

5 employed as a matter of choice. 

As a representative but non-limiting example, useful expression vectors for bacterial use 

can comprise a selectable marker and bacterial origin of replication derived from commercially 

available plasmids comprising genetic elements of the well known cloning vector pBR322 

(ATCC 37017). Such commercial vectors include, for example, pKK223-3 (Pharmacia Fine 

10 Chemicals, Uppsala, Sweden) and GEM 1 (Promega Biotech, Madison, WI, USA). These 
pBR322 "backbone" sections are combined with an appropriate promoter and the structural 
sequence to be expressed. Following transformation of a suitable host strain and growth of the 
host strain to an appropriate cell density, the selected promoter is induced or derepressed by 
appropriate means (e.g., temperature shift or chemical induction) and cells are cultured for an 

15 additional period. Cells are typically harvested by centrifugation, disrupted by physical or 
chemical means, and the resulting crude extract retained for further purification. 

Polynucleotides of the invention can also be used to induce immune responses. For 
example, as described in Fan et al., Nat. Biotech. 17:870-872 (1999), incorporated herein by 
reference, nucleic acid sequences encoding a polypeptide may be used to generate antibodies 

20 against the encoded polypeptide following topical administration of naked plasmid DNA or 
following injection, and preferably intramuscular injection of the DNA. The nucleic acid 
sequences are preferably inserted in a recombinant expression vector and may be in the form of 
naked DNA. 



25 4.3 ANTISENSE 

Another aspect of the invention pertains to isolated antisense nucleic acid molecules that 
are hybridizable to or complementary to the nucleic acid molecule comprising the nucleotide 
sequence of SEQ ID NO: 1-30368, or fragments, analogs or derivatives thereof. An "antisense" 
nucleic acid comprises a nucleotide sequence that is complementary to a "sense" nucleic acid 
30 encoding a protein, e.g., complementary to the coding strand of a double-stranded cDNA 

molecule or complementary to an mRNA sequence. In specific aspects, antisense nucleic acid 
molecules are provided that comprise a sequence complementary to at least about 10, 25, 50, 
1 00, 250 or 500 nucleotides or an entire coding strand, or to only a portion thereof. Nucleic acid 
molecules encoding fragments, homologs, derivatives and analogs of a protein of any of SEQ ID 
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NO: 30369-60736 or antisense nucleic acids complementary to a nucleic acid sequence of SEQ 

ID NO: 1-30368 are additionally provided. 

In one embodiment, an antisense nucleic acid molecule is antisense to a "coding region" 

of the coding strand of a nucleotide sequence of the invention. The term "coding region" refers 

5 to the region of the nucleotide sequence comprising codons which are translated into amino acid 

residues. In another embodiment, the antisense nucleic acid molecule is antisense to a 

"noncoding region" of the coding strand of a nucleotide sequence of the invention. The term 

"noncoding region" refers to 5' and 3' sequences which flank the coding region that are not 

translated into amino acids (i.e., also referred to as 5' and 3' untranslated regions). 

10 Given the coding strand sequences encoding a nucleic acid disclosed herein (e.g., SEQ 

ID NO: 1-30368), antisense nucleic acids of the invention can be designed according to the rules 
of Watson and Crick or Hoogsteen base pairing. The antisense nucleic acid molecule can be 
complementary to the entire coding region of a mRNA, but more preferably is an oligonucleotide 
that is antisense to only a portion of the coding or noncoding region of a mRNA. For example, 

1 5 the antisense oligonucleotide can be complementary to the region surrounding the translation 
start site of a mRNA. An antisense oligonucleotide can be, for example, about 5, 10, 15, 20, 25, 
30, 35, 40, 45 or 50 nucleotides in length. An antisense nucleic acid of the invention can be 
constructed using chemical synthesis or enzymatic ligation reactions using procedures known in 
the art. For example, an antisense nucleic acid (e.g., an antisense oligonucleotide) can be 

20 chemically synthesized using naturally occurring nucleotides or variously modified nucleotides 
designed to increase the biological stability of the molecules or to increase the physical stability 
of the duplex formed between the antisense and sense nucleic acids, e.g., phosphorothioate 
derivatives and acridine substituted nucleotides can be used. 

Examples of modified nucleotides that can be used to generate the antisense nucleic acid 

25 include: 5-fluorouracil, 5-bromouracil, 5-chlorouracil, 5-iodouracil, hypoxanthine, xanthine, 
4-acetylcytosine, 5-(carboxyhydroxylmethyl) uracil, 5-carboxymethylaminomethyl- 
2-thiouridine, 5-carboxymethylaminomethyluracil, dihydrouracil, beta-D-galactosylqueosine, 
inosine, N6-isopentenyladenine, 1-methylguanine, 1-methylinosine, 2,2-dimethylguanine, 
2-mefhyladenine, 2-methylguanine, 3-methylcytosine, 5-methylcytosine, N6-adenine, 

30 7-methylguanine, 5-methylaminomethyluracil, 5-methoxyaminomethyl-2-thiouracil, 
beta-D-mannosylqueosine, 5'-methoxycarboxymethyluracil, 5-methoxyuracil, 
2-methylthio-N6-isopentenyladenine, uracil-5-oxyacetic acid (v), wybutoxosine, pseudouracil, 
queosine, 2-thiocytosine, 5-methyl-2-thiouracil, 2-thiouracil, 4-thiouracil, 5-methyluracil, 
uracil-5-oxyacetic acid methylester, uracil -5-oxyacetic acid (v), 5-methyl-2-thiouracil, 

35 3-(3-amino-3-N-2-carboxypropyl) uracil, (acp3)w, and 2,6-diaminopurine. Alternatively, the 
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antisense nucleic acid can be produced biologically using an expression vector into which a 
nucleic acid has been subcloned in an antisense orientation (i.e., RNA transcribed from the 
inserted nucleic acid will be of an antisense orientation to a target nucleic acid of interest, 
described further in the following subsection). 
5 The antisense nucleic acid molecules of the invention are typically administered to a 

subject or generated in situ such that they hybridize with or bind to cellular mRNA and/or 
genomic DNA encoding a protein according to the invention to thereby inhibit expression of the 
protein, e.g., by inhibiting transcription and/or translation. The hybridization can be by 
conventional nucleotide complementarity to form a stable duplex, or, for example, in the case of 

1 0 an antisense nucleic acid molecule that binds to DNA duplexes, through specific interactions in 
the major groove of the double helix. An example of a route of administration of antisense 
nucleic acid molecules of the invention includes direct injection at a tissue site. Alternatively, 
antisense nucleic acid molecules can be modified to target selected cells and then administered 
systemically. For example, for systemic administration, antisense molecules can be modified 

1 5 such that they specifically bind to receptors or antigens expressed on a selected cell surface, e.g. , 
by linking the antisense nucleic acid molecules to peptides or antibodies that bind to cell surface 
receptors or antigens. The antisense nucleic acid molecules can also be delivered to cells using 
the vectors described herein. To achieve sufficient intracellular concentrations of antisense 
molecules, vector constructs in which the antisense nucleic acid molecule is placed under the 

20 control of a strong pol II or pol III promoter are preferred. 

In yet another embodiment, the antisense nucleic acid molecule of the invention is an 
-a n omeric nucleic acid molecule. An -a nomeric nucleic acid molecule forms specific 
double-stranded hybrids with complementary RNA in which, contrary to the usual -uni ts, the 
strands run parallel to each other (Gaultier et al. (1987) Nucleic Acids Res 15: 6625-6641). The 

25 antisense nucleic acid molecule can also comprise a 2'-o-methylribonucleotide (Inoue et al. 

(1987) Nucleic Acids Res 15: 6131-6148) or a chimeric RNA -DNA analogue (Inoue et al. (1987) 
FEBS Lett 215: 327-330). 

4.4 RIBOZYMES AND PNA MOIETIES 

30 In still another embodiment, an antisense nucleic acid of the invention is a ribozyme. 

Ribozymes are catalytic RNA molecules with ribonuclease activity that are capable of cleaving a 
single-stranded nucleic acid, such as a mRNA, to which they have a complementary region. 
Thus, ribozymes (e.g., hammerhead ribozymes (described in Haselhoff and Gerlach (1988) 
Nature 334:585-591)) can be used to catalytically cleave a mRNA transcripts to thereby inhibit 

35 translation of a mRNA. A ribozyme having specificity for a nucleic acid of the invention can be 
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designed based upon the nucleotide sequence of a DNA disclosed herein (i.e., SEQ ID NO: 1 - 

30368). For example, a derivative of a Tetrahymena L-19 IVS RNA can be constructed in which 

the nucleotide sequence of the active site is complementary to the nucleotide sequence to be 

cleaved in an mRNA of SEQ ID NO: 1-30368 (see, e.g., Cech et al. U.S. Pat. No. 4,987,071; 

5 and Cech et al. U.S. Pat. No. 5,1 16,742). Alternatively, polynucleotides of the invention can be 

used to select a catalytic RNA having a specific ribonuclease activity from a pool of RNA 

molecules. See, e.g., Bartel et al, (1993) Science 261:141 1-1418. 

Alternatively, gene expression can be inhibited by targeting nucleotide sequences 

complementary to the regulatory region (e.g., promoter and/or enhancers) to form triple helical 

10 structures that prevent transcription of the gene in target cells. See generally, Helene. (1991) 
Anticancer Drug Des. 6: 569-84; Helene. et al. (1992) Ann. N. Y. Acad. Sci. 660:27-36; and 
Maher (1992) Bioassays 14: 807-15. 

In various embodiments, the nucleic acids of the invention can be modified at the base 
moiety, sugar moiety or phosphate backbone to improve, e.g., the stability, hybridization, or 

15 solubility of the molecule. For example, the deoxyribose phosphate backbone of the nucleic 
acids can be modified to generate peptide nucleic acids (see Hyrup et al. (1996) Bioorg Med 
Chem 4: 5-23). As used herein, the terms "peptide nucleic acids" or "PNAs" refer to nucleic acid 
mimics, e.g., DNA mimics, in which the deoxyribose phosphate backbone is replaced by a 
pseudopeptide backbone and only the four natural nucleobases are retained. The neutral 

20 backbone of PNAs has been shown to allow for specific hybridization to DNA and RNA under 
conditions of low ionic strength. The synthesis of PNA oligomers can be performed using 
standard solid phase peptide synthesis protocols as described in Hyrup et al. (1996) above; 
Perry-O'Keefe et al. (1996) PNAS 93: 14670-675. 

PNAs of the invention can be used in therapeutic and diagnostic applications. For 

25 example, PNAs can be used as antisense or antigene agents for sequence-specific modulation of 
gene expression by, e.g., inducing transcription or translation arrest or inhibiting replication. 
PNAs of the invention can also be used, e.g., in the analysis of single base pair mutations in a 
gene by, e.g., PNA directed PCR clamping; as artificial restriction enzymes when used in 
combination with other enzymes, e.g., SI nucleases (Hyrup B. (1996) above); or as probes or 

30 primers for DNA sequence and hybridization (Hyrup et al. (1996), above; Perry-O'Keefe (1996), 
above). 

In another embodiment, PNAs of the invention can be modified, e.g., to enhance their 
stability or cellular uptake, by attaching lipophilic or other helper groups to PNA, by the 
formation of PNA-DNA chimeras, or by the use of liposomes or other techniques of drug 
35 delivery known in the art. For example, PNA-DNA chimeras can be generated that may 
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combine the advantageous properties of PNA and DNA. Such chimeras allow DNA recognition 

enzymes, e.g., RNase H and DNA polymerases, to interact with the DNA portion while the PNA 

portion would provide high binding affinity and specificity. PNA-DNA chimeras can be linked 

using linkers of appropriate lengths selected in terms of base stacking, number of bonds between 

the nucleobases, and orientation (Hyrup (1996) above). The synthesis of PNA-DNA chimeras 

can be performed as described in Hyrup (1996) above and Finn et al. (1996) Nucl Acids Res 24: 

3357-63. For example, a DNA chain can be synthesized on a solid support using standard 

phosphoramidite coupling chemistry, and modified nucleoside analogs, e.g., 

5'-(4-methoxytrityl)amino-5'-deoxy-thymidine phosphoramidite, can be used between the PNA 

and the 5' end of DNA (Mag et al. (1989) Nucl Acid Res 17: 5973-88). PNA monomers are then 

coupled in a stepwise manner to produce a chimeric molecule with a 5' PNA segment and a 3' 

DNA segment (Finn et al. (1996) above). Alternatively, chimeric molecules can be synthesized 

with a 5' DNA segment and a 3' PNA segment. See, Petersen et al. (1975) Bioorg Med Chem 

LettS: 1119-11124. 

In other embodiments, the oligonucleotide may include other appended groups such as 
peptides {e.g., for targeting host cell receptors in vivo), or agents facilitating transport across the 
cell membrane (see, e.g., Letsinger et al., 1989, Proc. Natl. Acad. Sci. U.S.A. 86:6553-6556; 
Lemaitre et al., 1987, Proc. Natl. Acad. Sci. 84:648-652; PCT Publication No. W088/09810) or 
the blood-brain barrier (see, e.g., PCT Publication No. W089/10134). In addition, 
oligonucleotides can be modified with hybridization triggered cleavage agents (See, e.g., Krol et 
al., 1988, BioTechniques 6:958-976) or intercalating agents (see, e.g., Zon, 1988, Pharm. Res. 
5:539-549). To this end, the oligonucleotide may be conjugated to another molecule, e.g., a 
peptide, a hybridization triggered cross-linking agent, a transport agent, a hybridization-triggered 
cleavage agent, etc. 

4.5 HOSTS 

The present invention further provides host cells genetically engineered to contain the 
polynucleotides of the invention. For example, such host cells may contain nucleic acids of the 
invention introduced into the host cell using known transformation, transfection or infection 
methods. The present invention still further provides host cells genetically engineered to express 
the polynucleotides of the invention, wherein such polynucleotides are in operative association 
with a regulatory sequence heterologous to the host cell which drives expression of the 
polynucleotides in the cell. 

Knowledge of nucleic acid sequences allows for modification of cells to permit, or 
increase, expression of endogenous polypeptide. Cells can be modified {e.g. , by homologous 
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recombination) to provide increased polypeptide expression by replacing, in whole or in part, the 

naturally occurring promoter with all or part of a heterologous promoter so that the cells express 

the polypeptide at higher levels. The heterologous promoter is inserted in such a manner that it 

is operatively linked to the encoding sequences. See, for example, PCT International Publication 

5 No. W094/1 2650, PCT International Publication No. WO92/20808, and PCT International 

Publication No. W09 1/09955. It is also contemplated that, in addition to heterologous promoter 

DNA, amplifiable marker DNA (e.g., ada, dhfr, and the multifunctional CAD gene which 

encodes carbamyl phosphate synthase, aspartate transcarbamylase, and dihydroorotase) and/or 

intron DNA may be inserted along with the heterologous promoter DNA. If linked to the coding 

10 sequence, amplification of the marker DNA by standard selection methods results in co- 
amplification of the desired protein coding sequences in the cells. 

The host cell can be a higher eukaryotic host cell, such as a mammalian cell, a lower 
eukaryotic host cell, such as a yeast cell, or the host cell can be a prokaryotic cell, such as a 
bacterial cell. Introduction of the recombinant construct into the host cell can be effected by 

15 calcium phosphate transfection, DEAE, dextran mediated transfection, or electroporation (Davis, 
L. et al, Basic Methods in Molecular Biology (1986)). The host cells containing one of the 
polynucleotides of the invention, can be used in conventional manners to produce the gene 
product encoded by the isolated fragment (in the case of an ORF) or can be used to produce a 
heterologous protein under the control of the EMF. 

20 Any host/vector system can be used to express one or more of the ORFs of the present 

invention. These include, but are not limited to, eukaryotic hosts such as HeLa cells, Cv-1 cell, 
COS cells, 293 cells, and Sf9 cells, as well as prokaryotic host such as E. coli and B. subtilis. 
The most preferred cells are those which do not normally express the particular polypeptide or 
protein or which expresses the polypeptide or protein at low natural level. Mature proteins can 

25 be expressed in mammalian cells, yeast, bacteria, or other cells under the control of appropriate 
promoters. Cell-free translation systems can also be employed to produce such proteins using 
RNAs derived from the DNA constructs of the present invention. Appropriate cloning and 
expression vectors for use with prokaryotic and eukaryotic hosts are described by Sambrook, et 
al., in Molecular Cloning: A Laboratory Manual, Second Edition, Cold Spring Harbor, New 

30 York (1989), the disclosure of which is hereby incorporated by reference. 

Various mammalian cell culture systems can also be employed to express recombinant 
protein. Examples of mammalian expression systems include the COS-7 lines of monkey kidney 
fibroblasts, described by Gluzman, Cell 23:175 (1981). Other cell lines capable of expressing a 
compatible vector are, for example, the CI 27, monkey COS cells, Chinese Hamster Ovary 

35 (CHO) cells, human kidney 293 cells, human epidermal A431 cells, human Colo205 cells, 3T3 
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cells, CV-1 cells, other transformed primate cell lines, normal diploid cells, cell strains derived 

from in vitro culture of primary tissue, primary explants, HeLa cells, mouse L cells, BHK, 

HL-60, U937, HaK or Jurkat cells. Mammalian expression vectors will comprise an origin of 

replication, a suitable promoter and also any necessary ribosome binding sites, polyadenylation 

5 site, splice donor and acceptor sites, transcriptional termination sequences, and 5' flanking 

nontranscribed sequences. DNA sequences derived from the SV40 viral genome, for example, 

SV40 origin, early promoter, enhancer, splice, and polyadenylation sites may be used to provide 

the required nontranscribed genetic elements. Recombinant polypeptides and proteins produced 

in bacterial culture are usually isolated by initial extraction from cell pellets, followed by one or 

10 more salting-out, aqueous ion exchange or size exclusion chromatography steps. Protein 
refolding steps can be used, as necessary, in completing configuration of the mature protein. 
Finally, high performance liquid chromatography (HPLC) can be employed for final purification 
steps. Microbial cells employed in expression of proteins can be disrupted by any convenient 
method, including freeze-thaw cycling, sonication, mechanical disruption, or use of cell lysing 

15 agents. 

Alternatively, it may be possible to produce the protein in lower eukaryotes such as yeast 
or insects or in prokaryotes such as bacteria. Potentially suitable yeast strains include 
Saccharomyces cerevisiae, Schizosaccharomyces pombe, Kluyveromyces strains, Candida, or 
any yeast strain capable of expressing heterologous proteins. Potentially suitable bacterial 

20 strains include Escherichia coli, Bacillus subtilis, Salmonella typhimurium, or any bacterial 

strain capable of expressing heterologous proteins. If the protein is made in yeast or bacteria, it 
may be necessary to modify the protein produced therein, for example by phosphorylation or 
glycosylation of the appropriate sites, in order to obtain the functional protein. Such covalent 
attachments may be accomplished using known chemical or enzymatic methods. 

25 In another embodiment of the present invention, cells and tissues may be engineered to 

express an endogenous gene comprising the polynucleotides of the invention under the control of 
inducible regulatory elements, in which case the regulatory sequences of the endogenous gene 
may be replaced by homologous recombination. As described herein, gene targeting can be used 
to replace a gene's existing regulatory region with a regulatory sequence isolated from a different 

30 gene or a novel regulatory sequence synthesized by genetic engineering methods. Such 

regulatory sequences may be comprised of promoters, enhancers, scaffold-attachment regions, 
negative regulatory elements, transcriptional initiation sites, regulatory protein binding sites or 
combinations of said sequences. Alternatively, sequences which affect the structure or stability 
of the RNA or protein produced may be replaced, removed, added, or otherwise modified by 

35 targeting. These sequence include polyadenylation signals, mRNA stability elements, splice 
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sites, leader sequences for enhancing or modifying transport or secretion properties of the 

protein, or other sequences which alter or improve the function or stability of protein or RNA 

molecules. 

The targeting event may be a simple insertion of the regulatory sequence, placing the 
5 gene under the control of the new regulatory sequence, e.g., inserting a new promoter or 

enhancer or both upstream of a gene. Alternatively, the targeting event may be a simple deletion 
of a regulatory element, such as the deletion of a tissue-specific negative regulatory element. 
Alternatively, the targeting event may replace an existing element; for example, a tissue-specific 
enhancer can be replaced by an enhancer that has broader or different cell-type specificity than 

10 the naturally occurring elements. Here, the naturally occurring sequences are deleted and new 
sequences are added. In all cases, the identification of the targeting event may be facilitated by 
the use of one or more selectable marker genes that are contiguous with the targeting DNA, 
allowing for the selection of cells in which the exogenous DNA has integrated into the host cell 
genome. The identification of the targeting event may also be facilitated by the use of one or 

1 5 more marker genes exhibiting the property of negative selection, such that the negatively 
selectable marker is linked to the exogenous DNA, but configured such that the negatively 
selectable marker flanks the targeting sequence, and such that a correct homologous 
recombination event with sequences in the host cell genome does not result in the stable 
integration of the negatively selectable marker. Markers useful for this purpose include the 

20 Herpes Simplex Virus thymidine kinase (TK) gene or the bacterial xanthine-guanine 
phosphoribosyl-transferase (gpt) gene. 

The gene targeting or gene activation techniques which can be used in accordance with 
this aspect of the invention are more particularly described in U.S. Patent No. 5,272,071 to 
Chappel; U.S. Patent No. 5,578,461 to Sherwin et al.; International Application No. 

25 PCT/US92/09627 (WO93/09222) by Selden et al.; and International Application No. 

PCT/US90/06436 (WO91/06667) by Skoultchi et al., each of which is incorporated by reference 
herein in its entirety. 

4.6 POLYPEPTIDES OF THE INVENTION 

30 The isolated polypeptides of the invention include, but are not limited to, a polypeptide 

comprising: the amino acid sequences set forth as any one of SEQ ID NO: 30369-60736 or an 
amino acid sequence encoded by any one of the nucleotide sequences SEQ ID NO: 1-30368 or 
the corresponding full length or mature protein. Polypeptides of the invention also include 
polypeptides preferably with biological or immunological activity that are encoded by: (a) a 

35 polynucleotide having any one of the nucleotide sequences set forth in SEQ ID NO: 1-30368 or 
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(b) polynucleotides encoding any one of the amino acid sequences set forth as SEQ ID NO: 

30369-60736 or (c) polynucleotides that hybridize to the complement of the polynucleotides of 

either (a) or (b) under stringent hybridization conditions. The invention also provides 

biologically active or immunologically active variants of any of the amino acid sequences set 

5 forth as SEQ ID NO: 30369-60736 or the corresponding full length or mature protein; and 

"substantial equivalents" thereof (e.g., with at least about 65%, at least about 70%, at least about 

75%, at least about 80%, at least about 85%, 86%, 87%, 88%, 89%, at least about 90%, 91%, 

92%, 93%, 94%, typically at least about 95%, 96%, 97%, more typically at least about 98%, or 

most typically at least about 99% amino acid identity) that retain biological activity. 

10 Polypeptides encoded by allelic variants may have a similar, increased, or decreased activity 
compared to polypeptides comprising SEQ ID NO: 30369-60736. 

Fragments of the proteins of the present invention which are capable of exhibiting 
biological activity are also encompassed by the present invention. Fragments of the protein may 
be in linear form or they may be cyclized using known methods, for example, as described in H. 

15 U. Saragovi, et al., Bio/Technology 10, 773-778 (1992) and in R. S. McDowell, et al., J. Amer. 
Chem. Soc. 1 14, 9245-9253 (1992), both of which are incorporated herein by reference. Such 
fragments may be fused to carrier molecules such as immunoglobulins for many purposes, 
including increasing the valency of protein binding sites. 

The present invention also provides both full-length and mature forms (for example, 

20 without a signal sequence or precursor sequence) of the disclosed proteins. The protein coding 
sequence is identified in the sequence listing by translation of the disclosed nucleotide 
sequences. The mature form of such protein may be obtained by expression of a full-length 
polynucleotide in a suitable mammalian cell or other host cell. The sequence of the mature form 
of the protein is also determinable from the amino acid sequence of the full-length form. Where 

25 proteins of the present invention are membrane bound, soluble forms of the proteins are also 
provided. In such forms, part or all of the regions causing the proteins to be membrane bound 
are deleted so that the proteins are fully secreted from the cell in which they are expressed. 

Protein compositions of the present invention may further comprise an acceptable carrier, 
such as a hydrophilic, e.g., pharmaceutical^ acceptable, carrier. 

30 The present invention further provides isolated polypeptides encoded by the nucleic acid 

fragments of the present invention or by degenerate variants of the nucleic acid fragments of the 
present invention. By "degenerate variant" is intended nucleotide fragments which differ from a 
nucleic acid fragment of the present invention (e.g., an ORE) by nucleotide sequence but, due to 
the degeneracy of the genetic code, encode an identical polypeptide sequence. Preferred nucleic 

35 acid fragments of the present invention are the ORFs that encode proteins. 
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A variety of methodologies known in the art can be utilized to obtain any one of the 

isolated polypeptides or proteins of the present invention. At the simplest level, the amino acid 

sequence can be synthesized using commercially available peptide synthesizers. The 

synthetically-constructed protein sequences, by virtue of sharing primary, secondary or tertiary 

5 structural and/or conformational characteristics with proteins may possess biological properties 

in common therewith, including protein activity. This technique is particularly useful in 

producing small peptides and fragments of larger polypeptides. Fragments are useful, for 

example, in generating antibodies against the native polypeptide. Thus, they may be employed 

as biologically active or immunological substitutes for natural, purified proteins in screening of 

10 therapeutic compounds and in immunological processes for the development of antibodies. 

The polypeptides and proteins of the present invention can alternatively be purified from 
cells which have been altered to express the desired polypeptide or protein. As used herein, a 
cell is said to be altered to express a desired polypeptide or protein when the cell, through genetic 
manipulation, is made to produce a polypeptide or protein which it normally does not produce or 

15 which the cell normally produces at a lower level. One skilled in the art can readily adapt 
procedures for introducing and expressing either recombinant or synthetic sequences into 
eukaryotic or prokaryotic cells in order to generate a cell which produces one of the polypeptides 
or proteins of the present invention. 

The invention also relates to methods for producing a polypeptide comprising growing a 

20 culture of host cells of the invention in a suitable culture medium, and purifying the protein from 
the cells or the culture in which the cells are grown. For example, the methods of the invention 
include a process for producing a polypeptide in which a host cell containing a suitable 
expression vector that includes a polynucleotide of the invention is cultured under conditions that 
allow expression of the encoded polypeptide. The polypeptide can be. recovered from the 

25 culture, conveniently from the culture medium, or from a lysate prepared from the host cells and 
further purified. Preferred embodiments include those in which the protein produced by such 
process is a full length or mature form of the protein. 

In an alternative method, the polypeptide or protein is purified from bacterial cells which 
naturally produce the polypeptide or protein. One skilled in the art can readily follow known 

30 methods for isolating polypeptides and proteins in order to obtain one of the isolated 
polypeptides or proteins of the present invention. These include, but are not limited to, 
immunochromatography, HPLC, size-exclusion chromatography, ion-exchange chromatography, 
and immuno-affinity chromatography. See, e.g., Scopes, Protein Purification: Principles and 
Practice, Springer-Verlag (1994); Sambrook, et al., in Molecular Cloning: A Laboratory 

35 Manual; Ausubel et al., Current Protocols in Molecular Biology. Polypeptide fragments that 
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retain biological/immunological activity include fragments comprising greater than about 1 00 

amino acids, or greater than about 200 amino acids, and fragments that encode specific protein 

domains. 

The purified polypeptides can be used in in vitro binding assays which are well known in 
5 the art to identify molecules which bind to the polypeptides. These molecules include but are not 
limited to, for e.g., small molecules, molecules from combinatorial libraries, antibodies or other 
proteins. The molecules identified in the binding assay are then tested for antagonist or agonist 
activity in in vivo tissue culture or animal models that are well known in the art. In brief, the 
molecules are titrated into a plurality of cell cultures or animals and then tested for either 

10 cell/animal death or prolonged survival of the animal/cells. 

In addition, the peptides of the invention or molecules capable of binding to the peptides 
may be complexed with toxins, e.g., ricin or cholera, or with other compounds that are toxic to 
cells. The toxin-binding molecule complex is then targeted to a tumor or other cell by the 
specificity of the binding molecule for SEQ ID NO: 30369-60736. 

1 5 The protein of the invention may also be expressed as a product of transgenic animals, 

e.g., as a component of the milk of transgenic cows, goats, pigs, or sheep which are characterized 
by somatic or germ cells containing a nucleotide sequence encoding the protein. 

The proteins provided herein also include proteins characterized by amino acid sequences 
similar to those of purified proteins but into which modification are naturally provided or 

20 deliberately engineered. For example, modifications in the peptide or DNA sequence can be 

made by those skilled in the art using known techniques. Modifications of interest in the protein 
sequences may include the alteration, substitution, replacement, insertion or deletion of a 
selected amino acid residue in the coding sequence. For example, one or more of the cysteine 
residues may be deleted or replaced with another amino acid to alter the conformation of the 

25 molecule. Techniques for such alteration, substitution, replacement, insertion or deletion are 
well known to those skilled in the art (see, e.g., U.S. Pat. No. 4,518,584). Preferably, such 
alteration, substitution, replacement, insertion or deletion retains the desired activity of the 
protein. Regions of the protein that are important for the protein function can be determined by 
various methods known in the art including the alanine-scanning method which involved 

30 systematic substitution of single or strings of amino acids with alanine, followed by testing the 
resulting alanine-containing variant for biological activity. This type of analysis determines the 
importance of the substituted amino acid(s) in biological activity. Regions of the protein that are 
important for protein function may be determined by the eMATRIX program. 

Other fragments and derivatives of the sequences of proteins which would be expected to 

35 retain protein activity in whole or in part and are useful for screening or other immunological 
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methodologies may also be easily made by those skilled in the art given the disclosures herein. 
Such modifications are encompassed by the present invention. 

The protein may also be produced by operably linking the isolated polynucleotide of the 
invention to suitable control sequences in one or more insect expression vectors, and employing 
5 an insect expression system. Materials and methods for baculovirus/insect cell expression 

systems are commercially available in kit form from, e.g., Invitrogen, San Diego, Calif., U.S.A. 
(the MaxBat™ kit), and such methods are well known in the art, as described in Summers and 
Smith, Texas Agricultural Experiment Station Bulletin No. 1 555 (1987), incorporated herein by 
reference. As used herein, an insect cell capable of expressing a polynucleotide of the present 

10 invention is "transformed." 

The protein of the invention may be prepared by culturing transformed host cells under 
culture conditions suitable to express the recombinant protein. The resulting expressed protein 
may then be purified from such culture (i.e., from culture medium or cell extracts) using known 
purification processes, such as gel filtration and ion exchange chromatography. The purification 

15 of the protein may also include an affinity column containing agents which will bind to the 
protein; one or more column steps over such affinity resins as concanavalin A-agarose, 
heparin-toyopearl™ or Cibacrom blue 3GA Sepharose™; one or more steps involving 
hydrophobic interaction chromatography using such resins as phenyl ether, butyl ether, or propyl 
ether; or immunoaffinity chromatography. 

20 Alternatively, the protein of the invention may also be expressed in a form that will 

facilitate purification. For example, it may be expressed as a fusion protein, such as those of 
maltose binding protein (MBP), glutathione-S-transferase (GST) or thioredoxin (TRX), or as a 
His-tag. Kits for expression and purification of such fusion proteins are commercially available 
from New England BioLab (Beverly, Mass.), Pharmacia (Piscataway, N.J.) and Invitrogen, 

25 respectively. The protein can also be tagged with an epitope and subsequently purified by using 
a specific antibody directed to such epitope. One such epitope ("FLAG®") is commercially 
available from Kodak (New Haven, Conn.). 

Finally, one or more reverse-phase high performance liquid chromatography (RP- HPLC) 
steps employing hydrophobic RP-HPLC media, e.g., silica gel having pendant methyl or other 

30 aliphatic groups, can be employed to further purify the protein. Some or all of the foregoing 
purification steps, in various combinations, can also be employed to provide a substantially 
homogeneous isolated recombinant protein. The protein thus purified is substantially free of 
other mammalian proteins and is defined in accordance with the present invention as an "isolated 
protein." 
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The polypeptides of the invention include analogs (variants). This embraces fragments, 
as well as peptides in which one or more amino acids has been deleted, inserted, or substituted. 
Also, analogs of the polypeptides of the invention embrace fusions of the polypeptides or 
modifications of the polypeptides of the invention, wherein the polypeptide or analog is fused to 
5 another moiety or moieties, e.g. , targeting moiety or another therapeutic agent. Such analogs 
may exhibit improved properties such as activity and/or stability. Examples of moieties which 
may be fused to the polypeptide or an analog include, for example, targeting moieties which 
provide for the delivery of polypeptide to pancreatic cells, e.g., antibodies to pancreatic cells, 
antibodies to immune cells such as T-cells, monocytes, dendritic cells, granulocytes, etc., as well 
10 as receptor and ligands expressed on pancreatic or immune cells. Other moieties which may be 
fused to the polypeptide include therapeutic agents which are used for treatment, for example, 
immunosuppressive drugs such as cyclosporin, SK506, azathioprine, CD3 antibodies and 
steroids. Also, polypeptides may be fused to immune modulators, and other cytokines such as 
alpha or beta interferon. 

15 

4.6.1 DETERMINING POLYPEPTIDE AND POLYNUCLEOTIDE IDENTITY 
AND SIMILARITY 

Preferred identity and/or similarity are designed to give the largest match between the 
sequences tested. Methods to determine identity and similarity are codified in computer 

20 programs including, but are not limited to, the GCG program package, including GAP 

(Devereux, J., et al., Nucleic Acids Research 12(1):387 (1984); Genetics Computer Group, 
University of Wisconsin, Madison, WI), BLASTP, BLASTN, BLASTX, FASTA (Altschul, S.F. 
et al., J. Molec. Biol. 215:403-410 (1990), PSI-BLAST (Altschul S.F. et al., Nucleic Acids Res. 
vol. 25, pp. 3389-3402, herein incorporated by reference), eMatrix software (Wu et al., J. Comp. 

25 Biol., Vol. 6, pp. 21 9-235 (1 999), herein incorporated by reference), eMotif software (Nevill- 
Manning et al, ISMB-97, Vol. 4, pp. 202-209, herein incorporated by reference), pFam software 
(Sonnhammer et al., Nucleic Acids Res., Vol. 26(1), pp. 320-322 (1998), herein incorporated by 
reference) and the Kyte-Doolittle hydrophobocity prediction algorithm (J. Mol Biol, 157, pp. 
105-31 (1982), incorporated herein by reference). The BLAST programs are publicly available 

30 from the National Center for Biotechnology Information (NCBI) and other sources (BLAST 
Manual, Altschul, S., et al. NCB NLM NIH Bethesda, MD 20894; Altschul, S., et al., J. Mol. 
Biol. 215:403-410(1990). 

4.7 CHIMERIC AND FUSION PROTEINS 

The invention also provides chimeric or fusion proteins. As used herein, a "chimeric 
35 protein" or "fusion protein" comprises a polypeptide of the invention operatively linked to 
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another polypeptide. Within a fusion protein the polypeptide according to the invention can 
correspond to all or a portion of a protein according to the invention. In one embodiment, a 
fusion protein comprises at least one biologically active portion of a protein according to the 
invention. In another embodiment, a fusion protein comprises at least two biologically active 
5 portions of a protein according to the invention. Within the fusion protein, the term "operatively 
linked" is intended to indicate that the polypeptide according to the invention and the other 
polypeptide are fused in-frame to each other. The polypeptide can be fused to the N-terminus or 
C-terminus. 

For example, in one embodiment a fusion protein comprises a polypeptide according to 

10 the invention operably linked to the extracellular domain of a second protein. 

In another embodiment, the fusion protein is a GST-fusion protein in which the 
polypeptide sequences of the invention are fused to the C-terminus of the GST (i.e., glutathione 
S-transferase) sequences. 

In another embodiment, the fusion protein is an immunoglobulin fusion protein in which 

15 the polypeptide sequences according to the invention comprises one or more domains are fused 
to sequences derived from a member of the immunoglobulin protein family. The 
immunoglobulin fusion proteins of the invention can be incorporated into pharmaceutical 
compositions and administered to a subject to inhibit an interaction between a ligand and a 
protein of the invention on the surface of a cell, to thereby suppress signal transduction in vivo. 

20 The immunoglobulin fusion proteins can be used to affect the bioavailability of a cognate ligand. 
Inhibition of the ligand/protein interaction may be useful therapeutically for both the treatment of 
proliferative and differentiative disorders, e,g., cancer as well as modulating (e.g., promoting or 
inhibiting) cell survival. Moreover, the immunoglobulin fusion proteins of the invention can be 
used as immunogens to produce antibodies in a subject, to purify ligands, and in screening assays 

25 to identify molecules that inhibit the interaction of a polypeptide of the invention with a ligand. 

A chimeric or fusion protein of the invention can be produced by standard recombinant 
DNA techniques. For example, DNA fragments coding for the different polypeptide sequences 
are ligated together in-frame in accordance with conventional techniques, e.g., by employing 
blunt-ended or stagger-ended termini for ligation, restriction enzyme digestion to provide for 

30 appropriate termini, filling-in of cohesive ends as appropriate, alkaline phosphatase treatment to 
avoid undesirable joining, and enzymatic ligation. In another embodiment, the fusion gene can 
be synthesized by conventional techniques including automated DNA synthesizers. 
Alternatively, PCR amplification of gene fragments can be carried out using anchor primers that 
give rise to complementary overhangs between two consecutive gene fragments that can 

35 subsequently be annealed and reamplified to generate a chimeric gene sequence (see, for 
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example, Ausubel et al. (eds.) CURRENT PROTOCOLS IN MOLECULAR BIOLOGY, John Wiley & 

Sons, 1992). Moreover, many expression vectors are commercially available that already encode 

a fusion moiety (e.g., a GST polypeptide). A nucleic acid encoding a polypeptide of the 

invention can be cloned into such an expression vector such that the fusion moiety is linked 

5 in-frame to the protein of the invention. 

4.8 GENE THERAPY 

Mutations in the polynucleotides of the invention gene may result in loss of normal 
function of the encoded protein. The invention thus provides gene therapy to restore normal 

10 activity of the polypeptides of the invention; or to treat disease states involving polypeptides of 
the invention. Delivery of a functional gene encoding polypeptides of the invention to 
appropriate cells is effected ex vivo, in situ, or in vivo by use of vectors, and more particularly 
viral vectors (e.g., adenovirus, adeno-associated virus, or a retrovirus), or ex vivo by use of 
physical DNA transfer methods (e.g., liposomes or chemical treatments). See, for example, 

15 Anderson, Nature, supplement to vol. 392, no. 6679, pp.25-20 (1998). For additional reviews of 
gene therapy technology see Friedmann, Science, 244: 1275-1281 (1989); Verma, Scientific 
American: 68-84 (1990); and Miller, Nature, 357: 455-460 (1992). Introduction of any one of 
the nucleotides of the present invention or a gene encoding the polypeptides of the present 
invention can also be accomplished with extrachromosomal substrates (transient expression) or 

20 artificial chromosomes (stable expression). Cells may also be cultured ex vivo in the presence of 
proteins of the present invention in order to proliferate or to produce a desired effect on or 
activity in such cells. Treated cells can then be introduced in vivo for therapeutic purposes. 
Alternatively, it is contemplated that in other human disease states, preventing the expression of 
or inhibiting the activity of polypeptides of the invention will be useful in treating the disease 

25 states. It is contemplated that antisense therapy or gene therapy could be applied to negatively 
regulate the expression of polypeptides of the invention. 

Other methods inhibiting expression of a protein include the introduction of antisense 
molecules to the nucleic acids of the present invention, their complements, or their translated RNA 
sequences, by methods known in the art. Further, the polypeptides of the present invention can be 

30 inhibited by using targeted deletion methods, or the insertion of a negative regulatory element such 
as a silencer, which is tissue specific. 

The present invention still further provides cells genetically engineered in vivo to express the 
polynucleotides of the invention, wherein such polynucleotides are in operative association with a 
regulatory sequence heterologous to the host cell which drives expression of the polynucleotides in 



34 



WO 01/075067 PCT/US01/08631 
the cell. These methods can be used to increase or decrease the expression of the polynucleotides of 

the present invention. 

Knowledge of DN A sequences provided by the invention allows for modification of cells to 
permit, increase, or decrease, expression of endogenous polypeptide. Cells can be modified (e.g. , 
5 by homologous recombination) to provide increased polypeptide expression by replacing, in whole 
or in part, the naturally occurring promoter with all or part of a heterologous promoter so that the 
cells express the protein at higher levels. The heterologous promoter is inserted in such a manner 
that it is operatively linked to the desired protein encoding sequences. See, for example, PCT 
International Publication No. WO 94/12650, PCT International Publication No. WO 92/20808, and 

10 PCT International Publication No. WO 91/09955. It is also contemplated that, in addition to 
heterologous promoter DNA, amplifiable marker DNA (e.g. , ada, dhfr, and the multifunctional 
CAD gene which encodes carbamyl phosphate synthase, aspartate transcarbamylase, and 
dihydroorotase) and/or intron DNA may be inserted along with the heterologous promoter DNA. If 
. linked to the desired protein coding sequence, amplification of the marker DNA by standard 

1 5 selection methods results in co-amplification of the desired protein coding sequences in the cells. 

In another embodiment of the present invention, cells and tissues may be engineered to 
express an endogenous gene comprising the polynucleotides of the invention under the control of 
inducible regulatory elements, in which case the regulatory sequences of the endogenous gene may 
be replaced by homologous recombination. As described herein, gene targeting can be used to 

20 replace a gene's existing regulatory region with a regulatory sequence isolated from a different gene 
or a novel regulatory sequence synthesized by genetic engineering methods. Such regulatory 
sequences may be comprised of promoters, enhancers, scaffold-attachment regions, negative 
regulatory elements, transcriptional initiation sites, regulatory protein binding sites or combinations 
of said sequences. Alternatively, sequences which affect the structure or stability of the RNA or 

25 protein produced may be replaced, removed, added, or otherwise modified by targeting. These 

sequences include polyadenylation signals, mRNA stability elements, splice sites, leader sequences 
for enhancing or modifying transport or secretion properties of the protein, or other sequences 
which alter or improve the function or stability of protein or RNA molecules. 

The targeting event may be a simple insertion of the regulatory sequence, placing the gene 

30 under the control of the new regulatory sequence, e.g., inserting a new promoter or enhancer or both 
upstream of a gene. Alternatively, the targeting event may be a simple deletion of a regulatory 
element, such as the deletion of a tissue-specific negative regulatory element. Alternatively, the 
targeting event may replace an existing element; for example, a tissue-specific enhancer can be 
replaced by an enhancer that has broader or different cell-type specificity than the naturally 

3 5 occurring elements. Here, the naturally occurring sequences are deleted and new sequences are 
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added. In all cases, the identification of the targeting event may be facilitated by the use of one or 
more selectable marker genes that are contiguous with the targeting DNA, allowing for the selection 
of cells in which the exogenous DNA has integrated into the cell genome. The identification of the 
targeting event may also be facilitated by the use of one or more marker genes exhibiting the 
5 property of negative selection, such that the negatively selectable marker is linked to the exogenous 
DNA, but configured such that the negatively selectable marker flanks the targeting sequence, and 
such that a correct homologous recombination event with sequences in the host cell genome does 
not result in the stable integration of the negatively selectable marker. Markers useful for this 
purpose include the Herpes Simplex Virus thymidine kinase (TK) gene or the bacterial 

1 0 xanthine-guanine phosphoribosyl-transferase (gpt) gene. 

The gene targeting or gene activation techniques which can be used in accordance with this 
aspect of the invention are more particularly described in U.S. Patent No. 5,272,071 to Chappel; 
U.S. Patent No. 5,578,461 to Sherwinet al.; International Application No. PCT/US92/09627 
(WO93/09222)by Selden et al.; and International Application No. PCT/US90/06436 

1 5 (W09 1 /06667) by Skoultchi et al . , each of which is incorporated by reference herein in its entirety. 

4.9 TRANSGENIC ANIMALS 

In preferred methods to determine biological functions of the polypeptides of the 
invention in vivo, one or more genes provided by the invention are either over expressed or 

20 inactivated in the germ line of animals using homologous recombination [Capecchi, Science 
244:1288-1292 (1989)]. Animals in which the gene is over expressed, under the regulatory 
control of exogenous or endogenous promoter elements, are known as transgenic animals. 
Animals in which an endogenous gene has been inactivated by homologous recombination are 
referred to as "knockout" animals. Knockout animals, preferably non-human mammals, can be 

25 prepared as described in U.S. Patent No. 5,557,032, incorporated herein by reference. 

Transgenic animals are useful to determine the roles polypeptides of the invention play in 
biological processes, and preferably in disease states. Transgenic animals are useful as model 
systems to identify compounds that modulate lipid metabolism. Transgenic animals, preferably 
non-human mammals, are produced using methods as described in U.S. Patent No 5,489,743 and 

30 PCT Publication No. W094/28 1 22, incorporated herein by reference. 

Transgenic animals can be prepared wherein all or part of a promoter of the 
polynucleotides of the invention is either activated or inactivated to alter the level of expression 
of the polypeptides of the invention. Inactivation can be carried out using homologous 
recombination methods described above. Activation can be achieved by supplementing or even 

35 replacing the homologous promoter to provide for increased protein expression. The 
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homologous promoter can be supplemented by insertion of one or more heterologous enhancer 
elements known to confer promoter activation in a particular tissue. 

The polynucleotides of the present invention also make possible the development, 
through, e.g., homologous recombination or knock out strategies, of animals that fail to express 
5 polypeptides of the invention or that express a variant polypeptide. Such animals are useful as 
models for studying the in vivo activities of polypeptide as well as for studying modulators of the 
polypeptides of the invention. 

In preferred methods to determine biological functions of the polypeptides of the 
invention in vivo, one or more genes provided by the invention are either over expressed or 

10 inactivated in the germ line of animals using homologous recombination [Capecchi, Science 
244:1288-1292 (1989)]. Animals in which the gene is over expressed, under the regulatory 
control of exogenous or endogenous promoter elements, are known as transgenic animals. 
Animals in which an endogenous gene has been inactivated by homologous recombination are 
referred to as "knockout" animals. Knockout animals, preferably non-human mammals, can be 

1 5 prepared as described in U.S. Patent No. 5,557,032, incorporated herein by reference. 

Transgenic animals are useful to determine the roles polypeptides of the invention play in 
biological processes, and preferably in disease states. Transgenic animals are useful as model 
systems to identify compounds that modulate lipid metabolism. Transgenic animals, preferably 
non-human mammals, are produced using methods as described in U.S. Patent No 5,489,743 and 

20 PCT Publication No. W094/28 122, incorporated herein by reference. 

Transgenic animals can be prepared wherein all or part of the polynucleotides of the 
invention promoter is either activated or inactivated to alter the level of expression of the 
polypeptides of the invention. Inactivation can be carried out using homologous recombination 
methods described above. Activation can be achieved by supplementing or even replacing the 

25 homologous promoter to provide for increased protein expression. The homologous promoter 
can be supplemented by insertion of one or more heterologous enhancer elements known to 
confer promoter activation in a particular tissue. 

4.10 USES AND BIOLOGICAL ACTIVITY 

30 The polynucleotides and proteins of the present invention are expected to exhibit one or 

more of the uses or biological activities (including those associated with assays cited herein) 
identified herein. Uses or activities described for proteins of the present invention may be 
provided by administration or use of such proteins or of polynucleotides encoding such proteins 
(such as, for example, in gene therapies or vectors suitable for introduction of DNA). The 

35 mechanism underlying the particular condition or pathology will dictate whether the 
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polypeptides of the invention, the polynucleotides of the invention or modulators (activators or 

inhibitors) thereof would be beneficial to the subject in need of treatment. Thus, "therapeutic 

compositions of the invention" include compositions comprising isolated polynucleotides 

(including recombinant DNA molecules, cloned genes and degenerate variants thereof) or 

5 polypeptides of the invention (including full length protein, mature protein and truncations or 

domains thereof), or compounds and other substances that modulate the overall activity of the 

target gene products, either at the level of target gene/protein expression or target protein 

activity. Such modulators include polypeptides, analogs, (variants), including fragments and 

fusion proteins, antibodies and other binding proteins; chemical compounds that directly or 

10 indirectly activate or inhibit the polypeptides of the invention (identified, e.g., via drug screening 
assays as described herein); antisense polynucleotides and polynucleotides suitable for triple 
helix formation; and in particular antibodies or other binding partners that specifically recognize 
one or more epitopes of the polypeptides of the invention. 

The polypeptides of the present invention may likewise be involved in cellular activation 

15 or in one of the other physiological pathways described herein. 

4.10.1 RESEARCH USES AND UTILITIES 

The polynucleotides provided by the present invention can be used by the research 
community for various purposes. The polynucleotides can be used to express recombinant 

20 protein for analysis, characterization or therapeutic use; as markers for tissues in which the 

corresponding protein is preferentially expressed (either constitutively or at a particular stage of 
tissue differentiation or development or in disease states); as molecular weight markers on gels; 
as chromosome markers or tags (when labeled) to identify chromosomes or to map related gene 
positions; to compare with endogenous DNA sequences in patients to identify potential genetic 

25 disorders; as probes to hybridize and thus discover novel, related DNA sequences; as a source of 
information to derive PCR primers for genetic fingerprinting; as a probe to "subtract-out" known 
sequences in the process of discovering other novel polynucleotides; for selecting and making 
oligomers for attachment to a "gene chip" or other support, including for examination of 
expression patterns; to raise anti-protein antibodies using DNA immunization techniques; and as 

30 an antigen to raise anti-DNA antibodies or elicit another immune response. Where the 

polynucleotide encodes a protein which binds or potentially binds to another protein (such as, for 
example, in a receptor-ligand interaction), the polynucleotide can also be used in interaction trap 
assays (such as, for example, that described in Gyuris et al., Cell 75:791-803 (1993)) to identify 
polynucleotides encoding the other protein with which binding occurs or to identify inhibitors of 

35 the binding interaction. 
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The polypeptides provided by the present invention can similarly be used in assays to 

determine biological activity, including in a panel of multiple proteins for high-throughput 

screening; to raise antibodies or to elicit another immune response; as a reagent (including the 

labeled reagent) in assays designed to quantitatively determine levels of the protein (or its 

5 receptor) in biological fluids; as markers for tissues in which the corresponding polypeptide is 

preferentially expressed (either constitutively or at a particular stage of tissue differentiation or 

development or in a disease state); and, of course, to isolate correlative receptors or ligands. 

Proteins involved in these binding interactions can also be used to screen for peptide or small 

molecule inhibitors or agonists of the binding interaction. 

10 Any or all of these research utilities are capable of being developed into reagent grade or 

kit format for commercialization as research products. 

Methods for performing the uses listed above are well known to those skilled in the art. 
References disclosing such methods include without limitation "Molecular Cloning: A 
Laboratory Manual", 2d ed., Cold Spring Harbor Laboratory Press, Sambrook, J., E. F. Fritsch 

15 and T. Maniatis eds., 1989, and "Methods in Enzymology: Guide to Molecular Cloning 
Techniques", Academic Press, Berger, S. L. and A. R. Kimmel eds., 1987. 

4.10.2 NUTRITIONAL USES 

Polynucleotides and polypeptides of the present invention can also be used as nutritional 
20 sources or supplements. Such uses include without limitation use as a protein or amino acid 

supplement, use as a carbon source, use as a nitrogen source and use as a source of carbohydrate. In 
such cases the polypeptide or polynucleotide of the invention can be added to the feed of a 
particular organism or can be administered as a separate solid or liquid preparation, such as in the 
form of powder, pills, solutions, suspensions or capsules. In the case of microorganisms, the 
25 polypeptide or polynucleotide of the invention can be added to the medium in or on which the 
microorganism is cultured. 



4.10.3 CYTOKINE AND CELL PROLIFERATION/DIFFERENTIATION 
ACTIVITY 

30 A polypeptide of the present invention may exhibit activity relating to cytokine, cell 

proliferation (either inducing or inhibiting) or cell differentiation (either inducing or inhibiting) 
activity or may induce production of other cytokines in certain cell populations. A 
polynucleotide of the invention can encode a polypeptide exhibiting such attributes. Many 
protein factors discovered to date, including all known cytokines, have exhibited activity in one 

35 or more factor-dependent cell proliferation assays, and hence the assays serve as a convenient 
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confirmation of cytokine activity. The activity of therapeutic compositions of the present 

invention is evidenced by any one of a number of routine factor dependent cell proliferation 

assays for cell lines including, without limitation, 32D, DA2, DA1G, T10, B9, B9/1 1, BaF3, 

MC9/G, M+(preB M+), 2E8, RB5, DAI, 123, Tl 165, HT2, CTLL2, TF-1, Mo7e, CMK, 

5 HUVEC, and Caco. Therapeutic compositions of the invention can be used in the following: 

Assays for T-cell or thymocyte proliferation include without limitation those described 

in: Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. 

M. Shevach, W. Strober, Pub. Greene Publishing Associates and Wiley-Interscience (Chapter 3, 

In Vitro assays for Mouse Lymphocyte Function 3.1-3.19; Chapter 7, Immunologic studies in 

10 Humans); Takai et al., J. Immunol. 1 37:3494-3500, 1986; Bertagnolli et al., J. Immunol. 

145:1706-1712, 1990; Bertagnolli et al., Cellular Immunology 133:327-341, 1991; Bertagnolli, 
et al., I. Immunol. 149:3778-3783, 1992; Bowman et al., I. Immunol. 152:1756-1761, 1994. 

Assays for cytokine production and/or proliferation of spleen cells, lymph node cells or 
thymocytes include, without limitation, those described in: Polyclonal T cell stimulation, 

15 Kruisbeek, A. M. and Shevach, E. M. In Current Protocols in Immunology. J. E. e.a. Coligan 
eds. Vol 1 pp. 3.12.1-3.12.14, John Wiley and Sons, Toronto. 1994; and Measurement of mouse 
and human interleukin-y, Schreiber, R. D. In Current Protocols in Immunology. J. E. e.a. Coligan 
eds. Vol 1 pp. 6.8.1-6.8.8, John Wiley and Sons, Toronto. 1994. 

Assays for proliferation and differentiation of hematopoietic and lymphopoietic cells 

20 include, without limitation, those described in: Measurement of Human and Murine Interleukin 2 
and Interleukin 4, Bottomly, K., Davis, L. S. and Lipsky, P. E. In Current Protocols in 
Immunology. J. E. e.a. Coligan eds. Vol 1 pp. 6.3.1-6.3.12, John Wiley and Sons, Toronto. 1991; 
deVries et al., J. Exp. Med. 173:1205-121 1, 1991; Moreauet al., Nature 336:690-692, 1988; 
Greenberger et al., Proc. Natl. Acad. Sci. U.S.A. 80:2931-2938, 1983; Measurement of mouse 

25 and human interleukin 6— Nordan, R. In Current Protocols in Immunology. J. E. Coligan eds. Vol 
1 pp. 6.6.1-6.6.5, John Wiley and Sons, Toronto. 1991; Smith et al., Proc. Natl. Aced. Sci. 
U.S.A. 83:1857-1861, 1986; Measurement of human Interleukin 1 1-Bennett, F., Giannotti, J., 
Clark, S. C. and Turner, K. J. In Current Protocols in Immunology. J. E. Coligan eds. Vol 1 pp. 
6.15.1 John Wiley and Sons, Toronto. 1991; Measurement of mouse and human Interleukin 

30 9~Ciarletta, A., Giannotti, J., Clark, S. C. and Turner, K. J. In Current Protocols in Immunology. 
J. E. Coligan eds. Vol 1 pp. 6.13.1, John Wiley and Sons, Toronto. 1991. 

Assays for T-cell clone responses to antigens (which will identify, among others, proteins 
that affect APC-T cell interactions as well as direct T-cell effects by measuring proliferation and 
cytokine production) include, without limitation, those described in: Current Protocols in 

35 Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. M. Shevach, W Strober. 
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Pub. Greene Publishing Associates and Wiley-Interscience (Chapter 3, In Vitro assays for Mouse 
Lymphocyte Function; Chapter 6, Cytokines and their cellular receptors; Chapter 7, 
Immunologic studies in Humans); Weinberger et al., Proc. Natl. Acad. Sci. USA 77:6091-6095, 
1980; Weinberger et al., Eur. J. Immun. 1 1 :405-41 1, 1981; Takai et al., J. Immunol. 
5 137:3494-3500, 1986; Takai et al., J. Immunol. 140:508-512, 1988. 



4.10.4 STEM CELL GROWTH FACTOR ACTIVITY 

A polypeptide of the present invention may exhibit stem cell growth factor activity and 
be involved in the proliferation, differentiation and survival of pluripotent and totipotent stem 

10 cells including primordial germ cells, embryonic stem cells, hematopoietic stem cells and/or 
germ line stem cells. Administration of the polypeptide of the invention to stem cells in vivo or 
ex vivo is expected to maintain and expand cell populations in a totipotential or pluripotential 
state which would be useful for re-engineering damaged or diseased tissues, transplantation, 
manufacture of bio-pharmaceuticals and the development of bio-sensors. The ability to produce 

15 large quantities of human cells has important working applications for the production of human 
proteins which currently must be obtained from non-human sources or donors, implantation of 
cells to treat diseases such as Parkinson's, Alzheimer's and other neurodegenerative diseases; 
tissues for grafting such as bone marrow, skin, cartilage, tendons, bone, muscle (including 
cardiac muscle), blood vessels, cornea, neural cells, gastrointestinal cells and others; and organs 

20 for transplantation such as kidney, liver, pancreas (including islet cells), heart and lung. 

It is contemplated that multiple different exogenous growth factors and/or cytokines may 
be administered in combination with the polypeptide of the invention to achieve the desired 
effect, including any of the growth factors listed herein, other stem cell maintenance factors, and 
specifically including stem cell factor (SCF), leukemia inhibitory factor (LIF), Flt-3 ligand (Flt- 

25 3L), any of the interleukins, recombinant soluble IL-6 receptor fused to IL-6, macrophage 

inflammatory protein 1 -alpha (MIP- 1 -alpha), G-CSF, GM-CSF, thrombopoietin (TPO), platelet 
factor 4 (PF-4), platelet-derived growth factor (PDGF), neural growth factors and basic 
fibroblast growth factor (bFGF). 

Since totipotent stem cells can give rise to virtually any mature cell type, expansion of 

30 these cells in culture will facilitate the production of large quantities of mature cells. Techniques 
for culturing stem cells are known in the art and administration of polypeptides of the invention, 
optionally with other growth factors and/or cytokines, is expected to enhance the survival and 
proliferation of the stem cell populations. This can be accomplished by direct administration of 
the polypeptide of the invention to the culture medium. Alternatively, stroma cells transfected 

35 with a polynucleotide that encodes for the polypeptide of the invention can be used as a feeder 
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layer for the stem cell populations in culture or in vivo. Stromal support cells for feeder layers 

may include embryonic bone marrow fibroblasts, bone marrow stromal cells, fetal liver cells, or 

cultured embryonic fibroblasts (see U.S. Patent No. 5,690,926). 

Stem cells themselves can be transfected with a polynucleotide of the invention to induce 

5 autocrine expression of the polypeptide of the invention. This will allow for generation of 

undifferentiated totipotential/pluripotential stem cell lines that are useful as is or that can then be 

differentiated into the desired mature cell types. These stable cell lines can also serve as a source 

of undifferentiated totipotential/pluripotential mRNA to create cDNA libraries and templates for 

polymerase chain reaction experiments. These studies would allow for the isolation and 

10 identification of differentially expressed genes in stem cell populations that regulate stem cell 
proliferation and/or maintenance. 

Expansion and maintenance of totipotent stem cell populations will be useful in the 
treatment of many pathological conditions. For example, polypeptides of the present invention 
may be used to manipulate stem cells in culture to give rise to neuroepithelial cells that can be 

15 used to augment or replace cells damaged by illness, autoimmune disease, accidental damage or 
genetic disorders. The polypeptide of the invention may be useful for inducing the proliferation 
of neural cells and for the regeneration of nerve and brain tissue, i.e. for the treatment of central 
and peripheral nervous system diseases and neuropathies, as well as mechanical and traumatic 
disorders which involve degeneration, death or trauma to neural cells or nerve tissue. In 

20 addition, the expanded stem cell populations can also be genetically altered for gene therapy 
purposes and to decrease host rejection of replacement tissues after grafting or implantation. 

Expression of the polypeptide of the invention and its effect on stem cells can also be 
manipulated to achieve controlled differentiation of the stem cells into more differentiated cell 
types. A broadly applicable method of obtaining pure populations of a specific differentiated 

25 . cell type from undifferentiated stem cell populations involves the use of a cell-type specific 

promoter driving a selectable marker. The selectable marker allows only cells of the desired type 
to survive. For example, stem cells can be induced to differentiate into cardiomyocytes (Wobus 
et al., Differentiation, 48: 173-182, (1991); Klug etal., J. Clin. Invest., 98(1): 216-224, (1998)) 
or skeletal muscle cells (Browder, L. W. In: Principles of Tissue Engineering eds. Lanza et al., 

30 Academic Press (1997)). Alternatively, directed differentiation of stem cells can be 

accomplished by culturing the stem cells in the presence of a differentiation factor such as 
retinoic acid and an antagonist of the polypeptide of the invention which would inhibit the 
effects of endogenous stem cell factor activity and allow differentiation to proceed. 

In vitro cultures of stem cells can be used to determine if the polypeptide of the invention 

35 exhibits stem cell growth factor activity. Stem cells are isolated from any one of various cell 
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sources (including hematopoietic stem cells and embryonic stem cells) and cultured on a feeder 
layer, as described by Thompson et al. Proc. Natl. Acad. Sci, U.S.A., 92: 7844-7848 (1995), in 
the presence of the polypeptide of the invention alone or in combination with other growth 
factors or cytokines. The ability of the polypeptide of the invention to induce stem cells 
5 proliferation is determined by colony formation on semi-solid support e.g. as described by 
Bernstein et al, Blood, 77: 2316-2321 (1991). 



4.10.5 HEMATOPOIESIS REGULATING ACTIVITY 

A polypeptide of the present invention may be involved in regulation of hematopoiesis 

10 and, consequently, in the treatment of myeloid or lymphoid cell disorders. Even marginal 

biological activity in support of colony forming cells or of factor-dependent cell lines indicates 
involvement in regulating hematopoiesis, e.g. in supporting the growth and proliferation of 
erythroid progenitor cells alone or in combination with other cytokines, thereby indicating 
utility, for example, in treating various anemias or for use in conjunction with 

15 irradiation/chemotherapy to stimulate the production of erythroid precursors and/or erythroid 
cells; in supporting the growth and proliferation of myeloid cells such as granulocytes and 
monocytes/macrophages (i.e., traditional CSF activity) useful, for example, in conjunction with 
chemotherapy to prevent or treat consequent myelo-suppression; in supporting the growth and 
proliferation of megakaryocytes and consequently of platelets thereby allowing prevention or 

20 treatment of various platelet disorders such as thrombocytopenia, and generally for use in place 
of or complimentary to platelet transfusions; and/or in supporting the growth and proliferation of 
hematopoietic stem cells which are capable of maturing to any and all of the above-mentioned 
hematopoietic cells and therefore find therapeutic utility in various stem cell disorders (such as 
those usually treated with transplantation, including, without limitation, aplastic anemia and 

25 paroxysmal nocturnal hemoglobinuria), as well as in repopulating the stem cell compartment 
post irradiation/chemotherapy, either in-vivo or ex-vivo (i.e., in conjunction with bone marrow 
transplantation or with peripheral progenitor cell transplantation (homologous or heterologous)) 
as normal cells or genetically manipulated for gene therapy. 

Therapeutic compositions of the invention can be used in the following: 

30 Suitable assays for proliferation and differentiation of various hematopoietic lines are 

cited above. 

Assays for embryonic stem cell differentiation (which will identify, among others, 
proteins that influence embryonic differentiation hematopoiesis) include, without limitation, 
those described in: Johansson et al. Cellular Biology 15:141-151, 1995; Keller et al., Molecular 
35 and Cellular Biology 13:473-486, 1993; McClanahan et al., Blood 81:2903-2915, 1993. 
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Assays for stem cell survival and differentiation (which will identify, among others, 

proteins that regulate lympho-hematopoiesis) include, without limitation, those described in: 

Methylcellulose colony forming assays, Freshney, M. G. In Culture of Hematopoietic Cells. R. I. 

Freshney, et al. eds. Vol pp. 265-268, Wiley-Liss, Inc., New York, N.Y. 1994; Hirayama et al., 

5 Proc. Natl. Acad. Sci. USA 89:5907-591 1 , 1 992; Primitive hematopoietic colony forming cells 

with high proliferative potential, McNiece, I. K. and Briddell, R. A. In Culture of Hematopoietic 

Cells. R. I. Freshney, et al. eds. Vol pp. 23-39, Wiley-Liss, Inc., New York, N.Y. 1994; Neben et 

al., Experimental Hematology 22:353-359, 1994; Cobblestone area forming cell assay, 

Ploemacher, R. E. In Culture of Hematopoietic Cells. R. I. Freshney, et al. eds. Vol pp. 1-21, 

10 Wiley-Liss, Inc., New York, N.Y. 1994; Long term bone marrow cultures in the presence of 

stromal cells, Spooncer, E., Dexter, M. and Allen, T. In Culture of Hematopoietic Cells. R. I. 

Freshney, et al. eds. Vol pp. 163-179, Wiley-Liss, Inc., New York, N.Y. 1994; Long term culture 

initiating cell assay, Sutherland, H. J. In Culture of Hematopoietic Cells. R. I. Freshney, et al. 

eds. Vol pp. 139-162, Wiley-Liss, Inc., New York, N.Y. 1994. 

15 

4.10.6 TISSUE GROWTH ACTIVITY 

A polypeptide of the present invention also may be involved in bone, cartilage, tendon, 
ligament and/or nerve tissue growth or regeneration, as well as in wound healing and tissue 
repair and replacement, and in healing of burns, incisions and ulcers. 

20 A polypeptide of the present invention which induces cartilage and/or bone growth in 

circumstances where bone is not normally formed, has application in the healing of bone 
fractures and cartilage damage or defects in humans and other animals. Compositions of a 
polypeptide, antibody, binding partner, or other modulator of the invention may have 
prophylactic use in closed as well as open fracture reduction and also in the improved fixation of 

25 artificial joints. De novo bone formation induced by an osteogenic agent contributes to the 
repair of congenital, trauma induced, or oncologic resection induced craniofacial defects, and 
also is useful in cosmetic plastic surgery. 

A polypeptide of this invention may also be involved in attracting bone-forming cells, 
stimulating growth of bone-forming cells, or inducing differentiation of progenitors of 

30 bone-forming cells. Treatment of osteoporosis, osteoarthritis, bone degenerative disorders, or 
periodontal disease, such as through stimulation of bone and/or cartilage repair or by blocking 
inflammation or processes of tissue destruction (collagenase activity, osteoclast activity, etc.) 
mediated by inflammatory processes may also be possible using the composition of the 
invention. 
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Another category of tissue regeneration activity that may involve the polypeptide of the 
present invention is tendon/ligament formation. Induction of tendon/ligament-like tissue or 
other tissue formation in circumstances where such tissue is not normally formed, has 
application in the healing of tendon or ligament tears, deformities and other tendon or ligament 
5 defects in humans and other animals. Such a preparation employing a tendon/ligament-like 
tissue inducing protein may have prophylactic use in preventing damage to tendon or ligament 
tissue, as well as use in the improved fixation of tendon or ligament to bone or other tissues, and 
in repairing defects to tendon or ligament tissue. De novo tendon/ligament-like tissue formation 
induced by a composition of the present invention contributes to the repair of congenital, trauma 

1 0 induced, or other tendon or ligament defects of other origin, and is also useful in cosmetic plastic 
surgery for attachment or repair of tendons or ligaments. The compositions of the present 
invention may provide environment to attract tendon- or ligament-forming cells, stimulate 
growth of tendon- or ligament-forming cells, induce differentiation of progenitors of tendon- or 
ligament-forming cells, or induce growth of tendon/ligament cells or progenitors ex vivo for 

15 return in vivo to effect tissue repair. The compositions of the invention may also be useful in the 
treatment of tendinitis, carpal tunnel syndrome and other tendon or ligament defects. The 
compositions may also include an appropriate matrix and/or sequestering agent as a carrier as is 
well known in the art. 

The compositions of the present invention may also be useful for proliferation of neural 

20 cells and for regeneration of nerve and brain tissue, i.e. for the treatment of central and peripheral 
nervous system diseases and neuropathies, as well as mechanical and traumatic disorders, which 
involve degeneration, death or trauma to neural cells or nerve tissue. More specifically, a 
composition may be used in the treatment of diseases of the peripheral nervous system, such as 
peripheral nerve injuries, peripheral neuropathy and localized neuropathies, and central nervous 

25 system diseases, such as Alzheimer's, Parkinson's disease, Huntington's disease, amyotrophic 
lateral sclerosis, and Shy-Drager syndrome. Further conditions that may be treated in 
accordance with the present invention include mechanical and traumatic disorders, such as spinal 
cord disorders, head trauma and cerebrovascular diseases such as stroke. Peripheral neuropathies 
resulting from chemotherapy or other medical therapies may also be treatable using a 

30 composition of the invention. 

Compositions of the invention may also be useful to promote better or faster closure of 
non-healing wounds, including without limitation pressure ulcers, ulcers associated with vascular 
insufficiency, surgical and traumatic wounds, and the like. 

Compositions of the present invention may also be involved in the generation or 

35 regeneration of other tissues, such as organs (including, for example, pancreas, liver, intestine, 
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kidney, skin, endothelium), muscle (smooth, skeletal or cardiac) and vascular (including vascular 

endothelium) tissue, or for promoting the growth of cells comprising such tissues. Part of the 

desired effects may be by inhibition or modulation of fibrotic scarring may allow normal tissue 

to regenerate. A polypeptide of the present invention may also exhibit angiogenic activity. 

5 A composition of the present invention may also be useful for gut protection or 

regeneration and treatment of lung or liver fibrosis, reperfusion injury in various tissues, and 

conditions resulting from systemic cytokine damage. 

A composition of the present invention may also be useful for promoting or inhibiting 
differentiation of tissues described above from precursor tissues or cells; or for inhibiting the 
1 0 growth of tissues described above. 

Therapeutic compositions of the invention can be used in the following: 

Assays for tissue generation activity include, without limitation, those described in: 
International Patent Publication No. WO95/16035 (bone, cartilage, tendon); International Patent 
Publication No. WO95/05846 (nerve, neuronal); International Patent Publication No. 
1 5 W09 1 /0749 1 (skin, endothelium). 

Assays for wound healing activity include, without limitation, those described in: Winter, 
Epidermal Wound Healing, pps. 71-112 (Maibach, H. I. and Rovee, D. T., eds.), Year Book 
Medical Publishers, Inc., Chicago, as modified by Eaglstein and Mertz, J. Invest. Dermatol 
71:382-84(1978). 

20 

4.10.7 IMMUNE STIMULATING OR SUPPRESSING ACTIVITY 

A polypeptide of the present invention may also exhibit immune stimulating or immune 
suppressing activity, including without limitation the activities for which assays are described 
herein. A polynucleotide of the invention can encode a polypeptide exhibiting such activities. A 

25 protein may be useful in the treatment of various immune deficiencies and disorders (including 
severe combined immunodeficiency (SOD)), e.g., in regulating (up or down) growth and 
proliferation of T and/or B lymphocytes, as well as effecting the cytolytic activity of NK cells 
and other cell populations. These immune deficiencies may be genetic or be caused by viral {e.g., 
HIV) as well as bacterial or fungal infections, or may result from autoimmune disorders. More 

30 specifically, infectious diseases causes by viral, bacterial, fungal or other infection may be 

treatable using a protein of the present invention, including infections by HIV, hepatitis viruses, 
herpes viruses, mycobacteria, Leishmania spp., malaria spp. and various fungal infections such 
as candidiasis. Of course, in this regard, proteins of the present invention may also be useful 
where a boost to the immune system generally may be desirable, i.e., in the treatment of cancer. 



46 



WO 01/075067 PCT/US01/08631 
Autoimmune disorders which may be treated using a protein of the present invention 

include, for example, connective tissue disease, multiple sclerosis, systemic lupus erythematosus, 

rheumatoid arthritis, autoimmune pulmonary inflammation, Guillain-Barre syndrome, 

autoimmune thyroiditis, insulin dependent diabetes mellitis, myasthenia gravis, graft-versus-host 

5 disease and autoimmune inflammatory eye disease. Such a protein (or antagonists thereof, 

including antibodies) of the present invention may also to be useful in the treatment of allergic 

reactions and conditions (e.g., anaphylaxis, serum sickness, drug reactions, food allergies, insect 

venom allergies, mastocytosis, allergic rhinitis, hypersensitivity pneumonitis, urticaria, 

angioedema, eczema, atopic dermatitis, allergic contact dermatitis, erythema multiforme, 

10 Stevens-Johnson syndrome, allergic conjunctivitis, atopic keratoconjunctivitis, venereal 
keratoconjunctivitis, giant papillary conjunctivitis and contact allergies), such as asthma 
(particularly allergic asthma) or other respiratory problems. Other conditions, in which immune 
suppression is desired (including, for example, organ transplantation), may also be treatable 
using a protein (or antagonists thereof) of the present invention. The therapeutic effects of the 

1 5 polypeptides or antagonists thereof on allergic reactions can be evaluated by in vivo animals 

models such as the cumulative contact enhancement test (Lastbom et al., Toxicology 125: 59-66, 
1998), skin prick test (Hoffmann et al., Allergy 54: 446-54, 1999), guinea pig skin sensitization 
test (Vohr et al., Arch. Toxocol. 73: 501-9), and murine local lymph node assay (Kimber et al., 
J. Toxicol. Environ. Health 53: 563-79). 

20 Using the proteins of the invention it may also be possible to modulate immune 

responses, in a number of ways. Down regulation may be in the form of inhibiting or blocking 
an immune response already in progress or may involve preventing the induction of an immune 
response. The functions of activated T cells may be inhibited by suppressing T cell responses or 
by inducing specific tolerance in T cells, or both. Immunosuppression of T cell responses is 

25 generally an active, non-antigen-specific, process which requires continuous exposure of the T 
cells to the suppressive agent. Tolerance, which involves inducing non-responsiveness or anergy 
in T cells, is distinguishable from immunosuppression in that it is generally antigen-specific and 
persists after exposure to the tolerizing agent has ceased. Operationally, tolerance can be 
demonstrated by the lack of a T cell response upon reexposure to specific antigen in the absence 

30 of the tolerizing agent. 

Down regulating or preventing one or more antigen functions (including without 
limitation B lymphocyte antigen functions (such as, for example, B7)), e.g., preventing high 
level lymphokine synthesis by activated T cells, will be useful in situations of tissue, skin and 
organ transplantation and in graft-versus-host disease (GVHD). For example, blockage of T cell 

35 function should result in reduced tissue destruction in tissue transplantation. Typically, in tissue 
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transplants, rejection of the transplant is initiated through its recognition as foreign by T cells, 

followed by an immune reaction that destroys the transplant. The administration of a therapeutic 

composition of the invention may prevent cytokine synthesis by immune cells, such as T cells, 

and thus acts as an immunosuppressant. Moreover, a lack of costimulation may also be 

5 sufficient to anergize the T cells, thereby inducing tolerance in a subject. Induction of long-term 

tolerance by B lymphocyte antigen-blocking reagents may avoid the necessity of repeated 

administration of these blocking reagents. To achieve sufficient immunosuppression or 

tolerance in a subject, it may also be necessary to block the function of a combination of B 

lymphocyte antigens. 

10 The efficacy of particular therapeutic compositions in preventing organ transplant 

rejection or GVHD can be assessed using animal models that are predictive of efficacy in 
humans. Examples of appropriate systems which can be used include allogeneic cardiac grafts in 
rats and xenogeneic pancreatic islet cell grafts in mice, both of which have been used to examine 
the immunosuppressive effects of CTLA4Ig fusion proteins in vivo as described in Lenschow et 

15 al., Science 257:789-792 (1992) and Turka et al., Proc. Natl. Acad. Sci USA, 89:1 1 102-1 1 105 
(1992). In addition, murine models of GVHD (see Paul ed., Fundamental Immunology, Raven 
Press, New York, 1989, pp. 846-847) can be used to determine the effect of therapeutic 
compositions of the invention on the development of that disease. 

Blocking antigen function may also be therapeutically useful for treating autoimmune 

20 diseases. Many autoimmune disorders are the result of inappropriate activation of T cells that 
are reactive against self-tissue and which promote the production of cytokines and 
autoantibodies involved in the pathology of the diseases. Preventing the activation of 
autoreactive T cells may reduce or eliminate disease symptoms. Administration of reagents 
which block stimulation of T cells can be used to inhibit T cell activation and prevent production 

25 of autoantibodies or T cell-derived cytokines which may be involved in the disease process. 
Additionally, blocking reagents may induce antigen-specific tolerance of autoreactive T cells 
which could lead to long-term relief from the disease. The efficacy of blocking reagents in 
preventing or alleviating autoimmune disorders can be determined using a number of 
well-characterized animal models of human autoimmune diseases. Examples include murine 

30 experimental autoimmune encephalitis, systemic lupus erythmatosis in MRL/lpr/lpr mice or 

NZB hybrid mice, murine autoimmune collagen arthritis, diabetes mellitus in NOD mice and BB 
rats, and murine experimental myasthenia gravis (see Paul ed., Fundamental Immunology, Raven 
Press, New York, 1989, pp. 840-856). 

Upregulation of an antigen function (e.g., a B lymphocyte antigen function), as a means 

35 of up regulating immune responses, may also be useful in therapy. Upregulation of immune 
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responses may be in the form of enhancing an existing immune response or eliciting an initial 

immune response. For example, enhancing an immune response may be useful in cases of viral 

infection, including systemic viral diseases such as influenza, the common cold, and 

encephalitis. 

5 Alternatively, anti-viral immune responses may be enhanced in an infected patient by 

removing T cells from the patient, costimulating the T cells in vitro with viral antigen-pulsed 
APCs either expressing a peptide of the present invention or together with a stimulatory form of 
a soluble peptide of the present invention and reintroducing the in vitro activated T cells into the 
patient. Another method of enhancing anti-viral immune responses would be to isolate infected 

10 cells from a patient, transfect them with a nucleic acid encoding a protein of the present 

invention as described herein such that the cells express all or a portion of the protein on their 
surface, and reintroduce the transfected cells into the patient. The infected cells would now be 
capable of delivering a costimulatory signal to, and thereby activate, T cells in vivo. 

A polypeptide of the present invention may provide the necessary stimulation signal to T 

15 cells to induce a T cell mediated immune response against the transfected tumor cells. In 
addition, tumor cells which lack MHC class I or MHC class II molecules, or which fail to 
reexpress sufficient mounts of MHC class I or MHC class II molecules, can be transfected with 
nucleic acid encoding all or a portion of (e.g., a cytoplasmic-domain truncated portion) of an 
MHC class I alpha chain protein and p 2 microglobulin protein or an MHC class II alpha chain 

20 protein and an MHC class II beta chain protein to thereby express MHC class I or MHC class II 
proteins on the cell surface. Expression of the appropriate class I or class II MHC in conjunction 
with a peptide having the activity of a B lymphocyte antigen (e.g., B7-1, B7-2, B7-3) induces a T 
cell mediated immune response against the transfected tumor cell. Optionally, a gene encoding 
an antisense construct which blocks expression of an MHC class II associated protein, such as 

25 the invariant chain, can also be cotransfected with a DNA encoding a peptide having the activity 
of a B lymphocyte antigen to promote presentation of tumor associated antigens and induce 
tumor specific immunity. Thus, the induction of a T cell mediated immune response in a human 
subject may be sufficient to overcome tumor-specific tolerance in the subject. 

The activity of a protein of the invention may, among other means, be measured by the 

30 following methods: 

Suitable assays for thymocyte or splenocyte cytotoxicity include, without limitation, 
those described in: Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. 
H. Margulies, E. M. Shevach, W. Strober, Pub. Greene Publishing Associates and 
Wiley-Interscience (Chapter 3, In Vitro assays for Mouse Lymphocyte Function 3.1-3.19; 

35 Chapter 7, Immunologic studies in Humans); Herrmann et al., Proc. Natl. Acad. Sci. USA 
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78:2488-2492, 1981; Herrmann et al., J. Immunol. 128:1968-1974, 1982; Handa et al., J. 
Immunol. 135:1564-1572, 1985;Takai et al., I. Immunol. 137:3494-3500, 1986; Takai et al., J. 
Immunol. 140:508-512, 1988; Bowman et al., J. Virology 61:1992-1998; Bertagnolli et al., 
Cellular Immunology 133:327-341, 1991; Brown et al., J. Immunol. 153:3079-3092, 1994. 
5 Assays for T-cell-dependent immunoglobulin responses and isotype switching (which 

will identify, among others, proteins that modulate T-cell dependent antibody responses and that 
affect Thl/Th2 profiles) include, without limitation, those described in: Maliszewski, J. 
Immunol. 144:3028-3033, 1990; and Assays for B cell function: In vitro antibody production, 
Mond, J. J. and Brunswick, M. In Current Protocols in Immunology. J. E. e.a. Coligan eds. Vol 1 

10 pp. 3.8.1-3.8.16, John Wiley and Sons, Toronto. 1994. 

Mixed lymphocyte reaction (MLR) assays (which will identify, among others, proteins 
that generate predominantly Thl and CTL responses) include, without limitation, those described 
in: Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. 
M. Shevach, W. Strober, Pub. Greene Publishing Associates and Wiley-Interscience (Chapter 3, 

1 5 In Vitro assays for Mouse Lymphocyte Function 3.1-3.19; Chapter 7, Immunologic studies in 
Humans); Takai et al., J. Immunol. 137:3494-3500, 1986; Takai et al., J. Immunol. 140:508-512, 
1988; Bertagnolli et al., J. Immunol. 149:3778-3783, 1992. 

Dendritic cell-dependent assays (which will identify, among others, proteins expressed 
by dendritic cells that activate naive T-cells) include, without limitation, those described in: 

20 Guery et al., J. Immunol. 134:536-544, 1995; Inaba et al., Journal of Experimental Medicine 

173:549-559, 1 99 1 ; Macatonia et al., Journal of Immunology 154:5071-5079, 1995; Porgador et 
al., Journal of Experimental Medicine 182:255-260, 1995; Nair et al., Journal of Virology 
67:4062-4069, 1993; Huang et al., Science 264:961-965, 1994; Macatonia et al., Journal of 
Experimental Medicine 169:1255-1264, 1989; Bhardwaj et al., Journal of Clinical Investigation 

25 94:797-807, 1994; and Inaba etal., Journal of Experimental Medicine 172:631-640, 1990. 

Assays for lymphocyte survival/apoptosis (which will identify, among others, proteins 
that prevent apoptosis after superantigen induction and proteins that regulate lymphocyte 
homeostasis) include, without limitation, those described in: Darzynkiewicz et al., Cytometry 
13:795-808, 1992; Gorczyca et al., Leukemia 7:659-670, 1993; Gorczyca et al., Cancer Research 

30 53:1945-1951, 1993; Itoh et al., Cell 66:233-243, 1991; Zacharchuk, Journal of Immunology 
145:4037-4045, 1990; Zamai et al., Cytometry 14:891-897, 1993; Gorczyca et al., International 
Journal of Oncology 1:639-648, 1992. 

Assays for proteins that influence early steps of T-cell commitment and development 
include, without limitation, those described in: Antica et al., Blood 84:1 1 1-1 17, 1994; Fine et 
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al., Cellular Immunology 155:111-122, 1994; Galy et al., Blood 85:2770-2778, 1995; Toki et al., 

Proc. Nat. Acad Sci. USA 88:7548-7551, 1991. 



4.10.8 ACTIVIN/INHIBIN ACTIVITY 

5 A polypeptide of the present invention may also exhibit activin- or inhibin-related 

activities. A polynucleotide of the invention may encode a polypeptide exhibiting such 
characteristics. Inhibins are characterized by their ability to inhibit the release of follicle 
stimulating hormone (FSH), while activins and are characterized by their ability to stimulate the 
release of follicle stimulating hormone (FSH). Thus, a polypeptide of the present invention, 

1 0 alone or in heterodimers with a member of the inhibin family, may be useful as a contraceptive 
based on the ability of inhibins to decrease fertility in female mammals and decrease 
spermatogenesis in male mammals. Administration of sufficient amounts of other inhibins can 
induce infertility in these mammals. Alternatively, the polypeptide of the invention, as a 
homodimer or as a heterodimer with other protein subunits of the inhibin group, may be useful as 

15 a fertility inducing therapeutic, based upon the ability of activin molecules in stimulating FSH 
release from cells of the anterior pituitary. See, for example, U.S. Pat. No. 4,798,885. A 
polypeptide of the invention may also be useful for advancement of the onset of fertility in 
sexually immature mammals, so as to increase the lifetime reproductive performance of domestic 
animals such as, but not limited to, cows, sheep and pigs. 

20 The activity of a polypeptide of the invention may, among other means, be measured by 

the following methods. 

Assays for activin/inhibin activity include, without limitation, those described in: Vale et 
al., Endocrinology 91:562-572, 1972; Ling et al., Nature 321 :779-782, 1986; Vale et al., Nature 
321:776-779, 1986; Mason et al., Nature 318:659-663, 1985; Forage et al., Proc. Natl. Acad. Sci. 

25 USA 83:3091-3095, 1986. 

4.10.9 CHEMOTACTIC/CHEMOKINETIC ACTIVITY 

A polypeptide of the present invention may be involved in chemotactic or chemokinetic 
activity for mammalian cells, including, for example, monocytes, fibroblasts, neutrophils, 

30 T-cells, mast cells, eosinophils, epithelial and/or endothelial cells. A polynucleotide of the 

invention can encode a polypeptide exhibiting such attributes. Chemotactic and chemokinetic 
receptor activation can be used to mobilize or attract a desired cell population to a desired site of 
action. Chemotactic or chemokinetic compositions (e.g. proteins, antibodies, binding partners, 
or modulators of the invention) provide particular advantages in treatment of wounds and other 

35 trauma to tissues, as well as in treatment of localized infections. For example, attraction of 
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lymphocytes, monocytes or neutrophils to tumors or sites of infection may result in improved 
immune responses against the tumor or infecting agent. 

A protein or peptide has chemotactic activity for a particular cell population if it can 
stimulate, directly or indirectly, the directed orientation or movement of such cell population. 
5 Preferably, the protein or peptide has the ability to directly stimulate directed movement of cells. 
Whether a particular protein has chemotactic activity for a population of cells can be readily 
determined by employing such protein or peptide in any known assay for cell chemotaxis. 
Therapeutic compositions of the invention can be used in the following: 
Assays for chemotactic activity (which will identify proteins that induce or prevent 
1 0 chemotaxis) consist of assays that measure the ability of a protein to induce the migration of 
cells across a membrane as well as the ability of a protein to induce the adhesion of one cell 
population to another cell population. Suitable assays for movement and adhesion include, 
without limitation, those described in: Current Protocols in Immunology, Ed by J. E. Coligan, A. 
M. Kruisbeek, D. H. Marguiles, E. M. Shevach, W. Strober, Pub. Greene Publishing Associates 
1 5 and Wiley-Interscience (Chapter 6.12, Measurement of alpha and beta Chemokines 

6.12.1-6.12.28; Taub et al. J. Clin. Invest. 95:1370-1376, 1995; Lind etal. APMIS 103:140-146, 
1995; Muller et al Eur. J. Immunol. 25:1744-1748; Gruber et al. J. of Immunol. 152:5860-5867, 
1994; Johnston et al. J. of Immunol. 153:1762-1768, 1994. 

20 4.10.10 HEMOSTATIC AND THROMBOLYTIC ACTIVITY 

A polypeptide of the invention may also be involved in hemostatis or thrombolysis or 
thrombosis. A polynucleotide of the invention can encode a polypeptide exhibiting such 
attributes. Compositions may be useful in treatment of various coagulation disorders (including 
hereditary disorders, such as hemophilias) or to enhance coagulation and other hemostatic events 

25 in treating wounds resulting from trauma, surgery or other causes. A composition of the 
invention may also be useful for dissolving or inhibiting formation of thromboses and for 
treatment and prevention of conditions resulting therefrom (such as, for example, infarction of 
cardiac and central nervous system vessels (e.g., stroke). 

Therapeutic compositions of the invention can be used in the following: 

30 Assay for hemostatic and thrombolytic activity include, without limitation, those 

described in: Linet et al., J. Clin. Pharmacol. 26:131-140, 1986; Burdick et al., Thrombosis Res. 
45:413-419, 1987; Humphrey et al., Fibrinolysis 5:71-79 (1991); Schaub, Prostaglandins 
35:467-474, 1988. 



35 4.10.1 1 CANCER DIAGNOSIS AND THERAPY 
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Polypeptides of the invention may be involved in cancer cell generation, proliferation or 

metastasis. Detection of the presence or amount of polynucleotides or polypeptides of the 

invention may be useful for the diagnosis and/or prognosis of one or more types of cancer. For 

example, the presence or increased expression of a polynucleotide/polypeptide of the invention 

5 may indicate a hereditary risk of cancer, a precancerous condition, or an ongoing malignancy. 

Conversely, a defect in the gene or absence of the polypeptide may be associated with a cancer 

condition. Identification of single nucleotide polymorphisms associated with cancer or a 

predisposition to cancer may also be useful for diagnosis or prognosis. 

Cancer treatments promote tumor regression by inhibiting tumor cell proliferation, 

10 inhibiting angiogenesis (growth of new blood vessels that is necessary to support tumor growth) 
and/or prohibiting metastasis by reducing tumor cell motility or invasiveness. Therapeutic 
compositions of the invention may be effective in adult and pediatric oncology including in solid 
phase tumors/malignancies, locally advanced tumors, human soft tissue sarcomas, metastatic 
cancer, including lymphatic metastases, blood cell malignancies including multiple myeloma, 

15 acute and chronic leukemias, and lymphomas, head and neck cancers including mouth cancer, 
larynx cancer and thyroid cancer, lung cancers including small cell carcinoma and non-small cell 
cancers, breast cancers including small cell carcinoma and ductal carcinoma, gastrointestinal 
cancers including esophageal cancer, stomach cancer, colon cancer, colorectal cancer and polyps 
associated with colorectal neoplasia, pancreatic cancers, liver cancer, urologic cancers including 

20 bladder cancer and prostate cancer, malignancies of the female genital tract including ovarian 
carcinoma, uterine (including endometrial) cancers, and solid tumor in the ovarian follicle, 
kidney cancers including renal cell carcinoma, brain cancers including intrinsic brain tumors, 
neuroblastoma, astrocytic brain tumors, gliomas, metastatic tumor cell invasion in the central 
nervous system, bone cancers including osteomas, skin cancers including malignant melanoma, 

25 tumor progression of human skin keratinocytes, squamous cell carcinoma, basal cell carcinoma, 
hemangiopericytoma and Karposi's sarcoma. 

Polypeptides, polynucleotides, or modulators of polypeptides of the invention (including 
inhibitors and stimulators of the biological activity of the polypeptide of the invention) may be 
administered to treat cancer. Therapeutic compositions can be administered in therapeutically 

30 effective dosages alone or in combination with adjuvant cancer therapy such as surgery, 

chemotherapy, radiotherapy, thermotherapy, and laser therapy, and may provide a beneficial 
effect, e.g. reducing tumor size, slowing rate of tumor growth, inhibiting metastasis, or otherwise 
improving overall clinical condition, without necessarily eradicating the cancer. 

The composition can also be administered in therapeutically effective amounts as a 

35 portion of an anti-cancer cocktail. An anti-cancer cocktail is a mixture of the polypeptide or 
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modulator of the invention with one or more anti-cancer drugs in addition to a pharmaceutically 
acceptable carrier for delivery. The use of anti-cancer cocktails as a cancer treatment is routine. 
Anti-cancer drugs that are well known in the art and can be used as a treatment in combination 
with the polypeptide or modulator of the invention include: Actinomycin D, 
5 Aminoglutethimide, Asparaginase, Bleomycin, Busulfan, Carboplatin, Carmustine, 

Chlorambucil, Cisplatin (cis-DDP), Cyclophosphamide, Cytarabine HC1 (Cytosine arabinoside), 
Dacarbazine, Dactinomycin, Daunorubicin HC1, Doxorubicin HC1, Estramustine phosphate 
sodium, Etoposide (VI 6-2 13), Floxuridine, 5-Fluorouracil (5-Fu), Flutamide, Hydroxyurea 
(hydroxycarbamide), Ifosfamide, Interferon Alpha-2a, Interferon Alpha-2b, Leuprolide acetate 

10 (LHRH-releasing factor analog), Lomustine, Mechlorethamine HC1 (nitrogen mustard), 
Melphalan, Mercaptopurine, Mesna, Methotrexate (MTX), Mitomycin, Mitoxantrone HC1, 
Octreotide, Plicamycin, Procarbazine HCl, Streptozocin, Tamoxifen citrate, Thioguanine, 
Thiotepa, Vinblastine sulfate, Vincristine sulfate, Amsacrine, Azacitidine, Hexamethylmelamine, 
Interleukin-2, Mitoguazone, Pentostatin, Semustine, Teniposide, and Vindesine sulfate. 

1 5 In addition, therapeutic compositions of the invention may be used for prophylactic 

treatment of cancer. There are hereditary conditions and/or environmental situations (e.g. 
exposure to carcinogens) known in the art that predispose an individual to developing cancers. 
Under these circumstances, it may be beneficial to treat these individuals with therapeutically 
effective doses of the polypeptide of the invention to reduce the risk of developing cancers. 

20 In vitro models can be used to determine the effective doses of the polypeptide of the 

invention as a potential cancer treatment. These in vitro models include proliferation assays of 
cultured tumor cells, growth of cultured tumor cells in soft agar (see Freshney, (1987) Culture of 
Animal Cells: A Manual of Basic Technique, Wily-Liss, New York, NY Ch 18 and Ch 21), 
tumor systems in nude mice as described in Giovanella et al., J. Natl. Can. Inst., 52: 921-30 

25 (1 974), mobility and invasive potential of tumor cells in Boyden Chamber assays as described in 
Pilkington et al., Anticancer Res., 17: 4107-9 (1997), and angiogenesis assays such as induction 
of vascularization of the chick chorioallantoic membrane or induction of vascular endothelial 
cell migration as described in Ribatta et al., Intl. J. Dev. Biol., 40: 1 189-97 (1999) and Li et al., 
Clin. Exp. Metastasis, 17:423-9 (1999), respectively. Suitable tumor cells lines are available, 

30 e.g. from American Type Tissue Culture Collection catalogs. 



4.10.12 RECEPTOR/LIGAND ACTIVITY 

A polypeptide of the present invention may also demonstrate activity as receptor, 
receptor ligand or inhibitor or agonist of receptor/ligand interactions. A polynucleotide of the 
35 invention can encode a polypeptide exhibiting such characteristics. Examples of such receptors 
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and ligands include, without limitation, cytokine receptors and their ligands, receptor kinases and 
their ligands, receptor phosphatases and their ligands, receptors involved in cell-cell interactions 
and their ligands (including without limitation, cellular adhesion molecules (such as selectins, 
integrins and their ligands) and receptor/ligand pairs involved in antigen presentation, antigen 
5 recognition and development of cellular and humoral immune responses. Receptors and ligands 
are also useful for screening of potential peptide or small molecule inhibitors of the relevant 
receptor/ligand interaction. A protein of the present invention (including, without limitation, 
fragments of receptors and ligands) may themselves be useful as inhibitors of receptor/ligand 
interactions. 

10 The activity of a polypeptide of the invention may, among other means, be measured by 

the following methods: 

Suitable assays for receptor-ligand activity include without limitation those described in: 

Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. M. 

Shevach, W. Strober, Pub. Greene Publishing Associates and Wiley- Interscience (Chapter 7.28, 
15 Measurement of Cellular Adhesion under static conditions 7.28.1- 7.28.22), Takai et al., Proc. 

Natl. Acad. Sci. USA 84:6864-6868, 1987; Bierer et al., J. Exp. Med. 168:1145-1156, 1988; 

Rosenstein et al., J. Exp. Med. 169:149-160 1989; Stoltenborg et al., J. Immunol. Methods 

175:59-68, 1994; Stitt et al., Cell 80:661-670, 1995. 

By way of example, the polypeptides of the invention may be used as a receptor for a 
20 ligand(s) thereby transmitting the biological activity of that ligand(s). Ligands may be identified 

through binding assays, affinity chromatography, dihybrid screening assays, BIAcore assays, gel 

overlay assays, or other methods known in the art. 

Studies characterizing drugs or proteins as agonist or antagonist or partial agonists or a 

partial antagonist require the use of other proteins as competing ligands. The polypeptides of the 
25 present invention or ligand(s) thereof may be labeled by being coupled to radioisotopes, 

colorimetric molecules or toxin molecules by conventional methods. ("Guide to Protein 

Purification" Murray P. Deutscher (ed) Methods in Enzymology Vol. 182 (1990) Academic 

Press, Inc. San Diego). Examples of radioisotopes include, but are not limited to, tritium and 

carbon- 14. Examples of colorimetric molecules include, but are not limited to, fluorescent 
30 molecules such as fluorescamine, or rhodamine or other colorimetric molecules. Examples of 

toxins include, but are not limited, to ricin. 

4.10.13 DRUG SCREENING 

This invention is particularly useful for screening chemical compounds by using the 
35 novel polypeptides or binding fragments thereof in any of a variety of drug screening techniques. 
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The polypeptides or fragments employed in such a test may either be free in solution, affixed to a 

solid support, borne on a cell surface or located intracellularly. One method of drug screening 

utilizes eukaryotic or prokaryotic host cells which are stably transformed with recombinant 

nucleic acids expressing the polypeptide or a fragment thereof. Drugs are screened against such 

5 transformed cells in competitive binding assays. Such cells, either in viable or fixed form, can 

be used for standard binding assays. One may measure, for example, the formation of 

complexes between polypeptides of the invention or fragments and the agent being tested or 

examine the diminution in complex formation between the novel polypeptides and an 

appropriate cell line, which are well known in the art. 

1 0 Sources for test compounds that may be screened for ability to bind to or modulate (/. e. , 

increase or decrease) the activity of polypeptides of the invention include (1) inorganic and 
organic chemical libraries, (2) natural product libraries, and (3) combinatorial libraries 
comprised of either random or mimetic peptides, oligonucleotides or organic molecules. 
Chemical libraries may be readily synthesized or purchased from a number of 

15 commercial sources, and may include structural analogs of known compounds or compounds 
that are identified as "hits" or "leads" via natural product screening. 

The sources of natural product libraries are microorganisms (including bacteria and 
fungi), animals, plants or other vegetation, or marine organisms, and libraries of mixtures for 
screening may be created by: (1) fermentation and extraction of broths from soil, plant or marine 

20 microorganisms or (2) extraction of the organisms themselves. Natural product libraries include 
polyketides, non-ribosomal peptides, and (non-naturally occurring) variants thereof. For a 
review, see Science 252:63-68 (1998). 

Combinatorial libraries are composed of large numbers of peptides, oligonucleotides or 
organic compounds and can be readily prepared by traditional automated synthesis methods, 

25 PCR, cloning or proprietary synthetic methods. Of particular interest are peptide and 

oligonucleotide combinatorial libraries. Still other libraries of interest include peptide, protein, 
peptidomimetic, multiparallel synthetic collection, recombinatorial, and polypeptide libraries. 
For a review of combinatorial chemistry and libraries created therefrom, see Myers, Curr. Opin. 
Biotechnol. 8:701-707 (1997). For reviews and examples of peptidomimetic libraries, see 

30 Al-Obeidi et al., Mol. Biotechnol, 9(3):205-23 ( 1 998); Hruby et al., Curr Opin Chem Biol, 

1(1): 1 14-19 (1997); Dorner et al, Bioorg Med Chem, 4(5):709-15 (1996) (alkylated dipeptides). 

Identification of modulators through use of the various libraries described herein permits 
modification of the candidate "hit" (or "lead") to optimize the capacity of the "hit" to bind a 
polypeptide of the invention. The molecules identified in the binding assay are then tested for 

35 antagonist or agonist activity in in vivo tissue culture or animal models that are well known in the 
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art. In brief, the molecules are titrated into a plurality of cell cultures or animals and then tested 
for either cell/animal death or prolonged survival of the animal/cells. 

The binding molecules thus identified may be complexed with toxins, e.g., ricin or 
cholera, or with other compounds that are toxic to cells such as radioisotopes. The toxin-binding 
5 molecule complex is then targeted to a tumor or other cell by the specificity of the binding 
molecule for a polypeptide of the invention. Alternatively, the binding molecules may be 
complexed with imaging agents for targeting and imaging purposes. 

4.10.14 ASSAY FOR RECEPTOR ACTIVITY 

10 The invention also provides methods to detect specific binding of a polypeptide e.g. a 

ligand or a receptor. The art provides numerous assays particularly useful for identifying 
previously unknown binding partners for receptor polypeptides of the invention. For example, 
expression cloning using mammalian or bacterial cells, or dihybrid screening assays can be used 
to identify polynucleotides encoding binding partners. As another example, affinity 

15 chromatography with the appropriate immobilized polypeptide of the invention can be used to 
isolate polypeptides that recognize and bind polypeptides of the invention. There are a number 
of different libraries used for the identification of compounds, and in particular small molecules, 
that modulate (i.e., increase or decrease) biological activity of a polypeptide of the invention. 
Ligands for receptor polypeptides of the invention can also be identified by adding exogenous 

20 ligands, or cocktails of ligands to two cells populations that are genetically identical except for 
the expression of the receptor of the invention: one cell population expresses the receptor of the 
invention whereas the other does not. The responses of the two cell populations to the addition 
of ligands(s) are then compared. Alternatively, an expression library can be co-expressed with 
the polypeptide of the invention in cells and assayed for an autocrine response to identify 

25 potential ligand(s). As still another example, BIAcore assays, gel overlay assays, or other 

methods known in the art can be used to identify binding partner polypeptides, including, (1) 
organic and inorganic chemical libraries, (2) natural product libraries, and (3) combinatorial 
libraries comprised of random peptides, oligonucleotides or organic molecules. 

The role of downstream intracellular signaling molecules in the signaling cascade of the 

30 polypeptide of the invention can be determined. For example, a chimeric protein in which the 
cytoplasmic domain of the polypeptide of the invention is fused to the extracellular portion of a 
protein, whose ligand has been identified, is produced in a host cell. The cell is then incubated 
with the ligand specific for the extracellular portion of the chimeric protein, thereby activating 
the chimeric receptor. Known downstream proteins involved in intracellular signaling can then 
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be assayed for expected modifications i.e. phosphorylation. Other methods known to those in 

the art can also be used to identify signaling molecules involved in receptor activity. 



4.10.15 ANTI-INFLAMMATORY ACTIVITY 

5 Compositions of the present invention may also exhibit anti-inflammatory activity. The 

anti-inflammatory activity may be achieved by providing a stimulus to cells involved in the 
inflammatory response, by inhibiting or promoting cell-cell interactions (such as, for example, 
cell adhesion), by inhibiting or promoting chemotaxis of cells involved in the inflammatory 
process, inhibiting or promoting cell extravasation, or by stimulating or suppressing production 

10 of other factors which more directly inhibit or promote an inflammatory response. Compositions 
with such activities can be used to treat inflammatory conditions including chronic or acute 
conditions), including without limitation intimation associated with infection (such as septic 
shock, sepsis or systemic inflammatory response syndrome (SIRS)), ischemia-reperfusion injury, 
endotoxin lethality, arthritis, complement-mediated hyperacute rejection, nephritis, cytokine or 

15 chemokine-induced lung injury, inflammatory bowel disease, Crohn's disease or resulting from 
over production of cytokines such as TNF or IL-1 . Compositions of the invention may also be 
useful to treat anaphylaxis and hypersensitivity to an antigenic substance or material. 
Compositions of this invention may be utilized to prevent or treat conditions such as, but not 
limited to, sepsis, acute pancreatitis, endotoxin shock, cytokine induced shock, rheumatoid 

20 arthritis, chronic inflammatory arthritis, pancreatic cell damage from diabetes mellitus type 1, 
graft versus host disease, inflammatory bowel disease, inflamation associated with pulmonary 
disease, other autoimmune disease or inflammatory disease, an antiproliferative agent such as for 
acute or chronic mylegenous leukemia or in the prevention of premature labor secondary to 
intrauterine infections. 

25 

4.10.16 LEUKEMIAS 

Leukemias and related disorders may be treated or prevented by administration of a 
therapeutic that promotes or inhibits function of the polynucleotides and/or polypeptides of the 
invention. Such leukemias and related disorders include but are not limited to acute leukemia, 
30 acute lymphocytic leukemia, acute myelocytic leukemia, myeloblasts, promyelocytic, 
myelomonocytic, monocytic, erythroleukemia, chronic leukemia, chronic myelocytic 
(granulocytic) leukemia and chronic lymphocytic leukemia (for a review of such disorders, see 
Fishman et al., 1985, Medicine, 2d Ed., J.B. Lippincott Co., Philadelphia). 

35 4.10.17 NERVOUS SYSTEM DISORDERS 
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Nervous system disorders, involving cell types which can be tested for efficacy of 

intervention with compounds that modulate the activity of the polynucleotides and/or 

polypeptides of the invention, and which can be treated upon thus observing an indication of 

therapeutic utility, include but are not limited to nervous system injuries, and diseases or 

5 disorders which result in either a disconnection of axons, a diminution or degeneration of 

neurons, or demyelination. Nervous system lesions which may be treated in a patient (including 

human and non-human mammalian patients) according to the invention include but are not 

limited to the following lesions of either the central (including spinal cord, brain) or peripheral 

nervous systems: 

10 (i) traumatic lesions, including lesions caused by physical injury or associated with 

surgery, for example, lesions which sever a portion of the nervous system, or compression 
injuries; 

(ii) ischemic lesions, in which a lack of oxygen in a portion of the nervous system 
results in neuronal injury or death, including cerebral infarction or ischemia, or spinal cord 

1 5 infarction or ischemia; 

(iii) infectious lesions, in which a portion of the nervous system is destroyed or 
injured as a result of infection, for example, by an abscess or associated with infection by human 
immunodeficiency virus, herpes zoster, or herpes simplex virus or with Lyme disease, 
tuberculosis, syphilis; 

20 (iv) degenerative lesions, in which a portion of the nervous system is destroyed or 

injured as a result of a degenerative process including but not limited to degeneration associated 
with Parkinson's disease, Alzheimer's disease, Huntington's chorea, or amyotrophic lateral 
sclerosis; 

(v) lesions associated with nutritional diseases or disorders, in which a portion of the 
25 nervous system is destroyed or injured by a nutritional disorder or disorder of metabolism 

including but not limited to, vitamin B12 deficiency, folic acid deficiency, Wernicke disease, 
tobacco-alcohol amblyopia, Marchiafava-Bignami disease (primary degeneration of the corpus 
callosum), and alcoholic cerebellar degeneration; 

(vi) neurological lesions associated with systemic diseases including but not limited to 
30 diabetes (diabetic neuropathy, Bell's palsy), systemic lupus erythematosus, carcinoma, or 

sarcoidosis; 

(vii) lesions caused by toxic substances including alcohol, lead, or particular 
neurotoxins; and 

(viii) demyelinated lesions in which a portion of the nervous system is destroyed or 
35 injured by a demyelinating disease including but not limited to multiple sclerosis, human 
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immunodeficiency virus-associated myelopathy, transverse myelopathy or various etiologies, 

progressive multifocal leukoencephalopathy, and central pontine myelinolysis. 

Therapeutics which are useful according to the invention for treatment of a nervous 

system disorder may be selected by testing for biological activity in promoting the survival or 

5 differentiation of neurons. For example, and not by way of limitation, therapeutics which elicit 

any of the following effects may be useful according to the invention: 

(i) increased survival time of neurons in culture; 

(ii) increased sprouting of neurons in culture or in vivo; 

(iii) increased production of a neuron-associated molecule in culture or in vivo, e.g. , 
10 choline acetyltransferase or acetylcholinesterase with respect to motor neurons; or 

(iv) decreased symptoms of neuron dysfunction in vivo. 

Such effects may be measured by any method known in the art. In preferred, 
non-limiting embodiments, increased survival of neurons may be measured by the method set 
forth in Arakawa et al. (1990, J. Neurosci. 10:3507-3515); increased sprouting of neurons may 

1 5 be detected by methods set forth in Pestronk et al. ( 1 980, Exp. Neurol. 70:65-82) or Brown et al. 
(1981, Ann. Rev. Neurosci. 4:17-42); increased production of neuron-associated molecules may 
be measured by bioassay, enzymatic assay, antibody binding, Northern blot assay, etc., 
depending on the molecule to be measured; and motor neuron dysfunction may be measured by 
assessing the physical manifestation of motor neuron disorder, e.g., weakness, motor neuron 

20 conduction velocity, or functional disability. 

In specific embodiments, motor neuron disorders that may be treated according to the 
invention include but are not limited to disorders such as infarction, infection, exposure to toxin, 
trauma, surgical damage, degenerative disease or malignancy that may affect motor neurons as 
well as other components of the nervous system, as well as disorders that selectively affect 

25 neurons such as amyotrophic lateral sclerosis, and including but not limited to progressive spinal 
muscular atrophy, progressive bulbar palsy, primary lateral sclerosis, infantile and juvenile 
muscular atrophy, progressive bulbar paralysis of childhood (Fazio-Londe syndrome), 
poliomyelitis and the post polio syndrome, and Hereditary Motorsensory Neuropathy 
(Charcot-Marie-Tooth Disease). 

30 

4.10.18 OTHER ACTIVITIES 

A polypeptide of the invention may also exhibit one or more of the following additional 
activities or effects: inhibiting the growth, infection or function of, or killing, infectious agents, 
including, without limitation, bacteria, viruses, fungi and other parasites; effecting (suppressing 
35 or enhancing) bodily characteristics, including, without limitation, height, weight, hair color, eye 
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color, skin, fat to lean ratio or other tissue pigmentation, or organ or body part size or shape 
(such as, for example, breast augmentation or diminution, change in bone form or shape); 
effecting biorhythms or circadian cycles or rhythms; effecting the fertility of male or female 
subjects; effecting the metabolism, catabolism, anabolism, processing, utilization, storage or 
5 elimination of dietary fat, lipid, protein, carbohydrate, vitamins, minerals, co-factors or other 
nutritional factors or component(s); effecting behavioral characteristics, including, without 
limitation, appetite, libido, stress, cognition (including cognitive disorders), depression 
(including depressive disorders) and violent behaviors; providing analgesic effects or other pain 
reducing effects; promoting differentiation and growth of embryonic stem cells in lineages other 

10 than hematopoietic lineages; hormonal or endocrine activity; in the case of enzymes, correcting 
deficiencies of the enzyme and treating deficiency-related diseases; treatment of 
hyperproliferative disorders (such as, for example, psoriasis); immunoglobulin-like activity (such 
as, for example, the ability to bind antigens or complement); and the ability to act as an antigen 
in a vaccine composition to raise an immune response against such protein or another material or 

1 5 entity which is cross-reactive with such protein. 

4.10.19 IDENTIFICATION OF POLYMORPHISMS 

The demonstration of polymorphisms makes possible the identification of such 
polymorphisms in human subjects and the pharmacogenetic use of this information for diagnosis 

20 and treatment. Such polymorphisms may be associated with, e.g. , differential predisposition or 
susceptibility to various disease states (such as disorders involving inflammation or immune 
response) or a differential response to drug administration, and this genetic information can be 
used to tailor preventive or therapeutic treatment appropriately. For example, the existence of a 
polymorphism associated with a predisposition to inflammation or autoimmune disease makes 

25 possible the diagnosis of this condition in humans by identifying the presence of the 
polymorphism. 

Polymorphisms can be identified in a variety of ways known in the art which all 
generally involve obtaining a sample from a patient, analyzing DNA from the sample, optionally 
involving isolation or amplification of the DNA, and identifying the presence of the 

30 polymorphism in the DNA. For example, PCR may be used to amplify an appropriate fragment 
of genomic DNA which may then be sequenced. Alternatively, the DNA may be subjected to 
allele-specific oligonucleotide hybridization (in which appropriate oligonucleotides are 
hybridized to the DNA under conditions permitting detection of a single base mismatch) or to a 
single nucleotide extension assay (in which an oligonucleotide that hybridizes immediately 

35 adjacent to the position of the polymorphism is extended with one or more labeled nucleotides). 
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In addition, traditional restriction fragment length polymorphism analysis (using restriction 

enzymes that provide differential digestion of the genomic DNA depending on the presence or 

absence of the polymorphism) may be performed. Arrays with nucleotide sequences of the 

present invention can be used to detect polymorphisms. The array can comprise modified 

5 nucleotide sequences of the present invention in order to detect the nucleotide sequences of the 

present invention. In the alternative, any one of the nucleotide sequences of the present 

invention can be placed on the array to detect changes from those sequences. 

Alternatively a polymorphism resulting in a change in the amino acid sequence could 

also be detected by detecting a corresponding change in amino acid sequence of the protein, e.g., 

10 by an antibody specific to the variant sequence. 



4.10.20 ARTHRITIS AND INFLAMMATION 

The immunosuppressive effects of the compositions of the invention against rheumatoid 
arthritis are determined in an experimental animal model system. The experimental model 

15 system is adjuvant induced arthritis in rats, and the protocol is described by J. Holoshitz, et at., 
1983, Science, 219:56, or by B. Waksman et al., 1963, Int. Arch. Allergy Appl. Immunol., 
23:129. Induction of the disease can be caused by a single injection, generally intradermally, of a 
suspension of killed Mycobacterium tuberculosis in complete Freund's adjuvant (CFA). The 
route of injection can vary, but rats may be injected at the base of the tail with an adjuvant 

20 mixture. The polypeptide is administered in phosphate buffered solution (PBS) at a dose of 
about 1-5 mg/kg. The control consists of administering PBS only. 

The procedure for testing the effects of the test compound would consist of intradermally 
injecting killed Mycobacterium tuberculosis in CFA followed by immediately administering the 
test compound and subsequent treatment every other day until day 24. At 14, 15, 18, 20, 22, and 

25 24 days after injection of Mycobacterium CFA, an overall arthritis score may be obtained as 
described by J. Holoskitz above. An analysis of the data would reveal that the test compound 
would have a dramatic affect on the swelling of the joints as measured by a decrease of the 
arthritis score. 



30 4.11 THERAPEUTIC METHODS 

The compositions (including polypeptide fragments, analogs, variants and antibodies or 
other binding partners or modulators including antisense polynucleotides) of the invention have 
numerous applications in a variety of therapeutic methods. Examples of therapeutic applications 
include, but are not limited to, those exemplified herein. 

35 
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4.11.1 EXAMPLE 

One embodiment of the invention is the administration of an effective amount of the 
polypeptides or other composition of the invention to individuals affected by a disease or 
disorder that can be modulated by regulating the peptides of the invention. While the mode of 
administration is not particularly important, parenteral administration is preferred. An 
exemplary mode of administration is to deliver an intravenous bolus. The dosage of the 
polypeptides or other composition of the invention will normally be determined by the 
prescribing physician. It is to be expected that the dosage will vary according to the age, weight, 
condition and response of the individual patient. Typically, the amount of polypeptide 
administered per dose will be in the range of about O.Olug/kg to 100 mg/kg of body weight, with 
the preferred dose being about 0. lug/kg to 10 mg/kg of patient body weight. For parenteral 
administration, polypeptides of the invention will be formulated in an injectable form combined 
with a pharmaceutically acceptable parenteral vehicle. Such vehicles are well known in the art 
and examples include water, saline, Ringer's solution, dextrose solution, and solutions consisting 
of small amounts of the human serum albumin. The vehicle may contain minor amounts of 
additives that maintain the isotonicity and stability of the polypeptide or other active ingredient. 
The preparation of such solutions is within the skill of the art. 

4.12 PHARMACEUTICAL FORMULATIONS AND ROUTES OF 
ADMINISTRATION 

A protein or other composition of the present invention (from whatever source derived, 
including without limitation from recombinant and non-recombinant sources and including 
antibodies and other binding partners of the polypeptides of the invention) may be administered 
to a patient in need, by itself, or in pharmaceutical compositions where it is mixed with suitable 
carriers or excipient(s) at doses to treat or ameliorate a variety of disorders. Such a composition 
may optionally contain (in addition to protein or other active ingredient and a carrier) diluents, 
fillers, salts, buffers, stabilizers, solubilizers, and other materials well known in the art. The term 
"pharmaceutically acceptable" means a non-toxic material that does not interfere with the 
effectiveness of the biological activity of the active ingredient(s). The characteristics of the 
carrier will depend on the route of administration. The pharmaceutical composition of the 
invention may also contain cytokines, lymphokines, or other hematopoietic factors such as 
M-CSF, GM-CSF, TNF, IL-1, IL-2, IL-3, IL-4, 1L-5, IL-6, IL-7, IL-8, IL-9, IL-10, IL-11, IL-12, 
IL-13, IL-14, IL-1 5, IFN, TNF0, TNF1, TNF2, G-CSF, Meg-CSF, thrombopoietin, stem cell 
factor, and erythropoietin. In further compositions, proteins of the invention may be combined 
with other agents beneficial to the treatment of the disease or disorder in question. These agents 
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include various growth factors such as epidermal growth factor (EGF), platelet-derived growth 
factor (PDGF), transforming growth factors (TGF-ot and TGF-P), insulin-like growth factor 
(IGF), as well as cytokines described herein. 

The pharmaceutical composition may further contain other agents which either enhance 
5 the activity of the protein or other active ingredient or complement its activity or use in 
treatment. Such additional factors and/or agents may be included in the pharmaceutical 
composition to produce a synergistic effect with protein or other active ingredient of the 
invention, or to minimize side effects. Conversely, protein or other active ingredient of the 
present invention may be included in formulations of the particular clotting factor, cytokine, 

1 0 lymphokine, other hematopoietic factor, thrombolytic or anti-thrombotic factor, or anti- 
inflammatory agent to minimize side effects of the clotting factor, cytokine, lymphokine, other 
hematopoietic factor, thrombolytic or anti-thrombotic factor, or anti-inflammatory agent (such as 
IL-IRa, IL-1 Hyl, IL-1 Hy2, anti-TNF, corticosteroids, immunosuppressive agents). A protein 
of the present invention may be active in multimers (e.g., heterodimers or homodimers) or 

1 5 complexes with itself or other proteins. As a result, pharmaceutical compositions of the 
invention may comprise a protein of the invention in such multimeric or complexed form. 

As an alternative to being included in a pharmaceutical composition of the invention 
including a first protein, a second protein or a therapeutic agent may be concurrently 
administered with the first protein (e.g., at the same time, or at differing times provided that 

20 therapeutic concentrations of the combination of agents is achieved at the treatment site). 

Techniques for formulation and administration of the compounds of the instant application may 
be found in "Remington's Pharmaceutical Sciences," Mack Publishing Co., Easton, PA, latest 
edition. A therapeutically effective dose further refers to that amount of the compound sufficient 
to result in amelioration of symptoms, e.g., treatment, healing, prevention or amelioration of the 

25 relevant medical condition, or an increase in rate of treatment, healing, prevention or 

amelioration of such conditions. When applied to an individual active ingredient, administered 
alone, a therapeutically effective dose refers to that ingredient alone. When applied to a 
combination, a therapeutically effective dose refers to combined amounts of the active 
ingredients that result in the therapeutic effect, whether administered in combination, serially or 

30 simultaneously. 

In practicing the method of treatment or use of the present invention, a therapeutically 
effective amount of protein or other active ingredient of the present invention is administered to 
a mammal having a condition to be treated. Protein or other active ingredient of the present 
invention may be administered in accordance with the method of the invention either alone or in 

35 combination with other therapies such as treatments employing cytokines, lymphokines or other 
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hematopoietic factors. When co- administered with one or more cytokines, lymphokines or other 

hematopoietic factors, protein or other active ingredient of the present invention may be 

administered either simultaneously with the cytokine(s), lymphokine(s), other hematopoietic 

factor(s), thrombolytic or anti-thrombotic factors, or sequentially. If administered sequentially, 

5 the attending physician will decide on the appropriate sequence of administering protein or other 

active ingredient of the present invention in combination with cytokine(s), lymphokine(s), other 

hematopoietic factor(s), thrombolytic or anti-thrombotic factors. 

4.12.1 ROUTES OF ADMINISTRATION 

10 Suitable routes of administration may, for example, include oral, rectal, transmucosal, or 

intestinal administration; parenteral delivery, including intramuscular, subcutaneous, 
intramedullary injections, as well as intrathecal, direct intraventricular, intravenous, 
intraperitoneal, intranasal, or intraocular injections. Administration of protein or other active 
ingredient of the present invention used in the pharmaceutical composition or to practice the 

1 5 method of the present invention can be carried out in a variety of conventional ways, such as oral 
ingestion, inhalation, topical application or cutaneous, subcutaneous, intraperitoneal, parenteral 
or intravenous injection. Intravenous administration to the patient is preferred. 

Alternately, one may administer the compound in a local rather than systemic manner, for 
example, via injection of the compound directly into a arthritic joints or in fibrotic tissue, often 

20 in a depot or sustained release formulation. In order to prevent the scarring process frequently 
occurring as complication of glaucoma surgery, the compounds may be administered topically, 
for example, as eye drops. Furthermore, one may administer the drug in a targeted drug delivery 
system, for example, in a liposome coated with a specific antibody, targeting, for example, 
arthritic or fibrotic tissue. The liposomes will be targeted to and taken up selectively by the 

25 afflicted tissue. 

The polypeptides of the invention are administered by any route that delivers an effective 
dosage to the desired site of action. The determination of a suitable route of administration and 
an effective dosage for a particular indication is within the level of skill in the art. Preferably for 
wound treatment, one administers the therapeutic compound directly to the site. Suitable dosage 
30 ranges for the polypeptides of the invention can be extrapolated from these dosages or from 

similar studies in appropriate animal models. Dosages can then be adjusted as necessary by the 
clinician to provide maximal therapeutic benefit. 

4.12.2 COMPOSITIONS/FORMULATIONS 
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Pharmaceutical compositions for use in accordance with the present invention thus may 

be formulated in a conventional manner using one or more physiologically acceptable carriers 

comprising excipients and auxiliaries which facilitate processing of the active compounds into 

preparations which can be used pharmaceutically. These pharmaceutical compositions may be 

5 manufactured in a manner that is itself known, e.g. , by means of conventional mixing, 

dissolving, granulating, dragee-making, levigating, emulsifying, encapsulating, entrapping or 

lyophilizing processes. Proper formulation is dependent upon the route of administration 

chosen. When a therapeutically effective amount of protein or other active ingredient of the 

present invention is administered orally, protein or other active ingredient of the present 

10 invention will be in the form of a tablet, capsule, powder, solution or elixir. When administered 
in tablet form, the pharmaceutical composition of the invention may additionally contain a solid 
carrier such as a gelatin or an adjuvant. The tablet, capsule, and powder contain from about 5 to 
95% protein or other active ingredient of the present invention, and preferably from about 25 to 
90% protein or other active ingredient of the present invention. When administered in liquid 

15 form, a liquid carrier such as water, petroleum, oils of animal or plant origin such as peanut oil, 
mineral oil, soybean oil, or sesame oil, or synthetic oils may be added. The liquid form of the 
pharmaceutical composition may further contain physiological saline solution, dextrose or other 
saccharide solution, or glycols such as ethylene glycol, propylene glycol or polyethylene glycol. 
When administered in liquid form, the pharmaceutical composition contains from about 0.5 to 

20 90% by weight of protein or other active ingredient of the present invention, and preferably from 
about 1 to 50% protein or other active ingredient of the present invention. 

When a therapeutically effective amount of protein or other active ingredient of the 
present invention is administered by intravenous, cutaneous or subcutaneous injection, protein or 
other active ingredient of the present invention will be in the form of a pyrogen-free, parenterally 

25 acceptable aqueous solution. The preparation of such parenterally acceptable protein or other 
active ingredient solutions, having due regard to pH, isotonicity, stability, and the like, is within 
the skill in the art. A preferred pharmaceutical composition for intravenous, cutaneous, or 
subcutaneous injection should contain, in addition to protein or other active ingredient of the 
present invention, an isotonic vehicle such as Sodium Chloride Injection, Ringer's Injection, 

30 Dextrose Injection, Dextrose and Sodium Chloride Injection, Lactated Ringer's Injection, or 

other vehicle as known in the art. The pharmaceutical composition of the present invention may 
also contain stabilizers, preservatives, buffers, antioxidants, or other additives known to those of 
skill in the art. For injection, the agents of the invention may be formulated in aqueous 
solutions, preferably in physiologically compatible buffers such as Hanks's solution, Ringer's 

35 solution, or physiological saline buffer. For transmucosal administration, penetrants appropriate 
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to the barrier to be permeated are used in the formulation. Such penetrants are generally known 

in the art. 

For oral administration, the compounds can be formulated readily by combining the 
active compounds with pharmaceutically acceptable carriers well known in the art. Such carriers 
5 enable the compounds of the invention to be formulated as tablets, pills, dragees, capsules, 
liquids, gels, syrups, slurries, suspensions and the like, for oral ingestion by a patient to be 
treated. Pharmaceutical preparations for oral use can be obtained from a solid excipient, 
optionally grinding a resulting mixture, and processing the mixture of granules, after adding 
suitable auxiliaries, if desired, to obtain tablets or dragee cores. Suitable excipients are, in 

10 particular, fillers such as sugars, including lactose, sucrose, mannitol, or sorbitol; cellulose 

preparations such as, for example, maize starch, wheat starch, rice starch, potato starch, gelatin, 
gum tragacanth, methyl cellulose, hydroxypropylmethyl-cellulose, sodium 
carboxymethylcellulose, and/or polyvinylpyrrolidone (PVP). If desired, disintegrating agents 
may be added, such as the cross-linked polyvinyl pyrrolidone, agar, or alginic acid or a salt 

15 thereof such as sodium alginate. Dragee cores are provided with suitable coatings. For this 
purpose, concentrated sugar solutions may be used, which may optionally contain gum arabic, 
talc, polyvinyl pyrrolidone, carbopol gel, polyethylene glycol, and/or titanium dioxide, lacquer 
solutions, and suitable organic solvents or solvent mixtures. Dyestuffs or pigments may be 
added to the tablets or dragee coatings for identification or to characterize different combinations 

20 of active compound doses. 

Pharmaceutical preparations which can be used orally include push-fit capsules made of 
gelatin, as well as soft, sealed capsules made of gelatin and a plasticizer, such as glycerol or 
sorbitol. The push-fit capsules can contain the active ingredients in admixture with filler such as 
lactose, binders such as starches, and/or lubricants such as talc or magnesium stearate and, 

25 optionally, stabilizers. In soft capsules, the active compounds may be dissolved or suspended in 
suitable liquids, such as fatty oils, liquid paraffin, or liquid polyethylene glycols. In addition, 
stabilizers may be added. All formulations for oral administration should be in dosages suitable 
for such administration. For buccal administration, the compositions may take the form of 
tablets or lozenges formulated in conventional manner. 

30 For administration by inhalation, the compounds for use according to the present 

invention are conveniently delivered in the form of an aerosol spray presentation from 
pressurized packs or a nebuliser, with the use of a suitable propellant, e.g., 
dichlorodifiuoromethane, trichlorofluoromethane, dichlorotetrafluoroethane, carbon dioxide or 
other suitable gas. In the case of a pressurized aerosol the dosage unit may be determined by 

35 providing a valve to deliver a metered amount. Capsules and cartridges of, e.g. , gelatin for use 
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in an inhaler or insufflator may be formulated containing a powder mix of the compound and a 

suitable powder base such as lactose or starch. The compounds may be formulated for parenteral 

administration by injection, e.g., by bolus injection or continuous infusion. Formulations for 

injection may be presented in unit dosage form, e.g., in ampules or in multi-dose containers, with 

5 an added preservative. The compositions may take such forms as suspensions, solutions or 

emulsions in oily or aqueous vehicles, and may contain formulatory agents such as suspending, 

stabilizing and/or dispersing agents. 

Pharmaceutical formulations for parenteral administration include aqueous solutions of 

the active compounds in water-soluble form. Additionally, suspensions of the active compounds 

10 may be prepared as appropriate oily injection suspensions. Suitable lipophilic solvents or 

vehicles include fatty oils such as sesame oil, or synthetic fatty acid esters, such as ethyl oleate or 
triglycerides, or liposomes. Aqueous injection suspensions may contain substances which 
increase the viscosity of the suspension, such as sodium carboxymethyl cellulose, sorbitol, or 
dextran. Optionally, the suspension may also contain suitable stabilizers or agents which 

15 increase the solubility of the compounds to allow for the preparation of highly concentrated 
solutions. Alternatively, the active ingredient may be in powder form for constitution with a 
suitable vehicle, e.g., sterile pyrogen-free water, before use. 

The compounds may also be formulated in rectal compositions such as suppositories or 
retention enemas, e.g., containing conventional suppository bases such as cocoa butter or other 

20 glycerides. In addition to the formulations described previously, the compounds may also be 
formulated as a depot preparation. Such long acting formulations may be administered by 
implantation (for example subcutaneously or intramuscularly) or by intramuscular injection. 
Thus, for example, the compounds may be formulated with suitable polymeric or hydrophobic 
materials (for example as an emulsion in an acceptable oil) or ion exchange resins, or as 

25 sparingly soluble derivatives, for example, as a sparingly soluble salt. 

A pharmaceutical carrier for the hydrophobic compounds of the invention is a co-solvent 
system comprising benzyl alcohol, a nonpolar surfactant, a water-miscible organic polymer, and 
an aqueous phase. The co-solvent system may be the VPD co-solvent system. VPD is a solution 
of 3% w/v benzyl alcohol, 8% w/v of the nonpolar surfactant polysorbate 80, and 65% w/v 

30 polyethylene glycol 300, made up to volume in absolute ethanol. The VPD co-solvent system 
(VPD:5W) consists of VPD diluted 1:1 with a 5% dextrose in water solution. This co-solvent 
system dissolves hydrophobic compounds well, and itself produces low toxicity upon systemic 
administration. Naturally, the proportions of a co-solvent system may be varied considerably 
without destroying its solubility and toxicity characteristics. Furthermore, the identity of the 

35 co-solvent components may be varied: for example, other low-toxicity nonpolar surfactants may 
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be used instead of polysorbate 80; the fraction size of polyethylene glycol may be varied; other 

biocompatible polymers may replace polyethylene glycol, e.g. polyvinyl pyrrolidone; and other 

sugars or polysaccharides may substitute for dextrose. Alternatively, other delivery systems for 

hydrophobic pharmaceutical compounds may be employed. Liposomes and emulsions are well 

5 known examples of delivery vehicles or carriers for hydrophobic drugs. Certain organic solvents 

such as dimethylsulfoxide also may be employed, although usually at the cost of greater toxicity. 

Additionally, the compounds may be delivered using a sustained-release system, such as 

semipermeable matrices of solid hydrophobic polymers containing the therapeutic agent. 

Various types of sustained-release materials have been established and are well known by those 

10 skilled in the art. Sustained-release capsules may, depending on their chemical nature, release the 
compounds for a few weeks up to over 100 days. Depending on the chemical nature and the 
biological stability of the therapeutic reagent, additional strategies for protein or other active 
ingredient stabilization may be employed. 

The pharmaceutical compositions also may comprise suitable solid or gel phase carriers 

15 or excipients. Examples of such carriers or excipients include but are not limited to calcium 
carbonate, calcium phosphate, various sugars, starches, cellulose derivatives, gelatin, and 
polymers such as polyethylene glycols. Many of the active ingredients of the invention may be 
provided as salts with pharmaceutically compatible counter ions. Such pharmaceutically 
acceptable base addition salts are those salts which retain the biological effectiveness and 

20 properties of the free acids and which are obtained by reaction with inorganic or organic bases 
such as sodium hydroxide, magnesium hydroxide, ammonia, trialkylamine, dialkylamine, 
monoalkylamine, dibasic amino acids, sodium acetate, potassium benzoate, triethanol amine and 
the like. 

The pharmaceutical composition of the invention may be in the form of a complex of the 
25 protein(s) or other active ingredient(s) of present invention along with protein or peptide 

antigens. The protein and/or peptide antigen will deliver a stimulatory signal to both B and T 
lymphocytes. B-lymphocytes will respond to antigen through their surface immunoglobulin 
receptor. T lymphocytes will respond to antigen through the T cell receptor (TCR) following 
presentation of the antigen by MHC proteins. MHC and structurally related proteins including 
30 those encoded by class I and class II MHC genes on host cells will serve to present the peptide 
antigen(s) to T lymphocytes. The antigen components could also be supplied as purified 
MHC-peptide complexes alone or with co-stimulatory molecules that can directly signal T cells. 
Alternatively antibodies able to bind surface immunoglobulin and other molecules on B cells as 
well as antibodies able to bind the TCR and other molecules on T cells can be combined with the 
35 pharmaceutical composition of the invention. 
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The pharmaceutical composition of the invention may be in the form of a liposome in 
which protein of the present invention is combined, in addition to other pharmaceutically 
acceptable carriers, with amphipathic agents such as lipids which exist in aggregated form as 
micelles, insoluble monolayers, liquid crystals, or lamellar layers in aqueous solution. Suitable 
5 lipids for liposomal formulation include, without limitation, monoglycerides, diglycerides, 
sulfatides, lysolecithins, phospholipids, saponin, bile acids, and the like. Preparation of such 
liposomal formulations is within the level of skill in the art, as disclosed, for example, in U.S. 
Patent Nos. 4,235,871; 4,501,728; 4,837,028; and 4,737,323, all of which are incorporated 
herein by reference. 

1 0 The amount of protein or other active ingredient of the present invention in the 

pharmaceutical composition of the present invention will depend upon the nature and severity of 
the condition being treated, and on the nature of prior treatments which the patient has 
undergone. Ultimately, the attending physician will decide the amount of protein or other active 
ingredient of the present invention with which to treat each individual patient. Initially, the 

1 5 attending physician will administer low doses of protein or other active ingredient of the present 
invention and observe the patient's response. Larger doses of protein or other active ingredient 
of the present invention may be administered until the optimal therapeutic effect is obtained for 
the patient, and at that point the dosage is not increased further. It is contemplated that the 
various pharmaceutical compositions used to practice the method of the present invention should 

20 contain about 0.01 ug to about 100 mg (preferably about 0.1 ug to about 10 mg, more preferably 
about 0. 1 ug to about 1 mg) of protein or other active ingredient of the present invention per kg 
body weight. For compositions of the present invention which are useful for bone, cartilage, 
tendon or ligament regeneration, the therapeutic method includes administering the composition 
topically, systematically, or locally as an implant or device. When administered, the therapeutic 

25 composition for use in this invention is, of course, in a pyrogen-free, physiologically acceptable 
form. Further, the composition may desirably be encapsulated or injected in a viscous form for 
delivery to the site of bone, cartilage or tissue damage. Topical administration may be suitable 
for wound healing and tissue repair. Therapeutically useful agents other than a protein or other 
active ingredient of the invention which may also optionally be included in the composition as 

30 described above, may alternatively or additionally, be administered simultaneously or 

sequentially with the composition in the methods of the invention. Preferably for bone and/or 
cartilage formation, the composition would include a matrix capable of delivering the 
protein-containing or other active ingredient-containing composition to the site of bone and/or 
cartilage damage, providing a structure for the developing bone and cartilage and optimally 
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capable of being resorbed into the body. Such matrices may be formed of materials presently in 

use for other implanted medical applications. 

The choice of matrix material is based on biocompatibility, biodegradability, mechanical 
properties, cosmetic appearance and interface properties. The particular application of the 
5 compositions will define the appropriate formulation. Potential matrices for the compositions 
may be biodegradable and chemically defined calcium sulfate, tricalcium phosphate, 
hydroxyapatite, polylactic acid, polyglycolic acid and polyanhydrides. Other potential materials 
are biodegradable and biologically well-defined, such as bone or dermal collagen. Further 
matrices are comprised of pure proteins or extracellular matrix components. Other potential 

10 matrices are nonbiodegradable and chemically defined, such as sintered hydroxyapatite, bioglass, 
aluminates, or other ceramics. Matrices may be comprised of combinations of any of the above- 
mentioned types of material, such as polylactic acid and hydroxyapatite or collagen and 
tricalcium phosphate. The bioceramics may be altered in composition, such as in 
calcium-aluminate-phosphate and processing to alter pore size, particle size, particle shape, and 

1 5 biodegradability. Presently preferred is a 50:50 (mole weight) copolymer of lactic acid and 

glycolic acid in the form of porous particles having diameters ranging from 1 50 to 800 microns. 
In some applications, it will be useful to utilize a sequestering agent, such as carboxymethyl 
cellulose or autologous blood clot, to prevent the protein compositions from disassociating from 
the matrix. 

20 A preferred family of sequestering agents is cellulosic materials such as alkylcelluloses 

(including hydroxyalkylcelluloses), including methylcellulose, ethylcellulose, 
hydroxyethylcellulose, hydroxypropylcellulose, hydroxypropyl-methylcellulose, and 
carboxymethylcellulose, the most preferred being cationic salts of carboxymethylcellulose 
(CMC). Other preferred sequestering agents include hyaluronic acid, sodium alginate, 

25 poly(ethylene glycol), polyoxyethylene oxide, carboxyvinyl polymer and poly(vinyl alcohol). 
The amount of sequestering agent useful herein is 0.5-20 wt %, preferably 1-10 wt % based on 
total formulation weight, which represents the amount necessary to prevent desorption of the 
protein from the polymer matrix and to provide appropriate handling of the composition, yet not 
so much that the progenitor cells are prevented from infiltrating the matrix, thereby providing the 

30 protein the opportunity to assist the osteogenic activity of the progenitor cells. In further 

compositions, proteins or other active ingredients of the invention may be combined with other 
agents beneficial to the treatment of the bone and/or cartilage defect, wound, or tissue in 
question. These agents include various growth factors such as epidermal growth factor (EGF), 
platelet derived growth factor (PDGF), transforming growth factors (TGF-a and TGF-fi), and 

35 insulin-like growth factor (IGF). 
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The therapeutic compositions are also presently valuable for veterinary applications. 

Particularly domestic animals and thoroughbred horses, in addition to humans, are desired 

patients for such treatment with proteins or other active ingredients of the present invention. The 

dosage regimen of a protein-containing pharmaceutical composition to be used in tissue 

5 regeneration will be determined by the attending physician considering various factors which 

modify the action of the proteins, e.g., amount of tissue weight desired to be formed, the site of 

damage, the condition of the damaged tissue, the size of a wound, type of damaged tissue (e.g., 

bone), the patient's age, sex, and diet, the severity of any infection, time of administration and 

other clinical factors. The dosage may vary with the type of matrix used in the reconstitution 

1 0 and with inclusion of other proteins in the pharmaceutical composition. For example, the 

addition of other known growth factors, such as IGF I (insulin like growth factor I), to the final 

composition, may also effect the dosage. Progress can be monitored by periodic assessment of 

tissue/bone growth and/or repair, for example, X-rays, histomorphometric determinations and 

tetracycline labeling. 

1 5 Polynucleotides of the present invention can also be used for gene therapy. Such 

polynucleotides can be introduced either in vivo or ex vivo into cells for expression in a 
mammalian subject. Polynucleotides of the invention may also be administered by other known 
methods for introduction of nucleic acid into a cell or organism (including, without limitation, in 
the form of viral vectors or naked DNA). Cells may also be cultured ex vivo in the presence of 

20 proteins of the present invention in order to proliferate or to produce a desired effect on or 
activity in such cells. Treated cells can then be introduced in vivo for therapeutic purposes. 

4.12.3 EFFECTIVE DOSAGE 

Pharmaceutical compositions suitable for use in the present invention include 
25 compositions wherein the active ingredients are contained in an effective amount to achieve its 
intended purpose. More specifically, a therapeutically effective amount means an amount 
effective to prevent development of or to alleviate the existing symptoms of the subject being 
treated. Determination of the effective amount is well within the capability of those skilled in 
the art, especially in light of the detailed disclosure provided herein. For any compound used in 
30 the method of the invention, the therapeutically effective dose can be estimated initially from 

appropriate in vitro assays. For example, a dose can be formulated in animal models to achieve a 
circulating concentration range that can be used to more accurately determine useful doses in 
humans. For example, a dose can be formulated in animal models to achieve a circulating 
concentration range that includes the IC 50 as determined in cell culture (i.e., the concentration of 
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the test compound which achieves a half-maximal inhibition of the protein's biological activity). 

Such information can be used to more accurately determine useful doses in humans. 

A therapeutically effective dose refers to that amount of the compound that results in 

amelioration of symptoms or a prolongation of survival in a patient. Toxicity and therapeutic 

5 efficacy of such compounds can be determined by standard pharmaceutical procedures in cell 

cultures or experimental animals, e.g., for determining the LD 50 (the dose lethal to 50% of the 

population) and the ED 50 (the dose therapeutically effective in 50% of the population). The dose 

ratio between toxic and therapeutic effects is the therapeutic index and it can be expressed as the 

ratio between LD 5 o and ED 50 . Compounds which exhibit high therapeutic indices are preferred. 

10 The data obtained from these cell culture assays and animal studies can be used in formulating a 
range of dosage for use in human. The dosage of such compounds lies preferably within a range 
of circulating concentrations that include the ED 50 with little or no toxicity. The dosage may 
vary within this range depending upon the dosage form employed and the route of administration 
utilized. The exact formulation, route of administration and dosage can be chosen by the 

15 individual physician in view of the patient's condition. See, e.g., Fingl et al., 1975, in "The 

Pharmacological Basis of Therapeutics", Ch. 1 p.l. Dosage amount and interval may be adjusted 
individually to provide plasma levels of the active moiety which are sufficient to maintain the 
desired effects, or minimal effective concentration (MEC). The MEC will vary for each 
compound but can be estimated from in vitro data. Dosages necessary to achieve the MEC will 

20 depend on individual characteristics and route of administration. However, HPLC assays or 
bioassays can be used to determine plasma concentrations. 

Dosage intervals can also be determined using MEC value. Compounds should be 
administered using a regimen that maintains plasma levels above the MEC for 10-90% of the 
time, preferably between 30-90% and most preferably between 50-90%. In cases of local 

25 administration or selective uptake, the effective local concentration of the drug may not be 
related to plasma concentration. 

An exemplary dosage regimen for polypeptides or other compositions of the invention 
will be in the range of about 0.01 (.ig/kg to 100 mg/kg of body weight daily, with the preferred 
dose being about 0.1 ug/kg to 25 mg/kg of patient body weight daily, varying in adults and 

30 children. Dosing may be once daily, or equivalent doses may be delivered at longer or shorter 
intervals. 

The amount of composition administered will, of course, be dependent on the subject 
being treated, on the subject's age and weight, the severity of the affliction, the manner of 
administration and the judgment of the prescribing physician. 

35 
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4.12.4 PACKAGING 

The compositions may, if desired, be presented in a pack or dispenser device which may 
contain one or more unit dosage forms containing the active ingredient. The pack may, for 
example, comprise metal or plastic foil, such as a blister pack. The pack or dispenser device may 
5 be accompanied by instructions for administration. Compositions comprising a compound of the 
invention formulated in a compatible pharmaceutical carrier may also be prepared, placed in an 
appropriate container, and labeled for treatment of an indicated condition. 



4.13 ANTIBODIES 

10 Also included in the invention are antibodies to proteins, or fragments of proteins of the 

invention. The term "antibody" as used herein refers to immunoglobulin molecules and 
immunologically active portions of immunoglobulin (Ig) molecules, i.e., molecules that contain 
an antigen-binding site that specifically binds (immunoreacts with) an antigen. Such antibodies 
include, but are not limited to, polyclonal, monoclonal, chimeric, single chain, F ab , F ab < and F (ab ')2 

1 5 fragments, and an F ab expression library. In general, an antibody molecule obtained from 

humans relates to any of the classes IgG, IgM, IgA, IgE and IgD, which differ from one another 
by the nature of the heavy chain present in the molecule. Certain classes have subclasses as well, 
such as IgGi, IgG2, and others. Furthermore, in humans, the light chain may be a kappa chain or 
a lambda chain. Reference herein to antibodies includes a reference to all such classes, 

20 subclasses and types of human antibody species. 

An isolated related protein of the invention may be intended to serve as an antigen, or a 
portion or fragment thereof, and additionally can be used as an immunogen to generate 
antibodies that immunospecifically bind the antigen, using standard techniques for polyclonal 
and monoclonal antibody preparation. The full-length protein can be used or, alternatively, the 

25 invention provides antigenic peptide fragments of the antigen for use as immunogens. An 

antigenic peptide fragment comprises at least 6 amino acid residues of the amino acid sequence 
of the full length protein, (for example the amino acid sequence shown in SEQ ID NO: 30369), 
and encompasses an epitope thereof such that an antibody raised against the peptide forms a 
specific immune complex with the full length protein or with any fragment that contains the 

30 epitope. Preferably, the antigenic peptide comprises at least 10 amino acid residues, or at least 
15 amino acid residues, or at least 20 amino acid residues, or at least 30 amino acid residues. 
Preferred epitopes encompassed by the antigenic peptide are regions of the protein that are 
located on its surface; commonly these are hydrophilic regions. 

In certain embodiments of the invention, at least one epitope encompassed by the 

35 antigenic peptide is a region on the surface of the protein of the invention that is located on the 
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surface of the protein, e.g., a hydrophilic region. A hydrophobicity analysis of the human related 

protein sequence will indicate which regions of a related protein are particularly hydrophilic and, 

therefore, are likely to encode surface residues useful for targeting antibody production. As a 

means for targeting antibody production, hydropathy plots showing regions of hydrophilicity and 

5 hydrophobicity may be generated by any method well known in the art, including, for example, 

the Kyte Doolittle or the Hopp Woods methods, either with or without Fourier transformation. 

See, e.g., Hopp and Woods, 1981, Proc. Nat. Acad. Sci. USA 78: 3824-3828; Kyte and Doolittle 

1982, J. Mol. Biol. 157: 105-142, each of which is incorporated herein by reference in its 

entirety. Antibodies that are specific for one or more domains within an antigenic protein, or 

10 derivatives, fragments, analogs or homologs thereof, are also provided herein. 

A protein of the invention, or a derivative, fragment, analog, homolog or ortholog 
thereof, may be utilized as an immunogen in the generation of antibodies that 
immunospecifically bind these protein components. 

Various procedures known within the art may be used for the production of polyclonal or 

1 5 monoclonal antibodies directed against a protein of the invention, or against derivatives, 

fragments, analogs homologs or orthologs thereof (see, for example, Antibodies: A Laboratory 
Manual, Harlow E, and Lane D, 1988, Cold Spring Harbor Laboratory Press, Cold Spring 
Harbor, NY, incorporated herein by reference). Some of these antibodies are discussed below. 



20 5.13.1 Polyclonal Antibodies 

For the production of polyclonal antibodies, various suitable host animals {e.g. , rabbit, 
goat, mouse or other mammal) may be immunized by one or more injections with the native 
protein, a synthetic variant thereof, or a derivative of the foregoing. An appropriate 
immunogenic preparation can contain, for example, the naturally occurring immunogenic 

25 protein, a chemically synthesized polypeptide representing the immunogenic protein, or a 

recombinantly expressed immunogenic protein. Furthermore, the protein may be conjugated to 
a second protein known to be immunogenic in the mammal being immunized. Examples of such 
immunogenic proteins include but are not limited to keyhole limpet hemocyanin, serum albumin, 
bovine thyroglobulin, and soybean trypsin inhibitor. The preparation can further include an 

30 adjuvant. Various adjuvants used to increase the immunological response include, but are not 
limited to, Freund's (complete and incomplete), mineral gels {e.g., aluminum hydroxide), surface 
active substances {e.g., lysolecithin, pluronic polyols, polyanions, peptides, oil emulsions, 
dinitrophenol, etc.), adjuvants usable in humans such as Bacille Calmette-Guerin and 
Corynebacterium parvum, or similar immunostimulatory agents. Additional examples of 
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adjuvants which can be employed include MPL-TDM adjuvant (monophosphoryl Lipid A, 

synthetic trehalose dicorynomycolate). 

The polyclonal antibody molecules directed against the immunogenic protein can be 

isolated from the mammal (e.g., from the blood) and further purified by well known techniques, 

5 such as affinity chromatography using protein A or protein G, which provide primarily the IgG 

fraction of immune serum. Subsequently, or alternatively, the specific antigen which is the 

target of the immunoglobulin sought, or an epitope thereof, may be immobilized on a column to 

purify the immune specific antibody by immunoaffinity chromatography. Purification of 

immunoglobulins is discussed, for example, by D. Wilkinson (The Scientist, published by The 

10 Scientist, Inc., Philadelphia PA, Vol. 14, No. 8 (April 1 7, 2000), pp. 25-28). 



5.13.2 Monoclonal Antibodies 

The term "monoclonal antibody" (MAb) or "monoclonal antibody composition", as used 
herein, refers to a population of antibody molecules that contain only one molecular species of 

15 antibody molecule consisting of a unique light chain gene product and a unique heavy chain 

gene product. In particular, the complementarity determining regions (CDRs) of the monoclonal 
antibody are identical in all the molecules of the population. MAbs thus contain an antigen- 
binding site capable of immunoreacting with a particular epitope of the antigen characterized by 
a unique binding affinity for it. 

20 Monoclonal antibodies can be prepared using hybridoma methods, such as those 

described by Kohler and Milstein, Nature , 256 :495 (1975). In a hybridoma method, a mouse, 
hamster, or other appropriate host animal, is typically immunized with an immunizing agent to 
elicit lymphocytes that produce or are capable of producing antibodies that will specifically bind 
to the immunizing agent. Alternatively, the lymphocytes can be immunized in vitro. 

25 The immunizing agent will typically include the protein antigen, a fragment thereof or a 

fusion protein thereof. Generally, either peripheral blood lymphocytes are used if cells of human 
origin are desired, or spleen cells or lymph node cells are used if non-human mammalian sources 
are desired. The lymphocytes are then fused with an immortalized cell line using a suitable 
fusing agent, such as polyethylene glycol, to form a hybridoma cell (Goding, Monoclonal 

30 Antibodies: Principles and Practice . Academic Press, (1986) pp. 59-103). Immortalized cell 

lines are usually transformed mammalian cells, particularly myeloma cells of rodent, bovine and 
human origin. Usually, rat or mouse myeloma cell lines are employed. The hybridoma cells can 
be cultured in a suitable culture medium that preferably contains one or more substances that 
inhibit the growth or survival of the unfused, immortalized cells. For example, if the parental 

35 cells lack the enzyme hypoxanthine guanine phosphoribosyl transferase (HGPRT or HPRT), the 
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culture medium for the hybridomas typically will include hypoxanthine, amine-pterin, and 

thymidine ("HAT medium"), which substances prevent the growth of HGPRT-deficient cells. 

Preferred immortalized cell lines are those that fuse efficiently, support stable high level 

expression of antibody by the selected antibody-producing cells, and are sensitive to a medium 

5 such as HAT medium. More preferred immortalized cell lines are murine myeloma lines, which 

can be obtained, for instance, from the Salk Institute Cell Distribution Center, San Diego, 

California and the American Type Culture Collection, Manassas, Virginia. Human myeloma and 

mouse-human heteromyeloma cell lines also have been described for the production of human 

monoclonal antibodies (Kozbor, J. Immunol. , 133 :3001 (1984); Brodeur et al., Monoclonal 

10 Antibody Production Techniques and Applications , Marcel Dekker, Inc., New York, (1987) pp. 

51-63). 

The culture medium in which the hybridoma cells are cultured can then be assayed for 
the presence of monoclonal antibodies directed against the antigen. Preferably, the binding 
specificity of monoclonal antibodies produced by the hybridoma cells is determined by 

1 5 immunoprecipitation or by an in vitro binding assay, such as radioimmunoassay (RJA) or 

enzyme-linked immunoabsorbent assay (ELISA). Such techniques and assays are known in the 
art. The binding affinity of the monoclonal antibody can, for example, be determined by the 
Scatchard analysis of Munson and Pollard, Anal. Biochem. . 102:220 (1 980). Preferably, 
antibodies having a high degree of specificity and a high binding affinity for the target antigen 

20 are isolated. 

After the desired hybridoma cells are identified, the clones can be subcloned by limiting 
dilution procedures and grown by standard methods. Suitable culture media for this purpose 
include, for example, Dulbecco's Modified Eagle's Medium and RPMI-1640 medium. 
Alternatively, the hybridoma cells can be grown in vivo as ascites in a mammal. 

25 The monoclonal antibodies secreted by the subclones can be isolated or purified from the 

culture medium or ascites fluid by conventional immunoglobulin purification procedures such 
as, for example, protein A-Sepharose, hydroxylapatite chromatography, gel electrophoresis, 
dialysis, or affinity chromatography. 

The monoclonal antibodies can also be made by recombinant DNA methods, such as 

30 those described in U.S. Patent No. 4,8 1 6,567. DNA encoding the monoclonal antibodies of the 
invention can be readily isolated and sequenced using conventional procedures (e.g., by using 
oligonucleotide probes that are capable of binding specifically to genes encoding the heavy and 
light chains of murine antibodies). The hybridoma cells of the invention serve as a preferred 
source of such DNA. Once isolated, the DNA can be placed into expression vectors, which are 

35 then transfected into host cells such as simian COS cells, Chinese hamster ovary (CHO) cells, or 
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myeloma cells that do not otherwise produce immunoglobulin protein, to obtain the synthesis of 

monoclonal antibodies in the recombinant host cells. The DNA also can be modified, for 

example, by substituting the coding sequence for human heavy and light chain constant domains 

in place of the homologous murine sequences (U.S. Patent No. 4,816,567; Morrison, Nature 368 , 

5 812-13 (1 994)) or by covalently j oining to the immunoglobulin coding sequence all or part of the 

coding sequence for a non-immunoglobulin polypeptide. Such a non-immunoglobulin 

polypeptide can be substituted for the constant domains of an antibody of the invention, or can 

be substituted for the variable domains of one antigen-combining site of an antibody of the 

invention to create a chimeric bivalent antibody. 

10 

5.13.2 Humanized Antibodies 

The antibodies directed against the protein antigens of the invention can further comprise 
humanized antibodies or human antibodies. These antibodies are suitable for administration to 
humans without engendering an immune response by the human against the administered 

15 immunoglobulin. Humanized forms of antibodies are chimeric immunoglobulins, 

immunoglobulin chains or fragments thereof (such as Fv, Fab, Fab', F(ab') 2 or other antigen- 
binding subsequences of antibodies) that are principally comprised of the sequence of a human 
immunoglobulin, and contain minimal sequence derived from a non-human immunoglobulin. 
Humanization can be performed following the method of Winter and co-workers (Jones et al., 

20 Nature . 321:522-525 (1986); Riechmann et al., Nature, 332:323-327 (1988); Verhoeyen et al, 
Science . 239:1534-1536 (1988)), by substituting rodent CDRs or CDR sequences for the 
corresponding sequences of a human antibody. (See also U.S. Patent No. 5,225,539.) In some 
instances, Fv framework residues of the human immunoglobulin are replaced by corresponding 
non-human residues. Humanized antibodies can also comprise residues which are found neither 

25 in the recipient antibody nor in the imported CDR or framework sequences. In general, the 
humanized antibody will comprise substantially all of at least one, and typically two, variable 
domains, in which all or substantially all of the CDR regions correspond to those of a non-human 
immunoglobulin and all or substantially all of the framework regions are those of a human 
immunoglobulin consensus sequence. The humanized antibody optimally also will comprise at 

30 least a portion of an immunoglobulin constant region (Fc), typically that of a human 

immunoglobulin (Jones et al., 1986; Riechmann et al., 1988; and Presta, Curr. Op. Struct. Biol. . 
2:593-596(1992)). 

5.13.3 Human Antibodies 
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Fully human antibodies relate to antibody molecules in which essentially the entire 

sequences of both the light chain and the heavy chain, including the CDRs, arise from human 

genes. Such antibodies are termed "human antibodies", or "fully human antibodies" herein. 

Human monoclonal antibodies can be prepared by the trioma technique; the human B-cell 

5 hybridoma technique (see Kozbor, et al., 1983 Immunol Today 4: 72) and the EBV hybridoma 

technique to produce human monoclonal antibodies (see Cole, et al., 1985 In: Monoclonal 

Antibodies and Cancer Therapy, Alan R. Liss, Inc., pp. 77-96). Human monoclonal 

antibodies may be utilized in the practice of the present invention and may be produced by using 

human hybridomas (see Cote, et al., 1983. Proc Natl Acad Sci USA 80: 2026-2030) or by 

10 transforming human B-cells with Epstein Barr Virus in vitro (see Cole, et al., 1985 In: 
Monoclonal Antibodies and Cancer Therapy, Alan R. Liss, Inc., pp. 77-96). 

In addition, human antibodies can also be produced using additional techniques, 
including phage display libraries (Hoogenboom and Winter, J. Mol. Biol. , 227:381 (1991); 
Marks et al., J. Mol. Biol. , 222:581 (1991)). Similarly, human antibodies can be made by 

15 introducing human immunoglobulin loci into transgenic animals, e.g., mice in which the 
endogenous immunoglobulin genes have been partially or completely inactivated. Upon 
challenge, human antibody production is observed, which closely resembles that seen in humans 
in all respects, including gene rearrangement, assembly, and antibody repertoire. This approach 
is described, for example, in U.S. Patent Nos. 5,545,807; 5,545,806; 5,569,825; 5,625,126; 

20 5,633,425; 5,661,016, and in Marks et al. ( Bio/Technology 10, 779-783 (1992)); Lonberg et al. 
( Nature 368 856-859 (1994)); Morrison ( Nature 368 . 812-13 (1994)); Fishwild et al,( Nature 
Biotechnology 14, 845-51 (1996)); Neuberger ( Nature Biotechnology 14, 826 (1996)); and 
Lonberg and Huszar ( Intern. Rev. Immunol. 13 65-93 (1995)). 

Human antibodies may additionally be produced using transgenic nonhuman animals 

25 which are modified so as to produce fully human antibodies rather than the animal's endogenous 
antibodies in response to challenge by an antigen. (See PCT publication WO94/02602). The 
endogenous genes encoding the heavy and light immunoglobulin chains in the nonhuman host 
have been incapacitated, and active loci encoding human heavy and light chain immunoglobulins 
are inserted into the host's genome. The human genes are incorporated, for example, using yeast 

30 artificial chromosomes containing the requisite human DNA segments. An animal which 

provides all the desired modifications is then obtained as progeny by crossbreeding intermediate 
transgenic animals containing fewer than the full complement of the modifications. The 
preferred embodiment of such a nonhuman animal is a mouse, and is termed the Xenomouse™ 
as disclosed in PCT publications WO 96/33735 and WO 96/34096. This animal produces B 

35 cells which secrete fully human immunoglobulins. The antibodies can be obtained directly from 
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the animal after immunization with an immunogen of interest, as, for example, a preparation of a 

polyclonal antibody, or alternatively from immortalized B cells derived from the animal, such as 

hybridomas producing monoclonal antibodies. Additionally, the genes encoding the 

immunoglobulins with human variable regions can be recovered and expressed to obtain the 

5 antibodies directly, or can be further modified to obtain analogs of antibodies such as, for 

example, single chain Fv molecules. 

An example of a method of producing a nonhuman host, exemplified as a mouse, lacking 

expression of an endogenous immunoglobulin heavy chain is disclosed in U.S. Patent No. 

5,939,598. It can be obtained by a method including deleting the J segment genes from at least 

10 one endogenous heavy chain locus in an embryonic stem cell to prevent rearrangement of the 

locus and to prevent formation of a transcript of a rearranged immunoglobulin heavy chain locus, 
the deletion being effected by a targeting vector containing a gene encoding a selectable marker; 
and producing from the embryonic stem cell a transgenic mouse whose somatic and germ cells 
contain the gene encoding the selectable marker. 

15 A method for producing an antibody of interest, such as a human antibody, is disclosed in 

U.S. Patent No. 5,916,771. It includes introducing an expression vector that contains a 
nucleotide sequence encoding a heavy chain into one mammalian host cell in culture, introducing 
an expression vector containing a nucleotide sequence encoding a light chain into another 
mammalian host cell, and fusing the two cells to form a hybrid cell. The hybrid cell expresses an 

20 antibody containing the heavy chain and the light chain. 

In a further improvement on this procedure, a method for identifying a clinically relevant 
epitope on an immunogen, and a correlative method for selecting an antibody that binds 
immunospecifically to the relevant epitope with high affinity, are disclosed in PCT publication 
WO 99/53049. 

25 

5.13.4 F ab Fragments and Single Chain Antibodies 

According to the invention, techniques can be adapted for the production of single-chain 
antibodies specific to an antigenic protein of the invention (see e.g., U.S. Patent No. 4,946,778). 
In addition, methods can be adapted for the construction of F Pb expression libraries (see e.g., 
30 Huse, et al., 1989 Science 246: 1275-1281) to allow rapid and effective identification of 

monoclonal F ab fragments with the desired specificity for a protein or derivatives, fragments, 
analogs or homologs thereof. Antibody fragments that contain the idiotypes to a protein antigen 
may be produced by techniques known in the art including, but not limited to: (i) an F( a b'>2 
fragment produced by pepsin digestion of an antibody molecule; (ii) an F ab fragment generated 
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by reducing the disulfide bridges of an F (a b')2 fragment; (iii) an F ab fragment generated by the 
treatment of the antibody molecule with papain and a reducing agent and (iv) F v fragments. 

5.13.5 Bispecific Antibodies 

5 Bispecific antibodies are monoclonal, preferably human or humanized, antibodies that 

have binding specificities for at least two different antigens. In the present case, one of the 
binding specificities is for an antigenic protein of the invention. The second binding target is any 
other antigen, and advantageously is a cell-surface protein or receptor or receptor subunit. 
Methods for making bispecific antibodies are known in the art. Traditionally, the 

10 recombinant production of bispecific antibodies is based on the co-expression of two 

immunoglobulin heavy-chain/light-chain pairs, where the two heavy chains have different 
specificities (Milstein and Cuello, Nature , 305:537-539 (1983)). Because of the random 
assortment of immunoglobulin heavy and light chains, these hybridomas (quadromas) produce a 
potential mixture of ten different antibody molecules, of which only one has the correct 

15 bispecific structure. The purification of the correct molecule is usually accomplished by affinity 
chromatography steps. Similar procedures are disclosed in WO 93/08829, published 13 May 
1993, and in Traunecker et al., 1991 EMBOJ., 10:3655-3659. 

Antibody variable domains with the desired binding specificities (antibody-antigen 
combining sites) can be fused to immunoglobulin constant domain sequences. The fusion 

20 preferably is with an immunoglobulin heavy-chain constant domain, comprising at least part of 
the hinge, CH2, and CH3 regions. It is preferred to have the first heavy-chain constant region 
(CHI) containing the site necessary for light-chain binding present in at least one of the fusions. 
DNAs encoding the immunoglobulin heavy-chain fusions and, if desired, the immunoglobulin 
light chain, are inserted into separate expression vectors, and are co-transfected into a suitable 

25 host organism. For further details of generating bispecific antibodies see, for example, Suresh et 
al., Methods in Enzymology , 121:210 (1986). 

According to another approach described in WO 96/2701 1, the interface between a pair 
of antibody molecules can be engineered to maximize the percentage of heterodimers which are 
recovered from recombinant cell culture. The preferred interface comprises at least a part of the 

30 CH3 region of an antibody constant domain. In this method, one or more small amino acid side 
chains from the interface of the first antibody molecule are replaced with larger side chains (e.g. 
tyrosine or tryptophan). Compensatory "cavities" of identical or similar size to the large side 
chain(s) are created on the interface of the second antibody molecule by replacing large amino 
acid side chains with smaller ones (e.g. alanine or threonine). This provides a mechanism for 

35 increasing the yield of the heterodimer over other unwanted end-products such as homodimers. 
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Bispecific antibodies can be prepared as full length antibodies or antibody fragments (e.g. 
F(ab') 2 bispecific antibodies). Techniques for generating bispecific antibodies from antibody 
fragments have been described in the literature. For example, bispecific antibodies can be 
prepared using chemical linkage. Brennan et al., Science 229:81 (1985) describe a procedure 
5 wherein intact antibodies are proteolytically cleaved to generate F(ab')2 fragments. These 
fragments are reduced in the presence of the dithiol complexing agent sodium arsenite to 
stabilize vicinal dithiols and prevent intermolecular disulfide formation. The Fab' fragments 
generated are then converted to thionitrobenzoate (TNB) derivatives. One of the Fab'-TNB 
derivatives is then reconverted to the Fab'-thiol by reduction with mercaptoethylamine and is 

10 mixed with an equimolar amount of the other Fab'-TNB derivative to form the bispecific 
antibody. The bispecific antibodies produced can be used as agents for the selective 
immobilization of enzymes. 

Additionally, Fab' fragments can be directly recovered from E. coli and chemically 
coupled to form bispecific antibodies. Shalaby et al., J. Exp. Med. 175:21 7-225 (1992) describe 

15 the production of a fully humanized bispecific antibody F(ab') 2 molecule. Each Fab' fragment 
was separately secreted from E. coli and subjected to directed chemical coupling in vitro to form 
the bispecific antibody. The bispecific antibody thus formed was able to bind to cells 
overexpressing the ErbB2 receptor and normal human T cells, as well as trigger the lytic activity 
of human cytotoxic lymphocytes against human breast tumor targets. 

20 Various techniques for making and isolating bispecific antibody fragments directly from 

recombinant cell culture have also been described. For example, bispecific antibodies have been 
produced using leucine zippers. Kostelny et al., J. Immunol. 148(5):1 547-1 553 (1992). The 
leucine zipper peptides from the Fos and Jun proteins were linked to the Fab' portions of two 
different antibodies by gene fusion. The antibody homodimers were reduced at the hinge region 

25 to form monomers and then re-oxidized to form the antibody heterodimers. This method can 
also be utilized for the production of antibody homodimers. The "diabody" technology 
described by Hollinger et al., Proc. Natl. Acad. Sci. USA 90:6444-6448 (1993) has provided an 
alternative mechanism for making bispecific antibody fragments. The fragments comprise a 
heavy-chain variable domain (V H ) connected to a light-chain variable domain (V L ) by a linker 

30 which is too short to allow pairing between the two domains on the same chain. Accordingly, 
the V H and V L domains of one fragment are forced to pair with the complementary V L and V H 
domains of another fragment, thereby forming two antigen-binding sites. Another strategy for 
making bispecific antibody fragments by the use of single-chain Fv (sFv) dimers has also been 
reported. See, Gruber et al., J. Immunol. 152:5368 (1994). 
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Antibodies with more than two valencies are contemplated. For example, trispecific 

antibodies can be prepared. Tutt et al., J. Immunol. 147:60 (1991). 

Exemplary bispecific antibodies can bind to two different epitopes, at least one of which 

originates in the protein antigen of the invention. Alternatively, an anti -antigenic arm of an 

5 immunoglobulin molecule can be combined with an arm which binds to a triggering molecule on 

a leukocyte such as a T-cell receptor molecule (e.g. CD2, CD3, CD28, or B7), or Fc receptors for 

IgG (FcyR), such as FcyRI (CD64), FcyRII (CD32) and FcyRIII (CD 16) so as to focus cellular 

defense mechanisms to the cell expressing the particular antigen. Bispecific antibodies can also 

be used to direct cytotoxic agents to cells which express a particular antigen. These antibodies 

10 possess an antigen-binding arm and an arm which binds a cytotoxic agent or a radionuclide 

chelator, such as EOTUBE, DPTA, DOTA, or TETA. Another bispecific antibody of interest 

binds the protein antigen described herein and further binds tissue factor (TF). 

5.13.6 Heteroconjugate Antibodies 

15 Heteroconjugate antibodies are also within the scope of the present invention. 

Heteroconjugate antibodies are composed of two covalently joined antibodies. Such antibodies 
have, for example, been proposed to target immune system cells to unwanted cells (U.S. Patent 
No. 4,676,980), and for treatment of HIV infection (WO 91/00360; WO 92/200373; EP 03089). 
It is contemplated that the antibodies can be prepared in vitro using known methods in synthetic 

20 protein chemistry, including those involving crosslinking agents. For example, immunotoxins 
can be constructed using a disulfide exchange reaction or by forming a thioether bond. 
Examples of suitable reagents for this purpose include iminothiolate and methyl-4- 
mercaptobutyrimidate and those disclosed, for example, in U.S. Patent No. 4,676,980. 

25 5.13.7 Effector Function Engineering 

It can be desirable to modify the antibody of the invention with respect to effector 
function, so as to enhance, e.g. , the effectiveness of the antibody in treating cancer. For 
example, cysteine residue(s) can be introduced into the Fc region, thereby allowing interchain 
disulfide bond formation in this region. The homodimeric antibody thus generated can have 
30 improved internalization capability and/or increased complement-mediated cell killing and 
antibody-dependent cellular cytotoxicity (ADCC). See Caron et al., J. Exp Med., 176: 1191- 
1 195 (1 992) and Shopes, J. Immunol., 148: 2918-2922 (1992). Homodimeric antibodies with 
enhanced anti-tumor activity can also be prepared using heterobifunctional cross-linkers as 
described in Wolff et al. Cancer Research, 53: 2560-2565 (1993). Alternatively, an antibody can 
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be engineered that has dual Fc regions and can thereby have enhanced complement lysis and 

ADCC capabilities. See Stevenson et al., Anti-Cancer Drug Design, 3: 219-230 (1989). 



5.13.8 Immunoconjugates 

5 The invention also pertains to immunoconjugates comprising an antibody conjugated to a 

cytotoxic agent such as a chemotherapeutic agent, toxin (e.g., an enzymatically active toxin of 
bacterial, fungal, plant, or animal origin, or fragments thereof), or a radioactive isotope (i.e., a 
radioconjugate). 

Chemotherapeutic agents useful in the generation of such immunoconjugates have been 

10 described above. Enzymatically active toxins and fragments thereof that can be used include 
diphtheria A chain, nonbinding active fragments of diphtheria toxin, exotoxin A chain (from 
Pseudomonas aeruginosa), ricin A chain, abrin A chain, modeccin A chain, alpha-sarcin, 
Aleurites fordii proteins, dianthin proteins, Phytolaca americana proteins (PAPI, PAPII, and 
PAP-S), momordica charantia inhibitor, curcin, crotin, sapaonaria officinalis inhibitor, gelonin, 

15 mitogellin, restrictocin, phenomycin, enomycin, and the tricothecenes. A variety of 

radionuclides are available for the production of radioconjugated antibodies. Examples include 
212 Bi ; ,31 I, ,31 In, 90 Y,and l86 Re. 

Conjugates of the antibody and cytotoxic agent are made using a variety of bifunctional 
protein-coupling agents such as N-succinimidyl-3-(2-pyridyldithiol) propionate (SPDP), 

20 iminothiolane (IT), bifunctional derivatives of imidoesters (such as dimethyl adipimidate HCL), 
active esters (such as disuccinimidyl suberate), aldehydes (such as glutareldehyde), bis-azido 
compounds (such as bis (p-azidobenzoyl) hexanediamine), bis-diazonium derivatives (such as 
bis-(p-diazoniumbenzoyl)-ethylenediamine), diisocyanates (such as tolyene 2,6-diisocyanate), 
and bis-active fluorine compounds (such as l,5-difluoro-2,4-dinitrobenzene). For example, a 

25 ricin immunotoxin can be prepared as described in Vitetta et al., Science, 238: 1098 (1987). 
Carbon- 14-labeled l-isothiocyanatobenzyl-3-methyldiethylene triaminepentaacetic acid (MX- 
DTPA) is an exemplary chelating agent for conjugation of radionucleotide to the antibody. See 
WO94/11026. 

In another embodiment, the antibody can be conjugated to a "receptor" (such 
30 streptavidin) for utilization in tumor pretargeting wherein the antibody-receptor conjugate is 
administered to the patient, followed by removal of unbound conjugate from the circulation 
using a clearing agent and then administration of a "ligand" (e.g., avidin) that is in turn 
conjugated to a cytotoxic agent. 
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In one application of this embodiment, a nucleotide sequence of the present invention can 

be recorded on computer readable media. As used herein, "computer readable media" refers to 

any medium which can be read and accessed directly by a computer. Such media include, but 

are not limited to: magnetic storage media, such as floppy discs, hard disc storage medium, and 

5 magnetic tape; optical storage media such as CD-ROM; electrical storage media such as RAM 

and ROM; and hybrids of these categories such as magnetic/optical storage media. A skilled 

artisan can readily appreciate how any of the presently known computer readable mediums can 

be used to create a manufacture comprising computer readable medium having recorded thereon 

a nucleotide sequence of the present invention. As used herein, "recorded" refers to a process for 

10 storing information on computer readable medium. A skilled artisan can readily adopt any of the 
presently known methods for recording information on computer readable medium to generate 
manufactures comprising the nucleotide sequence information of the present invention. 

A variety of data storage structures are available to a skilled artisan for creating a 
computer readable medium having recorded thereon a nucleotide sequence of the present 

15 invention. The choice of the data storage structure will generally be based on the means chosen 
to access the stored information. In addition, a variety of data processor programs and formats 
can be used to store the nucleotide sequence information of the present invention on computer 
readable medium. The sequence information can be represented in a word processing text file, 
formatted in commercially-available software such as WordPerfect and Microsoft Word, or 

20 represented in the form of an ASCII file, stored in a database application, such as DB2, Sybase, 
Oracle, or the like. A skilled artisan can readily adapt any number of data processor structuring 
formats {e.g. text file or database) in order to obtain computer readable medium having recorded 
thereon the nucleotide sequence information of the present invention. 

By providing any of the nucleotide sequences SEQ ID NO: 1-30368 or a representative 

25 fragment thereof; or a nucleotide sequence at least 95% identical to any of the nucleotide 

sequences of SEQ ID NO: 1-30368 in computer readable form, a skilled artisan can routinely 
access the sequence information for a variety of purposes. Computer software is publicly 
available which allows a skilled artisan to access sequence information provided in a computer 
readable medium. The examples which follow demonstrate how software which implements the 

30 BLAST (Altschul et al., J. Mol. Biol. 215:403-410 (1990)) and BLAZE (Brutlag et al., Comp. 
Chem. 17:203-207 (1993)) search algorithms on a Sybase system is used to identify open reading 
frames (ORFs) within a nucleic acid sequence. Such ORFs may be protein encoding fragments 
and may be useful in producing commercially important proteins such as enzymes used in 
fermentation reactions and in the production of commercially useful metabolites. 
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As used herein, "a computer-based system" refers to the hardware means, software 

means, and data storage means used to analyze the nucleotide sequence information of the 

present invention. The minimum hardware means of the computer-based systems of the present 

invention comprises a central processing unit (CPU), input means, output means, and data 

5 storage means. A skilled artisan can readily appreciate that any one of the currently available 

computer-based systems are suitable for use in the present invention. As stated above, the 

computer-based systems of the present invention comprise a data storage means having stored 

therein a nucleotide sequence of the present invention and the necessary hardware means and 

software means for supporting and implementing a search means. As used herein, "data storage 

10 means" refers to memory which can store nucleotide sequence information of the present 

invention, or a memory access means which can access manufactures having recorded thereon 
the nucleotide sequence information of the present invention. 

As used herein, "search means" refers to one or more programs which are implemented 
on the computer-based system to compare a target sequence or target structural motif with the 

1 5 sequence information stored within the data storage means. Search means are used to identify 
fragments or regions of a known sequence which match a particular target sequence or target 
motif. A variety of known algorithms are disclosed publicly and a variety of commercially 
available software for conducting search means are and can be used in the computer-based 
systems of the present invention. Examples of such software includes, but is not limited to, 

20 Smith- Waterman, MacPattern (EMBL), BLASTN and BLASTA (NPOLYPEPTIDEIA). A 
skilled artisan can readily recognize that any one of the available algorithms or implementing 
software packages for conducting homology searches can be adapted for use in the present 
computer-based systems. As used herein, a "target sequence" can be any nucleic acid or amino 
acid sequence of six or more nucleotides or two or more amino acids. A skilled artisan can 

25 readily recognize that the longer a target sequence is, the less likely a target sequence will be 
present as a random occurrence in the database. The most preferred sequence length of a target 
sequence is from about 10 to 300 amino acids, more preferably from about 30 to 100 nucleotide 
residues. However, it is well recognized that searches for commercially important fragments, 
such as sequence fragments involved in gene expression and protein processing, may be of 

30 shorter length. 

As used herein, "a target structural motif," or "target motif," refers to any rationally 
selected sequence or combination of sequences in which the sequence(s) are chosen based on a 
three-dimensional configuration which is formed upon the folding of the target motif. There are 
a variety of target motifs known in the art. Protein target motifs include, but are not limited to, 
35 enzyme active sites and signal sequences. Nucleic acid target motifs include, but are not limited 
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to, promoter sequences, hairpin structures and inducible expression elements (protein binding 

sequences). 

4.15 TRIPLE HELIX FORMATION 

In addition, the fragments of the present invention, as broadly described, can be used to 
control gene expression through triple helix formation or antisense DNA or RNA, both of which 
methods are based on the binding of a polynucleotide sequence to DNA or RNA. 
Polynucleotides suitable for use in these methods are preferably 20 to 40 bases in length and are 
designed to be complementary to a region of the gene involved in transcription (triple helix - see 
Lee et al., Nucl. Acids Res. 6:3073 (1979); Cooney et al., Science 15241:456 (1988); and Dervan 
et al., Science 251:1360 (1991)) or to the mRNA itself (antisense - Olmno, J. Neurochem. 
56:560 (1991); Oligodeoxynucleotides as Antisense Inhibitors of Gene Expression, CRC Press, 
Boca Raton, FL (1988)). Triple helix-formation optimally results in a shut-off of RNA 
transcription from DNA, while antisense RNA hybridization blocks translation of an mRNA 
molecule into polypeptide. Both techniques have been demonstrated to be effective in model 
systems. Information contained in the sequences of the present invention is necessary for the 
design of an antisense or triple helix oligonucleotide. 

4.16 DIAGNOSTIC ASSAYS AND KITS 

The present invention further provides methods to identify the presence or expression of 
one of the ORFs of the present invention, or homolog thereof, in a test sample, using a nucleic 
acid probe or antibodies of the present invention, optionally conjugated or otherwise associated 
with a suitable label. 

In general, methods for detecting a polynucleotide of the invention can comprise 
contacting a sample with a compound that binds to and forms a complex with the polynucleotide 
for a period sufficient to form the complex, and detecting the complex, so that if a complex is 
detected, a polynucleotide of the invention is detected in the sample. Such methods can also 
comprise contacting a sample under stringent hybridization conditions with nucleic acid primers 
that anneal to a polynucleotide of the invention under such conditions, and amplifying annealed 
polynucleotides, so that if a polynucleotide is amplified, a polynucleotide of the invention is 
detected in the sample. 

In general, methods for detecting a polypeptide of the invention can comprise contacting 
a sample with a compound that binds to and forms a complex with the polypeptide for a period 
sufficient to form the complex, and detecting the complex, so that if a complex is detected, a 
polypeptide of the invention is detected in the sample. 
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In detail, such methods comprise incubating a test sample with one or more of the 

antibodies or one or more of the nucleic acid probes of the present invention and assaying for 

binding of the nucleic acid probes or antibodies to components within the test sample. 

Conditions for incubating a nucleic acid probe or antibody with a test sample vary. 

5 Incubation conditions depend on the format employed in the assay, the detection methods 

employed, and the type and nature of the nucleic acid probe or antibody used in the assay. One 

skilled in the art will recognize that any one of the commonly available hybridization, 

amplification or immunological assay formats can readily be adapted to employ the nucleic acid 

probes or antibodies of the present invention. Examples of such assays can be found in Chard, 

10 T., An Introduction to Radioimmunoassay and Related Techniques, Elsevier Science Publishers, 
Amsterdam, The Netherlands (1986); Bullock, G.R. et al., Techniques in Immunocytochemistry, 
Academic Press, Orlando, FL Vol. 1 (1982), Vol. 2 (1983), Vol. 3 (1985); Tijssen, P., Practice 
and Theory of immunoassays: Laboratory Techniques in Biochemistry and Molecular Biology, 
Elsevier Science Publishers, Amsterdam, The Netherlands (1985). The test samples of the 

1 5 present invention include cells, protein or membrane extracts of cells, or biological fluids such as 
sputum, blood, serum, plasma, or urine. The test sample used in the above-described method 
will vary based on the assay format, nature of the detection method and the tissues, cells or 
extracts used as the sample to be assayed. Methods for preparing protein extracts or membrane 
extracts of cells are well known in the art and can be readily be adapted in order to obtain a 

20 sample which is compatible with the system utilized. 

In another embodiment of the present invention, kits are provided which contain the 
necessary reagents to carry out the assays of the present invention. Specifically, the invention 
provides a compartment kit to receive, in close confinement, one or more containers which 
comprises: (a) a first container comprising one of the probes or antibodies of the present 

25 invention; and (b) one or more other containers comprising one or more of the following: wash 
reagents, reagents capable of detecting presence of a bound probe or antibody. 

In detail, a compartment kit includes any kit in which reagents are contained in separate 
containers. Such containers include small glass containers, plastic containers or strips of plastic 
or paper. Such containers allows one to efficiently transfer reagents from one compartment to 

30 another compartment such that the samples and reagents are not cross-contaminated, and the 
agents or solutions of each container can be added in a quantitative fashion from one 
compartment to another. Such containers will include a container which will accept the test 
sample, a container which contains the antibodies used in the assay, containers which contain 
wash reagents (such as phosphate buffered saline, Tris-buffers, etc.), and containers which 

35 contain the reagents used to detect the bound antibody or probe. Types of detection reagents 
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include labeled nucleic acid probes, labeled secondary antibodies, or in the alternative, if the 

primary antibody is labeled, the enzymatic, or antibody binding reagents which are capable of 

reacting with the labeled antibody. One skilled in the art will readily recognize that the disclosed 

probes and antibodies of the present invention can be readily incorporated into one of the 

5 established kit formats which are well known in the art. 



4.17 MEDICAL IMAGING 

The novel polypeptides and binding partners of the invention are useful in medical 
imaging of sites expressing the molecules of the invention {e.g., where the polypeptide of the 
10 invention is involved in the immune response, for imaging sites of inflammation or infection). 
See, e.g., Kunkel et al., U.S. Pat. NO. 5,413,778. Such methods involve chemical attachment of 
a labeling or imaging agent, administration of the labeled polypeptide to a subject in a 
pharmaceutically acceptable carrier, and imaging the labeled polypeptide in vivo at the target 
site. 

15 

4.18 SCREENING ASSAYS 

Using the isolated proteins and polynucleotides of the invention, the present invention 
further provides methods of obtaining and identifying agents which bind to a polypeptide 
encoded by an ORF corresponding to any of the nucleotide sequences set forth in SEQ ID NO: 
20 1-30368, or bind to a specific domain of the polypeptide encoded by the nucleic acid. In detail, 
said method comprises the steps of: 

(a) contacting an agent with an isolated protein encoded by an ORF of the present 
invention, or nucleic acid of the invention; and 

(b) determining whether the agent binds to said protein or said nucleic acid. 
25 In general, therefore, such methods for identifying compounds that bind to a 

polynucleotide of the invention can comprise contacting a compound with a polynucleotide of 
the invention for a time sufficient to form a polynucleotide/compound complex, and detecting 
the complex, so that if a polynucleotide/compound complex is detected, a compound that binds 
to a polynucleotide of the invention is identified. 
30 Likewise, in general, therefore, such methods for identifying compounds that bind to a 

polypeptide of the invention can comprise contacting a compound with a polypeptide of the 
invention for a time sufficient to form a polypeptide/compound complex, and detecting the 
complex, so that if a polypeptide/compound complex is detected, a compound that binds to a 
polynucleotide of the invention is identified. 
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Methods for identifying compounds that bind to a polypeptide of the invention can also 

comprise contacting a compound with a polypeptide of the invention in a cell for a time 

sufficient to form a polypeptide/compound complex, wherein the complex drives expression of a 

receptor gene sequence in the cell, and detecting the complex by detecting reporter gene 

5 sequence expression, so that if a polypeptide/compound complex is detected, a compound that 

binds a polypeptide of the invention is identified. 

Compounds identified via such methods can include compounds which modulate the 

activity of a polypeptide of the invention (that is, increase or decrease its activity, relative to 

activity observed in the absence of the compound). Alternatively, compounds identified via such 

10 methods can include compounds which modulate the expression of a polynucleotide of the 
invention (that is, increase or decrease expression relative to expression levels observed in the 
absence of the compound). Compounds, such as compounds identified via the methods of the 
invention, can be tested using standard assays well known to those of skill in the art for their 
ability to modulate activity/expression. 

1 5 The agents screened in the above assay can be, but are not limited to, peptides, 

carbohydrates, vitamin derivatives, or other pharmaceutical agents. The agents can be selected 
and screened at random or rationally selected or designed using protein modeling techniques. 

For random screening, agents such as peptides, carbohydrates, pharmaceutical agents and 
the like are selected at random and are assayed for their ability to bind to the protein encoded by 

20 the ORF of the present invention. Alternatively, agents may be rationally selected or designed. 
As used herein, an agent is said to be "rationally selected or designed" when the agent is chosen 
based on the configuration of the particular protein. For example, one skilled in the art can 
readily adapt currently available procedures to generate peptides, pharmaceutical agents and the 
like, capable of binding to a specific peptide sequence, in order to generate rationally designed 

25 antipeptide peptides, for example see Hurby et al., Application of Synthetic Peptides: Antisense 
Peptides," In Synthetic Peptides, A User's Guide, W.H. Freeman, NY (1992), pp. 289-307, and 
Kaspczak et al., Biochemistry 28:9230-8 (1989), or pharmaceutical agents, or the like. 

In addition to the foregoing, one class of agents of the present invention, as broadly 
described, can be used to control gene expression through binding to one of the ORFs or EMFs 

30 of the present invention. As described above, such agents can be randomly screened or 
rationally designed/selected. Targeting the ORF or EMF allows a skilled artisan to design 
sequence specific or element specific agents, modulating the expression of either a single ORF or 
multiple ORFs which rely on the same EMF for expression control. One class of DNA binding 
agents are agents which contain base residues which hybridize or form a triple helix formation 

35 by binding to DNA or RNA. Such agents can be based on the classic phosphodiester, 
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ribonucleic acid backbone, or can be a variety of sulfhydryl or polymeric derivatives which have 

base attachment capacity. 

Agents suitable for use in these methods preferably contain 20 to 40 bases and are 

designed to be complementary to a region of the gene involved in transcription (triple helix - see 
5 Lee et al., Nucl. Acids Res. 6:3073 (1979); Cooney et al., Science 241:456 (1988); and Dervan et 

al., Science 251:1360 (1991)) or to the mRNA itself (antisense - Okano, J. Neurochem. 56:560 

(1991); Oligodeoxynucleotides as Antisense Inhibitors of Gene Expression, CRC Press, Boca 

Raton, FL (1988)). Triple helix-formation optimally results in a shut-off of RNA transcription 

from DNA, while antisense RNA hybridization blocks translation of an mRNA molecule into 
10 polypeptide. Both techniques have been demonstrated to be effective in model systems. 

Information contained in the sequences of the present invention is necessary for the design of an 

antisense or triple helix oligonucleotide and other DNA binding agents. 

Agents that bind to a protein encoded by one of the ORFs of the present invention can be 

used as a diagnostic agent. Agents which bind to a protein encoded by one of the ORFs of the 
15 present invention can be formulated using known techniques to generate a pharmaceutical 

composition. 

4.19 USE OF NUCLEIC ACIDS AS PROBES 

Another aspect of the subject invention is to provide for polypeptide-specific nucleic acid 
20 hybridization probes capable of hybridizing with naturally occurring nucleotide sequences. The 
hybridization probes of the subject invention may be derived from any of the nucleotide 
sequences SEQ ID NO: 1-30368. Because the corresponding gene is only expressed in a limited 
number of tissues, a hybridization probe derived from of any of the nucleotide sequences SEQ 
ID NO: 1-30368 can be used as an indicator of the presence of RNA of cell type of such a tissue 
25 in a sample. 

Any suitable hybridization technique can be employed, such as, for example, in situ 
hybridization. PCR as described in US Patents Nos. 4,683,1 95 and 4,965,1 88 provides 
additional uses for oligonucleotides based upon the nucleotide sequences. Such probes used in 
PCR may be of recombinant origin, may be chemically synthesized, or a mixture of both. The 

30 probe will comprise a discrete nucleotide sequence for the detection of identical sequences or a 
degenerate pool of possible sequences for identification of closely related genomic sequences. 

Other means for producing specific hybridization probes for nucleic acids include the 
cloning of nucleic acid sequences into vectors for the production of mRNA probes. Such vectors 
are known in the art and are commercially available and may be used to synthesize RNA probes 

35 in vitro by means of the addition of the appropriate RNA polymerase as T7 or SP6 RNA 
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polymerase and the appropriate radioactively labeled nucleotides. The nucleotide sequences may 

be used to construct hybridization probes for mapping their respective genomic sequences. The 

nucleotide sequence provided herein may be mapped to a chromosome or specific regions of a 

chromosome using well known genetic and/or chromosomal mapping techniques. These 

techniques include in situ hybridization, linkage analysis against known chromosomal markers, 

hybridization screening with libraries or flow-sorted chromosomal preparations specific to 

known chromosomes, and the like. The technique of fluorescent in situ hybridization of 

chromosome spreads has been described, among other places, in Verma et al (1988) Human 

Chromosomes: A Manual of Basic Techniques, Pergamon Press, New York NY. 

Fluorescent in situ hybridization of chromosomal preparations and other physical 

chromosome mapping techniques may be correlated with additional genetic map data. Examples 

of genetic map data can be found in the 1994 Genome Issue of Science (265: 198 If). Correlation 

between the location of a nucleic acid on a physical chromosomal map and a specific disease (or 

predisposition to a specific disease) may help delimit the region of DNA associated with that 

genetic disease. The nucleotide sequences of the subject invention may be used to detect 

differences in gene sequences between normal, carrier or affected individuals. 

4.20 PREPARATION OF SUPPORT BOUND OLIGONUCLEOTIDES 

Oligonucleotides, i.e. , small nucleic acid segments, may be readily prepared by, for 
example, directly synthesizing the oligonucleotide by chemical means, as is commonly practiced 
20 using an automated oligonucleotide synthesizer. 

Support bound oligonucleotides may be prepared by any of the methods known to those of 
skill in the art using any suitable support such as glass, polystyrene or Teflon. One strategy is to 
precisely spot oligonucleotides synthesized by standard synthesizers. Immobilization can be 
achieved using passive adsorption (Inouye & Hondo, (1 990) J. Clin. Microbiol. 28(6) 1469-72); 
25 using UV light (Nagatae/ al, 1985; Dahlen el al, 1987; Morrissey& Collins, (1989) Mol. Cell 
Probes3(2) 189-207) or by covalent binding of base modified DNA (Keller etal, 1988; 1989); all 
references being specifically incorporated herein. 

Another strategy that may be employed is the use of the strong biotin-streptavidin 
interaction as a linker. For example, Broude et al. (1994) Proc. Natl. Acad. Sci. USA 91(8) 3072-6, 
30 describe the use of biotinylated probes, although these are duplex probes, that are immobilized on 
streptavidin-coated magnetic beads. Streptavidin-coated beads may be purchased from Dynal, 
Oslo. Of course, this same linking chemistry is applicable to coating any surface with streptavidin. 
Biotinylated probes may be purchased from various sources, such as, e.g. , Operon Technologies 
(Alameda, CA). 
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Nunc Laboratories (Naperville, IL) is also selling suitable material that could be used. Nunc 

Laboratories have developed a method by which DNA can be covalently bound to the microwell 

surface termed Covalink NH. CovaLink NH is a polystyrene surface grafted with secondary amino 

groups (>NH) that serve as bridge-heads for further covalent coupling. CovaLink Modules may be 

5 purchased from Nunc Laboratories. DNA molecules may be bound to CovaLink exclusively at the 

5'-end by a phosphoramidatebond, allowing immobilization of more than 1 pmol of DNA 

(Rasmussen^o/., (1991) Anal. Biochem. 198(1)138-42). 

The use of CovaLink NH strips for covalent binding of DNA molecules at the 5'-end has 

been described (Rasmussen et al., (1991). In this technology, a phosphoramidate bond is employed 

10 (Chuetal., ( 1983) Nucleic Acids Res. 11(8)6513-29). This is beneficial as immobilization using 
only a single covalent bond is preferred. The phosphoramidatebond joins the DNA to the 
CovaLink NH secondary amino groups that are positioned at the end of spacer arms covalently 
grafted onto the polystyrene surface through a 2 nm long spacer arm. To link an oligonucleotide to 
CovaLink NH via an phosphoramidatebond, the oligonucleotide terminus must have a 5'-end 

1 5 phosphate group. It is, perhaps, even possible for biotin to be covalently bound to CovaLink and 
then streptavidin used to bind the probes. 

More specifically, the linkage method includes dissolving DNA in water (7.5 ng/ul) and 
denaturing for 10 min. at 95°C and cooling on ice for 10 min. Ice-cold 0.1 M 1 -methylimidazole, 
pH 7.0 ( 1 -Melmy), is then added to a final concentration of 1 0 mM 1 -Melm7. A ss DNA solution is 

20 then dispensed into CovaLink NH strips (75 ul/well) standing on ice. 

Carbodiimide 0.2 M l-ethyl-3-(3-dimethylaminopropyl)-carbodiimide(EDC), dissolved in 
1 0 mM 1-Melm7, is made fresh and 25 ul added per well. The strips are incubated for 5 hours at 
50°C. After incubation the strips are washed using, e.g. , Nunc-Immuno Wash; first the wells are 
washed 3 times, then they are soaked with washing solution for 5 min., and finally they are washed 

25 3 times (where in the washing solution is 0.4 N NaOH, 0.25% SDS heated to 50°C). 

It is contemplated that a further suitable method for use with the present invention is that 
described in PCT Patent Application WO 90/03382 (Southern & Maskos), incorporated herein by 
reference. This method of preparing an oligonucleotide bound to a support involves attaching a 
nucleoside 3'-reagent through the phosphate group by a covalent phosphodiester link to aliphatic 

30 hydroxyl groups carried by the support. The oligonucleotide is then synthesized on the supported 
nucleoside and protecting groups removed from the synthetic oligonucleotide chain under standard 
conditions that do not cleave the oligonucleotide from the support. Suitable reagents include 
nucleoside phosphoramidite and nucleoside hydrogen phosphorate. 

An on-chip strategy for the preparation of DNA probe for the preparation of DNA probe 

35 arrays may be employed. For example, addressable laser-activated photodeprotection may be 
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employed in the chemical synthesis of oligonucleotidesdirectly on a glass surface, as described by 
Fodor et al. (1 99 1 ) Science 25 1 (4995) 767-73, incorporated herein by reference. Probes may also 
be immobilized on nylon supports as described by Van Ness et al. ( 1 99 1 ) Nucleic Acids Res. 
1 9(1 2) 3345-50; or linked to Teflon using the method of Duncan & Cavalier (1 988) Anal. Biochem. 
5 169(1) 1 04-8; all references being specifically incorporated herein. 

To link an oligonucleotide to a nylon support, as described by Van Ness et al. ( 1 99 1 ), 
requires activation of the nylon surface via alkylation and selective activation of the 5'-amine of 
oligonucleotides with cyanuric chloride. 

One particular way to prepare support bound oligonucleotides is to utilize the 
10 light-generated synthesis described by Pease et al, (1994) PNAS USA 91(11) 5022-6, incorporated 
herein by reference). These authors used current photolithographic techniques to generate arrays of 
immobilized oligonucleotide probes (DNA chips). These methods, in which light is used to direct 
the synthesis of oligonucleotide probes in high-density, miniaturized arrays, utilize photolabile 
5'-protected /V-acyl-deoxynucleoside phosphoramidites, surface linker chemistry and versatile 
1 5 combinatorial synthesis strategies. A matrix of 256 spatially defined oligonucleotide probes may be 
generated in this manner. 

4.21 PREPARATION OF NUCLEIC ACID FRAGMENTS 

The nucleic acids may be obtained from any appropriate source, such as cDNAs, genomic 
DNA, chromosomal DNA, microdissected chromosome bands, cosmid or YAC inserts, and RNA, 
20 including mRNA without any amplification steps. For example, Sambrook et al. ( 1 989) describes 
three protocols for the isolation of high molecular weight DNA from mammalian cells (p. 
9.14-9.23). 

DNA fragments may be prepared as clones in Ml 3, plasmid or lambda vectors and/or 
prepared directly from genomic DNA or cDNA by PCR or other amplification methods. Samples 

25 may be prepared or dispensed in multiwell plates. About 1 00- 1 000 ng of DNA samples may be 
prepared in 2-500 ml of final volume. 

The nucleic acids would then be fragmented by any of the methods known to those of skill 
in the art including, for example, using restriction enzymes as described at 9.24-9.28 of Sambrook et 
al. (1989), shearing by ultrasound and NaOH treatment. 

30 Low pressure shearing is also appropriate, as described by Schrieferero/. (1990) Nucleic 

Acids Res. 1 8(24) 7455-6, incorporated herein by reference). In this method, DNA samples are 
passed through a small French pressure cell at a variety of low to intermediate pressures. A lever 
device allows controlled application of low to intermediate pressures to the cell. The results of 
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these studies indicate that low-pressure shearing is a useful alternative to sonic and enzymatic DNA 

fragmentation methods. 

One particularly suitable way for fragmenting DNA is contemplated to be that using the two 

base recognition endonuclease, Cv/JI, described by Fitzgerald et al. (1 992) Nucleic Acids Res. 

5 20(14) 3753-62. These authors described an approach for the rapid fragmentation and fractionation 

of DNA into particular sizes that they contemplated to be suitable for shotgun cloning and 

sequencing. 

The restriction endonuclease CviR normally cleaves the recognition sequence PuGCPy 
between the G and C to leave blunt ends. Atypical reaction conditions, which alter the specificity of 

10 this enzyme (Cv/'JI**), yield a quasi-random distribution of DNA fragments form the small 
molecule pUC 1 9 (2688 base pairs). Fitzgerald et al. ( 1 992) quantitatively evaluated the 
randomness of this fragmentation strategy, using a Cv/Jl* * digest of pUC 1 9 that was size 
fractionated by a rapid gel filtration method and directly ligated, without end repair, to a lac Z minus 
M 1 3 cloning vector. Sequence analysis of 76 clones showed that Cv/JI* * restricts pyGCPy and 

1 5 PuGCPu, in addition to PuGCPy sites, and that new sequence data is accumulated at a rate 
consistent with random fragmentation. 

As reported in the literature, advantages of this approach compared to sonication and 
agarose gel fractionation include: smaller amounts of DNA are required (0.2-0.5 ug instead of 2-5 
ug); and fewer steps are involved (no preligation, end repair, chemical extraction, or agarose gel 

20 electrophoresis and elution are needed. 

Irrespective of the manner in which the nucleic acid fragments are obtained or prepared, it is 
important to denature the DNA to give single stranded pieces available for hybridization. This is 
achieved by incubating the DNA solution for 2-5 minutes at 80-90°C. The solution is then cooled 
quickly to 2°C to prevent renaturation of the DNA fragments before they are contacted with the 

25 chip. Phosphate groups must also be removed from genomic DNA by methods known in the art. 

4.22 PREPARATION OF DNA ARRAYS 

Arrays may be prepared by spotting DNA samples on a support such as a nylon membrane. 
Spotting may be performed by using arrays of metal pins (the positions of which correspond to an 
array of wells in a microtiter plate) to repeated by transfer of about 20 nl of a DNA solution to a 
30 nylon membrane. By offset printing, a density of dots higher than the density of the wells is 

achieved. One to 25 dots may be accommodated in 1 mm 2 , depending on the type of label used. By 
avoiding spotting in some preselected number of rows and columns, separate subsets (subarrays) 
may be formed. Samples in one subarray may be the same genomic segment of DNA (or the same 
gene) from different individuals, or may be different, overlapped genomic clones. Each of the 
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subarrays may represent replica spotting of the same samples. In one example, a selected gene 

segment may be amplified from 64 patients. For each patient, the amplified gene segment may be 

in one 96- well plate (all 96 wells containing the same sample). A plate for each of the 64 patients is 

prepared. By using a 96-pin device, all samples may be spotted on one 8 x 12 cm membrane. 

5 Subarrays may contain 64 samples, one from each patient. Where the 96 subarrays are identical, the 

dot span may be 1 mm 2 and there may be a 1 mm space between subarrays. 

Another approach is to use membranes or plates (available from NUNC, Naperville, Illinois) 

which may be partitioned by physical spacers e.g. a plastic grid molded over the membrane, the grid 

being similar to the sort of membrane applied to the bottom of multiwell plates, or hydrophobic 

1 0 strips. A fixed physical spacer is not preferred for imaging by exposure to flat phosphor-storage 

screens or x-ray films. 

The present invention is illustrated in the following examples. Upon consideration of the 
present disclosure, one of skill in the art will appreciate that many other embodiments and variations 
may be made in the scope of the present invention. Accordingly, it is intended that the broader 

1 5 aspects of the present invention not be limited to the disclosure of the following examples. The 
present invention is not to be limited in scope by the exemplified embodiments which are intended 
as illustrations of single aspects of the invention, and compositions and methods which are 
functionally equivalent are within the scope of the invention. Indeed, numerous modifications and 
variations in the practice of the invention are expected to occur to those skilled in the art upon 

20 consideration of the present preferred embodiments. Consequently, the only limitations which 
should be placed upon the scope of the invention are those which appear in the appended claims. 

All references cited within the body of the instant specification are hereby incorporated by 
reference in their entirety. 

5.0 EXAMPLES 

25 5.1 EXAMPLE 1 

Novel Nucleic Acid Sequences Obtained From Various Libraries 

A plurality of novel nucleic acids were obtained from cDNA libraries prepared from various 
human tissues and in some cases isolated from a genomic library derived from human chromosome 
using standard PCR, SBH sequence signature analysis and Sanger sequencing techniques. The 
30 inserts of the library were amplified with PCR using primers specific for the vector sequences 

which flank the inserts. Clones from cDNA libraries were spotted on nylon membrane filters and 
screened with oligonucleotide probes (e.g. , 7-mers) to obtain signature sequences. The clones were 
clustered into groups of similar or identical sequences. Representative clones were selected for 
sequencing. 
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In some cases, the 5' sequence of the amplified inserts was then deduced using a typical 
Sanger sequencing protocol. PCR products were purified and subjected to fluorescent dye 
terminator cycle sequencing. Single pass gel sequencing was done using a 377 Applied Biosystems 
(ABI) sequencer to obtain the novel nucleic acid sequences. In some cases RACE (Rapid 
5 Amplification of cDNA Ends) was performed to further extend the sequence in the 5 ' direction. 



5.2 EXAMPLE 2 

Novel Contigs 

The novel contigs of the invention were assembled from sequences that were obtained from 

1 0 a cDNA library by methods described in Example 1 above, and in some cases sequences obtained 
from one or more public databases. The sequences for the resulting nucleic acid contigs are 
designated as SEQ ID NO: 1 -30368 and are provided in the attached Sequence Listing. The contigs 
were assembled using an EST sequence as a seed. Then a recursive algorithm was used to extend 
the seed EST into an extended assemblage, by pulling additional sequences from different databases 

15 (z".e.,Hyseq'sdatabasecontainingESTsequences,dbEST version 1 15, gb pri 1 15, and UniGene 
version 103, and exons from public domain genomic sequences predicted by GenScan) that belong 
to this assemblage. The algorithm terminated when there was no additional sequences from the 
above databases that would extend the assemblage. Further, the inclusion of component sequences 
into the assemblage was based on a BLASTN hit to the extending assemblage with BLAST score 

20 greater than 300 and percent identity greater than 95%. 

The novel predicted polypeptides (including proteins) encoded by the novel polynucleotides 
(SEQ ID NO: 1 -30368) of the present invention are incorporated in the attached Sequence Listing. 
A subset the predicted polypeptide sequences contain an unknown amino acid, a stop codon, a 
possible nucleotide deletion or a possible nucleotide insertion. These sequences have been shown 

25 in their entirety with the special characters in Table 2. Table 2 also shows the corresponding start 
and stop nucleotide locations to each of SEQ ID NO: 1 -30368. Table 2 also indicates the method 
by which the polypeptide was predicted. Method A refers to a polypeptide obtained by using a 
software program called F ASTY (available from http://fasta.bioch.virginia,edu ) which selects a 
polypeptide based on a comparison of the translated novel polynucleotide to known polynucleotides 

30 (W.R. Pearson, Methods in Enzymology, 1 83:63-98 (1 990), herein incorporated by reference). 
Method B refers to a polypeptide obtained by using a software program called GenScan for 
human/vertebrate sequences (available from Stanford University, Office of Technology Licensing) 
that predicts the polypeptide based on a probabilistic model of gene structure/compositional 
properties (C. Burge and S. Karlin, J. Mol. Biol., 268:78-94 (1 997), incorporated herein by 
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reference). Method C refers to a polypeptide obtained by using a Hyseq proprietary software 

program that translates the novel polynucleotide and its complementary strand into six possible 

amino acid sequences (forward and reverse frames) and chooses the polypeptide with the longest 

open reading frame. 

5 The nearest neighbor results for SEQ ID NO: 1-30368 were obtained by a BLASTP 

version 2.0al 1 9MP- WashU search against Genpept release 121 and Geneseq release 200103 
(Derwent), using BLAST algorithm. The nearest neighbor result showed the closest homologue 
for SEQ ID NO: 1-30368. The nearest neighbor results for SEQ ID NO: 1-30368 are 
incorporated in the attached Sequence Listing. 

10 Using eMatrix software package (Stanford University, Stanford, CA) (Wu et al., J. 

Comp. Biol., Vol. 6 pp. 219-235 (1999) herein incorporated by reference), all the sequences were 
examined to determine whether they had identifiable signature regions. The attached Sequence 
Listing provodes the results obtained by eMatrix analysis for each polypeptide as follows: the 
signature region found in the indicated polypeptide sequences, the description of the signature, 

15 the eMatrix p-value(s) and the position(s) of the signature within the polypeptide sequence. 

Using the pFam software program (Sonnhammer et al., Nucleic Acids Res., Vol. 26(1) 
pp. 320-322 (1998) herein incorporated by reference) all the polypeptide sequences were 
examined for domains with homology to certain peptide domains. The attached Sequence 
Listing provides the results obtained by PFAM analysis for each peptide, namely: the name of 

20 the domain found, the description, the p-value and the pFam score for the identified domain 
within the sequence. 

Tables 1 and 2 follow. Table 1 shows the various tissue sources of SEQ ID NO: 1-30368. 
Table 2 shows the start and stop nucleotides for the translated amino acid sequence for which each 
assemblage encodes. Table 2 also provides a correlation between the amino acid sequences set forth 
25 in the Sequence Listing, the nucleotide sequences set forth in the Sequence Listing and the SEQ ID 
NO: in USSN 09/540,21 7 
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Table 1 



Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 


adult brain 


GIBCO 


AB3001 


39-41 192 197-200 315-316 540-542 576-580 608-622 
635 1004 1185-1187 1273-1279 1431 1474 1721-1722 
2036 2136-2137 2457 2471-2474 2513 2599-2603 2988- 
2989 3105-3106 3212 3276-3277 3306-3308 3352 3365 
3374-3376 3433 3448-3450 3555-3558 3693 3949-3953 
4067-4072 4 1 60-4 1 62 455 8-45 60 45 8 1 -45 82 46 1 2-46 1 4 
4837.4840 5483-5484 5603-5606 5700 5802 5980-5984 
6135-6136 6403-6404 6452-6453 7209-7212 7447-7449 
7452-7460 7536-7541 7554-7555 7622-7623 7630-7636 
7660-7665 7701-7703 7771 7778-7783 7798-7801 7921- 
7923 7994 8010-8012 8025-8026 8145-8151 8227-8229 
8415 8497-8499 8936-8938 8986-8991 9002-9004 9013- 
9017 9337-9338 9366-9368 9375-9376 9391-9392 9395- 
9396 943 1 -9436 9443 9475-9476 95 1 7-95 1 8 9522-9525 
9586-9589 9603-9604 9851-9852 9854-9855 9874-9895 
9905-9908 9947-9952 9969-9980 9986-9992 10025- 
10026 10033-10037 10167-10172 10277 10480-10482 
10488-10489 10498-10503 10520-10522 10537-10538 
1 0592- 1 0594 1 0628- 1 0630 1 1 226- 1 1 227 1 1 339- 1 1 344 
1 1406-1 1407 1 1431-1 1432 1 1731-1 1734 12150-12151 
12239 12241-12244 12555-12559 12615-12618 12785- 
12787 12978-12981 12984-12985 12997-12999 13567- 
13568 13592-13595 13606-13608 13873-13875 13999- 
14004 14360-14369 14650-14651 14684-14685 15013- 
15018 15096 15174-15181 15209-15210 15250-15251 
15257 15323-15324 15548-15552 15568-15572 15576- 
15577 15588-15589 15699-15700 15881-15883 16438- 
16439 16473-16478 16496-16497 16609-16611 16686- 
16693 16700-16701 16727-16729 16836-16842 16934- 
16937 16949-16953 17455-17456 17857-17861 17958- 
17963 18029-18030 18136-18138 18423-18425 18516- 
18518 18535-18537 18624-18626 18668-18672 18719- 
18722 18750-18756 18790-18793 18802-18804 18836- 
18838 18899-18903 18919-18921 18943-18945 18947- 
18950 18964-18969 18989-18990 19013-19017 19045- 
19048 19057-19065 19142-19147 19154-19155 19224 
19316-19317 19345-19349 19355-19360 19362 19370 
19385-19389 19415-19417 19422-19431 19442-19444 
19503 19560-19562 19566 19604-19607 19693 19709- 
19710 19727-19732 19736-19742 19772 19804-19808 
19921-19929 19933-19938 19943-19946 19969-19981 
20015-20017 20029-20043 20087-20094 20099-20102 
201 1 1-201 12 20122-20127 20161-20164 20167-20171 
20 1 80-20 181 20 1 89-20 1 94 20 1 98-20 1 99 202 1 5-202 1 8 
20281-20282 20289 20321-20324 20349-20354 20361 
20393-20400 20415-20417 20437-20440 20524-20535 
20542-20545 20554-20558 20607-20612 20614-20615 
20646-20652 20698-20707 20718-20725 20727-20732 
20789-20791 20806-20812 20844-20849 20888-20889 
20926 20938-20942 20999-2 1 004 2 1 027-2 1 03 1 2 1 062- 
2 1 066 2 1 072-2 1 075 2 1 1 37-2 1 1 40 2 1 1 45-2 1 1 48 2 1 1 53- 
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2115421 272-2 1 274 2 1 277-2 1 283 2 1 4 1 0-2 1 4 1 4 2 1 434- 
2 1 439 2 1 485-2 1 49 1 2 1 495-2 1 500 2 1 647-2 1 655 2 1 729- 
21733 21929-21935 21958-21961 21973-21974 21978 
22000-22006 22026-22029 22040-22041 22087-22088 
22101-22107 22141-22143 22160 22250-22252 22284- 
22289 22309 22314-223 17 22336-22342 22347-22348 
22358-22359 22372 22405-22408 22495 22534-22539 
22634-22643 22653-22654 22661-22662 22665-22667 
22671-22674 22700-22701 22794-22796 22805-22809 
22887-22891 22899-22900 22948-22950 22952-22953 
22982-22986 22991-22994 23059-23060 23071 23141 
23249 23251 23329-23337 23412-23414 23489-23490 
23492-23493 23508-23509 23543-23544 23704 23834- 
23835 23 890-23892 23959 2401 4-240 1 8 25289-25290 
253 19-25321 25374-25375 25966-25968 26205-26206 
26258-26259 26303 26316-26321 26327 26337 26373- 
26374 26596-26601 26788-26789 26843 26850-26852 
26897 27067-27070 27 1 00-27 1 02 27 1 50-27 1 5 1 27247- 
'27251 27304-27305 27439-27440 27493-27495 27636- 
27639 27750-27754 278 1 4-278 1 8 2786 1 -27864 27890- 
27892 27989-27990 28099-28 100 28311 -283 1 3 28424 
28426-28428 29278-29283 29409-294 1 6 29444 29718- 
29721 30141-30142 


adult brain 


GIBCO 


ABD003 


30 51-52 144-145 170-171 180-181 202-203 255-256 302 
315-31631 9-323 326-327 395 406-407 412-413 464-465 
540-542 549 553-554 576-578 626-637 652-653 656 697- 
699 7 1 6-7 1 7 72 1 -725 785-786 825 847-85 5 952 967 969- 
971 1001-1004 1047 1067-1071 1092-1094 1097-1098 
1123-1127 1169-1179 1259-1262 1269-1279 1307 1431 
1453-1454 1471-1477 1483 1490-1492 1602-1603 1644- 
1645 1667-1668 1840 1 860 1 887-1 889 1931 1967 1986- 
1987 2058 2275-2276 2383-2388 2455-2457 2469 2471- 
2474 2513 2540-2541 2577-2584 2591 2599-2603 2663- 
2665 2692-2694 2710 2814-281 5 2926 2937-2938 2975- 
2977 300 1 3006-3008 3090 3 1 5 1 -3 1 54 3205-3207 3366 
3433 345 1 3472-3473 353 1 -3534 3555-3558 3590 3624 
3635 3671-3672 3685 3705-3706 3735-3736 3949-3953 
4053-4054 4080-4082 4 1 24-4 1 26 4406-4407 4489-4493 
45 1 7-4522 4562-4573 4623-4639 4785-4789 4845-485 1 
4857-4861 4874-4889 4897-4898 4971-4974 5092-5094 
5267-5268 5291-5294 5335-5336 5480-5482 5608-5609 
5700 5762 5802 5808-5812 5919-5921 5956-5957 5980- 
5984 5986-5988 60 1 1 -602 1 6 1 40-61 43 6293-6296 6400 
6403-6404 6406-64 1 0 665 1 -6653 6662-6664 679 1 -6794 
6877-6878 6932-6938 7214-7215 7245-7248 7447-7449 
7536-7541 761 1-7612 7624-7629 7640-7642 7668-7670 
7695-7696 7757-7759 7771 7778-7786 7789-7793 7798- 
7801 7890 7898-7900 7976 7986-7987 7995-7998 8002 
8017-8019 8049-8056 8069 8117-8121 8152-8156 8162 
8174-8177 8182-8183 8242-8246 8250 8301-8306 8343- 
8344 8351-8360 8363-8366 8368-8370 8409-8414 8497- 
8499 8512-8513 8543-8550 8607-8609 8612-8616 8754- 
8759 8762-8766 8768-8770 8777-8779 89 1 7-89 1 8 90 1 3- 
9017 9031-9035 9038-9045 9063-9067 9072-9074 9306- 
93 13 932 1 -9323 9375-9376 939 1 -9392 9406-9407 9437- 
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9440 9444-9445 9454-945 5 95 1 7-95 18 9531 956 1 -9562 
9603-9604 9729-9731 9733-9738 9757-9758 9763-9767 
9826 9828-9832 9851-9852 9854-9855 9864-9866 9874- 
9897 9923-9924 9947-9953 9956-9957 9969-9980 1001 1 
10015-10016 10033-10040 10167-10172 10265-10272 
10277 10306 10449-10450 10470-10473 10498-10503 
10537-10542 10592-10594 10607-10608 10612-10614 
10624-10626 10628-10630 10638-10639 10870-10875 
10881-10883 10886-10889 10891-10893 10895-10898 
10904-10905 10913-10914 10980-10985 11035-11037 
11066-11068 11081 11123-11124 11274-11275 11295- 
1 1299 1 1339-1 1350 11419-1 1422 1 1465-1 1466 1 1582- 
11583 11586-11602 11607-11608 11679 11693-11695 
11731-11734 11749-1175011775-11776 11780-11782 
11803-11804 11835-11836 11840 11842-11855 11901- 
11905 11937-11938 12042-12044 12121-12126 12131- 
12132 12150-12151 12186-12189 12194-12196 12206- 
12208 12283-12284 12361 12555-12559 12573-12574 
12581-12582 12615-12618 12637 12653-12654 12673- 
12675 12723 12760-12762 12785-12787 12796-12798 
12805-12806 13077-13079 13083-13086 13576-13579 
13592-13595 13603-13612 13638-13641 13664 13865- 
13866 13885-13887 13903-13905 13994-13997 14008- 
14020 14023-14026 14044-14045 14130-14131 14141- 
14142 14187-14195 14264-14265 14268-14269 14299- 
14301 14313-14317 14346 14360-14369 14604 14607- 
14609 14640-14642 14650-14651 14684-14685 14789- 
14791 15019-15024 15093-15095 15182-15183 15218- 
15219 15257-15259 15290-15291 15406-15407 15486- 
15489 15532-15535 15543-15546 15553-15556 15576- 
15577 15588-15589 15631-15632 15699-15700 15988- 
15990 16006-16015 16044-16046 16075-16079 16086- 
16088 16107-16109 16172 16397-16398 16422-16429 
16451-16452 16470-16478 16498-16500 16609-16611 
16636-16637 16642 16652 16698-16705 16836-16842 
16934-16939 17010-17014 17284-17285 17330-17332 
17963 18015-18016 18029-18030 18136-18138 18400- 
18402 18419-18420 18423-18425 18492-18494 18516- 
18518 18527 18533-18537 18617 18625-18626 18633- 
18637 18671-18672 18689-18692 18717-18722 18750- 
18756 18759-18761 18771-18772 18778-18793 18796 
18802-18804 1881 1-18813 18822-18824 18856-18880 
18882-18888 18899-18903 18919-18921 18934-18939 
18941 18947-18951 18955-18959 18975-18977 18989- 
1 8990 1 8993- 1 8996 1 9005- 1 9009 1 90 1 3- 1 90 1 8 1 9045- 
19048 19057-19058 19062-19065 19074-19080 19102- 
19105 19142-19147 19154-19155 19159 19209-19210 
19213-19220 19251-19252 19257 19260-19262 19266- 
19267 19306-19309 19316-19317 19355-19360 19362- 
19364 19370 19373-19374 19380-19384 19387-19389 
19395-19400 19415-19417 19422-19434 19442-19444 
19446-19448 19461 19487 19526-19529 19536 19560- 
19562 19566 19604-19607 19626 19656-19657 19667- 
19668 19693 19698 19709-19710 19727-19742 19759- 
19763 19800-19808 19813-19815 19921-19929 19933- 
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19946 19953-19957 19962-19963 19972-19981 20029- 
20043 20072-20079 20099-20 1 02 20 1 06-20 1 1 2 20 1 1 4- 
20120 20130 20146-20148 20151-20154 20161-20164 
201 67-20 1 7 1 20 1 80-20 1 94 20 1 98-20207 20222-20225 
20235-20240 20257-20262 20265-20278 20289 20316 
20321-20324 20328-20330 20345-20354 20360 20393- 
20400 20415-20420 20425-20431 20441-20446 20469- 
20474 20476-20479 20485-20490 20502-20503 20505- 
205 1 0 205 1 4-20520 20542-20545 20548-20557 20559- 
20562 20568 20607-20612 20614-20619 20644-20645 
20649-20671 20681 20683-20685 20689-20692 20698- 
20707 20712-20713 20718-20725 20753 20758-20767 
20789-20797 20806-20812 20824-20849 20863 20897- 
20900 20927-20928 20938-20942 20952-20954 20999- 
2 1 004 2 1 027-2 1 045 2 1 062-2 1 066 2 1 069-2 1 075 2 1 1 05- 
21111 21141-21 142 21153-21 15421 171-2117421 197- 
2119821 202-2 1 207 2 1 225-2 1 226 2 1 229-2 1 23 5 2 1 23 7- 
2 1 247 2 1 256-2 1 262 2 1 272-2 1 274 2 1 277-2 1280 21 297- 
21298 21301-21303 21351-21352 21434-21439 21446- 
21450 21467-21469 21485-21491 21647-21655 21712- 
21717 21729-21733 21881-21885 21899-21902 21905- 
21910 21917-21921 21924 21929-21938 21948-21950 
2 1 955-2 1 957 2 1 97 1 -2 1 972 2 1 978-2 1 982 22000-2201 5 
22020-22029 22042-22046 22080-22088 22090-22094 
22101-22107 22117-22119 22141-22151 22160 22169- 
22 1 70 22 1 87-22 1 92 22208-22226 22230 2225 1 -22252 
2226 1 -22264 22277-22289 22300-22302 223 1 8 22329- 
22332 22343-22350 22358-22359 22365-22371 22373 
22381-22388 22399-22404 22409-22410 22434-22435 
22440-22448 22495 22559 22571-22581 22607-22609 
22644-22651 22653-22654 22661-22662 22665-22667 
22671-22674 22703-22706 22760-22762 22794-22796 
22823-22829 22857-22858 22870-22874 22881-22893 
22923-22924 22948-22954 22973 22982-2298623007- 
23021 23047-23052 23070 23080-23083 23112-231 16 
23212-23215 23229-23233 23237-23239 23249 23251 
23329-23337 23343-23344 23382-23390 23399 23412- 
23421 23486-23487 23489-23490 23492-23493 23495- 
23496 23508-23509 23704 2371 8-23721 23726-23730 
23761-23763 23771-23780 23800 23802-23809 23816- 
23819 23827-23833 23836-23837 23843-23844 23878- 
23880 23890-23892 23941-23956 23959 24005-2401 1 
24014-2401 8 24021-24024 24772-24774 25085-25090 
25279-25290 25307-25308 253 19-25322 25373-25375 
25403-25407 25598-25603 26196-26199 26209-26213 
26217-26218 26221-26223 26237-26239 26258-26259 
26266 26304 26327 26337 26347-26348 26350-26352 
26359-26365 26373-26374 26376-26377 26395 26423 
26469-26470 26596-26601 26665-26666 26681-26683 
2669 1 -26694 26736 26755-26756 26788-26789 26844- 
26845 26876-26879 27044-27047 27053-27057 27067- 
27070 27 1 00-27 1 02 27 1 05 27 1 33-27 1 34 27 1 93-27200 
27206 27209-27213 27218 27254-27260 27269-27270 
27281-27282 27299-27301 27304-27305 27334 27340- 
27342 27493-27495 27501-27503 27544-27545 27574- 
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27577 27600-27606 27700-27701 27814-27815 27823- 
27824 27861-27864 27890-27892 27940-27942 27970 
28040-28041 28099-28100 28142-28145 28186 28263- 
28268 28286 2831 1-28313 28324-28345 28361-28362 
28424 29301-29303 29328-29337 29339-29340 29343- 
29345 29409-29416 29594-29604 29718-29721 29940- 
29949 29960-2996 1 30 1 4 1 -30 1 42 301 50-30 1 56 302 1 8- 
30220 30233-30235 30240-30242 


adult brain 


Clontech 


ABR001 


15 227-230 329-330 414-418 716-717 934-935 1136- 
1139 1436-1437 1472-1473 1505-1506 1593-1594 2058 
2 1 32-2 13721 39-2142 2378-238 1 2407 2550-2552 2577- 
2584 2587-2588 3094-3096 3221-3222 3377 3414-3417 
3526-3529 3861 3949-3953 4340-4341 4515-4516 4574- 
4576 4857-4861 4986-4987 5092-5094 5654 5700 5864- 
5866 5992 6140-6143 6540-6541 6570-6571 6814-6831 
7668-7670 7802-7804 7994 8008-8009 8017-8019 81 1 1 
8 1 29-8 1 3 1 8 1 60 8 1 62 8242-8246 8368-8369 8453-8454 
8512-8513 8762-8766 8982-8983 9339 9391-9392 9510- 
9516 9531 9666 9682-9683 9828 10167-10172 10312 
10520-10522 10913-10914 10959-10962 1 1064 1 1071- 
11075 11345-11350 1 1805-1 1808 1 1835-1 1836 1 1900 
1 1937-1 1938 12050-12056 12194-12197 12796-12798 
13925-13926 14604 14714-14717 14785-14786 15182- 
15183 15400-15403 15462-15463 15545-15546 15563- 
15564 16123-16128 16174-16176 16570-16573 16601 
16623 16642 16851-16853 16924 16934-16937 17963 
18015-18016 18046-18048 18500-18501 18516-18518 
18535 18655-18658 18671-18672 18762-18766 18955- 
18959 19018 19045-19048 19207-19208 19257 19350 
19380-19384 19447-19449 19484-19486 19526-19529 
19659-19661 19670-19671 19706-19710 19764-19767 
19804-19808 19924-19925 19962-19963 19965-19967 
20 1 20 20 1 89-20 1 94 2023 1 -20234 2027 1 -20273 204 1 2- 
20413 20441-20446 20456-20468 20485-20494 20521- 
20523 20676-20680 20710-2071 1 20718-20725 20733- 
20734 20747-20751 20824-20826 20836-20843 20926 
21060-21061 21069-21075 21105-21111 21153-21154 
21353-21354 21410-21414 21454-21457 21554-21556 
2 1 647-2 1 655 2 1 924 2 1 929-2 1 935 22003-220 1 5 22040- 
2204 1 22045-22046 22077-22083 22 1 08-22 116 22165- 
22168 22246-22249 22284-22289 22373-22374 2241 1- 
22432 22625-22628 22637-22643 22671-22674 23080- 
23083 231 12-231 19 23141 23201-23202 23358-23360 
23412-23418 23526-23531 23761 23793-23797 23802- 
23805 23 878-23 880 240 1 4-240 1 8 24 1 05-24 1 1 3 24 1 1 6 
25403-25407 26232-26233 26270-26272 26285-26290 
26685-26686 27012-27014 27028-27029 27098-27099 
27377-27378 27493-27495 27544-27545 27623 27640- 
27641 27729-27739 27840-27844 27970 28361-28362 
28424 29427-29438 30233-30235 


adult brain 


Clontech 


ABR006 


21 360-361 510-511 546-547579-580792-795969-971 
1 1 65- 1 1 68 1 228- 1 23 1 1 252- 1 256 1 453- 1454 1 472- 1 473 
1681-1687 1975-1977 2044-2045 2214-2219 2231-2232 
2270-2271 2306 2396-2400 2458 2826-2827 2951-2955 
3 1 58 3274-3275 331 3-3314 3326-333 1 3483-3484 3686 
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3856-3857 3939-3941 4080-4082 4091-4095 4173 4441- 
4443 4484-4485 4765-4773 4785-4789 4795-4809 4988 
4992 5364 5930-5931 5971-5972 6155-6159 6450-6451 
7353-7367 7374 7580-7597 7701-7703 7784-7786 7972- 
7975 8020 8101-8104 8106 8152-8156 8162 8184-8185 
8342 8370 8489 8758-8759 8936-8938 8978-8981 9009- 
9017 9029-9030 9063-9067 9069-9078 9306-93 1 1 9339 
9479-9485 9517-9518 9828 9874-9895 9909-9912 10033- 
10037 10254-10261 10498-10503 10523-10532 10624- 
10639 10923-10926 10936-10937 11328-11331 11708- 
11710 12573-12574 12743-12750 12785-12787 13556- 
13559 13660-13675 13847-13849 14054-14056 14170- 
14172 14347-14348 14390 14604 14666-14668 14996 
15097 15257 15283-15286 15336-15340 15397-15398 
15576-15577 15886-15887 15896-15905 16022-16023 
16237 16461-16464 16496-16497 16623 16643-16648 
16652 16752-16753 17238-17241 17369-17370 17937- 
17939 17956-17957 18029-18030 18044-18045 18049- 
18064 18393-18394 18411-18418 18423-18425 18527 
18536-18537 18719-18722 18762-18766 18778-18780 
18829-18834 18899-18903 18934-18935 19001-19004 
19159 19207-19208 1921 1-19212 19221-19222 19273 
19350 19484-19486 19670-19671 19698 19727-19732 
19736-19742 19800-19808 19814-19815 19855-19856 
19939 19943-19946 19951-19952 19972-19980 20069- 
2007 1 20087-20094 20099-20 1 02 20 1 22-20127 20157- 
20181 20200-20207 20274-20278 203 1 6 2032 1 -20324 
20414 20441-20446 20456-20468 20491-20494 20524- 
20535 20542-20545 20547 20554-20557 20607-20612 
20676-20680 20718-20725 20747-20751 20897-20900 
21005-21008 21069-21071 21088-21 096 21 145-21 148 
21157-21169 21171-21174 21176-21180 21213-21215 
2 1 24 1 -2 1 247 2 1 263-2 1 266 2 1 272-2 1 274 2 1 277-2 1 280 
21343-21350 21377-21397 21463-21465 21554-21556 
2191 1-21912 21929-21935 21955-21957 21973-21974 
21978 22007-22015 22019 22045-22046 22070-22076 
22080-22088 22090-2209 1 22 1 08-22 114 221 20-22 1 27 
22 1 35-22 1 38 22 1 44-22 1 5 1 22 1 58-22 1 59 22246-22249 
22284-22289 22347-22348 22375-22382 22389-22432 
22625-22628 22653-22654 22671-22674 22833-22834 
22881-22886 22916-22922 23007-23021 23071 23080- 
23083 23223-23225 23229-23233 23358-23360 23379- 
23381 23412-23414 23434-23438 23486 23506-23507 
23543-23544 23555-23565 23771-23780 23827-23833 
23841-23844 23941-23956 24035-24040 25213-25219 
25279-25290 25315 25383-25415 26235-26236 26280 
263 1 0-263 1 4 26337 2636 1 -26365 26409-264 1 0 26425- 
26427 26603 26687 26860-26862 27067-27070 27100- 
27 1 02 27 1 05 27 1 93-27200 27209-272 1 3 2744 1 -27443 
27562-27563 27589-27592 27821-27822 27825-27838 
28146-28147 28296 28464 29328-29331 29343-29345 
29409-29416 29439-29445 29940-29949 30205 30221- 
30223 


adult brain 


Clontech 


ABR008 


30 32-33 42-44 101 167 180-181 197-200 233-234 307- 
308 319-327 329-330 332 414-420 540-545 549 576-580 
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612 652 656 667-668 694-695 706-71 1 716-717 763 845- 
848 852-855 864-867 895-898 900 910 912 927 949-950 
953-954 981-985 1001-1005 1029 1044-10461097-1098 
1107 1123-1127 1131-1133 1158-1161 1 169-1 179 1 185- 
1187 1194 1196-1198 1203-1204 1210-1211 1232-1237 
1273-1279 1304 1307 1409-1410 1432-1435 1470 1483 
1508-1510 1512 1514 1566-1575 1577-1589 1591-1594 
1596 1599-1610 1618-1619 1622-1626 1629 1632-1636 
1640-1641 1643-1648 1675 1678-1687 1692-1693 1705- 
1714 1717-1719 1721-1723 1828 1838 1851 1853-1854 
1885-1886 1905-1907 1923-1927 1931 1956-1959 1961- 
1 962 1 967- 1 988 1 990 2 1 44-2 15021 94-2203 2206-22 1 9 
2231-2232 2270-2274 2284-2298 2306 2379-2380 2383- 
2415 2457 2475 2570-2590 2592-2603 2607 2663-2665 
2675-2678 2708 2710 2724-2726 2730-2732 2781-2782 
2806 2808-28 1 1 2826-2827 287 1 -2876 2886-2887 2889- 
289 1 2920 2923-2924 2934-2935 2948-2949 295 1 -2955 
2983-2986 2988-2989 3001 301 6-301 7 3039 3090 3098- 
3100 3105-3106 3130 3147-3169 3182-3187 3192-3193 
3 1 95-32 1 2 32 1 4-32 1 5 32 1 9-3229 323 7-324 1 3244-3246 
3250-3272 3276-3277 3290 3309 3313-3314 3322-3323 
3326-3331 3377 3414-3420 3426-3433 3477-3478 3507 
3512-3514 3518-3520 3526-3529 3548 3555-3558 3593 
3595-3599 3604 3618-36 1 9 3635-3636 3657-3660 367 1 - 
3672 3683-3684 3687-3691 3693 3704 3735-3736 3752- 
3753 3780-3817 3862 3866-3867 3873-3875 391 1 3949- 
3 953 4053-4054 4062-4085 4090 4121-412641314141- 
4 1 43 4 1 5 1 .4 1 55 4 1 74 4209-42 1 1 4484-4485 4515-4516 
4534 4536-4539 4541-4542 4546 4574-4578 4593-4594 
4660-4662 4700 4720-4725 4751-4758 4762-4773 4777- 
4779 4785-4789 4795-4809 4819-4823 4825-4826 4854- 
4856 4874-4889 4946-4948 4950-4956 4958-4963 4970 
4984-4987 5100-5108 5122 5124-5126 5131-5132 5146 
5154-5179 5190-5191 5246-5252 5272-5275 5331-5332 
5485-5486 5525-5526 5532-5533 5557-5560 5567-5568 
5655 5695-5698 5744-5747 5803-5804 5856-5858 5885- 
5886 5899-5902 5973-5975 5977-5978 6005-6006 6010- 
6021 6026-6042 6154-6161 6166-6168 6184-6185 6209- 
621 1 6219-6222 6235-6237 6297-6298 6341 6350-6351 
6367 6378 6406-6410 6439-6440 6450-645 1 6542-6543 
6549-6577 6582-6584 6622 6624 6640-6644 6662-6664 
6669-6670 6773-6778 6832-6850 6884-6885 6898-6899 
6943-6958 7187-7191 7198-7203 7206-7208 7213-7215 
7236-7237 7249-7266 7275-7278 7350-7352 7364-7365 
7551 7561-7562 7580-7600 7615-7617 7630-7636 7668- 
7673 7681-7687 7693-7696 7698 7734-7736 7745-7746 
7763-7771 7787-7788 7798-7801 7805-7808 7815-7818 
7898-7901 7904-7912 7917-7918 7921-7923 7947-7948 
7978-7983 7986-7987 7993-7994 8002 8006-8007 8010- 
8016 8043-8045 8047-8048 8059-8068 8097 8107-8108 
81 12-81 16 8132-8144 8152-8156 8160-8177 8184-8185 
8187-8200 8204-8210 8227-8232 8253-8257 8269 8297- 
8307 8342 8347-8348 8351-8360 8363-8364 8391-8399 
8409-8415 8420-8421 8430-8452 8457-8458 8461-8477 
8484-8505 8509 8512-8513 8543-8550 8554-8555 8588- 
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Source 


Library 
Name 


SEQ ID NOS: 








8597 8612-8616 8688-8690 8709 8724-8737 8758-8759 
8771-8776 8914-8945 8998-9001 9009-9020 9036 9049- 
9067 9069-9071 9075-9078 9317-9318 9337-9339 9375- 
9376 9382 9427-9428 943 1-9433 9437-9440 9456-9458 
9479-9481 9510-9518 9529-9531 9552-9554 9563-9566 
9585 9590-9592 9594-9602 961 7-9626 9667 9672 9732 
9745-9754 9786-9790 9792-9795 9808-9812 9828-9832 
9857-9861 9867-9868 9874-9895 9899-9904 9909-9912 
9925-9953 9965-9980 9984-9992 9997-10009 10033- 
10037 10164-10172 10265-10267 10320-10323 10326- 
10328 10454-10466 10470-10482 10498-10505 10513- 
10515 10520-10522 10543-10549 10595-10599 10603- 
10606 10609-10611 10615-10630 10640-10644 10780- 
10782 10834 10876 10881-10883 10895-10898 10906 
10930-10933 10936-10937 10940 1 0965-10966 10972 
10976-10978 10980-10985 1 1024-1 1027 1 1042-1 1044 
11064-11070 11080 11160 11204-1 1207 1 1212-1 1216 
11228-11229 11317-11321 1 1345-1 1350 1 1397-1 1398 
11476-11478 11711-11712 11743-11744 11757-11760 
11805-11809 11840 11842 11878-11879 11890-11891 
11901-11905 11910-11911 11916 11934 11937-11938 
11947-11950 11971-11973 12011-12013 12050-12057 
12102-12110 12112-12115 12117-12118 12144-12146 
12190-12191 12194-12196 12202-12210 12215-12217 
12225 12241-12253 12255-12258 12374-12377 12398- 
12401 12403-12405 12408-12409 12412-12419 12436 
12545-12546 12571-12574 12593-12597 12610-12612 
12625-12631 12637 12641-12645 32648-12654 12659- 
12662 12668-12669 12723 12785-12787 12869 12898- 
12899 13100-13106 13499-13528 13531-13539 13545- 
13559 13571-13573 13576-13580 13584-13588 13632- 
13633 13638-13641 13645-13651 13668-13672 13757- 
13759 13850-13853 13885-13887 13898 13918-13919 
13930 13994-13997 13999-14003 14044-14045 14058- 
14059 14061-14063 14092-14094 14105-14106 14170- 
14172 14192-14195 14199-14201 14209-14215 14227 
14236-14238 14261-14263 14283-14291 14307-14317 
[4344-14345 14360-14369 14389-14392 14452-14455 
14570-14574 14604 14607-14609 14650-14651 14681- 
14682 14684-14704 14709-14719 14789-14791 14822- 
14838 14846-14847 14871-14874 14991-14992 14994- 
14996 14998-15002 15009-15024 15093-15095 15151- 
15157 15187-15189 15212-15215 15218-15219 15222- 
15224 15243-15248 15250-15251 15257-15259 15283- 
15286 15288-15289 15292-15293 15300-15301 15329- 
15340 15343-15344 15347-15359 15381-15385 15397- 
15398 15404-15407 15443-15453 15460-15461 15464- 
15465 15468-15472 15476-15478 15485 15491-15525 
15543-15544 15563-15564 15567-15577 15591-15592 
15606-15607 15623-15628 15661-15663 15688-15694 
15699-15700 15705-15708 15766-15771 15780-15788 
15855-15879 15890-15895 15902-15903 15961-15963 
15981-15982 15988-15990 16030-16043 16053-16058 
16060-16061 16096-16097 161 18-16120 16123-16128 
16130-16132 16135 16138-16139 16167-16172 16174- 
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16176 16200-16201 16218 16224-16225 16233-16235 
16237 16290-16295 16342-16344 16350-16351 16359 
16422-16429 16451-16452 16456-16460 16470-16472 
16479-16481 16496-16497 16501-16504 16553-16556 
16574-16577 16614-16615 16623 16628-16631 16635 
16643-16655 16710-16712 16714-16723 16730-16733 
16738-16739 16742 16745 16747-16748 16752-16753 
16765-16767 16812-16821 16836-16842 16854-16858 
16860-16870 16878-16898 16903-16909 16911-16912 
16925-16932 16946-16948 16967-16974 16996-16999 
17018-17023 17067-17069 17074-17079 17115 17117- 
17132 17137-17142 17145-17146 17149-17167 17202- 
17203 17242 17244-17248 17263-17267 17284-17306 
17330-17332 17359-17360 17366-17370 17396 17457- 
17462 17489-17490 17571-17574 17857-17861 17922- 
17926 17930-17931 17933-17939 17949-17950 17953- 
17955 17958-17962 17995-18004 18020-18022 18029- 
18030 18038-18042 18055-18060 18097-18134 18136- 
18138 18269-18270 18403 18421-18422 18500-18501 
18516-18518 18533-18535 18621-18624 18651-18658 
18661 18668-18672 18717-18726 18745-18749 18759- 
18760 18762-18766 18787-18793 18806-18807 18829- 
18834 18846-18853 18857-18880 18894-18896 18904- 
18907 18915-18933 18947-18950 18964-18969 18993- 
18995 19001-19009 19012 19029-19035 19045-19048 
19055 19057-19065 19068-19070 19074-19080 19091- 
19092 19096-19101 19142-19147 19159-19161 19211- 
19220 19224 19254-19255 19257 19266-19267 19274 
19295-19296 19306-19307 19310-19312 19316-19317 
19331-19340 19345-19354 19375-19379 19385-19389 
19395-19402 19422-19431 19446-19448 19458-19461 
19464-19486 19510-19524 19526-19537 19539-19554 
19560-19562 19564-19566 19598-19601 19617-19619 
19627 19659-19668 19670-19678 19683-19687 19698- 
19699 19706-19710 19727-19735 19743-19748 19757- 
19771 19773-19808 19813-19815 19819-19822 19855- 
19856 19921-19923 19926-19929 19938-19939 19943- 
19946 19950 19953-19957 19962-19963 19965-19967 
1 9972- 1 998 1 1 9995-200 1 7 20026-20027 20053-20079 
20087-20094 20099-20 10520111-20112201 20-20 1 54 
20157-20181 20189-20194 20198-20221 20231-20241 
20244-20252 20257-20262 20265-20270 20274-20278 
20281-20282 20286-20287 20289-20296 20299 20328- 
20330 20336-20338 20345-20354 20357-20359 20401- 
20405 20414-20417 20425-20431 20437-20471 20475- 
20479 2049 1 -20496 20505-205 1 0 205 1 4-20536 20542- 
20545 20547 20554-20568 20575-20578 20607-20612 
20614-20615 20625-20628 20631-20636 20642-20643 
20646-20687 20689-20692 20708-20734 20739-20757 
20767 20789-20797 20801-20812 20822-20823 20827- 
20849 20853-20854 20863 20865 20879-20880 20890- 
20901 20927-20932 20943 20948-20949 20952-20954 
20977-20984 20999-2 1 008 2 1 0 1 6-2 1 020 2 1 032-2 1 045 
21062-21068 21076-21087 21 101-21 1 1 1 21 122-21 127 
21133-21 135 21153-21154 21157-21169 21171-21174 
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2 1 1 76-2 11 93 2 1 225-2 1 226 2 1 237-2 1 247 2 1 253-2 1 27 1 
2 1 277-2 1 280 2 1 284-2 1 294 2 1 297-2 1 298 2 1 326-2 1 3 34 
21343-21354 21377-21397 21410-21414 21434-21439 
2 1 454-2 1 461 2 1 480-2 1 482 2 1 485-2 1 500 2 1 532-2 1 533 
2 1 554-2 1 556 2 1 568-2 1 572 2 1 647-2 1 65 5 2 1 7 1 2-2 1 724 
2 1 877-2 1 894 2 1 905-21 950 2 1 955-2 1 966 2 1 97 1 -2 1 972 
21979-21987 21989-22002 22007-2201 8 22020-22029 
22040-22041 22045-22049 22056-22059 22074-22083 
22087-22 1 27 22 1 3 5-22 1 3 8 22 1 44-22 156 22158-22159 
22 1 61 -22 1 75 22 1 95-22 1 98 22208-222 1 1 222 1 8-22224 
22243-22245 22261-22270 22277-22299 22309 22312- 
22313 22329-22332 22343-22346 22349-22351 22358- 
22359 22365-22371 22381-22382 22389-22392 22394- 
22398 22434-22435 22495 22531-22533 22545-22559 
22561-22568 22571-22581 22599-22602 22607-22609 
22625-22652 22671-22674 22700-22701 22707 22712- 
22715 22730-22731 22743-22748 22767 22805-22816 
22823-22827 22833-22834 22843-22845 22854-22856 
22881-22886 22916-22924 22939 22941-22947 22952- 
22953 22971 22977 22980-22986 23007-23028 23047- 
23052 23064-23067 23071-23073 23080-23083 23085- 
23086 23098-23 1 0 1 23 125-23 1 36 23206-23209 23223- 
23225 23229-23233 23237-23239 23245 23329-23339 
23353-23354 23356-23360 23373-23374 23379-23381 
23392-23395 23400-23401 23415-2341923422 23425- 
23430 23434-23447 23473-23486 23489-23490 23492- 
23498 23506-23507 23514 23543-23544 23549-23565 
23587-23598 23682-23686 23704 23718-23721 23731- 
23736 23742 23762-23763 23768-23805 23810-23819 
23827-23835 23839-23842 23845-23848 23882 23941- 
23956 23959 23999-24001 24005-24011 24014-24018 
24021-24024 24029-24033 24035-24040 24130-24144 
24495-24498 25085-25090 25 1 1 4-25 1 26 25258-25297 
25306-25308 25314-253 1 8 25322-25330 25334-25337 
25359-25363 25376-25377 25382-25401 25403-25407 
25410-25413 25849-25852 26029-26031 26196-26199 
26217-26218 26258-26259 26265 26280 26284 26294- 
26302 263 10-263 14 26327 26332-26337 26354-26355 
26359-26365 26369 26373-26374 26378-26385 26395 
26406-26407 26409-2641 1 26423 26425-26427 26429 
26448-26452 26465-26466 26469-26546 26604-26606 
26657-26659 26667-26668 26678-26680 26705-26707 
26732 26737 26742 26748-26754 26831 26842 26844- 
26845 26860-26862 26873-26875 26879 26888-26890 
270 1 2-270 1 4 27028-27029 2709 1271 00-27 1 02 27 1 22- 
27128 271 47-27 1 49 27 1 93-27200 272 1 8 27247-2725 1 
27261-27265 27269-27270 27304-27314 2741 1-27431 
27435-27440 27455 27463-27466 27476-27477 27498- 
27500 27504-27507 27520-27521 27544-27545 27548- 
27554 27557-27564 27574-27577 27602-27606 27624- 
27634 27649-27654 27662-27689 27702-27706 27729- 
27739 27750-27756 27784-27788 27790-27796 27799- 
27802 27809-27813 27816-27820 27830-27838 27840- 
27847 27853-27856 27865-27868 27890-27892 27938- 
27939 28001-28004 2801 8 28050-28086 28092 28095- 
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28132 28138-28156 28169-28172 28186 28192-28198 
28219-28221 28272-2827 6 28286 28315-28319 28324- 
28345 28415-28417 28458-28460 28464 28549-28555 
28728-28731 29225-29231 29234-29241 29244-29245 
29249-29270 29272-29276 29288-29289 29304-29308 
29332-29337 29341-29358 29378-29379 29444 29468- 
29472 29594-29604 2961 1-29613 29718-29721 29872- 
29875 29940-29953 30135-30140 301 84-30199 30205 
30221-30223 


adult brain 


Clontech 


ABR011 


2458 6140-6143 7200-7201 8512-8513 9550-9551 9905- 
9908 11274-11275 12194-12196 12642-12644 14261- 
14263 17937-17938 18029-18030 18136-18138 18421- 
18422 18535 19503 19814-19815 19921-19923 20505- 
20509 20614-20615 20681 22243-22245 22399-22404 
27067-27070 27100-27102 28361-28362 29339-29340 
29343-29345 30218-30220 


adult brain 


BioChain 


ABR012 


315-316 2926 59 1 9-592 1 7778-7783 7794 7972-7975 
9552-9554 10277 10306 10873-10875 12555-12559 
14261-14263 14650-14651 15326-15328 16548-16549 
16652 17454 19814-19815 20437-20440 21123-21127 
2 1 587-2 1 646 2 1 978 22358-22359 22663-22664 23358- 
23360 23827-23833 26879 27067-27070 29339-29340 
29432-29435 30141-30142 


adult brain 


Invitroge 
n 


ABR013 


1476-1477 2814-2815 3221-3222 4795-4809 4970 7815- 
7818 9864-9866 10277 10638-10639 12194-12196 
13638-13641 13918-13919 14261-14263 17454 19012 
19207-19208 19814-19815 19972-1998020718-20725 
21467-21469 22040-22041 22098-22100 23063 23761 
25322 26205-26206 26732 26853-26854 27179 27729- 
27739 


adult brain 


Invitroge 
n 


ABT004 


51-52 255-256 315-316 428 466-467 654-655 785-786 
832-836 847-848 895-898 949-950 1001-1003 1097-1098 
1131-1133 1136-1139 1142-1152 1165-1189 1192 1194- 
1200 1202 1273-1279 1359 1432-1435 1453-1454 1470 
1569-1570 1644-1645 1902 1925-1927 2134-2135 2416 
2471-2474 2663-2665 2675-2678 2724-2726 2826-2827 
2886-2887 2923-2924 3266-3267 3352 3377 3477-3478 
35 12-3514 3522-3523 3685 4147-4148 4486-4487 4515- 
4516 4562-4573 5073 5139 5291-5294 5493-5494 5695- 
5698 5700 5803-5804 5863 5872 5899-5902 5929 6029- 
6035 6 1 66-6 1 68 6293-6296 6488-6489 655 1 -6567 72 1 6- 
7219 7421-7423 7426-7442 7615-7617 7671-7673 7678- 
7680 7693-7694 7916-7920 8010-8012 8020 8049-8056 
8162 8184-8185 8253-8257 8323-8327 8363-8364 8370 
8484-8486 8502-8503 8917-8918 9005-9006 9306-9311 
9339 9391-9392 9522-9525 9585 9664-9665 9794-9795 
9828 9833-9834 9986-9988 10032 10254-10261 10263- 
10264 10268-10272 10278 10312 10449-10453 10498- 
10503 10520-10522 10603-10606 10638-10644 10835- 
10839 10877-10878 10881-10883 10899-10900 10919- 
10922 10986-1 1005 1 1222-1 1224 1 1274-1 1275 1 1302- 
11303 11406-11407 11669-11671 11673 11679 11715- 
11716 11840 12194-12196 12430-12431 12470-12471 
12562-12563 12671-12672 12720-12722 12785-12787 
13100-13106 13918-13919 13999-14003 14044-14045 
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14098-14099 14117-14122 14141-14142 14166-14168 
14227 14264-14265 14360-14369 14604 14714-14717 
14981-14983 15019-15024 15112 15257 15292-15297 
15329-15331 15381-15385 15397-15398 15408-15414 
15543-15544 15869-15870 15884-15885 15896-15900 
16121-16128 16168-16171 16174-16176 16233-16235 
16408-16409 16498-16500 16570-16573 16609-16613 
16624-16625 16702-16703 16716-16723 16738-16739 
16851-16853 17268-17274 17292-17296 17454 17956- 
17962 1 8536-18537 1 8624 1 8717-18722 1 8730-18732 
18750-18756 18796 18842-18845 18897-18898 18925- 
18933 18964-18969 18989-18990 19012 19074-19080 
19148 19207-19208 19213-19220 19224 19253 19260- 
19262 19274 19306-19312 19316-19317 19351-19354 
19363-19364 19407-19411 19432-19434 19441 19511 
19522-19524 19526-19529 19574-19578 19663-19666 
19700-19705 19709-19710 19736-19742 19800-19803 
19814-19815 19921-19923 19933-19937 19939 19950 
1 9972- 1 998 1 20099-20 1 02 20 1 04-20 1052013 7-20 1 48 
20 1 5 1 -20 1 54 20 1 57-20 1 64 20 1 67-20 1 7 1 20200-20207 
20229-20230 20241 20257-20262 20271-20278 20281- 
20282 20289 20305-20307 20437-20440 20447-20451 
20497-20498 20514-20520 20524-20535 20537-20541 
20559-20562 20575-20578-20625-20628 20649-20652 
20681 20683-20685 20698-20707 20712-20713 20806- 
20812 20824-20843 20865 20868-20871 20879-20880 
20890-20900 20927-20928 20957-20962 21026 21 101- 
21111 21 123-21 127 21 153-21 154 21 171-21 174 21 197- 
21 198 21229-21232 21241-21247 21263-21266 21284- 
21296 21377-21397 21454-21457 21495-21500 21729- 
21733 21788-21799 21899-21902 2191 1-21912 21917- 
2 1 92 1 2 1 924 2 1 936-2 1 93 8 2 1 95 8-2 1 966 22007-220 1 5 
22019 22030-22034 22037-22039 22045-22046 22080- 
22088 22092-22094 22097 22 1 0 1 -22 1 07 22 1 35-22 1 3 8 
22165-22168 22200-22203 22243-22245 22261-22264 
22277-22289 22303-22309 22381-22382 22405-22408 
22553-22558 22566-22568 22607-22617 22661-22662 
22730-22731 22823-22827 22907-22908 22941-22947 
22952-22953 23059-23060 23080-23083 23085-23090 
2321 2-232 1 5 23229-23233 2325 1 23321-23327 23399 
23412-234 14 23425-23427 23473-23474 23483-23485 
23692-23693 23762-23763 23845-23848 23882 23890- 
23902 23999-24001 24005-2401 1 24056 24481-24490 
25085-25090 253 19-25322 2533 1 -25335 25366-25369 
25374-25375 25403-25407 26140-26143 26189-26194 
26205-26206 26258-26259 26327 26337 26349-26352 
26354-26355 26357 26394 26406-26407 26469-26470 
26476-26477 26604-26606 26737 26860-26862 27100- 
27102 27218 27225 27261-27265 27304-27305 27497 
27510-2751 1 27544-27545 27555-27556 27562-27563 
27588 27602-27606 27649-27654 27726-27728 27805- 
27806 27819-27820 28099-28100 28189-28190 28199- 
28203 28468-28484 2851 1-28513 28580-28595 28910- 
28913 29288-29289 29363 29718-29721 30085-30087 
30135-30140 30224-30232 30236-30239 
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cultured 
preadi- 
pocytes 


Stratagen 
e 


ADP001 


180-181 221 333-335 373-374 395 398-399 461-463 534- 
535 576-578 619-620 716-717 1097-1098 1235-1237 
1240-1241 1453-1454 1474 1705-1714 1912-1913 2015- 
2018 2058 2513 2599-2603 2724-2726 2814-281 5 2923- 
2924 2975-2977 3374-3376 3414-341 7 3433 3481-3482 
3518-3520 3624 3789-3794 3916-3925 3949-3953 4515- 
4516 4555-4556 4562-4568 4581-4582 4785-4789 4854- 
4862 5190-5191 5572-5573 5580-5586 5768-5772 5802 
5899-5902 5980-5984 6403-6404 6851 7209-7212 7447- 
7449 7534-7535 7604-7605 7615-7617 7630-7636 7695- 
7696 7745-7746 7757-7759 7771 7806-7808 7821 8113- 
81 14 8137-8141 8347-8348 8351-8360 8368-8369 8466- 
8476 8497-8499 8607-8609 8612-861 6 8723-8732 8762- 
8766 8995-8996 9007-9008 9013-9017 9040-9042 9267- 
9268 9287-9290 9306-931 1 9482-9485 9522-9525 9531 
9735-9742 9826 10253-10261 10277 10490-10493 
10516-10518 10899-10900 10907-10910 1 1135 11339- 
11344 11399-11402 11416-11418 11431-11432 11465- 
11466 11561-11562 11568-11571 1 171 1-1 1712 1 1 731- 
11734 1 1739-1 1740 11780-1 1782 11835-11836 11873- 
1 1875 12150-12151 12171-12172 12194-12196 12361 
12432-12433 12470-12471 12545-12546 12601-12602 
12640 12642-12644 12755-12759 12939-12943 12997- 
12999 13077-13079 13556-13559 13592-13595 13629- 
13631 13638-13641 13873-13875 13885-13887 14058- 
14059 14261-14263 14274-14276 14283-14288 14694- 
14701 14784 14818-14820 15070 15100-15109 15182- 
15183 15257 15302-15303 15326-15328 15439-15442 
15545-15546 15588-15589 15600-15601 15658-15660 
15869-15870 16190 16345-16349 16545 16558-16562 
16642 16652 16836-16842 16851-16853 17242 17286- 
17291 17330-17332 17335-17339 17454-17464 17958- 
17962 18015-18016 18029-18030 18061 18069-18072 
18230-18239 18500-18501 18625-18626 18644-18650 
18655-18658 18673-18677 18771-18772 18778-18780 
18789 18796 18894-18896 18925-18933 18964-18969 
18975 18989-18990 19045-19048 19096-19101 19207- 
19208 19223 19251-19252 19266-19267 19273 19316- 
19317 19351-19354 19362-19364 19370 19372-19374 
19387-19389 19395-19400 19407-1941 1 19422-19434 
19442-19444 19515-19521 19564-19566 19670-19671 
19736-19742 19804-19808 19813-19815 19819-19822 
19921-19923 19933-19938 19953-19957 19972-19980 
20099-20 1 03 20 1 30 20 1 6 1 -20 1 64 20 1 89-20 1 94 20226- 
20228 20231-20234 20257-20270 20286-20287 20289 
20328-20330 20360 20415-2041 7 20432-20440 20447- 
2045 1 20456-20468 20537-20545 20554-20557 20563- 
20567 20625-20628 2063 1-20634 20676-20680 20686- 
20687 20733-20734 20747-20751 20767 20824-20826 
20836-20843 20858-20862 20865 20927-20928 20957- 
20962 2099 121015 21 062-2 1066 21 076-2 1 087 2 1 1 22 
21 157-21 169 21 181-21 193 2121 1-21215 21225-21226 
2 1 272-2 1 274 2 1 277-2 1 280 2 1 297-2 1303 21 463-2 1 465 
2 1 780-2 1 787 2 1 9 1 1 -2 1 9 1 2 2 1 958-2 1 96 1 2 1 978 22003- 
22006 22020-22025 22040-22041 22048-22049 22062- 



WO 01/075067 



PCT/US01/08631 



Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








22073 22080-22083 22092-22094 22120-22127 22141- 
22143 22169-22170 22208-22211 22225-22226 22250 
22265-22270 22277-22289 22314-22317 22323-22328 
22349-22350 22358-22359 22362-22364 22661-22664 
22669-22670 22698-22701 22726-22727 22852-22853 
22870-22874 22969-22970 22978-22979 23046-23050 
23066-23067 23070 23098-23 1012321 8-232 1 9 23229- 
23233 23236 23252-23256 23358-23360 23379-23385 
23448-23450 23508-23509 23704 23726-23730 23760- 
23761 23764 23770 23798-23799 23802-23805 23845- 
23848 23890-23902 23959 23990-23992 23999-24001 
24313-243 14 25085-25090 25336-25337 25340-25341 
25374-25375 25416-25417 25680-25686 25986-26016 
26024-26028 26266 26310-26314 26327 26337 26409- 
26410 26421-26422 26607-26609 26684 26705-26707 
26755-26756 26860-26862 26873-26878 27150-27151 
27261-27265 27269-27270 27729-27739 27750-27756 
27825-27826 27861-27864 27890-27892 27989-27990 
28099-28 1 00 281 86 283 1 5-283 1 6 28365-28370 28407- 
284 1 5 28424 28426-28428 28450-28453 28464 2861 7- 
28627 28787-28789 29096-29101 29304-29308 29328- 
29331 29354-29357 29508-29518 29663-29672 29926- 
29935 29960-29961 30141-30142 30218-30220 


adrenal 
gland 


Clontech 


ADR002 


48-49 51-52 329-330 332 546-547 635 652 656 694-695 
864-867 901-904 1005 1058 1158-1161 1273-1279 1453- 
1454 1516-1519 1551 1608-1610 1651-1652 1654-1656 
1661-1675 1705-1714 1914 1990 2015-2018 2058 2306 
2383-2388 2393-2395 2417-2422 25 1 7-25 1 8 2540-2541 
2599-2603 2675-2678 2695-2698 29 1 1 -29 1 2 2923-2926 
2951-2955 2983-2986 3000 3004 3107-3108 3322-3323 
3365 3441-3442 3605-3607 3649-3653 3693 3781-3784 
3871-3872 3939-394 1 4053-4054 4156-4157 4165-4 1 70 
4413-44144515-45164542 4550-4551 4581-4582 5057- 
5059 5109-51 15 5285-5287 5376-5378 5480-5482 5538- 
5540 5695-5698 5766-5767 5802 5946 601 1-6021 6081- 
6082 6166-6168 6223-6225 6299-6300 6339-6340 6403- 
6404 6454-6458 6852 6857-6858 7209-7212 7228-7237 
7258-7263 7407-7414 7461-7464 7536-7541 761 1-7612 
7630-7636 7657-7659 7681-7687 7693-7694 7745-7746 
7757-7759 7794 7806-7808 7823 7890 7957 7984-7985 
7990-7992 8020 8025-8026 8069-8070 8079 8145-8156 
8233 8301-8309 8370-8374 8430-8433 8461-8464 8504- 
8505 8539-8542 8607-8609 8688 8736-8737 8758-8759 
8762-8766 8982-8983 9002-9004 9072-9074 9456-9458 
9460 9472-9474 9526-9530 9535-9537 9617-9626 9675 
9733-9738 9743-9744 9770-9771 9780-9781 9794-9795 
9828 9851-9853 9923-9924 9945 9965-9968 9984-9985 
10015-10016 10263-10264 10273-10274 10277 10279- 
10280 10311 10320-10323 10513-10515 10531-10532 
10543-10549 10592-10594 10603-10606 10627 10640- 
10644 10780-10782 10870-10872 10881-10883 10891- 
10893 10906 10913-10914 1 1081 1 1297-1 1299 1 1405- 
11407 11465-11466 11546 11582-11583 11612-11639 
11669-11671 11809 11901-11907 11918-11920 12194- 
12196 12202-12205 12237-12238 12256-12257 12259- 
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12262 12455-12459 12470-12471 12486-12540 12545- 
12561 12590-12592 12601-12602 12723 12785-12787 
12943 12968-12969 12997-12999 13077-13079 13581- 
13583 13592-13595 13638-13641 13665 13676 13931- 
13933 14170-14172 14257-14263 14304-14305 14360- 
14369 14456-14458 14604 14661-14662 14684-14685 
14789-14791 15025-15069 15098-15099 15218-15219 
15243-15248 15250-15251 15258-15259 15290-15291 
15329-15331 15392-15396 15406-15407 15412-15414 
15526-15527 15536-15537 15578-15580 15688-15694 
15906-15907 15961-15963 15988-15990 16118-16120 
16174-16176 16226-16227 16350-16351 16365-16366 
16461-16464 16508-16511 16600 16623 16636-16637 
16643-16648 16749-16753 16851-16853 16894-16896 
16911-16912 16933-16937 17042-17057 17067-17069 
17255-17256 17264-17267 17292-17296 17372-17374 
17441-17450 17454 17569-17570 17583-17584 17958- 
17962 18005-18006 18029-18030 18065 18412-18418 
18421-18425 18500-18501 18577-18578 18587-18616 
18619-18620 18644-18650 18691-18692 18723-18726 
18738-18758 18762-18766 18789 18796 18836-18838 
18856 18899-18903 18910 18934-18935 18975 18983- 
18985 18989-18990 19001-19004 19062-19065 19071- 
19080 1921 1-19212 19228-19229 19257 19271-19272 
19350-19354 19363-19364 19370 19401-19402 19407- 
19411 19415-19417 19422-19431 19487 19514 19560- 
19565 19604-19607 19620-19622 19656-19657 19659- 
19661 19667-19668 19683-19687 19693 19698 19700- 
19708 19727-19732 19759-19763 19800-19808 19814- 
19815 19855-19856 19915-19920 19933-19937 19943- 
19946 19965-19967 19972-19980 20029-20043 20072- 
20073 20 1 06-20 1 10 20146-20150 20161-20164 20167- 
20171 20189-20197 20208-20214 20219-20221 20235- 
20240 20243 20250-20252 20265-20273 20305-20307 
2032 1 -20324 20328-20330 2036 1 20366-20368 2040 1 - 
20405 20415-20417 20437-20440 20485-20490 20505- 
20510 20514-20523 20547-20553 20569-20574 20607- 
20612 20676-20680 20710-2071 1 20727-20732 20758- 
20766 20788-20791 20819-20821 20836-20849 20855- 
20857 20866-20867 20926 20938-20942 20948-20949 
20963-20972 2 1 005-2 1 008 2 1 072-2 1 087 2 1 1 4 1 -2 1 1 42 
21 157-21 169 21 171-21 174 21208-21210 21241-21247 
21377-21397 21410-21414 21451-21453 21480-21482 
2 1 485-2 1 494 2 1 647-2 1 655 2 1 88 1 -2 1 885 2 1 899-2 1 902 
2 1 95 8-2 1 96 1 2 1 973-2 1 974 2 1 983-2 1 987 22007-220 1 5 
22026-22029 22035-22036 22070-22073 221 15-221 19 
22 1 28-22 1 34 22 1 4 1 -22 1 43 22 1 52-22 1 56 22 1 69-22 1 70 
22 1 87-22 1 92 22 1 95-22 1 98 22204-22207 222 1 8-22224 
22261-22276 22284-22289 22292-22299 22303-22308 
223 1 2-223 13 223 1 8 22358-22359 22365-2237 1 22373 
22375-22376 22409-22410 22433-22435 22455-22465 
22495 22561-22568 22625-22628 22671-22674 22690 
22696-22697 22700-22701 22737-22739 22760-22762 
22810-22816 22823-22827 22857-22858 22887-22891 
22954 23046 23051-23052 23071 23252-23256 23329- 
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23337 23356-23357 23439-23447 23488 23499-23505 
23599 23704 23731-23736 23827-23833 23845-23848 
23871-23875 23878-23880 23882 23890-23902 24014- 
240 1 8 2402 1 -24024 24056 24 1 3 0-24 1 44 24 1 94-24 1 96 
24446-24448 25085-25090 25289-25290 25293-25297 
25323-25325 25705-25715 26024-26028 26033-26049 
26237-26239 26252 26258-26259 26361-26365 26383- 
26385 26428-26429 26431 26469-26470 26479-26545 
26559-26560 26563-26566 26596-26601 26665-26666 
26676-26677 26746 26748-26754 26804-26805 26853- 
26854 27158-27163 27209-27213 27379-27380 27383 
27401-27410 27441-27445 27520-27521 27544-27545 
27600-2760 1 27649-27654 27697 278 1 2-278 13 27825- 
27826 27890-27892 27929 28050-28059 28095-28096 
28424 28446-28448 28458-28460 29328-29331 29343- 
29345 29940-29949 29954-29955 30135-30140 30150- 
30156 30189-30194 


adult heart 


G1BCO 


AHR00I 


30 42-44 51-52 124-125 156 180-181 192 197-200 202- 
203 221 227-230 260 294-301 315-316 324-325 329-330 
332-335 373-374 395-397 408-41 1 414-421 425-427 505 
515-517 529 576-578 605-606 660 685-688 716-722 738- 
740 825 845-846 849-851 891 895-898 901-904 914 919- 
931 934-936 1001-1003 1005 1028 1047 1071 1092-1094 
1097-1098 1158-1161 1185-1187 1235-1237 1240-1241 
1243-1245 1249-1262 1280-1282 1302-1303 1306 1312- 
1313 1418-1419 1424-1429 1431 1453-1454 1467-1470 
1474 1476-1477 1483 1488-1489 1569-1570 1608-1610 
1618 1626 1667-1668 1692-1693 1792-1794 1828 1866- 
1872 1905-1907 1912-1913 1925-1927 1943 1961-1962 
1986-1987 1990-1992 2036 2222-2226 2272-2276 2341- 
2343 2393-2395 2404-2406 2440-2444 2471-2474 2565- 
2566 2570-2574 2599-2603 2625 2675-2678 2692-2694 
2706 2861 2864 2867-2868 2912 2923-2924 2926 2975- 
2977 2988-2989 2993 3001 3006-3008 3090 3126-3127 
3 1 5 1 -3 1 54 3 1 6 1 -3 1 63 3205-3207 3223-3225 3228 3276- 
3277 3281-3287 3326-3331 3374-3377 3392-3396 3433 
3435-3442 3452-3454 3507 3531-3534 3620-3621 3661- 
3663 3693 3729-3730 3770-3772 3789-3794 3834-3835 
3930 3939-3941 3949-3953 4067-4072 4091-4096 4124- 
41264141-4143 4338-4341 4354-4355 4420-4421 4469- 
4470 4515-4516 4525 4531-4533 4555-4556 4562-4573 
4579 4581-4582 4600-4601 4623-4643 4651 4663-4665 
4675-4680 4698-4699 4785-4789 4825-4826 4833-4836 
4857-4861 4971-4974 4989-4991 5057-5059 5074-5081 
5084-5085 5138 5246 5253-5266 5335-5336 5362-5363 
5474-5477 5519-5521 5530-5531 5557-5560 5567-5568 
5580-5583 5700 5743-5747 5754-5757 5802 5805-5807 
5827-5828 5875-5879 5919-5921 5939-5941 5965-5966 
5973-5975 5977-5978 5980-5984 6084 6135-6136 6166- 
6168 6209-621 1 6284 6389-6392 6400 6403-6404 6450- 
6451 6523-6526 6551-6567 6622 6674-6675 6773-6778 
7209-7212 7236-7240 7256-7263 7283-7284 7481 7536- 
754 1 7557-7559 7580-7597 76 1 1 -76 1 2 76 1 5-76 1 7 7620- 
7621 7630-7636 7671-7673 7678-7689 7695-7696 7701- 
7703 7726-7727 7729-7741 7745-7746 7757-7759 7778- 
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7783 7787-7794 7798-7801 7806-7808 7815-7818 7822 
7890 7906-7912 7921-7925 7972-7975 7977-7983 7994 
7999-8001 8008-8009 8013-8016 8020 8069-8070 8077- 
8079 8084-8085 8090-8093 8098-8100 8107-8108 8112- 
8114 8117-8121 8137-8141 8145-8151 8187-8200 8247- 
8248 8250 8297-8300 8310 8342-8360 8368-8369 8409- 
8414 8434-8452 8466-8476 8497-8499 8512-8513 8539- 
8542 8612-8616 8688 8698-8700 8751-8753 8758-8759 
8762-8766 8768-8779 8919-8933 8978-8981 9013-9017 
903 1 -9036 9040-9045 9049-9067 9 1 96-9200 9306-93 1 1 
9321-9323 9331-9333 9391-9392 9395-9396 9427-9428 
9443 9472-9476 9478-9481 9487-9488 9491-9493 9506- 
9509 95 1 7-95 1 8 9529-953 1 9535-9537 958 1 -9584 9593 
9603-9604 9617-9626 9659 9726-9727 9729-9731 9735- 
9744 9794-9795 9799-9800 9803-9807 9826 9828-9832 
9851-9852 9857-9861 9874-9895 9916-9920 9923-9924 
9969-9980 9984-9985 9997-10009 10012 10017-10019 
10025-10026 10033-10040 10161-10163 10167-10172 
10262 10268-10274 10277 10306 10326-10328 10451- 
10453 10470-10473 10484-10489 10491-10493 10498- 
10503 10519 10537-10538 10551-10554 10592-10594 
10600-10606 10612-10614 10628-10630 10870-10875 
10877-10878 10881-10883 10894 10901-10902 10913- 
10914 10931-10933 10976-10978 1 1021 11066-11068 
11123-11124 11202-11207 11291-11299 11308-11310 
11314-11315 11321 11326-11327 11345-11350 11372- 
11396 11468-11474 11476-11478 11495 11515-11517 
1 1 538- 1 1 540 11 546 1 1 565- 1 1 567 1 1 579- 1 1 58 1 1 1 609 
11644-11648 11658-1165911711-11712 11714-11720 
11731-11734 11745-11748 11780-11782 11803-11804 
11809 11835-11837 11901-11905 11921-1193011941- 
11944 11951 11977-11978 12023-12041 12050-12056 
12117-12118 12131-12132 12135-12137 12140 12150- 
12151 12173 12192-12196 12202-12208 12256-12258 
12361 12374-12401 12455-12459 12470-12471 12475- 
12476 12555-12559 12573-12574 12590-12596 12637 
12642-12644 12655-12658 12668-12669 12723 12725- 
12727 12755-12759 12785-12787 12796-12798 12805- 
12806 12872-12881 12970-12972 12978-12981 12997- 
12999 13077-13079 13545-13548 13563-13564 13567- 
13568 13576-13579 13592-13597 13652-13659 13674- 
13675 13873-13875 13898 13916-13919 13954-13956 
14023-14026 14036-14037 14044-14045 14048-14053 
14058-14060 14129 14137-14138 14166-14168 14192- 
14195 14209-14215 14236-14238 14264-14265 14283- 
14288 14304-14305 14355-14356 14360-14369 14498- 
14501 14604 14640-14644 14650-14651 14684-14685 
14702-14704 14709-14717 14846-14847 14991-14992 
15013-15024 15172-15173 15182-15183 15190-15191 
15218-15219 15243-15251 15253-15255 15257-15259 
15283-15286 15290-15291 15298-15299 15323-15324 
15336-15340 15344 15399 15412-15414 15530-15531 
15568-15572 15576-15577 15588-15589 15614-15616 
15631-15632 15699-15700 15766-15771 15855-15857 
15863-15870 15881-15885 15925-15931 15988-15990 
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16075-16079 16110-161 12 16137 16141-16143 16226- 
16227 16350-16351 16365-16366 16403-16407 16465- 
16466 16473-16481 16496-16497 16508-16511 16520- 
16529 16536-16539 16600 16602-16611 16619-16621 
16623-16625 16636-16637 16642 16652 16700-16701 
16704-16705 16716-16723 16836-16842 16875-16877 
16894-16896 1691 1-16912 16934-16939 16949-16953 
17036-17041 17105-17106 17116-17118 17124-17126 
17131-17132 17232 17242 17292-17296 17330-17332 
17335-17339 17451-17456 17571-17574 17857-17861 
17958-17962 18001-18003 18015-18016 18029-18030 
18136-18138 18400-18402 18405-18406 18421-18425 
18490-18491 18495-18501 18533-18537 18583-18584 
18625-18626 18629-18632 18644-18658 18668-18670 
18673-18677 18689-18693 18717-18726 18729-18732 
18745-18749 18759-18761 18771-18783 18789-18793 
18796 18802-18804 18806-18807 18811-18813 18822- 
18834 18839-18845 18856-18880 18882-18888 18897- 
18903 18915-18921 18923-18939 18941-18942 18944- 
18950 18955-18959 18964-18969 18975-18977 18993- 
18995 19005-19009 19013-19018 19029-19039 19049- 
19053 19055 19057-19058 19062-19083 19090 19096- 
19101 19134 19153 19207-19210 19213-19220 19226- 
19227 19251-19252 19254-19255 19260-19262 19266- 
19267 19295-19296 19306-19307 19316-19317 19345- 
19364 19370 19373-19374 19380-19400 19407-1941 1 
19415-19417 19422-19434 19438-19444 19454-19455 
19462-19463 19467-19486 19503 19526-19529 19536 
19560-19562 19564-19566 19586 19604-19607 19656- 
19657 19663-19668 19672-19673 19688 19693 19727- 
19748 19759-19767 19772-19808 19814-19815 19819- 
19822 19921-19929 19933-19939 19943-19946 19965- 
19967 19972-19980 20029-20043 20048-20063 20069- 
2007 1 20087-20094 20 1 06-20 110 2011 4-20 12020130 
20 1 33-20 1 48 20 1 5 1 -20 1 54 20 1 6 1 -20 1 64 20 1 67-20 1 7 1 
20182-20197 20208-20214 20235-20241 20244-20253 
20257-20262 20265-20270 20274-20278 20281-20282 
20289 20299 20305-20307 203 1 6 2032 1 -20324 20336- 
20341 20345-20354 20393-20405 2041 1 20414-20417 
20425-20431 20437-20474 20476-20479 20485-20494 
20505-20509 20514-20535 20554-20557 20559-20578 
20614-20619 20625-20630 20646-20648 20676-20681 
20683-20685 20698-20707 20710-20713 20718-20725 
20727-20734 20747-20751 20767 20788 20792-20797 
20806-20812 20836-20849 20863 20865 20871 20879- 
20880 20897-20900 20926 20929-20932 20938-20942 
20948-20949 20951 20963-20972 20977-20988 20999- 
2 1 004 2 1 0 1 5-2 1 020 2 1 027-2 1 045 2 1 060-2 1 066 2 1 072- 
21075 21 101-21 104 21 123-21 127 21 137-21 142 21 145- 
21151 21 157-21 169 21 171-21 174 21 181-21 193 21202- 
2120721 227-21 228 2 1 233-2 1235 2 1 237-2 1 266 2 1 277- 
21294 21301-21303 21351-21352 21377-21397 21408- 
2 1 409 2 1 434-2 1 439 2 1 446-2 1 453 2 1 463-2 1 465 2 1 467- 
2146921 480-2 1 482 2 1 485-2 1 49 1 2 1 529-2 1530 21587- 
21655 21881-21885 21 892-2 1 894 2 1 925-2 1 93 5 2 1 955- 
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2 1 968 21 971 -2 1 974 21 978-2 1 987 2 1 995-2 1 999 22003- 
2201 5 22019-22025 22030-22034 22040-22044 22047 
22050-22055 22060-22061 22070-22076 22098-22107 
22 1 20-22 1 27 22 1 35-22 1 38 22 1 4 1 -22 1 43 22 1 52-22 1 56 
22 160 221 65-221 75 22 1 87-22 1 92 22 1 95-22 1 98 22208- 
222 1 1 222 1 8-22226 22246-22249 2225 1 -22252 2226 1 - 
22276 22284-22289 22300-22302 223 1 0-223 1 8 22323- 
22328 22343-22350 22352-22356 22358-22359 22365 
22373 22383-22388 22409-22410 22495 22553-22559 
22571-22581 22607-22609 22625-22628 22634-22636 
22644-22651 22653-22654 22665-22667 22690 22700- 
22701 22730-22731 22760-22762 22768-22770 22805- 
22816 22821-22822 22843-22845 22857-22858 22881- 
22891 22899-22900 22911 22923-22924 22941-22950 
22952-22954 22969-22970 22973 22977 22980-22989 
22991-22994 22998 23046-23055 23059-23060 23063- 
23067 23070-23071 23094-231 1 1 23138-23140 23201- 
23202 23206-23209 23212-23215 23220-23221 23229- 
23233 23235-23236 23251-23256 23279-23281 23356- 
23360 23373-23377 23379-23385 23399 23415-23421 
23433 23473-23474 23486-23487 23489-23490 23492- 
23493 23495-23496 23506-23513 23519-23520 23543- 
23544 23555-23565 23599 23673-23674 23691 23704 
23726-23736 23760-23763 23771-23780 23798-23799 
23802-23805 23827-23833 23836-23837 23849-23852 
23878-23880 23890-23892 23959 23990-23992 24014- 
24018 24021-24025 24056 25213-25219 25279-25290 
25307-25308 25313 25331-25335 25340-25343 25347- 
25354 25383-25401 25403-25407 25534-25536 26024- 
26028 26195-26199 26205-26208 26237-26239 26248- 
26252 26258-26261 26266-26267 26273-26280 26285- 
26290 26305-26306 26327-26328 26337 26361-26365 
26369 26373-26374 26389-26393 26395 2641 1 26423 
26460-26463 26469-26470 26479-26545 26563-26566 
26603 26665-26666 26681-26683 26698-26699 26737 
26748-26754 26788-26789 26804-26805 26832 26843- 
26845 26850-26857 26860-26862 26876-26879 26882- 
26884 26980-26984 26988 27037-27038 27040-27043 
27052 27067-27070 27080-27090 27092 27129-27132 
27150-27151 27154-27155 27173-27174 27193-27200 
27209-27213 27229-27232 27247-27251 27269-27270 
27275-27276 27283-27287 27304-273 05 27343 27348- 
27353 27379-27380 27438 27501-27507 27510-2751 1 
27544-27545 27551-27554 27560-27564 27600-27601 
27636-27639 27649-27654 27662-27672 27700-27701 
27729-27739 27750-27754 27807-27808 27821-27822 
27861-27864 27896-27927 27986 27989-27990 28001- 
28003 28012-2801 7 28095-28096 28099-28100 28 1 08- 
28121 281 42-28 145 28 160281 86 28286 28290-28292 
2831 1-28313 28315-28316 28324-28345 28361-28362 
28421-28424 28426-28428 29265-29267 29278-29283 
29328-29337 29339-29340 29343-29345 29354-29357 
29508-29518 29594-29604 29718-29721 29919-29922 
29940-29953 29960-29961 30141-30142 30150-30156 
301 84-30 1 99 302 1 8-30220 30233-30235 30243-30252 
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30361-30368 


adult 
kidney 


GIBCO 


AKD001 


16 30 42-44 48-49 156 164 167 170-171 180-181 197-200 
202-203 255-256 260 282-284 302-318 329-330 332-335 
339 358-359 373-375 395 398-399 412-413 419-420422- 
429 458 46 1 -467 470-47 1 505 5 1 5-5 1 7 524-525 530-531 
619-620 635 661 664 694-695 706-707 716-722 779-782 
785-786 832-836 847-848 852-855 880-882 913 934-935 
938 981-985 1001-1003 1005 1028 1044-1045 1047 1071 
1092-1094 1097-10981123-1127 1169-1179 1203-1204 
1240-1241 1280-1282 1295-1297 1302-1303 1307 1312- 
1313 1346-1347 1414-1417 1431 1449-1450 1452-1454 
1456-1460 1467-1470 1483 1488-1489 1499 1569-1570 
1578-1585 1620 1626 1705-1714 1721-1722 1792-1794 
1912-1913 1915-1916 1918-1919 1925-1927 1947-1948 
1 980- 1 982 1 986- 1 987 1 990 2015-2018 203 1 -2032 2058 
2231-2232 2275-2276 2299 2383-2388 2404-2406 2423- 
2424 2471-2474 2570-2574 2599-2603 2649-2650 2695- 
2698 2802 2808-281 1 2820-2821 2871-2876 2883-2887 
2923-2924 2926 2934-2935 2967 2975-2977 2988-2989 
300 1 3006-3008 3020 3039 3078-3079 3090 31 12 3151- 
3154 3205-3207 3228 3255-3259 3271 3274-3277 3326- 
3331 3352 3365 3374-3377 3418-3422 3433 3466 3507 
3515-3517 3525 3606 3624 3671-3672 3686 3693 3708 
3729-3730 3768-3769 3789-3794 3809 3827-3828 3840- 
3852 3949-3953 409 1 -4095 4 1 24-4 1 26 42 1 3-42 1 4 4220 
4336 4342-43464413-4414 4424-4430 4441-4443 4469- 
4470 4515-4516 4531-4533 4542 4555-4556 4562-4568 
458 1 -4582 46 1 2-46 1 4 4640-4643 4785-4789 4857-486 1 
4868-4869 497 1 -4974 5092-5094 5 1 09-5 1 1 5 5 1 92 5269- 
5271 5311-5325 5335-5341 5370 5512-5521 5532-5533 
5538-5560 5569-5573 5641-5649 5695-5698 5700 5802- 
5807 5820-5822 5827-5828 5854-5855 5899-5902 5919- 
5921 5930-5936 5939-5941 5943-5945 5956-5957 5973- 
5975 5977-5978 5980-5984 6040-6042 6135-6136 6170 
6209-621 1 6235-6237 6300 6376 6378 6403-6405 6450- 
6453 6503-6510 6533-6535 6542-6543 6585-6592 6624 
6883 7209-7212 7214-7219 7258-7266 7275-7276 7299- 
7301 7447-7449 7576-7577 7604-7605 7609 761 1-7612 
7615-7621 7630-7636 7640-7642 7657-7659 7671-7687 
7693-7696 7701-7703 7726-7728 7737-7743 7745-7746 
7778-7786 7789-7804 7806-7808 7812-7818 7821 7891- 
7895 7898-7900 7906-7912 7921-7925 7972-7975 7978- 
7983 7990-7994 8002 8010-8012 8059-8063 8070 8074- 
8076 8079 8107-8108 81 13-81 14 8132-8136 8145-8156 
8 1 63 - 8 1 73 8 1 87-8200 82 1 6-82 1 8 8227-8229 823 4 8247- 
8248 8250 8253-8257 8263-8265 8297-8300 8310 8342 
8349-8364 8368-8369 8404-8406 8409-8415 8420-8421 
8449-8452 8461-8464 8487-8488 8497-8499 8502-8505 
8507-8508 8512-8515 8537-8550 8554-8555 8601-8603 
8607-8609 8612-8616 8688-8690 8751-8753 8758-8759 
8768-8770 8919-8933 8986-8994 9002-9004 9029-9036 
9043-9045 9072-9074 9084-9085 9267-9268 9306-931 1 
9321-9323 9337-9338 9343-9346 9366-9371 9391-9392 
9395-9396 9415-94199443-9444 9456-9458 9460 9472- 
9476 9478 9482-9488 9506-95 1 8 9522-9525 953 1 -9534 
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95 8 1 -9583 9585 9594-9602 96 1 7-9626 9659 9664-9665 
9676 9682-9683 9688 9729-973 1 9757-9767 9770-9771 
9786-9790 9794-9795 9799-9800 9826 9828-9834 9848- 
9852 9854-9855 9857-9861 9874-9895 9902-9908 9921- 
9924 9927-9928 9954-9955 9965-9988 9997-10009 
10012 10025-10026 10033-10037 10161-10172 10265- 
10277 10279-10280 10306 10326-10328 10449-10453 
10480-10482 10484-10487 10498-10503 10506-10507 
10513-10519 10531-10532 10543-10549 10588-10601 
10603-10606 10612-10623 10638-10644 10820-10821 
10870-10876 10881-10883 10907-10910 10913-10914 
10931-10933 10938 11010 11024-11025 11069-11070 
11123-11124 11158 11217-11219 11230-11249 11289- 
11290 11295-11296 11300-11307 11317 11326-11327 
11339-11350 11406-11407 11423-11426 11431-11432 
11476-11478 11493-11495 11544-11546 11553 11582- 
11583 11586-11602 11607-11609 11612-11639 11644- 
11648 11658-11661 1 171 1-1 1712 1 1715-1 1716 1 1 718- 
11720 11731-11734 11739-11740 11745-11748 11775- 
11776 11803-11808 11835-11836 11840 11842 11937- 
11938 12040-12041 12127-12130 12140 12149-12151 
12175-12176 12186-12189 12202-12208 12256-12262 
12374-12377 12470-12471 12477 12486-12518 12545- 
12546 12555-12561 12565-12568 12601-12602 12615- 
12618 12637 12642-32644 12653-12658 12666-12667 
12676-12678 12714-12715 12720-12723 12725-12727 
12755-12762 12774-12775 12782-12787 12872-12881 
12963-12964 12997-12999 13077-13079 13556-13562 
13592-13595 13603-13612 13638-13641 13668-13672 
13873-13875 13898 13918-13921 13930 13934-13936 
13954-13956 13999-14004 14023-14026 14044-14045 
14058-14059 14166-14168 14170-14172 14186 14192- 
14195 14236-14238 14264-14267 14314-14317 14344- 
14345 14355-14356 14459-14462 14604 14607-14609 
14626 14640-14642 14650-14651 14661-14662 14681- 
14682 14684-14685 14705-14706 14714-14717 14723- 
14724 14784 14789-14791 14809 15013-15018 15093- 
15096 15182-15183 15187-15191 15218-15219 15243- 
15248 15250-15251 15257-15259 15290-15291 15336- 
15340 15412-15414 15457-15459 15530-15531 15545- 
15546 15576-15577 15588-15589 15623-15626 15699- 
15700 15867-15868 15880-15885 15890-15895 15988- 
15990 16006-16015 16044-16046 16053-16058 16115- 
161 17 16121-16122 16130-16132 16141-16143 16152- 
16153 16168-16171 16174-16176 16233-16235 16238 
16315 16360-16361 16364-16366 16368-16372 16408- 
16409 16434-16437 16461-16464 16470-16478 16527- 
16529 16545 16558-16562 16583-16585 16602-16611 
16623 16636-16637 16642 16652-16655 16668-16674 
16683-16693 16700-16703 16716-16723 16800-16801 
16823-16826 16828-16831 16836-16842 16851-16853 
16878-16881 16894-16896 16913-16915 16934-16939 
17010-17014 17026-17028 17036-17037 17114 17131- 
17132 17145-17146 17153-17154 17156-17159 17238- 
17241 17244-17248 17251-17254 17297-17306 17330- 
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17332 17335-17339 17356-17358 17404-17408 17454 
17922-17923 17951-17952 17958-17963 18008-18009 
18015-18016 18029-18030 18069-18072 18400-18402 
18411-18418 18421-18425 18500-18501 18516-18518 
18527 18533-18534 18536-18537 18577-1 8578 1 8585- 
18617 18624-18626 18629-18637 18644-18650 18655- 
18661 18668-18681 18689-18693 18717-18726 18730- 
18732 18738-18756 18759-18769 18771-18772 18778- 
18783 18787-18793 18796 18802-18804 18806-18807 
18811-18813 18822-18834 18836-18838 18854 18856- 
18880 18882-18888 18894-18896 18899-18903 18919- 
18921 18923-18939 18947-18950 18964-18969 18975 
18989-18990 18996 19000 19005-19009 19012-19018 
19025-19028 19045-19048 19054 19057-19058 19062- 
19065 19071-19085 19096-19101 19106-19118 19134 
19138-19140 19142-19147 19153 19163-19201 19207- 
19220 19226-19227 19253-19255 19257 19260-19262 
19273 19306-19309 19316-19317 19345-19354 19361- 
19364 19368-19370 19372-19374 19385-19402 19407- 
1 94 11 1 94 1 5- 1 94 1 7 1 9422- 1 9434 1 944 1 - 1 9444 1 945 8- 
19461 19494-19496 19503 19512-19513 19515-19521 
19526-19531 19560-19562 19566-19578 19580-19582 
19586 19617-19619 19627 19656-19657 19667-19668 
19674-19678 19693 19698 19706-19710 19727-19732 
19736-19751 19759-19763 19772 19800-19808 19813- 
19815 19915-19918 19921-19929 19933-19946 19953- 
19957 19962-19963 19965-19967 19972-19981 20015- 
20017 20026-20027 20029-20043 20048-20052 20069- 
20071 20074-20079 20087-20102 20106-201 12 201 14- 
20120 20122-20127 20130 20133-20150 20161-20164 
20 1 67-20 1 94 20 1 98-20207 202 1 5-202 1 8 20229-2024 1 
20244-20253 20257-20262 20265-20270 20274-20278 
20289-20296 20299-20304 20317-20324 20328-20330 
20343-20348 20366-20368 20401-20405 2041 5-20420 
20425-20455 20469-20471 20482-20490 20501 20510- 
20535 20537-20545 20548-20557 20559-20578 20614- 
20619 20625-20630 20635-20636 20642-20665 20681 
20688 20698-20707 20710-20726 20733-20738 20747- 
20753 20758-20767 20788-20797 20806-2081 2 208 1 6- 
20818 20824-20849 20855-20867 20871 20879-20884 
20897-20900 20922-20928 20933-20935 20938-20943 
20952-20954 20963-20972 20977-20984 20999-21008 
21021-21023 21060-21066 21069-21100 21123-21127 
21137-21142 21145-21151 21171-21174 21176-21180 
21194-21198 21208-21210 21233-21235 21237-21240 
2 1 248-2 1252 21 256-2 1 266 2 1 272-2 1 294 2 1 297-2 1 298 
2 1 326-2 1 334 2 1 35 1 -2 1 355 2 1 377-2 1 397 2 1 405 2 1 428- 
2 1453 21458-2 1 46 1 2 1463-2 1 465 2 1 467-2 1 469 2 1 480- 
21482 2 1 485-2 1 49 1 2 1 495-2 1500 21 529-2 1530 21532- 
21533 2 1 554-2 1556 21 587-2 1 655 2 1 729-2 1 733 2 1 744- 
21747 21877-21885 21892-21894 2 1 9 1 1 -2 1 91 2 2 1 91 5- 
21921 21924 21929-21935 21939 21948-21950 21955- 
2196821 973-2 1 974 2 1 978-2 1 988 22000-220 15 22019- 
22025 22030-22034 22042-22044 22047 22056-22076 
22080-22086 22 1 01 -22 1 07 22 1 1 5-22 1 1 6 22 1 35-22 138 
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22141 -22 1 43 22 1 60 22 1 65-22 1 70 22 1 87-221 92 22 1 95- 
22 1 98 22208-222 1 1 222 1 8-22226 2223 1 -22235 22243- 
22250 22253-22255 22261-22264 22271-22289 22300- 
22302 22312-22318 22323-22328 22333-22335 22343- 
22350 22358-22359 22365-22371 22373 22377-22380 
22383-22392 22399-22408 22434-22435 22440-22448 
22455-22465 22495 22531-22533 22551-22558 22560 
22571-22581 22599-22602 22607-22609 22622-22628 
22634-22643 22653-22654 22661-22667 22671-22674 
22690 22700-22701 22726-22727 22730-22731 22760- 
22762 22768-22770 22775-22776 22781-22782 22794- 
22796 22805-22816 22821-22822 22828-22829 22838- 
22849 22852-22853 22857-22858 22899-22900 22925- 
22938 22948-22950 22952-22953 22955-22957 22973- 
22977 22991-22994 22999-23021 23026-23028 23046- 
23052 23059-23060 23063-23067 23070-23071 23098- 
23101 23117-2311923138-23141 23201-23202 23206- 
23209 23212-23215 23218-23222 23236 23240-23244 
23247 23249 23251 23261-23262 23328-23337 23343- 
23344 23356-23360 23373-23374 23382-23390 23396- 
23399 23415-23421 23425-23427 23433-23437 23439- 
23450 23470-23474 23486-23487 23489-23490 23492- 
23493 23495-23496 23508-23513 23543-23544 23555- 
23565 23718-23719 23726-23736 23761-23763 23771- 
23780 23793-23799 23802-23809 23816-23819 23827- 
23833 23839-23842 23845-23852 23871-23875 23890- 
23902 2391 1-23940 23959 23999-24001 24014-2401 8 
24021-24024 24056 24120-24129 24665 24772-24774 
25289-25290 25306 25314 25319-25321 25331-25335 
25342-25343 25370-25375 25383-25401 25410-25413 
25416-25417 25534-25536 25966-25968 26024-26028 
26196-26199 26205-26206 26237-26243 26252 26261 
26266 26270-26272 26305-26309 263 1 6-2632 1 26327 
26337 26341-26344 26358 26361-26365 26373-26374 
26389-26393 2641 1 26423 26448-26451 26460-26463 
26469-26470 26559-26560 26596-26601 26678-26680 
26698-26699 26737 26755-26756 26806 26828 26831 
26842-26843 26846-26849 26853-26857 26860-26862 
26873-26879 26980-26984 27012-27014 27028-27029 
27035 27044-27047 27050-27057 27091 27142-27146 
27156-271 57 271 73-27 1 74 27 1 84-27 1 87 27 1 93-27205 
272 1 8 27247-2725 1 27269-27270 27275-27276 27283- 
27287 27299-27305 27323-27325 27331-27333 27441- 
27444 27446-27449 27498-27507 27510-2751 1 27544- 
27545 27562-27563 27570-27571 27574-27577 27588 
27593-27594 27600-27615 27636-27639 27649-27654 
27662-27672 27698-27701 27726-27743 27750-27756 
27814-27818 27821-27822 27825-27826 27861-27868 
27896-27928 27943-27947 27989-27990 28008-2801 1 
28050-28059 28097-28100 28105-28122 28142-28145 
28186 28204-28209 28263-28268 28272-28276 28286 
28290-28292 283 1 1 -283 1 3 2836 1 -28364 28424 28426- 
28428 28446-28448 29265-29267 29278-29283 29328- 
29331 29339-29340 29354-29357 29371-29375 29432- 
29435 29451-29452 29746-29761 29940-29955 29958- 
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29961 30085-30087 30141-30142 30150-30156 30195- 
30199 30218-30220 30224-30232 30361-30368 


adult 
kidney 


Invitroge 
n 


AKT002 


136-138 255-256 333-335 414-418 543-545 553-554 576- 
578 665-666 716-717 847-848 913 919-922 981-985 1034 
1071 1086-1087 1097-1098 1123-1127 1158-1161 1298 
1312-1313 1346-1347 1461-1463 1569-1570 1692-1693 
1 980- 1 982 20 1 5-20 1 8 2209-22 1 0 2255-2256 247 1 -2474 
2540-2541 2675-2678 3006-3008 3271 3276-3277 3374- 
3377 3435-3440 3452-3453 3507 3789-3794 3834-3835 
3840-3854 3949-3953 4 1 22-4 1 23 4 1 60-41 62 4486-4487 
4515-4516 4562-4568 4660-4662 4785-4789 4795-4809 
4971-4974 5149-5150 5331-5332 5510 5700 5932-5936 
5980-5984 6140-6143 6166-6168 6235-6237 6335-6336 
6403-6404 6533-6535 6570-6571 6656-6661 7008-7010 
7209-7212 7216-7219 7536-7541 761 1-7612 7643-7647 
7657-7659 7742-7743 7784-7786 7795-7797 7815-7818 
7924-7925 7972-7975 7978-7983 8008-8012 8017-8019 
8046 8059-8063 8079 8 1 42-8 15181 87-8200 82 1 1 -82 1 3 
8216-8218 8310 8342 8368-8369 8512-8513 8526-8535 
8543-8550 8554-8555 8936-8938 8982-8983 9036 9072- 
9074 9337-9338 9369-9371 9391-9392 9456-9458 9475- 
9476 9487-9488 9558 9563-9566 9585 9594-9602 9617- 
9626 9735-9742 9759-9762 9828-9832 9851-9852 9916- 
9920 9946 9989-9992 10015-10019 10277 10449-10457 
10520-10530 10588-10594 10600-10601 10603-10606 
10886-10889 11010 11217-11219 11300-11301 11476- 
11478 11544-11545 11603-11606 11658-1 1659 11715- 
11716 11731-11734 11772-11774 11835-11836 11842 
11873-11875 11937-11938 12121-12126 12131-12132 
12140 12149 12186-12189 12374-12377 12545-12546 
12560-12561 12578-12580 12593-12596 12598 12637 
12723-12727 12796-12798 12968-12969 12984-12985 
12997-12999 13585-13588 13592-13595 13627-13631 
13638-13641 13665 13925-13926 13954-13956 14023- 
14026 14299-14301 14604 14684-14685 14721-14724 
14784 15243-15248 15257 15326-15328 15545-15546 
15576-15577 15588-15590 15593-15601 15623-15626 
15863-15866 16075-16079 16096-16097 16345-16349 
16392-16394 16545 16642 16833-16835 16934-16937 
17026-17028 17238-17241 17251-17261 17335-17339 
17454-17456 18411 18423-18425 18527 18533-18534 
18585-18586 18625-18626 18633-18637 18671-18672 
18717-18718 18730-18732 18759-18761 18771-18776 
18778-18780 18790-18793 18796 18802-18804 18822- 
18824 18839-18841 18906-18907 18919-18921 18934- 
18935 18944-18945 19045-19053 19057-19061 19134 
19207-19208 19254-19255 19283-19294 19351-19354 
19362-19364 19368-19370 19390-19402 19407-19411 
19461 19494-19496 19503 19560-19562 19567-19578 
19656-19657 19667-19668 19727-19735 19814-19815 
19924-19925 19938 19953-19957 2001 5-2001 7 20026- 
20027 20029-20043 20087-20094 20099-20102 20122- 
20127 20130 20146-20148 20161-20166 20182-20194 
20200-20207 20241 20257-20262 20265-20270 20279- 
20280 20290-20296 20328-20330 204 1 2-204 1 3 2042 1 - 
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20424 20432-20446 20456-20468 20472-20474 20511- 
20513 20536 20542-20545 20614-20619 20676-20680 
20708-20709 20712-20713 20747-20753 20827-20849 
20855-20862 20901 20922-20923 20926-20928 20943 
20952-20954 20999-2 1 004 2 1 032-2 1 045 2 1 060-2 1 061 
21088-21096 21 145-21 148 21 157-21 169 21 194-21 196 
21211-21212 21229-21232 21237-21240 21267-21271 
21326-21333 21377-21397 21410-21416 21446-21450 
2 1 467-2 1 469 2 1 495-2 1 500 2 1 647-2 1 655 2 1 729-2 1 733 
2 1 9 1 7-2 1 92 1 2 1 962-2 1 966 2 1 978-2 1 988 22007-220 1 5 
22019-22025 22062-22069 22074-22076 22092-22094 
22 1 4 1 -22 1 43 221 60 22 1 69-22 1 70 22 1 87-22 1 92 2227 1 - 
22276 22309-22313 22318 22343-22346 22495 22553- 
22558 22571-22581 22599-22602 22637-22643 22661- 
22662 22730-22731 22768-22770 22838-22842 22859- 
22860 22954 23047-23050 23070 23074-23076 23084 
23212-23215 23258-23260 23386-23390 23419 23433 
23473-23474 23543-23544 23692-23693 23726-23730 
23761 23765-23767 23793-23797 23839-23840 23849- 
23860 23862-23864 23890-23902 23906-23910 24035- 
24040 24665 25258-25278 25410-25413 25583-25593 
25966-25968 26024-26028 26205-26206 26237-26239 
26266 26280 26327 26337 26361-26365 26373-26374 
26557 26607-26609 26879 27035 27053-27057 27269- 
27270 27299-27301 27304-27305 27544-27545 27589- 
27594 27636-27639 27729-27739 27799-27802 27816- 
27818 27989-27990 27992-27994 28225-2823 1 28424 
28426-28428 28573-28578 29278-29283 29718-29721 
29960-29961 30085-30087 


adult lung 


GIBCO 


ALG001 


112 156 197-200 227-230 273-278 310-314 332 373-374 
419-420 459-460 505 524-525 532-533 549 576-578 635 
669 692-693 716-717 845-848 891 919-922 945-946 1028 
1064-1066 1071 1136-1139 1158-1161 1235-1237 1307 
141 1-1413 1431-1435 1705-1714 1721-1722 1792-1794 
1879-1880 1986-1987 2072 2202-2203 2299 2306 2599- 
2603 2886-2887 2975-2977 3195-3197 3273-3275 3281- 
3282 3433 3487-3503 3550-3554 3686 3731-3732 3820- 
3821 3840-3852 4489-4493 4612-4614 4720-4725 5057- 
5059 5335-5336 5557-5560 5801-5804 5846 5919-5921 
6170 6400 6405 6791-6794 7056-7057 7209-7212 7536- 
7541 7654-7655 7660-7665 7693-7694 7742-7743 7747- 
7751 7806-7808 7812-781 8 7988 8079 8263-8265 8339- 
8341 8349-8360 8368-8369 8430-8433 8466-8476 8497- 
8499 8510-851 1 8688 8917-891 8 9072-9074 9306-931 1 
9340-9342 9408-9414 9456-9458 9531 9615-9616 9815- 
9820 9835-9840 9851-9852 9874-9895 9899-9901 9989- 
9992 10017-10019 10038-10040 10277 10306 10498- 
10503 10520-10522 10550 10592-10594 10603-10606 
10759-10764 10873-10875 10895-10898 10980-10985 
11123-11124 11212-11216 11339-11344 11359-11369 
1 1372-1 1396 1 1399-1 1402 1 1423-1 1426 1 1431-1 1432 
11473-11474 11476-11478 11495 1 1578 1 1609 1 1658- 
1 1 659 1 1 669- 1 1 67 1 1 1 7 1 1 - 1 1 7 1 2 1 1 73 1 - 1 1 734 1 1 809 
12140 12150-12151 12186-12189 12241-12244 12258 
12374-12377 12470-12471 12519-12540 12555-12559 
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12565-12568 12637 12642-12644 12796-12798 12872- 
12881 13563-13564 13592-13595 13885-13887 13954- 
13956 14044-14045 14058-14059 14103 14170-14172 
14546-14549 14650-14651 14681-14682 14784 14846- 
14847 15093-15096 15182-15183 15216 15218-15219 
15290-15291 15302-15303 15326-15328 15406-15411 
15496-15525 15530-15531 15699-15700 15880 15988- 
15990 16044-16046 16053-16058 16106 16233-16235 
16418-16421 16473-16478 16508-16511 16545 16550- 
16557 16570-16573 16576-16577 16636-16637 16642 
16652 16661 16812-16814 16894-16896 17038-17041 
17070-17071 17232 1 7268-17274 1 7330-17332 1 7571- 
17574 17857-17861 17963 18001-18003 18015-18016 
18029-18030 18136-18138 18412-18418 18421-18425 
18492-18494 18500-18501 18527 18533-18534 18536- 
18537 18633-18637 18691-18692 18745-18749 18757- 
18758 18771-18772 18789 18796 18822-18834 18836- 
18838 18856 18904-18905 18976-18977 18993-18995 
19057-19058 19062-19065 19071-19073 19154-19155 
19251-19255 19283-19294 19355-19360 19362-19364 
19370 19373-19374 19401-19402 19415-19417 19422- 
19434 19442-19444 19515-19521 19560-19562 19566 
19598-19601 19693 19699-19710 19727-19742 19772 
19813-19815 19819-19822 19855-19856 19943-19946 
19962-19963 20029-20043 20087-20094 20146-20148 
20161-20164 20167-20171 20241 20289 20317-20320 
2041 5-20420 20437-20440 20472-20474 20476-20479 
20485-20490 20501 20505-20509 20554-20557 20559- 
20562 20631-20634 20649-20652 20681 20683-20685 
20698-20707 20714-20717 20726 20733-20734 20752 
20758-20767 20824-20843 20855-20863 20881 20897- 
20900 20929-20932 2099 1 20999-2 1 004 2 1 02 1 -2 1 023 
21072-21087 21122 21 133-21 135 21157-2116921 171- 
21174 21233-21235 21241-21247 21 256-21 262 2 1 277- 
21280 21284-21294 21297-21298 21351-21352 21403- 
2 1 404 2 1 447-2 1 453 2 1 492-2 1 500 2 1 529-2 1530 21554- 
2155621 647-2 165521 744-2 1 747 2 1 892-2 1 894 2 1 9 1 5- 
2 1 9 1 6 2 1 97 1 -2 1 972 2 1 978 2 1 989-2 1 993 22003-220 1 5 
22020-22025 22047 22056-22059 22070-22073 22101- 
22 1 07 22 1 65-22 1 70 22 1 87-22 1 92 22 1 95-22 1 98 22208- 
2221 1 22246-22249 22277-22289 22303-22308 22312- 
22313 22343-22350 22358-22359 22365 22373 22409- 
22410 22455-22465 22495 22553-22558 22622-22624 
22634-22636 22644-22651 22665-22667 22675-22677 
22700-22701 22750-22759 22794-22796 22810-22816 
22838-22842 2291 1 22923-22924 22952-22953 22991- 
22994 23046 23059-23060 23070 23074-23076 23229- 
23233 23235 23242-23244 23251 23328 23343-23344 
23356-23360 23382-23390 23409-2341 1 23433 23470- 
23472 23492-23493 23508-2351 1 23543-23544 23761 
2394 1 -23956 23999-2400 1 2401 4-240 18 241 20-24 1 25 
2448 1 -24490 24665 24772-24774 2531 9-2532 1 25370- 
25372 25416-25417 26024-26028 26196-26199 26237- 
26239 26266 26316-26321 26327 26361-26365 26430 
26788-26789 26860-26862 26879 26988 27052 27142- 
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27146 27193-27200 2721 8 27247-27251 27269-27270 
27493-27495 27504-27507 27544-27545 27600-27601 
27700-27701 27755-27756 27821-27822 27825-27826 
27861-27864 27989-27990 28008-2801 1 28142-28145 
28286 28416-28417 29278-29283 29328-29331 29343- 
29345 29352-29353 29960-29961 30141-30142 30224- 
30232 30361-30368 


lymph 
node 


Clontech 


ALN001 


167 170-171 180-181 302 332 395 425-427 505 635 670- 
671 849-851 919-922 973-987 998-1000 1028 1047 1086- 
1087 1232-1234 1259-1262 1273-1279 1307 1456-1460 
1499 1569-1570 1667-1668 1705-1714 1879-1880 1943 
2063-2065 2 1 26-2 1 29 2272-2274 2404-2406 2409 2471 - 
2474 2533 3151-3154 3322-3323 3377 346 1 -3463 35 1 2- 
3514 3737 3822 3834-3835 3879-3880 4255 4555-4556 
4562-4568 5335-5336 5572-5573 5580 5650-5651 5802 
5805-5807 5910-591 1 6403-6404 6832-6850 7216-7219 
7447-7449 7643-7647 7654-7655 7697 7744-7746 7757- 
7759 7763-7770 7890 7972-7975 7978-7985 8010-8012 
8342 8698-8700 9043-9045 9306-931 1 9475-9476 9487- 
9488 9531 9615-9616 9780-9781 9916-9920 10273- 
10274 10306 1 1 123-1 1 124 1 1295-1 1296 1 1339-1 1344 
11431-11432 11476-11478 11538-11540 11607-11608 
11696 11780-11782 11835-11836 12140 12150-12151 
12374-12377 12545-12546 12615-1261 8 12642-12644 
12723 12760-12762 12782-12784 12796-12798 12872- 
12881 13077-13082 13592-13595 13906 14304-14305 
14546-14549 15182-15183 15190-15191 15290-15291 
15545-15546 15548-15550 15576-15577 15699-15700 
16044-16046 161 10-161 12 16284-16289 16370-16374 
16536-16538 16545 16609-16611 16628-16631 16636- 
16637 16642 16652 16954-16961 17046-17057 17131- 
17132 17330-17332 17454-17456 17958-17962 18015- 
18016 18029-18030 18405-18406 18411 18533-18534 
18579-18581 18617 18719-18726 18750-18758 18771- 
18772 18778-18780 18789 18805 18811-18813 18822- 
18824 18836-18838 18846-18853 18899-18903 18975 
18996 19018 19062-19065 19090 19122-19131 19138- 
19140 19154-19155 1921 1-19212 19274 19283-19294 
19370 19380-19384 19390-19394 19401-19402 19415- 
19417 19442-19444 19503 19526-19529 19688 19693 
19706-19708 19743-19751 19813-19815 19915-19918 
19921-19923 19948-19949 19972-19980 20048-20052 
20066-20068 20 1 06-20 1 1 0 20 1 6 1 -20 1 64 20 1 72-20 1 79 
20182-20188 20235-20240 20257-20262 20437-20440 
20558 20563-20567 20767 20924-20925 20938-20942 
2 1 027-2 1 03 1 2 1 233-2 1 235 2 1 277-2 1280 2 1377-2 1 402 
2 1 480-2 1 482 2 1 495-2 1 500 2 1 529-2 1 530 2 1 587-2 1 646 
2 1 978-2 1 982 22 1 1 5-22 1 1 6 22 1 4 1 -22 1 43 22 1 60 22277- 
22283 22312-22313 22336-22342 22358-22359 22373 
22455-22465 22644-22651 22668 22690 22700-22701 
22732-22735 22737-22739 22823-22827 22838-22842 
23046 23070 23074-23076 23098-23101 23237-23239 
23379-23381 23433 23448-23450 23473-23474 23486 
23492-23493 23495-23496 23508-23509 23526-23531 
23761 23802-23805 23999-24001 24014-24018 24772- 
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24774 25085-25090 25319-25321 25383-25401 26024- 
26028 26237-26239 26266 26338 26341-26344 26373- 
26374 26479-26545 26755-26756 26855-26857 271 13 
271 47-27 1 49 27 1 58-27 1 63 27 1 77-27 1 78 27203-27206 
2721 8 27245-27246 27269-27270 27283-27287 27304- 
27305 27510-2751 1 27562-27563 27600-27601 27636- 
27639 27814-27815 27825-27826 27861-27864 27989- 
27990 28 1 42-28 145 28157-28159 28449 29328-2933 1 
29339-29340 2945 1 -29452 29940-29949 30 1 41 -30 1 42 
30150-30156 


young 
liver 


GIBCO 


ALV001 


10-14 165-166 170-171 202-203 218-219 324-325 332 
461-463 534-535 582-584 674-676 847-848 900-904 
1035-1037 1058-1060 1123-1127 1346-1347 1431 1470 
1478 1527-1528 1705-1714 1778-1779 1908-1909 1967 
1980-1982 2015-2018 2284-2298 2570-2574 2599-2603 
3255-3259 3276-3277 3374-3376 3507 35 12-3514 3518- 
3520 4091-4095 4160-4162 4273-4274 4343-4346 4370- 
4371 4515-4516 4562-4568 4600-4601 4640-4643 4857- 
4861 5152-5153 5335-5336 5370 55 12-5516 55 19-5521 
5572-5573 5899-5902 5997-6000 6011-6021 6400 6572- 
6574 6585-6592 6791-6794 7209-7212 7214-7215 7258- 
7263 7426-7442 7536-7541 7630-7636 7648-7653 7671- 
7673 7681-7687 7701-7703 7742-7743 7778-7783 7798- 
7805 7815-7818 7930-7932 7947-7948 7995-7997 8017- 
8019 8079 8113-8114 8145-8151 8157-8159 8187-8200 
8242-8246 8250 8342 8349-8350 8377-8379 8434-8452 
8461-8464 8497-8499 8502-8503 8512-8513 8543-8550 
8554-8555 8607-8609 8689-8690 8758-8759 8762-8766 
9317-9318 9391-9392 9395-9396 9460 9475-9476 9478 
9522-9525 9531 9558 9561-9562 9585-9589 9617-9626 
9719-9722 9829-9832 9848-9850 9854-9855 9874-9895 
9902-9904 9929-9935 9965-9968 9984-9985 10167- 
10172 10265-10267 10277 10484-10487 10520-10522 
10588-10591 10907-10912 10936-10937 10966 11314- 
11315 11406-11407 11431-11432 11468-11472 11495 
11741-11742 11803-11804 1 1840 1 1890-1 1891 12140 
12173 12177-12181 12637 12723 12829-12830 12948- 
12962 13077-13079 13638-13641 13865-13866 13873- 
13875 13999-14003 14054-14056 14692-14693 14784 
14789-14791 15011-15012 15019-15024 15096 15182- 
15183 15218-15219 15243-15248 15250-15251 15290- 
15291 15381-15385 15406-15407 15412-15414 15530- 
15531 15548-15550 15576-15577 15588-15589 15591- 
15592 15863-15866 16168-16171 16177-16181 16365- 
16366 16484-16486 16545 16550-16552 16601 16636- 
16637 16642-16648 16652 16702-16703 16710-16712 
16752-16753 16851-16853 16878-16881 16894-16896 
16913-16915 16934-16937 17026-17028 17284-17285 
17330-17332 17857-17861 17955 18001-18003 18029- 
18030 18069-18072 18207-18210 18421-18422 18500- 
18501 18527 18536-18537 18642-18643 18668-18677 
18719-18722 18730-18732 18745-18758 18761 18773- 
18777 18789 18796 18829-18834 18857-18880 18906- 
18907 18925-18933 18942 18955-18959 18976-18977 
19029-19035 19221-19222 19224-19225 19228-19229 
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19274-19279 19306-19307 19316-19317 19345-19349 
19370 19387-19389 19395-19402 19422-19431 19512- 
19513 19567-19573 19586 19598-19601 19617-19619 
19663-19666 19670-19673 19706-19708 19727-19732 
19736-19748 19759-19763 19814-19815 19819-19822 
19919-19920 19943-19946 20029-20043 20087-20094 
201 33-20148 201 5 1 -20 1 54 20 1 6 1 -20 1 64 20 1 89-20 1 94 
20208-20218 20241 20253 20265-20273 20286-20287 
20299 20349-20354 2041 1 20425-20426 20432-20446 
20469-20471 20547 20554-20557 20559-20562 20575- 
20578 20614-20619 20635-20636 20646-20652 20666- 
20671 20676-20680 20688 20712-20713 20718-20725 
20753 20758-20766 20792-20797 20819-20821 20827- 
20843 20868-20870 20897-20900 20938-20942 20999- 
2 1 004 2 1 027-2 1 03 1 2 1 062-2 1066 21 076-2 1 096 2 1 1 70- 
21 174 21202-21210 21241-21247 21256-21262 21277- 
2 1 283 2 1 297-2 1 298 2 1 326-2 1 334 2 1 359-2 1 360 2 1 434- 
2 1 439 2 1 447-2 1 450 2 1 463-2 1465 21 470-2 1476 21516- 
2 1 528 2 1 647-2 1 655 2 1 877-2 1 880 2 1 925-2 1 928 2 1 962- 
2 1 966 2 1 973-2 1 974 2 1 978-2 1 982 22000-22002 22007- 
22015 22020-22025 22030-22034 22040-22044 22084- 
22086 22 1 0 1 -22 1 07 22 1 60 22 1 65-22 168 221 87-22 1 92 
22261-22270 22284-22289 22303-22309 22333-22335 
22343-22346 22351 22365 22495 22534-22539 22571- 
22581 22607-22609 22655-22657 22661-22664 22675- 
22677 22680-22684 22690 22794-22796 22805-22816 
22948-22950 22971 22991-22994 23057-23058 23212- 
23215 23229-23233 23379-23381 23415-23419 23433 
23473-23474 23483-23485 23492-23493 23508-2351 1 
23519-23520 23543-23544 23673-23686 23700-23701 
23761 23771-23780 23800 23878-23880 23893-23902 
24014-24018 24021-24024 24481-24490 25085-25090 
25306 253 19-25321 25347-25354 25374-25375 25416- 
25417 26024-26028 26196-26199 26205-26206 26221- 
26223 26237-26239 26260 26327 26347-26348 26373- 
26374 26423 26469-26470 26788-26789 26843 26853- 
26854 26860-26865 26873-26875 26879 26882-26884 
27044-27047 27052 27 1 73-27 1 74 27 1 80-27 1 88 27 1 93- 
27200 27269-27270 27340-27342 27498-27503 27544- 
27545 27649-27654 27729-27739 27750-27754 27809- 
278 1 1 278 1 4-278 1 5 27989-27990 28099-28 1 00 28 1 86 
28286 28424 29328-29331 29343-29345 29940-29949 


adult liver 


Invitroge 
n 


ALV002 


77 170-171 255-256 318 398-399 553-554 619-620 716- 
717 901-904 912 969-971 1001-1003 1080-1081 1097- 
1098 1 120-1 121 1 123-1 127 1 136-1 139 1205-1206 1273- 
1279 1307 1432-1435 1438-1439 1499 1520 1678-1680 
1688-1689 1691 1705-1714 1838 1923-1924 2015-2018 
2086-2087 2570-2574 2690 2871-2873 3203 3374-3377 
3468-3471 3512-3514 3555-3558 3686-3691 3840-3852 
3925-3930 3934-3935 3949-3953 4151-4155 4441-4443 
453 1-4533 4543-4545 4555-4556 4863-4864 4874-4889 
4979-4981 5080-5081 5285-5287 5808-5812 5973-5975 
5980-5984 6135-6136 6488-6489 6638-6639 6791-6794 
7275-7276 7279-7282 7374 746 1 -7464 76 1 5-76 1 7 7648- 
7653 7671-7673 7681-7687 7771 7787-7788 7795-7797 
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7972-797 '5 80 1 7-80 1 9 8084-8085 8094 8107-8108 81 13- 
81 14 8187-8200 8227-8232 8242-8246 8310 8323-8325 
8342 8347-8348 8434-8448 8507-8508 8512-8513 8576- 
8582 8733-8737 9072-9074 9264-9265 9306-931 1 9317- 
93 1 8 9454-9455 9475-9476 9529-953 1 9594-9602 961 7- 
9626 9757-9767 9794-9795 9828 9899-9901 9927-9928 
9953 9956-9957 9969-9980 9984-9985 10015-10016 
10262-10267 10451-10453 10498-10503 10550 10595- 
10599 10603-10606 10624-10626 10835-10839 10870- 
10872 10881-10883 10913-10914 1 1046-1 1047 1 1212- 
11219 11544-11545 1 1563-1 1564 1 1574-1 1576 1 1612- 
11639 11651-11655 11669-11671 11757-1 1758 1 1835- 
11836 11901-11905 11921-11930 12150-12151 12190- 
12191 12206-12208 12486-12518 12673-12678 12707- 
12711 12725-12727 12829-12830 12944-12962 12965- 
12972 13505-1351 1 13531-13535 13576-13579 13603- 
13605 13632-13633 13638-13641 13668-13672 13937- 
13938 14048-14053 14061-14063 14137-14138 14264- 
14269 14283-14288 14604 14650-14651 14683 14720 
14789-14791 14981-14983 15182-15183 15243-15248 
15412-15414 15576-15577 15588-15589 15614-15616 
15661-15663 15688-15694 15863-15866 15988-15996 
16365-16366 16536-16538 16545 16570-16573 16602- 
16608 16642-16648 16652 16798 17026-17028 17112 
17131-17132 17238-17241 17335-17339 17454 17487- 
17488 17791-17799 18015-18016 18023 18136-18138 
18421-18422 18642-18650 18655-18658 18750-18756 
18773-18776 18796 18806-18807 18829-18834 18839- 
18845 18904-18905 18919-18921 18925-18933 19062- 
19065 19096-19101 19207-19208 19213-19220 19271- 
19272 19274-19279 19308-19309 19316-19317 19351- 
19354 19368-19370 19385-19386 19390-19394 19422- 
19431 19442-19444 19458-19460 19503 19514-19521 
19566 19586 19617-19619 19663-19666 19670-19671 
19709-19710 19733-19735 19757-19763 19772 19915- 
19918 19939 19943-19946 19953-19957 20128-20130 
20133-20136 20146-20148 20157-20160 20200-20207 
20231-20234 20241 20263-20264 20271-20273 20286- 
20287 20289 20363-20368 20406-20407 20432-20446 
20469-20471 20485-20490 20514-20520 20524-20535 
20559-20568 20635-20636 20646-20648 20712-20717 
20727-20734 20747-20751 20758-20766 20789-20791 
20816-20818 20822-20823 20836-20843 20855-20857 
20871 20897-20900 20943 20948-20949 20999-21008 
21027-21031 21088-2109621105-21111 21133-21135 
2 1 1 7 1 -2 1 1 74 2 1 1 94-2 1 1 96 2 1 208-2 1 2 1 0 2 1 248-2 1 252 
21281-21283 21297-21298 21326-21334 21377-21397 
21410-21414 21447-21453 21467-21476 21485-21491 
21718-21724 21788-21799 21911-21912 21917-21921 
22007-22015 22030-22034 22047 22074-22076 221 17- 
221 19 22160 22265-22276 22284-22289 22303-22309 
22323-22328 22333-22335 22343-22346 22351 22357 
22495 22534-22539 22551-22552 22559 22571-22581 
22607-22609 22625-22628 22632-22633 22644-22651 
22661-22662 22680-22684 22730-22731 22833-22834 
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23 1 25-23 136 23279-23281 2341 5-23419 23475-23479 
23492-23493 235 1 5-235 1 8 23543-23544 23673-23674 
23682-23686 23690 23761 23771-23780 23793-23797 
23839-23840 23845-23848 23878-23880 23890-23902 
23999-24001 24005-2401 8 25085-25090 25279-25288 
25319-25321 25323-25325 25340-25341 25347-25354 
25374-25375 254 1 6-254 1 7 26024-26028 26 1 96-26 1 99 
26248-26251 26273-26279 26338 26347-26348 26350- 
26352 26610-26614 27239 27384-27385 27438 27446- 
27451 27498-27500 27544-27545 27600-27601 27636- 
27639 27649-27654 27861-27864 27983 27995-27997 
28004 28050-28059 28087-28091 28099-28100 28142- 
28147 28272-28276 28416-28424 28426-28428 28882- 
28887 29332-29337 29354-29357 29427-29431 29938- 
29939 29950-29953 30085-30087 


adult liver 


Clontech 


ALV003 


5370 8434-8448 9382 9475-9476 1 1 123-1 1 124 13638- 
13641 18829-18834 19148 19221-19222 19275-19279 
19667-19668 19921-19923 23419 26327 26843 27269- 
27270 30141-30142 


adult 

ovary 


Invitroge 


AOV001 


3-4 10-14 16 30 48-49 51-52 144-145 156 170-171 177- 
178 180-181 192 195-200 221 227-230 251-252 255-256 
273-280 307-308 315-316 324-325 329-330 332 360-361 
367 373-374 395 400 404-407 412-413 419-420 425-427 
464-467 470-471 515-517 524-525 528 534-535 540-547 
549 573-575 582-584 635 637 669 677 680-684 689-699 
716-722 785-786 832-836 845-848 852-855 860-863 868- 
875 878-882 90 1 -904 913 91 9-922 934-935 964 969-97 1 
981-985 1001-1004 1040-1041 1047 1072-1073 1092- 
1094 1097-1098 1101-1106 1108-1139 1158-1161 1199- 
1200 1246 1259-1265 1273-1279 1291-1306 1308-1313 
1359 1371-1375 1388-1401 1408-1419 1422-1423 1430- 
1437 1440-1448 1451 1453-1454 1467-1470 1474 1478 
1483 1499-1502 1618 1620 1626 1667-1668 1678-1687 
1705-1714 1721-1722 1778-1779 1840 1851 1866-1872 
1899-1900 1912-1913 1915-1916 1925-1927 1967 1986- 
1987 2015-2018 2030 2033-2034 2036 2072 2197-2198 
2202-2203 2222-2226 2234-2235 2272-2276 2299 2306 
2404-2406 2428-2431 2469-2474 2513 2516 2525-2528 
2540-2541 2570-2574 2585-2586 2656-2658 2663-2665 
2774-2775 2814-2815 2846 2852-2853 2871-2873 2888- 
2910 2916 2918-2919 2923-2924 2926 2934-2935 2948- 
2949 2951-2955 2975-2977 2988-2989 3006-3008 3023- 
3025 3037-303 8 3094-3096 3 1 05-3 1 06 3 1 26-3 1273151- 
3 1 54 3 1 82-3 1 87 3 195-3 197 3205-3207 3255-3259 3268- 
3269 3271-3272 3276-3279 3290 3306-3308 3310-331 1 
3322-3323 3326-3331 3336-3337 3345 3374-3376 3433- 
3434 3454 3464-3466 3468-3471 3477-3478 3507 3512- 
3520 3526-3529 353 1-3534 3550-3560 3565-3588 3624 
3675-3676 3686-3691 3693 3731-3732 3768-3769 3789- 
3809 3834-3835 3840-3852 3860 3939-3941 3949-3953 
4067-4076 4 1 22-4 1 26 4 1 34-4 1 36 4 1 5 1 -4 1 62 4220-4238 
4413-4415 4441-4443 4450 4483-4485 4512-4516 4531- 
4533 4542 4555-4556 4562-4576 4581-4582 4600-4601 
4608-4614 4623-4639 4683-4684 4700 4780-4781 4785- 
4789 4795-4809 4819-4823 4857-4861 4868-4869 4950- 
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SEQ ID NOS: 








4951 4958-4959 4971-4974 4980-4981 4984-4985 5057- 
5059 5080-5082 5092-5094 5 1 09-5 115 51 49-5 1 50 5 1 92 
5253-5266 5269-5271 5285-5287 5335-5336 5364 5371 
5384-5386 5480-5482 5495-5496 5499-5501 5517-5521 
5525-5526 5557-5560 5572-5573 5581-5583 5591-5592 
5652-5654 5695-5698 5700 5703-5704 5710-571 1 5744- 
5747 5765 5802 5824 5827-5846 5849 5854-5858 5898- 
5922 5939-5941 5943-5948 5953-5954 5973-5975 5980- 
5984 5986-5989 6 1 35-6 1 36 6 1 40-6 1 43 6 1 63-6 1 68 6235- 
6237 6282-6283 6335-6336 6386 6403-6405 6452-6453 
6461-6483 6523-6526 6533-6535 6551-6567 6623 6657- 
666 1 679 1 -6794 6853-6854 6932-6938 7056-7057 7 1 87- 
7190 7192-7193 7209-7212 7216-7219 7245-7248 7256- 
7271 7283-7298 7360-7361 7421-7423 7426-7442 7534- 
7541 7554-7555 7576-7577 7580-7597 7604-7605 7608 
7611-7612 7615-7617 7620-7621 7624-7629 7643-7647 
7654-7656 7660-7665 7671-7673 7678-7689 7693-7703 
7726-7727 7742-7743 7745-7751 7778-7786 7789-7797 
7802-7805 7815-7818 7821-7822 7824-7825 7890-7901 
7904-7912 7917-7918 7924-7925 7953-7955 7957 7968- 
7971 7976 7978-7985 7988-7994 8002 8008-8012 8017- 
8020 8025-8026 8041-8042 8049-8056 8069 8074-8076 
8079 8084-8085 8090-8093 8132-8136 8142-8156 8162 
8178-8185 8187-8200 8216-8218 8227-8232 8234 8247- 
8248 8253-8257 8263-8265 8297-8300 8313-8314 8339- 
8344 8347-8360 8363-8364 8368-8369 8383-8389 8404- 
8406 8415 8420-8425 8430-8433 8449-8452 8461-8464 
8487-8488 8497-8499 8504-8505 8509 8512-8513 8537- 
8550 8601-8603 8607-8609 8612-8616 8736-8737 8751- 
8766 8768-8770 8917-8933 8936-8945 8982-8983 8986- 
8991 9002-9006 9013-9020 9022-9025 9031-9045 9063- 
9067 9072-9074 9306-93 1 1 93 1 6 933 1 -9333 9337-9338 
9343-9346 9382 9391-9392 9408-9414 9443-9445 9456- 
9459 9472-9476 9479-9485 9506-9531 9546-9549 9559- 
9566 9570-9578 9581-9583 9590-9592 9594-9604 9609- 
96 1 0 96 1 3 961 5-9626 9659 9676 97 1 4-97 1 8 9726-9727 
9729-9731 9733-9744 9782-9783 9794-9795 9815-9820 
9828-9834 9848-9852 9854-9855 9857-9861 9899-9904 
9916-9920 9923-9924 9927-9935 9947-9952 9956-9957 
9960-9961 9965-9968 9981-9992 9997-10009 10015- 
10019 10025-10026 10038-10040 10164-10166 10173- 
10174 10253 10263-10277 10306 10311 10449-10453 
10480-10482 10488-10489 10491-10493 10498-10503 
10508-10512 10531-10532 10537-10538 10588-10594 
10600-10608 10612-10623 10627-10633 10638-10644 
10820-10821 10873-10875 10877-10878 10881-10883 
10899-10903 10913-10914 10927-10928 10931-10933 
10936-10937 10963-10964 10966 10980-10985 11042- 
11044 11066-11068 11135 1 1 147-1 1 156 1 1212-1 1219 
11292-11303 11318-11320 11339-11350 11372-11396 
11406-11407 11419-11426 11429-11434 11460-11466 
1 1473-1 1474 1 1476-1 1478 1 1489-1 1494 1 1496-1 1498 
11538-11540 11544-11546 11561-11562 11586-11606 
11609-11648 11656-11657 11669-11671 11696 11715- 
11716 11731-11734 11739-11740 1 1745-1 1748 1 1753- 
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11763 11766-11768 11777-11782 11791 11803-11804 
11809 11835-11836 11842 1 1856-1 1 857 1 1886-1 1891 
11901-11905 U941-11944 12023-12026 12040-12041 
12121-12126 12131-12132 12135-12137 12150-12151 
12186-12191 12202-12208 12215-12217 12226-12228 
12245-12253 12256-12257 12259-12262 12361 12374- 
12377 12432-12433 12446-12450 12455-12459 12470- 
12471 12478-12482 12486-12542 12545-12546 12555- 
12561 12564 12573-12574 12581-12582 12619-12624 
12637 12642-12644 12646 12655-12658 12665 12673- 
12675 12701-12705 12707-12711 12714-12723 12755- 
12762 12785-12787 12796-12798 12803-12806 12824- 
12827 12829-12830 12872-12881 12968-12969 12977- 
12981 12997-12999 13068-13070 13077-13079 13425- 
13495 13512 13552-13559 13571-13573 13576-13579 
13585-13588 13592-13597 13603-13612 13627-13633 
13638-13651 13752-13753 13865-13866 13876-13881 
13885-13887 13908-13910 13927-13929 13937-13938 
13954-13956 14004 14008-14020 14044-14045 14054- 
14056 14058-14059 14098-14099 14104 14123-14124 
14130-14131 14137-14140 14173-14181 14192-14195 
14199-14201 14206 14216-14226 14257 14261-14265 
14283-14291 14304-14305 14346 14355-14356 14546- 
14549 14604 14607-14609 14628-14635 14650-14651 
14666-14668 14681-14682 14684-14689 14707 14784 
14789-14791 14866-14870 14991-14992 15011-15012 
15075-15084 15091-15096 15182-15183 15187-15189 
15218-15219 15233-15236 15243-15248 15250-15251 
15257 15283-15291 15302-15322 15329-15340 15392- 
15396 15406-15414 15454-15456 15460-15461 15496- 
15525 15536-15537 15545-15546 15563-15564 15568- 
15572 15576-15577 15581-15584 15588-15589 15600- 
15601 15631-15632 15686-15687 15699-15700 15863- 
15868 15878 15880 15888-15895 15925-15931 15988- 
15990 16041-16046 16059 16075-16079 16086-16088 
16096-16097 16107-16109 16115-16117 16141-16143 
16145-16146 16152-16155 16168-16171 16174-16176 
16237 16239 16377 16408-16409 16422-16431 16443- 
16445 16470-16472 16479-16488 16494-16500 16508- 
16511 16545 16576-16598 16600 16602-16608 16623 
16636-16655 16663-16667 16702-16705 16714-16723 
16752-16753 16787-16788 16800-16803 16828-16831 
16836-16842 16851-16853 16860-16870 16894-16896 
16934-16937 16942 16949-16953 16996-16997 17018- 
17020 17038-17041 17074-17077 17119-17122 17131- 
17132 17145-17146 17153-17154 17242-17243 17264- 
17274 17286-17296 17330-17332 17335-17339 17394- 
17395 17454-17456 17791-17799 17958-17963 18015- 
18016 18024-18030 18038-18042 18046-18048 18097- 
18134 18136-18138 18374-18375 18400-18402 18405- 
18406 18412-18418 18421-18425 18495-18501 18516- 
18518 18527 18536-18537 18583-18586 18629-18637 
18644-18650 18655-18658 18662 18668-18677 18680- 
18681 18691-18693 18717-18726 18729 18745-18761 
18771-18776 18784-18793 18797-18804 18806-18807 
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18836-18841 18846-18854 18856-18880 18882-18888 
18894-18896 18899-18905 18908-18910 18915-18918 
18923-18939 18943-18950 1 8955-18959 18964-18969 
18975-18977 18989-18990 1 8993-18996 19001-19004 
19012 19018-19024 19029-19039 19045-19048 19055 
19057-19065 19071-19083 19096-191 18 19134 19142- 
19147 19207-19210 19224 19226-19227 19251-19257 
19260-19262 19264 19266-19267 19273-19274 19283- 
19296 19306-19309 19316-19317 19341-19342 19345- 
19360 19362-19364 19368-19370 19372-19374 19380- 
19384 19387-19402 19415-19434 19438-19444 19461 
19484-19486 19488-19493 19503 19515-19521 19530- 
19531 19560-19562 19564-19565 19567-19578 19586- 
19587 19617-19622 19625 19627 19656-19657 19659- 
19661 19663-19668 19670-19678 19683-19687 19689- 
19693 19699-19708 19727-19735 19743-19748 19759- 
19767 19772 19800-19815 19855-19856 19915-19929 
19933-19939 19943-19946 19948-19950 19965-19967 
1 9969- 1 998 1 200 1 5-200 1 7 20029-20052 20066-20073 
20087-20102 20106-201 12 20120 20122-20127 20130 
20 1 33-20 1 48 201 57-20 1 60 20 1 67-20 1 97 20200-202 1 4 
20226-20230 20235-20240 20244-20249 20253 20257- 
20270 20286-20289 20299 20317-20320 20328-20330 
20345-20359 20362 20366-20368 20393-20405 20412- 
20413 20415-20431 20437-20451 20456-20475 20485- 
20494 20497-20498 20501 20505-20520 20524-20535 
20537-20545 20548-20578 20607-20612 20614-20619 
20625-20634 20644-20652 20666-20671 20676-20681 
20683-20685 20688-20692 20698-20707 20710-20711 
20714-20726 20752-20753 20758-20767 20788-20791 
20801-20815 20819-20849 20853-20863 20865-20870 
20881 20885-20900 20922-20932 20938-20943 20948- 
20949 20957-20972 20977-20988 20991 20999-21004 
21011-21015 21021-21023 21027-21031 21060-21071 
21076-21087 21097-21 1 14 21 122-21 127 21 141-21 142 
21145-21151 21153-21154 21157-21169 21171-21174 
21 197-21 198 21202-21207 21221-21222 21225-21226 
2 1 229-2 1 23 5 2 1 237-2 1 252 2 1 256-2 1 266 2 1 272-2 1 274 
2 1 277-2 1 280 2 1 284-2 1 294 2 1 297-2 1 298 2 1 30 1 -2 1 3 03 
21334 21343-21350 21353-21354 21359-21360 21377- 
21397 21410-21414 21418-21426 21428-21439 21447- 
2 1 453 2 1463-2 1 465 2 1 467-2 1 469 2 1 480-2 1 482 2 1 485- 
21491 2 1 495-2 1 500 21516-21 530 21554-2 1556 21 587- 
2 1 655 2 1 71 8-2 1 724 2 1 729-2 1 733 2 1 877-2 1 885 2 1 892- 
21894 21911-21912 21915-21921 21924-21939 21955- 
2 1 968 21 971-2 1 972 21975-2 1 987 2 1 989-2 1 993 2 1 995- 
22025 22047-22049 22056-22076 22080-22083 22090- 
22094 22 1 01 -22 1 07 22 1 1 5-22 119 22 1 28-22 138 22141- 
22 1 43 22 1 60 22 1 65-22 1 68 22 1 7 1 -221 77 22 1 87-22 1 92 
22195-22198 22204-2221 1 22218-22226 22230 22243- 
22252 22256-22260 22265-22299 22303-22309 22312- 
22335 22343-22356 22358-22371 22373 22377-22380 
22399-22410 22433-22435 22440-22448 22455-22465 
22495 22534-22539 22551-22558 22560-22565 22570- 
22581 22599-22602 22607-22609 22622-22628 22632- 
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2265 1 22653-22654 2266 1 -22667 22669-22677 22690 
22696-22697 22700-22701 22726-22727 22730-22735 
22741-22742 22750-22762 22768-22770 22775-22776 
2278 1 -22782 22794-22796 2280 1 -2281 6 2282 1 -22822 
22828-22829 22846-22853 22861-22868 22870-22874 
22881-22886 22899-22906 2291 1 22923-22924 22955- 
22957 22962-22970 22973-22976 22978-22986 22991- 
22994 22998 23007-23021 23046-23050 23059-23060 
23063 23070-23076 23084 23098-23 1 04 23 1 1 7-23 1 1 9 
23 1 25-23 1 36 23 1 38-23 1 4 1 2320 1 -23202 23206-2322 1 
23229-23233 23236-23239 23242-23245 23249 23251- 
23256 23261-23263 23279-23281 23321-23327 23343- 
23344 23353-23354 23356-23360 23379-23390 23392- 
23395 23399-23401 23415-23419 23428-23432 23448- 
23450 23470-23479 23486 23489-23490 23492-23493 
23495-23498 23508-235 14 23543-23544 23546 23599 
23682-23686 23692-23693 23704 23718-23721 23726- 
23736 23760-23763 23765-23767 23770-23780 23793- 
23797 23806-23809 23816-23819 23827-2383 3 23839- 
23840 23843-23848 23867-23870 23878-23880 23882- 
23904 23906-23910 23941-23956 23990-23992 23999- 
24001 24005-24011 240 14-240 18 2402 1-24025 24029- 
24033 24035-24040 24056 24092-24097 24120-24125 
24481-24490 24772-24774 24802-24816 25085-25090 
25114-25126 25279-25290 25319-25321 25323-25325 
25338-25341 25355-25358 25368-25369 25373 25376- 
25377 25416-25417 25848 26024-26028 26196-26199 
26205-26213 26235-26243 26258-26259 26266 26280 
26285-26290 26292-26302 26305-26306 26316-26321 
26326 26328-26329 26337 26349-26352 26358-26365 
26373-26374 26376-26377 26421-26424 26431 26460- 
26463 26567-26585 26596-26606 26665-26666 26678- 
26680 26684 26733-26735 26746 26755-26756 26788- 
26789 26804-26805 26843-26845 26860-26862 26873- 
26879 26885-26887 26980-26984 26998-2701 1 27044- 
27047 27052 27058-27059 27067-27070 27074-27077 
27091 27100-27102 27105 27150-27151 27154-27155 
271 73-27 1 74 27 1 93-27200 27207-272 1 5 272 1 8-2722 1 
27229-27232 27247-27251 27261-27265 27269-27276 
27283-27287 27293-27301 27304-27305 27348-27353 
2741 1-27412 27414-27431 27439-27444 27468 27493- 
27495 27497-27507 27510-27511 27520-27521 27544- 
27545 27557-27563 27574-27584 27589-27592 27600- 
27606 27636-27639 27649-27656 27662-27672 27698- 
27701 27719-27720 27729-27739 27807-27808 27812- 
27822 27825-27826 27840-27844 27848-27852 27861- 
27864 27890-27892 27940-27942 27989-27990 27992- 
27997 28045-28047 28050-28059 28095-28096 28099- 
28100 28105-28122 28138-28140 28142-28145 28157- 
28158 28186 28199-28203 28263-28268 28286 28290- 
28292 283 1 1-283 13 283 1 5-283 1 6 2836 1 -28362 28424 
28426-28428 28468-28484 28573-28578 29050-29070 
29265-29267 29278-29283 29301-29303 29328-2933 1 
29339-29340 29343-29345 29354-29358 29378-29379 
29405 29409-294 1 6 294 1 8-29419 29432-29435 2945 1 - 
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29452 29508-29518 29594-29604 2961 1-29613 29746- 
29761 29938-29949 29960-29963 30085-30087 30141- 
30142 30150-30156 30184-30188 30195-30199 30205 
30233-30235 30240-30250 30361-30368 


adult 
placenta 


Clontech 


APL001 


48-49 708-7 1 1 2072 25 1 7-25 18 371 7-3719 3834-3835 
3871-3872 4574-4576 4857-4861 4971-4974 5285-5290 
5337-5341 5655 5717-5718 6166-6168 6488-6489 6932- 
6938 761 1-7612 7757-7759 8461-8464 8487-8488 8512- 
8513 8554-8555 9031-9035 9487-9488 9531 9676 1 1431- 
11432 12150-12151 12241-12244 12978-12981 14261- 
14263 15098-15099 15567 15631-15632 16536-16538 
16636-16637 17238-17241 18029-18030 18502-18515 
18536-18537 18633-18637 18655-18658 18750-18756 
18836-18838 18856 19254-19255 19351-19354 19375- 
19379 19938 19953-19957 19972-19980 19995-20014 
20029-20043 20167-20171 20222-20225 20265-20270 
20345-20348 205 1 0 20559-20562 20698-20707 2 1 046- 
21056 21241-21247 21334 21377-21397 21405 21434- 
2143921554-2155621647-21655 21929-21935 21951- 
2 1 954 22 1 52-22 1 56 22 1 69-22 1 70 22265-22270 22358- 
22359 22857-22858 22887-22891 22904-22906 22978- 
22979 23555-23565 23761 23890-23892 25306 26252 
26327 26835 26860-26862 27015 27698-27699 27799- 
27802 27814-27815 28189-28190 28468-28484 29332- 
29337 29339-29340 29367 


placenta 


Invitroge 
n 


APL002 


319-323 333-335 505 619-620 697-699 708-71 1 900 1004 
1123-1127 1142-1152 1235-1237 1692-1693 2383-2388 
247 1 -2474 2773 3 1 3 1 409 1 -4095 4129-4130 4206-4208 
4213-4214 4441-4443 4569-4573 5285-5287 5899-5902 
5919-5921 7604-7605 7671-7673 7924-7925 8010-8012 
8046 8 1 32-81 36 8 1 52-81 56 8253-8262 8502-8503 85 1 2- 
8513 9337-9338 9446-9448 9472-9474 9689-9707 9953 
10015-10016 10161-10163 10268-10272 10451-10453 
10484-10487 10603-10606 10612-10614 10835-10839 
11226-11227 11345-11350 11399-11402 11544-11545 
11561-11562 11711-11712 11803-11804 11840 12040- 
12041 12050-12056 12190-12191 13908-13910 13925- 
13926 14346 14787-14788 14981-14983 15013-15024 
15290-15291 15298-15299 15412-15414 15576-15577 
16115-16117 16130-16132 16174-16176 16432 16949- 
16953 17238-17242 17286-17291 17335-17339 17958- 
17962 18136-18138 18421-18422 18502-18515 18651- 
18658 18839-18841 18919-18921 18964-18973 18975 
18996 19062-19065 19134 19375-19384 19422-19431 
19494-19496 19526-19529 19566-19573 19659-19661 
19670-19671 19679-19682 19698 19743-19748 19759- 
19763 19810-19812 19814-19815 19921-19923 19933- 
19937 19943-19946 19995-20014 20099-20102 20120 
20151-20154 20257-20262 2041 1 20480-20481 20501 
20575-20578 20607-20612 20625-20628 20653-20665 
20752 20824-20835 20879-20880 20888-20889 20897- 
20900 20943 20977-20984 2 1 123-21 127 21 155-21 1 56 
21 197-21 198 21440-21445 21451-21453 21480-21482 
2 1 554-2 1 556 2 1 9 1 7-2 1 92 1 22003-220 1 5 22084-22086 
22092-22094 22 1 1 7-22 1 1 9 22 1 93-22 1 94 222 1 8-22226 
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22284-22289 22303-22308 22495 22760-22762 22768- 
22770 22904-22906 22971 23071 23358-23360 23473- 
23474 23761 23890-23892 23941-23956 24495-24498 
25085-25090 25306 25374-25375 25866-25875 26175- 
261 84 26359-26360 26973-26979 27053-27057 27074- 
27077 27269-27270 27401-27410 27439-27440 27504- 
27507 27510-2751 1 27544-27545 27649-27654 27662- 
27672 27825-27826 281 92-28 1 98 28365-28370 28728- 
2873 1 29278-29283 29367 29409-294 1 6 29594-29604 


adult 
spleen 


GIBCO 


ASP001 


170-171 180-181 197-200 221 326-327 329-330 358-359 
373-374 395 404-405 412-413 425-427 528 534-535 543- 
545 553-554 656 708-71 1 785-786 847-848 934-935 981- 
985 1001-1003 1005 1026-1031 1047 1086-1087 1101- 
1 103 1235-1237 1295-1297 1307 1431 1453-1454 1499 
1521 1569-1570 1692-1693 1705-1714 1721-1722 1879- 
1880 1 947- 1 948 20 1 5-20 1 8 2 1 94 23 06 23 83-23 88 2420- 
2421 2516 2599-2603 2926 2929-2930 2939-2943 3090 
3112 3115 3274-3275 3326-3331 3374-3377 3418-3420 
3525 3624 3681-3682 3810-381 1 3949-3953 4206-4208 
4386-4387 441 7-44 1 9 444 1 -4443 45 1 5-45 1 6 4555-4556 
4561 4581-4582 4819-4824 5285-5287 5333 5335-5336 
5525-5526 5534-5536 5557-5560 5572-5573 5776 5802 
5846 5919-5921 5973-5975 6103-6104 6400 6403-6404 
6523-6526 6791-6794 6898-6899 7209-7212 7216-7219 
7447-7449 7580-7597 7608 7620-7621 7630-7636 7681- 
7689 7745-7746 7757-7759 7778-7783 7921-7923 7984- 
7985 7994 8002 8041-8042 8077-8078 8101-8104 81 13- 
8114 8157-8159 8162 8187-8200 8247-8248 8363-8364 
8449-8452 8507-8508 85 1 2-85 1 3 8543-8550 8607-8609 
8612-8616 8689-8690 8936-8938 8986-8991 9007-9008 
9013-9017 9038-9042 9063-9067 9072-9074 9305 9337- 
9338 9427-9428 9470-9476 9487-9488 9519-9521 9526- 
9528 953 1 -9534 9561-9562 9584 9723-9725 9735-9738 
9782-9785 9794-9795 9815-9820 9826 9828 9851-9852 
9854-9855 9874-9895 9986-9988 10167-10172 10277 
10306 10320-10323 10523-10532 10595-10599 10615- 
10623 10627-10630 10638-10639 10873-10875 10904- 
10905 10913-10914 10980-10985 1 1006-1 1008 1 1 198- 
1 1 199 1 1397-1 1398 1 1476-1 1478 1 1561-1 1562 1 1612- 
1 1639 1 1731-1 1734 1 1745-1 1748 1 1835-1 1836 1 1 878- 
11879 11886-11889 11934 12023-12026 12040-12041 
12150-12151 12186-12189 12226-12228 12256-12257 
12361 12451 12477 12545-12546 12565-12568 12637 
12642-12644 12666-12667 12699 12723 12785-12787 
12824-12827 12872-12881 12997-12999 13077-13079 
13865-13866 13898 13927-13929 13999-14003 14094 
14170-14172 14209-14215 14452-14453 14546-14549 
14604 14650-14651 14684-14685 15182-15183 15187- 
15189 15195-15196 15222-15224 15290-15291 15326- 
15328 15486-15489 15576-15577 15588-15589 15600- 
15601 15699-15700 15867-15868 16044-16046 16110- 
16112 16174-16176 16233-16235 16433 16451-16452 
16508-16511 16535-16539 16542-16545 16558-16562 
16623 16636-16637 16642 16652 16799-16801 16851- 
16853 16894-16896 16934-16937 17026-17028 17058- 
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17064 17105-17106 17115 17238-17241 17330-17332 
17335-17339 17394-17395 17454-17456 17571-17574 
17857-17861 17958-17962 17998-17999 18015-18016 
18029-18030 18419-18420 18492-18501 18536-18537 
18633-18637 18691-18692 18719-18722 18750-18760 
18767-18769 18771-18772 18778-18780 18789 18796 
18802-18804 18811-18813 18822-18824 18836-18838 
18842-18845 18857-18880 18882-18888 18894-18896 
18910 18915-18918 18923-18933 18936-18939 18960- 
18969 18975-18977 19005-19009 19018 19045-19048 
19071-19083 19090 19134 19138-19147 19151 19207- 
19210 19260-19262 19266-19267 19283-19294 19306- 
19307 19316-19317 19345-19350 19362-19364 19370 
19373-19374 19385-19389 19395-19402 19415-19417 
19422-19431 19438-19444 19458-19460 19462-19463 
19488-19493 19515-19521 19526-19529 19536 19566 
19586 19620-19624 19627 19667-19668 19672-19673 
19679-19682 19693 19706-19708 19736-19751 19772 
19813 19855-19856 19915-19918 19921-19925 19933- 
19939 19950 20029-20043 20106-201 12 20122-20127 
20 1 3 0 20 1 46-20 1 48 20 1 6 1 -20 1 64 2024 1 20244-20249 
20253 20289 20299-20304 20328-20330 20345-20354 
20360 2041 1 20418-20424 20437-20446 20472-20474 
20485-20494 20497-20498 20501 2051 1-20513 20548- 
20553 20569-20578 20599-20601 20614-20619 20629- 
20634 20649-20652 20666-20671 20681 20714-20717 
20727-20732 20752 20767 20788-2079 1 208 1 3-208 1 5 
20819-20821 20836-20843 20855-20863 20865 20868- 
20870 20882-20884 20890-20900 20927-20928 20938- 
20942 20999-2 1 008 2 1 1 22 2 1 1 76-2 1180211 94-2 1 1 96 
2 1 202-2 1 207 2 1 256-2 1 262 2 1 272-2 1 274 2 1 277-2 1 280 
21284-21294 21301-21303 21334 21398-21402 21447- 
2 1 450 2 1 480-2 1 482 2 1 492-2 1 500 2 1 647-2 165521881- 
21885 21 892-2 1 894 2 1 924 2 1 955-2 1 957 2 1 967-2 1 968 
2 1 978-2 1 987 22003-220 1 5 22047 221 1 7-22 127 22141- 
22 1 43 22 1 60 22 1 87-22 1 92 22253-2225 5 2226 1 -22276 
22284-22289 22312-22313 22343-22348 22358-22359 
22373 22405-22408 22495 22534-22539 22571-22581 
22607-22609 22634-22636 22690 22700-22701 22703- 
22706 22750-22762 22781-22782 22794-22800 22810- 
22816 22821-22822 22838-22842 2291 1 22973 23046 
2305 1-23052 23059-23060 23064-23065 23070-23071 
23074-23076 23 1 23-23 1 24 23 1 38-23 1 40 23201-23202 
23212-23215 23229-23233 23251 23261-23262 23356- 
23360 233 86-23390 23400-2340 12341 5-234 1 8 23434- 
23437 23448-23450 23486 23495-23496 23508-235 1 1 
23543-23544 23555-23565 23760-23761 23843-23844 
23903-23904 23906-23910 24002-24004 24056 24126- 
24129 25085-25090 25313 25331-25335 25340-25341 
25370-25375 25410-254 1 3 254 1 6-2541 7 26024-26028 
26033-26049 26196-26199 26237-26239 26266 26327 
26341-26344 26389-26393 26421-26422 26469-26470 
26602 26843 26858-26862 26880-26881 27025-27027 
27091 27135 27139-27146 27193-27200 27209-27213 
272 1 8 27229-27232 27247-2725 1 27254-27260 27269- 
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27270 27299-27301 27379-27380 27496 27510-2751 1 
27544-27545 27562-27563 27572-27573 27633-27634 
27636-27639 27649-27656 27698-27699 27750-27756 
27830-27838 27861-27864 27890-27892 27989-27990 
28099-28 1 00 28138-28 140 281 42-28 1 45 28286 28290- 
28292 283 11-283 13 28424 28426-28428 29278-29283 
29339-29340 29343-29345 29364-29366 29409-29417 
29508-29518 29718-29721 29938-29939 29960-29961 
30141-30142 30206-30217 30243-30250 30361-30368 


testis 


GIBCO 


ATS001 


5 1 -52 1 56 22 1 332 395 425-427 468-469 477-482 524- 
525 635 656 913 969-971 1001-1005 1047 1 123-1 127 
1273-1279 1451 1667-1668 1812 1912-1913 1944 2072 
2202-2203 2212-2213 2540-2541 2599-2603 2874-2876 
2988-2989 3004 3 1 95-3 1 97 328 1 -3282 33 74-3376 3479- 
3480 3531-3534 3555-3558 3679-3680 4091-4095 4124- 
41 26 4343-4346 4435-4436 45 1 5-45 16 4562-4568 4581- 
4582 465 1 4785-4789 4865-4867 4984-4985 5335-5336 
5572-5573 5581-5586 5656-5657 5766-5767 5773 5802 
5919-5921 5943-5945 5973-5975 5980-5984 6140-6143 
6235-6237 6403-6404 6762-6764 6791-6794 6852 7209- 
7212 7216-7219 7283-7284 7447-7449 7534-7535 7604- 
7605 7608 7611-7612 761 8-7619 7654-7655 7671-7673 
7745-7746 7763-7770 7787-7788 7806-7808 7994 8069 
8137-81418145-815981 87-8200 8242-8248 8368-8369 
8383-8389 8409-8415 8507-8508 8539-8550 8607-8609 
8738-8740 8762-8766 9007-9008 9040-9042 9337-9338 
9444 9449-9450 9475-9476 9482-9485 9510-9525 9617- 
9626 9829-9832 9851-9852 9874-9895 10025-10026 
10038-10040 10167-10172 10277 10306 10449-10453 
10488-10489 10531-10534 10607-10608 10615-10623 
10628-10630 10638-10639 10873-10875 10938 11011- 
11012 11123-11124 11339-11344 1 1372-1 1396 11431- 
11432 11476-11478 11541-11546 11568-11571 11582- 
11583 11674-11678 11697-11698 11711-11712 11731- 
11734 11739-11740 11809 11835-11836 12150-12151 
12202-12205 12226-12228 12374-12377 12398-12401 
12637 12676-12678 12723 12785-12787 12984-12985 
12997-12999 13107-131 17 13603-13605 13609-13612 
13627-13628 13865-13866 13873-13875 13954-13956 
14048-14056 14098-14100 14105-14106 14268-14269 
14640-14642 14650-14651 15190-15191 15206 15250- 
15251 15258-15259 15290-15291 15300-15301 15460- 
15461 15465 15545-15546 15548-15550 15576-15577 
15588-15589 15988-15990 16168-16171 16365-16366 
16473-16478 16609-16611 16636-16637 16642 16804- 
16807 16851-16853 16913-16915 16938-16939 16949- 
16953 17024-17028 17156-17159 17232 17238-17242 
17286-17291 17330-17332 17455-17456 17580 17958- 
17962 18015-18016 18029-18030 18412-18418 18527 
18644-18650 18668-18670 18673-18681 18691-18692 
18729-18732 18738-18749 18761 18771-18772 18778- 
18780 18784-18786 18789 18796 18802-18804 18839- 
18841 18846-18853 18894-18896 18899-18903 18947- 
18950 18955-18959 18964-18969 18978-18982 19013- 
19017 19029-19035 19045-19048 19059-19061 19106- 
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19118 19132 19134 19253 19264 19345-19349 19351- 
19354 19362 19370 19380-19384 19407-19411 19422- 
19434 19526-19529 19604-19607 19625 19656-19657 
19667-19668 19693 19699-19705 19709-19710 19733- 
19748 19813 19921-19923 19939 19943-19946 19972- 
19981 20029-20043 20064-20065 20087-20094 20106- 
20 1 1 2 20 1 46-201 50 20 1 6 1 -20 1 64 20 1 72-20 1 79 20253 
20288-20289 2040 1 -20407 204 1 2-2041 3 204 1 5-204 1 7 
20437-20440 20485-20490 205 1 0 205 14-20520 20547 
20575-20578 20616-20619 20625-20630 20683-20685 
20698-20707 20718-20725 20747-20751 20758-20767 
20824-20835 20929-20932 20938-20942 20948-20949 
20999-2 1 008 2 1 02 1 -2 1 023 2 1 072-2 1 075 2 1 1 22 2 1 1 5 7- 
21 169 21171-21 174 21202-21207 21237-21247 21256- 
2 1 266 2 1 275-2 1 276 2 1 3 77-2 1 397 2 1 408-2 1 409 2 1 485- 
2 1 49 1 2 1 529-2 1 530 2 1 647-2 1 65 5 2 1 7 1 8-2 1 724 2 1 973- 
21974 21978 22000-22002 22016-22018 22020-22025 
22030-22034 22040-22041 22060-22061 22070-22073 
22090-2209 1 22 1 4 1 -22 1 43 22 1 60 22 1 87-22 1 92 222 1 2- 
222 1 7 22250 22265-22270 22277-22283 223 1 0-223 1 1 
22314-22317 22323-22335 22343-22348 22358-22361 
22366-22371 22373 22399-22404 22495 22534-22539 
22544 22561-22565 22571-22581 22599-22602 22644- 
22651 22661-22662 22730-22731 22749 22833-22834 
22850-22851 22857-22858 22861-22868 22974-22976 
22995 23047-23055 23071 23201-23202 23251 23343- 
23344 23379-23385 23425-23427 23489-23490 23508- 
23509 23720-23721 23731-23736 23762-23763 23771- 
23780 23793-23799 23816-23819 23839-23840 23882 
23893-23902 23990-23992 24014-24018 24029-24033 
24772-24774 25319-25321 25368-25369 25373 25416- 
254 1 7 26024-26028 261 96-26199 26237-26239 26266 
26285-26290 26305-26306 26327 26737 26748-26754 
26843 26860-26862 26876-26878 26980-26984 27052 
27097 27 1 1 4-27126 27 1 47-27 149 271 73-271 74 27 1 93- 
27200 27261-27265 27269-27272 27294 27304-27305 
27570-27571 27600-27601 27636-27639 27726-27739 
27861-27864 27890-27892 27943-27947 27989-27990 
28095-28096 28142-28145 28286 28308-28313 28424 
29278-29283 29328-29337 29339-29340 29409-29416 
297 1 8-2972 1 301 4 1 -30 1 42 30 1 50-30 1 56 302 1 8-30220 


Genomic 
DNA from 
BAC 
63118 


Research 

Genetics 

(CITB 

BAC 

Library) 


BAC001 


3338-3339 41 22-4 12341 75-4 1 76 4 1 80-4 1 90 49 1 1 -49 1 4 
5021-5023 5030-5035 5045-5046 5154-5179 7065-7066 
7370-7374 7426-7442 8802-8806 8836-8838 8855-8859 
8877-889 1 9087-9099 9152-9 1 92 9 1 94-9 1 95 92 1 3-92 1 5 
9217-9225 9239-9257 9259 9269-9276 9291-9293 9301- 
9304 9312-9313 10443-10444 10684-10689 10691-10703 
10723-10724 10726-10727 10835-10839 10842-10867 
10879-10880 12218-12220 13130-13132 13145 13176- 
13178 13324-13325 13422-13423 13677-13680 13683- 
13685 13693-13694 13708-13718 13823 13854-13860 
14663-14665 15718-15725 15815-15817 15827 15910- 
15916 15934-15950 15978-15980 15991-16000 16024- 
16027 16232 17637-17641 17673 17688-17696 17738- 
17739 17748-17751 17763-17781 17783-17786 17842- 
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17847 17862-17863 17876-17879 17881-17885 17888- 
17890 17921 18024-18028 18066-18082 18090-18096 
18135 18139-18156 18226 18242 18247-18253 18255- 
18258 18275-18277 18286-18288 18293-18295 18354 
18365-18370 18382-1839221304-21325 21501-21515 
2 1 549-2 1553 21 563 2 1 752-2 1 772 2 1 863-2 1 876 22436- 
22439 22449-22454 22525-22530 22596-22598 22605- 
22606 23532-23539 23820-23826 24187-24193 24255- 
24259 24269-24273 24333-24340 24370-24374 24402- 
24425 24449-24462 24610-24623 24686-24693 24727- 
24754 24757-24770 24794 24820-24837 24855-24862 
24919-24923 24928-24948 24951 24964-24974 24993- 
24999 25041-25048 25093-25095 251 12-25126 25158- 
25 1 77 25254-25256 25366-25367 2541 8-25440 25447- 
25460 25471-25494 25496-25514 25537-25541 25583- 
25593 25598-25603 25621 25623 25651-25656 25660- 
25672 25676-25679 25687-25702 25741-25782 25821- 
25842 25853-25875 25903-25905 25944-25946 25956 
25969-26016 26054-26058 26077-26086 26090-26099 
26105-261 1 1 261 14-261 15 26136-26138 26150-26152 
26 1 65-261 7 1 26629-26653 2669 1 -26694 26700-26703 
27677-27688 27714-27717 27943-27947 28352-28357 
28504-28507 285 14-285 1 7 2853 1 -28547 28565-28570 
28596-28606 28673-28678 28709-28719 28732-28742 
28748 28754-28760 28775-28781 28809-28821 28831- 
28836 28841-28847 28901-28909 28914-28926 28933- 
28935 28944-28958 29012 29031-29038 29071-29075 
29096-29 1 0 1 29 1 04-291 07 29 1 54-29 156 291 79-29 1 86 
29203 29225-29231 29446-29466 29468-29487 29492- 
29518 29529-29543 29547-29563 29569-29577 29583- 
29605 29608-29610 29627-29629 29631-29637 29645- 
29654 29660-29672 29686-29703 29708-29710 29763- 
29875 29880-29884 29991-29994 3001 1-30013 30038- 
30047 30061 301 18-30134 30165-30177 30179-30182 
30201-30204 30236-30239 30254-30255 30260-30270 
30275-30278 30352 


Genomic 
DNA from 
BAC 
39316 


Research 

Genetics 

(CITB 

BAC 

Library) 


BAC002 


4007 4037-4042 4 1 77-4 1 90 4 1 93-4 1 99 4905-4907 5030 
5036-5046 5326-5330 7036-7037 7043-7055 7089-7091 
7094-7099 7175-7177 7374 7392-7395 7407-7414 7421- 
7442 7444-7446 8466-8476 8710-8715 8802-8806 8839- 
8841 8855-8859 8866-8868 9150-9151 9182-9193 9201- 
9208 9213-9229 9231-9234 9258-9259 9277-9286 9291- 
9296 9300 9312-9313 10324-10325 10330-10331 10349- 
10350 10443-10444 10704-10718 10723-10724 10726- 
10750 10755-10769 10773-10777 10835-10839 10842- 
10867 10879-10880 11890-11891 13176 13184-13188 
13324-13325 13701 13706-13736 13751 13815-13818 
13823 13825-13831 13854-13860 14962 14981-14983 
15110-15114 15718-15725 15838-15841 15847-15854 
15910-15911 15939-15943 15951-15960 15964-15982 
15991-16000 16016-16018 16024-16027 17275-17277 
17409-17430 17637-17641 17688-17696 17699-17700 
17748-17751 17771-17776 17783-17786 17805-17806 
17813-17817 17819-17824 17828-17829 17837-17841 
17843-17847 17871-17873 17876-17879 17888-17890 
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18010-18012 18024-18028 18075-18080 18090-18092 
18139-18144 18155-18156 18161-18168 18175-18190 
18204-18206 18211-18223 18226-18253 18255-18268 
18275-18284 18300-18322 18354 18361-18370 18382- 
1 8392 1 8404 2 1 501 -2 1 5 1 5 2 1 563-2 1 567 2 1 576-2 1 646 
2 1 656-2 1 659 2 1 7 1 8-2 1 724 2 1 728 2 1 752-2 1 772 22498- 
22533 22540-22543 22603-22606 22610-22617 22658- 
22660 22698-22699 22702 23029-23045 23364-23370 
23702-23703 23820-23826 24183-24193 24227 24246- 
24268 24282-24289 24300-24303 24308-24312 24319- 
24324 24345-24357 24375-24383 24402-24435 24449- 
24462 24610-24623 24666-24680 24686-24693 24726- 
24754 24757-24770 24794-24801 24820-24837 24846- 
24862 24871-24888 24924 24939-24948 24951 24975- 
24977 25029-25048 25052-25060 25078-25084 25091- 
25092 25096-25 1 00 25 1 1 2-25 1 26 25 1 58-25 1 77 25 1 93- 
25212 25228-25238 25247-25248 25359-25363 25380- 
25381 25436-25440 25450-25470 25476-25482 25496- 
25505 25515-25521 25537-25561 25572-25593 25598- 
25603 25633-25656 25660-25672 25676-25689 25703- 
25842 25847-25896 25901-25965 25969-26018 26077- 
26079 26 1 05-261 1 5 26 1 2 1 -261 26 261 36-261 38 261 72- 
26 1 74 26 1 85-26 1 94 26629-26653 26691-26697 26700- 
26703 27714-27717 28352-283 5 7 28489-28490 28504- 
28507 28514-28521 28525-28530 28533-28539 28565- 
28571 28617-28627 28646-28650 28679-28680 28688- 
28694 28709-28719 28754-28760 28768-28781 28800- 
28821 28875-28881 28910-28913 28917-28926 28933- 
28935 28943-28958 28964-28972 290 1 3-290 1 9 2903 1 - 
29038 29071-29075 29087-29088 29096-29101 29128- 
29141 29179-29186 29234-29241 29290-29295 29327 
29446-29450 29466 29468-29472 29478-29480 29488- 
2949 1 29499 2950 1 -295 1 8 29544-29546 2955 1 -29574 
29590-29604 29606-29610 29614-29637 29642-29678 
29685-29717 29722-29745 29762-29841 29870-29875 
29877-29922 29926-29937 29964-29968 29986-29990 
29995-30001 30006-30007 3001 1-30019 30038-30058 
30061 30085-30093 30098-30100 30109-30134 30145- 
30149 30165-30177 30271-30278 30283-30295 30321 
30343-30347 30352 


Genomic 
DNA from 
BAC 
39316 


Research 

Genetics 

(CITB 

BAC 

Library) 


BAC003 


1578-1585 4052 4205 4899-4903 4908-4910 5031-5032 
5042 5334 6796-6800 7061-7064 7067-7087 7091 7094- 
7099 7374 7392-7395 7426-7442 7467-7476 8839-8841 
8859 8862 8899-8902 9145-9149 9152-9181 9259 9269- 
9304 10443-10444 10759-10764 10819-10868 1 1076- 
11077 13130-13132 13183 13751 13815-13832 15112 
15120-15123 15718-15725 15847-15854 15944-15945 
15966-15968 15991-16018 16021 17609 17653-17667 
17683-17684 17734-17736 17771-17776 17783-17786 
17791-17799 17805-17806 17827 17837-17841 17843- 
17847 17862-17868 18010-18012 18075-18080 18152- 
18154 18175-18183 1821 1-18214 1 8216-18218 18230- 
18239 18255-18258 1 8275- 1 8370 2 1 304-2 1 325 21501- 
2 1 5 1 5 2 1 728 2 1 788-21 799 22498-22522 22525-22530 
22582-22598 22603-22606 22610-22617 22702 23029- 
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23045 23702-23703 23993-23998 24227 24231-24245 
24255-24268 24300-24307 24333-24344 24370-24374 
24397-24401 24436-24438 24481-24490 24495-24498 
24615-24623 24727-24735 24749-24770 24794-24801 
24889-24899 24928-24938 24964-24977 24989-24992 
24995-24999 25027-25028 25041-25048 25052-25060 
25093-25095 25 1 01 -25 1 1 1 25 147-25 1 70 25359-25363 
25418-25435 25450-25460 25475 25542-25550 25633- 
25650 25660-25665 25676-25679 25690-25704 25737- 
25795 25821-25835 25883-25896 25912-25943 25957- 
25965 25969-260 1 6 26050-2605 8 26068-26089 261 00- 
26126 26133-26194 26629-26653 26700-26704 28504- 
28507 28514-28517 28531-28539 28663-28665 28673- 
28678 28688-28694 28699-28707 28728-28742 28748 
28754-28760 28775-28781 28815-28821 28944-28958 
28964-28972 29012 29096-29101 29128-29141 29420- 
29425 29446-29450 29462-29465 29468-29472 29501- 
29507 29535-29543 29564-29568 29583-29586 29590- 
29593 29606-29610 29614-29620 29642-29643 29645- 
29654 29673-29684 29686-29703 29736-29739 29746- 
29761 29763-29836 29879 29892-29895 29923-29935 
29964-29974 29980-30019 30022-30064 30084-30100 
301 09-30 1 34 301 79-30 1 82 30236-30239 30256-30259 
30334-30340 30360 


adult 
bladder 


Invitroge 


BLD001 


221 329-330 716-717 796-797 1123-1127 2570-2574 
2674-2686 3006-3008 3377 3461-3463 3560 3649-3653 
3 707 42 1 3-42 1 4 4266-4272 5134-5135 5480-5482 5919- 
5921 5943-5945 6154 6460 7534-7535 7924-7925 8010- 
8012 8296 8430-8433 8465 9475-9476 9531 9584 9726- 
9727 9729-9731 9763-9767 9851-9852 9956-9957 10254- 
10261 10881-10883 10904-10905 10980-10985 11345- 
11350 11731-11734 12371-12373 12432-12434 12829- 
12830 12978-12981 13601-13602 13760 15290-15291 
15617-15618 15623-15626 16568-16569 16642 17010- 
17014 17286-17291 17330-17332 17455-17456 18405- 
18406 18730-18732 18777 18789 18802-18804 18806- 
18807 18923-18924 19225 19362 19370 19387-19389 
19395-19402 19407-19411 19415-19417 19422-19431 
19706-19708 19757-19763 19926-19929 19962-19963 
1 9972- 1 998 1 20066-20068 20099-20 110 201 22-20 1 27 
20130 20289 20300-20304 20333-20335 20360 20366- 
20368 20495-20496 20501 20505-20510 20524-20535 
20537-20541 20625-20628 20631-20634 20676-20680 
20747-2075 1 20868-20870 2 1 02 1 -2 1 023 2 1 1 7 1 -2 1 1 74 
2 1 236 2 1 284-2 1 294 2 1 35 1 -2 1 352 2 1 428-2 1 433 2 1 447- 
21453 21 495-2 1 500 2 1554-2 1 556 2 1 955-2 1 957 2 1 962- 
21966 22003-22006 22047 22050-22055 22080-22083 
22 1 6 1 -22 1 64 22366-2237 1 22553-22558 22678-22679 
22728-22729 22857-22858 22881-22886 23007-23021 
23252-23256 23321-23327 23682-23686 23839-23840 
23878-23880 23999-24001 24021-24024 25085-25090 
25323-25325 25331-25333 25373 26024-26028 26341- 
26344 26460-26463 26860-26862 26880-26881 27807- 
2781 1 27861-27864 27890-27892 28099-28100 28286 
28352-28357 28424 28426-28428 29718-29721 30195- 
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30199 


bone 
marrow 


Clontech 


BMD001 


30 35-38 48-49 55-73 87-95 105 130-143 156 164-167 
170-171 173-181 184 197-200 227-230 240-250 255-256 
273-278 301 329-330 332 368-371 419-420 425-427 483 
504-506 515-517 546-549 585-588 607 635 656 716-720 
738-740 792-795 798-803 832-836 870-871 891 912 919- 
922 934-935 937-940 942-944 969-971 981-985 1001- 
1003 1005 1028 1044-1045 1047 1049-1050 1065-1066 
1092-1094 1097-1098 1158-1161 1163-1164 1240-1241 
1307 1314-1319 1321 1388-1401 1414-1417 1431 1467- 
1469 1474 1483 1499 1667-1668 1681-1687 1692-1693 
1705-1714 1721-1722 1777 1840 1853-1854 1862-1863 
1879-1880 1909 1914 1945-1946 1980-1982 1986-1987 
1 990 20 1 5-20 1 8 2030 2036 2062-2067 2072 2086-2087 
2102-21 13 2222-2226 2272-2274 2404-2406 2431 2471- 
2474 2550-2552 2554-2555 2576 2595-2596 2667 2773 
2806 2828-2845 2871-2873 2886-2887 2923-2924 2926 
2951-2955 2983-2986 2988-2989 2993 3001 3006-3008 
3037-3038 3144-3146 3151-3154 3205-3207 3228 3326- 
3331 3355-3356 3433 3461-3463 3474 3508-3510 3515- 
3517 3547 3555-3558 3635 3649-3653 3676 3686 3693 
3776-3777 3834-3835 3939-3941 3949-3955 4064 4151- 
4155 4160-4162 4239-4240 4256 4422-4423 4450 4509- 
451 1 4515-4516 4555-4556 4562-4568 4726-4727 4751- 
4755 4857-4861 4967-4968 5091-5094 5 192 5279-5283 
5335-5336 5390 5393 5480-5486 5499-5501 5519-5521 
5525-5526 5557-5560 5572-5573 5584-5586 5591-5592 
5744-5747 5758-5761 5802 5805-5807 5907-5909 5919- 
5921 5980-5984 6011-6021 6084 6095-6098 6403-6404 
6442-6444 6452-6453 6773-6774 6791-6794 6852 6877- 
6878 6884-6885 7187-7190 7209-7212 7216-7219 7245- 
7248 7258-7263 7407-7414 7447-7449 7536-7541 7554- 
7555 7561-7562 7580-7597 7604-7605 7615-7617 7622- 
7623 7630-7636 7640-7647 7657-7659 7678-7687 7693- 
7694 7701-7703 7729 7734-7736 7742-7743 7745-7751 
7757-7759 7776-7783 7794 7806-7808 7815-7818 7924- 
7925 7977 7988 8059-8063 8077-8078 8098-8104 8132- 
8151 8182-8183 8219-8220 8230-8232 8234 8247-8248 
8250 8253-8257 8263-8265 8301-8306 8349-8350 8361- 
8362 8368-8369 8383-8389 8416-8419 8449-8452 8466- 
8476 8497-8499 8509 8539-8542 8576-8582 8607-8609 
8698-8700 8736-8737 8741-8750 8777-8779 8917-8918 
8986-899 1 9002-9004 9040-9046 9 1 00-9 1 44 9 1 96-9200 
9306-93 1 1 932 1 -9323 9329-9330 9336-9338 9340-9346 
9355-9357 9362-9365 9375-9376 9429-9430 9456-9459 
9475.9476 9487-9488 953 1 9561-9562 9577-9578 9590- 
9592 9603-9604 9617-9626 9743-9744 9759-9762 9780- 
9783 9794-9795 9826 9828-9832 9835-9840 9854-9855 
9857-9861 9902-9904 9923-9924 9929-9935 9953 9969- 
9980 9984-9985 9989-9992 9997- 1 0009 1 00 1 7- 1 00 1 9 
10025-10031 10033-10040 10164-10166 10175-10252 
10273-10274 10277-10278 10306 10451-10457 10480- 
10482 10513-10515 10531-10532 10537-10538 10543- 
10549 10588-10594 10607-10608 10628-10630 10638- 
10644 10890-10893 10936-10938 10954-10956 10980- 
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10985 11029-11031 11123-11124 11135 11143 11157- 
11197 11295-11296 11300-11301 11308-11310 11314- 
11315 11317 11339-11344 11399-1 1402 1 1431-1 1432 
11434 11467-11474 11476-11478 1 1495 11505-11506 
1 1 53 1 - 1 1 532 1 1 53 8- 1 1 540 1 1 544- 1154611561-11562 
1 1 586- 1 1 602 1 1 607- 1 1 609 1 1 649- 1165011 669- 11671 
1 171 1-1 1712 1 1731-1 1734 1 1745-1 1748 1 1766-1 1768 
11780-11782 11809 11835-11836 11840 11842 11974- 
11976 12006-12010 12046-12056 12117-12118 12131- 
12132 12140 12150-12151 12171-12172 12186-12189 
12192-12193 12202-12205 12229-12230 12239 12241- 
12244 12258 12360-12361 12374-12377 12446-12450 
12455-12459 12519-12540 12543-12546 12555-12559 
12565-12568 12573-12574 12590-12592 12615-12618 
12642-12644 12655-12658 12666-12667 12701-12705 
12723 12725-12727 12755-12762 12785-12787 12796- 
12798 12872-12881 12984-12985 12997-13004 13068- 
13070 13077-13079 13120-13123 13556-13559 13592- 
13595 13598-13600 13603-13605 13609-13612 13627- 
13628 13632-13633 13638-13641 13873-13875 13896- 
13898 13903-13906 13922-13924 13931-13933 13937- 
13938 13954-13956 14030-14031 14048-14053 14058- 
14059 14061-14064 14192-14195 14228-14235 14261- 
14263 14304-14305 14318-14343 14347-14351 14355- 
14356 14386-14387 14546-14549 14552-14555 14557 
14604 14607-14609 14650-14651 14683 14784 15003- 
15009 15013-15024 15151-15157 15182-15186 15195- 
15196 15218-15219 15222-15224 15250-15251 15257 
15277-15278 15290-15291 15326-15328 15356-15357 
15406-15407 15412-15414 15530-15531 15563-15564 
15588-15589 15600-15601 15623-15626 15699-15700 
15869-15870 15906-15907 15988-15990 16044-16046 
16059-16061 16075-16079 16110-16112 16160-16162 
16168-16171 16219-16220 16269-16283 16290-16295 
16297-16300 16304-16305 16309 16403-16407 16434- 
16439 16451-16452 16467-16469 16517-16519 16530- 
16531 16535-16538 16542-16544 16576-16577 16583- 
16585 16609-16611 16619-16621 16636-16637 16642 
16649-16657 16672-16674 16704-16705 16714-16715 
16828-16831 16851-16853 16860-16870 16934-16939 
17070-17071 17094-17100 17116 17120-17122 17145- 
17146 17292-17296 17330-17332 17335-17339 17385 
17454-17456 17489-17490 17924-17926 17940-17942 
17958-17962 18015-18016 18029-18030 18055-18060 
18069-18072 18157-18160 18371-18372 18376-18377 
18405-18406 18411-18418 18492-18494 18500-18501 
18516-18518 18520-18527 18536-18537 18562-18581 
18583-18617 18625-18628 18644-18650 18661 18668- 
18670 18673-18677 18691-18693 18717-18726 18734- 
18737 18750-18758 18762-18766 18777-18780 18787- 
18789 18796 18802-18804 18806-18807 18825-18828 
18836-18841 18854 18856-18880 18882-18888 18899- 
18903 18908-18910 18915-18921 18934-18935 18941 
18955-18959 18964-18969 18975-18977 18983-18985 
19000 19019-19024 19029-19035 19062-19065 19071- 
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19085 19106-19118 19134-19137 19153-19158 19211- 
19212 19253 19257 19260-19262 19266-19267 19283- 
19294 19316-19317 19345-19349 19351-19354 19362 
19370 19380-19384 19387-19402 19413-19417 19422- 
19431 19442-19445 19461 19503 19514-19521 19560- 
19562 19566 19604-19607 19627 19672-19687 19693 
19698-19699 19733-19742 19749-19751 19759-19763 
19768-19771 19810-19818 19915-19918 19921-19929 
19938-19939 19943-19946 19953-19957 19965-19968 
19972-19980 20029-20063 20072-20073 20087-20094 
20099-20 1 02 20 1 04-20 1122012020122-2012720146- 
20148 20161-20164 20182-20188 20208-20214 20222- 
20225 20235-20240 20244-20249 20253 20257-20262 
20265-20270 20289 20299 20308-203 1 5 20328-20330 
20345-20354 20393-20400 2041 1-20440 20456-20468 
20472-20474 20476-20479 20482-20494 20497-20498 
20510 20524-20536 20542-20545 20568-20578 20599- 
20606 20614-20619 20621-20624 20629-20634 20644- 
20645 20649-20652 20676-20680 20683-20685 20688 
20698-20707 20714-20725 20727-20734 20752 20767- 
20787 20806-20812 20822-20823 20836-20849 20855- 
20862 20865-20867 20881-20884 20897-20900 20922- 
20925 20938-20942 20948-20949 20952-20954 20963- 
20976 20985-20988 2 1 005-2 1 008 2 1 058-2 1 059 2 1 062- 
21066 21072-21075 21 1 12-21114 21141-21142 21145- 
21148211 76-2 1 1 80 2 1 202-2 1 207 2 1 225-2 1 226 2 1 233- 
2 1 235 2 1 237-2 1 274 2 1 277-2 1 280 2 1 284-2 1 296 2 1 343- 
21352 21377-21397 21408-21409 21434-21445 21447- 
2 1 450 2 1 463-2 1 469 2 1 485-2 1 49 1 2 1 495-2 1 500 2 1 5 1 6- 
21530 21532-21533 21554-21556 21587-21655 21729- 
21733 21744-21747 21892-21894 21915-21916 21955- 
2 1 96 1 2 1 967-2 1 968 2 1 973-2 1 974 2 1 978-2 1 982 22007- 
22015 22040-22041 22060-22061 22092-22094 22141- 
22 1 43 22 1 60-221 64 22 1 87-22 1 92 22 1 95-22 1 98 22208- 
22224 22251-22255 22261-22276 22284-22289 22292- 
22302 223 10-22322 22336-22348 22358-22359 22365- 
22371 22373 22377-22380 22383-22388 22399-22404 
22409-22410 22440-22448 22455-22465 22531-22539 
22571-22581 22618-22621 22634-22651 22663-22664 
22669-22670 22675-22679 22690 22696-22697 22700- 
22701 22703-22707 22728-22729 22736 22749-22762 
22768-22770 22794-22796 22805-22809 22835-22845 
22850-2285 1 22857-22858 2288 1 -22886 22909-2291 0 
22925-22926 2295 1 22955-22957 22969-22970 22974- 
22976 22990-22994 23007-23021 23046-23050 23053- 
23055 23057-23058 23063-23067 23070-23071 23074- 
23076 23098-23 1 01 23 1 38-23 1 40 23206-23209 23218- 
23222 23229-23233 23251 23261-23262 23343-23344 
23379-23390 23400-23408 23433 23439-23450 23470- 
23474 23486 23489-23490 23492-23493 23495-23496 
23506-23511 23514-23518 23526-23531 23543-23544 
23599 23675-23681 23705-23708 23718-23721 23726- 
23730 23761 23771-23780 23798-23799 23802-23805 
23827-23835 23843-23844 23871-23875 23890-23892 
24014-24018 241 16 24126-24144 24495-24498 25085- 
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25090 25323-25325 25331-25335 25340-25341 25368- 
25373 25383-25401 25410-25413 25705-25715 26024- 
26028 26205-26206 26235-26239 26262-26264 26280 
26316-26321 26326-26328 26332-26337 26341-26344 
26350-26352 26373-26374 2641 1 26455-26459 26469- 
26470 26479-26545 26547-26555 26596-26601 26657- 
26659 26665-26666 26684 26737 26748-26756 26782- 
26785 26788-26789 26796-26801 26831 26835 26842- 
26843 26853-26854 26858-26862 26873-26875 26879 
26882-26884 26980-26984 26988 27025-27027 27052 
27067-27070 27080-27090 27093-27097 27142-27146 
27150-27151 27193-27200 27218 27245-27251 27254- 
27260 27269-27270 27279 27283-27287 27299-27301 
27304-27305 27348-27353 27435-27436 27444 27498- 
27503 27510-2751 1 27544-27545 27562-27563 27570- 
27573 27578-27584 27586-27587 27600-27606 27636- 
27639 27649-27654 27755-27756 27784-27788 27819- 
27820 27825-27826 27861-27864 27890-27892 27896- 
27927 27943-27947 27989-27990 28001-28003 28012- 
28017 28045-28047 28050-28059 28105-28107 28142- 
28145 28204-28209 28286 28360-28364 28424 28426- 
28428 28458-28460 28463 28468-28484 28728-2873 1 
29278-29283 29296-29300 29321-29326 29328-29337 
29339-29340 29358 29367 29432-29435 29718-29721 
29746-29761 29872-29875 29940-29949 29960-29961 
30141-30142 30150-30156 30189-30199 30240-30250 
30361-30368 


bone 
marrow 


Clontech 


BMD002 


51-52 167 273-278 360-361 534-535 546-547 553-554 
582-584 1044-1045 1136-1139 1158-1161 1307 1317 
1436-1437 1593-1594 1602-1603 1622-1623 1667-1668 
1681-1687 1692-1693 1705-1714 1923-1924 1990 2030 
2058 2209-2210 2277 2396-2400 2471-2474 2814-2815 
2889-289 1 2893-2894 2988-2989 3 1 05-3 1 06 3 1 61 -3 1 63 
3435.3440 3550-3554 3768-3769 3781-3784 3834-3835 
3903-3907 3939-394 1 4086-4090 4 1 24-4 1 26 4 1 60-4 1 62 
4509-45 1 1 4555-4556 4562-4568 4581 -4582 4623-4639 
4668-4672 4785-4789 4795-4809 4852-4853 4967-4968 
5 1 81 -5 1 83 5295-53 1 0 5572-5573 5856-5858 5973-5975 
6 1 26-6 1 34 633 1 -6334 6403-6404 6442-6444 6450-645 1 
6533-6535 6780 6782-6786 6832-6850 6852 6877-6878 
6941-6942 7192-7193 7207 7209-7212 7216-7219 7245- 
7248 7256-7257 7368-7369 7426-7442 7450-7451 7654- 
7655 7695-7696 7745-7746 7805-7808 7972-7975 8101- 
8 1 04 8 1 42-8144 8 1 87-8200 8206-82 1 0 8227-8229 8371 - 
8374 8383-8389 8453-8454 8497-8499 8504-8505 8512- 
8513 8539-8542 8588-8597 8612-8616 8688 8698-8709 
8724-8732 8777-8779 891 7-891 8 8946-8973 8997 9002- 
9004 9063-9067 9264-9265 9321-9323 9399-9405 9443 
945 1 -9453 95 1 7-95 1 8 9529-9530 9555-9557 9594-9604 
961 1-9612 9667 9757-9758 9782-9783 9794-9795 9826 
9828 9835-9840 9848-9850 9909-9912 9929-9935 9981- 
9988 10164-10166 10480-10482 10498-10503 10513- 
10515 10551-10554 11123-11124 11202-11203 11314- 
11315 11533-11534 11538-11540 11 73 1-1 1734 11 757- 
11758 11803-11804 11842 11947-11950 12023-12026 
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12050-12056 12140 12202-12205 12245-12253 12258 
12309-12311 12362 12374-12377 12560-12561 12615- 
12618 12637 12676-12678 12701-12705 12782-12787 
12796-12798 12871-12881 12894-12897 12997-12999 
13528 13592-13595 13627-13628 13885-13887 13925- 
13926 14137-14138 14261-14263 14546-14549 14604 
14626 14714-14717 14784 14809-14813 14822-14838 
15151-15157 15182-15183 15290-15291 15329-15331 
15336-15340 15356-15357 15412-15414 15631-15642 
15652-15656 15855-15857 15878 15906-15907 16053- 
16058 16403-16407 16422-16429 16443-16445 16473- 
16478 16600 16636-16637 16642 16652-16655 16894- 
16896 17046-17057 17105-17106 17120-17122 17397 
17399-17400 17940-17942 18136-18138 18286-18288 
18403 18405-18406 18500-18501 18527 18579-18581 
18757-18758 18767-18769 18771-18772 18777-18780 
18802-18804 18899-18903 18934-18939 18964-18969 
19018 19059-19065 19074-19080 19106-19118 19156- 
19158 1921 1-19212 19221-19222 19228-19229 19254- 
19255 19260-19262 19283-19294 19351-19354 19362 
19370 19373-19374 19380-19384 19390-19394 19401- 
19402 19418-19431 19442-19444 19461 19512-19513 
19515-19521 19672-19673 19679-19682 19693 19698- 
19699 19733-19735 19743-19751 19800-19803 19813 
19819-19822 19919-19923 19938-19942 19958-19963 
19972-19980 20015-20017 20029-20043 20074-20079 
20087-20094 20120 20146-20148 20167-20171 20195- 
20197 20208-20214 20222-20225 20241 20253 20257- 
20262 20265-20270 20290-20296 20425-20426 20432- 
20446 20476-20479 20485-20494 20497-20498 20502- 
20503 20524-20536 20563-20567 20599-20606 20620 
20631-20634 20653-20665 20727-20732 20788 20816- 
20818 20853-20854 20858-20862 20897-20900 20938- 
20942 20948-20949 20952-20954 20977-20984 21058- 
21059 21 122-21 127 21 141-21 142 21 145-21 148 21 157- 
21 169 21 197-21 198 21202-21207 21216-21232 21236- 
2 1 247 2 1 277-2 1 280 2 1 284-2 1 294 2 1 398-2 1 402 2 1 408- 
2 1 409 2 1 463-2 1 465 2 1 480-2 1 482 2 1 485-2 1 494 2 1 647- 
2 1 65 5 2 1 729-2 1 733 2 1 744-2 1 747 2 1 892-2 1 898 2 1 9 1 7- 
2 1 92 1 2 1 948-2 1 954 2 1 978-2 1 987 22026-22029 22070- 
22073 22089 22092-22094 22 1 20-22 1 27 22 1 4 1 -22 1 43 
221 7 1 -22 1 75 22208-22224 22292-22299 223 1 0-223 1 1 
223 19-22322 22336-22346 22358-22359 22440-22448 
22644-2265 1 22663-22664 22678-22679 22690 22838- 
22842 22846-22849 22899-22900 23047-23050 23064- 
23065 23070-23071 23074-23076 23085-23086 23252- 
23256 23382-23385 23415-23418 23433 23473-23474 
23510-2351 1 23543-23544 23555-23565 23720-23721 
23761 23793-23797 23802-23805 23827-23833 23903- 
23904 25307-25310 25323-25325 25410-25413 26024- 
26028 26196-26199 26266 26280 26285-26290 26310- 
26314 26341-26344 26373-26374 26595 26744-26745 
26832 26843 26879 26888-26890 27100-27102 27127- 
27128 27142-27146 27193-27200 27206 27209-27213 
27216-27218 27294 27476-27477 27498-27500 27544- 
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27545 27562-27563 27636-27639 27649-27656 27814- 
278 1 5 27848-27852 2786 1 -27864 28050-28059 283 5 8- 
28360 28424 28426-28428 291 17-29123 29246 29271- 
29283 29309-29314 29339-29340 29354-29357 29367 
29378-29379 29445 30150-30156 


bone 
marrow 


Clontech 


BMD004 


656 1048 5335-5336 8768-8770 9956-9957 12872-12881 
15290-15291 18673-18677 18719-18722 19156-19158 
21978 22669-22670 23046 25373 26843 27193-27200 
27218 27790-27796 27989-27990 28199-28203 28286 


bone 
marrow 


Clontech 


BMD007 


373-374 4174 4362-4365 8320-8322 9531 15908-15909 
16044-16046 16652 17160-17167 18771-18772 19749- 
19751 19814-19815 20698-20707 22310-22311 23070 
25370-25372 26266 27702-27706 


Adult 
colon 


Invitroge 
n 


CLN001 


170-171 398-399 700-701 723-725 1004 1235-1237 1273- 
1279 1608-1610 1667-1668 1961-1962 2439 2471-2474 
2599-2603 2687-2706 3306-3308 3606 3735-3736 3789- 
3794 3949-3953 42 1 3-42 1 4 422 1 -4238 45 1 5-45 1 6 4666 
7216-7219 7258-7263 7536-7541 7742-7743 8046 8074- 
8078 8297-8300 8323-8325 8342 8420-8421 8430-8433 
8497-8499 85 1 2-85 1 3 89 1 7-891 8 9343-9346 939 1 -9392 
9475-9476 9506-9509 9531 9688 9735-9738 9828 10148- 
10160 10263-10264 1031 1 10506-10507 10531-10532 
10904-10905 11467 11473-11474 11544-11545 11612- 
11639 12006-12010 12150-12151 12435 12723 12725- 
12727 12872-12881 12943 13540-13542 13581-13583 
14137-14138 14277-14280 14546-14549 14604 14784 
15093-15095 15257 15406-15407 15530-15531 15855- 
15857 16345-16349 16558-16562 16570-16573 16602- 
16608 16995 17105-17106 17335-17339 17394-17395 
17958-17962 18269-18270 18412-18418 18495-18499 
18719-18722 1 8778-18780 1 8796 1 8925-18933 1 9045- 
19048 19134 19283-19294 19316-19317 19368-19369 
19390-19402 19566 19683-19687 19736-19742 19759- 
19763 19926-19929 19933-19937 19972-19980 20103 
20 1 06-20 1 20 201 6 1 -20 1 64 20 1 89-20 1 94 20200-20207 
20231-20234 20300-20304 20321-20324 20328-20330 
20336-20338 20393-20400 20480-20481 20485-20490 
20501 20524-20535 20676-20680 20806-20812 20819- 
20823 20865 20890-20896 20963-20972 21208-21210 
2 1 225-2 1 226 2 1 256-2 1 262 2 1 284-2 1 294 2 1 334 2 1 377- 
2 1 397 2 1428-2 1 433 2 1 447-2 1 450 2 1 5 1 6-2 1 528 2 1 877- 
2188021 955-2 1 957 22003-220 1 5 22026-22034 22204- 
2221 1 22250 22343-22346 22358-22359 22405-22408 
22551-22552 22700-22701 22810-22818 22838-22842 
22952-22953 23053-23055 23070 23074-23076 23212- 
2321 5 23358-23360 2341 5-2341 8 23827-23833 24005- 
2401 1 26307-26309 26327 26337 26341-26344 26359- 
26365 26373-26374 26421-26422 26858-26859 27100- 
27 1 02 27 1 56-27157 27304-27305 27640-2764 127812- 
278 1 5 28 1 86 28255-28261 28269 28468-28484 30141- 
30142 


Mixture of 
16 tissues 

mRNAs* 


Various 
Vendors* 


CTL016 


373.374 847-848 4581-4582 7465-7466 7745-7746 9267- 
9268 13638-13641 14344-14345 15277-15278 15356- 
15357 18825-18828 19049-19053 19306-19307 19370 
19706-19708 20263-20264 20345-20348 20425-20426 
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20712-20713 20792-20797 22343-22346 22881-22886 
26409-26410 27989-27990 


Mixture of 
16 tissues 

mRNAs* 


Various 
Vendors* 


CTL021 


1667-1668 4206-4208 4562-4568 5335-5336 5370 5919- 
5921 7256-7257 8434-8448 9984-9985 10588-10591 
10870-10872 10965 12149 12714-12715 15126-15129 
15530-15531 15543-15544 15576-15577 16652 16894- 
16896 18371-18372 18516-18518 19049-19053 19211- 
19212 19283-19294 19401-19402 19422-19431 19706- 
19708 19736-19742 19749-19751 19813 20289 21 155- 
2115621 208-2 1 2 1 0 22 1 01 -22 1 07 22309 22358-22359 
22373 22632-22633 22690 23074-23076 27544-27545 
27593-27594 27989-27990 29332-29337 30135-30140 


adult 

cervix 


BioChain 


CVX001 


30 48-49 51-52 144-145 156 180-181 201 221 255-256 
301 329-330 332 395 419-420 425-427 515-517 524-525 
530-531 543-547 551-552 694-695 716-720 738-740 832- 
836 901-904 934-935 1001-1003 1047 1 185-1 187 1259- 
1265 1273-1279 1302-1303 1424-1429 1431 1453-1454 
1456-1460 1474 1483 1499-1502 1563-1564 1596 1667- 
1668 1705-1714 1800 1866-1872 1887-1889 1899-1900 
2015-201 8 2036 2062 2220-2227 2275-2276 2307 2375 
2404-2406 2431 2471-2474 2516 2540-2541 2599-2603 
2626-2642 2644-2651 2653-2658 2661-2673 2692-2694 
2710 2802 2921-2930 2951-2955 2988-2989 3001 3090 
3205-3207 3245-3246 3268-3269 3290-3303 3421-3422 
3455-3456 3466 3507-3510 3512-3520 3526-3529 3531- 
3534 3555-3558 3661-3670 3705-3706 3763-3765 3817 
3949-3953 4122-4123 4160-4162 4221-4238 4469-4470 
4599-4601 4663-4665 4692-4694 4762-4763 4785-4789 
4795-4809 4819-4823 4957 5084-5085 5092-5094 5 109- 
5115 5124-5126 5133 5335-5336 5364 5483-5484 5581- 
5583 5654 5766-5767 5932-5936 5973-5975 5980-5984 
5997-6000 601 1-6021 6284 6371-6376 6403-6404 6484 
6486-6489 6624-6626 6779 6877-6881 6932-6938 6980 
7192-7193 7209-7212 7216-7219 7279-7282 7294-7295 
7350-7352 7534-7550 7576-7577 7601-7603 7609 7640- 
7642 7671-7673 7678-7689 7693-7694 7701-7703 7728 
7742-7743 7747-7751 7771 7778-7783 7787-7788 7794- 
7801 7890 7924-7925 7976 7988 8020 8025-8026 8070 
8084-8085 8115-8121 8132-8141 8145-8156 8184-8186 
8258-8262 8270-8276 8313-8314 8342 8347-8360 8368- 
8370 8383-8389 841 5 8422-8425 8430-8433 8466-8476 
8504-8506 8543-8550 8688 8751-8753 8758-8759 8869 
8917-8933 8982-8983 8986-8991 9021 9029-9035 9037 
9072-9074 9196-9200 9305 9321-9323 9337-9338 9391- 
9392 9427-9428 9444 9456-9458 9487-9488 9506-9509 
9522-9525 953 1 -9534 96 1 7-9626 9684-9687 9709 9729- 
9731 9763-9767 9794-9795 9815-9820 9826 9828 9854- 
9856 9899-9901 9916-9920 9923-9924 9958-9961 9969- 
9980 9989-9992 9997-10009 10017-10019 10038-10040 
10175-10196 10273-10274 10277 10306 10451-10453 
10484-10489 10498-10503 10508-10515 10523-10532 
10539-10542 10588-10594 10873-10875 10877-10878 
10886-10889 10901-10902 10979 1 1013-1 1017 1 1028- 
11031 11147-11156 11217-11219 11252-11273 11300- 
11303 11317 11345-11350 11423-11426 11431-11432 
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11468-11472 11476-11478 11505-11506 11538-11540 
11544-11546 11553-11554 11584-11585 11609 11715- 
11716 11731-11734 11749-11750 11761-11763 11777- 
11778 11803-11804 11835-11836 11842 11873-11875 
11886-11889 11921-11930 12011-12013 12042-12044 
12121-12126 12206-12208 12215-12225 12280-12282 
12371-12377 12420-12429 12470-12471 12519-12540 
12555-12559 12564 12593-12596 12598 12601-12602 
12606-12609 12640 12668-12669 12682-12683 12707- 
12711 12720-12723 12760-12762 12785-12787 12805- 
12806 12829-12830 12832-12834 12905 12943 12978- 
12981 12984-12985 13077-13079 13560-13562 13584 
13592-13595 13606-13608 13645-13651 13761-13795 
13954-13956 14023-14026 14058-14059 14192-14195 
14261-14263 14304-14305 14546-14549 14575-14604 
14628-14635 14645-14648 14684-14685 14702-14704 
14784 14789-14791 14866-14870 15025-15069 15182- 
15183 15190-15191 15243-15248 15292-15293 15326- 
15328 15406-15407 15486-15490 15545-15546 15588- 
15589 15699-15700 15855-15857 15863-15868 15880- 
15883 15961-15963 15988-15990 16110-16112 16141- 
16143 16145-16146 16226-16227 16299-16300 16484- 
16486 16494-16495 16508-16511 16542-16544 16579- 
16582 16609-1661 1 16636-16637 16643-16648 16652 
16686-16693 16828-16831 16851-16853 16899-16900 
16934-16937 16993-16994 17038-17041 17046-17057 
17268-17274 17330-17332 17335-17339 17366-17368 
17441-17450 17454-17456 17525-17527 17924-17926 
17958-17963 1 8007 18015-18016 1 8029-18030 18069- 
18072 18136-18138 18400-18402 18412-18420 18423- 
18425 18533-18534 18587-18616 18644-18650 18680- 
18681 18691-18692 18750-18756 18759-18760 18767- 
18769 18771-18776 18789 18802-18804 18806-18807 
18811-18813 18825-18834 18836-18838 18842-18845 
18854 18857-18880 18894-18896 18899-18903 18910 
18915-18918 18923-18933 18936-18939 18941 18944- 
18945 18947-18950 18960-18969 18975 18989-18990 
19029-19035 19045-19048 19059-19065 19068-19080 
19084-19085 19090 19096-19101 19106-19118 19142- 
19147 19154-19155 19159 19209-19210 19225 19273- 
19274 19306-19307 19362 19370 19373-19379 19387- 
19394 19401-19402 19415-19417 19422-19434 19441- 
19444 19454-19455 19458-19461 19484-19486 19488- 
19493 19515-19521 19526-19531 19580-19582 19604- 
19607 19656-19657 19667-19668 19683-19687 19693- 
19698 19727-19735 19749-19751 19756 19759-19767 
19804-19815 19921-19925 19933-19939 19953-19957 
19962-19963 19965-19967 19969-19971 19981 19995- 
20017 20029-20043 20048-20052 20064-20065 20069- 
20073 20080-20098 20106-201 12 20120 20130 20151- 
20 1 54 20 1 6 1 -20 1 64 20 1 67-20 1 79 20 1 82-20 1 88 20200- 
20214 20231-20241 20243-20249 20253 20257-20264 
20279-20280 20288 20299-20307 20328-20330 20345- 
20354 20393-20407 2041 1 20415-20420 20427-20431 
2044 1 -20446 20452-20455 20469-20479 205 1 4-20520 
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20524-20545 20559-20562 20569-20578 20621-20624 
20649-20665 20676-20681 20683-20685 20688 20698- 
20707 20718-20734 20753 20758-20766 20792-20812 
20819-20821 20836-20843 20858-20862 20871 20897- 
20900 20922-20926 20929-20932 20938-20943 20948- 
20949 20963-20984 20992-20994 20999-21004 21021- 
21023 21026 21062-21066 21069-21087 21101-21104 
21122-21127 21141-21142 21145-21151 21171-21174 
21 194-21 196 21213-21215 21227-21232 21263-21280 
21284-21294 21297-21298 21351-21352 21410-21414 
2 1 428-2 1 433 2 1 446 2 1 463-2 1 465 2 1 467-2 1 469 21480- 
21 482 2 1 485-2 1 500 2 1 647-2 1 655 2 1 89 1 -2 1 894 2 1 9 1 7- 
21921 21925-21928 21939 21955-21957 21967-21968 
21971-21978 22000-22002 22007-22015 22020-22025 
22030-22034 22040-22041 22050-22055 22074-22076 
22090-2209 1 22 1 35-22 1 3 8 22 1 52-22 1 5 6 22 1 60 22 1 65- 
22 1 68 22 1 76-22 1 84 22 1 87-22 1 92 22 1 95-22 1 98 22208- 
222 1 1 222 1 8-22224 2226 1 -22289 22292-22302 223 1 0- 
2231 1 22318 22333-22342 22347-22350 22357-22359 
22365-22371 22373 22405-22410 22495 22534-22539 
22553-22560 22569 22607-22609 22622-22624 22634- 
22643 22653-22654 22690 22700-22701 22737-22739 
22741-22742 22750-22759 22768-22770 22794-22796 
22810-22816 22833-22834 22843-22845 22854-22856 
22904-22906 22952-22953 22955-22957 22969-22970 
22978-22979 22991-22994 23007-23021 23046 23053- 
23055 23059-23060 23064-23067 23071 23080-23083 
23 1 1 7-23 1 1 9 23 1 25-23 13623141 23206-23209 232 1 2- 
232 1 5 23242-23244 2325 1-23256 23329-23337 23356- 
23357 23364-23370 23382-23385 23402-2341 1 23415- 
234 1 8 23428-23430 23486-23487 23489-23490 23492- 
23493 23515-235 1 8 23532-23539 23543-23544 23555- 
23565 23600-23624 23675-23681 23704 23726-23730 
23761 23770 23806-23809 23820-23833 23836-23837 
23839-23842 23867-23875 23878-23880 23990-23992 
24021-24024 24035-24040 24042-24043 24126-24144 
24147-24158 25085-25090 25334-25337 25347-25358 
25376-25377 25383-25401 26024-26028 26209-26213 
26225-2623 1 26252 26266 26270-26272 26285-26290 
26294-26302 26316-26321 26327 26341-26344 26358 
26431 26453 26460-26464 26469-26470 26596-26601 
26676-26677 26687 26742 26748-26754 26788-26789 
26819-26826 26842-26843 26853-26854 26873-26875 
26980-26984 26988 27012-27014 27040-27043 27052 
27067-27070 27 1 00-27 1 02 271 73-27 1 74 27 1 77-27 1 78 
27 1 93-27200 27269-27270 27348-27353 27478-27479 
27510-2751 1 27520-27521 27544-27545 27557-27559 
27600-27601 27635-27641 27662-27672 27729-27739 
27755-27756 2778 1 -27788 27790-27804 2786 1 -27864 
27890-27892 27940-27947 27970 27981-27982 27989- 
27990 28008-2801 1 28045-28047 28095-28096 28099- 
28100 28108-28121 28157-28158 28160 28199-28203 
28255-28261 28286 283 1 1-283 1 3 28573-28578 28768- 
28774 29117-29123 29278-29283 29321-29326 29354- 
29357 29409-29416 29938-29949 29960-29963 30141- 
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30142 30150-30156 301 84-30199 30218-30220 30233- 
30235 30240-30242 30361-30368 


diaphragm 


BioChain 


DIA002 


5581-5583 7978-7983 8187-8200 8349-8350 9072-9074 
9366-9368 11123-11124 11745-11748 16546 19800- 
1 9803 1 9972- 1 9980 20 1 30 2043 7-20440 20554-20557 
206 1 4-2061 5 20676-20680 222 1 2-222 1 7 23252-23256 
25340-25341 25373 26876-26878 


endothelia 
1 cells 


Stratagen 


EDT001 


19-20 84 124-125 156 158-159 164 170-171 180-181 192 
197-200 227-230 251-252 255-256 260 301 307-308 31 5- 
316 319-323 329-330 358-359 373-374 395 414-418 425- 
427 461-465 505 515-519 524-525 534-535 553-554 557- 
559 576-578 619-620 635 656 706-707 712 716-722 832- 
836 845-848 880-885 891 913 919-922 981-985 1004- 
1005 1044-1045 1047 1074-1087 1092-1098 1 101-1 103 
1123-1127 1158-1161 1203-1204 1235-1237 1240-1241 
1259-1266 1268-1289 1307 1310-1311 1334 1414-1417 
1431 1453-1454 1467-1469 1483 1499 1569-1573 1618 
1620 1667-1668 1678-1680 1705-1714 1721-1722 1778- 
1779 1792-1794 1910-1913 1925-1927 1967 1971-1974 
1977 1986-1987 2015-2018 2022 2072 2202-2203 2272- 
2276 2306 2404-2406 2409 2432-2435 2471-2474 2570- 
2574 2597-2603 2625 2724-2726 2886-2887 2903-2904 
2923-2924 2926 2934-2935 2939-2943 2975-2977 2983- 
2986 3001 3006-3008 3078-3079 3090 3107-3108 3115 
3226-3228 3241 3255-3259 3266 3276-3277 3304-3309 
3336-3337 3365 3374-3377 3421-3422 3433 3448-3450 
3455-3456 3464-3465 3477-3478 3504-3507 3518-3520 
3525 3555-3558 3606 3624 3686 3693 3781-3784 3789- 
3794 3834-3835 3949-3953 4067-4072 4080-4082 4084- 
408 5 4 1 22-4 1 23 4 1 60-4 1 62 42 1 3-42 1 4 4244-4247 4343- 
4346 4450 4469-4482 4486-4488 4526-4527 4542 4555- 
4556 4562-4573 4581-4582 4600-4601 4612-4614 4651 
4785-4789 4857-4861 4966-4968 4971-4974 5089-5090 
5092-5094 5192 5335-5336 5384-5386 5572-5573 5580- 
5583 5594-5602 5658 5700 5714-5716 5802-5812 5820- 
5823 5880 5885-5897 5907-5909 5939-5941 5980-5984 
5986-5988 6140-6143 6166-6168 6186-6189 6301 6342- 
6343 6403-6405 6551-6567 6585-6592 6627-6628 6657- 
6661 6669-6670 6791-6794 6832-6850 6852 6932-6938 
7056-7057 7209-72 1 2 72 1 6-72 1 9 7285-7295 73 74 74 1 5- 
7420 7447-7449 7536-7541 7557-7559 7580-7597 7601- 
7605 7609 7615-7617 7620-7621 7630-7636 7643-7647 
7654-7655 7657-7665 7671-7673 7681-7687 7693-7696 
7701-7703 7729 7742-7743 7745-7751 7784-7786 7794- 
7797 7821 7890 7906-7912 7921-7925 7946-7948 7972- 
7975 7978-7983 7990-7992 7994 8002 8010-8012 8017- 
8019 8043-8044 8070 8090-8093 8117-8121 8152-8159 
8 1 63-8 1 73 8 1 82-81 83 8 1 87-8200 82 1 1 -82 1 3 82 1 6-8220 
8227-8229 8234 8247-8248 8253-8257 8342 8347-8360 
8363-8364 8368-8370 8415 8449-8452 8497-8499 8504- 
8505 8507-8509 8512-8513 8539-8542 8554-8555 8584- 
8587 8607-8609 8688-8690 8754-8757 8760-8761 8777- 
8779 8936-8938 8986-8991 9002-9004 9013-9020 9038- 
9045 9072-9074 9084-9085 9196-9200 9260-9263 9306- 
931 1 9316 9321-9323 9331-9333 9337-9338 9382 9391- 
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9392 9445-9448 9454-9455 9475-9476 9478-9481 9487- 
9490 9522-9525 9531-9534 9546-9549 9558 9561-9566 
9586-9589 9617-9626 9659 9664-9665 9672 9682-9683 
9729-9731 9735-9742 9757-9758 9763-9767 9794-9795 
981 5-9820 9826 9828-9834 985 1-9852 9854-9855 9896- 
9897 9902-9904 9923-9924 9927-9928 9953 9960-9964 
9993-9996 10033-10040 10167-10196 10273-10274 
10277 10281-10304 10306 10326-10328 10451-10453 
10480-10482 10508-10515 10537-10538 10595-10599 
10603-10608 10612-10623 10627 10638-10639 10881- 
10883 10901-10902 10913-10918 10936-10938 10963- 
10965 11035-11037 11123-11124 11135 11143 11217- 
11219 11295-11305 11314-11315 1 1339-1 1350 1 1359- 
11369 11372-11396 11405-11407 11431-11432 11434 
11465-11466 11468-11474 11476-11478 11495-11498 
11538-11540 1154611579-11606 11609 11696 1 1711- 
11712 11715-11716 11731-11734 11737-11750 11780- 
11784 11786-11788 11803-11804 11835-11836 11840 
11842 11873-11875 11901-11905 1 1941-1 1944 1 1947- 
1 1950 12002-12005 12050-12056 12112-12114 12121- 
12137 12150-12151 12173 12190-12191 12237-12238 
12256-12257 12259-12262 12285-12302 12361 12374- 
12377 12398-12401 12446-12450 12470-12471 12477 
12486-12540 12545-12546 12555-12559 12590-12592 
12615-12618 12637 12640 12642-12644 12666-12667 
12670 12707-12711 12714-12715 12723 12755-12762 
12796-12798 12805-12806 12829-12830 12978-12981 
12997-12999 13077-13079 13576-13579 13581-13583 
13592-13597 13603-13608 13629-13631 13645-13651 
13796-13797 13873-13875 13918-13919 13999-14003 
14044-14045 14054-14056 14058-14059 14130-14131 
14141-14142 14170-14172 14175-14181 14192-14195 
14206 14216-14226 14236-14238 14261-14263 14299- 
14301 14346 14498-14501 14604 14607-14609 14681- 
14682 14684-14685 14714-14717 14784 14802-14808 
14866-14870 1 5013-15024 15071-15074 1 5093-15095 
15165-15170 15172-15173 15182-15183 15190-15191 
15220 15222-15224 15233-15236 15243-15248 15250- 
15251 15257 15277-15278 15283-15286 15290-15291 
15298-15303 15323-15324 15336-15340 15356-15357 
15406-15407 15412-15414 15457-15459 15530-15535 
15545-15546 15548-15550 15563-15564 15576-15577 
15585 15588-15589 15614-15616 15699-15700 15855- 
15857 15869-15870 15880-15883 15890-15895 15988- 
15990 16044-16046 16059 16075-16079 16082 16096- 
16099 16103-16104 16110-16112 16141-16143 16168- 
16171 16174-16176 16237 16239 16371-16372 16388- 
16391 16422-16429 16461-16466 16479-16481 16501- 
16504 16508-16511 16536-16539 16545 16563-16573 
16576-16577 16583-16585 16600-16601 16609-16611 
16619-16621 16628-16637 16642-16648 16652 16675- 
16682 16702-16705 16771-16772 16804-16807 16833- 
16842 16851-16853 16873-16874 16894-16896 16934- 
16937 17070-17071 17114 17120-17122 17131-17132 
17242 17284-17291 17297-17306 17330-17332 17335- 
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SEQ ID NOS: 








17339 17398 17454-17456 17571-17574 17937-17938 
17958-17962 17964-17968 18015-18016 18029-18030 
18055-18060 18136-18138 18376-18377 18407-18418 
18421-18425 18427-18429 18492-18494 18500-18501 
18516-18518 18527 18533-18534 18536-18539 18617 
18624-18637 18644-18650 18655-18658 18671-18677 
18691-18693 18717-18726 18730-18732 18745-18756 
18759-18761 18771-18780 18784-18789 18796-18807 
1881 1-18813 18822-18828 18855-18880 18882-18888 
18894-18896 18899-18907 18919-18921 18925-18939 
18941 18946 18964-18969 18975-18977 18989-18990 
18996 19012 19025-19035 19045-19048 19055 19057- 
19065 19071-19083 19090 19134 19138-19140 19163- 
19201 19207-19210 19213-19220 19224 19251-19252 
19254-19257 19260-19263 19266-19267 19273 19295- 
19296 19306-19307 19316-19317 19345-19349 19351- 
19360 19362-19364 19368-19370 19373-19374 19380- 
19389 19401-19402 19415-19417 19422-19434 19441- 
19444 19458-19463 19484-19486 19503 19514-19521 
19530-19531 19536 19560-19562 19566-19573 19586 
19598-19601 19625 19656-19657 19659-19661 19667- 
19668 19670-19671 19688 19693 19698-19699 19727- 
19748 19759-19763 19772 19800-19803 19810-19815 
19819-19822 19855-19856 19915-19918 19921-19929 
19933-19946 19953-19961 19965-19967 19972-19981 
20015-20017 20026-20027 20029-20047 20066-20068 
20072-20079 20087-20094 20099-20 1 02 20 1 06-20 1 1 0 
2011 4-20 1 20 20 1 22-20 1 27 20 1 3 0 20 1 3 3-20 1 36 20 1 46- 
20 1 54 20 1 6 1 -20 1 64 20 1 67-20 1 79 20 1 82-20 1 94 20200- 
2021 8 20222-20225 20235-20241 20250-20252 20257- 
20262 20265-20270 20274-20278 20281-20282 20289 
20328-20330 20345-20354 20360 20393-20400 20406- 
20407 20414 20418-20426 20432-20451 20456-20474 
20476-20479 20482-20494 2050 1 20505-205 1 0 2052 1 - 
20535 20542-20545 20548-20557 20563-20567 20575- 
20578 20614-20619 20625-20634 20644-20648 20653- 
20671 20688-20692 20698-20707 20710-20711 20718- 
20732 20752-20753 20758-20767 20788 20806-20821 
20824-20843 20853-20863 20879-20880 20897-20900 
20924-20925 20927-20928 20948-20949 20955-20962 
20973-20988 2 1 005-2 1 008 2 1 0 1 5 2 1 026-2 1 03 1 2 1 060- 
21066 21069-21071 21076-21087 21 101-21 104 21122- 
21127 21137-21140 21145-21151 21 171-21 17421 176- 
21180211 97-2 119821 202-2 1 207 2 1 225-2 1 226 2 1 233- 
2 1 235 2 1 24 1-2 1 247 2 1 256-2 1 274 2 1 277-2 1 280 2 1 284- 
21298 21301-21303 2135 1-2 1 354 2 1 359-2 1 360 2 1 377- 
2 1 397 2 1 434-2 1 450 2 1 467-2 1469 21 480-2 1 482 2 1 495- 
2 1 500 2 1 5 1 6-2 1 530 2 1 647-2 1 655 2 1 7 1 8-2 1 724 2 1 729- 
21733 21877-21880 21892-21894 2191 1 -2 1 9 1 2 2 1 91 5- 
2 1 92 1 2 1 924 2 1 939 2 1 95 1 -2 1 966 2 1 978-2 1 987 22000- 
22006 22019-22025 22040-22044 22047 22060-22076 
22080-22083 22092-22094 22117-221 19 22128-22138 
22 1 4 1 -22 1 43 22 1 60-22 1 64 22 1 69-22 1 70 22 1 87-22 1 92 
22195-22198 22200-22203 22208-2221 1 22225-22226 
22251-22252 22265-22289 22292-22299 22309 22314- 
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223 1 7 223 1 9-22332 22336-22342 22349-22350 22358- 
2235 9 22365-22371 22373 22377-22380 22383-22388 
22434-22435 22455-22465 22495 22531-22539 22553- 
22558 22571-22581 22607-22609 22622-22624 22634- 
22636 22644-22651 22653-22654 22663-22667 22678- 
22679 22690 22700-22701 22703-22706 22726-22727 
22730-22731 22750-22762 22768-22770 22781-22782 
22794-22796 228 1 0-228 1 6 2282 1 -22822 22852-22856 
22870-22874 22904-22906 22909-2291 1 22925-22938 
22948-22953 22955-22961 22974-22976 22978-22979 
22991-22994 23007-23021 23046-23052 23057-23060 
23063-23067 23070-23071 23084 23098-23101 23112- 
23 1 1 6 23 1 20-23 1 36 23 1 38-23 1 4 1 23201-23202 23218- 
23222 23237-23241 23251-23256 23258-23263 23279- 
23281 23338 23343-23344 23358-23360 23379-23390 
23415-23418 23448-23450 23470-23472 23475-23479 
23486-23487 23489-23490 23492-23493 23499-23505 
23508-23511 23526-23531 23555-23565 23673-23674 
23700-23701 23704 2371 8-23719 23726-23736 23760- 
23761 23765-23767 23771-23780 23793-23799 23806- 
23809 23827-23833 23839-23848 23882 23890-23892 
23941-23956 23959 23990-23992 23999-24001 24014- 
24018 24025 24029-24033 24035-24040 24056 24120- 
24129 24772-24774 25085-25090 25213-25219 25293- 
25297 25307-25308 253 1 9-25321 25334-25335 25338- 
25341 25355-25358 25370-25375 254 1 6-2541 7 25534- 
25536 26024-26028 26196-26199 26205-26206 26237- 
26239 26248-26252 26266 26273-26279 26285-26290 
263 1 6-26321 26327 26329 26337 26339-26340 2636 1 - 
26365 26373-26374 26409-2641 1 26460-26463 26469- 
26470 26559-26560 26596-26601 26678-26680 26719- 
26726 26742 26746 26748-26756 26804-26806 26843 
26853-26857 26860-26862 26876-26879 26980-26984 
27035 27040-27043 27052 27067-27070 27074-27077 
27122-27126 27133-27134 27150-27151 27173-27174 
27193-27202 27206-27213 27218 27240-27251 27254- 
27265 27269-27270 27273-27274 27281-27287 27304- 
27305 27372-27375 27439-27440 27493-27495 27501- 
27507 27510-27511 27520-27521 27544-27545 27548- 
27549 27574-27584 27586-27587 27600-27606 27636- 
27641 27649-27654 27662-27672 27698-27706 27726- 
27739 27755-27756 27814-27818 27861-27864 27890- 
27892 27896-27927 27948-27969 27989-27990 28045- 
28047 28050-28059 28095-28096 28099-28 1 00 28 1 05- 
28107 28138-28140 28142-28156 28186 28263-28268 
28286 28290-28292 283 1 1-283 1 3 283 1 5-283 1 6 28361 - 
28362 28424 28426-28428 28468-28484 28573-28578 
28732-28742 291 17-29123 29278-29283 29304-29314 
293 1 7-29320 29328-29337 29339-29340 29358 29406- 
294 1 6 294 1 8-294 1 9 29432-29435 296 1 4-29620 297 1 8- 
29721 29950-29953 29960-29961 30141-30142 30150- 
30156 30205 30221-30223 30361-30368 


Genomic 
clones 
from the 


Genomic 

DNA 

from 


EPM001 


880-882 1 142-1 152 3281-3282 4007-4052 4177 4180- 
4190 4899-4907 49 1 1 -49 1 7 492 1 -4922 492 8 4945 4997- 
5023 5031-5035 5037 5042-5046 5202-5239 5241 5361 
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short arm 
of 

chromoso 
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Genetic 
Research 




6796-6800 7019 7026 7028-7029 7031-7035 7041-7055 
7058-7091 7094-7099 7173 7175-7177 7371-7372 7374 
7392-7395 7407-7414 7421-7425 7444-7445 7469-7472 
7475 8466-8476 8710-8715 8800-8813 8820-8841 8850- 
8853 8855-8859 8862-8868 8877-8902 9047-9048 9081- 
9085 9088-9099 9145-9149 9152-9181 9193 9205-9208 
9213-9229 923 1-9234 9239-9259 9269-9276 9291-9299 
9314-9315 9962-9964 10320-10325 10329-10331 10334- 
10342 10443-10444 10679-10683 10723-10724 10726- , 
10741 10748-10750 10755-10757 10759-10765 10775- 
10777 10822-10830 10834-10867 10879-10880 1 1058- 
11062 11416-11418 11890-11891 12218-12220 13000- 
13004 13127-13128 13130-13136 13142-13174 13176- 
13190 13307-13311 13316-13318 13324-13337 13425- 
13495 13677 13681-13682 13695-13698 13706-13707 
13712-13721 13723-13727 13730-13751 13815-13821 
13823 13831 13854-13860 14876-14877 14962-14977 
15120-15123 15593-15599 15705-15708 15710 15718- 
15741 15773-15774 15780-15788 15815-15817 15826 
15828-15831 15836-15837 15842-15845 15915-15916 
15939-15943 15946-15956 15964-15976 15978-15980 
15991-15996 16001-16018 16047-16052 16258-16268 
17232 17366-17368 17579 17593-17598 17602-17609 
17637-17667 17673-17684 17688-17700 17703-17707 
17722-17724 17734-17789 17791-17799 17805-17806 
17818-17824 17828-17829 17836-17849 17857-17861 
17864-17868 17871-17873 17876-17879 17881-17885 
17888-17894 17902-17904 17909-17916 18008-18012 
18024-18028 18066-18068 18075-18089 18139-18151 
18155-18156 18161-18162 18166-18168 18186-18187 
18197-18203 18207-18214 18216-18218 18226 18230- 
18239 18242-18245 18247-18253 18255-18263 18275- 
18277 18286-18288 18291-18294 18308-18329 18335- 
18349 18353-18359 18365-18370 18380-18392 18398 
21304-21325 21501-21515 21534-21553 21557-21563 
21568-21646 21656-2171 1 21718-21724 21728 21738- 
2 1 743 21 748-2 1 75 1 2 1 788-2 1 799 2 1 863-2 1 876 22523- 
22533 22582-22588 22596-22602 22605-22606 22610- 
2261 7 22658-22660 2281 7-2281 8 23029-23045 23532- 
23 539 23993-23998 24 1 83-24 1 96 241 99-24225 24227- 
24268 24274-243 12 243 1 9-24324 24333-24387 24397- 
24470 24473-24490 24607-24631 24646-24665 24681- 
24702 24722-24770 24775-24816 24820-24862 24869- 
24923 24925-24951 24964-24977 24985-25060 25093- 
251 1 1 251 14-25146 25158-25170 25178-25212 25220- 
25224 25228-25246 25249-25253 25359-25363 25366- 
25367 25450-25470 25475-25494 25506-25514 25539- 
25561 25572-25593 25598-25603 25633-25656 25660- 
25679 25690-25800 25807-25847 25853-25875 25878- 
25880 25883-25896 25906-25951 25957-25965 25969- 
26018 26050-26053 26077-26086 26090-26 120 26127- 
26 1 29 26 1 33-26143 26 1 57-26 1 84 26 1 89-26 1 94 262 1 9- 
26220 26237-26239 26629-26655 26691-26694 27677- 
27688 27714-27717 27809-2781 1 28352-28357 28489- 
28510 28514-28548 28556-28572 28579-28627 28635- 
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28719 28732-28799 28809-28824 28831-28836 28841- 
28896 28901-28958 28964-28972 29012-29038 29047- 
29049 29071-29081 29087-29101 29104-29107 29116 
29128-29141 29147-29151 29154-29156 29159-29168 
29179-29186 29221-29241 29290-29295 29327 29368- 
29369 29420-29425 29446-29450 29461 29466 29468- 
29472 29486-29487 29492-29498 29501-29546 29551- 
29568 29583-29604 29606-296 1 0 296 1 4-29629 2963 1 - 
29637 29645-29654 29660-29678 29686-29703 29708- 
29714 29722-29739 29741-29742 29746-29836 29842- 
29871 29876 29879-2991 1 29919-29935 29964-29968 
29980-29981 29986-29994 29998-30001 30022-30031 
30036-30064 30084-301 00 301 09-30 1 34 301 67-301 77 
30179-30182 30236-30239 30253-30278 30281-30295 
30297-30300 303 1 0-303 1 7 3032 1 -30327 30330-30337 
30342-30347 30352-30360 


Genomic 
clones 
from the 
short arm 
of 

chromoso 
me 8 


Genomic 

DNA 

from 

Genetic 

Research 


EPM003 


1 604- 1 607 4008-4036 4049-405 1 4 1 80-4 1 90 4923-4928 
5242 5326-5330 7067-7087 7093 7 1 75-7 1 77 7426-7442 
7475 8807-8813 8822-8835 8839-8846 8850-8853 8855- 
8858 8862 8870-8873 8876 8892-8898 9088-9099 9152- 
9181 9205-9208 9226-9229 9239-9257 9259 9294-9296 
9301-9304 10343 10347-10350 10443-10444 10726- 
10727 10759-10764 10775-10777 10842-10867 13000- 
13004 13307-13308 13341 13422-13423 13425-13495 
13730-13735 13737-13750 13823 14981-14983 15110- 
15111 15120-15123 15718-15725 15815-15817 15827- 
15833 15939-15943 15966-15968 15991-15996 16016- 
16018 17606-17608 17701 17836 17857-17874 17876- 
17887 17891-17894 18097-18134 18145-18151 18155- 
18156 18184 18255-18263 18291-18292 18335-18340 
1835421 549-2 1 553 2 1 573-2 1 586 2 1 660-2 1 7 1 1 2 1 728 
2 1 788-2 1 799 2 1 863-2 1 876 22525-22530 22596-22598 
22605-22606 22658-22660 24 1 87-24 1 93 24227 243 58- 
24369 24436-24438 24473-24480 24607-24609 24722- 
24726 24749-24771 24795-24816 24869-24870 24908- 
24923 24963 25017-25048 25052-25060 25078-25084 
2509 1 -25 1 00 25 1 1 4-25 1 39 25 1 47-25 1 70 25 1 87-25 1 92 
25247-25248 25359-25363 25461-25470 25489-25494 
25515-25521 25539-25550 25572-25593 25623 25633- 
25650 25676-25679 25728-25732 25741-25782 25883- 
25889 25901-25902 25906-2591 1 25957-25959 25969- 
260 1 6 26059-26067 26 1 36-26 138 261 50-26 15226157- 
26164 26629-26653 27943-27947 28522-28524 28533- 
28539 28571 28607-28614 28646-28650 28709-28719 
28748 28754-28760 28768-28781 28809-28814 28822- 
28824 28882-28887 28914-28916 28933-28935 29012 
29031-29038 29071-29082 29087-29095 29104-29107 
29116-29141 29154-29158 29327 29446-29450 29492- 
29494 29590-29605 29614-29620 29630 29645-29654 
29663-29678 29686-29703 29741-29742 29763-29836 
29842-29869 29879 29902-2991 1 29964-29968 30002- 
30003 30048-30052 30084-30093 301 1 8-30134 30145- 
3 0 1 49 3 0 1 67-3 0 1 77 3 0 1 79-3 0 1 82 3 020 1 -3 0204 3 023 6- 
30239 30254-30255 30275-30281 30343-30347 


Genomic 


Genomic 


EPM004 


3281-3282 4924-4928 4945 4997-5020 5043-5044 5243- 
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DNA 
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5245 7061-7064 7067-7087 7167 7170-7177 7426-7442 
7474-7475 8466-8476 8807-8813 8822-8838 8877-8902 
9047-9048 9152-9181 9217-9225 9231-9233 9269-9286 
9291-9293 9314-9315 10443-10444 10446-10448 10679- 
10683 10775-10777 10842-10867 13000-13004 13145 
13177-13178 13189 13309-13311 13328-13330 13424- 
13495 13497-13498 13719-13721 13730-13736 13815- 
13818 13823 13854-13860 15834 15836-15837 15842- 
15846 15946-15950 15966-15968 16006-16018 17232 
17585-17586 17650-17652 17674-17676 17748-17751 
17763-17770 17850-17851 17888-17921 18075-18080 
18097-18134 18139-18144 18161-18162 18264-18268 
18275-18277 18286-18288 18300-18307 18323-18333 
18353-18354 18361-18370 18404 19093-19095 21549- 
21553 21563 21573-21586 21661-2171 1 21728 21780- 
2 1876 22523-22530 22586-22588 22605-22606 23820- 
23826 23993-23998 24187-24193 24260-24268 24333- 
24340 24358-24369 24426-24435 24449-24470 24473- 
24480 24610-24614 24681-24693 24703-24715 24757- 
24770 24775-24779 24794-24801 24827-24837 24846- 
24854 24951 25005-25026 25052-25060 25096-25100 
251 12-251 13 25158-25238 25247-25256 25450-25460 
25471-25474 25515-25521 25539-25541 25551-25561 
25673-25679 25690-25702 25716-25718 25737-25782 
25796-25800 25807-25820 25836-25847 25853-25865 
25901-25902 25986-26016 26077-26086 26090-26099 
2611 6-26 1 20 262 1 6 26273-26279 26629-26653 27677- 
27688 28531-28532 28540-28547 28558-28564 28617- 
28627 28695-28698 28709-28727 28768-28781 28809- 
2882 1 2883 1-28836 2884 1 -28847 28872-28874 2890 1 - 
28909 28933-28935 28943 29031-29038 29159-29170 
29179-29197 29203 29221-29233 29290-29295 29420- 
29425 29481-29485 29488-29491 29508-29518 29529- 
29534 29551-29563 29587-29589 29631-29637 29763- 
29836 29842-29869 29872-29875 29885-29891 29936- 
29937 29980-29981 29991-29994 30059-30060 30084- 
30087 30109-30117 30179-30182 30201-30204 30271- 
30274 


esophagus 


BioChain 


ESO002 


4581-4582 4810-481 1 5335-5336 8466-8476 9475-9476 
15588-15589 16652 18781-18783 19943-19946 21277- 
21280 26843 27100-27102 30205 30233-30235 


fetal brain 


Clontech 


FBR001 


202-203 847-848 1097-1098 1259-1262 1721-1722 2404- 
2406 2951-2955 5276-5278 5802 7902-7903 8377-8379 
9196-9200 9443 9828 9969-9980 10273-10274 10326- 
10328 10876 10976-10978 1 1024-1 1025 11476-11478 
11731-11734 11803-11804 12127-12128 12150-12151 
13107-13117 13581-13583 14604 17366-17368 17455- 
17456 18627-18628 18964-18969 19018 19211-19212 
19362 19387-19389 19401-19402 20328-20330 20345- 
20348 20554-20557 2 1 256-2 1 266 2 1 377-21 397 2 1 434- 
21439 21978 22141-22143 22200-22203 22637-22643 
22899-22900 23222 23709 23893-23902 254 1 6-2541 7 
26307-26309 26329 26831 271 13 27245-27246 27386- 
27389 27976-27982 28186 30141-30142 


fetal brain 


Clontech 


FBR004 


1 667- 1 668 1 990 2 1 1 4-2 1 1 5 2389 48 1 8 5980-5984 7542- 
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7550 7699-7700 7757-7759 7986-7987 8274-8276 8307 
8588-8597 9049-9062 9862-9863 10480-10482 1 1018 
11308-11310 12581-12582 15397-15398 19074-19080 
19306-19307 19800-19803 20087-20094 20104-20105 
2024 1 2041 5-204 1 7 2049 1 -20494 20563-20567 20607- 
206 1 2 20698-20707 20865 20897-20900 2 1 1 05-2 1111 
21939 22087-22088 22144-22151 22625-22628 23007- 
23021 23526-23531 23710 25347-25354 25534-25536 
26329 26347-26348 26383-26385 26843 28148-28156 
28424 29954-29955 


fetal brain 


Clontech 


FBR006 


3-4 168 192 197-200 240-250 324-325 329-330 362 373- 
374 464-465 532-535 553-554 576-578 613-614 713-715 
847-848 912 927 934-935 949-950 1044-1045 1071 1097- 
1098 1203-1204 1235-1237 1273-1279 1304 1411-1413 
1488-1489 1569-1570 1591-1592 1678-1687 1705-1714 
1 923- 1 924 1 977 2023-2029 2 1 45 2228 223 1-2253 2259- 
2264 2356 2375 2396-2400 2404-2406 243 1 2437-2439 
2475 2525-2528 2599-2603 2656-2658 2663-2665 2707- 
2716 2720-2732 2734-2745 2770-2772 2808-281 1 2871- 
2873 2889-2891 2931-2935 2951-2955 3001 3039 3080- 
3081 3105-3106 3205-3207 3213 3261-3263 3377 3477- 
3478 3507 3512-3514 3555-3558 3596 3671-3673 3683 
3687-3691 3693 3708 371 1-3712 3729-3730 3781-3784 
3809 3939-3941 3949-3953 4055-4061 4065 4091-4100 
4122-4126 4137-41394209-4210 4542 4562-4568 4574- 
4576 4667 4673 4683-4684 4720-4725 4765-4773 4795- 
4809 4845-4851 4854-4856 4870-4871 4948 4964-4965 
4970 5 1 36-5 1375139 5246 525 1 -5252 529 1 -5294 5392 
5532-5533 5557-5560 5567-5568 5594-5602 5744-5747 
6011-6021 61376155-6161 6209-621 1 621 7-6222 6378- 
6388 6393-6395 6406-6410 6452-6453 6488-6490 6513- 
6515 6542-6543 6669-6670 6674-6675 6775-6778 7194- 
7197 7220-7227 7236-7237 7264-7266 7350-7352 7364- 
7365 7426-7442 7452-7460 7482-7517 7557-7559 7580- 
7597 7604-7605 7630-7636 7657-7659 7695-7696 7745- 
7746 7778-7783 7787-7788 7898-7900 7946 7957 7986- 
7987 7993 8013-8016 8079 8137-8141 8152-8156 8162- 
8173 8187-8200 8204-8205 821 1-8213 8230-8233 8247- 
8249 8263-8265 8301-8310 8313-8314 8320-8322 8335- 
8336 8347-8348 8351-8360 8371-8374 8383-8389 8420- 
8421 8426-8428 8457-8458 8461-8465 8497-8499 8506 
8512-8513 8588-8597 8607-8609 8688 8733-8735 8758- 
8759 8762-8766 8919-8933 8936-8945 8974-8977 8982- 
8983 8998-9004 9029-9030 9043-9045 9068 9306-931 1 
9380-9381 9510-9518 9529-9531 9585 9603-9604 9729- 
973 1 9763-9767 9799-9800 9808-98 1 2 9829-9832 9929- 
9935 9958-9959 9969-9980 9989-9992 9997-10009 
10015-10016 10033-10037 10449-10453 10477-10478 
10483 10513-10518 10523-10530 10537-10538 10603- 
10608 10638-10639 10780-10782 10901-10902 10931- 
10933 10965 11026 11081 11123-11124 11317 11345- 
11350 11465-11472 11476-11478 11577 11672 11711- 
1 1 7 1 2 1 1 73 1 - 1 1 734 1 1 739- 1 1 740 1 1 803- 1 1 804 1 1 934 
12102-12110 12117-12118 12131-12132 12202-12208 
12215-12217 12226-12228 12333-12334 12374-12377 
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12403-12405 12437-12438 12441-12445 12451-12453 
12486-12518 12598 12723 12894-12897 13503-13512 
13529-13535 13585-13 588 13796-13797 13838-13844 
13898 13994-13997 14023-14026 14044-14045 14061- 
14063 14127-14128 14137-14138 14173-14174 14209- 
14215 14236-14238 14261-14263 14349-14351 14391 
14410-14412 14605-14609 14626 14681-14682 14684- 
14689 14694-14701 14709-14713 14988-14993 14999- 
15001 15019-15024 15253-15255 15257-15259 15300- 
15301 15358-15359 15381-15385 15397-15398 15406- 
15407 15454-15461 15491-15525 15567 15855-15857 
15861-15866 15890-15895 15902-15903 16022-16023 
16060-16061 16110-16112 16115-16117 16123-16128 
16130-16132 16219-16220 16365-16366 16434-16437 
16465-16466 16470-16472 16496-16497 16553-16556 
16570-16573 16599 16623 16628-16631 16636-16637 
16643-16651 16714-16723 16836-16842 16860-16870 
1 6903- 1 6909 1 693 8- 1 694 1 1 6962- 1 6965 1 6996- 1 6999 
17002-17009 17018-17023 17026-17028 17067-17069 
17105-17106 17115 17120-17122 17264-17267 17286- 
17306 17359-17360 17372-17374 17571-17574 17685- 
17696 17857-17861 17927-17929 17949-17952 17958- 
17962 18001-18004 18038-18042 18136-18138 18411 
18427-18429 18500-18501 18516-18518 18536-18537 
18625-18626 18644-18650 18655-18660 18691-18692 
18719-18726 18730-18732 18771-18772 18789 18806- 
18807 18829-18834 18857-18880 18882-18888 18925- 
18933 18944-18945 18947-18950 18955-18959 18964- 
18969 19005-19009 19029-19035 19045-19048 19055 
19071-19073 19081-19083 19096-19101 19138-19140 
19159-19161 1921 1-19212 19266-19267 19274 19295- 
19296 19350 19362-19364 19375-19379 19385-19389 
19422-19431 19442-19444 19447-19448 19526-19529 
19548-19553 19566-19573 19598-19602 19659-19661 
19670-19671 19693 19706-19708 19733-19735 19814- 
19818 19933-19939 19948-19950 19953-19963 19972- 
19980 20029-20043 20069-20071 20095-20102 20120- 
20194 20198-20221 20235-20240 20244-20252 20265- 
20270 20274-20278 20321-20324 20414 20437-20440 
20447-20451 20456-20471 20476-20479 20505-20509 
20547 20559-20568 20607-20612 20621-20624 20631- 
20634 20646-20648 20676-20681 20686-20687 20698- 
20707 20718-20725 20727-20734 20747-20751 20754- 
20757 20801-20805 20827-20843 20865 20929-20932 
20952-20954 20957-20962 21 062-21066 21112-21114 
21 141-21 142 21 157-21 16921 176-21 180 21 197-21 198 
21213-2121521 229-2 1 232 2 1 253-2 1 255 2 1 263-2 1 266 
21326-21333 21353-21354 21377-21397 21410-21414 
21454-21457 21 480-2 1 482 2 1 495-2 1 500 2 1 554-2 1 556 
21647-21655 21712-2171721729-21733 21744-21747 
21881-21885 21891 2 1 899-2 1 904 2 1 9 1 1-2191221915- 
2 1 924 2 1 95 1 -2 1 974 2 1 978-2 1 982 2 1 995-22002 22007- 
2201 8 22020-22029 22035-22036 22045-22046 22056- 
22059 22062-22069 22074-22076 22080-22083 22092- 
22094 22 1 08-22 1 1 4 22 1 28-22 1 34 22 1 4 1 -22 1 43 22 1 52- 
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22 1 56 22 1 5 8-22 1 59 22 1 69-22 1 75 222 1 8-22224 22246- 
22249 2225 1 -22252 22265-22270 22277-22299 223 1 8 
22358-22359 22365-22371 22377-22392 22399-22408 
22495 22531-22533 22561-22568 22571-22581 22625- 
22628 22634-22643 22726-22727 22743-22748 22768- 
22770 22801-22804 22810-22816 22854-22856 22940- 
22947 22952-22953 23022-23025 23046-23052 23059- 
23060 23064-23065 23085-23086 23 1 20-23 1 22 23 1 25- 
23136 23203-23209 23218-23221 23223-23225 23236 
23245 23356-23360 23392-23395 23415-2341923422 
23486-23487 23497-23498 23532-23539 23543-23544 
23579-23595 23682-23686 23704 23761-23763 23771- 
23797 23827-23833 23882 23903-23904 23941-23956 
23999-24001 24005-2401 1 24021-24024 24035-24040 
24481-24490 24495-24498 25299-25305 25319-25321 
25340-25341 25376-25377 25383-25401 25410-25413 
254 1 6-254 17 261 96-26 1 99 26266 26280 26292-26302 
26327 26329 26337 26373-26374 26395 26431 26454- 
26463 26465-26466 26473-26474 26604-26606 26662 
26687 26695-26697 26732 26742 26835 26842 26860- 
26862 26873-26875 27098-27099 27127-27128 27175- 
27176 27304-27305 27372-27375 2741 1-27412 27435- 
27436 27498-27500 27504-27507 275 1 8-27519 27557- 
27559 27564 27586-27587 27600-27601 27636-27639 
27649-27654 27674-27688 27698-27699 27816-27844 
27859-27860 27865-27868 27890-27892 28001-28003 
28050-28059 28097-28100 28122 28186 28222-28224 
28272-28276 2831 1-28313 28350-28351 28424 28728- 
28742 28754-28760 29242-29243 29248 29278-29285 
29304-29308 29343-29345 29352-29357 29508-29518 
30085-30087 30130-30140 30205 30221-30235 


fetal brain 


Clontech 


FBRs03 


2724-2726 4581-4582 7681-7687 11081 11937-11938 
12150-12151 12258 14004 16168-16171 17070-17071 
1 89 1 9- 1 892 1 1 9526- 1 9529 1 9709- 19710 20927-20928 
2 1 877-2 1 880 22 1 1 5-22 1 1 6 22 1 60 22277-22283 22343- 
22346 22973 23543-23544 23793-23797 271 14-27120 
278 1 4-278 1 5 27989-27990 30 1 35-30140 


fetal brain 


Invitroge 
n 


FBT002 


130-132 180-181 255-256 329-330 507 553-554 582-584 
631-633 716-717 723-725 764-767 792-795 832-836 847- 
848 852-855 862-863 901-904 955-956 1097-1098 1 123- 
1127 1142-1152 1185-1187 1203-1206 1208-1211 1213- 
1214 1216 1228-1242 1414-1417 1432-1435 1453-1454 
1470 1632-1633 1767-1768 1925-1927 2030 2214-2219 
2275-2276 2299 2471-2474 2591 2599-2603 2724-2726 
2923-2924 3164 3 195-3197 3255-3259 3322-3323 3374- 
3377 3433 3468-3471 3507 3524 3526-3548 3616-3617 
3686 3809 3834-3835 3949-3953 4091-4095 4104-41 16 
4434 4562-4568 4644-4650 4874-4889 4950-4951 5335- 
5336 5803-5804 5854-5855 5873-5874 5899-5902 5919- 
5921 5939-5941 5980-5984 6038-6042 6140-6143 6166- 
6 1 68 6 1 70 6782-6784 679 1-6794 6879-6881 6932-693 8 
7008-70 1 0 72 1 6-72 1 9 7452-7460 76 1 5-76 1 7 7620-762 1 
7678-7687 7745-7751 7757-7759 7787-7788 7795-7797 
7821 7896-7897 7906-7912 7916 7921-7925 7930-7932 
7988 7994 8017-8019 8046 8090-8093 81 13-81 16 8132- 
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8136 81 52-8 1 59 81 82-81 83 81 87-8200 8227-8232 8253- 
8257 8335-8336 8347-8348 8370 8404-8406 8487-8488 
8497-8499 8502-8503 8607-8609 8689-8690 8762-8766 
8917-8918 9013-9017 9036 9454-9458 9475-9476 9506- 
9509 9531 9535-9537 9586-9592 9594-9602 9617-9626 
9664-9665 9682-9683 9729-9731 9735-9738 9743-9754 
9757-9758 9784-9785 9826 9828 9851-9852 9854-9855 
9896-9897 9909-9912 9927-9928 9956-9957 9969-9980 
10017-10019 10306 10451-10453 10477-10478 10520- 
10522 10603-10606 10638-10639 10780-10782 10881- 
10883 10899-10902 10913-10914 10919-10922 1 1 135 
1 1 143 1 1212-1 1216 1 1228-1 1229 1 1306-1 1307 11345- 
1 1350 1 1538-1 1540 1 1603-1 1606 1 1680-1 1696 11711- 
11713 11731-11734 11739-1 1740 1 1761-1 1763 11772- 
11774 11803-11804 11843-11855 11873-11875 12040- 
12041 12150-12151 12194-12196 12206-12208 12430- 
12431 12455-12459 12637 12755-12759 12803-12804 
12898-12899 12997-12999 13552-13555 13585-13588 
13592-13595 13796-13797 13918-13919 13999-14003 
14046-14047 14123-14128 14137-14138 14604 14709- 
14713 14784 14822-14838 15019-15024 15182-15183 
15233-15236 15257-15259 15290-15291 15298-15299 
15326-15328 15486-15489 15496-15525 15576-15577 
15588-15589 15623-15626 15867-15868 16115-16117 
16174-16176 16371-16372 16387-16391 16576-16577 
16614-16618 16623 16643-16648 16799 16851-16853 
16894-16896 17026-17028 17038-17041 17120-17122 
17131-17132 17242 17454 17958-17962 18001-18003 
18136-18138 18412-18418 18427-18429 18624 18655- 
18658 18750-18756 18789 18806-18807 18842-18845 
18894-18896 18904-18905 18919-18921 18947-18950 
18964-18969 18976-18977 18989-18990 18993-18996 
19062-19065 19068-19070 19207-19208 19266-19267 
19308-19309 19316-19342 19345-19350 19362 19380- 
19389 19407-19411 19422-19434 19441 19458-19460 
19566 19659-19661 19667-19668 19670-19671 19699- 
19705 19709-19710 19759-19763 19810-19813 19933- 
19937 19939 19950 19962-19963 19965-19967 19972- 
19980 20099-20102 20122-20127 20130 20137-20145 
20 1 6 1 -20 1 64 20 1 67-20 171201 98-20207 202 1 5-202 1 8 
20231-20234 20241 20363-20365 20415-20417 20452- 
20455 20469-20471 20497-20498 20514-20520 20524- 
20535 20537-20541 20575-20578 20607-20612 20625- 
20628 2063 1 -20634 20646-20648 2068 1 208 1 6-208 1 8 
20836-20843 20865 20927-20928 2 1 005-2 1 008 2 1 076- 
21087 21 101-21 104 21 137-21 1 40 2 1 1 53-2 1 1 54 21 171- 
21 174 21229-21232 21253-21255 21284-21294 21351- 
21352 21410-21414 21447-21450 21454-21457 21467- 
2 1 469 2 1 485-2 1 49 1 2 1 495-2 1 500 2 1 532-2 1533 21712- 
2 1 724 2 1 729-2 1 733 2 1 877-2 1 880 2 1 903-2 1 904 2 1 924 
2 1 936-21 938 2 1 978 2 1 983-2 1 987 22000-22002 22007- 
2201 5 22026-22029 22042-22046 22101-22107 22135- 
22138221 52-22 1 56 22 1 65-22 1 68 22200-22203 222 1 8- 
22226 22243-22245 22284-22289 22292-22299 22309 
22349-22350 22358-22359 22381-22382 22394-22398 
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22405-22408 22495 22531-22533 22561-22565 22625- 
22628 22881-22886 22923-22924 22941-22947 22952- 
22953 22980-22981 23007-23021 23047-23050 23071 
23092-23093 23203-23205 23212-23215 23229-23233 
23245 23279-23281 23379-23381 23434-23437 23492- 
23493 23599 23682-23686 23726-23730 23812-23813 
23867-23870 23878-23880 23960-23992 23999-24001 
24005-240 1 1 2402 1 -24024 24056 25085-25090 25313 
25322-25325 25336-25337 25340-25341 25374-25375 
25416-25417 25598-25603 26205-26206 26329 26337 
26347-26348 26373-26374 26602 26665-26666 26678- 
26680 26691-26694 26705-26707 27100-27102 27193- 
27200 27229-27232 27239-27244 27269-27270 27304- 
27305 27544-27545 27586-27587 27600-27606 27649- 
27654 27755-27756 27814-27815 28099-28100 28138- 
28140 28186 28234-28254 28290-28292 28424 28426- 
28428 28533-28539 29288-29289 2941 8-29419 29594- 
29604 30141-30142 30150-30156 30189-30194 30221- 
30223 


fetal heart 


Invitroge 
n 


FHR001 


1049-1050 3526-3529 8090-8093 8512-8513 12194- 
12196 13585-13588 13638-13641 13645-13651 19370 
1 95 1 5- 1 952 1 20 1 6 1 -20 1 64 20 1 82-20 1 88 20437-20440 
20676-20680 20792-20797 2 1 408-2 1 409 22 1 60 22343- 
22346 22690 23543-23544 23816-23819 26307-26309 
28424 


fetal 
kidney 


Clontech 


FKD001 


30 177-178 279-280 329-330 373-374 508 524-525 656 
726 785-786 1006-1007 1012-1017 1021-1025 1028 1047 
1092-1094 1235-1237 1269-1272 1290 1302-1303 1309 
1314 1431 1499 1678-1680 1705-1714 1887-1889 2063- 
2065 2306 2550-2552 2649-2650 2874-2876 2926 2988- 
2989 3 1 05-3 1 06 346 1 -3463 3531-3534 3705-3706 3 737 
4255 4438-4443 5141-5145 531 1-5325 5335-5336 5827- 
5828 5919-5921 6348-6349 6405-6410 7536-7541 7561- 
7562 7640-7642 7728 7745-7746 7757-7759 7778-7783 
8043-8044 8277-8295 8466-8476 9018-9020 9038-9039 
9306-931 1 9339 9456-9458 9460 9531-9534 9617-9626 
9664-9665 9826 9829-9832 9993-9996 10012 10273- 
10274 10277 10306 10488-10489 10494 10592-10594 
10615-10623 10638-10639 10873-10875 11431-11432 
1 1435-1 1436 11476-11478 11549-11550 11761-11763 
11803-11804 11842 12150-12151 12202-12205 12361 
12483-12485 12519-12540 12543-12544 12637 12723 
12796-12798 12978-12981 13077-13079 13592-13595 
13603-13605 13888-13895 13931-13933 13939-13953 
14004 14090-14093 14261-14263 14784 15124-15125 
15151-15157 15221 15290-15291 15576-15577 15588- 
15590 15623-15626 15686-15687 15878 16044-16046 
16284-16289 16371-16372 16636-16637 16652 16828- 
16831 17330-17332 17455-17456 17958-17962 18015- 
18016 18527 18625-18626 18644-18650 18738-18744 
18761 18778-18780 18796 18802-18807 18857-18880 
18899-18903 18919-18921 18934-18935 18960-18963 
18975 18989-18990 19062-19065 19074-19083 19224 
19257 19351-19354 19370 19405-19411 19415-19417 
19422-19431 19445 19461 19503 19522-19524 19526- 
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19531 19560-19562 19659-19661 19667-19668 19736- 
19742 19759-19763 19855-19856 19924-19925 19938 
1 9943- 1 9946 1 9972- 1 9980 20 1 55-20 1 56 20263-20270 
20289 20299 20401-20405 20437-20440 20472-20474 
20514-20520 20524-20535 20542-20545 20614-20615 
20698-20707 20806-20815 20879-20880 20897-20900 
20929-20932 20938-20942 21032-21045 21 1 12-21 1 14 
21 123-21127 21233-21235 21237-21240 21253-21255 
2 1 263-2 1 266 2 1 277-2 1 280 2 1 447-2 1450 21 467-2 1 469 
21480-21482 21587-21655 21915-21921 21975-21977 
22 1 35-22 1 38 22 1 60 22 195-22 1 98 2226 1 -22270 22358- 
22359 22373 22455-22465 22534-22539 22644-22651 
22663-22664 22669-22670 22700-22701 22708-22709 
22887-22891 22955-22957 23070 23222 23343-23344 
23382-23385 23392-23395 23489-23490 23510-23513 
23720-23721 23726-23730 23761 23798-23799 25383- 
25401 25598-25603 26237-26239 26329 26339-26340 
26460-26463 26691-26694 26742 26806 26833-26834 
26843 26879 27044-27047 27129-27132 27173-27174 
27269-27270 27283-27287 2741 4-2743 1 275 1 0-275 1 1 
27544-27545 27600-27601 27700-27701 27784-27788 
27861-27864 27989-27990 28263-28268 28361-28362 
28424 28446-28448 29328-29331 29339-29340 29343- 
29345 293 52-29353 29409-294 163 0085-3 0087 30141- 
30142 30150-30156 


fetal 
kidney 


Clontech 


FKD002 


170-171 273-278 2222-2226 5808-5812 6403-6404 7209- 
7212 7990-7992 8554-8555 8688 9475-9476 1 1731- 
11734 12150-12151 12202-12205 15182-15183 16652 
17038-17041 17105-17106 17958-17962 18536-18537 
19362 19370 19706-19708 21277-21280 21326-21333 
2 1 377-2 1 397 2 1 962-2 1 966 22690 23070 25373 26024- 
26028 26843 27269-27270 27989-27990 


fetal 
kidney 


Invitroge 
n 


FKD007 


792-795 2808-281 1 3374-3376 3862 7209-7212 7757- 
7759 8349-8350 8363-8364 10873-10875 11561-11562 
11835-11836 14101-14102 14261-14263 15182-15183 
16642 16652 17454 19211-19212 19370 19441 19548- 
19553 20257-20262 20271-20273 20289 21088-21096 
21978 22358-22359 22663-22664 23053-23056 23508- 
23509 23761 25331-25333 27269-27270 27816-27818 
28142-28145 


fetal lung 


Clontech 


FLG001 


170-171 1028 1097-1098 1522-1524 1527-1529 1721- 
1722 2275-2276 2471-2474 3591 3789-3794 4206-4208 
4212 5337-5341 5541-5556 6403-6404 6570-6571 7296- 
7298 7747-7751 8152-8156 8512-8513 8762-8766 9444 
9759-9762 9857-9861 10273-10274 10277 10306 10592- 
10594 11081 11406-11407 11431-1 1432 11495 12258 
12283-12284 12642-12644 12725-12727 12829-12830 
13592-13595 14204 14821 15258-15259 15412-15414 
15457-15459 15614-15616 15863-15866 15890-15895 
16716-16723 17242 17330-17332 18008-18009 18644- 
18650 18723-18726 18761 18789 18796 18854 18975 
19375-19379 19494-19496 19683-19687 19764-19767 
19813 19972-19981 20015-20017 20029-20043 20289 
20345-20348 20401-20405 20418-20420 20447-20451 
20501 20548-20553 20698-20707 20943 21005-21008 
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2 1 027-2 1 03 1 2 1 275-2 1 276 2 1 5 1 6-2 1 528 2 1 967-2 1 968 
21983-21987 22007-22015 22020-22025 22056-22059 
22333-22335 22373 22622-22624 22637-22643 22669- 
22670 22700-22701 22728-22729 22887-22891 23059- 
23060 23063 23229-23233 23470-23472 23903-23904 
25334-25335 25370-25372 27269-27270 27304-27305 
27386-27389 27570-27571 28008-28011 28234-28254 
2831 1-28313 29409-29416 30085-30087 30150-30156 


fetal lung 


Invitroge 
n 


FLG003 


255-256 412-413 461-463 534-535 619-620 785-786 981- 
985 1273-1279 1337 1678-1680 1792-1794 2207-2208 
2341-2343 2471-2474 2774-2775 2779-2792 2874-2876 
2923-2924 2936-2938 3326-3331 3708 4531-4533 4685- 
4690 4795-4809 5337-5341 6235-6237 6530-6531 6932- 
6938 7258-7263 7536-7541 7660-7665 7745-7746 7901 
8017-8019 8074-8076 8 1 1 3-8 1 1 4 8 1 52-8 1 56 83 1 8-8322 
8349-8350 8422-8425 8434-8452 8457-8458 8502-8503 
8688 8736-8737 9022-9025 9100-9144 9306-931 1 9472- 
9474 9584 9733-9734 9759-9762 9794-9795 9828 9833- 
9843 9857-9861 9864-9866 9909-9912 9923-9924 9958- 
9959 10015-10016 10277 10523-10530 1 1345-1 1350 
1 1423-11426 11431-11432 11577 11610-11611 11901- 
1 1905 12050-12056 12455-12464 12565-12568 12581- 
12582 12598 12760-12762 12978-12981 13585-13588 
13931-13933 14236-14238 14261-14263 14604 14624- 
14625 15412-15414 15558-15560 15588-15589 15902- 
15903 16145-16146 16345-16349 16636-16637 16642 
16851-16853 17024-17025 17046-17057 17454 17934- 
17936 18015-18016 18405-18406 18655-18658 18796 
18899-18903 18910 18915-18918 19138-19140 19159 
19308-19309 19375-19379 19401-19402 19623-19624 
19800-19803 19943-19946 19981 20053-20063 20103- 
20105 20222-20225 20231-20253 20263-20264 20289 
20340-20341 20401-20405 20412-20413 20415-20417 
20456-20468 20501 20537-20541 20607-20612 20646- 
20648 20698-20707 20726 20733-20734 20827-20835 
20863 20957-20962 20977-20984 21015 21076-21087 
2 1 097-2 1 1 00 2 1 1 57-2 1 1 74 2 1 248-2 1252 21 277-2 1 280 
2 1 2 84-2 1 294 2 1 403-2 1 404 2 1 428-2 1 433 2 1 492-2 1 494 
2191 1-21912 21939-21946 22000-22002 22007-22015 
22056-22059 22062-22069 22120-22127 22158-22160 
22200-22203 22265-22276 22336-22346 22358-22364 
22561-22568 22571-22581 22708-22709 22843-22845 
22977 23007-23021 23098-23101 23252-23256 23506- 
23507 23532-23539 23599-23628 23827-23833 24021- 
24024 24120-24125 25373-25375 25410-25413 26237- 
26239 26294-26302 26327 26350-26352 26357 26359- 
26360 26383-26385 26479-26545 26607-26609 26698- 
26699 26742 26860-26862 26876-26879 27225 27441- 
27443 27544-27545 27790-27796 27812-27813 27845- 
27852 27970 28099-28100 28133-28137 28142-28145 
28426-28428 28768-28774 291 17-29123 29950-29953 
30195-30199 


fetal lung 


Clontech 


FLG004 


1569-1570 6005-6006 6403-6404 19074-19080 19706- 
19708 20676-20680 21 157-21 169 23098-23101 23543- 
23544 26383-26385 
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fetal liver- 
spleen 


Columbi 
a 

Universit 

y 


FLS001 


1-6 8 10-16 21-23 25 30-33 35-38 48-54 74-79 81-120 
122-123 126-129 156 158-159 164 167 170-171 177-178 
180-181 185-192 195-205 215-224 226-235 237-239 25 1- 
253 255-256 260 273-284 286-291 307-309 319-325 328 
331-332 373-374 395 398-399 404-405 412-420 461-465 
505 515-517 524-525 528 546-547 551-556 576-578 582- 
584 619-620 626-630 652 685-688 694-695 697-699 708- 
711 716-722 729 738-748 754-757 763 771-772 777-778 
785-786 796-797 832-836 847-848 852-855 864-867 880- 
882 891-898 900-91 1 913 919-922 934-935 969-971 979- 
985 1001-1003 1005 1028 1047 1067-1071 1080-1081 
1092-1094 1097-1098 1109-1110 1114-1115 1123-1127 
1129 1140-1141 1158-1161 1163-1164 1169-1179 1240- 
1241 1259-1262 1273-1279 1295-1297 1302-1303 1307 
1310-1313 1368 1372-1373 1388-1401 1424-1429 1432- 
1437 1440-1447 1453-1454 1467-1469 1478 1483 1544- 
1546 1551 1618 1658-1660 1667-1668 1675 1678-1687 
1705-1714 1721-1722 1725-1726 1732-1737 1747-1749 
1773 1777 1792-1794 1840 1879-1880 1912-1913 1915- 
1916 1921-1924 1961-1962 1977 1986-1987 2015-2018 
2030-2034 2058-2060 2063-2066 21 14-21 15 2201-2203 
2222-2226 2272-2276 2284-2299 2306 2354-2355 2362- 
2363 2383-2388 2393-2395 2404-2406 2431 2439 2457 
247 1-2474 25 1 7-25 1 8 2540-254 12561 -2562 2570-2574 
2599-2603 2649-2650 2666 2687-2688 2695-2698 2706 
2745 2806 2808-281 1 2814-2815 2871-2873 2889-2891 
2918-2919 2923-2924 2926 2934-2935 2967 2973 2975- 
2977 2983-2986 3002-3003 3006-3008 3026-3028 3078- 
3079 3090 3 1 0 1 -3 1 04 3 1 07-3 1 08 3 1 1 8-3 1 1 9 3 1 44-3 1 46 
3151-315431 82-3 187 31 95-3 1 97 3205-3207 3264 3276- 
3277 3290 3304-3308 3345 3352 3366-3369 3374-3377 
3414-3417 3433 3435-3445 3464-3465 3468-3471 3477- 
3478 3512-3520 3525-3529 3565-3588 3676 3686-3691 
3693 3708 3789-3794 3820-3821 3834-3835 3840-3852 
3879-3880 3939-3941 3949-3953 4084-4085 4091-4095 
4101-41 164141-41464151-4155 4160-4162 421 1 4220- 
4238 4244-4247 4255 4261-4265 4273-4275 4343-4346 
4386-4390 4441-4443 4469-4482 4486-4487 4489-4493 
4512-4516 4531-4533 4542 4546 4555-4556 4562-4573 
4581-4582 4623-4639 4660-4662 4666 4668-4672 4712- 
4713 4720-4727 4738-4750 4780-4781 4785-4789 4795- 
4809 4841 4857-4861 4897-4898 4967-4968 4980-4981 
4984-4985 4989-4991 5057-5059 5066 5082 5109-51 15 
5139 5151-5179 5190-5191 5269-5271 5279-5283 5335- 
5341 5360 5362-5366 5368-5375 5381 5387-5389 5480- 
5484 5487-5488 5490 5493-5496 5512-5518 5530-553 1 
5557-5560 5567-5568 5572-5573 5580 5591-5592 5658 
5703-5704 5717-5718 5768-5772 5802-5804 5827-5828 
5846 5907-5909 5919-5921 5939-5941 5943-5945 5967- 
5969 5973-5975 5980-5984 5997-6000 601 1-6021 6084 
6135-6136 6166-6168 6226-6234 6291-6296 6335-6336 
6377 6403-6404 6439-6440 6445-6449 6455-6458 6461- 
6483 6488-6489 6503-6510 6523-6526 6533-6535 6540- 
6543 6551-6567 6585-6592 6669-6672 6674-6675 6709- 
6713 6745-6746 6773-6778 6791-6794 6852 6896-6899 
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6959-6960 700 1 -7007 70 1 1 7203 7209-72 1 2 72 1 6-72 1 9 
7245-7248 7256-7263 7267-7268 7275-7276 7296-7298 
7368-7369 7447-7449 7534-7541 7551-7559 7572-7577 
7604-7605 7608 7613-7617 7620-7621 7630-7636 7648- 
7653 7660-7665 7671-7673 7681-7687 7693-7696 7698- 
7703 7726-7727 7742-7743 7745-7751 7763-7775 7778- 
7788 7794-7797 7802-7805 7815-7821 7891-7895 7898- 
7901 7904-7915 7921-7925 7940-7945 7947-7948 7957 
7972-7975 7978-7985 7988 7990-7992 7994 7998 8002 
8010-8012 8069-8073 8077-8079 8084-8085 8087-8093 
8113-81148117-8121 8132-8141 8145-8156 8163-8173 
8187-8200 8203-8205 821 1-8213 8227-8229 8242-8248 
8253-8257 8297-8306 8310 8313-83 14 8337-8342 8347- 
8350 8365-8366 8368-8369 8390 8415 8422-8425 8434- 
8448 8461-8464 8466-8476 8487-8489 8500-8501 8507- 
8508 8512-8513 8537-8550 8554-8555 8588-8600 8607- 
8609 8612-8616 8688-8690 8698-8700 8724-8732 8754- 
8766 8768-8770 8777-8779 8917-8933 8939-8945 8978- 
8983 8997 9002-9004 9007-9008 9013-9020 9028-9036 
9038-9046 9049-9067 9072-9078 9196-9200 9264-9265 
9267-9268 9306-931 1 9316 9321-9323 9326-9328 9337- 
9338 9340-9342 9353-9357 9362-9363 9366-9368 9375- 
9376 9382 9391-9392 9395-9396 9420-9423 9427-9428 
9444 9446-9448 9454-9458 9460 9472-9476 9478 9486 
9510-9518 9522-9525 9531-9537 9558 9561-9562 9585- 
9592 9603-9604 9609-9610 9617-9626 9664-9665 9667 
9676 9682-9683 9726-9727 9729-9731 9735-9744 9757- 
9767 9780-9783 9794-9795 9813-9820 9826 9828-9832 
9841-9842 9851-9852 9854-9855 9857-9861 9896-9897 
9899-9908 9913-9920 9923-9924 9929-9935 9953 9956- 
9961 9969-9988 1001 1-10012 10017-10019 10025-10026 
10033-10037 10045-10126 10164-10172 10263-10274 
10277-10278 10306 10312 10320-10323 10449-10457 
10470-10476 10488-10490 10494 10498-10503 10508- 
10512 10519-10532 10543-10550 10588-10594 10600- 
10601 10603-10608 10612-10614 10628-10630 10638- 
10644 10873-10875 10881-10883 10886-10889 10891- 
10893 10895-10898 10901-10902 10904-10905 10907- 
10910 10913-10914 10931-10933 10963-10964 10966 
10972 10976-10978 10980-10985 11038 11042-11044 
11066-11068 11071-11075 11078-11121 11123-11125 
1 1 128-1 1 142 1 1208-1 1209 1 1212-1 1219 1 1222-1 1229 
11250-11275 11281-11282 11289-11290 11295-11301 
11306-11310 11314-11315 11339-11353 11359-11369 
11399-11407 11423-11426 11431-11432 11460-11464 
11468-11472 11476-11478 11493-11495 11501-11506 
11513-11514 11538-11545 11561-11562 11565-11567 
1 1574-1 1576 1 1582-1 1583 1 1586-1 1606 1 1609 1 1612- 
1 1639 1 1644-1 1650 1 1658-1 1659 1 1672 1 1700-1 1707 
11711-11712 11731-1173411739-11740 11745-11750 
11761-11763 11766-11768 11775-11776 11780-11782 
11803-11808 11811-11832 11835-11836 11842 11873- 
11875 11890-11891 1 1921-1 1930 1 1939-1 1940 1 1947- 
1 1950 1201 1-12013 12027-12039 12050-12056 12121- 
12126 12140 12150-12151 12186-12189 12192-12196 



166 



WO 01/075067 PCT/US01/08631 



Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








12202-12208 12226-12228 12241-12253 12256-12258 
12280-12284 12331-12332 12371-12397 12429 12436- 
12438 12446-12450 12455-12459 12470-12471 12486- 
12540 12545-12546 12562-12563 12565-12568 12590- 
12592 12601-12602 12619-12622 12637-12638 12640 
12642-12644 12666-12667 12673-12678 12701-12705 
12723 12725-12727 12755-12759 12792-12793 12796- 
12799 12803-12804 12824-12827 12894-12897 12963- 
12964 12968-12969 12978-12981 12984-12985 12997- 
12999 13071-13074 13077-13079 13107-13117 13512 
13556-13559 13567-13568 13576-13579 13581-13583 
13592-13595 13598-13600 13609-13616 13632-13633 
13638-13641 13652-13659 13668-13672 13761-13795 
13838-13842 13861 13867-13868 13873-13875 13898- 
13899 13907 13925-13926 13954-13956 13999-14004 
14023-14026 14036-14037 14044-14045 14048-14056 
14103 14127-14128 14143-14164 14170-14181 14192- 
14195 14209-14215 14236-14238 14257 14261-14263 
14268-14269 14347-14348 14389-14390 14463-14497 
14546-14549 14604 14607-14609 14628-14635 14650- 
14651 14661-14665 14676-14678 14681-14682 14684- 
14689 14694-14701 14709-14717 14784 14792 14818- 
14820 14866-14870 15011-15069 15093-15096 15118- 
15119 15132-15157 15174-15183 15190-15191 15197- 
15200 15222-15224 15233-15236 15243-15248 15257- 
15259 15277-15278 15283-15286 15290-15291 15298- 
15303 15321-15322 15326-15328 15336-15340 15358- 
15359 15381-15388 15406-15414 15457-15459 15530- 
15535 15545-15546 15551-15552 15558-15560 15563- 
15564 15576-15577 15588-15589 15614-15620 15629- 
15632 15661-15663 15699-15700 15855-15857 15867- 
15870 15878 15880-15885 15890-15895 15969-15974 
15988-15990 16022-16023 16041-16046 16053-16058 
16060-16061 16067 16115-16117 16141-16143 16163- 
16164 16168-16171 16174-16176 16200-16201 16206- 
16208 16216-16217 16233-16237 16239 16250 16255- 
16268 16279-16280 16284-16295 16304-16305 16310- 
16314 16345-16349 16365-16366 16371-16372 16399- 
16402 16418-16429 16434-16437 16440-16448 16461- 
16464 16470-16472 16479-16481 16484-16486 16489- 
16493 16508-16511 16517-16519 16536-16538 16545 
16550-16552 16558-16562 16579-16585 16601-16611 
16619-16621 16623 16636-16637 16642-16648 16652- 
16655 16686-16693 16702-16705 16714-16715 16727- 
16729 16802-16803 16836-16842 16851-16853 16860- 
16870 16873-16874 16894-16896 16910 16913-16915 
16918-16919 16934-16939 16949-16953 16967-16970 
17026-17028 17038-17041 17067-17069 17078-17079 
17114 17120-17122 17233-17234 17237-17242 17268- 
17274 17286-17291 17330-17332 17335-17358 17366- 
17368 17441-17450 17454-17456 17463-17464 17538- 
17565 17571-17574 17581-17582 17855-17861 17934- 
17936 17955 17958-17962 17995-17997 18001-18003 
18015-18016 18018-18023 18029-18030 18038-18042 
18046-18048 18097-18134 18136-18138 18371-18372 
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18374-18375 18400-18402 18405-18418 18421-18425 
18427-18429 18495-18519 18527 18535-18537 18577- 
18578 18587-18617 18621-18637 18642-18660 18662 
18668-18677 18691-18693 18717-18726 18730-18732 
18738-18756 18759-18761 18771-18780 18784-18786 
18789-18793 18796-18807 18811-18813 18822-18834 
18836-18855 18857-18880 18882-18888 18897-18905 
18910 18915-18921 18923-18939 18941 18944-18945 
18947-18950 18955-18973 18975-18977 18986-18988 
18993-18996 1 9005-19009 1 9012 1 9018 1 9029-19035 
19045-19048 19055 19057-19058 19062-19065 19071- 
19085 19096-19101 19132 19134 19138-19140 19142- 
19148 19153-19155 19159 19202-19210 19213-19220 
19224-19227 19251-19257 19260-19262 19266-19267 
19271-19272 19274-19279 19283-19296 19306-19309 
19316-19317 19343 19350-19364 19368-19370 19372 
19375-19384 19387-19402 19407-19411 19413-19417 
19422-19431 19438-19444 19454-19455 19461 19467- 
19487 19503 19512-19521 19526-19529 19536 19548- 
19553 19560-19562 19564-19578 19583-19586 19604- 
19607 19609-19615 19617-19619 19625 19627 19659- 
19661 19663-19668 19670-19710 19727-19748 19757- 
19763 19772 19800-19812 19814-19822 19855-19856 
19915-19929 19933-19946 19950 19953-19957 19962- 
19963 19965-19967 19972-19980 19995-20017 20026- 
20047 20072-20080 20087-20094 20099-20103 20106- 
201 12 201 14-20120 20122-20132 20146-20148 20151- 
20 1 54 201 57-201 81 20 1 89-202 1 4 20226-20230 20235- 
20241 20244-20253 20257-20278 20281-20282 20286- 
20296 20299 20321-20324 20328-20330 20345-20354 
20366-20368 20393-20407 2041 1 2041 5-20440 20447- 
20451 20456-20474 20476-20479 20482-20494 20497- 
20498 20502-20503 20505-20509 2051 1-20520 20524- 
20535 20537-20541 20547-20557 20559-20567 20569- 
20578 20602-20612 20614-20634 20639-20640 20644- 
20648 20653-20671 20676-20681 20683-20685 20688- 
20692 20698-20707 2071 0-20725 20727-20734 20747- 
20752 20758-20766 20788-20797 20806-20812 20816- 
20849 20853-20857 20863 20865 20871 20879-20880 
20885-20887 20897-20900 20924-20932 20938-20943 
20948-20949 2095 1 -20954 20957-20976 20985-20988 
20999-2 1008 21 027-2 1 056 2 1 058-2 1 1 1 1 2 1 1 22-2 1 1 27 
21 137-21 140 21 145-21 148 21 155-21 169 21 171-21 174 
21176-21180 21199-21210 21213-21215 21225-21228 
21233-21235 21237-21252 21256-21262 21267-21274 
21277-21296 21334 21340-21342 21351-21352 21359- 
21360 21377-2139721405 21410-21414 21434-21453 
2 1 463-2 1 465 2 1 467-2 1 476 2 1 480-2 1482 21 485-2 1 49 1 
2 1 495-21 500 2 1 5 1 6-21 530 2 1 532-2 1 533 2 1 554-2 1 556 
2 1 5 87-2 1 655 2 1 7 1 2-2 1 724 2 1 744-2 1 747 2 1 773 -2 1 775 
2 1 877-2 1 880 2 1 892-2 1 894 2 1 899-2 1 902 2 1 905-2 1 9 1 2 
21917-21921 21925-21935 21939 21948-21968 21971- 
2198721 995-220 1 5 220 1 9-22036 22040-22044 22047- 
22079 22090-22094 22097 22 1 01 -22 1 07 22 1 1 5-22 1 1 9 
22128-22138 22141-22143 22152-22156 22160 22165- 
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22 1 68 22 1 7 1 -22 1 86 22 1 93-22 1 94 22204-222 112221 8- 
22226 22231-22235 22246-22250 22261-22289 22292- 
22328 22336-22351 22358-22359 22362-22373 22377- 
22380 22383-22392 22399-22432 22434-22435 22440- 
22448 22455-22465 22495 22531-22539 22551-22560 
22570-22581 22599-22602 22607-22609 22618-22624 
22632-22651 22653-22657 22661-22667 22669-22670 
22680-22684 22690 22696-22697 22700-22715 22725- 
22727 22730-22731 22760-22764 22767-22770 22781- 
22782 22794-22796 22805-22816 22821-22827 22833- 
22834 22843-22849 22852-22856 22870-22874 22887- 
22891 22904-22906 22909-22910 22916-22924 22927- 
22938 22948-22950 22969-22977 22980-22981 22991- 
22994 22998 23022-23025 23046-23055 23059-23060 
23063-23067 23070-23071 23074-23076 23088-23090 
23094-23101 23112-23119 23138-23141 23201-23202 
23206-23209 23212-23215 23218-23221 23226 23229- 
23233 23235-23236 23242-23244 23247 23251 23261- 
23281 23356-23360 23378 23382-23390 23392-23398 
23402-23408 23415-23421 23433-23437 23470-23474 
23486-23487 23489-23490 23492-23493 23495-23496 
23508-235 1 1 235 1 5-235 1 8 23543-23544 23547-23548 
23555-23565 23599-23624 23673-23681 23700-23701 
23704-23709 23725-23730 23760-23763 23771-23780 
23793-23799 23802-23809 23816-23819 23827-23835 
23839-23848 23882 23890-23902 23906-23910 23959 
23999-2401 1 24014-24018 24021-24025 24035-24040 
24056-2409 1 24 1 05-24 1 1 3 24 1 20-24 1 29 24 1 94-24 1 96 
24749-24754 24772-24774 25085-25090 25279-25288 
25306-25308 25319-25321 25323-25325 25331-25337 
25340-25341 25347-25354 25359-25363 25370-25375 
25383-25401 25403-25407 25410-25413 25534-25536 
25598-25603 25966-25968 26024-26028 26033-26049 
26196-26199 26205-26213 26221-26245 26248-26251 
26253-26257 26261 26266 26273-26280 26285-26290 
26310-26314 26316-26321 26327 26337 26347-26348 
26350-26352 26358-26365 26373-26374 26383-26385 
26398 26409-2641 1 26423 26431 26455-26463 26469- 
26470 26559-26560 26563-26566 26596-26602 26660- 
2666 1 26676-26680 26691-26694 26705-26726 2673 1 - 
26735 26737-26739 26741-26756 26782-26785 26796- 
26798 26802-26806 26813 26827 26835 26843-26845 
26853-26854 26860-26862 26873-26879 26888-26890 
26980-26987 27028-27029 27044-27047 27100-27102 
27105 27122-27126 27133-27134 27142-27149 27173- 
271 74 27 1 77-27 178 271 93-27200 27209-272 1 3 272 1 8 
27240-27246 27269-27270 27275-27276 27281-27282 
27299-27301 27304-27305 27348-27353 27386-27391 
27414-27431 27438-27443 27458-27459 27497 27501- 
27507 27510-2751 1 27520-27521 27544-27545 27551- 
27554 27557-27559 27586-27587 27600-27606 27636- 
27639 27649-27654 27662-27672 27698-27699 27707- 
27708 27729-27743 27750-27756 27799-27802 27812- 
27820 27825-27826 27861-27864 27896-27927 27943- 
27947 27988-27990 27992-27997 28050-28091 28095- 
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28096 28099-28 100 281 05-28 1 07 28 142-281 56 281 92- 
28198 28232 28234-28254 28286 28308-28313 28361- 
28370 28424 28449 28533-28539 28573-28578 29250- 
29252 29278-29283 29296-29300 29304-29314 29327- 
29337 29339-29340 29343-29345 29354-29357 29367 
2937 1 -29379 29409-294 1 6 29508-295 1 8 29529-29534 
29718-29721 29950-29955 29960-29961 30085-30087 
30135-30142 30150-30156 30195-30199 30205 3021 8- 
30232 30236-30242 30361-30368 


fetal liver- 
spleen 


Columbi 
Universit 

y 


FLS002 


1-2 5-6 21-23 26-27 30 35-38 48-49 74 77-78 87-94 108- 
112 129 150-151 164 170-171 180-181 188-192 197-200 
205 2 1 8-220 227-230 235 237-239 251-252 273-278 304 
309 319-323 328-330 332 362 395 414-420 425-427 505 
515-519 528 532-533 543-547 582-584619-620 674-675 
685-688 694-699 708-71 1 716-717 742 754-757 763 777- 
778 785-786 825 832-836 847-848 852-855 892 895-898 
901-906 910-912 969-971 979-985 1005 1067-1070 1080- 
1081 1092-1094 1109-1110 1163-1164 1185-1187 1202 
1210-1211 1235-1237 1240-1241 1259-1262 1273-1279 
1299-1300 1302-1303 1312-1313 1432-1435 1440-1447 
1453-1454 1467-1469 1476-1478 1544-1546 1557-1558 
1618 1625 1667-1668 1675 1678-1687 1705-1714 1725- 
1726 1757-1758 1838 1840 1866-1872 1879-1880 1912- 
1913 1915-1916 1918-1919 1961-1962 1967 1986-1987 
1 99 1 - 1 992 20 1 5-20 1 8 203 6 205 8 2066 2072 2 1 22-2 1 24 
2195-2196 2202-2205 2221 2275-2276 2279 2299 2308- 
2321 2348 2354-2355 2383-2388 2393-2400 2431 2457- 
2458 2514 2517-2520 2529-2542 2544-2574 2663-2665 
2691 2695-2700 2717-2719 2745 2808-281 1 2819 2871- 
2876 2908-2909 29 1 3-29 1 4 29 1 7 2929-2930 2948-2949 
2975-2977 2988-2989 3006-3010 3078-3079 3090 3112 
3114 31 26-3 1 28 3 1 30-3 1 3 1 3 1 65-3 1 69 3 1 82-3 1 87 3226- 
3227 3306-3309 3326-3331 3352 3377 3392-3396 341 8- 
3420 3433 3461-3463 3468-3471 3508-3510 3526-3529 
3555-3558 3562-3564 3661-3663 3676-3678 3687-3691 
3693-3694 3699-3703 3869-3877 3934 3949-3953 3970- 
4006 4077-40794101-4103 4131 4141-4146 4151-4155 
4206-4208 4220-4238 4343-4346 4362-4365 4386-4387 
4417-4419 4441-4449 4483 4489-4493 4515-4516 4526- 
4527 4546 4552 4562-4568 4623-4639 4658-4662 4666 
4668-4672 4720-4725 475 1 -4755 4795-4809 4813-4815 
4842-4851 4872-4898 4958-4959 4967-4968 4970 4980- 
4981 4984-4985 4989-4991 5082 5087-5088 5109-5115 
5129-5130 5152-5153 5192 5200-5201 5253-5266 5269- 
5271 5279-5283 5288-5290 531 1-5325 5368-5369 5381 
5480-5482 5557-5560 5567-5568 5580-5583 5656-5658 
5703-5704 5803-5804 5829-5846 5879 5912-5918 5932- 
5936 5939-5941 5943-5945 5973-5975 5980-5984 5992 
6084 6114-6125 6155-6159 6170 6172-6174 6186-6189 
6223-6225 6346-6366 6386 6400 6403-6404 6461-6484 
6488-6489 6516-6519 6542-6543 6570-6571 6657-6661 
6709-6711 6714-6747 6762-6764 6791-6794 6851 6877- 
6899 6932-6984 6998-70 1 4 7094-7099 72 1 6-72 1 9 7245- 
7248 7256-7263 7267-7268 7275-7278 7296-7298 7364- 
7365 7479-7480 7554-7555 7557-7559 7580-7597 7604- 
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7605 7615-7617 7630-7636 7640-7642 7654-7655 7657- 
7659 7671-7673 7678-7687 7693-7694 7701-7703 7726- 
7727 7742-7743 7745-7751 7757-7759 7763-7770 7794- 
7797 7805 7815-7820 7901 7924-7925 7947-7948 7972- 
7975 7978-7983 7990-7992 7998 8002 8008-8012 8017- 
8019 8069-8070 8079 8084-8085 8090-8093 8098-8100 
8107-8108 8117-8121 8129-8131 8137-8151 8157-8159 
8163-8173 8178-8181 8203 8242-8246 8253-8262 8266- 
8268 8297-8300 8308-8309 8313-8319 8339-8342 8347- 
8350 8368-8369 8383-8389 8422-8425 8430-8448 8457- 
8458 8461-8464 8487-8489 8497-8499 8504-8505 8509 
8516-8518 8537-8538 8554-8555 8576-8582 8588-8597 
8601-8609 8612-8617 8688-8690 8698-8700 8733-8735 
8738-8740 8751-8766 8768-8799 8917-8933 8936-8945 
8997 9002-9004 90 1 3-9020 903 1 -9036 9038-9046 9049- 
9062 9072-9074 9084-9085 9306-931 1 9327-9328 9337- 
9338 9343-9352 9362-9363 9366-9368 9382 9391-9392 
9395-9396 9427-9428 9446-9448 9454-9459 9464-9469 
9482-9486 9506-95 1 8 9526-9528 953 1-9537 9550-955 1 
9558 9561-9562 9577-9578 9594-9602 9609-9612 9617- 
9626 9682-9683 9726-9728 9739-9742 9757-9769 9786- 
9790 9794-9795 9813-9820 9828-9832 9835-9840 9848- 
9850 9857-9861 9864-9866 9899-9908 9913-9920 9923- 
9924 9927-9928 9942-9944 9953-9955 9958-9959 9969- 
9980 9993-9996 10015-10016 10033-10037 10129-10145 
10161-10163 10173-10174 10263-10264 10273-10276 
10278-10311 10326-10328 10449-10453 10474-10476 
10488-10489 10491-10493 10498-10503 10508-10515 
1 053 1 - 1 0532 1 0550- 1 0554 1 0588- 1 0599 1 0603- 1 06 1 1 
10615-10623 10628-10630 10640-10644 10783-10785 
10873-10875 10877-10878 10881-10883 10886-10889 
10891-10893 10904-10905 10907-10910 10913-10918 
10923-10926 10957-10958 10965-10966 10973-10975 
11022-11023 11029-11031 1 1038 1 1040-1 1041 11066- 
11068 11081 11123-11124 11130-11132 11135 11208- 
11209 11212-11219 11226-11227 11230-11249 1 1281- 
11282 11308-11310 11318-11320 11339-11344 11406- 
1 1 407 1 1 460- 1 1 464 1 1 473- 1 1 474 1 1 476-1 1 478 1 1 505- 
11506 11574-11576 11586-11606 11649-11650 11669- 
11671 11711-11712 11715-11716 11731-11734 11739- 
11740 11761-11763 11780-11782 1181 1-1 1832 1 1840 
11901-11905 11912-11914 11916 1 1941-1 1944 1 1947- 
1 1950 1201 1-12013 12023-12039 12050-12056 12121- 
12126 12133-12134 12150-12151 12186-12191 12194- 
12196 12206-12208 12221-12224 12245-12253 12256- 
12257 12309-12311 12331-12332 12362 12368 12374- 
12401 12403-12411 12446-12450 12455-12459 12468- 
12471 12486-12518 12547-12554 12590-12596 12637 
12640 12642-12644 12666-12667 12714-12715 12720- 
12722 12725-12727 12785-12787 12794-12812 12814- 
12822 12824-12827 12829-12830 12832-12834 12872- 
12881 12894-12897 12944-12947 12963-12964 12977- 
12981 12984-12985 12997-13006 13062-13063 13066- 
13124 13512 13516 13545-13548 13576-13579 13585- 
13588 13596-13597 13606-13612 13617 13632-13633 
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13761-13797 13810 13873-13875 13930-13933 13937- 
13938 14004 14023-14026 14044-14045 14048-14056 
14061-14063 14127-14128 14137-14138 14170-14172 
14175-14181 14209-14215 14261-14263 14304-14305 
14347-14348 14355-14356 14389 14391 14550-14551 
14560 14604 14661-14662 14681-14682 14692-14693 
14714-14717 14789-14791 14793 14810-14813 14841- 
14875 14999-15001 15013-15070 15090 15093-15096 
15118-15119 15182-15183 15187-15189 15197-15200 
15209-15210 15212-15215 15221-15224 15243-15248 
15250-15251 15258-15259 15283-15286 15290-15291 
15321-15322 15358-15359 15392-15396 15406-15407 
15460-15461 15491-15495 15545-15546 15551-15552 
15561-15562 15568-15572 15606-15607 15631-15632 
15679-15685 15688-15700 15861-15866 15869-15870 
15878-15880 15988-15990 16022-16023 16041-16043 
16067 16075-16079 16115-16117 16121-16122 16137 
16141-16143 16168-16171 16174-16179 16202 16206- 
16217 16233-16237 16279-16280 16290-16295 16365- 
16366 16434-16437 16443-16445 16465-16466 16470- 
16472 16496-16497 16508-16511 16517-16519 16542- 
16545 16558-16562 16579-16582 16601 16609-16611 
16632-16634 16643-16648 16652 16656-16657 16666- 
16667 16702-16705 16771-16772 16781-16782 16836- 
16842 16860-16870 16894-16896 16900 16918-16919 
16962-16966 17067-17069 17114 17120-17122 17131- 
17132 17237 17268-17274 17284-17285 17297-17306 
17335-17339 17359-17360 17365-17371 17399-17400 
17436-17450 17454 17497-17498 17525-17527 17534- 
17570 17575-17578 17580-17584 17891-17894 17956- 
17962 18001-18003 18008-18012 18020-18022 18038- 
18042 18069-18072 18097-18134 18136-18138 18207- 
18210 18371-18372 18378-1 8379 1 8407-1 8410 18412- 
18418 18421-18425 18492-1 8494 1 8500-1 851 8 18536- 
18537 18583-18584 18624-1 8626 1 8629-1 8637 18644- 
18650 18655-18658 18668-18677 18680-18681 18693 
18717-18718 18723-18726 18730-18732 18738-18744 
18750-18756 18759-18766 18771-18772 18778-18780 
18787-18793 18802-18804 18822-18834 18836-18853 
18856-18880 18904-18905 18910 18915-18918 18925- 
18935 18941 18944-18945 18947-18950 18955-18959 
18964-18973 18975 18996 19001-19004 19011-19012 
19018 19029-19039 19045-19048 19054-19055 19062- 
19065 19068-19083 19096-19118 19132 19134 19138- 
19140 19148 19153 19202-19206 19209-19210 19213- 
19220 19225 19228-19229 19251-19252 19257 19266- 
19267 19271-19272 19275-19279 19298-19300 19302- 
19303 19306-19307 19355-19364 19368-19370 19380- 
19389 19401-19402 19413-19414 19432-19434 19442- 
19444 19458-19460 19484-19486 19503 19536 19560- 
19562 19564-19578 19586 19598-19601 19604-19608 
19617-19622 19625 19627 19656-19657 19659-19661 
19667-19668 19672-19688 19693 19733-19748 19757- 
19763 19800-19808 19813-19815 19921-19929 19933- 
19938 19940-19946 19948-19949 19958-19963 19965- 
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19967 19972-19981 19995-20014 20018-20047 20053- 
20063 20069-20073 20087-20094 20099-20102 20106- 
201 1 2 201 1 4-201 20 20 1 22-20 1 27 20 1 33-20 136 20149- 
20150 20167-20179 20189-20194 20198-20214 20231- 
2024 1 20253 20257-20278 20281-20282 20288 203 1 7- 
20320 20340-20341 20345-20354 20366-20368 2041 1- 
20413 20415-20436 20447-20451 20469-20479 20482- 
20494 20497-20498 20501-20503 20505-20520 20524- 
20535 20547-20553 20563-20567 20575-20578 20602- 
2061 2 206 1 4-206 1 9 2062 1 -20624 2063 1 -20634 20639- 
20640 20646-20652 20666-20671 20689-20692 20698- 
20707 20712-20717 20727-20734 20747-20751 20758- 
20788 20792-20797 20801-20812 20819-20823 20827- 
20835 20844-20849 20853-20863 20865-20867 20871 
20888-20889 20897-20900 20922-20926 20929-20932 
20943 20952-20954 20957-20962 20973-20988 20999- 
21004 21016-21025 21027-21031 21046-21071 21076- 
21151 21 157-21 169 21 171-21 174 21 194-21 196 21202- 
2 1 207 2 1 229-2 1 232 2 1 24 1 -2 1 252 2 1 256-2 1 262 2 1 267- 
2 1 274 2 1 277-2 1 294 2 1 297-2 129821301-21303 21334 
2 1 340-2 1 342 2 1 35 1 -2 1 352 2 1 377-2 1 402 2 1 405-2 1 427 
2 1 434-2 1 457 2 1 462-2 1 466 2 1 470-2 1 476 2 1 480-2 1 500 
21532-21533 21 554-2 1 5 56 2 1 7 1 2-2 1 724 2 1 744-2 1 747 
2 1 877-2 1 8 85 2 1 892-2 1 894 2 1 905-2 1 9 1 0 2 1 9 1 7-2 1 92 1 
21929-21935 21939 21951-21954 21967-21968 21971- 
2 1 977 2 1 983-2 1 987 2 1 989-2 1 993 2 1 995-22002 22007- 
22015 22019-22036 22040-22041 22047-22055 22060- 
22061 22070-22073 22077-22079 22090-22094 22101- 
22 1 07 22 1 1 5-22 1 1 6 22 1 35-22 1 38 22 14 1 -22 1 43 22 1 60- 
2216822171 -22 1 84 22 1 87-22 1 92 22 1 95-22 1 98 22208- 
2221 1 22218-22226 22246-22250 22256-22260 22265- 
22276 22284-22289 22300-22302 22310-22342 22351 
22357-22359 22377-22380 22389-22392 22399-22408 
2241 1-22432 22440-22448 22495 22534-22539 22551- 
22559 22561-22565 22570-22581 22599-22602 22607- 
22609 22618-22628 22632-22633 22644-22651 22653- 
22654 22661-22662 22665-22667 22669-22674 22680- 
22684 22690 22696-22697 22700-22701 22703-22707 
22760-22764 22767-22774 22801-22804 22810-22816 
22823-22827 22846-22849 22852-22853 22870-22874 
22904-22906 22925-22938 22948-22950 22962-22970 
22973-22976 22982-22986 23007-23021 23046-23050 
23053-23055 23059-23060 23063 23080-23083 231 12- 
231 19 23141 23212-23215 23229-23233 23237-23239 
23245 23247 23251-23256 23263 23279-23281 23343- 
23344 23358-23360 23375-23385 23392-23395 23402- 
2341 1 23428-23430 23439-23447 23475-23479 23487 
23492-23493 23515-23523 23545-23548 23555-23565 
23587-23593 23599 23673-23686 23690 23692-23693 
23704 23725 23760-23761 23770-23780 23793-23797 
23802-23809 23827-23835 23839-23840 23843-23848 
23865 23881 23883-23889 23941-23956 23959 23990- 
23992 24002-24004 24014-2401 8 24029-24041 24044- 
24045 24056-24 1 1 6 24 1 20-24 1 29 24 1 45-24 1 62 24 1 94- 
24196 24749-24754 25085-25090 25279-25288 25300- 
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25304 25314 25319-25321 25323-25325 25342-25343 
25347-25354 25359-25363 25370-25372 25374-25375 
25382 25403-25407 25522-2553 1 25534-25536 25966- 
25968 26033-26049 26 1 96-26 1 99 26205-26206 26209- 
26213 26221-26223 26240-26243 26248-26251 26261 
26266 26270-26279 26285-26290 26347-26348 26354- 
26355 26359-26365 26373-26374 26378-26381 26409- 
26410 26414 26423 26431 26446-26447 26469-26470 
26559-26560 26586-26602 2661 7-26628 26657-26661 
26665-26666 26684-26686 26705-26707 26719-26726 
26741 26746 26748-26754 26796-26798 26806-26812 
26876-26878 26980-26984 27012-27014 27037-27038 
27044-27047 27067-27073 27 1 00-27 1 02 27 1 1 4-27 1 20 
27 1 29-27 132 27 1 42-27 1 49 27 1 54-27 155 271 80-27 1 87 
27203-27205 2721 8 27229-27232 27240-27244 27269- 
27270 27283-27287 27299-27301 27304-27305 27340- 
27342 27372-27375 27379-27380 2740 1 -27410 274 1 4- 
27431 27438 27441-27443 27456-27459 27487-27488 
27493-27495 27510-2751 1 27520-27521 27548-27549 
27557-27559 27586-27587 27600-27601 27633-27634 
27640-2764 1 27674-27676 27740-27756 27758-27768 
278 1 2-278 13 2781 9-27820 27890-27892 27928 27995- 
27997 28040-28041 28045-28047 28050-28059 28097- 
28100 28105-28107 28133-28140 28234-28254 28278- 
28279 28290-28295 28305-283 1 6 28347-28349 28365- 
28370 28440-28460 28463-28488 291 17-29123 29265- 
29267 29278-29283 29304-29314 29321-29326 29328- 
29331 29339-29340 29354-29357 29367-29404 29409- 
29416 29427-29431 29594-29604 29718-29721 29872- 
29875 29938-29953 29962-29963 30085-30087 30195- 
30199 30221-30232 30240-30250 30325-30327 30361- 
30368 


fetal liver- 
spleen 


Columbi 
Universit 

y 


FLS003 


674-675 6773-6774 8070 8434-8448 1 1226-1 1227 15588- 
15589 16652 16851-16853 17958-17962 18642-18643 
18773-18776 18802-18804 19275-19279 19375-19379 
20 1 89-20 1 94 20263-20264 20602-20606 2 1 256-2 1 262 
22265-22270 23890-23892 24772-24774 27193-27200 
28424 


fetal liver 


Invitroge 
n 


FLV001 


3-4 10-14 112 170-171 255-256 713-715 847-848 969- 
971 981-985 1001-1003 1097-1098 1 123-1 127 1 142-1 164 
1273-1279 1470 1625 1918-1927 2058 2272-2274 2414 
2471-2474 2476 2663-2665 2871-2873 2939-2943 2948- 
2949 3001 3021-3022 3164 3255-3259 3374-3377 3485- 
3486 3512-3521 3555-3558 3624 3708 3735-3736 3768- 
3769 3818-38193949-3953 4562-4568 4600-4601 4623- 
4639 5480-5482 5803-5804 5856-5858 5899-5902 601 1- 
602 1 6 1 66-61 68 655 1 -6567 693 2-693 8 72 1 6-72 19 7421- 
7423 7534-7535 7678-7680 7745-7746 7902-7903 7924- 
7925 7957 8070 8090-8093 8101-8104 81 13-81 16 8132- 
8136 8157-8159 8230-8232 8253-8257 8274-8276 8416- 
8419 8434-8448 8512-851 3 8588-8597 8689-8690 8771- 
8776 8936-8938 9305 9391-9392 9475-9476 9581-9584 
9735-9738 9743-9744 9768-9769 9828 9833-9834 9909- 
9912 9969-9980 9984-9985 10326-10328 10474-10476 
10480-10482 10498-10503 10592-10594 10603-10606 
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10870-10872 10881-10883 10907-10910 10913-10914 
10936-10937 11022-11023 1 1 123-1 1 124 1 1345-1 1350 
11423-11426 11658-11659 11669-11672 11679 11757- 
11758 11873-11875 12050-12056 12140 12190-12191 
12455-12459 12470-12471 12637 12676-12678 12723 
12943 12948-12962 12978-12981 12997-12999 13629- 
13631 13638-13641 14044-14045 14116 14460-14462 
14604 14640-14642 14818-14820 1501 1-15012 15019- 
15024 15126-15129 15277-15278 15329-15331 15576- 
15577 15661-15663 15855-15857 15886-15887 16174- 
16176 16290-16295 16403-16407 16422-16429 16496- 
16497 16545 16576-16577 16599-16608 16851-16853 
17026-17028 17150-17152 17268-17274 17454 17924- 
17926 17958-17962 18001-18003 18010-18012 18395- 
18397 18516-18518 18536-18537 1 8585-18586 18644- 
18650 18655-18658 18771-18772 18789 18829-18834 
18846-18853 18897-18898 18919-18921 18975 18996 
19012 19096-19101 19251-19252 19274 19295-19303 
19308-19309 19345-19349 19372 19390-19402 19422- 
19431 19441-19444 19514 19563 19617-19619 19625 
19679-19682 19698 19700-19705 19727-19732 19772 
19814-19815 19819-19822 19926-19929 19933-19937 
19943-19946 19948-19950 19965-19967 19972-19980 
20 1 33-20 1 45 20 1 6 1 -20 1 64 20 1 67-20 1 71 201 89-20 1 94 
20215-20218 20257-20264 20271-20278 20281-20282 
20289 20321-20324 20336-20338 20340-20341 20366- 
20368 20393-20400 20432-20451 20456-20468 20514- 
20520 20563-20567 20575-20578 20607-20612 20620 
20625-20628 20683-20685 20836-20843 20868-20870 
20927-20932 20943 20948-20949 20952-20954 21058- 
21059 21101-21111 21 157-21 169 21 197-21 198 21208- 
2 1 2 1 0 2 1 248-2 1 252 2 1 326-2 1333 21351-2135221 470- 
2 1 476 2 1 480-2 1 482 2 1 495-2 1 500 2 1 899-2 1902 21917- 
2 1 92 1 2 1 925-2 1 928 2 1 958-2 1 966 2 1 983-2 1 987 22000- 
22015 22019 22047 22074-22076 22092-22094 22101- 
22 1 07 22 1 6 1 -22 1 64 22 1 69-22 1 70 22204-22207 222 1 8- 
22226 22256-22260 22277-22283 22318 22343-22348 
22495 22551-22552 22571-22581 22625-22628 22680- 
22684 22708-22709 22760-22762 22810-22816 22823- 
22827 22852-22853 23047-23050 23080-23083 23201- 
23202 23419 23433-23437 23473-23474 23487 23599 
23673-23674 23731-23736 23761 23793-23797 23845- 
23848 23876-23877 23882 23890-23892 23903-23904 
23941-23956 23999-24001 24005-2401 1 24056 24772- 
24774 25293-25297 253 1 5 25322-25325 2533 1 -25333 
25336-25337 25374-25375 25676-25679 25966-25968 
26024-26028 26033-26049 26196-26199 26205-26206 
26266 26327 26347-26348 26350-26352 26359-26360 
26383-26385 26409-2641 1 26843 26853-26854 26860- 
26862 27218 27222-27224 27304-27305 27372-27375 
27439-27443 27510-2751 1 27518-27521 27544-27545 
27636-27639 27649-27654 27814-27815 28087-28091 
28105-28107 28186 28234-28254 28365-28370 28424 
28426-28428 28533-28539 29409-294 1 7 29508-295 1 8 
29718-29721 29960-29961 30061 30085-30087 30224- 
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30232 


fetal liver 


Clontech 


FLV002 


3461-3463 6331-6334 7757-7759 10638-10639 14098- 
14099 14261-14263 20180-20181 23007-23021 23555- 
23565 27317-27322 28277 


fetal liver 


Clontech 


FLV004 


2 1 8-2 1 9 1 436- 1 437 53 70 72 1 6-72 1 9 8247-8248 8512- 
8513 8936-8938 9854-9855 10640-10644 11842 12121- 
12126 12824-12827 16226-16227 16470-16472 16652 
17924-17926 18500-18501 18516-18518 18527 18723- 
1 8726 1 8778- 1 8780 1 8964- 1 8969 1 92 1 1 - 1 92 1 2 1 93 70 
19401-19402 19422-19431 19461 19583-19585 19736- 
19742 19919-19920 19924-19925 19943-19946 20208- 
20214 20437-20440 20792-20797 20948-20949 21277- 
2128021 470-2 1 476 22265-22270 22690 22730-2273 1 
22846-22849 22881-22886 23047-23050 23356-23357 
25319-25321 25323-25325 25966-25968 26843 27504- 
27507 29343-29345 


fetal 
muscle 


Invitroge 
n 


FMS001 


158-159 180-181 251-252 551-552 697-699 716-717 832- 
836 847-848 1123-1127 1371 1717-1719 2254-2258 
2440-2444 2793-2799 2923-2924 3039 3 1 07-3 1 08 3377 
3507 3555-3558 3686-3691 3773-3774 4127-4128 4343- 
4346 4388-4390 4536-4538 4561-4568 4691 4795-4809 
5372-5375 5965-5966 6403-6404 6669-6670 7209-7212 
7620-7621 7681-7687 7695-7696 7745-7746 7815-7818 
7891-7895 7921-7925 7946 7990-7992 8090-8093 8132- 
8136 8162 8253-8257 8310 8313-8314 8345-8348 8598- 
8600 8612-8616 8768-8770 8869 9306-931 1 9321-9323 
9343-9346 9366-9368 9479-9481 9491-9493 9517-9521 
9828 9848-9850 9898 9927-9928 10306 10320-10323 
10451-10453 10491-10493 10638-10639 10895-10898 
10936-10937 11217-11219 11297-11299 11317 11345- 
11350 11372-11396 11731-11734 11835-11836 11840 
12121-12126 12129-12130 12455-12459 12465 12467 
12569-12570 12723 12743-12750 12978-12981 13581- 
13583 13592-13595 13638-13641 13885-13887 13925- 
13926 14137-14138 14270-14273 14604 14640-14642 
14875 15009 15151-15157 15243-15248 15600-15601 
15623-15626 15863-15866 16137 16147-16151 16174- 
16176 16352-16353 16576-16577 16619-16621 16836- 
16842 17114 17330-17332 17335-17339 17455-17456 
17958-17962 18008-18009 18029-18030 18400-18402 
18412-18418 18421-18422 18500-18501 18671-18672 
18781-18783 18789 18802-18804 18856 18923-18924 
18942 19135-19137 19273 19306-19307 19355-19360 
19362-19364 19370 19380-19384 19390-19400 19422- 
19431 19503 19586 19667-19668 19679-19682 19700- 
19705 19800-19803 19813-19815 19939 20029-20043 
20 1 5 1 -20 1 54 20 1 6 1 -20 1 64 20200-202 1 4 2023 1 -20234 
20263-20273 20281-20282 20289 20328-20330 20361 
20401-20405 20437-20440 20491-20494 20514-20520 
20681 20727-20732 20871 20897-20900 20952-20954 
20957-20962 20977-20984 21005-21008 21015 21 123- 
21 127 21 157-21 169 21 171-21 1 74 2 1 208-21 2 1 0 2 1 223- 
21224 21229-21232 21 284-2 1 294 2 1 30 1 -21 303 21351- 
2 1 352 2 1 377-2 1 397 2 1 408-2 1 409 2 1 95 8-2 1 96 1 2 1 983- 
21987 22020-22029 22080-22083 22092-22094 22160 



176 



WO 01/075067 



PCT/US01/08631 



Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








22 1 65-22 1 68 222 1 2-222 1 7 22277-22283 22329-22335 
22347-22348 22405-22408 22553-22558 22607-22609 
22637-22643 22669-22670 22700-22701 22730-22731 
22810-22816 22881-22891 22980-22981 22991-22994 
23007-23021 23084 23206-23209 23222 23229-23233 
23329-23337 23382-23385 23510-2351 1 23599 23827- 
23833 23941-23956 24014-2401 8 24446-24448 25085- 
25090 25315 25319-25321 25340-25341 25403-25407 
26024-26028 26258-26260 26285-26290 26307-26309 
26421-26422 26435 26559-26560 26737 26842 26879 
27052 27091 27100-27102 27304-27305 27455 27520- 
27521 27544-27545 27574-27577 27600-27601 27647 
27698-27699 27729-27739 27755-27756 27825-27826 
27853-27857 27971 27989-27990 28008-2801 1 28142- 
28145 2831 1-28313 28424 28426-28428 29278-29283 
29332-2933 7 29956-2995 730141-3014230189-3 01 94 
30236-30239 


fetal 
muscle 


Invitroge 
n 


FMS002 


534-535 3377 4562-4568 4581-4582 6403-6404 7236- 
7237 9018-902012194-12196 13638-13641 16545 
16851-16853 18044-18045 18655-18658 18802-18804 
19153 19254-19255 19370 19422-19431 20263-20264 
20289 20437-20440 20625-20628 22020-22025 22212- 
22217 22284-22289 22362-22364 22399-22404 22531- 
22533 22669-22670 22690 22887-22891 25342-25343 
26860-26862 27602-27606 


fetal skin 


Invitroge 
n 


FSK001 


35-38 170-171 192 227-230 315-316 329-330 373-374 
425-427 464-465 551-552 579-580 605-606 635 685-688 
713-715 718-720 785-786 832-836 969-971 981-985 
1 00 1 - 1 004 1 03 1 1 053- 1 057 1 097- 1 098 1 1 23- 1 1 27 1 1 69- 
1179 1203-1204 1307 1414-1417 1431 1451 1578-1585 
1600-1601 161 1-1616 1675 1705-1714 1729-1731 1778- 
1779 1860 1885-1886 1912-1913 1915-1916 2136-2137 
2307 2383-2388 2540-2541 2599-2603 2675-2678 2706 
2800 2802-28 12 281 4-28 1 5 2826-2827 2923-2924 2944 
2946 2951-2955 3094-3096 3276-3279 3322-3323 3336- 
3337 3352 3377 3477-3478 3507 3526-3529 353 1-3534 
3555-3558 3686 3715-3716 3773-3774 3834-3835 3855- 
3857 3860-3864 3873-3875 3926-3927 3939-3941 3949- 
3953 4003-4006 4 1 24-4 1 26 4 1 29-4 1 3 1 4 1 4 1 -4 1 43 4206- 
4208 4213-4214 4343-4346 4358-4361 4441-4443 4489- 
4493 4550-4551 4562-4568 4581-4582 4623-4639 4668- 
4672 4686-4689 4705-4707 4795-4809 4818 4824-483 1 
4857-4861 4897-4898 4971-4974 4980-4981 5061-5062 
5065 5480-5482 5581-5583 5802 5919-5921 5980-5984 
6166-6168 6219-6222 6331-6334 6399 6403-6404 6623 
6650 6657-6670 6692-6697 6877-6878 7209-7212 7216- 
7219 7258-7263 7296-7298 7447-7449 7536-7541 7580- 
7597 7608 7615-7617 7620-7621 7660-7665 7681-7689 
7695-7696 7701-7703 7745-7751 7757-7759 7778-7788 
7806-7808 7821 7824-7825 7904-7905 7924-7925 7972- 
7975 7978-7983 7990-7992 7994 8077-8078 8080-8081 
8090-8093 8113-81168129-8141 8152-8159 8162 8187- 
8200 8216-8218 8242-8246 8253-8262 8274-8276 8310 
8313-8314 8326-8327 8347-8360 8368-8369 8375-8376 
8415 8434-8452 8487-8488 8502-8503 8536 8539-8542 
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8554-8555 8576-8582 8607-8609 8688 8724-8732 8768- 
8770 8939-8945 8978-8981 9026-9028 903 1-9036 9038- 
9039 9043-9045 9079-9080 9264-9265 9305-931 1 9321- 
9323 9340-9342 9375-9376 9456-9459 9472-9476 9506- 
9509 9517-9518 9531 9535-9537 9561-9562 9590-9592 
9594-9602 9689-9707 9735-9738 9759-9762 9780-9781 
9828 9846-9852 9854-9855 9857-9861 9867-9868 9874- 
9895 9902-9904 9916-9920 9923-9924 9954-9955 9965- 
9980 10020-10024 10032-10037 10161-10163 10167- 
10172 10254-10261 10480-10482 10495-10503 10513- 
10518 10523-10530 10612-10623 10628-10630 10876 
10906 10936-10937 10965 1 1035-1 1037 1 1 158 11250- 
11251 11306-11310 11345-11350 1 1372-1 1396 1 1431- 
11432 11465-11466 11473-11474 1 1496-1 1498 1 1609 
11612-11639 11669-11671 1 1731-1 1734 1 1745-1 1748 
11757-11758 11780-11782 11803-11804 11835-11836 
11840 11901-11905 12011-12013 12112-12114 12140 
12173 12175-12176 12280-12282 12374-12377 12422- 
12427 12460-12462 12465 12468-12471 12555-12559 
12651-12652 12666-12667 12670 12676-12678 12714- 
12715 12720-12722 12728-12766 12782-12784 12803- 
12804 12823-12827 12943 12978-12981 12997-12999 
13077-13079 13100-13106 13503-13511 13596-13597 
13603-13605 13609-13612 13629-13631 13638-13641 
13652-13659 13834-33837 13865-13866 13930 13999- 
14004 14058-14059 14117 14236-14238 14257 14346 
14355-14356 14604 14626-14635 14640-14642 14725- 
14729 14784-14788 14991-14992 14996 15071-15074 
15126-15129 15182-15183 15250-15251 15257 15277- 
15278 15300-15301 15341-15342 15358-15359 15404- 
15405 15408-15414 15576-15577 15588-15589 15606- 
15607 15617-15618 15623-15626 15863-15866 15925- 
15931 15988-15990 16030-16040 16044-16046 16059 
16121-16122 16168-16171 16174-16176 16200-16201 
16345-16349 16365-16366 16370 16388-16391 16422- 
16429 16470-16472 16593-16598 16600 16623 16636- 
16637 16652 16716-16723 16851-16853 16934-16937 
17010-17014 17026-17029 17070-17071 17104-17111 
17156-17159 17237 17244-17250 17263-17274 17278- 
17326 17335-17339 17454-17456 17571-17574 17958- 
17962 18001-18003 18015-18016 18029-18037 18136- 
18138 18393-18394 18423-18425 18535 18583-18584 
18587-18616 18624-18626 18644-18650 18655-18658 
18671-18672 18719-18726 18730-18732 18745-18749 
18771-18772 18787-18789 18797-18804 18811-18813 
18829-18834 18846-18853 18894-18896 18899-18903 
18908-18909 18915-18918 18947-18950 18955-18959 
18976-18977 19001-19004 19040 19045-19053 19062- 
19065 19074-19080 19135-19137 19142-19147 19224 
19228-19229 19251-19252 19258-19262 19266-19267 
19306-19307 19316-19317 19341-19342 19350-19354 
19362 19368-19370 19375-19384 19395-19400 19407- 
19411 19422-19434 19441 19458-19460 19464-19466 
19484-19486 19502 19515-19521 19548-19553 19564- 
19565 19574-19578 19604-19607 19617-19619 19659- 
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19661 19663-19666 19670-19671 19683-19688 19693 
19700-19705 19727-19742 19764-19767 19813-19815 
19921-19929 19933-19937 19943-19946 19972-19981 
20029-20043 20087-20094 20120 20130-20145 20161- 
20 1 64 20 1 80-20 1 8 1 20 1 89-20 1 94 20 1 98-202 1 4 20229- 
20241 20253 20257-20270 20279-20282 20286-20288 
20290-20296 20299 20328-20330 20401-20407 20414 
20427-20431 20447-20451 20456-20468 20476-20479 
20485-20490 20501 20505-20509 20524-20535 20537- 
20545 20548-20553 20559-20567 20629-20630 20639- 
20640 20644-20648 20666-20671 20676-20681 20683- 
20685 20689-20692 20698-20707 20710-2071 1 20714- 
20725 20727-20734 20747-20751 20753 20767 20789- 
20791 20806-20812 20844-20849 20868-20870 20882- 
20884 20890-20900 20926 20929-20954 20957-20984 
20989-20990 2 1 005-2 1008 21 026-2 1 03 1 2 1 076-2 1 087 
21097-21100 21122 21149-21151 21 157-21 169 21 197- 
21198 21208-21210 21213-21215 21225-21226 21241- 
21252 21263-21266 21277-21280 21284-21294 21334 
21351-21352 21410-21414 21428-21433 21440-21445 
21447-21453 21463-21465 21480-21482 21495-21500 
2 1 529-2 1530 21 554-2 1 556 2 1 7 1 8-2 1 724 2 1 729-2 1 733 
21881-21885 21911-21912 21917-21921 21929-21938 
2 1 95 8-2 1 966 2 1 973-2 1 974 2 1 978 2 1 983-2 1 987 22020- 
22029 22062-22073 22077-22083 22092-22094 22101- 
22 1 07 22 1 4 1 -22 1 43 22 1 60-22 1 68 22 1 76-22 1 77 22 1 95- 
22198 22208-222 1 1 222 1 8-22226 22246-22249 2226 1 - 
22270 22277-22289 22292-22299 22303-2231 1 22347- 
22350 22358-22359 22362-22371 22373 22375-22380 
22393 22433-22435 22495 22534-22539 22560 22566- 
22568 22571-22581 22599-22602 22607-22609 22622- 
22628 22637-22643 22661-22664 22669-22670 22690 
22700-22701 22737-22739 22801-22804 22828-22829 
22852-22853 22870-22874 22881-22891 22904-22908 
22916-22922 22941-22947 22952-22953 22969-22970 
22973 23007-23021 23047-23050 23059-23060 23071 
23084 23088-23090 23201-23202 23212-23215 23218- 
23219 23229-23233 23252-23256 23263 23356-23357 
23364-23370 23373-23374 23379-23381 23386-23390 
23392-23395 23409-2341 1 23415-23419 23433 23470- 
23472 23514 23526-23531 23543-23544 23673-23689 
23704 23726-23730 23771-23780 23806-23809 23845- 
23848 23865-23866 23882 23893-23902 2391 1-23940 
23990-23992 23999-24001 24025 24035-24040 24056 
24092-24097 24481-24490 25085-25090 25306-25308 
25313 25319-25321 25331-25333 25340-25341 25461- 
25470 25598-25603 26024-26028 26196-26199 26207- 
26208 26261 26266 26280 26316-26321 26327 26337 
26350-26352 26414 26558-26561 26676-26677 26691- 
26694 26829-26830 26843 26893-26895 26980-26984 
27052 27067-27070 27091 27100-27102 27269-27270 
27275-27276 27283-27287 2741 1-27412 27480-27481 
27497 27520-27539 27544-27545 27600-27601 27636- 
27639 27649-27654 27677-27688 27726-27728 27755- 
27756 278 1 2-2781 5 27848-27852 27858-27868 27885- 
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27886 27890-27892 27970 27972 27975 27989-27990 
28045-28047 28099-28 1 00 28 1 23-28 1 32 28 1 4 1 -28 1 45 
28186 28232-28271 28286 28290-28292 28424 28426- 
28428 28446-28448 28456-28457 28533-28539 29278- 
29283 29354-29359 29367 29406-29408 29508-295 1 8 
299 1 9-29922 3 0 1 4 1 -30 1 42 30 1 50-30 1 56 30 1 89-30 1 99 


fetal skin 


Invitroge 
n 


FSK002 


333-335 534-535 912 1307 1 705-1714 2826-2827 4795- 
4809 5279-5283 6877-6878 7216-7219 8612-8616 9729- 
9731 9848-9850 9929-9935 10516-10518 11212-11216 
11332-11333 11473-11474 12112-12114 12755-12759 
13885-13887 14100 14676-14678 15126-15129 15280 
15290-15291 17038-17041 18029-18030 18535 18778- 
18780 18964-18969 19062-19065 19266-19267 19401- 
19402 19441 19919-19920 19943-19946 20072-20073 
20 1 06-20 1 1 0 20 1 6 1 -20 1 64 20733-20734 20948-20949 
2 1 005-2 1 008 2 1 334 22 1 69-22 1 77 22230 22277-22283 
22534-22539 22653-22654 22661-22662 22669-22670 
22690 22702 22852-22853 23051-23052 23085-23086 
23229-23233 23543-23544 23839-23840 24005-2401 1 
25334-25335 27154-27155 27498-27500 27989-27990 
28148-28 156 28269 30 1 50-30156 


fetal 
spleen 


BioChain 


FSP001 


1046 1307 3840-3852 6403-6404 6669-6670 8465 13930 
15091-15092 15988-15990 16434-16437 16652 16934- 
16937 17038-17041 17958-17962 18516-18518 18536- 
18537 18936-18939 19401-19402 19921-19923 20111- 
201 1 2 20299 20437-20440 20816-20818 21 377-2 1 397 
21647-21655 21978 22343-22346 22637-22643 23064- 
23065 23771-23780 26843 26860-26862 27544-27545 
28142-28145 


umbilical 
cord 


BioChain 


FUC001 


39-4151-52 144-145 164 170-171 180-181 197-200 251- 
252 255-256 373-374 546-547 576-578 619-620 623-625 
635 661 716-717 832-836 845-846 895-898 945-946 969- 
971 1001-1003 1047 1067-1070 1307 1309 1431 1483 
1490-1492 1533 1694-1702 1705-1714 1887-1889 1964- 
1 966 1 977 2030 2072 2136-2137 2275-2276 2299 2445 
2471-2474 2550-2552 2599-2603 2774-2775 2814-2815 
2893-2894 2923-2924 2939-2943 2951-2955 2975-2977 
300 1 3 1 5 1 -3 1 54 3205-3207 3276-3277 33 1 0-33 1 2 3322- 
3323 3326-333 1 3355-3356 3374-3377 3443-3445 35 1 5- 
3520 3526-3529 366 1 -3663 3686 3834-3835 3865-3868 
3939-3941 3949-3953 4124-4126 4132-4136 4515-4516 
4542 4546 4623-4639 4825-4826 4832-4836 4857-4861 
4967-4968 4980-4981 5092-5094 5116 5335-5336 5557- 
5560 5744-5747 5802 5887-5897 5919-5921 5939-5941 
5973-5975 5980-5984 5986-5988 6084 6300 6386 6403- 
6404 6585-6592 6671-6675 6692-6697 6762-6764 6852 
7001-7007 7209-7212 7214-7215 7258-7263 7536-7541 
7557-7559 7561-7562 7609 7640-7642 7648-7653 7660- 
7665 7681-7687 7745-7746 7757-7759 7778-7783 7794 
7806-7808 7823-7825 7924-7925 7972-7975 7978-7983 
7994 8008-8009 8046 8070 81118113-8114 8145-8151 
8 1 87-8200 82 1 1 -82 1 3 822 1 -8222 8227-8229 8242-8248 
8253-8257 8313-8314 8347-8348 8368-8369 8430-8433 
8489 8512-8513 8539-8550 8554-8575 8583-8597 8601- 
8603 8607-8609 8751-8753 8917-8933 8936-8938 9031- 
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9035 9040-9042 9267-9268 9329-9330 9343-9346 9366- 
9368 9391-9392 9443 9472-9474 9486-9488 9506-9509 
9529-9530 9532-9534 9561-9562 9590-9592 9594-9602 
9609-9610 9726-9727 9780-9781 9799-9800 9826 9828 
9844-9845 9848-9852 9854-9855 9916-9920 9923-9924 
9929-9935 9939-9940 9953-9955 10012 10015-10019 
10025-10026 10038-10041 10254-10261 10277-10278 
10306 10498-10503 10513-10518 10531-10532 10543- 
10549 10592-10594 10609-10623 10638-10639 10873- 
10875 10931-10933 10938 10963-10964 10966 11006- 
11008 11116-11121 11123-11124 11135 11302-11303 
11345-11350 11359-11369 11431-11432 11467-11472 
11561-11562 11609 11658-11659 11715-1171611731- 
11734 11803-11804 11835-11836 11842 11873-11875 
11878-11879 11901-11905 11935-11936 11947-11950 
12127-12128 12133-12134 12140 12202-12205 12221- 
12224 12259-12262 12398-12401 12430-12431 12637 
12666-12667 12723 12774-12778 12780-12787 12791 
12796-12798 12824-12827 12978-12981 13068-13070 
13077-13079 13083-13086 13505-13511 13560-13562 
13571-13573 13592-13595 13838-13842 13865-13866 
14004 14058-14059 141 18-14124 14130-14131 14141- 
14142 14166-14168 14170-14172 14192-14195 14236- 
14238 14261-14263 14270-14273 14304-14305 14498- 
14501 14604 14607-14609 14640-14642 14684-14685 
14708 14726-14729 14784 14789-14791 14875 15096 
15182-15183 15218-15219 15243-15248 15257 15290- 
15291 15412-15414 15496-15525 15530-15531 15548- 
15550 15576-15577 15612-15618 15699-15700 15855- 
15857 15880 15988-15990 16044-16046 16121-16122 
16174-16176 16451-16452 16484-16486 16494-16497 
16583-16585 1 6623 1 6636-16637 1 6642 1 6652 16683- 
16685 16724-16725 16752-16753 16758-16760 16851- 
16853 16938-16939 16974 17026-17028 17038-17041 
17074-17077 17120-17122 17153-17154 17233-17234 
17286-17291 17327-17339 17454-17456 17538-17565 
17958-17962 18015-18016 18044-18045 18069-18072 
18097-18134 18411 18421-18425 18427-18429 18492- 
18499 18516-18518 18535-18537 18644-18650 18655- 
18658 18668-18670 18691-18692 18719-18722 18750- 
18756 18759-18760 18767-18769 18771-18772 18787- 
18789 18796 18802-18804 18806-18807 18842-18845 
18856 18899-18903 18923-18924 18941 18955-18959 
18964-18969 18975 19029-19035 19055 19062-19065 
19074-19083 19096-19101 19138-19140 19209-19210 
19226-19227 19251-19253 19316-19317 19341-19342 
19350 19355-19360 19362 19370 19373-19374 19387- 
19389 19407-19411 19415-19417 19422-19431 19438- 
19440 19442-19444 19461 19487 19497 19503 19515- 
19521 19526-19531 19560-19562 19566 19574-19578 
19580-19586 19598-19601 19604-19607 19627 19667- 
19668 19670-19671 19693 19698-19705 19733-19735 
19743-19748 19764-19771 19804-19808 19813 19921 - 
19925 19933-19937 19943-19946 19953-19957 19965- 
19967 19969-19971 19981 19995-20014 20029-20043 
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20048-20052 20074-20079 20087-20094 20106-201 10 
20114-20120 20122-20127 20130 20149-20150 20161- 
20 1 66 20 1 72-201 79 20 1 82-20 1 94 20 1 98-20 1 99 20208- 
20214 20241 20263-20270 20289 20298-20304 20316 
20328-20330 20345-20354 20401-20405 20427-20451 
20485-20494 20497-20498 20524-20535 20548-20558 
20563-20578 20599-20601 20616-20619 20625-20628 
2063 1-20634 20649-20652 20681 20698-20707 20753 
20767 20788-20797 208 1 3-208 1 5 20836-20843 20855- 
20863 20866-20870 20881 20885-20887 20927-20928 
20963-20972 20990-2 1 045 2 1 076-2 1 087 2 1 097-2 1111 
21 145-21 151 21 171-21 174 21208-21215 21277-21283 
2 1 295-2 1298 21 377-2 1397 21 408-2 1414 21 434-2 1 439 
2 1 446-2 1 453 2 1 5 1 6-2 1 528 2 1 554-2 1 556 2 1 647-2 1 655 
21712-21717 21905-21910 21929-21935 21951-21954 
2 1 962-2 1966 21 978-2 1 982 2 1 989-2 1 993 22003-22006 
22020-22025 22050-22055 22080-22083 22101-22107 
22 1 20-22 1 27 22 1 35-22 1 38 22 1 4 1 -22 1 43 22 1 52-22 1 56 
22 1 60 22 1 7 1 -22 1 75 22 1 85-22 1 92 22208-222 1 1 2226 1 - 
22276 22343-22350 22358-22359 22362-22364 22366- 
22371 22373 22399-22404 22434-22435 22455-22465 
22495 22534-22539 22570-22581 22599-22602 22622- 
22628 22653-22654 22663-22664 22669-22670 22690 
22696-22697 22700-22701 22794-22796 22843-22845 
22852-22853 22899-22900 22909-22910 22955-22957 
22977-22981 23046-23050 23053-23055 23071 23141 
23206-23209 23212-23215 23220-23222 23229-23233 
23236 23249 23251-23256 23261-23262 23353-23354 
23364-23370 23382-23390 23399-23401 23428-23430 
23433 23489-23490 23508-2351 1 23546 23682-23686 
23704 23723-23724 23726-23730 23760 23764-23767 
23798-23799 23806-23809 23836-23837 23839-23840 
23867-23880 23890-23902 23941-23956 23959 23990- 
23992 24021-24024 24035-24040 24092-24097 24120- 
24129 25085-25090 25289-25290 25306 25319-25321 
25340-25341 25359-25363 25368-25369 25374-25375 
25403-25407 25416-25417 25598-25603 26196-26199 
26207-26208 26266 26280 26285-26290 26327 26337 
26373-26374 26394 26563-26566 26603 26615-26616 
26676-26677 26687 26691-26694 26806 26843 26860- 
26862 26876-26879 26980-26984 27028-27029 27050- 
27052 27067-27070 271 14-27120 27203-27205 27254- 
27260 27271-27272 27501-27503 27557-27559 27562- 
27563 27586-27587 27589-27592 27633-27634 27729- 
2773 9 27809-2781 1 27859-27864 27869-27873 27890- 
27892 27989-27990 28099-28 1 00 28 1 05-28 1 07 28 1 42- 
28145 28173-28175 28272-28279 28286 2831 1-28313 
2836 1 -28362 28424 28573-28578 29225-2923 1 29278- 
29283 29321-29326 29328-29331 29339-29340 29354- 
29357 29378-29379 29960-2996 1 30 1 4 1 -30 1 42 30 1 50- 
30156 30195-30199 


fetal brain 


GIBCO 


HFB001 


16 121 144-145 148 152 156-163 177-178 192 197-200 
227-230 255-256 282-284 307-308 329-330 332 373-374 
395 398-399 419-420 425-427 524-525 532-535 540-542 
549 557-561 568-581 635 716-720 750-752 758-762 785- 
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786 792-795 825 832-836 845-851 860-861 901-904 912- 
913 934-935 1001-1005 1044-1045 1047 1067-1071 
1097-1098 1101-1103 1112-1113 1 123-1 127 1 165-1 168 
1205-1206 1228-1231 1235-1237 1246 1273-1282 1312- 
1313 1411-1417 1423 1431 1453-1454 1467-1470 1499 
1667-1668 1675 1755 1792-1794 1961-1962 1980-1982 
20 1 5-201 8 2083-2084 2 1 36-2 1 3 7 2202-2203 2275-2276 
2348 2354-2355 2383-2388 2404-2406 2420-2421 2471- 
2474 2550-2552 2576 2599-2603 2679 2706 2724-2726 
2745 2806 2871-2873 2903-2904 2926 2934-2935 2951- 
2955 2975-2977 2983-2986 2988-2989 3205-3207 3276- 
3277 3290 3322-3323 3336-3337 3352 3355-3356 3361- 
3362 3364 3374-3377 3421-3422 3433 3441-3445 3468- 
3471 3477-3478 3507 3512-3514 3555-3558 3612-3613 
3729-3730 3781-3784 3860 3949-3953 4080-4082 4091- 
4095 4 1 24-4 1 26 4 1 5 1 -4 1 57 4206-42 1 0 4248 4343-4346 
4486-4487 4489-4493 4515-4516 4526-4527 453 1-4533 
4562-4573 4581-4582 4612-4614 4651 4726-4727 4785- 
4789 4825-4826 4975-4978 4980-4981 4984-4985 5065 
5084-5085 5092-5094 5109-5115 5190-5191 5335-5336 
5376-5378 5382-5383 5470-5477 5480-5482 5517-5521 
5525-5526 5557-5560 5572-5573 5587-5592 5659-5698 
5710-571 1 5768-5772 5802 5808-5812 5899-5902 5907- 
5909 5919-5921 5943-5945 5973-5975 5980-5984 5986- 
5988 6029-6035 6088-6089 6166-6168 6400 6403-6404 
6406-6410 6450-6453 6488-6489 6523-6526 6542-6543 
6657-6661 6669-6670 6775-6778 7001-7007 7056-7057 
7209-7212 7216-7219 7236-7237 7256-7257 7325-7340 
7536-7541 7557-7559 7611-7612 7615-7621 7630-7636 
7657-7659 7666-7673 7681-7689 7698 7701-7703 7726- 
7727 7734-7736 7747-7751 7778-7783 7794 7798-7801 
7806-7808 7824-7825 7890 7902-7903 7916 7921-7923 
7957 7972-7975 7978-7983 7988 7990-7992 7994 8002 
8017-8019 8070 8077-8079 81 17-8121 8137-8156 8162 
8187-8200 8219-8220 8242-8248 8250 8253-8257 8313- 
8314 8349-8350 8368-8370 8409-8414 8466-8476 8497- 
8499 8512-8513 8536-8550 8607-8609 8612-8616 8688- 
8690 8736-8737 8754-8766 8919-8933 8982-8983 9007- 
9008 9013-9020 9029-9030 9038-9042 9072-9074 9196- 
9200 9306-9311 9316 9321-9323 9331-9333 9335 9337- 
9339 9391-9392 9443 9459-9460 9482-9485 9487-9488 
9506-95 1 8 9522-9525 953 1 9535-9537 956 1 -9562 9570- 
9576 9617-9626 9664-9665 9682-9683 9688 9729-9731 
9735-9742 9828-9832 9851-9852 9854-9855 9873-9895 
9898 9902-9904 9923-9924 9927-9928 9956-9959 9969- 
9980 9984-9985 9989-9992 10032-10040 10167-10172 
10263-10264 10273-10274 10277 10306 10326-10328 
10451-10453 10470-10473 10484-10487 10498-10503 
10508-10512 10531-10532 10588-10591 10600-10601 
10603-10608 10615-10623 10628-10630 10638-10644 
10881-10883 10913-10914 10938 10963-10964 10980- 
10985 1 1066-1 1068 1 1 123-1 1 124 1 1 135 1 1 143 1 1 161- 
11197 11200-11201 11204-11207 1 1297-1 1299 1 1308- 
11310 11317 11326-11327 11399-11402 11431-11432 
11460-11464 11468-11472 11476-11478 11607-11608 
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11649-11650 11674-11679 11696 11715-1 1716 11731- 
11734 11739-11740 11761-11763 1 1766-1 1768 1 1 786- 
11788 11805-11808 11835-11836 11840 11843-11855 
11937-11938 12112-12114 12131-12132 12150-12151 
12186-12189 12192-12196 12225-12228 12241-12244 
12258 12283-12284 12374-12377 12455-12459 12468- 
12469 12486-12518 12573-12574 12590-12592 12598 
12637 12642-12644 12655-12658 12666-12667 12714- 
12715 12723 12725-12727 12755-12764 12785-12787 
12796-12798 12829-12830 12832-12834 12898-12899 
12997-12999 13077-13079 13107-13117 13576-13579 
13585-13588 13592-13595 13606-13608 13627-13628 
13632-13633 13638-13641 13645-13651 13796-13797 
13865-13866 13873-13875 13885-13895 13898 13918- 
13919 13954-13956 13994-13997 14023-14026 14058- 
14059 14094 14127-14128 14137-14138 14170-14172 
14236-14238 14261-14263 14270-14273 14283-14288 
14314-14317 14353-14354 14604 14650-14651 14684- 
14685 14714-14717 14789-14791 15013-15018 15070 
15093-15095 15162-15164 15182-15183 15225-15230 
15243-15248 15250-15251 15257-15259 15290-15291 
15323-15324 15341-15342 15358-15359 15392-15396 
15406-15407 15412-15414 15443-15452 15530-15531 
15545-15546 15563-15564 15576-15577 15588-15589 
15600-15601 15699-15700 15780-15788 15855-15857 
15867-15870 15884-15885 15961-15963 15988-15990 
16059-16061 16075-16079 16096-16099 16121-16128 
16141-16143 16152-16153 16168-16171 16224-16225 
16233-16235 16281-16283 16296 16371-16372 16418- 
16421 16449-16453 16473-16481 16498-16500 16521- 
16526 16545 16602-16611 16632-16634 16636-16637 
16642 16652 16686-16693 16702-16705 16716-16723 
16804-16807 16828-16831 16836-16842 16851-16853 
16894-16896 16924 16934-16937 16954-16961 17104 
17114 17120-17122 17131-17132 17145-17146 17286- 
17291 17330-17332 17335-17339 17454-17456 17489- 
17490 17958-17963 18001-18003 18015-18016 18029- 
18030 18055-18060 18136-18138 18393-18394 18421- 
18425 18427-18429 18492-18494 18500-18501 18516- 
18518 18527 18533-18537 18540 18587-18616 18625- 
18626 18644-18654 18668-18672 18691-18692 18717- 
18726 18730-18732 18738-18744 18750-18756 18761 
18771-18772 18778-18780 18784-18789 18796-18804 
18825-18834 18842-18845 18856-18880 18882-18888 
18899-18903 18919-18935 18947-18950 18964-18969 
18983-18985 18989-18990 18996 19001-19009 19011 
19018-19024 19029-19035 19055 19062-19065 19074- 
19083 19096-19101 19138-19140 19142-19147 19153 
19159-19161 19163-19201 19257 19260-19262 19266- 
19267 19274 19308-19309 19316-19317 19345-19349 
19351-19354 19362 19370 19380-19384 19395-19400 
19407-19411 19415-19417 19422-19434 19441-19444 
19447-19448 19464-19483 19515-19524 19526-19531 
19560-19562 19564-19566 19583-19585 19604-19607 
19627 19659-19661 19663-19668 19670-19671 19674- 
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19678 19683-19687 19693 19700-19710 19727-19748 
19759-19763 19772 19800-19808 19810-19815 19819- 
19822 19921-19929 19933-19937 19939 19943-19946 
19950 19962-19963 19972-19981 20029-20052 20069- 
20079 20087-20094 20099-20 1 02 20 1 06-201 10 20114- 
20 1 20 20 1 22-20 1 27 20 1 33-20 1 54 20 1 65-201 66 20 1 72- 
20194 20200-20218 20226-2022 8 20235-20241 20244- 
20249 20253 20257-20262 20265-20270 20274-20278 
20289 20328-20330 20345-20348 20355-20356 20393- 
20405 20415-20417 20425-20431 20437-20440 20447- 
20451 20456-20471 20485-20494 20501 20505-20509 
20524-20545 20547-20558 20563-20567 20569-20578 
20607-20612 20614-20619 20621-20624 20629-20634 
20639-20640 20644-20645 20649-20674 20676-20681 
20698-20707 20710-2071 1 20718-20725 20733-20734 
20747-20751 20753 20767 20788 20792-20797 20806- 
20812 20819-20821 20824-20843 20853-20862 20865 
20868-20871 20897-20900 20926-20932 20938-20942 
20948-20949 20955-20956 20963-20984 20991 20999- 
21004 21021-21023 21060-21061 21069-21075 21097- 
21 100 21 137-21 140 21 145-21 148 21 153-21 154 21 171- 
21 174 21 176-21 180 21 197-21 198 21202-21207 21213- 
21215 21 229-2 1 232 2 1 237-2 1 240 2 1 248-2 1252 21256- 
2 1 274 2 1 277-2 1 280 2 1 284-2 1 294 2 1 297-2 1 298 2 1 30 1 - 
2 1 303 2 1 326-2 1 333 2 1 343-2 1 3 54 2 1377-2 1 397 2 1 434- 
2 1 439 2 1 447-2 1450 21 454-2 1457 2 1 463-2 1 465 21477- 
2 1 479 2 1 485-2 1 49 1 2 1 495-2 1 5 00 2 1 5 1 6-2 1 530 2 1 532- 
21533 21554-21556 21587-21655 2 1 71 2-2 1 71 7 2 1 729- 
21733 21877-21885 21892-21894 2191 1-2191221915- 
21916 21929-21935 21939 21955-21957 21967-21968 
2 1 97 1 -2 1 974 2 1 978-2 1 987 2 1 994 22000-22002 22007- 
22015 22019-22029 22037-22039 22045-22046 22056- 
22069 22074-22076 22087-22088 22090-22094 221 15- 
22 1 1 6 22 1 28-22 1 34 22 1 4 1 -22 1 43 22 1 60-22 1 64 22 1 69- 
22 1 70 22 1 87-22 1 92 22 1 95-22 1 98 22208-22226 22243- 
22245 22261-22264 22271-22289 22300-22308 22312- 
22318 22323-22332 22336-22350 22358-22359 22365- 
22371 22381-22388 22399-22404 22409-22410 22434- 
22435 22495 22531-22539 22553-22558 22561-22565 
22570 22599-22602 22607-22609 2261 8-22621 22625- 
22628 22634-2265 1 22653-22654 22663-22667 2267 1 - 
22677 22690 22696-22697 22700-22701 22726-22727 
22730-22731 22741-22748 22763-22764 22768-22770 
22794-22796 22810-22816 22852-22853 22859-22874 
22899-22900 22912-22922 22927-22938 22952-22961 
22969-22970 22973-22976 22991-22994 23007-23021 
23046-23055 23059-23060 23070-23071 23085-23086 
23098-23 1 01 23 105-23 1 08 23 1 1 7-23 1 1 9 23 1 25-23 1 36 
23203-23209 23220-23221 23223-23225 23236-23239 
23242-23245 23251 23261-23262 23279-23281 23343- 
23344 23356-23357 23382-23390 23400-23401 23415- 
23418 23420-23421 23423-23430 23434-23437 23489- 
23490 23492-23493 23508-23509 235 1 5-235 1 8 23555- 
23565 23599 23682-23686 23700-23701 23704 23718- 
23721 23731-23736 23760-23763 23768-23769 23798- 
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23799 23802-23809 23834-23835 23839-23840 23867- 
23870 23878-23880 23882 23941-23956 23999-24001 
24005-240 1 1 240 1 4-240 1 8 2402 1 -24024 24092-24097 
24 1 20-24 1 25 25085-25090 25114-25126 25289-25290 
25293-25297 25322 25334-25335 25368-25375 25403- 
25407 25534-25536 26196-26199 26205-26206 26209- 
26213 26235-26239 26248-26252 26260 26266 26270- 
26272 2629 1 -26293 26303 263 1 0-263 1 4 263 1 6-2632 1 
26327 26337 26347-26348 26359-26365 26373-26374 
26389-26393 2641 1 26469-26470 26596-26601 26678- 
26680 26705-26707 26746 26748-26756 26788-26790 
26842 26860-26862 26873-26879 26891-26892 26985- 
26987 27071-27073 27097 27100-27102 27193-27200 
27209-27213 27269-27270 27273-27274 27299-27301 
27304-27305 27376 27493-27495 27501-27503 27510- 
275 1 1 27520-27521 27544-27545 27636-27639 27649- 
27654 27662-27672 27755-27756 27799-27802 27816- 
27822 27861-27864 27896-27927 27973-27974 27989- 
27990 28095-28096 28099-281 00 28 1 08-28 1 21 281 42- 
28145 28186 2831 1-28313 28361-28362 28424 28458- 
28460 29271 29278-29283 29304-29314 29328-29337 
29339-29340 29343-29345 29354-29357 29409-29416 
29427-29431 29451-29452 29594-29604 29746-29761 
29940-29955 30085-30087 30141-30142 30150-30156 
30195-30199 30218-30223 30361-30368 


macropha 
ge 


Invitroge 


HMP001 


534-535 1499 11431-11432 15969-15974 16652 16833- 
16835 17026-17028 17455-17456 18492-18494 18644- 
18650 18806-18807 18822-18824 18934-18935 19254- 
19255 19387-19389 19943-19946 20485-20490 20497- 
20498 205 1 4-20520 20897-20900 21225-21226 21334 
21467-21469 21647-21655 23555-23565 26327 26678- 
26680 26860-26862 27150-27151 27636-27639 28424 
30205 


infant 
brain 


Columbi 
a 

Universit 

y 


IB2002 


10-14 28-29 51-52 144-145 192 197-200 282-284 310- 
314 319-323 373-374 414-41 8 425-427 534-535 540-542 
546-547 576-578 582-588 608-61 1 718-720 763-776 796- 
797 825 847-848 852-855 901-904 907 912-913 934-935 
947-964 967-968 972 1001-1003 1097-1098 1 101-1 103 
1169-1181 1238-1239 1252-1256 1273-1279 1312-1313 
1355-1360 1364-1367 1372-1373 1432-1435 1470 1474 
1499 1586-1588 1667-1668 1675 1678-1680 1705-1714 
1723 1792-1794 1931-1932 1935-1936 1938 1967 1977 
2030-2036 2038 2041-2042 2044-2047 2049-2050 2052- 
2054 2222-2226 2275-2276 2306 23 83-2388 24 1 0-24 1 3 
2439 2449-2450 2452-2456 2561-2562 2577-2584 2591 
2599-2603 2649-2650 2675-2678 2712-2713 2724-2726 
2803-2804 2806 2826-2827 2886-2887 2913-2914 2973- 
2992 3 1 95-3 1 97 3274-3275 3306-3308 33 1 3-33 1 4 3322- 
3323 3326-333 1 3353-3354 3367-3369 3377 3433 3457- 
3458 3461-3463 3477-3478 3515-3517 3526-3529 3531- 
3534 3562-3564 3624-3625 3685-3691 3773-3774 3781- 
3784 3823-3826 3829 3833 3879-3880 4003-4006 4073- 
4076 4080-4082 4096 4 1 47-4 1 48 4206-42 1 0 44 1 3-44 1 4 
443 1 -4434 4542 4562-4573 458 1 -4582 46 1 5-46 1 9 4686- 
4689 4751-4755 4782-4789 4828-4831 4989-4991 5053- 
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5054 5190-5191 5335-5336 5361 5567-5568 5572-5573 
5700 5702-5704 5744-5747 5762-5764 5829-5845 5907- 
5909 5919-5921 5929-5937 5939-5941 5956-5957 5960- 
5964 5973-5975 5986-5988 603 8-6039 6137-61396170 
6235-6237 6403-6404 6406-64 10 6511-6519 6775-6778 
6855 6861-6862 7056-7057 7191 7209-7212 7216-7219 
7236-7240 7258-7263 7299-7301 7304-7316 7362 7452- 
7460 7542-7550 7554-7555 7557-7559 7609 761 1-7612 
7620-7621 7630-7636 7648-7653 7668-7673 7678-7689 
7695-7697 7729 7734-7743 7752-7759 7778-7783 7787- 
7788 7794 7798-7801 7898-7900 7906-7912 7916 7972- 
7975 7986-7987 7995-7997 8002 8017-8019 8041-8042 
8064-8067 8077-8078 8087-8093 8095-8096 8122-8124 
8152-8156 8162 8187-8200 8204-8205 8234-8241 8247- 
8248 8310 8339-8341 8343-8344 8347-8350 8368-8370 
8403-8406 8420-8421 8461-8464 8492-8496 8504-8505 
8512-8513 8536 8539-8550 8607-8609 86 1 2-86 1 6 8688- 
8690 8701-8705 8736-8737 8758-8759 8768-8776 8822- 
8835 89 1 7-891 8 8939-8945 8982-899 1 90 1 3-9020 903 1 - 
9035 9040-9046 9063-9067 9069-9071 9264-9265 9305 
9337-9339 9427-9428 9431-9433 9456-9458 9464-9469 
9472-9474 9479-9481 9506-9509 9522-9525 9531 9535- 
9537 9561-9562 9594-9602 961 1-9612 9617-9626 9664- 
9665 9676 9719-9722 9726-9727 9729-9731 9745-9756 
9801-9802 9828-9832 9854-9855 9864-9866 9874-9895 
9899-9901 9927-9928 9946-9952 9969-9980 9997-10009 
10011 10017-10019 10033-10037 10161-10163 10167- 
10172 10254-10261 10268-10272 10326-10328 10449- 
10450 10470-10473 10477-10478 10480-10482 10484- 
10487 10491-10494 10498-10503 10520-10522 10531- 
10532 10588-10591 10607-10608 10615-10623 10627- 
10630 10634-10644 10780-10782 10873-10875 10899- 
10902 10913-10914 10919-10922 10936-10937 10972 
10976-10978 10980-10985 1 1022-1 1025 1 1 135 1 1 198- 
11199 11222-11224 11292-11294 11300-11301 11306- 
11310 11345-11350 11468-11472 11524-11525 11531- 
11534 11541-11543 11609 11656-11657 11721-11729 
11772-11776 11805-11808 11840 11842 11901-11905 
11937-11938 11941-11944 12040-12044 12112-12114 
12141-12146 12149 12194-12196 12206-12208 12215- 
12217 12226-12228 12280-12282 12305-12311 12437- 
12440 12453 12470-12471 12480-12482 12541-12542 
12589-12598 12623-12624 12637 12673-12675 12723 
12755-12759 12785-12787 12832-12834 13077-13079 
13107-13117 13513 13543-13551 13556-13559 13576- 
13579 13584 13592-13595 13638-13641 13645-13651 
13668-13672 13752-13753 13838-13842 13918-13919 
13954-13956 13999-14003 14023-14026 14038-14041 
14044-14045 14054-14056 14065-14089 14098-14099 
14123-14124 14141-14142 14170-14172 14209-14215 
14236-14238 14283-14288 14355-14356 14360-14369 
14456-14458 14561-14568 14604 14640-14642 14650- 
14651 14709-14717 14789-14791 14841-14843 15002 
15013-15018 15093-15095 15158-15161 15182-15183 
15233-15236 15243-15248 15250-15251 15253-15255 
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15257-15259 15277-15278 15283-15286 15326-15328 
15358-15359 15397-15398 15415-15437 15473-15475 
15530-15531 15543-15546 15551-15556 15567 15588- 
15589 15623-15626 15780-15788 15867-15868 15871- 
15877 15896-15900 15988-15990 16082 16105 16133- 
16134 16168-16171 16202 16345-16349 16359 16365- 
16366 16418-16431 16451-16452 16508-16511 16532- 
16535 16545 16570-16573 16623 16643-16648 16653- 
16655 16662 16702-16703 16714-16723 16802-16803 
16833-16842 16851-16853 16860-16870 17074-17081 
17153-17154 17238-17242 17286-17291 17297-17306 
17489-17490 17924-17926 17958-17963 18010-18012 
18029-18030 18395-18397 18407-18410 18412-18418 
18423-18425 18500-18501 18516-18518 18527 18535 
18583-18584 18644-18650 18655-18660 18668-18677 
18691-18692 18719-18722 18730-18732 18750-18756 
18759-18761 18777-18780 18787-18796 18815-18821 
18825-18834 18836-18838 18842-18845 18857-18880 
18899-18905 18910 1 8919-18921 18923-18935 18947- 
18950 18964-18969 18976-18977 18989-18990 18993- 
18996 18999 19049-19053 19055 19068-19070 19074- 
19080 19093-19101 19106-19118 19132 19148 19153 
19159-19161 19207-19208 19213-19220 19228-19229 
19251-19252 19257 19266-19267 19308-19309 19316- 
19317 19345-19350 19363-19364 19370 19387-19411 
19422-19431 19447-19448 19454-19455 19461 19511 
19526-19529 19560-19562 19564-19565 19567-19578 
19604-19607 19620-19622 19626-19627 19659-19661 
19663-19668 19672-19678 19683-19687 19706-19710 
19733-19742 19759-19763 19800-19808 19810-19815 
19855-19856 19921-19923 19926-19929 19931-19937 
19939 19943-19946 19965-19967 19972-19981 20026- 
20027 20029-20043 20069-20079 20099-20102 201 1 1- 
201 12 20120 20122-20127 20137-20154 20157-20164 
20167-20171 20180-20181 20189-20194 20198-20207 
20235-20241 20274-20278 20281-20282 20290-20296 
20317-20324 20328-20330 20345-20348 20393-20407 
20415-20417 20421-20431 20437-20455 20469-20481 
20485-20490 2051 1-20513 20524-20535 20547-20553 
20559-20562 20568-20574 20607-20612 20614-20619 
20635-20636 20646-20648 20676-20680 20683-20685 
20689-20692 20698-20707 20712-20725 20727-20732 
20747-20753 20767 20806-20812 20819-20821 20824- 
20843 20853-20854 20865-20870 20879-20880 20882- 
20887 20897-20900 20926 20929-20932 20948-20949 
20952-20954 20957-20972 20999-2 1 008 2 1 069-2 1 07 1 
21097-21 100 21 105-21 1 1 1 21 123-21 127 21 141-21142 
21145-21148 21153-21169 21171-21174 21197-21198 
21208-21210 21213-21215 21225-21232 21241-21274 
21284-21294 21297-21298 21301-21303 21343-21354 
21377-21397 21408-21414 21434-21450 21454-21457 
2 1 480-2 1 482 2 1 485-2 1 49 1 2 1 529-2 1530 21532-21533 
2 1 554-2 1 556 2 1 587-2 1 655 2 1 7 1 8-2 1 724 2 1 729-2 1 733 
21881-21885 21892-21894 21899-21902 21911-21914 
2 1 922-2 1 924 2 1 929-2 1 935 2 1 940-2 1 946 2 1 958-2 1 96 1 
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2 1 973-2 1 974 2 1 978 2 1 989-2 1 999 22003-22029 22035- 
22036 22045-22049 22070-22073 22084-22088 22090- 
22094 22098-22 1 00 22 1 08-22 1 1 6 22 1 20-22 1 3 8 22 1 44- 
22 1 56 22 1 6 1 -22 1 68 22 1 7 1 -22 1 75 22 1 87-22 1 92 22 1 95- 
22198 22208-22217 22225-22226 22243-22245 22250 
22261-22264 22277-22289 22300-22309 22312-22313 
22318 22336-22342 22358-22359 22381-22388 22405- 
22408 22434-22435 22531-22539 22553-22558 22561- 
22565 22570-22581 22607-22609 22625-22628 22637- 
22651 22653-22654 22671-22674 22690 22700-22701 
22760-22764 228 1 0-228 1 6 22869 2288 1 -22886 22892- 
22893 22916-22924 22941-22947 22955-22957 22969- 
22970 22991-22994 23022-23025 23047-23052 23064- 
23065 23085-23086 23088-23090 23 1 12-231 16 23125- 
23136 23212-23215 23223-23225 23229-23233 23242- 
23245 23251 23263 23353-23354 23373-23374 23399 
23419 23425-23427 23434-23438 23495-23496 23508- 
23509 23512-23513 23543-23544 23555-23565 23704 
23720-23721 23771-23797 23802-23805 23816-23819 
23839-23840 23845-23848 23881 23890-23902 23941- 
23956 23999-24001 24005-2401 1 24014-2401 8 24021- 
24024 24201-24220 24481-24490 24794 25085-25090 
25279-25290 25313 25322 25340-25341 25383-25401 
25403-25407 254 1 0-2541 3 2541 6-2541 7 25666-25672 
25966-25968 26205-26206 26209-26213 26217-26218 
26235-26239 26258-26259 26280 26285-26290 26304- 
26306 26310-26321 26327 26337 26347-26348 26361- 
26365 26373-26374 26412-26413 26423 26436 26469- 
26470 26604-26606 26705-26707 26788-26789 26804- 
26805 26843 26860-26862 26879 27028-27029 27036- 
27038 27067-27070 27100-27105 27201-27202 27288- 
27291 27304-27305 27444 27520-27539 27544-27545 
27588-27596 27602-27606 27649-27654 27709-27710 
27814-27820 27865-27868 27890-27892 27987-27991 
27995-27997 28042-28043 28045-28047 28108-28121 
28133-28137 28142-28145 28186 28199-28203 28234- 
28254 28286 283 1 1 -283 1 3 28426-28428 28458-28460 
28549-28555 291 17-29123 29244 29278-29283 29288- 
29289 29296-29308 29328-2933 1 29339-29340 29343- 
29345 29418-29419 29427-29431 29508-29518 29718- 
29721 29954-29955 30085-30087 30135-30140 30195- 
30 1 99 30205 302 1 8-30220 30233-30235 30240-30242 


infant 
brain 


Columbi 
a 

Universit 

y 


IB2003 


144-145 165-166 360-361 619-620 763 796-797 852-855 
900 934-935 955-956 981-985 1001-1003 1097-1098 
1312-1313 1547 1675 1692-1693 1792-1794 1931 1961- 
1962 2072 2439 2675-2678 2710 2724-2726 2886-2887 
2934-2935 2951-2955 2975-2977 2983-2986 3182-3187 
3322-3323 3353-3354 3377 3681-3682 3781-3784 3936- 
3938 4117-4118 4160-4164 4362-4365 4471-4482 4562- 
4568 4720-4725 48 1 8 4967-4968 5572-5573 5594-5602 
5829-5845 5937 6084 6403-6404 6775-6778 6855 6861- 
6862 6877-6881 6959-6960 7542-7550 7615-7617 7630- 
7636 7648-7653 7660-7665 7668-7670 7695-7696 7726- 
7727 7784-7788 7806-7808 7906-7912 7924-7925 7972- 
7975 7978-7983 7990-7992 8017-8019 8087-8089 8129- 
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8136 81 52-8 156 81 62-8 1 73 81 87-8200 8343-8344 8349- 
8350 8368-8369 8383-8389 8404-8406 8509 8612-8616 
8688 8733-8753 8939-8945 8992-8994 9013-9017 9069- 
9071 9305 9594-9602 9617-9626 9664-9665 9726-9727 
9801-9802 9828 9896-9897 9947-9952 9965-9980 9989- 
9992 10033-10037 10161-10163 10268-10272 10312 
10326-10328 10470-10473 10477-10478 10491-10493 
10498-10503 10592-10594 10612-10623 10628-10630 
10638-10639 10972 10980-10985 1 1022-1 1023 1 1 135 
11406-11407 11419-11422 11541-11543 11835-11836 
1 1840 1 1941-1 1944 12006-12010 12149 12280-12282 
12723 12755-12759 12785-12787 12973-12976 13552- 
13559 13609-13612 13638-13641 13865-13866 13885- 
13887 14127-14128 14257 14264-14265 14604 14650- 
14651 14709-14713 14817-14821 15013-15024 15209- 
15210 15243-15248 15257 15326-15328 15397-15398 
15406-15407 15863-15868 15884-15885 15890-15895 
15988-15990 16133-16134 16434-16437 16545 16570- 
16573 16804-16807 17074-17077 17297-17306 17489- 
17490 17958-17962 18015-18016 18492-18494 18516- 
18518 18535 18655-18658 18673-18677 18691-18692 
18730-18732 18750-18756 18759-18760 18778-18780 
18790-18793 18815-18821 18839-18845 18919-18921 
18925-18933 18947-18950 18996 19045-19048 19074- 
19080 19148 19159 19257 19316-19317 19363-19364 
19387-19389 19395-19400 19405-19406 19487 19526- 
19529 19536 19564-19565 19659-19661 19706-19710 
19800-19803 19816-19818 19921-19925 19933-19937 
19939 19943-19946 19950 19965-19967 19972-19980 
20087-20094 20099-20 1 02 20 1 1 1 -20 1 1 2 20 1 5 1 -20 1 54 
20 157-20 1 60 20 1 89-20 1 94 20 1 98-20207 20235-20240 
20274-20278 20281-20282 20290-20296 20317-20324 
20328-20330 20349-20354 2041 5-2041 7 20425-2043 1 
20437-20451 20456-20471 20514-20520 20554-20557 
20559-20562 20607-20612 20614-20619 20625-20628 
20635-20636 20639-20640 20644-20645 20698-20707 
20710-2071 1 20718-20725 20727-20732 20768-20787 
20806-20812 20824-20826 20836-20849 20871 20926 
20929-20932 20999-2 1 008 2 1 0 1 6-2 1 020 2 1 069-2 1 07 1 
21123-21127 21153-21154 21171-21174 21208-21210 
21213-21215 21225-21226 21248-21252 21256-21262 
2 1 272-2 1 274 2 1 277-2 1 280 2 1 284-2 1 294 2 1 340-2 1354 
2 1 377-2 1 397 2 1 447-2 1450 21 495-2 1 500 2 1 529-2 1 530 
2 1 647-2 1 655 2 1 729-2 1 733 2 1 877-2 1 885 2 1 9 1 1 -2 1 9 1 2 
2 1 9 1 7-2 1 92 1 2 1 929-2 1 935 2 1 958-2 1 966 22007-22029 
22070-22073 22084-22086 22 1 0 1 -22 1 1 4 22 1 35-22 138 
22 1 52-22 1 56 22 1 6 1 -22 1 64 22208-222 1 1 222 1 8-22226 
22230 22246-22249 2226 1 -22264 2227 1 -22289 22381- 
22382 22394-22398 22405-22408 22434-22435 22495 
22570 22644-2265 1 22669-22674 22690 22700-22701 
22743-22748 22760-22762 22810-22816 22861-22868 
2288 1 -22886 2297 1 23047-23050 23 1 1 2-23 1 1 6 23201 - 
23202 23212-23215 23229-23233 23237-23239 23321- 
23327 23379-23381 23412-2341 8 23425-23427 23434- 
23437 23526-23531 23555-23565 23704 23793-23797 



190 



WO 01/075067 



PCT/US01/08631 



Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








24005-2401 1 24019-24020 24025 25293-25297 25403- 
25407 25416-25417 26217-2621 8 26237-26239 26258- 
26259 26261 26270-26272 26337 26347-26348 26373- 
26374 26657-26659 26843 26860-26862 26873-26875 
27037-27038 27067-27070 27091 27100-27102 27105 
27304-27305 27498-27500 27520-27521 27544-27545 
27551-27554 27593-27594 27750-27756 27989-27990 
28050-28059 28099-28100 28186 28361-28362 28424- 
28425 28429 29343-29345 29954-29955 30085-30087 
30195-30199 30240-30242 30251-30252 


infant 
brain 


Columbi 
a 

Universit 

y 


IBM002 


87-94 576-578 964 1692-1693 2439 3676 3773-3774 
3823-3826 4583 6172-6174 6328-6329 6629 7726-7727 
8157-8159 8478-8483 8492-8496 9063-9067 9506-9509 
9829-9832 10033-10037 10161-10163 11878-11879 
12439-12440 12671-12672 12832-12834 15326-15328 
15397-15398 17454 18293-18294 18996 19159 19298- 
19300 19395-19400 19933-19937 20137-20145 20200- 
20207 20469-20471 20491-20494 20689-20692 20747- 
20751 20819-20821 20926 21225-21226 21284-21294 
2 1353-2 1 354 22020-22025 22030-22036 22225-22226 
22277-22283 22637-22643 23379-23381 23845-23848 
23893-23902 23941-23956 23990-23992 26414 26843 
27100-27102 27105 27649-27654 29954-29955 30178 


in Taut 
brain 


Columbi 

a 

Universit 

y 


IBS001 


10-14 17-18 461-463 546-547 776 796-797 964 1001- 
1003 1180-1181 1364 3006-3008 3313-3314 3324-3331 
3333 3526-3529 4132-4133 4623-4639 4782-4789 5829- 
5845 6855 7228-7235 7745-7746 8064-8067 8163-8173 
8420-8421 8492-8496 9454-9455 9531 9829-9832 9969- 
9980 10033-10037 10588-10591 11022-11023 11693- 
11695 11878-11879 12541-12542 13556-13559 14709- 
14717 15277-15278 15886-15887 16714-16715 18393- 
18394 18723-18726 18730-18732 19153 19403-19404 
19709-19710 19814-19815 19924-19925 20157-20160 
20200-20207 20288 20290-20296 20349-20354 20393- 
20400 20456-20471 20537-20541 20607-20612 20718- 
20725 20789-20791 20822-20843 20868-20870 21032- 
21045 21 170 21326-21333 21351-21354 21554-21556 
2 1 924 22037-22039 22087-22088 22 1 0 1 -22 1 07 22 1 69- 
22170 22277-22283 22381-22382 22434-22435 23543- 
23544 23827-23835 23893-23902 23941-23956 24062- 
24091 25319-25321 25340-25341 25410-25413 26412- 
264 1 3 26469-26470 26879 27288-27290 275 1 0-275 1 1 
27819-27820 27865-27868 27989-27990 28286 29718- 
29721 


lung, 
fibroblast 


Stratagen 
e 


LFB001 


156 180-181 197-200 227-230 302 324-325 329-330 332 
368-371 395 524-525 528 576-578 716-717 845-848919- 
922 969-971 1004-1005 1097-1098 1235-1237 1269-1272 
1307 1453-1454 1705-1714 1866-1872 1975-1976 1986- 
1987 2072 2222-2226 2231-2232 2272-2274 2299 2923- 
2924 3078-3079 3090 3550-3554 3939-3943 41 60-41 62 
4686-4689 4865-4867 5057-5059 5335-5336 5802 5939- 
5941 6081-6082 6533-6535 6585-6592 6856-6858 7209- 
7212 7258-7263 7536-7541 7648-7653 7771 7784-7786 
7795-7797 7972-7975 7990-7992 8117-81218137-8141 
821 1-8213 8349-8350 8363-8364 8370 8497-8499 8601- 
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8603 8698-8700 8760-8761 8982-8983 8997 9013-9017 
9072-9074 9306-931 1 9443 9460 9475-9476 9487-9488 
9506-9509 9531-9534 9617-9626 9659 9757-9758 9826 
9851-9852 9873 9981-9983 10273-10277 10306 10498- 
10503 10520-10522 10903 10980-10985 11476-11478 
11538-11540 11546 11609 11674-11678 11696 1 1731- 
11734 11739-11740 11766-11768 11803-11804 11835- 
11836 11912-11914 12283-12284 12486-12518 12545- 
12546 12555-12559 12615-12618 12637 12642-12644 
12760-12762 12977-12981 13592-13595 13645-13659 
14058-14059 14270-14273 14607-14609 14663-14665 
14684-14685 14714-14717 14784 15093-15095 15290- 
15291 15302-15303 15548-15550 15568-15575 15855- 
15857 16006-16015 16168-16171 16237 16301 16360- 
16361 16370 16576-16577 16636-16637 16851-16853 
16873-16874 16934-16937 17330-17332 17335-17339 
17455-17456 17491-17492 18015-18016 18029-18030 
18061 18097-18134 18423-18425 18492-18494 18516- 
18518 18536-18537 18682-18688 18719-18722 18750- 
18756 18759-18760 18796-18807 18811-18813 18825- 
18828 18857-18880 18882-18888 18936-18939 18941 
18955-18959 18975 18989-18990 18996 19001-19009 
19011-19012 19057-19058 19062-19065 19081-19083 
19096-19101 19213-19220 19251-19252 19254-19255 
19266-19267 19273 19316-19317 19345-19349 19362- 
19364 19370 19373-19374 19385-19389 19395-19400 
19442-19445 19503 19530-19533 19598-19601 19625 
19709-19710 19756 19813 19819-19822 19921-19925 
19939 19969-19971 20044-20063 20106-20110 20130 
20146-20148 20180-20188 20243 20253 20257-20262 
20288 20300-20304 20345-20348 20360 20421-20424 
20469-20471 20485-20490 20542-20545 20563-20568 
20575-20578 20629-20630 20698-20709 20718-20725 
20733-20734 20747-2075 1 20758-20767 20788-20791 
20836-20843 20863 20879-20880 20897-20900 20929- 
20932 20938-20942 20973-20976 20985-20988 21027- 
21031 21060-21061 21101-21104 21149-21151 21197- 
21198 21236 21272-21280 21351-21352 21361-21374 
21451-21453 21744-21747 21917-21921 21951-21954 
2 1 978 22003-22006 22 1 4 1 -22 1 43 22 1 60 22 1 87-22 1 92 
2226 1 -22264 2227 1 -22276 22284-22289 223 1 4-223 1 7 
22343-22346 22349-22350 22358-22359 22365-22371 
22373 22495 22534-22539 22632-22636 22644-22651 
22663-22664 22797-22800 22843-22845 22854-22856 
22899-22906 22955-22957 22974-22979 23046-23050 
23063 23066-23067 23070 23141 23218-23222 23249 
23358-23360 23386-23390 23409-2341 1 23486 23515- 
23518 23700-23701 23704 23726-23730 23760-23763 
23806-23809 24126-24129 25085-25090 25096-25100 
25334-25335 25368-25372 26024-26028 26209-26213 
262 1 7-262 1 8 26248-2625 1 26285-26290 26596-2660 1 
26737 26748-26756 26843 26876-26879 26980-26984 
27052 27067-27070 27203-27205 27247-27251 27283- 
27287 27379-27380 27522-27539 27636-27639 27662- 
27672 27861-27864 27896-27927 28099-28100 28108- 
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28 1 2 1 28 1 42-28 1 45 283 1 5-283 1 6 28361-28362 28424 
28430-28434 28573-28578 29225-29231 29250-29252 
29278-29283 29309-29314 29328-29337 29339-29340 
29358 29940-29953 29960-29961 29964-29968 30141- 
30142 30150-30156 30233-30235 30361-30368 


lung tumor 


Invitroge 
n 


LGT002 


35-38 51-52 87-94 105 136-138 158-159 167 192 197-200 
216 227-230 255-256 260 329-330 333-335 360-361 373- 
374 398-399 406-407 419-420 425-427 524-525 528 534- 
535 543-545 549 553-554 560-561 619-620 631-633 635 
667-668 694-695 697-699 706-707 716-717 777-778 783- 
790 792-795 847-848 852-855 901-904 912-913 919-922 
964 981-985 1001-1005 1035-1037 1044-1045 1047 
1097-1098 1123-1127 1158-1161 1203-1204 1235-1237 
1263-1265 1273-1279 1289 1304 1312-1313 1322-1344 
1346-1347 1349-1354 1414-1417 1432-1435 1440-1447 
1467-1469 1474 1499 1569-1570 1667-1668 1678-1680 
1692-1693 1705-1714 1721-1722 1792-1794 1879-1880 
1912-1913 1925-1927 1941-1946 1949-1950 1956-1960 
2015-2018 2058-2061 2259-2266 2306 2431 2440-2444 
2457-2459 2471-2474 2513 2570-2574 2599-2603 2663- 
2665 2675-2678 2702-2705 2745 2780 2871-2876 2934- 
2935 2939-2944 2951-2955 2975-2977 3006-3008 3037- 
3038 3090 3 1 12 3255-3259 3306-3308 33 1 6-3321 3334- 
3340 3374-3377 3433 3466 3472-3473 3477-3478 3555- 
3558 3561 3676 3686 3729-3730 3789-3794 3817 3827- 
3829 3832 3840-3852 3873-3875 3998-4002 4053-4054 
41 34-4 1 36 4 1 5 1 -4 1 55 4 1 58-4 1 62 42 1 5-42 1 6 4220 4273- 
4274 4340-4341 4386-4387 4402-4403 4469-4470 4489- 
4493 453 1 -4533 4542 4562-4568 458 1-4582 4620 4623- 
4643 4757-4758 4785-4789 4795-481 1 4813-4815 4824 
4845-4851 4857-4861 4891-4896 4967-4968 4980-4981 
4984-4985 5109-51 15 5127-5128 5152-5153 5192 5253- 
5266 5335-5341 5364 5532-5533 5557-5560 5572-5573 
5581-5583 5658 5695-5698 5703-5708 5717-5718 5731- 
5742 5766-5767 5802 5805-5807 5827-5828 5919-5921 
5928 5943-5945 5973-5975 5980-5984 5986-5988 61 63- 
6168 6223-6225 6330-6334 6403-6404 6406-6410 6533- 
6535 6625-6626 6630-6637 6775-6778 6879-6881 6883 
6932-6938 7209-7212 7216-7219 7256-7257 7285-7293 
7296-7298 7302-7303 7374 7604-7605 761 1-7612 7620- 
7621 7624-7629 7640-7642 7671-7673 7678-7689 7701- 
7703 7726-7728 7745-7751 7778-7786 7794-7797 7802- 
7804 7806-7808 7815-7818 7902-7905 7924-7925 7972- 
7975 7977-7985 7988 7993-7994 8002 8008-8009 8025- 
8026 8041-8042 8046 8059-8063 8074-8076 8079 8084- 
8085 8090-8093 8098-8105 8107-8108 81 13-81 14 8117- 
8121 8129-8136 8142-8144 8162 8178-8181 8184-8185 
8 1 87-8200 82 1 1 -82 1 3 82 1 6-82 1 8 8242-8246 8253-8257 
8271-8273 8313-8314 8323-8325 8339-8342 8349-8360 
8363-8364 8368-8369 8371-8374 8430-8433 8449-8454 
8497-8499 8502-8503 8510-8518 8534-8535 8588-8597 
8607-8609 8612-8616 8688-8690 8698-8700 8768-8779 
9013-9017 9028 9037 9063-9068 9072-9074 9196-9200 
9266 9306-93 1 1 9337-9338 9375-9376 9382 9391-9392 
9444 9454-9460 9475-9476 951 0-95 1 8 9522-9525 9529- 
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9531 9535-9537 9558 9563-9566 9584 9590-9592 9603- 
9604 9609-9610 9617-9626 9676 9728 9735-9742 9757- 
9758 9763-9769 9791 9829-9832 9841-9842 9848-9850 
9857-9861 9874-9895 9899-9901 9923-9924 9954-9955 
9965-10010 10161-10172 10175-10196 10263-10264 
10273-10274 10277 10279-10280 10306 10326-10328 
10451-10457 10480-10482 10490 10498-10503 10506- 
10507 10516-10518 10539-10542 10592-10594 10603- 
10608 10612-10614 10638-10644 10873-10875 10877- 
10878 10895-10898 10929-10930 10936-10938 10953 
10976-10978 10980-10985 1 1010 1 1066-1 1068 1 1 123- 
11124 11135 11143 11212-11216 11252-11273 11295- 
11296 11300-11301 11306-11307 11339-11344 11359- 
1 1369 1 1405-11407 1 1419-1 1422 1 143 1-1 1432 1 1460- 
1 1466 1 1476-1 1478 1 1493-1 1494 1 1499-1 1504 1 1538- 
11540 11584-11585 1 1644-1 1648 1 1651-1 1655 1 1660- 
11661 11711-11712 11731-11734 11765 11769-11771 
11835-11836 11840 11873-11875 11886-11889 11937- 
11938 12040-12041 12045-12056 12140 12150-12151 
12186-12191 12329-12332 12335 12374-12377 12398- 
12401 12468-12471 12477 12486-12518 12545-12546 
12565-12568 12571-12572 12590-12592 12637 12666- 
12667 12673-12683 12698-12699 12720-12722 12755- 
12762 12785-12787 12829-12830 12832-12834 12872- 
12881 12943 12965-12967 12978-12981 12997-12999 
13077-13079 13540-13542 13563-13564 13576-13579 
13585-13588 13592-13595 13598-13600 13603-13605 
13627-13628 13632-13633 13638-13641 13873-13875 
13918-13919 13925-13926 13931-13933 13998-14004 
14044-14045 14054-14056 14058-14059 14137-14138 
14166-14172 14209-14226 14236-14238 14299-14305 
14355-14356 14390 14498-14501 14546-14549 14645- 
14648 14718-14720 14784 14789-14791 14809 14999- 
15001 15019-15069 15093-15096 15142-15150 15182- 
15183 15187-15189 15195-15196 15233-15236 15243- 
15248 15257-15259 15290-15291 15321-15328 15332- 
15335 15392-15396 15406-15407 15412-15414 15454- 
15456 15496-15525 15536-15537 15545-15546 15561- 
15562 15576-15577 15586 15588-15589 15600-15601 
15623-15626 15631-15632 15855-15857 15869-15870 
15880 15884-15885 15961-15963 15983-15984 15988- 
15990 16041-16046 16141-16143 16145-16146 16174- 
16176 16365-16366 16403-16407 16451-16452 16470- 
16472 16479-16481 16508-16511 16545 16558-16562 
16576-16577 16602-16611 16623 16636-16637 16652- 
16655 16661 16672-16674 16716-16723 16730-16733 
16802-16803 16828-16831 16851-16858 16894-16896 
16910 16934-16937 16942 17058-17064 17104 17114 
17119 17127-17132 17145-17146 17153-17154 17235- 
17237 17330-17332 17335-17339 17454 17857-17861 
17930-17931 17958-17962 18015-18016 18029-18030 
18271-18272 18376-18377 18412-18418 18423-18425 
18495-18501 18516-18518 18527 18579-18581 18633- 
18637 18644-18650 18655-18658 18668-18670 18673- 
18677 18680-18681 18691-18693 18717-18726 18730- 
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18732 18745-18758 18761 18773-18789 18796 18802- 
18804 18806-18807 18825-18828 18839-18853 18855 
18857-18880 18882-18888 18894-18905 18923-18935 
18944-18945 18964-18969 18975-18977 18993-18996 
19005-19009 19012 19045-19053 19057-19065 19074- 
19080 19084-19085 19134 19138-19140 19142-19148 
19153 19224 19273 19283-19294 19298-19300 19302- 
19303 19306-19307 19316-19317 19350-19354 19362- 
19364 19370 19380-19384 19387-19402 19415-19417 
19422-19434 19441-19444 19454-19455 19458-19460 
19488-19493 19503 19514 19526-19529 19532-19533 
19560-19562 19564-19573 19598-19601 19608 19617- 
19619 19627 19667-19668 19670-19678 19693 19727- 
19751 19759-19763 19772 19814-19815 19819-19822 
19855-19856 19921-19925 19933-19938 19943-19946 
19950 19953-19957 19965-19967 19972-19980 20015- 
20017 20026-20027 20029-20043 20048-20052 20069- 
20071 20087-20094 20099-20102 201 1 1-201 12 20122- 
20127 20131-20132 20137-20150 20157-20160 20165- 
20 1 66 20 1 72-20 1 79 20200-202 1 8 20235-20240 20244- 
20249 20253 20271-20280 20286-20287 20289 20317- 
20320 20328-20330 20336-20338 20345-20348 20361 
20366-20374 20393-20405 20414 20418-20420 20432- 
20446 20456-20479 20485-20490 20497-20498 20501- 
20503 20510-20523 20548-20557 20559-20567 20575- 
20578 20607-20612 20614-20619 20621-20628 20646- 
20652 20676-20681 20683-20685 20698-20707 20718- 
20725 20727-20734 20747-20751 20753 20758-20766 
20789-20791 20806-20812 20816-20818 20822-20854 
20858-20870 20885-20887 20890-20900 20922-20928 
20938-20943 20952-20954 20957-20988 20999-21008 
2 1 032-2 1 045 2 1 060-2 1 066 2 1 072-2 107521112-21114 
21 122-21 127 21 133-21 135 21 149-21 151 21 157-21 169 
21 194-21 198 21225-21226 21233-21235 21241-21252 
21256-21271 21277-21294 21334 21351-21355 21359- 
21360 21377-2139721410-2141421428-21433 21447- 
2145021 467-2 1 469 2 1 480-2 1 482 2 1485-2 1 491 21516- 
21528 21647-21655 21712-21724 21 744-2 1 747 2 1 88 1 - 
2 1 885 2 1 892-2 1 894 2 1 905-2 1912 21 925-2 1 935 2 1 955- 
2195721 962-2 1 966 2 1 978 2 1 995-22029 22047 22056- 
22059 22062-22069 22074-22076 22084-22086 22090- 
2209 1 22 1 4 1 -22 1 43 22 1 60-22 168 221 87-22 1 94 22208- 
2221 1 22250 22253-22255 22261-22289 22300-22308 
22310-22317 22323-22328 22333-22350 22357 22373 
22405-22410 22440-22448 22455-22465 22495 22531- 
22539 22607-22609 22622-22628 22634-22636 22644- 
2265 1 22653-22654 2266 1 -22662 2267 1 -22674 22690 
22696-22697 22700-22701 22741-22742 22760-22764 
22794-22796 22810-22816 22838-22849 22852-22853 
22887-22891 22923-22938 22948-22950 22952-22954 
22977-22986 22991-22994 22999-23006 23046-23050 
23059-23060 23070-23071 23074-23076 23098-23101 
23 1 25-23 1 36 23 1 38-23 1 40 23206-23209 232 1 2-232 1 5 
23223-23228 23247 23252-23256 23261-23263 23328 
23343-23344 23382-23390 23402-2341 1 23419 23433 
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23439-23450 23473-23474 23486-23487 23489-23490 
23492-23493 23512-23513 23526-23531 23543-23544 
23555-23565 23675-23681 23690 23704 23726-23730 
23760-23763 23770 23806-23809 23827-23833 23838- 
23842 23871-23875 23878-23880 23890-23892 23941- 
23956 23990-23992 23999-24001 24021-24024 24029- 
24033 24056 241 16 24665 24772-24774 25017-25026 
25293-25297 25306 25309-25310 25315 25319-25321 
25334-25335 25340-25341 25355-25358 25368-25369 
25373-25377 25383-25401 25410-25413 25966-25968 
26024-26028 26196-26199 26205-26206 26235-26239 
26248-26252 26260 26270-26279 26292-26293 26305- 
26306 26327 26337 26341-26344 26361-26365 26421- 
26422 26431 26469-26470 26479-26546 26556 26559- 
26560 26596-26601 26607-26609 26657-26659 26681- 
26683 26737 26748-26756 26776-26781 26806 26813 
26843-26845 26860-26862 26873-26879 27039 27067- 
27070 27074-27079 27 1 00-27 1 02 27 1 50-2715 1 27 1 73- 
27174 27206 27209-27213 27216-27218 27269-27270 
27275-27276 27280 27283-27287 27304-27305 27354- 
27357 27439-27444 27501-27507 27544-27545 27548- 
27549 27562-27563 27600-27601 27636-27641 27649- 
27654 27662-27672 27700-27701 27714-27717 27726- 
27728 27750-27756 278 1 4-278 1 8 27845-27852 27861- 
27864 27888-27889 27896-27927 27989-27990 27992- 
27994 28045-28047 28050-28059 28095-28096 28099- 
28100 28105-28121 28133-28137 28142-28147 28161 
28169-28203 28255-28261 28290-28292 2831 1-28313 
283 1 5-283 i 6 28424 28426-28428 28573-28578 29250- 
29252 29278-29283 29328-29337 29339-29340 29354- 
29358 29406-2941 7 29508-295 1 8 29529-29534 29594- 
29604 29655-29659 29718-29721 29938-29953 30085- 
30087 30 1 4 1 -30142 30 1 95-30 1 99 30224-30232 30240- 
30250 30361-30368 


lymphocyt 

es 


ATCC 


LPC001 


310-314 332 360-361 373-374 464-465 506 576-578 792- 
795 912 934-935 1 123-1 127 1273-1279 1334 1432-1435 
1470 1667-1668 1705-1714 1721-1722 1971-1974 2015- 
2018 2086-2087 2234-2235 2275-2276 2389 2396-2400 
2570-2574 2599-2603 2923-2924 2988-2989 2993 3001 
3006-3008 3078-3079 3110-3111 3244 3326-3331 3441- 
3442 3508-3510 3781-3784 3860 3878 3913-3915 3939- 
3941 4137-4139 4151-4155 4203 4221-4238 4255 4343- 
4346 4531-4533 4751-4755 4891-4896 4971-4974 5057- 
5059 5082 5180 5269-5271 5525-5526 5530-5533 5717- 
5718 5943-5945 5980-5984 6081-6082 6769-6778 7368- 
7369 7447-7449 7536-7541 7561-7562 7580-7597 7609 
7630-7636 7671-7673 7678-7687 7693-7694 7726-7727 
7734-7736 7742-7743 7778-7783 7794 7806-7808 7906- 
7912 7924-7925 8002 8084-8085 8203 821 1-8213 8247- 
8249 8342 8349-8350 8368-8369 8383-8389 8453-8454 
8512-8513 8537-8538 8607-8609 8688-8690 8736-8737 
8758-8759 8762-8766 8768-8770 8914-8916 9037 9264- 
9265 9408-94 1 4 9427-9428 9460 9506-9509 95 1 7-95 1 8 
9526-953 1 9535-9537 9676 9735-9738 9763-9767 98 1 5- 
9820 9828 9851 -9852 9909-99 1 2 99 1 6-9920 9962-9964 
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9986-9988 10033-10037 10146-10163 10167-10172 
10197-10252 10306 10311 10516-10519 10533-10534 
10551-10554 10595-10599 10870-10872 10895-10898 
10904-10905 10913-10914 10936-10937 10980-10985 
U042-11044 11123-11124 11135 11159 11406-11407 
11431-11432 11468-11472 11493-11494 11554 11603- 
11606 11766-11768 11878-11879 12006-12013 12050- 
12056 12150-12151 12439-12440 12470-12471 12475- 
12476 12555-12559 12565-12568 12615-12618 12637 
12642-12644 12673-12675 12723 12805-12806 12823- 
12830 12835-12867 12872-12881 12977-12981 13576- 
13579 13598-13600 13632-13633 13638-13641 13922- 
13924 13927-13929 13954-13956 14304-14305 14346 
14604 14785-14786 14800 14802-14808 15070 15141 
15151-15157 15233-15236 15250-15251 15305 15326- 
15328 15408-15411 15460-15461 15545-15546 15623- 
15632 15869-15870 15890-15895 16174-16176 16226- 
16227 16284-16289 16614-16615 16628-16631 16649- 
16651 16730-16733 16851-16853 17105-17106 17153- 
17154 17380-17395 17398 17677-17681 17924-17926 
18015-18016 18412-18420 18492-18494 18516-18518 
18527 18659-18660 18730-18732 18745-18756 18761 
18773-18777 18796 18802-18804 18822-18828 18842- 
18845 18897-18898 18925-18933 18964-18969 18976- 
18977 19029-19035 19055 19059-19061 19081-19083 
19154-19155 19213-19220 19251-19252 19306-19307 
19316-19317 19351-19354 19370 19415-19417 19441 
19484-19486 19512-19513 19548-19553 19604-19607 
19659-19661 19663-19666 19670-19671 19688 19698 
19706-19708 19768-19771 19813-19815 19933-19939 
19943-19946 19953-19963 19965-19967 19969-19980 
19995-20014 20029-20043 20048-20052 20106-201 10 
20 1 3 7-20 1 48 201 6 1 -20 1 64 201 72-20 1 79 20 1 82-20 1 88 
20208-20214 20229-20230 20265-20270 20289 20299 
20349-20354 20366-20368 20427-20431 20441-20446 
20485-20494 20497-20500 20524-20535 20542-20545 
20602-20606 20614-20615 20631-20634 20641 20646- 
20652 20683-20685 20698-20707 2071 8-20725 20727- 
20734 20792-20797 20806-20812 20824-20835 20885- 
20887 20890-20900 20927-20928 20938-20942 20952- 
20954 20963-20972 20977-20984 21027-21031 21062- 
21068 21076-21087 21097-21 100 21 105-21 111 21 145- 
21156 21 170-21 175 21 194-21207 21211-21212 21233- 
21235 21241-21247 21277-21280 21284-21294 21301- 
2 1 303 2 1 458-2 1 46 1 2 1 463-2 1 465 2 1 480-2 1 482 2 1 495- 
21500 21917-21921 21924 21962-21966 21973-21974 
21983-21987 22000-22002 22007-22015 22019 22077- 
22079 22092-22094 22 1 1 7-22 1 1 9 22 1 6 1 -22 1 68 22 1 87- 
22194 22208-2221 1 22218-22224 22253-22255 22284- 
22289 223 14-223 17 22319-22322 22336-22346 22399- 
22408 22440-22448 22495 22607-22609 22634-22636 
22661-22662 22700-22701 22707 22823-22827 22835- 
22837 22861-22868 22941-22947 23022-23025 23046 
23064-23065 23070 23 125-23 1 36 23206-23209 232 1 2- 
23215 23242-23244 23261-23262 23264-23278 23356- 
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23357 23379-23381 23392-23395 23400-23401 23494 
23508-23509 23555-23565 23731-23736 23762-23763 
23841-23842 23845-23848 23883-23892 23906-23910 
240 1 4-240 1 8 24056 24772-24774 25213-25219 25293- 
25297 25309-25310 25323-25325 25331-25333 25336- 
25337 25340-25341 25347-25354 25436-25440 25598- 
25603 26280 26307-26309 26341-26344 26373-26374 
26603 26684 26691-26694 26843 26860-26862 26873- 
26875 26879 26893-26895 27074-27077 27218 27304- 
27305 27510-27511 27544-27545 27550 27564 27640- 
27641 27767-27768 27814-27815 27819-27820 27970 
27989-27990 28097-28098 28133-28137 28286 28315- 
28349 28365-28370 28424 28426-28428 28468-28484 
28511-28513 29328-2933 1 29339-29340 29343-29345 
29370 29427-29431 29594-29604 29718-29721 29940- 
29953 30085-30087 30130-30134 30195-30199 30205 
30361-30368 


leukocyte 


GIBCO 


LUC001 


10-14 42-44 51-52 112 156 164 167 170-171 177-178 
180-181 197-200 202-203 206-211 221 227-230 255-256 
259 282-284 289-292 3 19-327 329-330 332-335 339 343- 
353 357-363 366-367 372-374 395 398-399 414-420 425- 
427 464-465 505-506 509-519 522-525 527-528 534-535 
540-542 546-547 549 576-578 591-593 626-630 635 656 
667-668 706-707 758-759 785-786 792-795 825 847-848 
852-855 880-882 901-904 912-913 919-922 934-935 945- 
946 981-985 1001-1003 1005 1028 1044-1045 1047 
1065-1066 1101-1103 1109-1110 1123-1127 1153-1155 
1169-1179 1203-1204 1235-1237 1246 1269-1282 1307 
1312-1313 1334 1346-1347 1431-1435 1453-1454 1467- 
1470 1474 1476-1478 1499 1569-1573 1667-1668 1705- 
1714 1721-1722 1770 1777 1792-1794 1860 1879-1880 
1887-1889 1912-1913 1967 1980-1982 1986-1987 2015- 
201 8 2023-2034 2052-2054 2062 2072 2086-2087 2202- 
2203 2222-2226 2267-2269 2272-2276 2383-2388 2437 
2460-2461 2471-2474 2540-2541 2599-2603 2656-2658 
2780 2806 2846 2874-2876 2905 29 1 8-29 1 9 2923-2924 
2934-2935 2951-2955 2983-2986 2988-2989 2993-3010 
3014-30 1 9 3026-3033 3 1 05-3 1 08 3 1 44-3 1 46 3205-3207 
3241 3244 3255-3259 3265 3274-3277 3290 3306-3308 
3310-331 1 3326-3331 3352 3355-3356 3365 3374-3378 
3421-3422 3433 3477-3478 3507-3510 3512-3520 3550- 
3558 3649-3653 3681-3682 3693 3729-3730 3741-3753 
3760-3762 3768-3769 3781-3784 3834-3835 3840-3852 
3 873-3875 3949-3953 409 1 -4095 4 1 1 9-4 1 20 4 1 37-4 1 39 
4 1 4 1 -4 143 4160-4 1 62 4200-4203 4209-42 1 0 4255 4266- 
4274 4367-4368 4386-4390 4486-4487 4489-4493 453 1- 
4533 4555-4556 4562-4576 458 1 -4582 46 1 2-46 1 4 4640- 
4643 4666 4692-4694 4712-4713 4720-4727 4785-4789 
4833-4836 4857-4861 4971-4974 4980-4981 5057-5059 
5082 5092-5094 51 19-5120 5192 5253-5266 5269-5271 
5285-5287 5335-5336 5480-5484 5499-5501 55 1 0 5522 
5525-5536 5557-5560 5572-5573 5579-5580 5700 5766- 
5767 5802 5805-5807 5823 5846 5910-5921 5932-5936 
5946 5973-5975 5980-5984 6103-6104 6106-6109 6135- 
61 36 61 54-61 59 6175 633 1-6336 6388 6395 6400 6403- 
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6404 6450-645 1 65 1 6-65 1 9 6523-6526 6533-6535 6542- 
6543 6551-6567 6585-6592 6638-6639 6772-6774 6791- 
6794 6879-6881 6898-6899 6932-6938 7209-7212 7216- 
7219 7245-7248 7252-7255 7258-7263 7267-7268 7296- 
7298 7355-7357 7447-7449 7481 7536-7541 7556-7559 
7580-7605 7608-7609 761 1-7612 7615-7617 7620-7621 
7630-7636 7660-7665 7671-7689 7693-7694 7701-7703 
7729 7737-7743 7745-7751 7757-7759 7771 7778-7786 
7789-7797 7802-7804 7815-7818 7822 7890 7898-7900 
7904-7912 7921-7925 7957 7972-7975 7984-7985 7988 
7990-7992 8010-8012 8049-8056 8059-8063 8098-8104 
8113-81 14 8132-8144 8157-8159 8178-8181 8184-8185 
8187-8200 8211-8213 8247-8248 8253-8257 8271-8273 
8297-8300 8342 8349-8350 8365-8366 8368-8370 8409- 
8414 8416-8425 8430-8452 8461-8464 8487-8488 8502- 
8503 8506 8509 8512-8513 8537-8542 8607-8609 8612- 
8616 8688-8690 8698-8700 8741-8750 8754-8757 8760- 
8766 8917-8918 8986-8991 8998-9008 9018-9020 9031- 
9036 9043-9045 9063-9067 9072-9074 9196-9200 9306- 
931 1 9321-9323 9337-9338 9380-9381 9406-9407 9445 
9456-9458 9475-9476 9487-9488 95 1 0-95 1 8 9522-9534 
9561-9562 9584 9617-9626 9659 9664-9665 9726-9727 
9729-9731 9739-9744 9763-9767 9782-9783 9792-9793 
9808-9812 9826 9828-9832 9851-9852 9854-9855 9857- 
986 1 9874-9895 9898-9908 991 6-9920 9923-9924 9927- 
9935 9956-9957 9965-9992 9997-10009 10017-10019 
10025-10026 10161-10163 10167-10172 10268-10274 
10277 10306 10311 10320-10323 10326-10328 10449- 
10457 10484-10487 10498-10503 10508-10512 10520- 
10522 10531-10532 10543-10549 10551-10554 10588- 
10594 10603-10606 10615-10623 10627-10630 10638- 
10644 10873-10875 10891-10893 10895-10900 10904- 
10906 10913-10914 10938 10953 10972 11071-11075 
11081 11086-11115 11123-11124 11135 11208-11209 
11226-11227 11295-11296 11302-11303 11306-11311 
1 1314-11315 11317 11332-11333 1 1339-1 1350 1 1359- 
1 1369 1 1372-1 1396 1 1406-1 1407 1 1423-1 1426 1 1431- 
1 1432 1 1467-1 1474 1 1476-1 1478 1 1544-1 1546 1 1561- 
11562 11582-11583 1 1609 1 1640-1 1650 1 1660-1 1661 
11669-11671 11674-11678 11696 1 171 1-1 1712 1 1731- 
11734 11739-11740 11780-11782 1 1803-1 1804 1 181 1- 
11832 11835-11836 11840 11842 11873-11875 12023- 
12026 12040-12041 12050-12056 12121-12126 12133- 
12137 12140 12150-12169 12186-12196 12202-12205 
12258-12262 12280-12282 12336 12361-12362 12374- 
12377 12398-12401 12421 12446-12450 12455-12459 
12470-12471 12475-12476 12519-12540 12545-12559 
12590-12592 12601-12614 12619-12622 12637 12642- 
12644 12646 12653-12658 12666-12667 12701-12705 
12723 12729 12755-12759 12785-12787 12796-12798 
12803-12806 12824-12827 12829-12830 12835-12843 
12872-12881 12978-12981 12997-12999 13077-13079 
13512 13556-13559 13565-13568 13571-13573 13592- 
13595 13598-13600 13603-13605 13609-13612 13638- 
13641 13645-13651 13754-13755 13796-13797 13898 



199 



WO 01/075067 



PCT/US01/08631 



Tissue 
origin 


RNA 
Source 


Library 
Name 


SEQ ID NOS: 








13918-13919 13925-13930 13954-13956 13994-13997 
14004 14044-14045 14054-14056 14105-14106 14137- 
14138 14173-14174 14209-14215 14228-14235 14264- 
14265 14283-14288 14304-14305 14346 14355-14369 
14546-14549 14557 14604 14607-14609 14650-14651 
14666-14668 14681-14682 14684-14685 14714-14717 
14784 14822-14838 14871-14874 15019-15024 15182- 
15183 15193-15200 15243-15248 15250-15251 15257 
15290-15291 15305 15321-15324 15326-15328 15336- 
15340 15356-15359 15406-15407 15412-15414 15454- 
15456 15530-15531 15545-15547 15558-15560 15568- 
15572 15576-15577 15588-15589 15600-15601 15623- 
15626 15686-15687 15699-15700 15855-15857 15861- 
15862 15867-15868 15880 15888-15889 15988-15990 
16044-16046 16053-16058 16060-16061 16075-16079 
16082 16096-16097 16110-16112 16141-16143 16163- 
16164 16168-16171 16206-16208 16219-16220 16226- 
16227 16233-16235 16284-16295 16339-16341 16350- 
16353 16380 16434-16439 16443-16445 16451-16452 
16456-16469 16473-16478 16498-16500 16508-16511 
16536-16538 16545 16576-16577 16600 16609-16611 
16623 16636-16637 16642-16648 16652-16655 16675- 
16682 16686-16693 16704-16705 16752-16753 16828- 
16831 16833-16842 16851-16853 16860-16870 16878- 
16881 16894-16896 16911-16915 16934-16937 16974 
17024-17028 17046-17057 17082-17084 17105-17106 
17114 17117-17118 17160-17167 17264-17267 17286- 
17291 17330-17332 17335-17339 17454-17456 17791- 
17799 17857-17861 17924-17926 17930-17931 17958- 
17962 17969-17994 18015-18017 18029-18030 18055- 
18060 18097-18134 18136-18138 18371-18372 18400- 
18402 18407-18410 18412-18418 18421-18422 18490- 
18501 18516-18518 18527 18533-18534 18536-18537 
18583-18586 18617 18624-18628 18633-18637 18644- 
18650 18661-18662 18668-18677 18680-18681 18689- 
18693 18717-18726 18730-18732 18745-18769 18771- 
18776 18778-18780 18787-18789 18796-18813 18822- 
18828 18839-18853 18856-18888 18893-18896 18899- 
18905 18908-18910 18925-18939 18946 18964-18969 
18975-18977 19001-19009 19018 19029-19035 19045- 
19053 19055 19062-19065 19068-19073 19081-19083 
19090 19106-191 18 19138-19140 19142-19148 19153 
19207-19210 19213-19220 19228-19229 19251-19252 
19257 19266-19267 19274 19283-19294 19306-19312 
19316-19317 19345-19360 19362-19364 19370 19372- 
19374 19380-19402 19407-19411 19413-19417 19422- 
19434 19438-19444 19454-19455 19461-19463 19502 
19512-19521 19530-19531 19560-19573 19598-19601 
19604-19607 19617-19619 19627 19656-19657 19659- 
19661 19667-19668 19670-19673 19679-19687 19693 
19698-19699 19706-19708 19727-19748 19759-19763 
19800-19808 19813-19822 19915-19918 19921-19929 
19933-19946 19948-19949 19953-19963 19965-19980 
20015-20017 20026-20027 20029-20043 20048-20063 
20072-20079 20087-20094 20099-20102 20106-201 12 
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20120 20122-20127 20130 20137-20148 20151-20154 
20157-20166 20172-20179 201 82-20194 20200-20214 
20231-20234 20241 20244-20249 20257-20262 20265- 
20270 20274-20278 20281-20282 20286-20289 20299 
20328-20330 20345-20354 20360 20366-20368 20393- 
20405 2041 1 20414 20418-20451 20456-20468 20472- 
20474 20476-20503 205 1 0-20520 20524-20535 20537- 
20541 20548-20553 20559-20568 20575-20578 20599- 
20606 20614-20619 20625-20628 20631-20634 20644- 
20652 20666-20674 20676-20680 20683-20687 20698- 
20707 20718-20734 20752-20753 20758-20767 20789- 
20797 20816-20821 20824-20849 20853-20863 20866- 
20870 20879-20884 20888-20889 20897-20900 20922- 
20932 20938-20943 20948-20949 20952-20954 20957- 
20976 20999-2 1 008 2 1 027-2 1 03 1 2 1 060-2 1 066 2 1 069- 
2 1 087 2 1 097-2 1 1 00 2 1 1 22-2 1 127 21 145-21 151 21 153- 
21 169 21171-21 174 21 176-21 1 80 21 194-21 198 21202- 
2 1 207 2 1 225-2 1 226 2 1 233-2 1 235 2 1 24 1 -2 1 252 2 1 256- 
2 1 266 2 1 272-2 1 274 2 1 277-2 1 280 2 1 284-2 1 294 2 1 297- 
21298 21301-21303 21334 21351-21355 21359-21360 
2 1 377-2 1 402 2 1 434-2 1439 21 447-2 145021458-21461 
2 1 463-21 465 2 1 467-2 1 469 2 1 480-2 1 482 2 1 485-2 1 500 
2 1 529-2 1530 21 554-2 1556 21 587-2 1655 21 729-2 1 733 
21744-21747 21881-21885 21891-21894 21915-21921 
2 1 924 2 1 955-2 1 968 2 1 973-2 1 974 2 1 978 2 1 983-2 1 987 
21995-22015 22019-22025 22042-22044 22056-22076 
22089 22092-22094 221 1 5-22 1 27 22 1 35-22 138 22141- 
22 143 22 1 58-22 1 64 22 1 87-22 1 92 22 1 95-22 1 98 22204- 
222 1 1 222 1 8-22226 22230 22246-22249 22253-22264 
22277-22302 22310-22328 22336-22346 22358-22359 
22365-22373 22377-22380 22383-22388 22399-22410 
22440-22448 22455-22465 22495 22531-22533 22571- 
22581 22607-22609 22634-22651 22653-22654 22661- 
22664 22690 22696-22697 22700-22701 22703-22707 
22726-22727 22732-22735 22760-22764 22794-22796 
22805-22816 22821-22827 22833-22837 22843-22849 
22852-22853 22875-22876 22881-22891 22904-22906 
22925-22938 22952-22957 22974-22977 22982-22986 
22991-22994 23007-23021 23046-23050 23059-23060 
23064-23065 23070-23071 23074-23076 23098-23101 
23 1 25-23 1 36 23 1 4 1 2320 1 -23202 23206-23209 232 1 2- 
23215 23218-23221 23236-23239 23242-23244 23249 
2325 1 2326 1 -23262 2332 1 -23327 23343-23344 23379- 
23390 23399 2341 5-2341 8 23425-23427 23433 23438- 
23450 23473-23474 23486-23487 23489-23490 23492- 
23493 23495-23496 23506-235 1 3 235 1 5-2351 8 23543- 
23544 23555-23565 23599 23673-23674 23682-23686 
23690 23704 23723-23730 23760-23761 23806-23809 
23827-23833 23856-23860 23878-23880 23890-23892 
23906-239 1 0 2394 1 -23956 23999-2400 1 240 1 4-240 1 8 
2402 1 -24025 24035-24040 24056 24 1 1 6 24 1 26-24 1 29 
25085-25090 25289-25290 253 1 6-2532 1 25323-25325 
25336-25337 25340-25341 25355-25358 25370-25377 
25416-25417 25436-25440 25598-25603 26019-26028 
26196-26199 26205-26213 26237-26243 26252 26260 
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26265-26266 26270-26283 26285-26290 26327-26328 
26337 26339-26344 26361-26365 26373-26374 26401- 
26402 26409-2641 1 26421-26423 26437-26439 26469- 
26470 26596-26601 26610-26612 26665-26666 26678- 
26684 26691-26694 26732-26735 26755-26756 26788- 
26789 26804-26805 26831 26835-26837 26842-26843 
26858-26862 26870-26881 26888-26890 26896 26980- 
26984 27040-27043 27052 27067-27070 27074-27077 
27091 27100-27102 27122-27126 27142-27146 27150- 
27 1 5 1 27 1 54-27 1 5 5 27 1 73-27 1 74 27 1 93-27200 27206 
27209-27213 27218 27233-27238 27269-27270 27283- 
27287 27299-27301 27304-27305 27354-27357 27379- 
27380 27444 27463-27466 27493-27495 27497-27507 
27510-2751 1 27520-27521 27544-27545 27572-27573 
27600-27606 27636-27641 27649-27654 27662-27672 
27674-27676 27718 27726-27739 27755-27756 27784- 
27788 27814-27815 27819-27820 27825-27826 27861- 
27864 27890-27892 27896-27927 27937 27970 27989- 
27990 27992-27994 28012-28017 28050-28059 28095- 
28100 28105-28121 28133-28137 28142-28145 28186 
282 1 9-28224 28286 283 1 5-283 1 6 2836 1 -28362 28424 
28426-28428 28430-28434 28533-28539 28573-28578 
29 1 1 7-29 1 23 291 57-29 1 58 29265-29267 29272-29276 
29278-29283 29328-29337 29339-29340 29343-29345 
29364-29366 29432-29435 29508-295 1 8 29594-29604 
29746-29761 29872-29875 29938-29953 29960-29961 
30141-30142 30150-30156 30184-30188 30195-30199 
30236-30242 30361-30368 


leukocyte 


Clontech 


LUC003 


197-200 319-323 329-330 373-374 506 792-795 804-823 
934-935 1136-1139 1681-1687 1705-1714 2066 2270- 
2274 2284-2298 3006-3008 3352 3834-3835 3998-4002 
4 1 60-4 1 62 4555-4556 4640-4643 5335-5336 59 1 9-592 1 
601 1-6021 6226-6234 6403-6404 6523-6526 6832-6850 
7216-7219 7657-7659 7681-7687 7745-7746 7757-7759 
7778-7783 7806-7808 8203 8453-8454 8457-8458 8497- 
8499 8543-8550 8612-8616 8760-8761 9037 9531 9857- 
9861 10277 10531-10532 10906 10965 11135 11431- 
11432 11475-11478 11607-11608 1 1731-1 1734 1 1805- 
11808 11835-11836 11947-11950 12565-12568 12651- 
12652 12699 12723 12785-12787 12869 13592-13595 
13638-13641 13957-13958 14261-14263 15025-15070 
15182-15183 15329-15331 15462-15463 15576-15577 
15581-15584 15699-15700 15880 15988-15990 16082 
16623 16642 16652 16730-16733 17286-17291 17335- 
17339 17454 17955 17958-17962 18015-18016 18029- 
18030 18411 18492-18494 18625-18626 18673-18677 
18691-18692 18717-18718 18771-18772 18789 18796 
18899-18903 18964-18969 18975 19005-19009 19018 
19049-19053 19062-19065 19153 19209-19212 19228- 
19229 19306-19307 19345-19350 19362 19370 19380- 
19384 19401-19402 19422-19431 19503 19693 19938 
19943-19946 19969-19980 20029-20043 20087-20094 
20 1 06-201 1 0 20 1 22-20 127 201 82-201 94 20265-20270 
20336-20338 20349-20354 20366-20368 20432-20440 
20472-20474 20485-20490 205 10 20547 20554-20557 
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20559-20562 206 1 6-206 1 9 2063 1 -20634 20676-20680 
20801-20805 20855-20862 20938-20942 20948-20949 
20957-20962 20977-20984 21067-21071 21 123-21 127 
21 145-21 148 21225-21226 21241-2124721277-21280 
2 1 35 1 -2 1 352 2 1 377-2 1397 21 467-2 1 469 2 1 647-2 1 655 
2 1 892-2 1 894 2 1 9 1 5-2 1 9 1 6 22003-22006 22077-22079 
22 1 0 1 -22 1 07 22 1 60 22 1 69-22 1 75 22 1 87-22 1 92 22250 
22253-22255 22303-22308 22343-22346 22366-22371 
22405-22408 22534-22539 22661-22662 22690 22794- 
22796 22843-22845 22881-22886 22991-22994 23070 
23343-23344 23402-23408 23419 23439-23450 23488 
23495-23496 23508-2351 1 23856-23860 23882 23906- 
23910 24014-24018 26237-26239 26266 26284 26327 
26361-26365 26469-26470 26796-26798 26896 27052 
27074-27077 27 1 93-27200 272 1 8 2726 1 -27265 27492 
27544-27545 27551-27554 27562-27563 27648-27654 
27989-27990 28142-28145 28263-28268 28424 28573- 
28578 29278-29283 29343-29345 30150-30156 


melanoma 
from cell 
line ATCC 
#CRL 
1424 


Clontech 


MEL004 


10-14 30 48-49 5 1-52 164 366 395 576-578 635 697-699 
716-717 785-786 798-803 832-836 967 1044-1045 1071 
1440-1447 1488-1489 1705-1714 1778-1779 1912-1913 
2275-2298 2306 2549 2692-2694 2699-2700 2950-2956 
2967-297 1 3078-3079 3 15 1 -3 1 54 3226-3228 3255-3259 
3336-3337 3738-3739 3856-3857 3949-3953 45 1 5-45 1 6 
4600-4601 4623-4639 4819-4823 5109-51 1 5 5335-5336 
5569-5571 5802 5805-5807 5932-5936 5980-5984 6166- 
6168 6377 6491-6510 6814-6831 6857-6858 7536-7541 
7630-7636 7681-7687 7771 7778-7786 7794 7972-7975 
7995-7997 8145-8151 8301-8306 8332-8333 8380-8390 
8409-8414 8461-8464 8543-8550 8601-8603 8762-8766 
8998-9001 9040-9042 9068 9337-9338 9340-9342 9360- 
9361 9445 9529-9530 9659 9735-9738 9826 9828 9862- 
9868 9927-9928 9989-9992 10306 10449-10450 10488- 
10489 10508-10512 10520-10522 10615-10623 10876 
11158 11419-11422 1 1473-1 1474 1 1609 1 173 1-1 1734 
11766-11768 11780-11782 11805-11808 11910-11911 
11921-11930 12127-12128 12140 12190-12191 12206- 
12208 12547-12554 12560-12561 12581-12582 12585- 
12588 12615-12618 12824-12827 12978-12981 13077- 
13079 13589-13591 13629-13631 13638-13641 13954- 
13956 14137-14138 14170-14172 14604 14607-14609 
14628-14635 14649 14681-14682 14694-14701 15222- 
15224 15290-15291 15329-15331 15358-15359 15412- 
15414 15576-15577 15699-15700 15863-15866 15881- 
15883 16075-16079 16121-16122 16135 16156 16623 
16642 16652 16683-16685 16704-16705 16860-16870 
17070-17073 17242 17297-17306 17330-17332 17454 
18015-18016 18097-18134 18405-18406 1841 1 18533- 
18534 18583-18584 18761 18777-18780 18789 18825- 
18828 18857-18880 18923-18924 18947-18950 18964- 
18969 18975 19045-19048 19055 19062-19065 19081- 
19083 19096-19101 19106-19118 19148 19253 19297 
19316-19317 19345-19350 19362 19370 19373-19374 
19385-19389 19422-19431 19442-19444 19515-19521 
19693 19709-19710 19727-19735 19768-19771 19804- 
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19808 19813-19815 19855-19856 19921-19925 19969- 
19980 20029-20043 20087-20094 20099-20102 20106- 
201 10 20120 20130 20146-20148 20172-20179 20235- 
20241 20265-20270 20289 20418-20431 20511-20513 
20537-20541 20607-20612 20625-20628 20646-20648 
20688 20698-20707 20733-20734 20752-20753 20788- 
20791 20816-2081 8 20824-20826 20836-20843 20858- 
20862 20888-20889 20929-20932 20943 20948-20949 
20963-20972 20977-20984 2 1 005-2 1 008 2 1 024-2 1 025 
2 1 062-2 1 066 2 1 069-2 107121 076-2 1087211 49-2 1151 
2 1 202-2 1 207 2 1 275-2 1 280 2 1 446 2 1554-2 1556 21587- 
2 1 655 2 1 744-2 1 747 2 1 88 1 -2 1 885 2 1 892-2 1 894 2 1 903- 
2 1 904 2 1 922-2 1 923 21951-2195421978 2201 6-22018 
22042-22044 22062-22073 22087-22088 221 17-221 19 
22 1 52-22 1 56 22 1 60 22 1 69-22 170 221 78-22 1 84 22 1 87- 
22192 22195-22198 22225-22226 22231-22235 22261- 
22264 22271-22276 22300-22302 22318 22343-22346 
22373 22434-22435 22495 22607-22609 22632-22633 
22637-22651 22661-22662 22700-22701 22707 22760- 
22762 22948-22950 22974-22976 23046-23050 23053- 
23055 23063 23138-23141 23206-23209 23220-23222 
23252-23256 23261-23262 23358-23360 23379-23385 
23392-23395 23433 23448-23450 23486 23682-23686 
2371 1-23719 23761 23798-23799 23827-23833 23893- 
23902 25331-25333 25374-25375 25583-25593 26209- 
26213 26316-26321 26327 26361-26365 26469-26470 
26596-26601 26860-26862 26980-26984 27035 27193- 
27200 27245-27246 27254-27260 27299-27301 27439- 
27440 27586-27587 27698-27699 27814-27815 27825- 
27826 27861-27864 27896-27927 27983-27985 28040- 
2804 1 28099-28 1 00 28 1 42-28 1 45 28204-28209 28732- 
28742 29328-29337 29339-29340 29358 29427-29431 
29746-29761 30141-30142 


mammary 
gland 


Invitroge 
n 


MMG001 


167 170-171 180-181 255-256 260 319-325 358-359 395 
398-399 406-407 419-420 425-427 461-465 534-535 582- 
584 604 619-620 706-707 754-757 776 785-786 826-827 
832-837 847-848 852-855 900-904 912 969-971 981-985 
1001-1004 1035-1037 1071 1078 1082-1085 1092-1094 
1097-1098 1123-1127 1131-1133 1196-1198 1242 1273- 
1279 1346-1347 1432-1435 1470 1478 1483 1486-1492 
1498-1499 1578-1585 1703-1719 1721-1726 1728-1731 
1866-1872 1902 1925-1927 1939-1940 1961-1967 1980- 
1982 2015-2018 2030 2055-2058 2284-2299 2306-2307 
2382-2388 2410-2413 2471-2474 2540-2541 2577-2584 
2599-2603 2663-2665 2675-2678 2776-2778 2820-2821 
2874-2876 2886-2887 2889-2891 2903-2904 2923-2924 
2934-2935 2951-2955 3078-3079 3205-3207 3261-3263 
3276-3277 33 12 3322-3323 3326-333 1 3374-3377 3452- 
3453 3459-3460 3477-3478 3483-3484 3507-35 10 3512- 
3514 3526-3529 3531-3534 3550-3558 361 1 3649-3653 
3686-369 1 3729-3730 3768-3769 378 1 -3784 3789-3794 
3834-3839 3873-3875 3949-3953 409 1 -4095 4 1 29-4 1 30 
4 1 4 1 -4 1 43 4 1 60-4 1 62 4206-4208 4404-4405 4515-4516 
4526-4527 4531-4533 4562-4573 4600-4601 4623-4639 
4644-4650 4686-4689 4785-4789 4795-4815 4857-4861 
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4980-498 1 5050 5073 5 1 09-5 115 5117 5147-5148 5291- 
5294 5335-5341 5371 5480-5482 5530-5531 5572-5573 
5581-5583 5594-5602 5695-5698 5709 5717-5718 5803- 
5804 5829-5845 5899-5902 5919-5921 5960-5964 5973- 
5975 5980-5984 6085-6089 6 1 40-6 1 43 6 1 66-6 1 68 6 1 84- 
6185 6235-6237 6389-6392 6403-6404 6450-6451 6488- 
6489 6638-6639 6645 6650-6655 6879-6881 7209-7212 
7216-7219 7238-7240 7296-7301 7374 7421-7423 7534- 
7535 7604-7605 7615-7617 7620-7621 7660-7665 7678- 
7696 7745-7751 7787-7788 7795-7804 7815-7818 7821 
7896-7897 7902-7915 7921-7925 7930-7932 7972-7975 
7978-7985 7988 7990-7992 7994-7997 8002 8006-8007 
8010-8012 8020 8071-8078 8084-8085 8090-8093 8106- 
81108113-811481 29-813681 52-8 1 59 8 1 87-8200 8204- 
8213 8227-8232 8247-8248 8253-8262 8310 8313-8314 
8323-8325 8351-8364 8370 8383-8389 8404-8406 8434- 
8448 8461-8464 8502-8505 8509-8515 8554-8555 8576- 
8582 8607-8609 8689-8690 8760-8761 8771-8776 8869 
8917-8933 8936-8938 8998-9001 9007-9008 9013-9017 
9028 9040-9045 9072-9074 9196-9200 9264-9265 9305- 
93 1 1 9316 9337-9338 9340-9342 9366-9368 9382 9427- 
9428 9456-9458 9472-9476 9506-9516 9522-9525 9529- 
9531 9563-9566 9585 9594-9602 9617-9626 9659 9664- 
9665 9676 9726-9727 9733-9738 9759-9767 9792-9795 
981 5-9820 9826 9828 9833-9834 9841-9842 9857-9861 
9864-9866 9874-9895 9899-9904 9909-9912 9916-9920 
9927-9935 9965-9983 9989-9992 1001 1-10016 10032 
10161-10172 10254-10261 10263-10264 10268-10272 
10278 10306 10311 10326-10328 10451-10453 10480- 
10482 10491-10493 10498-10503 10519-10530 10543- 
10549 10603-10606 10612-10614 10624-10626 10638- 
10639 10820-10821 10870-10872 10881-10883 10886- 
10889 10899-10900 10913-10918 10931-10933 10936- 
10938 10957-10958 10980-10985 1 1006-1 1008 1 1010 
11022-11023 11032-11034 11081 1 1217-1 1219 1 1345- 
11350 11372-11396 11406-11407 11423-11426 11431- 
1 1 432 1 1 465- 1 1 466 1 1 505- 1 1 506 1 1 53 8- 1 1 540 1 1 544- 
11545 11582-11608 11644-11648 11660-11661 11711- 
11712 11731-11734 11761-11763 1 1780-1 1782 1 1803- 
11808 11835-11836 11840 11843-11859 11873-11875 
11890-11891 11901-11905 11937-11950 12050-12057 
12131-12132 12140 12150-12151 12175-12176 12190- 
12196 12202-12208 12241-12244 12309-12311 12362 
12378-12397 12430-12431 12470-12471 12480-12482 
12637 12640 12646 12673-12675 12701-12706 12714- 
12723 12755-12759 12829-12830 12872-12881 12943 
12997-12999 13505-13511 13552-13555 13565-13566 
13592-13595 13629-13631 13638-13641 13665 13752- 
13753 13896-13897 13908-13910 13918-13919 13925- 
13926 13935-13936 13999-14004 14044-14053 14058- 
14059 14104 14118-14122 14175-14181 14192-14195 
14199-14201 14205 14228-14235 14274-14280 14344- 
14346 14360-14369 14452-14453 14546-14555 14604 
14626 14628-14635 14640-14642 14650-14651 14666- 
14668 14683 14714-14717 14784-14786 14789-14791 
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14981-14983 15019-15024 15070 15096 15126-15129 
15182-15183 15187-15189 15218-15219 15222-15224 
15232-15236 15243-15248 15257-15259 15268-15270 
15290-15291 15294-15297 15326-15328 15341-15342 
15412-15414 15460-15461 15476-15478 15491-15495 
15568-15572 15587-15589 15661-15663 15679-15685 
15688-15694 15855-15857 15863-15868 15880 15896- 
15900 15908 15991-15996 16129-16132 16167 16174- 
16176 16233-16235 16359-16361 16365-16366 16388- 
16391 16395-16396 16438-16439 16470-16472 16479- 
16481 16496-16497 16545 16558-16562 16602-16608 
16619-16621 16623 16642-16648 16702-16703 16707- 
16708 16710-16712 16716-16723 16761-16767 16828- 
16831 16836-16842 16851-16858 16894-16896 16934- 
16937 17026-17028 17046-17057 17104 17238-17243 
17249-17250 17284-17285 17292-17306 17330-17332 
17335-17339 17394-17395 17454-17456 17791-17799 
17956-17962 18029-18037 18136-18138 18269-18270 
18371-18372 18376-18377 18412-18418 18516-18518 
18536-18537 18540 18579-18581 18585-18586 18624 
18644-18658 18668-18670 18673-18677 18717-18718 
18730-18732 18750-18758 18771-18772 18778-18780 
18787-18793 18796 18806-18807 18839-18853 18856 
18899-18903 18910 18925-18933 18947-18950 18955- 
18959 18975 18996 19005-19009 19012-19017 19019- 
19024 19055 19057-19061 19081-19083 19096-19101 
19151 19209-19220 19251-19252 19266-19267 19274 
19283-19296 19302-19303 19306-19312 19316-19317 
19345-19360 19362-19370 19375-19384 19390-19402 
19407-19411 19415-19417 19422-19434 19441-19444 
19458-19460 19464-19466 19484-19487 19494-19496 
19515-19521 19526-19529 19536 19567-19573 19586 
19598-19601 19617-1961919627 19659-19661 19663- 
19668 19670-19673 19683-19687 19700-19705 19727- 
19751 19759-19767 19772 19800-19803 19809 19813- 
19818 19855-19856 19926-19929 19933-19946 19950 
19962-19963 1 9965-19967 19972-19981 20044-20047 
20066-20068 20099-20 1 02 20 1 20-20 121201 28-20 1 30 
20133-20154 20157-20164 20167-20171 20189-20194 
20200-20207 20231-20241 20244-20252 20257-20262 
20274-20280 20286-20287 20289-20296 20299 20305- 
20307 20321-20324 20328-20330 20339 20349-20354 
20361 20363-20368 20393-20400 20406-20407 2041 1- 
20413 20415-20417 20432-20468 20472-20474 20485- 
20490 20501 20505-20509 20514-20535 20537-20541 
20546 20548-20557 20559-20574 20607-20612 20620 
20625-20628 20631-20634 20646-20671 20676-20681 
20686-20687 20698-20707 20727-20732 20752 20758- 
20766 20768-20791 20798-20800 20806-20812 20822- 
20843 20863 20868-20871 20879-20881 20885-20900 
20927-20928 20943 20948-20949 20952-20954 20957- 
20962 20977-20984 20999-2 1 008 2 1 0 1 5 21 02 1 -2 1 023 
2 1 026-2 1 045 2 1 060-2 1 066 2 1 072-2 1 075 2 1 1 22-2 1127 
21 133-21 135 21 137-21 140 21 155-21 169 21 171-21 174 
21 176-21 180 21 197-21 198 21208-21210 21213-21215 
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2 1 223-2 1 226 2 1 236 2 1 248-2 1252 21 263-2 1 266 2 1 272- 
21274 21284-21294 21297-21298 21301-21303 21334 
2 1353-2 1 354 2 1 377-2 1 397 2 1 408-2 1 409 2 1 428-2 1 433 
2 1 440-2 1 445 2 1 447-2 1 453 2 1 467-2 1 469 2 1 480-2 1 482 
21485-21491 21495-21500 21554-21556 21712-21717 
2 1 788-2 1 799 2 1 877-2 1880 21 899-2 1 902 2 1 9 1 1 -2 1 9 1 2 
2 1 9 1 7-2 1 92 1 2 1 925-2 1 928 2 1 936-2 1 938 2 1 958-2 1 966 
2 1 983-2 1 987 2 1 995-2 1 999 22003-22034 22040-2204 1 
22047 22062-22069 22074-22076 22080-22086 22090- 
22094 22101-22107 221 15-221 16 22141-22143 22152- 
221 56 22 1 60-22 1 68 22 1 93-22 1 94 22204-222 112221 8- 
22226 22256-22289 22303-22308 223 1 8 22323-22328 
22333-22335 22343-22350 22357-22359 22362-22365 
22377-22380 22405-22408 22434-22435 22440-22448 
22455-22465 22495 2253 1 -22539 22553-22559 2257 1 - 
22581 22607-22609 22622-22628 22644-22651 22661- 
22664 22669-22674 22700-22701 22730-22731 22741- 
22742 22760-22762 22805-22816 22821-22827 22838- 
22842 22846-22849 22852-22853 22870-22874 22881- 
22886 22907-22908 22925-22926 22940-22947 22952- 
22953 22969-22971 22973 22999-23021 23046-23052 
23063 23066-23067 23070 23072-23076 23080-23086 
23098-23 1 0 1 23201-23202 232 1 2-232 1 5 23222 23229- 
23233 23237-23239 23247 23252-23256 23258-23263 
23279-23281 23328 23341 23356-23370 23375-23377 
23379-23381 23386-23390 23392-23395 23409-23411 
23419 23433-23438 23473-23479 23508-23509 23514 
23543-23544 23555-23565 23673-23686 23690 23709 
23720-23721 23726-23736 23760-23761 23771-23797 
23802-23805 23827-23833 23839-23842 23845-23848 
23867-23875 23878-23880 23882 23890-23902 23990- 
23992 23999-24001 24005-24011 24035-24040 24056 
24120-24125 24402-24425 24772-24774 25017-25026 
25085-25090 25279-25288 25293-25297 25300-25304 
25306 25319-25321 25323-25325 25331-25333 25336- 
25337 25340-25341 25366-25367 25373-25377 25383- 
2540 1 25403-25407 2541 6-2541 7 25542-25550 26024- 
26028 26 1 40-26 1 43 261 75-26 1 84 26195-26 1 99 26205- 
26206 26266 26285-26290 26305-26306 26324-26325 
26327 26337 26339-26344 26350-26352 26359-26360 
26370-26374 26395-26396 26421-26422 26455-26459 
26469-26470 26479-26545 26684 26737 26742 26807- 
26812 26828 26860-26862 26876-26881 26985-26987 
27040-27043 27050-27051 27074-27077 27091 27100- 
271 02 27 1 29-27 132 271 50-27 1 5 1 27156-27 157 27180- 
27183 271 93-27200 272 1 8 27229-27232 27269-27270 
27354-27375 27439-27443 27455 27458-27462 27510- 
2751 1 27520-27521 27544-27547 27586-27587 27600- 
27606 27633-27634 27636-27641 27649-27654 27662- 
27672 27719-27720 27726-27739 27755-27756 27799- 
27802 278 1 6-278 1 8 27848-27852 2786 1 -27864 27890- 
27892 27896-27927 27970 27981-27982 27995-27997 
28099-28 1 00 28 1 05-28 1 07 28 1 42-28 1 45 28 1 86 28 1 92- 
28203 28212-28221 28233-28261 28286 28365-28370 
28416-28417 28424 28426-28428 28549-28555 29278- 
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29283 29288-29289 29328-29337 29354-29358 29364- 
29366 29409-29417 29427-29431 29508-29518 29594- 
29604 2961 1-29613 29718-29721 29746-29761 29960- 
29961 30061 30085-30087 30141-30142 30150-30156 
30189-30199 30221-30232 30243-30250 30325-30327 


induced 
neuron 
cells 


Stratagen 
e 


NTD001 


188-191 289-291 576-578 617-618 716-717 1030 1034 
1097-1098 1646 2540-2541 2599-2603 2675-2678 2724- 
2726 2871-2873 2973 3326-3331 3374-3376 3649-3653 
3908-391 0 3930 3949-3953 4 1 65-4 1 70 4486-4487 45 1 5- 
4516 4581-4582 4984-4985 5053-5054 5272-5275 5335- 
5336 5777-5778 5802 5919-5921 5980-5984 6403-6404 
6787-6790 6795-6800 7170-7172 7258-7263 7325-7343 
7363 7368-7369 7557-7559 7688-7689 7693-7694 7701- 
7703 7745-7746 7778-7783 7906-7912 7990-7992 8187- 
8200 8250 8497-8499 8689-8690 8758-8759 8998-9001 
9029-9030 9040-9042 9047-9048 9087 9321-9323 9559- 
9560 9829-9832 9909-9912 9947-9952 9993-9996 10477- 
10478 10494 10531-10532 10592-10594 10615-10623 
1 0842- 1 0867 1 0980- 1 0985 1 1 045 1 1 228- 1 1229 1 1314- 
11315 11405 11431-11432 11541-11543 11546 11609 
11700-11707 11739-11740 11803-11808 11886-11891 
11941-11944 12131-12132 12241-12244 12258-12262 
12898-12899 12902-12905 12997-12999 13592-13595 
13609-13612 13652-13659 14304-14305 15182-15183 
15190-15191 15290-15291 15588-15589 15969-15974 
16028-16029 16180-16181 16545 16619-16621 16642 
17292-17296 17401-17432 17435 17455-17456 18029- 
18030 18097-18134 18300-18307 18400-18402 18412- 
18418 18691-18692 18771-18772 18796-18801 18839- 
18841 18846-18853 18899-18903 18989-18990 19001- 
19004 19012 19074-19080 19106-19118 19207-19208 
19256-19257 19266-19267 19306-19307 19316-19317 
19343 19355-19360 19387-19389 19447-19448 19458- 
19460 19488-19493 19566 19598-19601 19617-19619 
19659-19661 19736-19742 19804-19808 19813 19939 
19972-19980 20029-20043 20099-20102 20106-201 10 
201 14-201 19 20122-20127 20182-20188 20208-20218 
20485-20490 20521-20523 20607-20612 20681 20698- 
20707 20827-20835 20853-20854 20871 21 105-21 1 1 1 
2 1 248-2 1 27 1 2 1 275-2 1 280 2 1 2 84-2 1 294 2 1 463 -2 1 465 
2 1 495-2 1500 21 587-2 1 646 2 1 929-2 1 935 22020-22025 
22045-22046 22070-22073 22141-22143 22160 22187- 
22192 22195-22198 22243-22245 22358-22359 22365- 
22371 22381-22388 22433 22653-22654 22671-22674 
22690 22916-22922 22977 23201-23202 23251 23358- 
23360 23420-23421 23700-23701 23798-23799 23806- 
23809 23890-23892 24749-24754 24928-24938 24985- 
24988 25029-25040 25279-25288 25376-25379 26024- 
26028 26205-26206 26209-262 1 3 26266 26280 263 1 0- 
26314 26327 26361-26365 26678-26680 27091 27100- 
27102 27269-27270 27446-27449 27522-27539 27544- 
27545 27729-27739 27861-27864 27896-27927 27989- 
27990 283 1 5-283 1 6 2836 1 -28364 29 1 1 7-29 1 23 29328- 
29337 29343-29345 29418-29419 29426-29431 29885- 
29891 30167-30177 30352 30361-30368 
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retinoid 

acid 

induced 

neuronal 

cells 


Stratagen 


NTR001 


2599-2603 4450 4581-4582 5038-5039 5253-5266 5335- 
5336 7695-7696 7787-7788 8537-8538 8612-8616 9049- 
9062 9563-9566 12755-12759 12978-12981 13638-13641 
15530-15531 15588-15589 16110-16112 16545 16652 
16836-16842 17238-17241 17335-17339 17790 18673- 
18677 18796 18825-18828 18936-18939 18975 19152 
19306-19307 19363-19364 19370 19387-19389 19759- 
19763 19962-19963 20328-20330 20437-20440 20554- 
20557 2 1 208-2 1210 21 277-2 1 280 2 1 467-2 1 469 2 1 587- 
2 1 646 2 1 88 1 -2 1 885 22020-22025 22 1 87-22 1 92 22265- 
22270 23261-23262 23771-23780 23843-23844 25306 
25373 26205-26206 26237-26239 26327 26860-26862 
27 1 56-27 1 57 28 142-28 1 45 28426-28428 29328-2933 1 


neuronal 
cells 


Stratagen 
e 


NTU001 


240-250 373-374 425-427 576-578 847-848 1388-1401 
1432-1435 1470 1499 1778-1779 2306 2599-2603 2944 
3040-3076 3 107-3 108 3326-333 1 3421-3422 3477-3478 
3483-3484 3789-3794 39 1 2-39 1 5 4055-4058 4 1 7 1 -4 1 72 
4206-4208 4515-45 16 4562-4568 4581-4582 4785-4789 
5186-5189 5253-5266 5272-5275 5279-52 83 5525-5526 
5943-5945 6135-6136 6403-6404 7264-7266 7346-7352 
7784-7786 7815-7818 8203 8227-8229 8465 8497-8499 
8716-8718 8998-9004 9007-9008 9038-9039 9049-9068 
9472-9474 9479-9481 9535-9537 9594-9602 9735-9738 
9929-9935 9969-9980 10161-10163 10167-10196 10516- 
10518 10615-10623 10873-10875 10915-10918 1 1308- 
11310 11334-11335 1 1775-1 1776 1 1840 12150-12151 
12258 12590-12592 12653-12654 12716-12719 12997- 
12999 13552-13555 13638-13641 13847-13849 14038- 
14041 14044-14045 14137-14138 14277-14280 14640- 
14642 14814-14815 15025-15069 15100-15109 15277- 
15278 15408-15411 15530-15531 15563-15564 15576- 
15577 15588-15589 15863-15870 16141-16143 16174- 
16176 16182-16189 16545 16642 16652 16836-16842 
16851-16853 17284-17285 17435-17440 17451-17454 
17958-17962 18029-18030 18043 18097-18134 18500- 
18501 18562-18576 18671-18672 18796-18801 18825- 
18828 18857-18880 18925-18933 18975 18993-18995 
19049-19053 19153 19298-19300 19306-19307 19316- 
19317 19351-19354 19370 19375-19379 19395-19400 
19415-19417 19432-19434 19511 19515-19521 19526- 
19529 19564-19566 19625 19659-19661 19683-19687 
19813-19815 19855-19856 19938 19940-19942 19965- 
1 9967 1 9972- 1 9980 20026-20027 20099-20 1 02 20 1 06- 
201 10 20161-20164 20200-20207 20241 20289 20336- 
20338 20406-20407 20437-20440 20485-20490 20521- 
20523 20537-20541 20602-20612 20631-20634 20639- 
20640 20646-20648 20666-20671 20792-20797 20827- 
20843 20871 20897-20900 20924-20925 20927-20928 
2093 8-20942 20957-20962 2 1 032-2 1 045 2 1 208-2 1 2 1 0 
2 1 24 1 -2 1 247 2 1 256-2 1 262 2 1 272-2 1283 21 295-2 1 296 
2 1 554-2 1 556 2 1 587-2 1655 2 1 899-2 1 904 2 1 936-2 1 938 
2 1 95 1 -2 1 954 2 1 958-2 1 966 22007-220 1 5 22040-2204 1 
22047-22049 22070-22073 22 1 52-22 1 56 22 1 65-22 1 68 
22171-22175 22218-22224 22243-22245 22253-22255 
22292-22299 223 1 2-223 1 3 22343-22346 22372-22373 
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2241 1-22432 22434-22435 22495 22534-22539 22551- 
22552 22571-22581 22658-22660 22911 22923-22924 
23029-23045 23047-23050 23098-23101 23356-23360 
23392-23395 2341 5-2341 8 23508-23509 23555-23565 
2376 1 23771-23780 2394 1 -23959 24 1 30-24 1 44 24345- 
24357 24481-24490 25029-25040 25085-25090 25258- 
25278 25322 25382-25401 25583-25593 25986-26016 
26209-26213 26327 26361-26365 26395 26421-26422 
26843 26860-26862 26980-26984 27100-27102 27164- 
27170 27269-27270 27304-27305 27493-27495 27498- 
27500 27550 27586-27587 27662-27672 27825-27826 
27896-27927 28324-28345 28365-28370 28426-28428 
28464 293 1 7-29320 29327-2933 1 30150-301 56 30352 
30361-30368 


pituitary 
gland 


Clontech 


PIT004 


307-308 395 845-846 1440-1447 1451 1453-1454 2272- 
2274 2362-2363 3105-3106 3322-3323 3433 4080-4082 
46 1 2-46 14 471 4-47 1 9 497 1 -4974 5284 5335-5336 5572- 
5573 6140-6143 6405 6488-6489 7216-7219 761 1-7612 
7988 8343-8344 8917-8918 9007-9008 9029-9030 9444 
9759-9762 10451-10453 10640-10644 10873-10875 
11649-11650 11660-11661 1 1731-1 1734 1 1803-1 1804 
11835-11836 12361 12637 13077-13079 13592-13595 
14261-14263 14723-14724 15093-15095 15190-15191 
15392-15396 16141-16143 16422-16429 16636-16637 
16642 16894-16896 18691-18692 18836-18838 18899- 
18903 18975 19074-19080 19260-19262 19362 19415- 
19417 19458-19460 19921-19923 20161-20164 20452- 
20455 20548-20553 20575-20578 20629-20630 20666- 
20671 21072-21075 21149-21151 21256-21262 21881- 
2 1 885 2 1 955-2 1 957 22 1 60 22 1 87-22 1 92 22 1 99 22358- 
22359 22375-22376 22383-22388 22644-22651 22768- 
22770 22805-22809 22852-22853 22991-22994 23080- 
23083 23242-23244 23704 23720-23721 23761 26196- 
26199 26327 26361-26365 26431 26755-26756 27067- 
27070 27254-27260 27755-27756 27825-27826 27861- 
27864 283 1 1-28313 29332-29337 29360-29362 29370 
30085-30087 30141-30142 30150-30156 


placenta 


Clontech 


PLA003 


4581-4582 8247-8248 9002-9004 9905-9908 10906 
11468-11472 15091-15092 15623-15626 16060-16061 
17026-17028 18502-18515 18625-18626 18719-18722 
19370 19401-19402 19706-19708 20263-20264 21046- 
2 1 056 2 1 405 22 1 7 1 -22 1 75 22265-22270 22495 22690 
26024-26028 26280 26843 26885-26887 29328-29331 


prostate 


Clontech 


PRT001 


197-200 419-420 635 721-722 845-846 913 919-922 981- 
985 1047 1269-1272 1432-1435 1451 1474 1534 1536 
1738 1742-1754 1800 1891-1892 1975-1976 2130-2131 
2139-2141 2300-2302 2663-2665 2695-2698 2983-2986 
2988-2989 2993 3020 3 1 5 1 -3 1 54 3 1 58 3 5 1 2-35 1 4 36 1 2- 
3613 3674 3687-3691 3949-3953 4547-4548 4726-4727 
4868-4869 5082 5 149-5 1 50 5285-5287 6092-6093 6403- 
6404 6932-6938 7008-7010 7536-7541 761 8-7619 7695- 
7696 7784-7786 7789-7793 7806-7808 7898-7900 7924- 
7925 7988 8070 8074-8076 8204-8205 8249 8342 8449- 
8452 8554-8555 8758-8759 8762-8766 891 7-891 8 8978- 
8981 9036 9068 9072-9074 9339 9443 9456-9458 9519- 
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9521 9531 9561-9562 9617-9626 9680-9681 9763-9767 
9828 10309-10311 10470-10473 10588-10594 10628- 
10630 10820-10821 10901-10902 10941-10943 10965 
11496-11498 11546 11780-11782 11809 11835-11836 
11840 11951-11969 12027-12039 12171-12173 12194- 
12196 12258 12615-12618 12640 12997-12999 13576- 
13579 13592-13597 13609-13612 13843-13844 14058- 
14059 14092-14093 14130-14131 14166-14168 14389 
14604 14684-14685 14821 15182-15183 15190-15191 
15438 15454-15456 15479 15699-15700 15855-15857 
15863-15866 15890-15895 15961-15963 15988-15990 
16053-16058 16168-16171 16392-16394 16642 16773- 
16780 16851-16853 16949-16953 17114 17330-17332 
17454 17958-17962 18015-18016 18500-18501 18516- 
18518 18533-18534 18625-18626 18655-18658 18671- 
18672 18719-18726 18762-18766 18796 18802-18804 
18857-18880 18899-18903 19059-19065 19081-19083 
19090 19135-19137 19154-19155 19274 19372 19415- 
19417 19442-19444 19683-19687 19693 19700-19705 
19772 19814-19815 19921-19925 19943-19946 19972- 
1 9980 20048-20052 20 1 30 20 1 6 1 -20 1 64 20 1 72-20 1 79 
20 1 82-20 1 88 20265-20270 20289 20305-20307 20339 
20357-20359 20393-20400 20537-20541 20558 20575- 
20578 20625-20630 20644-20645 20698-20707 20753 
20758-20767 20792-20797 20806-20812 20819-20821 
2088 1 20948-20949 20957-20962 2 1 0 1 6-2 1 023 2 1 069- 
21071 21 101-21 104 21225-21226 21237-21240 21284- 
2 1 294 2 1 427 2 1 495-2 1 500 2 1 529-2 1530 21 647-2 1 655 
2 1 892-2 1 894 2 1 905-2 1 9 1 0 2 1 973-2 1 974 2 1 978 22026- 
22029 22040-22041 22090-22094 22212-22217 22230 
22284-22289 223 1 8 22336-22342 22347-22348 22358- 
22364 22570 22622-22624 22634-22636 22653-22654 
22700-22701 22768-22770 22857-22858 22899-22900 
22955-22961 22973 22991-22994 23063 23070-23071 
23098-23101 23218-23219 23252-23256 23364-23370 
23415-23418 23473-23474 23519-23520 23700-23701 
23704 23761 23770 23802-23805 23827-23833 24005- 
24011 24772-24774 25313 25340-25341 25374-25375 
25416-25417 26339-26340 26657-26659 26755-26756 
26804-26805 26850-26854 26873-26875 27100-27102 
27218 27463-27466 27468-27475 27655-27656 27700- 
27701 278 1 6-278 1 8 27825-27826 2786 1 -27864 27989- 
27990 28 1 08-28 1 2 1 28204-28209 28426-28428 29278- 
29283 29432-29435 29960-29961 30085-30087 30150- 
30156 30184-30194 30236-30242 


rectum 


Invitroge 
n 


REC001 


180-181 534-535 540-542 1681-1687 1705-1714 1721- 
1722 1745-1746 2272-2274 2675-2678 2695-2698 2813- 
2846 3326-3331 3555-3558 3687-3691 3717-3720 3834- 
3835 3949-3953 4692-4695 4857-4861 5246 5337-5341 
5572-5573 5802-5804 5919-5921 6209-621 1 6400-6404 
6406-6410 7209-7212 7426-7442 7609 7747-7751 7757- 
7759 7778-7783 8074-8078 8323-8325 8329-8334 8453- 
8454 8741-8750 8986-8991 9029-9030 9043-9045 9305 
9375-9376 9391-9392 9456-9458 953 1 9585 9828 9921- 
9922 9986-9988 10263-10264 10277 10306 10480-10482 



21 I 



WO 01/075067 



PCT/US01/08631 



Tissue 
origin 


RNA 
Source 
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10491-10493 10498-10503 10523-10530 10907-10910 
10919-10922 11006-11008 11372-11396 11399-11402 
11660-11661 11835-11836 11886-11889 12140 12150- 
12151 12362 12435 12455-12459 12472-12473 12571- 
12572 12642-12644 12723 12755-12759 12788-12790 
12824-12827 12872-12881 13576-13579 13601-13602 
13629-13631 13638-13641 14546-14549 14604 14636- 
14642 15096 15233-15236 15336-15340 15623-15626 
15855-15857 16716-16723 17010-17014 17031-17035 
17038-17041 17956-17962 18374-18375 18395-18397 
18624 18651-18654 18717-18726 18757-18758 18767- 
18769 18789 18796 18944-18945 19132 19224 19257 
19283-19294 19306-19307 19380-19384 19390-19394 
19401-19402 19407-19411 19422-19434 19454-19455 
19488-19496 19625 19733-19735 19743-19751 19814- 
1 98 1 5 1 9972- 1 9980 20 1 22-20 1 27 20 1 3 0 20 1 37-20 1 45 
20189-20197 20235-20240 20274-20278 20297-20298 
20300-20307 20321-20324 20328-20330 20441-20451 
20456-20471 20476-20481 20524-20535 20569-20574 
20625-20628 20758-20766 20806-20812 20827-20835 
20858-20862 2087 1 20882-20884 20952-20954 2 1 005- 
21008 21021-21023 21 145-21 148 21 171-21 174 21229- 
21232 21256-21262 21297-2 1 298 2 1 35 1 -2 1352 2 1 428- 
2 1 433 2 1 440-2 1 445 2 1 447-2 1 450 2 1 467-2 1 469 2 1 480- 
21482 21 492-2 1 494 2 1 877-2 1 880 2 1 903-2 1 904 22003- 
22015 22020-22029 22050-22055 22062-22069 22092- 
22094 22 1 1 7-22 1 1 9 22200-22207 2226 1 -22264 22277- 
22283 22292-22299 22349-22350 22455-22465 22495 
22571-22581 22622-22624 22663-22664 22760-22762 
22781-22782 22838-22842 22974-22977 23074-23076 
23084 23229-23233 23252-23256 23392-23395 23433 
23543-23544 23599-23624 23690 23761 23806-23809 
23878-23880 2402 1 -24024 24056 24092-24097 24 1 20- 
24125 24665 25306 25347-25358 25966-25968 26347- 
26348 26359-26360 26421-26422 26448-26451 26455- 
26459 26855-26857 26879-26881 27091 27129-27132 
27193-27200 27245-27246 27269-27270 27304-27305 
275 1 0-275 1 1 27544-27545 27799-27802 278 1 4-27815 
27869-27886 27888-27892 27983 28199-28203 28232 
28255-2826 128511-28513 29278-29283 29309-293 14 


salivary 
gland 


Clontech 


SAL001 


260 307-308 33 1 551-552 832-836 969-971 981-985 
1312-1313 1721-1722 1810-181 1 2072 2303 2306-2307 
2599-2603 2847 2850-2860 3 1 5 1 -3 1 54 3657 3723-3728 
3737 3840-3852 3949-3953 451 5-45 1 6 453 1 -4533 4555- 
4556 4581-4582 4857-4861 4971-4974 5269-5271 5525- 
5526 5652-5653 5658 5700 6337-6338 641 1-6412 6442- 
6449 6762-6764 7452-7460 7678-7687 7701-7703 7745- 
7746 7778-7783 7805 7988 8145-8151 8187-8200 8337- 
8342 8383-8389 8554-8555 8986-8991 9018-9020 9038- 
9039 9427-9428 9531 9535-9537 9782-9783 9828 9899- 
9901 9923-9924 9997-10009 10306 10531-10532 10607- 
10611 10876 11009 11123-11124 11609 11644-11648 
11669-11671 11731-11734 11835-11836 12040-12041 
12175-12176 12202-12205 12229-12230 12362 12434 
12468-12469 12474 12565-12568 12573-12574 12642- 
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12644 12701-12705 12723 12794-12795 12803-12804 
12872-12881 12984-12985 12997-12999 13077-13079 
13545-13548 13592-13595 13638-13641 13937-13938 
14132-14136 14546-14549 14552-14555 14604 14650- 
14651 14714-14717 15003-15008 15294-15297 15542 
15545-15546 15548-15550 15614-15616 15884-15885 
16168-16171 16623 16636-16637 16653-16655 16716- 
16723 16851-16853 17058-17066 17094-17100 17255- 
17256 17330-17332 17489-17490 18010-18012 18412- 
18418 18527 18624-18626 18673-18677 18682-18688 
18691-18692 18717-18718 18723-18726 18789 18796 
18829-18834 18934-18935 18964-18969 18975 18993- 
18995 19096-19101 19134 19209-19210 19283-19294 
19308-19309 19350-19354 19362-19364 19380-19384 
19401-19402 19699 19706-19708 19749-19751 19759- 
19763 19855-19856 19921-19923 20111-20112 20120 
20 1 46-201 48 20244-20249 20288-20289 203 1 6-20320 
20325-20335 20414 20501 20710-2071 1 20752-20753 
20758-20766 20788 20792-20797 20813-20815 20858- 
20863 20902-20921 20943 20952-20954 21015 21248- 
21252 21281-21294 21403-21404 21451-21453 21529- 
21530 21532-21533 21647-21655 21955-21957 21978 
22026-22029 22077-22079 22097 22160 22208-2221 1 
22230 22314-22317 22323-22328 22343-22346 22358- 
22359 22373 22440-22448 22495 22571-22581 22690 
22737-22739 22838-22842 22923-22924 22980-22981 
22991-22994 23059-23060 23066-23067 23070 23074- 
23076 23212-23215 23235-23236 2325 1-23256 23524- 
23525 23726-23730 23761 23878-23880 2391 1-23940 
24056 25085-25090 25306 25323-25325 25340-25341 
25370-25373 25383-25401 26024-26028 26341-26344 
26373-26374 26423 26596-26601 26844-26845 27067- 
27070 27281-27282 27304-27305 27740-27743 27814- 
278 1 5 27861-27864 27893-27895 281 05-281 07 28 1 92- 
28 1 98 282 1 2-282 1 6 28233 28255-28261 283 1 1 -283 1 3 
28424 29278-29283 29332-29337 29940-29949 30150- 
30156 30233-30235 


Salivary 
gland 


Clontech 


SALs03 


981-985 8698-8700 11538-11540 14546-14549 20316 
27814-27815 27989-27990 28424 


skin 

fibroblast 


ATCC 


SFB001 


1307 3374-3376 6285-6288 6791-6794 10306 12258 
17026-17028 18029-18030 19011 19939 19972-19980 
201 82-20 1 88 2214 1 -221 43 221 60 22495 2341 5-2341 8 
28424 30150-30156 


skin 

fibroblast 


ATCC 


SFB002 


2926 5805-5807 6166-6168 10306 12258 17026-17028 
17038-17041 17455-17456 18029-18030 19011 19548- 
19553 19813 21060-21061 22141-22143 22160 22373 
22495 22531-22533 26879 27636-27639 28424 30150- 
30156 


skin 

fibroblast 


ATCC 


SFB003 


5803-5804 6166-6168 12258 17335-17339 18029-18030 
18778-18780 19062-19065 19548-19553 20182-20188 
22007-22015 23051-23052 23419 25340-25341 27269- 
27270 278 14-27815 28424 30 1 50-301 56 


small 
intestine 


Clontech 


SIN001 


83 87-94 195-200 307-308 332 373-374 557-559 674-675 
783-784 852-855 901-904 1071 1240-1241 1470 1678- 
1680 1755-1762 1764-1766 1769-1772 2030 2048 2089- 
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2100 2337-2338 2468 2599-2603 2871-2873 3006-3008 
3151-3154 3461-3463 3487-3503 3661-3663 3675 4137- 
4139 4531-4533 4549 4552 4640-4643 4651 5279-5283 
5744-5747 5980-5984 6095-6099 6 1 03-61 04 6 1 55-61 59 
6186-6189 6235-6237 6484 6982-6984 7267-7268 7407- 
7414 7576-7577 7681-7687 7778-7786 7798-7801 7906- 
7912 7972-7975 8074-8076 81 62 821 1-8213 8247-8248 
8370 8539-8542 8762-8766 89 1 7-89 18 91 96-9200 9456- 
9458 9475-9476 9478 9529-9530 9828 9905-9908 9925- 
9926 9997-10009 10490 10508-10512 10592-10594 
10624-10626 10930 10936-10937 10965 11021 11505- 
11506 11538-11540 11612-11639 11772-11774 11886- 
11889 11977-11978 12027-12041 12642-12644 12814- 
12822 12872-12881 12978-12981 12997-12999 13087- 
13089 13592-13595 13999-14003 14090-14091 14283- 
14288 14546-14551 14604 14663-14665 15182-15183 
15258-15259 15294-15297 15326-15331 15336-15340 
15532-15535 15869-15870 15961-15963 16096-16097 
16163-16164 16601-16608 16623 16702-16703 16724- 
16725 16836-16842 16899 16918-16919 17268-17274 
17366-17368 17455-17456 17489-17490 17525-17527 
17958-17962 18020-18022 18421-18422 18527 18655- 
18658 18719-18722 18757-18758 18761 18842-18845 
19151 19283-19296 19306-19307 19350 19370 19387- 
19389 19401-19402 19422-19431 19488-19496 19617- 
19619 19627 19663-19666 19733-19735 19749-19751 
19814-19815 19924-19925 19972-19980 20026-20027 
201 1 1-20112 20151-20154 20165-20166 20231-20234 
20265-20270 20343-20344 20349-20354 20425-20426 
20432-20436 20447-20451 20469-20471 20491-20494 
20514-20535 20548-20553 20575-20578 20646-20648 
20666-20671 20698-20707 20714-20717 20747-20751 
20758-20766 20768-20787 20926 20938-20942 20952- 
20954 21027-21031 21069-21071 21097-21 100 21 176- 
21180213 77-2 1 397 2 1 647-2 1 65 5 2 1 744-2 1 747 2 1 925- 
2 1 928 2 1 948-2 1 950 2 1 967-2 1 968 2 1 97 1 -2 1 974 22077- 
22079 22 1 1 7-22 1 1 9 22 1 52-22 1 56 22200-22203 222 1 8- 
22224 22323-22328 22343-22346 22365 22399-22404 
22700-22701 22763-22764 22838-22842 22870-22874 
22881-22886 22969-22970 22998 23046 23074-23076 
23236 23252-23256 23373-23378 23386-23390 23434- 
23437 23543-23544 23806-23809 23890-23892 24056 
25085-25090 25306 25338-25339 25383-25401 25705- 
25715 26196-26199 26237-26239 26252 26361-26365 
26879 26893-26895 2 73 04-27305 2 7476-27477 27497 
27600-27601 27729-27739 27853-27856 27861-27864 
27940-27942 27989-27990 28199-28203 28468-28484 
29309-293 1 4 29426 30 1 4 1 -30 1 42 


skeletal 
muscle 


Clontech 


SKM001 


170-171 255-256 912 981-985 1259-1262 1280-1282 
1436-1437 1483 2683 2972 2975-2977 3661-3663 3740 
409 1 -4095 4338-4339 4388-4390 45 1 5-45 1 6 4562-4568 
4708-4711 5525-5526 5581-5583 5591-5592 6671-6672 
6773-6774 768 1 -7687 7784-7786 7806-7808 7815-7818 
7902-7903 7972-7975 7990-7992 8216-8218 8351-8360 
8502-8503 85 1 2-85 1 3 8554-8555 91 00-9 1 44 9327-9328 
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9478 9510-9516 9803-9807 9826 9828 9871-9873 10498- 
10503 10726-10727 10936-10937 11021 11468-11472 
11612-11639 11715-11716 11731-11734 12378-12397 
12437-12438 12555-12559 12593-12596 12637 13911- 
13915 14044-14045 14192-14195 14199-14201 14546- 
14549 14604 14643 14714-14717 15096 15545-15546 
15969-15974 16059 16461-16464 16851-16853 17372- 
17374 17791-17799 18010-18012 18421-18425 18427- 
18429 18533-18534 18536-18537 18723-18726 18796 
18836-18838 18857-18880 19029-19035 19266-19267 
19362-19364 19395-19400 19736-19742 19759-19763 
19814-198151 9972- 1 9980 20087-20094 20195-20 1 97 
20265-20270 20281-20282 20289 20328-20330 20432- 
20440 20510 20542-20545 20681 20698-20707 20727- 
20732 20792-20797 20824-20826 20977-20984 21015 
2 1 032-2 1 045 2 1 076-2 1 087 2 1 1 57-2 1 1 69 2 1 1 8 1 -2 1 1 93 
2 1 223-2 1 224 2 1 233-2 1 23 5 2 1 30 1 -2 1 3 03 2 1 408-2 1 409 
2 1 955-2 1 957 2 1 978 222 1 2-222 1 7 2280 1 -22804 228 1 0- 
228 1 6 23026-23028 23379-2338 1 23508-23509 23760 
24772-24774 25403-25407 25598-25603 26691-26694 
26737 26882-26884 27193-27200 27304-27305 27386- 
27389 27986 28293-28295 28420 29409-29416 30141- 
30142 30233-30235 


skeletal 
muscle 


Clontech 


SKM002 


4590-4592 5557-5560 18029-18030 18964-18969 19548- 
19553 23046 23063 30150-30156 


skeletal 
muscle 


Clontech 


SKMs03 


11745-11748 18919-18921 19395-19400 


skeletal 
muscle 


Clontech 


SKMs04 


1051-1052 11538-11540 18919-18921 19011 22160 
26843 


spinal cord 


Clontech 


SPC001 


42-44 180-181 260 326-327 329-330 373-374 395 419- 
420 549 560-561 694-695 745-748 785-786 847-848 901- 
904 912 1001-1003 1005 1097-1098 1 134-1 139 1210- 
1211 1273-1279 1451 1537-1540 1604-1607 1773-1776 
1778-1783 1785 1790 1887-1889 1943 2063-2065 2067 
2 1 22-2 1 24 2 1 36-2 1 37 22 1 4-22 1 9 2339-2352 23 83-23 88 
2457 2470-2474 2570-2574 2695-2698 2706 2802 2808- 
281 1 2983-2986 3205-3207 3365 3374-3376 3507 353 1- 
3534 3615-3617 3789-3794 3879-3880 3939-3941 4122- 
412641 60-4 1 62 4204 45 1 5-45 1 6 4553-4554 4586-45 89 
4602-4605 4720-4725 4870-4871 5123 5137 5335-5336 
5846 591 9-592 1 5943-5945 5977-5978 61 05-6 1 09 6 1 76- 
6185 6239-6243 6339-6340 6585-6592 7001-7007 7269- 
7271 7630-7636 7747-7751 7763-7770 7784-7788 7798- 
7801 8017-8019 8021-8024 8079-8081 8084-8085 8187- 
8200 8214-8215 8227-8232 8253-8257 8422-8425 8492- 
8499 8512-8513 8534-8535 8539-8542 8751-8753 8998- 
900 1 9038-9039 9063-9067 93 1 6 932 1 -9323 943 1 -9433 
9486 9522-9525 9659 9682-9687 9745-9754 9786-9790 
9803-9807 9828 984 1 -9842 985 1 -9852 9857-9861 9896- 
9897 10038-10040 10273-10274 10531-10532 10588- 
10594 10603-10608 10624-10626 10640-10644 10873- 
10875 10913-10914 10980-10985 1 1035-1 1037 1 1071- 
11075 11245-11249 11345-11350 11431-11432 11467 
11609 11731-11734 11892-11897 12011-12013 12131- 
12134 12150-12151 12186-12189 12194-12196 12206- 
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12208 12237-12239 12259-12262 12337-12361 12430- 
12431 12477-12479 12555-12559 12637 13077-13079 
13592-13595 13796-13797 14032-14033 14048-14053 
14228-14238 14264-14265 14289-14297 14445-14447 
14604 14794-14795 15133-15140 15182-15183 15290- 
15291 15360-15380 15543-15544 15561-15562 15867- 
15868 15884-15885 16062-16065 16115-16117 16418- 
16421 16496-16497 16579-16582 16724-16725 16783- 
16786 16851-16853 17074-17077 17330-17332 17335- 
17339 17441-17450 17454-17456 17940-17942 17963 
18004 18029-18030 18044-18045 18055-18060 18219- 
18223 18371-18372 18423-18425 18490-18491 18516- 
18518 18527 18673-18677 18719-18722 18761 18796- 
18801 18811-18813 18894-18896 18906-18907 18964- 
18969 18976-18977 18989-18990 19057-19058 19066 
19068-19070 19102-19105 19151 19209-19212 19256- 
19257 19362 19370 19401-19402 19438-19440 19442- 
19444 19548-19553 19566 19580-19582 19590-19592 
19604-19607 19617-19619 19667-19668 19672-19673 
19693 19709-19710 19727-19732 19736-19742 19764- 
19767 19810-19812 19943-1994720029-20043 20048- 
20052 20074-20079 20087-20094 201 1 1-201 12 20122- 
20 1 27 20 1 37-20 145 20 1 5 1 -20 1 54 20 1 6 1 -20 1 64 20250- 
20252 20274-20278 2028 1 -20282 20366-20368 2040 1 - 
20405 20415-20420 20437-20440 20452-20455 20491- 
20494 20504 20514-20520 20524-20535 20563-20567 
20569-20574 20653-20665 20676-20680 2071 8-20725 
20727-20734 20753 20806-20812 20827-20835 20882- 
20884 20938-20942 20999-2 1 004 2 1 032-2 1 045 2 1 1 22 
21157-21169 21253-21255 21272-21274 21343-21350 
2 1 427 2 1 446 2 1 463-2 146521485-21491 21 529-2 1 530 
2 1 5 87-2 1 646 2 1 729-2 1 733 2 1 973 -2 1 974 2 1 978 22047 
22074-22076 22090-22091 22157 22160 22187-22192 
22208-222 1 1 222 1 8-22226 22246-22249 2226 1 -22264 
22284-22289 22347-22348 22381-22382 2241 1-22432 
22434-22435 22571-22581 22637-22651 22661-22662 
22700-22701 22740 22768-22770 22828-22829 22833- 
22834 22854-22856 22870-22874 22952-22953 22977 
23046 23064-23065 23070-23071 23080-23083 23212- 
23215 23235 23251-23256 23379-23385 23412-23414 
23487 23489-23490 23492-23493 235 1 5-235 1 8 23802- 
23805 23867-23870 23882 23893-23902 23941-23956 
24005-2401 1 25085-25090 25289-25290 25334-25335 
25347-25354 25368-25369 25403-25407 25966-25968 
26024-26028 26258-26259 26294-26302 26347-26348 
26357 26409-26410 26448-26451 26604-26606 26843 
26860-26862 27048-27049 27105 27147-27149 27225 
27269-27270 27281-27287 27570-27571 27595-27596 
27607-27615 27729-2773927758-27759 27861-27864 
27890-27892 28008-2801 1 28142-28145 2831 1-28313 
28424 28882-28887 29343-29345 29409-29416 29940- 
29953 29958-29959 29962-29963 30233-30235 


adult 
spleen 


Clontech 


SPLcOl 


1 88-191 546-547 667-668 697-699 792-795 934-935 981- 
985 1047 1259-1262 1411-1413 1705-1714 1777 2052- 
2054 2072 2599-2603 2649-2650 3326-3331 3377 3661- 
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3663 3729-3730 3856-3857 4273-4274 4581-4582 4971- 
4974 5279-5283 5581-5583 6403-6404 6450-6451 7917- 
7918 7921-7923 7978-7983 8349-8350 8368-8370 8512- 
8513 8612-8616 8768-8770 8936-8938 8978-8981 9306- 
931 1 9364-9365 9529-9530 9757-9758 9874-9895 9929- 
9935 10516-10518 10531-10534 10870-10872 1 1339- 
11344 11406-11407 11479-11481 11974-11976 12014- 
12015 12140 12475-12476 12642-12644 12651-12652 
13598-13602 13668-13672 13925-13926 14445-14447 
14546-14549 14999-15001 15025-15069 15085 15126- 
15129 15867-15868 15886-15887 15969-15974 16053- 
16058 16233-16235 16636-16637 16652 16860-16870 
17235-17236 17998-17999 18671-18672 18691-18692 
18762-18766 18773-18776 18806-18807 18964-18969 
19059-19065 19211-19212 19370 19401-19402 19422- 
19431 19693 19706-19708 19727-19732 19749-19751 
19943-19946 19953-19957 20069-20071 20111-20112 
20235-20240 20345-20348 20366-20368 20452-20455 
20497-20498 20524-20535 20542-20545 20569-20574 
20614-20615 20733-20734 20747-20751 20788 20816- 
208 1 8 20890-20896 2 1 005-2 1 008 2 1 032-2 1 045 2 1 1 45- 
21148211 97-2 119821 398-2 1 402 2 1 492-2 1 494 21718- 
2 1 724 2 1 729-2 1 733 2 1 925-2 1 93 5 2 1 955-2 1 957 22 1 5 8- 
22159 22227-22239 22309 22312-22313 22336-22342 
22440-22448 22534-22539 22661-22662 22696-22697 
22955-22957 23229-23233 23261-23262 23356-23357 
23379-23381 23433 23543-23544 23761 23906-23910 
25323-25325 25338-25339 26280 26742 26860-26862 
27091 27209-27213 27218 27247-27251 27504-27507 
27510-27511 27544-27545 27600-27601 28050-28059 
28365-28370 301 50-301 56 30240-30242 


stomach 


Clontech 


STO001 


260 524-525 716-717 832-836 934-935 1044-1045 1252- 
1256 1543-1546 1791-1794 1799-1800 1879-1880 1885- 
1 886 1 912- 1 9 1 3 2036 2068 2353 2409 291 3-291 4 3526- 
3529 3676-3678 3720 4652-4654 4673 4751-4755 4795- 
4809 5527-5529 5827-5828 5919-5921 5986-5988 5990- 
5991 61 10 6393-6394 7561-7562 7745-7746 7757-7759 
7890 8074-8076 8084-8085 8132-8136 8216-8218 8689- 
8690 8741-8750 9043-9045 9072-9074 9532-9534 9561- 
9562 9585 9688 9708 9791 9828 9848-9850 10615-10623 
10980-10985 1 1372-11396 11406-1 1407 11609 11731- 
11734 11809 11898-11899 12455-12459 12545-12546 
13576-13579 13925-13926 13954-13956 14137-14138 
14141-14142 14261-14263 14604 15381-15385 15558- 
15560 15576-15577 15988-15990 16652 16860-16870 
17454 18393-18394 18516-18518 18680-18681 18975- 
18977 19225 19362 19372 19401-19402 19498-19499 
19548-19553 19583-19585 19749-19751 19768-19771 
19926-19929 19939 19948-19949 19972-19980 20120 
20133-20136 20208-20214 20243 20265-20270 20432- 
20436 20480-20481 20558 20629-20630 20952-20954 
2 1 248-2 1 252 2 1 256-2 1 262 2 1 892-2 1 894 2 1 979-2 1 982 
22135-22138 22141-22143 22160 22171-22175 22312- 
22313 22336-22342 22358-22359 22571-22581 22607- 
22609 22634-22636 22854-22856 22870-22874 22998 
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23046 23070 231 12-23 1 16 23201-23202 23358-23360 
23492-23493 23543-23544 23599 23798-23799 23841- 
23842 23845-23848 23871-23875 23893-23902 24126- 
24129 25340-25341 25966-25968 26602 27067-27070 
27080-27090 27269-27270 27302-27303 27480-27481 
27657 28204-28209 29328-29331 29358 29418-29419 
29950-29953 30 1 4 1 -30 1 42 30 1 95-30 1 99 


thalamus 


Clontech 


THA002 


124-125 398-399 464-465 901-904 1044-1045 1295-1297 
1334-1336 1514 1547 1806-1807 1809-1812 1817-1818 
1820-1823 1826-1831 1833-1835 1837-1839 1925-1927 
2201 2339 2354-2357 2410-2413 2471-2474 2561-2562 
2675-2678 2806 2983-2986 3 1 82-3 1 87 3322-3323 36 1 8- 
3621 3789-3794 3853-3854 3926-3927 4515-4522 4531- 
4533 4562-4568 4845-4851 4950-4951 5557-5560 5899- 
5902 5992 6040-6042 6166-6168 6176-6183 6282-6283 
6406-6410 7000 7362 7580-7597 7615-7617 7681-7689 
7978-7983 8020 8 1 32-8 1 36 8 1 52-8 1 56 8 1 62 8206-82 1 0 
8230-8232 8253-8257 8701-8705 8716 8724-8732 8771- 
8776 8822-8835 9049-9062 9305-931 1 9382 9535-9537 
9590-9592 9708 9719-9722 9792-9793 9828 9981-9983 
9986-9988 10167-10172 10326-10328 10488-10489 
10780-10782 11405-11407 11460-11464 11766-11768 
11835-11836 11840 11900 11937-11938 12202-12205 
12637 12671-12672 12701-12705 12723 12829-12830 
12978-12981 13500-13502 13552-13555 13796-13809 
14227 14264-14265 14314-14317 14505-14545 14604 
14793-14795 15025-15069 15093-15095 15661-15663 
16096-16097 16118-16120 16141-16143 16787-16788 
16920 16943-16945 17038-17041 17156-17159 17242 
17454-17456 17571-17574 18015-18016 18097-18134 
18651-18654 18691-18692 18796 18842-18845 18919- 
18921 18925-18933 19018 19096-19101 19134 19256 
19260-19262 19295-19296 19306-19307 19355-19360 
19446 19512-19513 19594-19603 19620-19622 19659- 
19661 19674-19678 19727-19732 19800-19803 19814- 
19822 19919-19920 19943-19946 19950-19957 20106- 
201 10 20133-20136 20146-20148 20161-20164 20167- 
20171 20180-20181 20215-20218 20235-20240 20317- 
20320 20406-20407 20432-20436 20456-20468 20514- 
20520 20524-20535 20676-20680 20827-20843 20853- 
20854 21101-21104 21122 21153-21154 21211-21212 
2 1 229-2 1 232 2 1 284-2 1 294 2 1 353-2 1 354 2 1 447-2 1 450 
2 1 463-2 1 465 2 1 477-2 1 479 2 1 492-2 1 494 2 1 554-2 1556 
2 1 7 1 8-2 1 724 2 1 88 1 -2 1 885 2 1 924 22003-22006 22040- 
22041 22047 22080-22083 22090-22091 22120-22127 
22161-22164 22225-22226 22243-22245 22256-22260 
22290-22299 22365 22381-22382 22393 22531-22533 
22570 22625-22628 22661-22662 22690 22870-22874 
22952-22953 22969-22970 23007-23021 23071 23223- 
23225 23229-23233 23342 23412-23414 23420-23421 
23489-23490 23726-23730 23781-23792 23843-23844 
23882 23999-24001 24005-24011 24021-24024 24120- 
24129 24231-24240 24471-24472 25085-25090 25342- 
25343 25374-25375 26205-26206 26359-26360 26375 
26398 26460-26463 26678-26680 27012-27014 27397 
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27482-27485 27662-27672 27750-27756 27781 27819- 
27820 27890-27892 28095-28096 28286 28361-28370 
28468-28484 29363 29508-29518 30189-30194 


thymus 


Clontech 


THM001 


112 180-181 216 227-230 302 329-330 332 524-525 546- 
547 576-578 697-699 796-797 900 934-935 1065-1066 
1210-1211 1259-1262 1346-1347 1431 1499 1548 1551 
1667-1668 1675 1681-1687 1705-1714 1721-1722 1777 
2072-2075 2083-2084 2122-2124 2202-2203 2383-2388 
2570-2574 2636 2806 29 1 3-2920 2993 31283151-3154 
3377 3508-3510 3649-3655 3686 3789-3794 3949-3953 
4067-4072 4137-4139 41 60-4 1 62 4469-4470 4489-4493 
4640-4643 5057-5059 5092-5094 5192 5335-5336 5654 
5808-5812 6289 6403-6404 6450-6451 6488-6489 7216- 
7219 7275-7276 7640-7642 7681-7687 7745-7746 7778- 
7783 7902-7903 81 13-81 14 8132-8136 8163-8173 8253- 
8257 8297-8306 8313-8314 8367 8465 8607-8609 8758- 
8759 8768-8770 8917-8918 8982-8983 9029-9036 9038- 
9039 9049-9062 9196-9200 9391-9392 9456-9458 9472- 
9474 9486 9517-9521 9529-9530 9594-9602 9617-9626 
9739-9742 9794-9795 9826 9828-9832 9851-9852 9857- 
9861 9909-9912 10273-10274 10277 10498-10503 
10508-10512 10520-10530 10533-10534 10537-10538 
10906 11011-11012 11069-11070 11081 11160 11252- 
11273 11314-11315 11345-11350 11406-11407 11476- 
11478 11496-11498 11579-11581 1 1607-1 1608 1 1715- 
11716 11731-11734 11739-11740 11840 11901-11905 
1 1947-1 1950 12121-12126 12202-12205 12283-12284 
12477 12555-12561 12637 12723 12984-12985 13083- 
13086 13107-13117 13556-13562 13581-13583 13592- 
13595 13603-13608 13796-13797 13896-13897 13999- 
14003 14175-14181 14604 14640-14642 14694-14701 
14818-14820 15182-15183 15277-15278 15321-15322 
15344 15392-15396 15406-15407 15438 15568-15572 
15576-15577 15588-15589 15988-15990 16053-16058 
16121-16122 16237 16434-16437 16461-16464 16496- 
16497 16623 16642 16653-16655 16851-16870 16899 
17074-17077 17105-17106 17114 17238-17241 18008- 
18017 18029-18030 18097-18134 18421-18422 18579- 
18581 18583-18584 18629-18632 18644-18650 18655- 
18658 18691-18692 18750-18756 18759-18761 18806- 
18807 18836-18838 18842-18845 18857-18880 18899- 
18903 18947-18950 19001-19004 19068-19070 19209- 
19210 19283-19294 19310-19312 19316-19317 19345- 
19350 19362 19370 19372 19380-19384 19415-19417 
19441 19566 19627 19659-19661 19670-19671 19693 
19706-19708 19727-19732 19736-19742 19749-19751 
19813-19815 19921-19923 19943-19946 19962-19963 
20029-20043 20087-20094 201 1 1-201 12 20128-20129 
201 46-20 1 54 20 1 6 1 -20 1 64 20 1 82-201 88 20208-202 1 4 
20244-20253 20265-20270 20289 20328-20330 20360 
20362 20406-20407 20412-2041 3 2041 5-204 1 7 20425- 
20426 20437-20440 20485-20490 20495-20498 20505- 
20509 20514-20520 20524-20535 20542-20545 20563- 
20567 20621-20624 2063 1-20634 20646-20648 20681 
20698-20707 20753 20767 20853-20854 20881 20897- 
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20900 20973-20976 20985-20988 20991 20999-21004 
21026 21069-21071 21097-21 100 21 105-21 1 1 1 21 123- 
21 127 21 141-21 142 21213-21215 21233-2 1235 21241- 
21252 21297-21298 21353-21354 21377-21397 21405 
2 1 434-2 1 439 2 1 554-2 1 556 2 1 647-2 165521881-21885 
21915-2191621 967-2 1 968 22003-220 1 5 22026-22029 
22070-22073 22160 22165-22168 22195-22198 22208- 
222 1 1 222 1 8-22224 22246-22255 2227 1 -22276 22284- 
22289 22292-22299 22323-22328 22360-22361 22373 
22375-22376 22383-22388 22440-22448 22495 22571- 
22581 22634-22636 22653-22654 22665-22667 22688- 
22689 22700-22701 22737-22739 22760-22762 22794- 
22796 22805-22809 22835-22837 22916-22922 22971 
22973-22976 22978-22979 22991-22994 23051-23052 
23063 23074-23079 23141 23206-23209 23235 23249 
23251 23343-23344 23386-23390 23396-23398 23419 
23448-23450 23492-23493 23543-23544 23700-23701 
23781-23792 23802-23805 23839-23840 23878-23880 
23882 24005-2401 1 24021-24024 25373 25383-25401 
25416-25417 25598-25603 26024-26028 26032 26252 
26280 26341-26344 26359-26360 26409-26410 26691- 
26694 26799-26801 26860-26862 27091 27097 27398- 
27399 27493-27495 27544-27545 27557-27559 27586- 
27587 27600-27601 27636-27639 27814-27815 27825- 
27826 27861-27864 27930-27939 28050-28059 28192- 
28198 28424 28446-28448 28573-28578 29265-29267 
29278-29283 29940-29953 30135-30140 3 0150-30156 
30195-30199 


thymus 


Clontech 


THMc02 


24 108-112 170-171 197-200 215 362 373-374 376-394 
398-399 515-517 532-533 548 576-578 635 708-71 1 785- 
786 864-867 872-875 900 953-954 967 1001-1003 1044- 
1045 1097-1098 1169-1179 1203-1204 1318 1334 1388- 
1401 1414-1417 1431 1453-1454 1476-1477 1569-1570 
1593-1594 1619 1667-1668 1678-1687 1692-1693 1705- 
1714 1777 1792-1794 1860 1879-1880 1925-1927 1967 
2030 2085-2 1 0 1 2 1 1 4-2 1 1 6 2 1 22-2 1 29 2202-2203 23 83- 
2388 2396-2400 2404-2406 2409 2475-2476 2599-2603 
2692-2694 2745 2828-2845 2874-2876 2889-2891 2937- 
2938 2951-2955 2988-2991 3006-3008 3035-3039 3077 
3080-3084 3086-3087 3089-3090 3093-3096 3098-3109 
31 12-3123 3125-312831303136-31383140-31463151- 
3 1 54 3 1 82-3 1 87 3213 3326-333 1 3374-3376 3421-3422 
3477-3478 3508-3510 3679-3680 3684 3729-3730 3766- 
3775 3778-3779 3781-3784 3789-3794 3906 3998-4002 
4140-4143 4334-4335 4358-4361 4386-4387 4408-4409 
4489-4493 4536-4538 4569-4573 4581-4582 4728 4738- 
4750 4795-48094967-4968 4975-4978 4984-4985 5121 
5139-5140 5253-5266 5279-5283 5333 5335-5341 5480- 
5482 5527-5529 5581-5583 5700 57 1 7-57 1 8 5805-58 1 2 
5919-5921 5943-5945 5973-5975 6005-6006 601 1-6021 
6084 6 1 35-6 1 36 633 1 -6334 640 1 -6402 6405 6450-645 1 
65 1 6-65 1 9 6529-6532 6536-6543 6546 655 1 -6567 6877- 
6878 7245-7248 7264-7266 7272-7273 7302-7303 7358 
7481 7607 7615-7617 7648-7653 7681-7687 7806-7808 
7815-7818 7972-7975 7984-7985 8013-8016 8047-8048 
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8059-8063 81 13-8116 8132-8136 8206-8210 8250 8258- 
8262 8301-8306 8351-8360 8422-8448 8453-8460 8465 
8490-8491 8502-8503 8519-8525 8539-8542 8588-8597 
8688 8758-8761 8771-8779 8790-8799 8917-8918 8998- 
9001 9013-9020 9029-9030 9049-9067 9075-9078 9306- 
931 1 9316 9353 9420-9423 9456-9458 9482-9485 9506- 
9509 9531 9603-9604 9617-9626 9726-9727 9729-9731 
9743-9744 9763-9769 9782-9783 9826 9848-9850 9857- 
9861 9874-9895 9909-9924 9929-9935 9965-9980 9984- 
9992 9997-10009 10015-10016 10161-10163 10167- 
10196 10273-10274 10281-10304 10306 10326-10328 
10454-10457 10470-10473 10498-10503 10506-10507 
10531-10532 10588-10591 10628-10630 10638-10639 
10931-10933 10941-10942 11024-11025 11081 11161- 
11197 11212-11216 11220-11221 1 1308-1 1310 1 1314- 
11315 11339-11344 11493-11494 11546 11658-11659 
11680-11691 11745-11748 11840 11901-11905 12050- 
12056 12117-12118 12175-12181 12192-12193 12202- 
12205 12245-12253 12312-12328 12331-12332 12362 
12374-12377 12434 12562-12563 12590-12592 12606- 
12612 12623-12636 12638-12640 12723 12729 12785- 
12787 12796-12798 12805-12806 12824-12827 12829- 
12830 12869-12870 12872-12881 12973-12974 12997- 
12999 13505-13511 13517-13523 13668-13672 13796- 
13797 13854-13860 13865-13866 13954-13956 14004 
14044-14045 14100 14127-14128 14137-14138 14187- 
14191 14313 14380-14381 14552-14555 14557 14607- 
14609 14661-14669 14673-14683 14787-14788 14822- 
14838 14999-15001 15019-15024 15096 15182-15183 
15257 15277-15278 15300-15301 15329-15340 15358- 
15359 15392-15396 15439-15442 15454-15456 15480- 
15484 15496-15525 15545-15546 15551-15562 15576- 
15577 15600-15601 15653-15656 15661-15663 15726- 
15741 15861-15868 15878 15881-15883 15890-15895 
15988-15990 16053-16058 16075-16079 16158-16159 
16163-16164 16237 16352-16353 16403-16407 16418- 
16421 16470-16472 16614-16615 16623 16636-16637 
16642 16653-16655 16771-16772 16812-16814 16836- 
16842 16873-16874 16894-16896 16911-16912 16946- 
16953 17043-17057 17074-17077 17094-17103 17105- 
17106 17112-17116 17145-17146 17297-17306 17356- 
17358 17455-17464 17579 17924-17926 17939 17951- 
17952 18004 18015-18017 18029-18030 18062-18064 
18097-18134 1 8157-18160 1 8376-18379 1 8400-18402 
18412-18418 18421-18422 18562-18576 18629-18632 
18644-18650 18668-18670 18673-18677 18691-18692 
18717-18718 18750-18758 18761 18767-18769 18789- 
18793 18825-18828 18842-18845 18882-18888 18899- 
18903 18910 18919-18921 18955-18959 18964-18969 
19001-19004 19059-19065 19096-19101 19134 19266- 
19267 19283-19296 19306-19307 19331-19340 19350 
19363-19364 19370 19380-19384 19387-19402 19415- 
19417 19438-19440 19464-19466 19487 19515-19521 
19526-19531 19563 19567-19573 19598-19601 19604- 
19607 19625 19663-19668 19670-19671 19693 19699 
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19706-19708 19733-19748 19752-19755 19759-19763 
19804-19808 19814-19815 19823-19854 19915-19918 
19921-19923 19926-19929 19938-19939 19948-19949 
1 9953- 1 996 1 1 9965- 1 9980 20029-20043 20074-20079 
20106-201 12 20122-20130 20137-20145 20167-20171 
20208-20214 20231-20234 20244-20249 20274-20278 
20289-20296 20345-20354 20357-20359 20401-20405 
20441-20446 20456-20468 20472-20474 20476-20479 
20485-20496 20502-20503 20505-205 1 0 205 1 4-20553 
20558-20574 20599-20606 206 1 6-20636 20639-20641 
20646-20652 20676-20680 20698-20707 2071 8-20725 
20727-20734 20753 20789-20791 20819-20821 20824- 
20843 20853-20854 20868-20870 20879-20880 20890- 
20900 20924-20925 20938-20942 20952-20954 20957- 
20962 20977-20988 2 1 005-2 1 008 2 1 0 1 6-2 1 020 2 1 026- 
2 1 045 2 1 060-2 1 066 2 1 072-2 1 087 2 1 097-2 1 1 00 2 1 1 05- 
21111 21 123-21 127 21 133-21 135 21 176-21 180 21 194- 
21 198 21208-21215 21233-21235 21241-21247 21277- 
21280 21295-21296 21301-21303 21359-21360 21377- 
21397 21410-21414 21417 21428-21433 21440-21445 
2 1 447-2 1450 21 492-2 1500 21516-21530 21554-21556 
21647-21655 21729-21733 21881-21885 21891 21915- 
21916 21 924-2 1928 2 1 948-2 1 950 2 1 962-2 1 968 2 1 975- 
2 1 977 2 1 989-2 1 993 22007-220 1 5 22020-22029 22074- 
22079 22090-22094 22 1 0 1 -22 1 07 22 1 28-22 1 3 8 22 1 52- 
22 1 56 22 1 6 1 -22 1 64 22 1 7 1 -22 1 77 22204-22207 222 1 2- 
22224 22253-22276 22284-22299 223 1 0-223 1 1 223 1 9- 
22322 22336-22346 22349-22350 22358-22361 22365- 
22371 22377-22380 22383-22388 22440-22448 22495 
22561-22565 22571-22581 22607-22609 22644-22651 
22653-22654 22663-22664 22678-22679 22690 22708- 
22709 22763-22764 2280 1 -228 1 6 22823-22827 22835- 
22837 22854-22858 2291 1 22925-22926 22941-22947 
22971 23007-23021 23046 23051-23052 23063 23066- 
23067 23074-23076 23085-23086 23098-23101 23109- 
23 1 1 1 23 1 25-23 136 23 1 38-23 1 40 23206-23209 232 1 2- 
232 1 5 232 1 8-232 1 9 23252-23256 2326 1 -23262 23343- 
23344 23346 23356-23357 23379-23385 23392-23398 
234 1 5-234 1 8 23439-23450 23470-23472 23486 23492- 
23496 23521-23523 23555-23565 23675-23681 23704 
23718-23719 23731-23742 23760-23767 23802-23805 
23812-23813 23834-23835 23839-23840 23845-23848 
23865 23867-23870 23903-23904 23990-23992 24014- 
240 1 8 2402 1-24024 24035-24040 2448 1 -24490 25289- 
25290 25323-25325 25347-25354 25383-25401 25461- 
25470 26029-26031 261 16-26120 26270-26279 26294- 
26302 26337 26341-26344 26373-26374 26383-26385 
263 89-26393 264 1 5 26455-26459 26467-26470 266 1 0- 
26612 26657-26659 26732 26742 26757-26771 26796- 
26798 26855-26857 26879 26882-26884 27100-27102 
27 1 27-27 1 32 27 1 73-27 1 74 272 1 8 27247-2725 1 27269- 
27270 27497-27500 27520-27521 27562-27563 27586- 
27587 27600-27601 27621 27649-27654 27674-27676 
27784-27788 27807-27808 278 1 2-278 1 3 27865-27868 
27938-27939 27995-27998 28001-2801 1 28018-28039 
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SEQ ID NOS: 








28042-28043 28045-28086 28099-28100 28142-28145 
28 1 92-28 1 98 28263-28268 28286 283 1 5-283 1 6 28360 
28363-28364 28424 28468-28484 29250-29252 29278- 
29283 29304-29308 29328-29337 29343-29345 29354- 
29357 29432-29435 29529-29534 29655-29659 30150- 
30156 30189-30199 30361-30368 


thyroid 
gland 


Clontech 


THR001 


197-200 22 1 255-256 259-260 309 324-325 329-330 333- 
335 395 464-465 524-525 546-547 635 656 684 690-691 
847-848 852-859 872-875 891 900-904 913 919-922 929- 
931 957-958 969-971 981-985 1034-1037 1047 1092- 
1094 1109-1110 1123-1127 1235-1237 1242 1273-1279 
1307 1337 1409-1410 1431 1453-1454 1467-1469 1488- 
1489 1553-1555 1557-1559 1667-1668 1675 1705-1714 
1828 1840 1850-1852 1856-1860 1862-1863 1865-1873 
1879-1880 1885-1889 1912-1913 1925-1927 1945-1946 
1964-1966 1969-1970 1990 2058 2062 2130-2131 2222- 
2226 2275-2276 2306 2354-2355 2360-2367 2383-2388 
2393-2395 2471-2474 2480-25 11251 3-2514 2540-254 1 
2597-2603 2663-2665 2679 2779 2806 2826-2827 2871- 
2873 295 1-2955 2983-2986 2988-2989 3004 3006-3008 
3107-3108 3131 3 1 44-3 146 3 1 51-3 154 3306-3308 3310- 
33 1 1 33 16-3321 3366 3377 3433 3441-3442 3448-3450 
3466 35 12-35 14 3526-3529 3555-3558 3565-3588 3679- 
3682 3693 3763-3765 3789-3794 3834-3835 3944-3955 
4067-4072 41 24-4 1 26 4 1 60-4 1 62 4489-4493 4512-4516 
4555-4556 4562-4573 4607 4612-4614 4655 4666 4701- 
4704 4712-4713 4720-4725 4785-4789 4795-4809 4868- 
487 1 497 1 -4974 5065 5073 5 1 09-5 1 15 51 18 5192 5276- 
5278 5285-5287 5335-5336 5519-5521 5802 5805-5807 
5823 5846 5899-5906 5919-5921 5994-6000 6106-6109 
6155-6159 6284-6288 6290-6296 6300 6341-6343 6386 
6403-6404 6490 6533-6535 6542-6543 6551-6567 6859- 
6876 6982-6984 7203 7209-7212 7216-7219 7350-7352 
7450-7451 7482-7517 7536-7541 7554-7555 7608 7611- 
76 1 2 76 1 5-76 1 7 7630-763 6 767 1 -7673 7678-7687 770 1 - 
7703 7734-7736 7757-7759 7763-7770 7805-7808 7815- 
7818 7822 7972-7975 7978-7983 7988 7990-7992 7994 
8002 8049-8056 8059-8063 8070 8079 8087-8089 8113- 
8114 8137-8159 8161 8174-8177 8206-8213 8221-8229 
8234 8249 8251-8265 8297-8300 8313-8314 8349-8362 
8368-8369 8383-8389 8409-8414 8434-8452 8465-8476 
8497-8499 8506-8508 8512-8513 8534-8535 8537-8550 
8607-8609 8751-8753 8762-8767 8917-8933 8997 9037 
9040-9045 9072-9074 9264-9265 9331-9333 9360-9361 
9391-9392 9395-9396 9408-9414 9429-9430 9444-9448 
9460 9472-9477 9486-9488 9522-9534 9561-9566 9617- 
9626 9682-9683 9709-9713 9726-9727 9729-9731 9735- 
9738 9757-9762 9770-9771 9782-9783 9794-9795 9828 
9835-9840 9848-9852 9899-9904 9923-9924 9929-9935 
9954-9955 9965-9968 9981-9983 9989-9992 9997-10009 
10015-10016 10025-10026 10033-10037 10164-10166 
10275-10276 10278 10306 10311 10326-10328 10451- 
10453 10470-10473 10490-10493 10498-10503 10520- 
10522 10533-10534 10537-10538 10543-10549 10592- 
10594 10609-10611 10615-10623 10627 10881-10883 
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SEQ ID NOS: 








10895-10898 10903 10931-10933 10945 10957-10958 
10971 10980-10985 11035-1 1037 1 1042-1 1044 1 1071- 
11075 11081 11135 11147-11156 11160 11217-11219 
1 1274-1 1275 1 1295-1 1296 1 1345-1 1350 1 1419-1 1422 
11468-11472 11476-11478 11546 11607-11608 11660- 
1 1661 1 1731-1 1734 1 1766-1 1768 1 1780-1 1782 11811- 
11832 11835-11836 11842 11901-11905 11921-11930 
12011-12015 12017-12022 12175-12176 12186-12193 
12206-12208 12225 12241-12244 12259-12262 12366- 
12397 12470-12471 12486-12518 12545-12546 12555- 
12559 12615-12618 12637 12723 12729 12760-12762 
12785-12787 12796-12798 12803-12804 12829-12830 
12968-12969 12975-12976 12978-12981 12984-12992 
12997-12999 13087-13089 13107-13117 13425-13495 
13531-13535 13560-13562 13592-13595 13603-13605 
13931-13933 13954-13956 14023-14026 14058-14059 
14130-14131 14170-14172 14206 14228-14238 14261- 
14263 14298-14305 14382-14385 14505-14545 14604 
14626 14644-14648 14650-14651 14666-14668 14681- 
14685 14784 14789-14791 15182-15183 15257-15259 
15290-15293 15306-15320 15332-15335 15345-15346 
15358-15359 15386-15388 15400-15403 15454-15456 
15538-15541 15545-15546 15576-15577 15588-15589 
15661-15663 15699-15700 15789-15814 15869-15870 
15880 15902-15903 15988-15990 16044-16046 16075- 
16079 16096-16097 16121-16122 16130-16132 16168- 
16171 16200-16201 16219-16220 16269-16270 16279- 
16280 16451-16452 16461-16464 16470-16472 16484- 
16486 16496-16497 16535 16557 16570-16573 16579- 
16582 16623 16632-16634 16636-16637 16652 16686- 
16693 16727-16729 16851-16853 16875-16877 16894- 
16896 16911-16912 16921-16923 16943-16945 16954- 
16961 17038-17041 17046-17057 17094-17100 17105- 
17111 17131-17132 17237-17242 17279 17284-17285 
17330-17332 17335-17339 17372-17374 17441-17450 
17454-17456 17493-17496 17610-17636 17924-17926 
17958-17962 17998-17999 18001-18003 18015-18016 
18029-18030 18376-18377 18421-18425 18492-18494 
18500-18501 18533-18534 18536-18537 18625-18626 
18655-18660 18671-18672 18691-18692 18717-18718 
18723-18726 18730-18732 18738-18744 18767-18769 
18778-18780 18787-18789 18796-18804 18806-18807 
18825-18828 18835-18838 18842-18845 18857-18880 
18894-18903 18910 18919-18921 18925-18935 18941 
18946-18950 18960-18973 18976-18977 18996 19001- 
19009 19029-19035 19045-19048 19055 19057-19058 
19062-19066 19074-19083 19096-19101 19106-19118 
19138-19140 19142-19148 19154-19155 19159 19254- 
19255 19257 19266-19267 19274 19283-19294 19306- 
19312 19316-19317 19345-19360 19362 19370 19380- 
19402 19405-19406 19415-19417 19422-19434 19442- 
19444 19458-19461 19484-19486 19494-19496 19515- 
19521 19548-19553 19560-19562 19564-19566 19574- 
19578 19593 19604-19608 19617-19619 19627-19655 
19667-19668 19683-19687 19689-19693 19727-19735 
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19743-19751 19756 19759-19763 19768-19772 19804- 
19808 19814-19822 19855-19856 19921-19929 19933- 
19937 19939-19946 19948-19949 19953-19957 19962- 
19963 19965-19967 19972-19981 20015-20017 20029- 
20043 20048-20065 20074-20079 20087-20094 20099- 
20 1 02 20 1 06-20 113 20120 201 22-20 12720130-20132 
20 1 37-20148 20 1 67-20 1 79 20 1 89-20 1 94 20208-202 1 4 
20235-20240 20250-20253 20265-20270 20274-20278 
20289-20296 20299 20305-20307 203 1 6-20320 20328- 
20330 20345-20354 20391-20400 20415-20417 20425- 
20431 20437-20451 20485-20490 20497-20498 20501 
205 1 0-20520 20524-20535 20537-20545 20554-20567 
20575-20578 20614-20619 20642-20643 20676-20681 
20686-20688 20698-2071 1 20726-20732 20752-20753 
20758-20766 20789-20797 20806-20812 20819-20821 
20824-20849 20853-20854 20858-20863 20865 20881 
20890-20900 20922-20923 20929-20935 20943 20952- 
20956 20963-20972 20977-20988 20991 20999-21004 
2 1 027-2 1 045 2 1 060-2 1 066 2 1 069-2 1087 21 097-2 1114 
21 122 21 145-21 151 21202-21207 21223-21226 21233- 
21235 21248-21252 21256-21271 21277-21294 21301- 
21303 21326-21334 21340-21342 21351-21352 21377- 
2 1 397 2 1 408-2 1 409 2 1 434-2 1 43 9 2 1 447-2 1 450 2 1 45 8- 
2 1 46 1 2 1 477-2 1 482 2 1 495-2 1 500 2 1 5 1 6-2 1 530 2 1 5 87- 
21655 21913-21921 21929-21935 21967-21968 21973- 
2 1 974 2 1 978 2 1 989-2 1 993 2 1 995-220 1 8 22020-22029 
22042-22044 22050-22059 22074-22076 22092-22094 
22097 22 1 1 5-22 1 1 6 22 1 4 1 -22 1 43 22 1 52-22 156 22160 
22187-22192 22195-22198 22204-22226 22246-22255 
2227 1 -22289 22292-22299 223 1 4-223 1 8 22323-22328 
22333-22335 22343-22348 22358-22359 22365-22371 
22383-22388 22399-22408 22434-22435 22440-22448 
22495 22534-22539 22553-22558 22560 22571-22581 
22599-22602 22607-22609 22622-22628 22634-22643 
22653-22654 22661-22662 22700-22701 22707 22741- 
22742 22760-22762 22768-22770 22805-22816 22823- 
22829 22833-22834 22846-22849 22854-22858 22870- 
22874 22927-22938 22948-22950 22955-22957 22969- 
22971 22991-22994 23047-23050 23059-23060 23066- 
23067 23070-23071 23074-23076 23085-23086 23098- 
23 1 0 1 23 1 1 7-23 1 1 9 23 1 23-23 1 24 232 1 8-2321 9 23242- 
23244 23249 2325 1 23261-23262 23358-23360 23382- 
23385 23392-23395 23439-23447 23470-23472 23489- 
23493 23510-23511 23514-23518 23524-23525 23532- 
23539 23543-23544 23682-23686 23704 23718-23719 
23761 23771-23780 23793-23797 23806-23809 23827- 
23833 23843-23844 23856-23860 23871-23877 23890- 
23892 23906-23910 23941-23956 23999-24001 24005- 
2401 1 24014-24018 24026-24028 24056 24126-24129 
24772-24774 25306 253 1 6-253 1 8 25323-25325 25334- 
25335 25340-25341 25370-25375 25534-25536 25966- 
25968 26024-26028 26195 26209-26213 26235-26236 
26248-26252 26294-26302 26307-26309 26316-26321 
26327 26337 26341-26344 26349 26359-26365 26373- 
26374 26383-26385 26401-26402 26405 2641 1 26424 
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26440-26445 26453 26596-26602 26615-26616 26732 
26737 26796-26798 26843-26845 26850-26852 26858- 
26862 26876-26879 26891-26892 26980-26984 26988 
27048-27049 27052 27074-27077 27091 27105 27122- 
27126 27147-27149 27209-27213 27229-27232 27269- 
27270 27275-27276 27414-27431 27439-27443 27468 
27486-27492 27496 27498-27500 275 1 0-275 1 1 27589- 
27592 27602-27606 27622 27636-27639 27649-27654 
2765 8 27662-27672 27698-27699 27726-2773 9 27744- 
27748 27767-27768 278 1 6-278 1 8 27840-27844 27848- 
27852 27861-27864 27890-27892 27896-27927 27989- 
27990 28019-28038 28097-28100 28142-28147 28161 
281 92-28 1 98 28204-28209 28290-28292 283 1 1 -283 1 3 
283 15-283 16 28361-28362 28365-28370 28420 28424 
28435-28439 28464 28468-28484 291 17-29123 29278- 
29283 29309-29314 29332-29337 29364-29366 29378- 
29379 29940-29953 30 1 35-301 42 30150-30156 30195- 
30199 30224-30232 30240-30242 30361-30368 


trachea 


Clontech 


TRC001 


177-178 180-181 255-256 395 518-519 546-547 847-848 
919-922 934-935 1312-1313 1431 1561 1667-1668 1875- 
1877 1879-1880 1884-1892 2015-2018 2370-2373 2516 
2926 295 1 -2955 300 1 3 1 65-3 1 69 3322-3323 3441-3442 
3525 3622-3623 3676 3840-3852 3949-3953 4067-4072 
4151-4155 4158-4159 4386-4387 4515-4516 5056 5253- 
5266 5337-5341 5530-5531 5846 6002-6004 61 13 6226- 
6234 7618-7621 7745-7746 7794 7806-7808 7988 8041- 
8042 8342 8449-8452 8510-851 1 8543-8550 8576-8582 
8919-8933 9049-9062 9264-9265 9531 9729-9731 9739- 
9742 9786-9790 9828 9848-9850 10306 10449-10450 
10551-10554 10869 10980-10985 1 1123-1 1 124 1 1252- 
11273 11731-11734 11906-11907 12360 12374-12377 
12432-12433 12760-12762 12872-12881 13609-13612 
13632-13633 14004 14048-14053 14058-14059 14105- 
14106 14170-14172 14207-14208 14546-14549 14604 
15290-15291 15491-15495 15588-15589 16434-16437 
16636-16637 16666-16667 16727-16733 17073 17455- 
17456 17958-17962 18527 18633-18637 18673-18677 
18796 18857-18880 18882-18888 18894-18896 18975 
19057-19058 19074-19080 19084-19085 19138-19140 
19362 19370 19401-19402 19422-19431 19494-19496 
19749-19751 19764-19767 19953-19957 19962-19963 
19972-19981 20257-20262 20265-20270 20289-20296 
20441-20451 20472-20474 20548-20553 20631-20634 
20698-20707 20727-20732 20792-20797 20813-20815 
20929-20932 20952-20954 20973-20976 21060-21066 
2 1 097-2 1 1 00 2 1 1 37-2 1 1 40 2 1 1 7 1 -2 1 1 74 2 1 297-2 1 298 
2 1 403-2 1 404 2 1 4 1 0-2 1 4 1 6 2 1 447-2 1450 21 973-2 1 974 
2 1 978 22 1 35-22 1 38 22 1 71 -22 1 75 22358-22359 223 83- 
22388 22455-22465 22551-22552 22634-22636 22760- 
22762 22828-22829 22870-22874 22955-22957 22969- 
22970 22972 23071 23222 23261-23262 23382-23385 
23726-23730 23762-23763 23827-23833 23871-23875 
23890-23892 24126-24129 24772-24774 25306 25347- 
25354 26270-26272 26341-26344 26469-26470 26665- 
26666 26876-26879 27052 27129-27132 27557-27559 
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27600-2760 1 278 1 4-278 15 2781 9-27820 28 1 42-28 1 45 
28233 29367 30141-30142 


uterus 


Clontech 


UTR001 


124-125 188-191 227-230 251-252 301 329-331 738-740 
919-922 1028 1047 1453-1454 1562-1564 1705-1714 
1893-1901 1912-1913 2366 2374-2377 2926 2988-2989 
3001 3205-3207 4557-45604712-4713 4971-4974 5903- 
5906 5919-5921 61 14-6136 6235-6237 6403-6404 6533- 
6535 6625-6626 6932-6938 7678-7680 7728 7771 7798- 
7801 7921-7923 7946 8010-8012 8084-8085 8090-8093 
8137-8141 8313-8314 8368-8370 8415 8420-8421 8689- 
8690 9072-9074 9264-9265 95 1 7-9521 9535-9537 9577- 
9578 9828-9832 9848-9850 9929-9935 9953 10033- 
10037 10268-10272 10508-10512 10537-10538 10980- 
10985 11071-11075 11135 1 1505-1 1506 1 1546 1 1609 
11731-11734 11803-11804 12023-12026 12046-12049 
12190-12191 12378-12397 12432-12433 12894-12897 
13107-13117 13592-13597 13888-13895 13954-13956 
14058-14059 14261-14263 14445-14447 14604 14650- 
14651 14988-14992 15182-15183 15187-15189 15290- 
15291 15390 15576-15577 15699-15700 15855-15857 
16145-16146 16174-16176 16600 16643-16648 16716- 
16723 16851-16853 17330-17332 17454 17958-17962 
18015-18016 18527 18655-18658 18673-18677 18761 
18789 18825-18834 18894-18896 18899-18903 18936- 
18939 19036-19039 19074-19083 19362 19370 19375- 
19379 19387-19389 19442-19444 19560-19562 19609- 
19615 19693 19727-19732 19764-19767 19816-19818 
19926-19929 19933-19937 19950 19981 20029-20043 
20120 201 22-20 1 27 20 1 46-20 1 48 20 1 5 1 -20 1 54 20289- 
20296 20298 20328-20330 20366-20368 20401-20405 
20427-20431 20469-20471 20491-20494 20554-20557 
20602-20606 20629-20630 20649-20652 20689-20692 
20753 20758-20767 20801-20805 20858-20862 20864 
2093 8-20942 2 1 005-2 1 008 2 1 072-2 107521213-21215 
21281-21294 21377-21397 2191 1-21912 21955-21957 
21978-21982 22019-22025 22050-22055 22090-22091 
22 1 87-22 1 92 222 1 8-22224 2225 1 -22252 2226 1 -22264 
22358-22359 22362-22364 22373 22405-22408 22571- 
22581 22622-22624 22644-22651 22663-22664 22887- 
22891 22955-22957 22969-22970 23047-23050 23094- 
23097 23141 23425-23427 23439-23447 23543-23544 
24029-24033 24 1 30-24 1 44 25085-25090 25340-2534 1 
25374-25375 25416-25417 26221-26223 26270-26272 
26285-26290 26327 26607-26609 26676-26677 26755- 
26756 26853-26854 26860-26862 27 1 73-27 1 74 27294 
27348-27353 27493-27496 27602-27606 27636-27639 
27649-27654 27729-27739 27861-27864 27896-27927 
281 05-28 1 21 28 1 33-28 1 37 283 1 1 -283 1 3 28424 28426- 
28428 29339-29340 29378-29379 29962-29963 30150- 
30156 



*The 16 tissue-mRNAs and their vendor source, are as follows: 1) Normal adult brain mRNA 
(Invitrogen), 2) normal adult kidney mRNA (Invitrogen), 3) normal adult liver mRNA (Invitrogen), 
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4) normal fetal brain mRNA (Invitrogen), 5) normal fetal kidney mRNA (Invitrogen), 6) normal 
fetal liver mRNA (Invitrogen), 7) normal fetal skin mRNA (Invitrogen), 8) human adrenal gland 
mRNA (Clontech), 9) human bone marrow mRNA (Clontech), 10) human leukemia lymphablastic 
mRNA (Clontech), 11) human thymus mRNA (Clontech), 12) human lymph node mRNA 
5 (Clontech), 13) human spinal cord mRNA (Clontech), 14) human thyroid mRNA (Clontech), 15) 
human esophagus mRNA (BioChain), 16) human conceptional umbilical cord mRNA (BioChain). 
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Nucleotide local 
of peptide seque 



:e ( X=Unknown, 
nucleotide insertion) 
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SEQ1D 


SEQ ID NO: 


Met 


SF.Q ID NO: 


Nucleotide 




Amino acid sequence ( X=Unknown, 


NO: 




hod 


in USSN 


locution of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon Tor peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


52 


J0420 


B .. 


5 i 




258 




53 


30421 


B 


54 




624 




54 


30422 


C 


55 


166 






55 


30423 1 


B 


56 


298 j 


— 

j80 




56 


30424 , — | 


C 


— 




SJ9 




57 


30425 


B 


58 


— 


i 57 . 




58 .. 


30426 


B 


59 




447 




59 


30427 .. 


B 


60 




579 




60 


30428 


B 


61 




! 059 




61 


30429 


R . 


62 




816 




62 


30430 


B 


6j 




558 




63 


30431 




64 









64 . 


30432 


- 


65 




555 




65 


30433 




B . 


66 




648 




66 


30434 


B ■ 


67 




798 




67 


30435 


8 


68 




1455 




68 


30436 


B 


69 




1278 




69 


30437 


B 


70 


88 


3012 




70 


30438 


B 


71 




W92 




71 


30439 




72 


575 


1033 




72 


30440 





73 


644 


926 




73 


30441 




B 


74 




1239 




74 


30442 


B 


75 .„._ 




1074 




75 


30443 


B 


76 


81 . .. 


467 




76 


30444 


C ... 


77 


44 


286 




77 


30445 


B 


78 




297 




78 


30446 


B 


79 




978 




79 


30447 


B 


80 


72 


715 




80 


30448 


B 


8 J 









81 


30449 


- — - 


82 





— 




82 


30450 




83 


_ 

22 


420 




83 


30451 


C 


84 


201 


733 




84 


30452 


C 


85 


417 ... 


575 




85 


30453 


B 


86 




267 




86 


30454 


B 


87 


1 12 


738 




87 


30455 








379 




88 


30456 


- — 

B 


— 

89 


— 

77 


399 






30457 




?I! 




420 




90 


30458 


- — 

B 


91 


— 


i 4 -^ 




91 


30459 


C 


92 


22 






92 


30460 


- — > 


93 




, 




93 


30461 ... 


B 




142 




rm 




94 


30462 


B 


— 

95 


887 


^434 




95 


30463 


B 


96 




x ~\- 




96 


30464 


B 


97 


1 


1197 






|^|| 


|— 


?J 




^ 




?i 








T 






99 


30467 


B 


100 




651 




100 


30468 


B 


101 


233 


556 




101 


30469 


B 


102 


192 


883 




102 


30470 


C 


103 


65 


274 





230 
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SF.Q ID NO: [Nt 
USSN 

40,217 codon for peptide 



iucleotide location of 
f peptide sequence 
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SEQ1DNO: 
of peptide 

Sequence 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 

ion of first 
codon for peptide 



kmino acid sequence ( X=Unknown, 
=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 



232 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


205 


j057j 






-j— 


===== 
^ 






^-4. 


- 


2T 




_ 




_ 

207 


j0575 


- — 


— j 


— 








£0576 


— 


— 


— 


^— 




_ 







216 




— 










— 

30578 


- 

- 


"— 


— 


485 




— 

2U 


30579 






r~ 






212 


£0580 







219 




252 




377 




2b 


j0581 


— 
5 




~ 








30582 









~TT 

^TT 




— 

215 


— Li 


- 


— 




— 







216 


30584 





223 


— 

44 


882 




217 


30585 


- 












j0586 







225 




87 




312 




— 

219 


30587 





226 


— 


— 




220 


30588 





227 


11 


286 




221 


30589 




C 


228 


H45 







222 


303% 




^ 




1 — 






3039J 














— 

224 


3(b92 







231 







^ 




225 


3059 


— 




7T 






226 


30594 


- — 


— 

— 




613 


— 

— 




227 









234 


— 







228 




30596 












229 


j0597 





— 

_£6_ 


— 

_ 









2j0 


,0398 





237 


106 


600 




231 


j0599 


B 


238 








232 


j0600 













233 


£060] 


- 


— 

240 


— 




356 




234 


£0602 


- 

5 


241 




^- 













— 






2j6 




30604 





— 

243 







288 




^ 


30605 




244 








2j8 


30606^ 


- 






~4 













^— 


— 


— — 

-— 




_ 

240 


— 




— 















— 


— 


— 






242 


— — — 









9^ 


— 


-— 






^ — 












— 




— 






— 


— — 


— 

— 






245 




30613 




— 




252 




— 


— 




246 


30614 








44j 




31Z 


^TT, 


— 


— 


— 










— 


— 


— 

! 


ijirr 




— - 

249 


- 

30617 




B 




256 


450 




3131 




Mr — 


Jo^ — 


5— 


^ 


90^0 


2^7T 


















252 


30620 


B 


259 


65 


689 




253 


30621 


C 


260 


1 


321 




254 


30622 


B 


261 


1 


137 




255 


30623 


B 


262 


34 


282 





233 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


256 


30624 


B 


263 


46 


856 




257 


30625 


C 


264 


l57 .. 


468 




258 


30626 


B 


265 ..„ 


148 


403 




259 


30627 


C 


266 


248 


481 




260 


30628 


B 


267 1 


171 


j9j 




261 


30629 




268 




12Z 8 . 




262 


30630 1 


- — 


269 


- 

1 1 


55<) 




263 


3063 }.. — 


- — 

B 


270 


1 


1455 




264 


30632 


B 


271 


171 


602 




265 


30633 


B 


272 


1 


]056 




266 


30634 


B ... 


273 


1 


1101 




267 


30635 


B 


274 


1 


2jj5 




268 


30636 






30j . 


419 




269 . 


30637 


- — , 
B 


— 

276 


1 


615 




270 


30638 1 


B 


277 


1 


54j 




271 


30639 ...... 


B 


278 


1 


1602 




272 


30640 


C 


279 


585 


1001 




273 


30641 


C 


280 


260 


379 




274 


30642 


B 


281 


1 


1437 




275 


30643 


C 


282 


22 


— \ 




276 


30644 


B 


283 .. 


1 1 


84j 




277 


30645 




284 


142 


2796 




278 


30646 


- — 

B 


285 


458 


ZilZ 




279 


30647 


B 


286 


84 


186 




280 


30648 


C 


287 


67 


229 




281 


30649 


C 


288 




245 




282 


30650 


- — I 


289 .. 


125 


2j2 




283 


30651 




290 


1 . 


394 




284 . . 


30652 


— 

B 


291 


376 


670 




285 


30653 


C 


292 


82 


405 




286 


30654 [ 




293 


j5 


651 




287 


30655 


- — i 

— 1 


294 


56 


487 




288 


30656 


C 


295 




498 




289 


30657 




296 


1 18 


26] 




290 


30658 


— 


297 


— 


I 868 




291 


30659 




298 




\665 




292 


30660 




299 


— 


108 






3066 J 


— 


300 


— 






— 

294 


30662 


— 
- — 


301 




1 


— 

— 




295 


IPi 6 ^ 












296 






— 


- 


~ 




297 


- 

30665 







304 


- — 




669 




298 


30666 


— 


305 




416 


820 




299 


30667 




306 


253 


837 




300 


30668 


- 

B 


307 


44 


475 




fbl 





|— 


|^| 


2ii 


|P 


















303 


30671 


B 


310 


1 


393 




304 


30672 


B 


311 


1 


1259 




305 


30673 


B 


312 


24 


434 




306 


30674 


B 


313 


44 


2687 





234 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 




codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possihle nucleotide insertion) 










sequence 






307 


j>0675 


B 


314 




154 




308 


30676 


B 


3 !.. 5 


288 


770 




309 


30677 


B 


316 . 


85 


68j 




310 


30678 


B 


317 


1 


873 




311 


30679 


B 


318 


1 


1737 . 




312 


30680 


C 


319 


'. ... 


690 




313 


30681 


B 


320 


? 8 


1487 




314 


30682 


B 


321 


1 


816 




315 


30683 


B 


322 


25 


772 




316 


30684 


B 


j23 


42 


271 




317 


30685 


C 


j24 


16 


159 




318 


30686 


C 


325 


74 


280 




319 


30687 


C 


326 


22 J. 


545 




320 


30688 


B 


327 


192 .. 


364 




321 


30689 


C 


328 ... 


390 


6j8 . 




322 


30690 


B 


329 


151 


4215 




323 


30691 


B 


330 


1 


2076 




324 


30692 


B 


331 


1 


465 




325 


30693 


B 


332 


40 


1350 




326 


30694 


B 


333 


1 


489 




327 


30695 


B 


334 


285 


744 




328 


30696 


C 


335 


96 


347 




329 


30697 


C 


336 


213 


326 




330 


30698 


B 


337 


776 


4384 




331 


30699 


B 


338 


201 


317 




332 


30700 


B 


339 


] 


27 1 3 




333 


30701 


B 


340 


1 


894 




334 


30702 


B 


341 


1 


j842 




335 


30703 


C 


342 


745 


1131 




336 


30704 


8 ,., 


343 


82 


4,1 




337 


30705 


B 


j44 


126 


2123 




338 


30706 


B 


345 


57 


1641 




339 


30707 


C 


346 


211 


654 




340 


30708 


B - 


347 


44 


266 




341 


30709 


8 


348 


1 


927 




342 


30710 


C 


349 


20 


124 




343 


30711 


c 


350 


9 


455 




344 


30712 


c 




188 - 


304 




345 


30713 


c 


352 


1 


33j 






30714 








298 




— 

347 


30715 


- — 
^ — 


— 

354 


— 

73 


2171 .. .. 




348 


30716 


8 — 


355 . ... 


1 


J. 3 . 74 




349 


30717 


B 


356 


150 


398 




350 


30718 


B 


357 


1 


585 




351 


30719 


8 


358 


1 


1716 




352 


30720 


B 


359 


81 


1912 


















354 


30722 


B 


361 


474 


2875 




355 


30723 


C 


362 


1 


483 




356 


30724 


C 


363 


1 


251 




357 


30725 


C 


364 


28 


407 
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SEQ ID SEQ ID NO: Met SEQ ID NO: [Nucleotide 
of peptide hod in USSN 

' '540,217 codonl 
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SEQ ID NO: 
or peptide 
sequence 



SEQ ID NO 

USSN 
09/540,217 



Nucleotide local 



Vmino acid sequence ( X=Unknuwn, 
=Stop codon, /^possible nucleotide 
leletion,V=possiblc nucleotide insertion) 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possibic nucleotide insertion) 


460 


30828 


C 


467 


1 


387 




461 


30829 


B 


468 


1 


1678 




462 


30830 


B 


469 


1 


533 




463 


30831 


B 


470 


347 


656 




464 


30832 


B 


471 


1 


1098 




465 


30833 


B 


472 


224 


1518 




466 


30834 


C 


473 


44 


244 




467 


30835 


B 


474 


1 


1251 




468 


30836 


B 


475 


1 


428 




469 


30837 


B 


476 


1 


495 




470 


30838 


C 


477 


233 


373 




471 


30839 


B 


478 


8 


950 




472 


30840 


C 


479 


1 


813 




473 


30841 


B 


480 


1 


1071 




474 


30842 


C 


481 


224 


418 




475 


30843 


B 


482 


39 


851 




476 


30844 


B 


483 


1 


2006 




477 


30845 


B 


484 


1 


561 




478 


30846 


B 


485 


167 


227 




479 


30847 


B 


486 


1 


777 




480 


30848 


B 


487 


1 


645 




481 


30849 


B 


488 


1 


1749 




482 


30850 


C 


489 


26 


847 




483 


30851 


C 


490 


243 


392 




484 


30852 


C 


491 


303 


407 




485 


30853 


C 


492 


23 


300 




486 


30854 


B 


493 


131 


336 




487 


30855 


C 


494 


64 


156 




488 


30856 


B 


495 


180 


712 




489 


30857 


B 


496 


1 


1 104 




490 


30858 


B 


497 


24 


917 




491 


30859 


B 


498 


65 


228 




492 


30860 


B 


499 


1 


2172 




493 


30861 


B 


500 


1 


1338 




494 


30862 


B 


501 


1 


795 




495 


30863 


C 


502 


181 


410 




496 


30864 


B 


503 


69 


1322 




497 


30865 


B 


504 


531 


1315 




498 


30866 


C 


505 


24 


320 




499 


30867 


B 


506 


1 


791 




500 


30868 


B 


507 


1 


3256 




501 


30869 


C 


508 


361 


549 




502 


30870 


B 


509 


729 


3252 




503 


30871 


B 


510 


424 


1710 




504 


30872 


C 


51 1 


247 


750 




505 


30873 


B 


512 


1 1 


124 




506 


30874 


B 


514 


1 16 






507 


30875 


B 


515 


1 


766 




508 


30876 


B 


516 


185 


796 




509 


30877 


B 


517 


1 


456 




510 


30878 


B 


518 


99 


435 
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SEQIDTO: Nucleotide Nucleotide location of Inst 

USSN location of first coclon for last amino 
09/540,217 codon for peptide of peptide sequence 



Wnino acid sequence ( X=Unknown, 
=Stop codon, /=possible nucleotide 
leletion, ^possible nucleotide inserti 



239 
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Nucleotide location of last Amino acid sequence 
codon for last amino acid *=Stop codon, /=possible m 
of peptide sequence deletion, \=possible nucleotide inscr 



240 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codun for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


613 


30981 


B 


622 


135 


218 




614 


30982 


B 


623 


126 


300 




615 


30983 


C 


624 


258 


467 




616 


30984 


B 


625 


58 


1038 




617 


30985 


B 


626 


246 


4677 




618 


30986 


B 


627 


1 


583 




619 


30987 


C 


628 


65 


283 




620 


30988 


B 


629 


162 


909 




621 


30989 


B 


630 


1 


1062 




622 


30990 


B 


631 


1 


909 




623 


30991 


C 


632 


160 


297 




624 


30992 


B 


633 


352 


1143 




625 


30993 


C 


634 


301 


459 




626 


30994 


B 


635 


1 


906 




627 


30995 


B 


636 


1 


654 




628 


30996 


B 


637 


1 


528 




629 


30997 


B 


638 


1 


1102 




630 


30998 


C 


639 


81 


299 




631 


30999 


B 


640 


1 


345 




632 


31000 


B 


641 


39 


360 




633 


31001 


B 


642 


22 


293 




634 


3 1 002 


C 


643 


1 


504 




635 


31003 


B 


644 


107 


3786 




636 


31004 


B 


645 


1 


576 




637 


31005 


B 


646 


66 


152 




638 


31006 


B 


647 


226 


522 




639 


31007 


B 


648 


1 


49 




640 


31008 


C 


649 


50 


172 




641 


31009 


C 


650 


1 


516 




642 


31010 


B 


651 


1 


615 




643 


3101 1 


B 


652 


1 


495 




644 


31012 


B 


653 


1 


663 




645 


31013 


B 


654 


1 


1812 




646 


31014 


B 


655 


1 


1401 




647 


31015 


B 


656 


102 


1 151 




648 


31016 


B 


657 


1 


385 




649 


31017 


B 


658 


232 


987 




650 


31018 


B 


659 


1 


1221 




651 


31019 


B 


660 


296 


496 




652 


31020 


B 


661 


57 


285 




653 


31021 


C 


662 


203 


271 




654 


31022 


B 


663 


1 


711 




655 


31023 


C 


664 


351 


542 




656 


31024 


C 


665 


420 


695 




657 


31025 


B 


666 


1 


1860 




658 


31026 


B 


667 


71 


2167 




659 


31027 


B 


668 


6 


344 




660 


31028 


B 


669 


217 


693 




661 


31029 


C 


670 


1 


417 




662 


31030 


B 


671 


1 


990 




663 


31031 


B 


672 


109 


1169 





241 
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SKQ ID NO: 
of peptide 



location of first 
codon for peptide 
sequence 



■\mino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertio 



242 



WO 01/075067 
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NO?' 0 


of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


715 


31083 


B 


724 


1 


251 1 




716 


31084 


C 


725 


104 


410 




717 


31085 


C 


726 


75 


527 




718 


31086 


c 


727 


7 


263 




719 


31087 


B 


728 


40 


1725 




720 


31088 


B 


729 


290 


1671 




721 


31089 


B 


730 


46 


465 




722 


31090 


C 


731 


378 


644 




723 


31091 


B 


732 


48 


2331 




724 


31092 


B 


733 


1 


738 




725 


31093 


B 


734 


1 


1051 




726 


31094 


B 


735 


1 


840 




727 


31095 


C 


736 


291 


551 




728 


31096 


B 


737 


1 


1308 




729 


31097 


B 


738 


1 


291 




730 


31098 


C 


739 


1 


702 




731 


31099 


B 


740 


1 


379 




732 


31100 


B 


741 


80 


2747 




733 


31101 


B 


742 


1 


1992 




734 


31102 


B 


743 


293 


1296 




735 


31 103 


C 


744 


769 


1017 




736 


31 104 


C 


745 


166 


294 




737 


31105 


B 


746 


928 


1483 




738 


31106 


B 


747 


247 


375 




739 


31107 


C 


748 


47 


582 




740 


31 108 


B 


749 


47 


388 




741 


31 109 


B 


750 


53 


458 




742 


311 10 


C 


751 


32 


277 




743 


31111 


B 


752 




1641 




744 


31112 


C 


753 




483 




745 


31113 


B 


754 




1518 




746 


31114 


B 


755 




321 




747 


31115 


C 


756 


604 


779 




748 


31116 


B 


757 


695 


967 




749 


31117 


B 


758 




768 




750 


31118 


B 


759 


101 


53! 




751 


31119 


B 


760 




1014 




752 


31 120 


C 


761 


424 


564 




753 


31121 


B 


762 




333 




754 


31 122 


B 


763 


15 


165 




755 


31123 


B 


764 




555 




756 


31 124 


B 


765 


344 


476 




757 


31 125 


B 


766 




648 




758 


31 126 


B 


767 




981 




759 


31 127 


C 


768 


22 


162 




760 


31128 


B 


769 




225 




761 


31 129 


B 


770 


232 


1671 




762 


31130 


B 


771 


166 


504 




763 


31131 


B 


772 


473 


1694 




764 


31 132 


C 


773 


232 


414 




765 


31 133 


C 


774 


374 


463 





243 
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PCT/US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hull 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


766 


31 134 


B 


775 


1 


1 128 




767 


31 135 


B 


776 


337 


1284 




768 


31136 


C 


777 


25 


282 




769 


31 137 


C 


778 


4 


63 




770 


31 138 


C 


779 


496 


1041 




771 


31 139 


C 


780 


234 


365 




772 


31 140 


B 


781 


1 


669 




773 


31141 


B 


782 


228 


305 




774 


31 142 


B 


783 


102 


755 




775 


31 143 


B 


784 




465 




116 


31144 


B 


785 


45 


336 




111 


31 145 


C 


786 


220 


366 




778 


31 146 


B 


787 


332 


456 




779 


31 147 


B 


788 


169 


450 




780 


31 148 


B 


789 




1173 




781 


31 149 


B 


790 


36 


355 




782 


31 150 


C 


791 


354 


482 




783 


31 151 


C 


792 


328 


708 




784 


31 152 


B 


793 




829 




785 


31 153 


B 


794 


14 


182 




786 


31 154 


B 


795 


307 


1412 




787 


31 155 


C 


796 




332 




788 


31156 


B 


797 


57 


704 




789 


31 157 


B 


798 




2406 




790 


31 158 


C 


799 




759 




791 


31 159 


B 


800 




351 




792 


31 160 


B 


801 


142 


272 




793 


31 161 


B 


802 


34 


2951 




794 


31 162 


B 


803 


92 


994 




795 


31 163 


B 


804 


115 


1746 




796 


31 164 


C 


805 


292 


408 




797 


31 165 


B 


806 




880 




798 


31 166 


C 


807 


156 


329 




799 


31 167 


C 


808 


1 19 


328 




800 


31 168 


c 


809 




492 




801 


31 169 


B 


810 




516 




802 


31 170 


B 


811 




624 




803 


31.171 


B 


812 


24 


1868 




804 


31 172 


C 


813 


164 


208 




805 


31 173 


c 


814 


91 


249 




806 


31 174 


B 


815 




1059 




807 


31 175 


C 


816 


80 


106 




808 


31 176 


C 


817 


283 


408 




809 


31 177 


C 


818 




357 




810 


31 178 


C 


819 




909 




811 


31 179 


B 


820 


26 


71 




812 














813 


31181 


B 


822 




678 




814 


31182 


B 


823 




675 




815 


31183 


B 


824 


24 


1046 




816 


31 184 


B 


825 


1 


933 
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NO: 


SEQ 11) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


817 


31 185 


B 


826 


1 


363 




818 


31 186 


B 


827 


112 


1655 




819 


31 187 


B 


828 


1 


417 




820 


31 188 


B 


829 


88 


1485 




821 


31 189 


C 


830 


1 


411 




822 


31190 


B 


831 


1 14 


277 




823 


31 191 


C 


832 


671 


1039 




824 


31 192 


B 


833 


63 


342 




825 


31 193 


B 


834 


3530 


4798 




826 


31194 


B 


835 


1 


333 




827 


31195 


B 


836 


1 


831 




828 


31 196 


B 


837 


1 


2514 




829 


31 197 


B 


838 


98 


250 




830 


31 198 


B 


839 


1 


5247 




831 


31 199 


B 


840 


' 


531 




832 


31200 


B 


841 


167 


466 




833 


31201 


B 


842 


160 


417 




834 


31202 


B 


843 


215 


380 




835 


31203 


B 


844 


706 


1262 




836 


31204 


B 


845 


41 


368 




837 


31205 


C 


846 


252 


578 




838 


31206 


C 


847 


IS 


380 




839 


31207 


C 


848 


14 


349 




840 


31208 


B 


849 


1 


1 176 




841 


31209 


B 


850 


244 


1174 




842 


31210 


C 


851 


27 


146 




843 


3121 1 


B 


852 


217 


1866 




844 


31212 


B 


853 


98 


242 




845 


31213 


B 


854 


52 


2112 




846 


31214 


B 


855 


98 


242 




847 


31215 


C 


856 


237 


518 




848 


31216 


C 


857 


1 


528 




849 


31217 


C 


858 


213 


365 




850 


31218 


B 


859 


86 


478 




851 


31219 


B 


860 


1 


903 




852 


31220 


B 


861 


191 


539 




853 


31221 


C 


862 


283 


480 




854 


31222 


B 


863 


248 


738 




855 


31223 


B 


864 


7 


1602 




856 


31224 


B 


865 


113 


375 




857 


31225 


B 


866 


50 


435 




858 


31226 


B 


867 


50 


646 




859 


31227 


B 


868 


1 


2292 




860 


31228 


B 


869 


1 


2385 




861 


31229 


B 


870 


184 


852 




862 


31230 


B 


871 


1 


408 




863 


31231 


B 


872 


218 






864 


31232 


B 


873 


90 


588 




865 


31233 


B 


874 


445 


625 




866 


31234 


B 


875 


138 


618 




867 


31235 


B 


876 


1 


753 
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SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide location ol 
codon for last amino : 
of peptide sequence 



\niino .icid sequence ( X=Unknowi 
'=Stop codon, /-possible nucleotidt 
deletion, \=possible nucleotide insei 



246 



WO 01/075067 



PCT/US01/08631 



NO? ' D 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
eodon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


919 


31287 


B 


928 


21 


341 




920 


31288 


B 


929 


199 


361 




921 


31289 


B 


930 


293 


427 




922 


31290 


B 


931 


305 


465 




923 


31291 


B 


932 


280 


457 




924 


31292 


C 


933 


45 


562 




925 


31293 


B 


934 


130 


618 




926 


31294 


B 


935 


418 


1620 




927 


31295 


B 


936 


115 


252 




928 


31296 


B 


937 


1 


573 




929 


31297 


B 


938 


1 


2661 




930 


31298 , 


B 


939 


1 


1345 




931 


31299 


C 


940 


747 


1220 




932 


31300 


C 


941 


249 


429 




933 


31301 


B 


942 


1 


363 




934 


31302 


C 


943 


390 


589 




935 


31303 


B 


944 


437 


1553 




936 


31304 


B 


945 


1 


1521 




937 


31305 


C 


946 


84 


347 




938 


31306 


B 


949 


80 


315 




939 


31307 


B 


950 


1 


537 




940 


31308 


C 


951 


181 


330 




941 


31309 


c 


952 


55 


123 




942 


31310 


c 


953 


52 


195 




943 


31311 


c 


954 


55 


123 




944 


31312 


B 


955 


336 


648 




945 


31313 


B 


956 


1 


894 




946 


31314 


B 


957 


239 


1008 




947 


31315 


B 


958 


126 


308 




948 


31316 


B 


959 


1 


747 




949 


31317 


B 


960 


101 


351 




950 


31318 


B 


961 


179 


1 161 




951 


31319 


B 


962 


1 


138 




952 


31320 


B 


963 


8 


791 




953 


31321 


C 


964 


218 


358 




954 


31322 


C 


965 


155 


454 




955 


31323 


C 


966 


124 


303 




956 


31324 


C 


967 


1 


246 




957 


31325 


B 


968 


208 


364 




958 


31326 


C 


969 


95 


256 




959 


31327 


C 


970 


312 


467 




960 


31328 


B 


971 


92 


424 




961 


31329 


B 


972 


88 


147 




962 


31330 


C 


973 


434 


775 




963 


31331 


B 


974 


26 


1781 




964 


31332 


C 


975 


363 


692 




965 


31333 












966 


31334 


B 


977 


348 


687 




967 


31335 


C 


978 


529 


660 




968 


31336 


C 


979 


418 


738 




969 


31337 


C 


980 


25 


177 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


970 


31338 


B 


981 


308 


388 




971 


31339 


C 


982 


230 


580 




972 


31340 


B 


983 


101 


342 




973 


31341 


B 


984 


1 


2341 




974 


31342 


C 


985 


1 


642 




975 


31343 


B 


986 


1 


1 173 




976 


31344 


B 


987 


39 


6743 




977 


31345 


B 


988 


1 


516 




978 


31346 


B 


989 


1 


756 




979 


31347 


B 


990 


1 


912 




980 


31348 


B 


991 


310 


441 




981 


31349 


C 


992 


58 


300 




982 


31350 


B 


993 


80 


1344 




983 


31351 


C 


994 


j25 


414 




984 


31352 


B 


995 


80 


1582 




985 


31353 


C 


996 


143 


499 




986 


31354 


B 


997 


173 


375 




987 


31355 


C 


998 


126 


268 




988 


31356 


B 


999 


1 


762 




989 


31357 


B 


1000 


1 


642 .... 




990 


31358 


B 


1001 


' 


1980 




991 


31359 


B 


1002 


67 


456 




992 


31360 


B 


1003 


48 


335 




993 


31361 


B 


1004 


1 


125 1 




994 


31362 


B 


1005 


1 


642 




995 


3 1363 


B 


1006 


1 


570 ..... 




996 


31364 


C 


1007 


J 


687 




997 


31365 


B 


1008 


1 


5450 




998 


31366 


B 


1009 


586 


852 




999 


31367 


B 


1010 


299 


530 




1000 


31368 


B 


1011 


1 


2659 1 




1001 


3 1369 


B 


1012 


2 


55 1 




1002 


31370 


C 


1013 


2 


97 




1003 


31371 


B 


1014 


1 114 


1476 




1004 


31372 


B 


1015 


22 _. 


822 




1005 


31373 


C 


. ,016 


646 


— 




1006 


31374 


C ,. 


1017 


1 


351 




1007 


3 1375 


B 


1018 


226 


l .. 284 .... 




1008 


31376 


B 


1019 


138 


"?. .. 




1009 


31377 


8 


1020 ... 


341 


527 




1010 


31378 


B 


1021 


157 


1415 




101 1 


31379 


B 


1022 


55 


211 . . .. 




1012 


31380 


B 


1023 


55 


211 




1013 


31381 


C 


1024 


18 


197 




1014 


31382 


B 


1025 


1 


876 




1015 


3 1383 


B 


1026 


276 


4 J2 


















1017 


31385 


B 


1028 


273 


377 




1018 


31386 


B 


1029 


1 


936 




1019 


31387 


B 


1030 


1 


1158 




1020 


31388 


C 


1031 


104 


283 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 




hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






1021 


31389 


B 


1032 


1 


720 




1022 


31390 


B 


1033 


1 


219 




1023 


31391 


B 


1034 


' 


170 




1024 


31392 




1035 


300 


831 




1025 


31393 


C 


\0j6 


1 


456 




1026 


31394 


B 


1037 


1 


1149 ( 




1027 


31395 


B 


1038 


1 


627 




1028 


31396 


B 


1039 


161 


375 




1029 


31397 


B 


1040 


1 


360 




1030 


31398 


B 


1041 


1 


549 




1031 


31399 


B 


1042 


1 






1032 


31400 


B 


1046 


1 


675 




1033 


31401 


C 


1047 


379 


675 




1034 


31402 


B 


1048 


166 


388 




1035 


31403 


B 


1049 


26 


66 




1036 


31404 


B 


1050 


1 


897 




1037 


31405 


B 


1051 


30 


1359 




1038 


31406 


B 


1052 


1 






1039 


31407 


B 


105 j 


52 


1507 




1040 


31408 


C 


1054 


66 


290 




1041 


31409 


B 


1055 


158 


2072 1 




1042 


31410 


B 


1056 


1 


654 




1043 


31411 


B 


1057 


5 1 


1 143 




1044 


31412 


C 


1058 


66 


290 




1045 


31413 


B 


1059 


547 


1510 




1046 


31414 


B 


1060 


1 


1499 




1047 


31415 


B 


1061 


1 


3347 




1048 


31416 


C 


1062 


1 16 


235 . 




1049 


31417 


B 


I06j 


1 


1185 ... . 




1050 


31418 


C 


1064 


221 


823 




1051 


31419 


B 


1065 


235 


359 




1052 


31420 


C 


1066 


1 


360 




1053 


31421 


B 


1067 


49 


386 




1054 


31422 


C 


1068 


63 


383 




1055 


31423 


U 


1069 


60 


213 




1056 


31424 


B -j 


1070 


1 


9,9 . . 




1057 


31425 


B 


1071 


294 


557 




1058 


31426 


B 


1072 


1 


i- 6 




1059 


31427 




1073 


1 


4 ?9 




1060 


31428 ,.. 




1074 


28 


207 




1061 


31429 


— f 


1075 




585 




1062 


31430 


B 


1076 




60 


213 




1063 


31431 


B 


1077 


18 


457 




1064 


31432 


B 


1078 


112 


177 




1065 


31433 


C 


1079 


1 


375 




1066 


31434 


B 


1080 


39 


91 


















1068 


31436 


B 


1082 


255 


376 




1069 


31437 


B 


1083 


18 


431 




1070 


31438 


B 


1084 


98 


552 




1071 


31439 


B 


1085 


1679 


1964 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1072 


31440 


B 


1086 


132 


1200 




1073 


31441 


B 


1087 


95 


4 1 8 




1074 


3 1442 


B 


1088 


26 


56 




1075 


31443 


B 


1089 


1 


873 




1076 


31444 


C 


1090 


107 


196 




1077 


31445 


B 


1091 


157 


777 




1078 


31446 


B 


1092 


1 


1273 




1079 


31447 


B 


1093 


1 


202 




1080 


3 1 448 


B 


1094 


1 


382 




1081 


31449 


C 


1095 


1 89 


449 




1082 


31450 


C 


1096 


325 


429 




1083 


31451 


C 


1097 


3 


80 




1084 


31452 


B 


1098 


50 


691 




1085 


31453 


B 


1099 


1 


474 




1086 


31454 


B 


1 100 


3 


335 




1087 


31455 


B 


1 101 


137 


617 




1088 


31456 


C 


1 102 


69 


134 




1089 


31457 


B 


1 103 


369 


886 




1090 


31458 


B 


1 104 


1 


1332 




1091 


31459 


B 


1 105 


106 


584 




1092 


3 1460 


C 


1 106 


97 


420 




1093 


31461 


C 


1 107 


142 


381 




1094 


31462 


B 


1 108 


214 


2544 




1095 


31463 


B 


1 109 


238 


1323 




1096 


31464 


B 


1 1 10 


1 


3000 




1097 


3 1465 


B 


1111 


203 


313 




1098 


31466 


B 


1 1 12 


288 


375 




1099 


31467 


B 


1 113 


1 


480 




1 100 


31468 


C 


1 1 14 


286 


351 




1 101 


31469 


B 


1115 


59 


376 




1 102 


31470 


C 


1116 


287 


504 




1 103 


31471 


B 


1117 


878 


2032 




1 104 


31472 


B 


1118 


52 


648 




1105 


31473 


B 


1 119 


1 


207 




1 106 


31474 


C 


1 120 


1 


492 




1 107 


3 1475 


B 


1121 


46 


830 




1108 


31476 


B 


1 122 


1 


525 




1 109 


31477 


B 


1 123 


1 


930 




1 1 10 


31478 


C 


1124 


157 


606 




1111 


31479 


C 


1125 


70 


405 




1112 


31480 


c 


1 126 


247 


411 




1 113 


31481 


c 


1 127 


339 


590 




1 1 14 


31482 


B 


1 128 


1 


1881 




1115 


31483 


C 


1129 


258 


452 




1 1 16 


31484 


B 


1 130 


241 


733 




1117 


31485 


C 


1 131 


294 


530 




1 1 18 














1119 


31487 


B 


1133 


16 


612 




1120 


31488 


C 


1134 


234 


377 




1121 


31489 


B 


1135 


134 


763 




1 122 


31490 


C 


1136 


1 


228 
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SEQ ID NO: 
of peptide 



SEQ ID NO: 
USSN 
7540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino 
of peptide sequence 



Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertio 
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SEQIl>NO: 

USSN 
09/540,217 



location of first 
codon for peptide 
sequence 



Nucleotide location of la: 
codon for last amino acii 
of peptide sequence 



Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 
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SEQ ID NO: 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
i for peptide 



of peptide sequence 



Imino acid sequence ( X=Unknown, 
=Stop codon, /=possible nucleotide 
Icletion, \=possible nucleotide inserl 
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SEQ II) iNO: 
of peptide 



icli-olkli' location of last 
codon for last amino 
of peptide sequence 



Amino acid sequence ( X=lJnknown, 
-Stop codon, /=possible nucleotide 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1327 


A695 


B 


1j48 


229 


IL 8 ^ 




lj . 28 .... 




B 










1329 


j 1697 


B 


— — 

1j50 


— 


— 

5955 




IjjO 


j 1698 


B 


1j51 




654 




1331 


j_1699 




\j52 




_1299_ 




I3j>2 


jl70 ° 


— 

B 


IHf 


— ~ 

— 


J872 




1333 


j1701 


B 


1j54 




942 




ii^ 


£T702 




U55 


444 






1335 


3T703 


— 


J156 




— 

J1605 






j 1704 


- — 

B 


1357 




831 




1337 


j 1705 


C 


1j58 


48 


38j 




1338 


j 1706 


C 


]359 




111 




1339 


j 1707 


B 


2360 1 


186 


470 




lj4 ° — 


jT708 




H61 




H! 




1341 


31709 


- — 

B 


1362 




720 




1342 


31710 


B 


]36j 




939 




1343 


31711 


B 


1364 




576 




1344 


31712 


B 


1j65 




114 




1345 


:>1713 


B 


1366 


129 


588 




1346 


31714 


B 


1j67 


24 


724 




1347 


jI7I5 


B 


1368 




1 840 




1348 


31716 .... 


B 


1369 


14 


350 




1j49 


J \1P .. 


B . 


1370 




3187 




1350 


31718 


C 


1371 




261 




1 ->51 


3 ! 719 


B 


1372 


..' 17 


890 




1j52 


j1720 


B 


1373 




4j8 




U5j 










217 




1354 


j1722 


- — 

B 


— 

1375 




160 




2^55 


jT72j 




\3T6 








1356 


31724 . . .. 


- — 

B 


1377 




— 

759 




1357 


31725 




1378 


10 


251 




1358 


j1726 




1379 




— 




1359 


j1727 




_380 


425 


886 




J360 — 


jT728 


- — 


1381 




216 ^ 




_n61 


jT729 


— 


JI382 




229 




Lj62 — 


jT730 


— 
— 


13S3 


— 

38 


672 




1363 


j!731 


- — 


_38 




_8_5 




1364 


j1732 




1385 




2590 




1j65 


3\T33 ^ 


8 


1386 


32 






1366 


j1734 


C 


1387 


215 


— 

460 




1367 


jT7j5 


- — 


K388_ 




_008 




1368 


ii 736 




□89 








1369 


3T737 


— 


1390 


44 


— 

2402 




1370 — 


jT738 


— 


1391 




_[617 




1371 


31739 


— 

C 


1392 


— 

199 ..... 


531 




|372 — 






— 










3T7T1 






4~15 


6T5 




1374 


31742 


B 


1395 


16 


147 




1375 


31743 


B 


1396 




1314 




1376 


31744 


B 


1397 




465 




1377 


31745 


B 


1398 




1569 
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NO: 


SEQ 11) NO: 
of peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1378 


31746 


B 


1399 


1 


490 




1379 


31747 


B 


1400 


405 


573 




1380 


31748 


B 


1401 


1 


2106 




1381 


31749 


B 


1402 


1 


1593 




1382 


31750 


B 


1403 


1 


666 




1383 


31751 


B 


1404 


1 


652 




1384 


31752 


B 


1405 


352 


1239 




1385 


31753 


B 


1406 


1 


3184 




1386 


31754 


B 


1407 


467 


1433 




1387 


31755 


B 


1408 


95 


428 




1388 


31756 


C 


1409 


164 


208 




1389 


31757 


C 


1410 


118 


511 




1390 


31758 


C 


1411 


339 


431 




1391 


31759 


B 


1412 


1 


396 




1392 


31760 


B 


1413 


1 


663 




1393 


31761 


B 


1414 


1 


864 




1394 


31762 


C 


1415 


1 


471 




1395 


31763 


B 


1416 


1 


642 




1396 


31764 


B 


1417 


594 


1764 




1397 


31765 


B 


1418 


1 


771 




1398 


31766 


B 


1419 


1 


5131 




1399 


3 1 767 


B 


1420 


60 


617 




1400 


31768 


B 


1421 


587 


1202 




1401 


31769 


C 


1422 


336 


638 




1402 


31770 


C 


1423 


30 


200 




1403 


31771 


B 


1424 


1 


1363 




1404 


31772 


B 


1425 


1 


1113 




1405 


31773 


B 


1426 


1 


1 101 




1406 


31774 


B 


1427 


575 


805 




1407 


31775 


C 


1428 


1 


149 




1408 


31776 


C 


1429 


1 


294 




1409 


31777 


C 


1430 


228 


469 




1410 


31778 


B 


1431 


182 


518 




1411 


31779 


B 


1432 


239 


448 




1412 


31780 


B 


1433 


1 


434 




1413 


31781 


C 


1434 


24 


290 




1414 


31782 


C 


1435 


334 


459 




1415 


31783 


B 


1436 


69 


320 




1416 


31784 


B 


1437 


1 


426 




1417 


31785 


B 


1438 


605 


1423 




1418 


31786 


C 


1439 


9 


113 




1419 


31787 


B 


1440 


1 


58 




1420 


31788 


B 


1441 


1 


210 




1421 


31789 


B 


1442 


1 


2985 




1422 


31790 


C 


1443 


152 


292 




1423 


31791 


B 


1444 


57 


849 




1424 


31792 


C 


1445 


41 


142 




1425 


31793 


C 


1446 


38 


341 




1426 


31794 


C 


1447 


220 


450 




1427 


31795 


C 


1448 


154 


469 




1428 


31796 


B 


1449 


139 


1023 





256 
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PCT/US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide locution ollast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L'n known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1429 


31797 


B 


1450 


55 


2370 




1430 


31798 


B 


1451 


1 


1707 




1431 


31799 


B 


1452 


566 


2356 




1432 


31800 


B 


1453 


72 


255 




1433 


31801 


B 


1454 


51 


182 




1434 


31802 


B 


1455 


466 


600 




1435 


31803 


B 


1456 


481 


1209 




1436 


31804 


B 


1457 


1 


1638 




1437 


31805 


B 


1458 


8 


874 




1438 


31806 


B 


1459 


1 


552 




1439 


31807 


B 


1460 


1 


2566 




1440 


31808 


B 


1461 


85 


270 




1441 


31809 


B 


1462 


159 


392 




1442 


31810 


B 


1463 


88 


459 




1443 


31811 


B 


1464 


131 


406 




1444 


31812 


B 


1465 


69 


194 




1445 


31813 


B 


1466 


59 


3134 




1446 


31814 


B 


1467 


1 


3097 




1447 


31815 


B 


1468 


328 


519 




1448 


31816 


C 


1469 


40 


436 




1449 


31817 


B 


1470 


1 


981 




1450 


31818 


B 


1471 


30 


285 




1451 


31819 


B 


1475 


93 


932 




1452 


31820 


B 


1476 


1 


369 




1453 


31821 


C 


1477 


102 


227 




1454 


31822 


B 


1478 


613 


679 




1455 


31823 


B 


1479 


51 


587 




1456 


31824 


C 


1480 


3 


188 




1457 


31825 


B 


1481 


1 


1434 




1458 


31826 


C 


1482 


27 


173 




1459 


31827 


C 


1483 


294 


503 




1460 


31828 


C 


1484 


506 


718 




1461 


31829 


C 


1485 


97 


504 




1462 


31830 


C 


1486 


27 


185 




1463 


31831 


B 


1487 


50 


3247 




1464 


31832 


B 


1488 


1 


1032 




1465 


31833 


B 


1489 


8 


95 




1466 


31834 


B 


1490 


17 


303 




1467 


31835 


B 


1491 


34 


81 




1468 


31836 


B 


1492 


1 


1110 




1469 


31837 


B 


1493 


1 


928 




1470 


31838 


C 


1494 


498 


704 




1471 


31839 


B 


1495 


4 


747 




1472 


31840 


B 


1496 


1 


933 




1473 


31841 


B 


1497 


137 


687 




1474 


31842 


B 


1498 


1524 


1676 




1475 


31843 


B 


1499 


1 


156 




1476 


31844 


B 


1500 


1 


1126 




1477 


31845 


B 


1501 


122 


765 




1478 


31846 


B 


1503 


95 


304 




1479 


31847 


B 


1504 




156 
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NO. 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1480 


31848 


C 


1 505 


12 


JZf 




1481 


31849 


B 


J 506 


10 


252 




1482 


31850 


B 


1507 


25 






1483 


31851 


B 


1508 


34 


267 




1484 


31852 


B 


1509 


10 


366 




1485 


31853 


B 


u 151 °. 




2776 




1486 


31854 


B 


1511 


I 


2Z 6 . 




1487 


31855 


B 


1512 


1 


420_ 




1488 


31856 


B 


151.3 


2j5 


j63 . .. 




1489 


31857 


B 


1514 


664 






1490 


31858 


C 


1515 


312 


452 




1491 


31859 


B 


1516 


1 


504 ..... 




1492 


31860 


B 


1517 


52 


346 




1493 


31861 


B 


1518 


458 


1283 




1494 


31862 


B 


1519 


324 


473 




1495 


31863 


B 


la20 


137 


286 




1496 


31864 


B 


1521 


1 






1497 


31865 


B 


1522 


j52 


1132 




1498 


31866 


B 


1523 


245 


397 ... . ... 




1499 


31867 


C 


1524 


371 


661 




1500 


3 1 868 


B 


1525 


69 


325 




1501 


31869 


B 


1526 


38 


997 




1502 


31870 


B 


1527 


1 


1753 




1503 


31871 


B 


1528 


215 


2588 




1504 


3 1872 


C 


1529 


38 


124 




1505 


31873 


C 


1 530 


33 


317 




1506 


31874 


c 


1531 


224 


379 




1507 


31875 


B 


1532 


1 


480 




1508 


31876 


C 


1533 


145 


256 




1509 


31877 


c 


1534 


64 


198 




1510 


31878 


B 


1 535 


1 


394 




1511 


31879 


C 


1536 


1 


696 




1512 


31880 


B 


1537 


67 


246 




1513 


31881 


C 


1538 


95 


253 




1514 


31882 


B 


1539 


145 


476 




1515 


31883 


C 


1540 


1 


361 




1516 


31884 


C 


1541 


1 


276 




1517 


31885 


B 


1542 


1 


658 




1518 


31886 


B 


1543 


1 


623 




1519 


31887 


C 


1544 


187 


465 




1520 


31888 


C 


1545 


1 


207 




1521 


31889 


C 


1546 


24 


5,2 . .. 




1522 


31890 


C 


1547 


20 


121 




1523 


31891 


B 


1548 


1 


785 




1524 


31892 


B 


1549 


1 


498 




1525 


31893 


C 


1550 


17 


1 18 


















1527 


31895 


B 


1552 


1 


504 




1528 


31896 


B 


1553 


62 


413 




1529 


31897 


B 


1554 


1 


282 




1530 


31898 


C 


1555 


236 


408 
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NO: 


SKQ ID NO: 
of peptide 

sequence 


hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1531 


31899 


c 


1556 


220 


398 




1532 


3 1900 


c 


1557 


1 


732 




1533 


3 1901 


C 


1558 


1 


372 




1534 


31902 


B 


1559 


1 


1086 




1535 


31903 


C 


1560 


286 


642 




1536 


31904 


B 


1561 


8 


339 




1537 


31905 


B 


1562 


16 


88 




1538 


31906 


C 


1563 


227 


405 




1539 


31907 


B 


1564 


253 


693 




1540 


31908 


C 


1565 


1 


129 




1541 


31909 


B 


1566 


1 


390 




1542 


31910 


B 


1567 


1 


1377 




1543 


3191 1 


C 


1568 


16 


264 




1544 


31912 


C 


1569 


51 


269 




1545 


3 1913 


C 


1570 


39 


266 




1546 


31914 


B 


1571 


200 


260 




1547 


31915 


B 


1572 


220 


372 




1548 


31916 


B 


1573 


1 


377 




1549 


31917 


C 


1574 


280 


441 




1550 


31918 


C 


1575 


50 


131 




1551 


31919 


C 


1576 


47 


265 




1552 


31920 


C 


1577 


10 


291 




1553 


31921 


B 


1578 


1 


522 




1554 


3 1922 


B 


1579 


756 


1 166 




1555 


31923 


B 


1580 


382 


1228 




1556 


31924 


B 


1581 


63 


229 




1557 


31925 


B 


1582 


1 


452 




1558 


31926 


C 


1583 


299 


556 




1559 


31927 


B 


1584 


1 


870 




1560 


31928 


B 


1585 


1 


708 




1561 


31929 


C 


1586 


1 


420 




1562 


31930 


B 


1587 


1 


101 1 




1563 


31931 


C 


1588 


84 


176 




1564 


31932 


c 


1589 


52 


201 




1565 


31933 


c 


1590 


55 


154 




1566 


31934 


c 


1591 


1 


390 




1567 


31935 


c 


1592 


15 


317 




1568 


31936 


B 


1593 


1 


50! 




1569 


31937 


B 


1594 


306 


398 




1570 


31938 


B 


1595 


204 


402 




1571 


31939 


C 


1596 


30 


155 




1572 


31940 


B 


1597 


1 


2274 




1573 


31941 


B 


1598 


1 


486 




1574 


31942 


C 


1599 


148 


504 




1575 


31943 


C 


1600 


82 


282 




1576 


31944 


C 


1601 


82 


282 




1577 














1578 


31946 


B 


1603 


114 


237 




1579 


31947 


B 


1604 


1 


1326 




1580 


31948 


B 


1605 


1 


1900 




1581 


31949 


B 


1606 


1 


1548 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hud 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oT peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possi hie nucleotide insertion) 


1582 


3 1950 


B 


1607 


1 


1440 




1583 


31951 


B 


1608 


1 


1878 




1584 


31952 


C 


1609 


402 


563 




1585 


31953 


B 


1610 


1 


2964 




1586 


31954 


B 


161 1 


1 


1284 




1587 


31955 


C 


1612 


144 


449 




1588 


31956 


B 


1613 


1 


1050 




1589 


31957 


B 


1614 


1 


561 




1590 


31958 


B 


1615 


127 


330 




1591 


31959 


C 


1616 


202 


443 




1592 


31960 


B 


1617 


1 


924 




1593 


31961 


C 


1618 


60 


419 




1594 


31962 


C 


1619 


285 


602 




1595 


31963 


C 


1620 


1 


93 




1596 


31964 


B 


1621 


1 


480 




1597 


31965 


B 


1622 


96 


416 




1598 


31966 


B 


1623 


78 


1581 




1599 


31967 


B 


1624 


1 


2259 




1600 


31968 


C 


1625 


180 


371 




1601 


31969 


B 


1626 


1 


852 




1602 


31970 


B 


1627 


1 


204 




1603 


31971 


B 


1628 


37 


2613 




1604 


31972 


B 


1629 


66 


1505 




1605 


31973 


B 


1630 


1 


1792 




1606 


3 1974 


B 


163 1 


100 


522 




1607 


31975 


B 


1632 


252 


2347 




1608 


31976 


C 


1633 


294 


450 




1609 


31977 


c 


1634 


118 


372 




1610 


31978 


B 


1635 


1 


799 




161 1 


31979 


B 


1636 


1 


2496 




1612 


31980 


B 


1637 


100 


1 188 




1613 


31981 


B 


1638 


35 


1654 




1614 


31982 


B 


1639 


46 


783 




1615 


31983 


B 


1640 


8 


1428 




1616 


31984 


B 


1641 


1 


2121 




1617 


31985 


B 


1642 


92 


667 




1618 


31986 


B 


1643 


1 


339 




1619 


3 1987 


C 


1644 


79 


434 




1620 


31988 


C 


1645 


592 


92! 




1621 


31989 


C 


1646 


1 


171 




1622 


31990 


C 


1647 


76 


264 




1623 


31991 


B 


1648 


157 


912 




1624 


31992 


B 


1649 


10 


462 




1625 


31993 


C 


1650 


10 


333 




1626 


31994 


C 


1651 


763 


1001 




1627 


31995 


B 


1652 


202 


701 




1628 


31996 












1629 


31997 


B 


1654 


261 


399 




1630 


31998 


C 


1655 


623 


749 




1631 


31999 


B 


1656 


198 


1524 




1632 


32000 


B 


1657 


108 


575 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1633 


32001 


B 


1658 


40 


2173 




1634 


32002 


B 


1659 




479 




1635 


32003 


B 


1660 




1542 




1636 


32004 


B 


1661 




849 




1637 


32005 


B 


1662 




684 




1638 


32006 


B 


1663 




318 




1639 


32007 


B 


1664 




406 




1640 


32008 


B 


1665 




393 




1641 


32009 


B 


1666 




210 




1642 


32010 


B 


1667 




450 




1643 


3201 1 


B 


1668 




471 




1644 


32012 


B 


1669 




471 




1645 


32013 


B 


1670 


282 


580 




1646 


32014 


B 


1671 




789 




1647 


32015 


B 


1672 




324 




1648 


32016 


B 


1673 




465 




1649 


32017 


B 


1674 




948 




1650 


32018 


C 


1675 


24 


401 




1651 


32019 


B 


1676 


46 


401 




1652 


32020 


B 


1677 


251 


1041 




1653 


32021 


C 


1678 


1 


177 




1654 


32022 


B 


1679 


1 


189 




1655 


32023 


B 


1680 


65 


769 




1656 


32024 


C 


1681 


1 


564 




1657 


32025 


B 


1682 


65 


769 




1658 


32026 


B 


1683 


1 


1743 




1659 


32027 


B 


1684 


1 


615 




1660 


32028 


B 


1685 


1 


323 




1661 


32029 


B 


1686 


1 


618 




1662 


32030 


B 


1687 


1 


579 




1663 


32031 


C 


1688 


142 


216 




1664 


32032 


c 


1689 


145 


432 




1665 


32033 


B 


1690 


1 


729 




1666 


32034 


C 


1691 


1 


192 




1667 


32035 


C 


1692 


1 


474 




1668 


32036 


B 


1693 


326 


1662 




1669 


32037 


B 


1694 


50 


1462 




1670 


32038 


C 


1695 


1 


432 




1671 


32039 


B 


1696 


173 


375 




1672 


32040 


B 


1697 


1 


1917 




1673 


32041 


B 


1698 


57 


365 




1674 


32042 


B 


1699 


78 


1250 




1675 


32043 


B 


1700 


8 


2210 




1676 


32044 


B 


1701 


1 


474 




1677 


32045 


B 


1702 


47 


879 




1678 


32046 


B 


1703 


1 


465 




1679 


32047 


B 


1704 


65 






1680 


32048 


B 


1705 


89 


1908 




1681 


32049 


C 


1706 


1 


612 




1682 


32050 


C 


1707 


80 


226 




1683 


32051 


B 


1708 


992 


2023 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 




Nucleotide location or last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location !f first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






1684 


32052 


B 


1709 


1293 


1497 




1685 


32053 


R 


1710 


29 


1480 




1686 


32054 


C 


171 1 


1664 


2179 




1687 


32055 


B 


1712 .. 


183 


S544 




1688 


32056 


C - 


17 1 3 . 


^° 


472 _ 




1689 


32057 


B 




202 


735 




1690 


32058 


B 


1715 


532 


661 




1691 


32059 


B 


1716 


1 


453 




1692 


32060 


B 


1717 


24 


320 




1693 


32061 


B 


1718 


59 


583 




1694 


32062 


B 


1719 


1 


369 




1695 


32063 


B 


1720 


5 1 


204 




1696 


32064 


B 


1721 


318 


849 




1697 


32065 


B 


1722 


1 


597 




1698 


32066 


B 


1723 


1 


325 




1699 


32067 


B 


1724 


1 


675 




1700 


32068 


B 


1725 


1 


631 




1701 


32069 


B 


1726 


1 


1017 




1702 


32070 


B 


1727 


158 


727 




1703 


32071 


B 


1728 


296 


798 




1704 


32072 


B 


1729 


1 


1 128 




1705 


32073 


C 


1730 


237 


356 




1706 


32074 


C 


1731 


393 


519 




1707 


32075 


B 


1732 


1 


6432 




1708 


32076 


B 


1733 


124 


402 




1709 


32077 


B 


1734 


35 


421 




1710 


32078 


C 


1735 


203 


385 




1711 


32079 


B 


1736 


16 


406 




1712 


32080 


B 


1737 


21 


306 




1713 


32081 


B 


1738 


97 


352 




1714 


32082 


B 


1739 


64 


7164 




1715 


32083 


B 


1740 


553 


1 197 




1716 


32084 


B 


1741 


553 


720 




1717 


32085 


B 


1742 


1 


4029 




1718 


32086 


B 


1743 


63 


422 




1719 


32087 


B 


1744 


342 


451 




1720 


32088 


B 


1745 


1 


1238 




1721 


32089 


B 


1746 


1 


2393 




1722 


32090 


8 .. 


1747 


1667 


1833 




1723 


32091 


C 


1748 


JJ 


287 




1724 


32092 


B 


1749 


1 


469 




1725 


32093 


B 


1750 


75 


166 




1726 


32094 


B 


1751 


120 


756 




1727 


32095 


C 


1752 


1 


1098 




1728 


32096 


B 


1753 


1 


486 




1729 


32097 


C 


1754 


25 


374 


















1731 


32099 


B 


1756 




660 




1732 


32100 


B 


1757 


26 


391 




1733 


32101 


B 


1758 


282 


419 




1734 


32102 


B 


1759 


132 


717 





262 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptidf sequence 

=========== 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


I7j5 


j2\0j 


B 


====== 

J-60 


===== 


698 




1736 


32104 


B 


1761 


_ 

56 






17j7 


j>2105 


B 


1762 


j25 


— 






1738 


32106 


C 


^76_£ 


463 


iEf 




1739 


32107 


C 


1764 


12j 


764 




1740 


32108 


B 


176 ? 


206 


402 




1741 


32109 


B 


! 766 


j93 


900 




1742 


321 10 


C _ 


1 767 .. 




360 




1743 


321 1 1 


B 


1768 


285 


482 . 




1744 


321 12 


B 


l7 ~ 9 




^1 




1745 


321 1 j 


C . 


I 770 


j04 


j99 




1746 


321 14 


B 


1771 




27j 




1747 


321 15 


B 


n J 2 


67 


ii 6 ^ 




1748 


321 16 


B 


1773 




1 122 




1749 


321 17 


B 


1774 




1185 




1750 


321 1 8 


B 


1775 


44 


145 




1751 


321 19 


B 


177 ... .. 




1050 




1752 


32120 


B 


1777 


250 


762 




1753 


32121 


B 


1778 








1754 


32122 


B 


1779 _ 


172 


— 

867 




1755 


32123 


B 


1780 


j27 


h 




1756 


32124 


B 


1781 




1101 




1757 


32125 


C 


1782 _ 


10 


216 




1758 


32126 


B 


1783 




H49 




1759 


32127 


B 


1784 




402 1 




1760 


32128 


C 


1785 


134 


418 




1761 


j2I29 


B 


1786 








1762 


32130 


B 


17 . 87 




j 84 




1763 


32131 


C 


1788 




738 




1764 


32132 


C 


J 789 


68 


280 




1765 


32133 


B 


1790 


101 


327 




1766 


32134 


B 






IH 7 




1767 


pip 


£ — 


V792 




3U 




1768 


32136 


B 


1793 


— 

33 


120 




1769 


32137 


c 


1794 




150 




1770 


32138 


c 


1795 




378 




1771 


32139 




F796 




267 




1772 


32140 


— 

c 


1797 


— 


— | 




1773 


32141 




1798 










32142 


c 


1799 


194 




j79 




1775 


32143 


B 


1800 




36j 




1776 


32144 


B 


1801 




j 84 




1777 


32145 


B 


1802 - 




4462 




1778 


32146 


B . 


180 j 


2j5 


425 




1779 


32147 


B 


1804 




1187 .. . . .. 




1780 











2^ 






Mt^ — 


|— 










1782 


32150 


B 


1807 




891 




1783 


32151 


C 


1808 




366 




1784 


32152 


B 


1809 


376 


776 




1785 


32153 


B 


1810 


304 


876 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1786 


32154 


B 


1811 




939 




1787 


32155 


B 


1812 




744 




1788 


32156 


B 


1813 




717 




1789 


32157 


C 


1814 


67 


366 




1790 


32158 


B 


1815 


185 


847 




1791 


32159 


C 


1816 




315 




1792 


32160 


B 


1817 


87 


297 




1793 


32161 


B 


1818 




1 190 




1794 


32162 


B 


1819 




848 




1795 


32163 


B 


1820 


934 


1 158 




1796 


32164 


C 


1821 




477 




1797 


32165 


C 


1822 




125 




1798 


32166 


B 


1823 


335 


536 




1799 


32167 


B 


1824 


157 


324 




1800 


32168 


C 


1825 


176 


361 




1801 


32169 


C 


1826 




120 




1802 


32170 


c 


1827 


25 


360 




1803 


32171 


c 


1828 


246 


377 




1804 


32172 


c 


1829 


4782 


5015 




1805 


32173 


B 


1830 


1 105 


3034 




1806 


32174 


B 


1831 


818 


874 




1807 


32 1 75 


c 


1832 




444 




1808 


32176 


B 


1833 


589 


734 




1809 


32177 


B 


1834 




264 




1810 


32178 


B 


1835 


46 


1 12 




1811 


32 1 79 


B 


1836 




360 




1812 


32180 


B 


1837 


589 


734 




1813 


32181 


B 


1838 




675 




1814 


32182 


B 


1839 




1 194 




1815 


32183 


B 


1840 


121 


880 




1816 


32184 


B 


1841 


35 


853 




1817 


32185 


B 


1842 




426 




1818 


32186 


C 


1843 




252 




1819 


32187 


B 


1844 




323 




1820 


32188 


B 


1845 




789 




1821 


32189 


C 


1846 


337 


1521 




1822 


32190 


C 


1847 




345 




1823 


32191 


B 


1848 


331 


3385 




1824 


32192 


B 


1849 




1584 




1825 


32193 


B 


1850 




957 




1826 


32194 


B 


1851 


226 


1794 




1827 


32195 


B 


1852 


52 


594 




1828 


32196 


C 


1853 




615 




1829 


32197 


B 


1854 




318 




1830 


32198 


B 


1855 


297 


450 




1831 


32199 


C 


1856 


87 


404 




1832 


32200 


C 


1857 




171 




1833 


32201 


C 


1858 




171 




1834 


32202 


B 


1859 


34 


831 




1835 


32203 


B 


1860 




1375 




1836 


32204 


B 


1861 




546 
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codon for last amino ae 
peptide sequence 
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SEQ ID NO: 
of peptide 



SEQ ID NO: 

USSN 
09/540,217 



codon for peptide 



codon for las) ai 
of peptide seque 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=lJnkno\vn, 


NO: 


of peptide 


hod 


in USSN 




codon for last amino acid 


*=Stop codon, /=possihlc nucleotide 




sequence 




09/540,217 


codon lor peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


1939 


32307 


B 


1967 


79 


1 149 




1940 


32308 


B 


1968 


1 


693 




1941 


32309 


_ B 


1969 


1 


1179 




1942 


32310 


B 


1970 


1 


6j9 _ 




1943 


3231 1 


B 


1971 


502 


1294 




1944 


32312 


C 


1972 


670 


1185 




1945 


32313 


B 


1973 


1 


1044 




1946 


32314 


B 


1974 


1 


3645 - 




1947 


32315 


B 


1975 


1 


2877 




1948 


32316 


B 


1976 


1 


1579 




1949 


32317 


B 


1977 


1 


750 




1950 


32318 


B 


1978 


1 


4j8 




1951 


32319 


C 


1979 


122 


307 




1952 


32320 


C 


1980 


71 


271 




1953 


32321 


c 


1981 


151 


363 




1954 


32322 


c 


1982 


122 


307 




1955 


32323 


c 


1983 


55 


282 




1956 


32324 


c 


1984 


89 


385 




1957 


32325 


c 


1985 


48 


275 




1958 


32326 


c 


1986 


246 


557 




1959 


32327 


B 


1987 


394 


2565 




1960 


32328 


B 


1988 


1 


432 




1961 


32329 


B 


1989 


46 


483 




1962 


32330 


B 


1990 


150 


482 




1963 


32331 


B 


1991 


10 


265 




1964 


32332 


C 


1992 


40 


162 




1965 


32333 


B 


1993 


1 


3639 




1966 


32334 


B 


1994 


83 


179 




1967 


32335 


B 


1995 


39 


1452 




1968 


32336 


B 


1996 


50 


384 




1969 


32337 


B 


1997 


256 


j5\ 




1970 


32338 


B 


1998 


1 


771 




1971 


32339 


B 


1999 


1 


489 




1972 


32340 


B 


2000 


37 ._. . 


447 




1973 


32341 


B 


2001 


1 


1272 1 




1974 


32342 


B 


2002 


i 


2559 




1975 


32343 


C 


2003 


221 


589 - 




1976 


32344 


C 


20 ,9 4 


415 


1033 




1977 


32345 


B 


200 .L. . 


318 . — 


694 




1978 


32346 


B 


2008 


31 


819 




1979 


£2347 


B _ 


200!) 




V- 




1980 


32348 


B 


2010 




1 


369 




1981 


32349 


B 


201 1 


85 


628 




1982 


32350 


B 


2012 


19 


178 




1983 


32351 


B 


2013 


217 


393 




1984 


32352 


B 


2014 


1 


779 


















1986 


32354 


B 


2016 


313 


527 




1987 


32355 


B 


2017 


32 


258 




1988 


32356 


C 


2018 


51 


345 




1989 


32357 


B 


2019 


1 


393 
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SEQ ID 


SEQ II) NO: 




SEQ ID NO: 


Nucleotide 


Nucleotide location of lasi 


Amino acid sequence ( X=Unkno\vn, 


NO: 




hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






1990 


32358 


B 


2020 


647 


1362 




1991 


32359 


C 


2021 


16 


378 




1992 


32360 


B 


2022 


32 


349 




1993 


32361 


C 


2023 


256 


425 




1994 


32362 


C 


2024 


134 


382 




1995 


32363 


B 


2025 


138 


171 




1996 


32364 


B 


2026 




1626 




1997 


32365 


B 


2027 


509 


810 




1998 


32366 


C 


2028 




513 




1999 


32367 


C 


2029 




375 




2000 


32368 


c 


2030 




410 




2001 


32369 


B 


203 1 




864 




2002 


32370 


B 


2032 


1 10 


928 




2003 


32371 


B 


2033 




1026 




2004 


32372 


B 


2034 




1008 




2005 


32373 


B 


2035 




588 




2006 


32374 


B 


2036 




412 




2007 


32375 


B 


2037 




1851 




2008 


32376 


B 


2038 


309 


663 




2009 


32377 


B 


2039 




525 




2010 


32378 


B 


2040 




2214 




201 1 


32379 


B 


2041 




486 




2012 


32380 


R 


2042 




774 




2013 


32381 


B 


2043 




596 




2014 


32382 


B 


2044 


305 


395 




2015 


32383 


C 


2045 


27 


185 




2016 


32384 


B 


2046 




1071 




2017 


32385 


B 


2047 




1326 




2018 


32386 


B 


2048 




3761 




2019 


32387 


C 


2049 


55 


189 




2020 


32388 


B 


2050 


1016 


1683 




2021 


32389 


C 


2051 


942 


1 130 




2022 


32390 


B 


2052 




598 




2023 


32391 


B 


2053 




768 




2024 


32392 


B 


2054 




999 




2025 


32393 


C 


2055 




252 




2026 


32394 


B 


2056 


154 


606 




2027 


32395 


B 


2057 




846 




2028 


32396 


C 


2058 


334 


690 




2029 


32397 


B 


2059 


268 


5712 




2030 


32398 


C 


2060 


1 17 


662 




2031 


32399 


B 


2061 




3504 




2032 


32400 


B 


2062 


816 


927 




2033 


32401 


B 


2063 




342 




2034 


32402 


B 


2064 




1443 




2035 


32403 


C 


2065 


53 


102 




2036 


32404 








528 




2037 


32405 


B 


2067 




843 




2038 


32406 


C 


2068 


187 


408 




2039 


32407 


C 


2069 


174 


320 




2040 


32408 


B 


2070 


31 


534 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2041 


32409 


c 


2071 


183 


329 




2042 


32410 


B 


2072 


3 


389 




2043 


3241 1 


B 


2073 


78 


974 




2044 


32412 


B 


2074 


467 


692 




2045 


32413 


C 


2075 


605 


965 




2046 


32414 


B 


2076 


1 


555 




2047 


32415 


B 


2077 


1 


390 




2048 


32416 


B 


2078 


1 


2522 




2049 


32417 


B 


2079 


24 


94 




2050 


32418 


B 


2080 


78 


593 




2051 


32419 


B 


2081 


1 


612 




2052 


32420 


B 


2082 


42 


342 




2053 


32421 


B 


2083 


1 


477 




2054 


32422 


B 


2084 


57 


1640 




2055 


32423 


C 


2085 


1 10 


307 




2056 


32424 


B 


2086 


1 


591 




2057 


32425 


C 


2087 


14 


355 




2058 


32426 


B 


2088 


47 


998 




2059 


32427 


B 


2089 


1 


498 




2060 


32428 


C 


2090 


357 


560 




2061 


32429 


B 


2091 


1 


522 




2062 


32430 


C 


2092 


231 


659 




2063 


32431 


C 


2093 


36 


167 




2064 


32432 


B 


2094 


394 


2695 




2065 


32433 


B 


2096 


61 


2215 




2066 


32434 


B 


2097 


204 


572 




2067 


32435 


C 


2098 


476 


652 




2068 


32436 


B 


2099 


1 


190 




2069 


32437 


C 


2100 


1 


259 




2070 


32438 


B 


2101 


1 


2625 




2071 


32439 


B 


2102 


1403 


2950 




2072 


32440 


B 


2103 


672 


1955 




2073 


32441 


C 


2104 


1 


351 




2074 


32442 


B 


2105 


1 


567 




2075 


32443 


C 


2106 


176 


304 




2076 


32444 


C 


2107 


27 


308 




2077 


32445 


C 


2108 


68 


307 




2078 


32446 


C 


2109 


322 


567 




2079 


32447 


B 


21 10 


1 


1297 




2080 


32448 


B 


2111 


281 


1488 




2081 


32449 


B 


2112 


12 


2497 




2082 


32450 


C 


2113 


90 


284 




2083 


32451 


B 


21 14 


1 


2466 




2084 


32452 


B 


21 15 


1 


603 




2085 . 


32453 


B 


21 16 


1 


954 




2086 


32454 


B 


2117 


205 


441 




2087 


32455 


B 


21 18 


68 


2052 




2088 


32456 


B 


2119 


271 


639 




2089 


32457 


B 


2120 


1 


1356 




2090 


32458 


B 


2121 


247 


1326 




2091 


32459 


B 


2122 


1 


1041 
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SEQID ISEQIDNO: |Met SEQIDNO: Niic 
of peptide hod in USSN 



rotide location of last Amino acid sequence ( X=Unknovvn, 
codon for last amino acid *=Stop codon, /^possible nucleotide 
of peptide sequence deletion, \=possible nucleotide insertion) 
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SEQ ID NO: 
of peptide 
sequence 



SEQ in Nt 

USSN 
09/540,217 
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SEQ ID NO: |Mct SEQ ID NO: [Nucleotide 
of peptide hod in USSN 



le nucleotide insertion) 
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SEQ1D 


SF.Q ID NO: 




SEQ ID NO: 


Nucleotide 




Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






2245 _.._ 


326 . 13 . . 




2276 




2022 




2246 


j2614 


B 


2277 




2£j8 




2247 


32615 


B - 


2279 




1_806 




2248 


32616 


B 


2280 




2361 




2249 


j2617 




2281 




1221 




2250 — 


£2618 


— 

B — 


2282 




lZ2i 






32619 .... 


C 


228j 




507 




2252 


32620 


B 


2284 




3 2 6 




2253 — 


32621 




2285^ 


— 1 


Z72 




2254 


32622 


- J 


2286 


j7 


j88 




2255 


j262j 


B 


2287 




660 




2256 


32624 


B 


2288 


31 


63J 




2257 


32625 


B 


2289 




1032 




2258 


32626 


B 


2290 




JI227 




2259 — 


32627 




2291 


27 


296 




2260 


32628 





2292 


58 


370 




2261 


j2629 


B _ 


229j 




mi 




2262 


32630 


B 


2294 




1299 




2263 


j26j1 


c 


2295 


227 


613 




2264 , 


326j2 


5 — , 


2296 




297 




2265 




B 


2297 


126 


206 




2266 


32634 


c 


2298 




j87 




2267 


32635 


B 


2299 _ 


.I 9 . 


279 




2268 


32636 


B 


2300 




612 




2269 


32637 


C .... 


2j01 




}21 




2270 


326j8 


R 


2j02 


120 


3 .9. 8 .... , 




2271 


32639 


B 


2303 




2145 - 




2272 


32640 


C 


2j04 


270 


416 




2273 


32641 


B 


2305 


1! 


627 




2274 


f. 2642 


B 


2j06 


128 


499 




2275 


32643 


B 


2307 


61 


388 




2276 


j2644 


B 


2308 


744 


2094 




2277 


32645 




2309 


241 


669 




2278 - 


32646 




2310 




285 




2279 


32647 


— 


2311 


137 


307 




2280 


j2648 




2j12 




362 




2281 


j2649 




23J3 


— 


394 




2282 ,.. 


32650 


— 

B — j 


23J4 




489 




2283 


3265J 


L_ 


23J5 




204 




2284 


32652 


B 


2316 




361 




2285 


3265j 




2j17 








2286 


32654 _ _ 


- — , 

B 


2318 




2268 




2287 


32655 


8 


2319 




2337 




2288 


32656 


B _ 


2j20 




21% 




2289 


32657 


B 


2321 




2298 








5— 






Hi 




2I9T 


iim — 




2l2l 








2292 


32660 


B 


2324 




2835 




2293 


32661 


B 


2325 




2172 




2294 


32662 


B 


2326 


675 


2515 




2295 


32663 


B 


2327 


1 


2709 
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SEQ ID NO: 
>f peptide 



SEQ II) NC 

USSN 
09/540,217 



ion of first 
codon for peptidt 



icleotidc local 
codon for last ai 
if peptide seque 



*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide inserti 
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EQ ID NO: 

USSN 
09/540,217 



.mini) acid sequence ( X=Unkno 
=Stop codon, /=possible nuclcot 
eletion, \=possible nucleotide in 
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SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide location of last 
codon for last amino 
of peptide sequence 



Imino acid sequence ( X=Unkno\vn, 
-Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 
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NO: 


SEQ 11) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in 1JSSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


2449 


32817 


B 


2481 




564 




2450 


32818 


B 


2482 


16 


894 




2451 


32819 


B 


2483 




207 




2452 


32820 


B 


2484 




2742 




2453 


32821 


B 


2485 




1071 




2454 


32822 


B 


2486 


58 


1228 




2455 


32823 


C 


2487 


51 


179 




2456 


32824 


B 


2488 




1 1 19 




2457 


32825 


C 


2489 


147 


398 




2458 


32826 


c 


2490 




504 




2459 


32827 


c 


2491 




240 




2460 


32828 


B 


2492 


190 


388 




2461 


32829 


B 


2493 




594 




2462 


32830 


C 


2494 


299 


477 




2463 


32831 


B 


2495 




2328 




2464 


32832 


C 


2496 




924 




2465 


32833 


B 


2497 




2703 




2466 


32834 


B 


2498 


504 


1392 




2467 


32835 


C 


2499 


649 


1239 




2468 


32836 


B 


2500 


46 


842 




2469 


32837 


B 


2501 


251 


555 




2470 


32838 


B 


2502 


258 


326 




2471 


32839 


B 


2503 


49 


386 




2472 


32840 


C 


2504 


63 


383 




2473 


32841 


B 


2505 


150 


585 




2474 


32842 


B 


2506 


65 


678 




2475 


32843 


C 


2507 


477 


634 




2476 


32844 


B 


2508 


80 


337 




2477 


32845 


B 


2509 




1233 




2478 


32846 


B 


2510 




2526 




2479 


32847 


B 


251 1 


192 


2617 




2480 


32848 


B 


2512 




921 




2481 


32849 


B 


2513 




1650 




2482 


32850 


B 


2514 


79 


1587 




2483 


32851 


B 


2515 




657 




2484 


32852 


B 


2516 




1260 




2485 


32853 


B 


2517 




762 




2486 


32854 


C 


2518 




729 




2487 


32855 


B 


2519 




1299 




2488 


32856 


B 


2520 




882 




2489 


32857 


C 


2521 




369 




2490 


32858 


B 


2522 


52 


573 




2491 


32859 


B 


2523 




570 




2492 


32860 


B 


2524 




2376 




2493 


32861 


B 


2525 




786 




2494 


32862 


B 


2526 




760 




2495 


32863 


B 


2527 


73 


714 




2496 


32864 


B 


2528 




2976 




2497 


32865 


B 


2529 




1021 




2498 


32866 


B 


2530 




1386 




2499 


32867 


B 


2531 


352 


1239 
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SEQ ID NO: 



SEQ ID NO: 

USSN 
09/54(1,217 



leotide 
ilion of first 
codon for peptide 



;otidle location of last 
codon for last amino 
>f peptide sequence 
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Nucleotide 
location of first 
codon for peptic 



iNuclcotide location of l;i 
codon for last amino aci 



Amino acid sequence ( X=Unl> 
*=Stop codon, ^possible nucli 
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NO: 


SEQ ID NO: 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location ot hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2602 


32970 


B 


2634 


99 


462 




2603 


32971 


B 


2635 


127 


1498 




2604 


32972 


B 


2636 


22 


105 




2605 


32973 


B 


2637 


1 


1 173 




2606 


32974 


B 


2638 


403 


660 




2607 


32975 


B 


2639 


58 


507 




2608 


32976 


C 


2640 


103 


480 




2609 


32977 


B 


2641 


1 


657 




2610 


32978 


B 


2642 


1 


508 




261 1 


32979 


B 


2643 


1 


999 




2612 


32980 


C 


2644 


1 


756 




2613 


32981 


C 


2645 


1 


675 




2614 


32982 


B 


2646 


1 


810 




2615 


32983 


B 


2647 


1 


334 




2616 


32984 


B 


2648 


1 


781 




2617 


32985 


B 


2649 


76 


21 1 




2618 


32986 


B 


2650 


1 


687 




2619 


32987 


B 


2651 


1 


753 




2620 


32988 


B 


2652 


37 


1038 




2621 


32989 


B 


2653 


1 


456 




2622 


32990 


B 


2654 


1 


168 




2623 


32991 


B 


2655 


1 


786 




2624 


32992 


C 


2656 


571 


1278 




2625 


32993 


c 


2657 


96 


548 




2626 


32994 


c 


2658 


391 


504 




2627 


32995 


B 


2659 


1 


183 




2628 


32996 


C 


2660 


1 


381 




2629 


32997 


B 


2661 


1 


642 




2630 


32998 


B 


2662 


1 


1 164 




2631 


32999 


B 


2663 


1 


471 




2632 


33000 


B 


2664 


I 


972 




2633 


33001 


C 


2665 


75 


182 




2634 


33002 


C 


2666 


125 


226 




2635 


33003 


B 


2667 


1 


462 




2636 


33004 


B 


2668 


1 


422 




2637 


33005 


B 


2669 


81 


616 




2638 


33006 


B 


2670 


197 


713 




2639 


33007 


B 


2671 


1 


882 




2640 


33008 


B 


2672 


1 


507 




2641 


33009 


C 


2673 


176 


274 




2642 


33010 


B 


2674 


250 


446 




2643 


33011 


B 


2675 


19 


1 18 




2644 


33012 


B 


2676 


21 


120 




2645 


33013 


B 


2677 


373 


389 




2646 


33014 


B 


2678 


1 


1452 




2647 


33015 


B 


2679 


70 


148 




2648 


33016 


C 


2680 


7 


96 




2649 


33017 


C 


2681 


360 


550 




2650 


33018 


B 


2682 


55 


1618 




2651 


33019 


B 


2683 


1 


309 




2652 


33020 


B 


2684 


100 


528 
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SEQ II) NO: 




SEQ II) NO: 




Nucleotide location ot lasl 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






2653 


33021 


B 


2685 


1 


1 191 




2654 


33022 


B 


2686 


52 


834 




2655 


33023 


B 


2687 


1 


933 




2656 


33024 


C 


2688 


80 


322 




2657 


33025 


B 


2689 


127 


415 




2658 


33026 


B 


2690 


74 


190 




2659 


33027 


B 


2691 


150 


380 




2660 


33028 


B 


2692 


1 


1098 




2661 


33029 


C 


2693 


185 


502 




2662 


33030 


B 


2694 


1 


180 




2663 


33031 


C 


2695 


257 


498 




2664 


33032 


B 


2696 


88 


409 




2665 


33033 


C 


2697 


720 


902 




2666 


33034 


C 


2698 


201 


437 




2667 


33035 


C 


2699 


16 


189 




2668 


33036 


B 


2701 




2286 




2669 


33037 


B 


2702 




1026 




2670 


33038 


B 


2703 


777 


1035 




2671 


33039 


B 


2704 




1200 




2672 


33040 


B 


2705 


332 


462 




2673 


33041 


B 


2706 


351 


480 




2674 


33042 


B 


2707 


10 


327 




2675 


33043 


B 


2708 


108 


1325 




2676 


33044 


B 


2709 


36 


189 




2677 


33045 


B 


2710 


54 


3192 




2678 


33046 


B 


271 1 




3423 




2679 


33047 


C 


2712 




280 




2680 


33048 


C 


2713 




88 




2681 


33049 


C 


2714 




153 




2682 


33050 


B 


2715 


70 


231 




2683 


33051 


B 


2716 


1 1 


427 




2684 


33052 


B 


2717 


74 


943 




2685 


33053 


C 


2718 


109 


315 




2686 


33054 


B 


2719 




335 




2687 


33055 


B 


2720 


108 


506 




2688 


33056 


C 


2721 




486 




2689 


33057 


C 


2722 


87 


441 




2690 


33058 


c 


2723 


85 


276 




2691 


33059 


c 


2724 


86 


280 




2692 


33060 


c 


2725 


108 


254 




2693 


33061 


B 


2726 




930 




2694 


33062 


B 


2727 


23 


847 




2695 


33063 


B 


2728 


19 


182 




2696 


33064 


C 


2729 


190 


300 




2697 


33065 


B 


2730 


67 


650 




2698 


33066 


B 


2731 




1149 




2699 


33067 




2732 




263 




2700 


33068 


B 


2733 


73 


676 




2701 


33069 


B 


2734 


1 


414 




2702 


33070 


B 


2735 


4 


256 




2703 


33071 


B 


2736 


29 


493 
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SEQ ID NO: 
in USSN 
09/540,217 



icleotide location ol 
codon for last amino i 
of peptide sequence 



Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion. \=possible nucleotide inserti 
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SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide location of I; 



Amino acid sequence ( X=Unk 
*=Stop codon, /^possible nucli 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 




Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon Tor last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


<il peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 

===== 






2806 — 









===== 

28j9 


\89 


— 




2807 


j3175 




2840 


302 


— 




2808 


jj176 




2841 


58 


— 




2809 


tI— — 
















2810 


jj178 


C 


2843 


21 


29j 




2811 


3£T79 




2844 


— 


54j 




2812 


33_180 


— 


2845 


-L 


507 




2813 


3j181 


— — I 


- 


— 







2814 


33182 





2847 


j14 


476 




2815 


33183 




2848 


572 


937 




2816 


33184 


C 


2849 


259 


528 




2817 


33185 


B 


2850 


1 


597 




2818 


33186 


B 


2851 





564 




2819 


33187 




2852 


368 


— 




2820 


33188 


- — 

C 


2853 


58 


375 




2821 


3318 L 


B 


2854 


608 


1222 




2822 


33190 


C 


2855 


41 


j58 




2823 


33 ..... 


C — j 


2856 


7j 


177 




2824 


33192 


B 


2857 


1 


582 




2825 — 


3j19j 




2858 


i 


5 df 




2826 


33194 


— 

B 


2859 


1 


15o8 




2827 


33195 


B 


2860 


40 


/04 




2828 


33196 


C 


2861 


jOj 


^ 




2829 


33197 


B 


2862 


bl ... 


jj6 




28,0 


33198 




2863 


64 






2831 


33199 


- — 
B 


2864 


180 


— 

712 




2832 1 


33200 


B 


2865 


1 


1104 




28j3 , 


33201 




2866 


65 


228 




2834 


33202 


- — 
B 


2867 


1 


2172 




2835 


33203 


B 


2868 


1 


]££8 




2836 


33204 


C 


2869 


181 


4K) 




2837 


33205 .... 


B 


2870 


1 


1 Ij7 




2838 1 


33206 


B 


2871 


69 


H22 




2839 


33207 


C 


2872 


24 


266 




2840 


33208 


B 


2873 


10"" 


J089 




2841 


33209 


8 


2874 


j67 


463 




2842 


33210 




2875 




£256 




2843 


332H 





2876 




278 


_66 




2844 


33212 




2877 


323 


4268 




2845 


3321j 


— 










2846 — 


33214 


— 


1 

2879 




567 




643 




2847 


33215 


— 


2880 




258 




2848 1 


33216 


— 

B 


2881 




1 






2849 _ 


33217 




2882 


56 


— 

984 




2850 — 


33218 


- 


288j 




807 






sfMi! — 


— 











2133 — 






5813 


To7 


4TT 




2853 


33221 


B 


2886 


1 


678 




2854 


33222 


B 


2887 


1 


246 




2855 


33223 


C 


2888 


41 


316 




2856 


33224 


B 


2889 


1 


300 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2857 


33225 


C 


2890 . 




273 .. 




2858 


33226 


B 


2891 


78 


169 




2859 


j j 227 


B 


2892 


1 


882 




2860 


33228 _ 


C 


2893 


.' 


246 




2861 


33229 


B 


2894 


1 


639 




2862 


Jj230 .... 


- B 


2895 . ... 


1 


41 l 




2863 


33231 


C 


2896 


427 


522 




2864 


33232 


B ... 


2897 . ,. 


158 


826 ... .. 




2865 


33233 


B 


2898 


275 


310 




2866 


jj2j4 


B 


2899 


429 


933 




2867 


j3235 


B 


2900 


1 


560 ,. 




2868 


33236 


B 


2901 


1 


798 




2869 


33237 


B 


2902 


45 


384 




2870 


33238 


B 


2903 


845 


983 




2871 


33239 


C 


2904 


171 


422 




2872 


33240 


C 


2905 


139 


360 




2873 


33241 


C 


2906 


188 


436 




2874 


jj242 


C .. 


29 . 07 


76 


303 




2875 


33243 


C 


2908 


j 62 


574 




2876 


33244 


C 


2909 


42 


347 




2877 


33245 


B 


2910 


1 


766 




2878 


33246 - 


B 


291 1 


1 70 


1381 




2879 


33247 


B 


2912 


274 


543 




2880 


33248 


B 


2913 


768 


2001 




2881 


33249 


B 


2914 


140 


279 




2882 


33250 


B 


2915 


1 


2858 




2883 


33251 


B 


2916 


1 


32 1 




2884 


33252 


B 


2917 


1 


552 




2885 


33253 




2918 


1 


603 




2886 


33254 


— - 

C 


2919 


122 


406 




2887 


33255 


B 


2920 


508 


679 




2888 


33256 


- — 1 


2921 


1 


942 




2889 


332 H [ 


B 


2922 


1 


— 1 




2890 


j:>258 


8 


2923 


! 36 


326 




2891 


33259 




2924 


445 






2892 


33260 


— — i 


292 . L 


1 


639 




2893 


33261 


B 


2926 


1 


1850 




2894 


33262 


— 


2927 


76 


1341 




2895 


j3263 


C — i 


2928 .... 


184 


495 




2896 


33264 


B 


-? 29 


1 


226 




2897 


33265 




2930 


1 .. ...... 


9 7 2 . ... 




2898 


j.3266 


— . 

B 


2931 


57 


149 j 




2899 


33267 


c 


2932 


207 


404 




2900 


33268 


B 


2933 


664 


1647 




2901 


33269 


B 


2934 


1 


1j05 




2902 


33270 


B 


2935 


1 


639 


















2904 


33272 


B 


2937 


276 


1311 




2905 


33273 


B 


2938 


1 


708 




2906 


33274 


B 


2939 


123 


309 




2907 


33275 


B 


2940 


1 


957 
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SEQ ID NO: 

USSN 
09/540,217 



icleotide location of last 
codon for last amino 
of peptide sequence 



=Stop codon, /=possible i 
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kle location of last Amino acid sequence ( X=Unknov 
*=Stop codon, /=possible nuclcoti( 
of peptide sequence deletion, \=possible nucleotide insi 
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SEQ ID |SEQ ID NO: Met SEQ ID NO: 
of peptide hod in USSN 

09/540,217 
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SEQID 

iNO: 


SEQ II) NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3061 


33429 


c 


3096 




428 




3062 


33430 


c 


3097 


300 






j06j 


3j431 


c - 


3098 




— 

— 




3064 


33432 




3099 




864 




3065 


33433 .... 


- — 

c 


3100 




80] 




3066 


3j434 


c .. 


3101 


298 


480 




3067 


33435 


B 


3102 


503 


720 




3068 


3j436 


_ C ...._ 


jIOj 








3069 


3j437 


B 


3 104 






ri^L 




3070 


33438 


C 


3105_ 




l H4j 




3071 


33439 


B — i 


3106 




( 2256 




3072 


3j440 


C 


3107 _ 


£2Z 


966 




3073 


33441 


B 


3108 




2009 




3074 


33442 


B 


3109 




£02_1 




3075 


33443 


B 


3110 




K)85 




3076 


33444 


B 


3111 


180 


2069 




3077 


33445 


B 


3112 




375 




3078 


3j446 


B 


3113 


31 






3079 


33447 


B 






— 

452 




3080 


33448 


C 


3115 


149 


440 




3081 


33449 


B .- 


3116 


119 .... 






3082 


33450 


B 


jl 17 




900 




3083 


33451 


c 


3118 




270 




3084 


33452 


B 


31 19 








3085 


33453 


C 


3120 


72 


245 




3086 


33454 


B 


3121 




822 




3087 


33455 


C 


3122 


69 


242 




3088 


33456 


B 


3 !. 23 . ... 


2129 


2289 




3089 


33457 


C 


3124 




255 




j090 


33458 


B 




2_129 


2289 




3091 


33459 


B 


3126 




306 . .. 




3092 


33460 


C 


3127 








3093 


33461 


B 


3128 


82 


1254 




3094 


33462 


B 


3129 ... 




468 




3095 


33463 


C 


3130 




250 




3096 


33464 


C 


3131 


166 


357 




3097 


33465 


B 


3132 


423 


32 j^! 




3098 


33466 


B 


3133 


63 






3099 


334 . 67 . 


B 


3134 




_ 




3100 


33468 


B 


3135 






4322 




3101 


33469 


B 


3136 


46 


325 




3102 


33470 


B 


3137 


58 


28S> 




3103 


33471 


B 


313 i 


1 


l \695 




3104 


33472 


B 


3139 . . 


89 


1195 




j105 


j3473 


C 


3140 


317 


541 




3106 


33474 




fl^ 


w — 


HI 


















3108 


33476 


C 


3143 


26 


172 




3109 


33477 


C 


3144 


40 


255 




3110 


33478 


c 


3145 


277 


508 




3111 


33479 


B 


3146 


12 


1358 
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NO? 10 


SKQ ID NO: 
of peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


3112 


33480 


B 


3 147 


602 


780 




3113 


33481 


C 


3 148 


1 


306 




3114 


33482 


C 


3149 


1 


771 




3115 


33483 


B 


3150 


149 


360 




3116 


33484 


B 


3151 


1 


567 




31 17 


33485 


B 


3152 


1 


345 




3118 


33486 


B 


3153 


1 


1233 




3119 


33487 


B 


3154 


144 


773 




3120 


33488 


C 


3155 


1 


417 




3121 


33489 


B 


3156 


85 


525 




3122 


33490 


C 


3157 


251 


679 




3123 


33491 


B 


3158 


1 


1 185 




3124 


33492 


C 


3159 


541 


729 




3125 


33493 


B 


3160 


21 1 


382 




3126 


33494 


C 


3161 


200 


409 




3127 


33495 


c 


3162 


85 


423 




3128 


33496 


c 


3163 


243 


455 




3129 


33497 


B 


3164 


152 


437 




3130 


33498 


B 


3165 


1 


816 




3131 


33499 


B 


3166 


79 


294 




3132 


33500 


C 


3167 


6 


353 




3133 


33501 


C 


3168 


82 


405 




3134 


33502 


B 


3169 


3 


191 




3135 


33503 


C 


3170 


204 


413 




3136 


33504 


B 


3171 


75 


1449 




3137 


33505 


B 


3172 


1 


738 




3138 


33506 


B 


3173 


1 


324 




3139 


33507 


C 


3174 


299 


1009 




3140 


33508 


B 


3175 


1 


447 




3141 


33509 


C 


3176 


1 


570 




3142 


33510 


B 


3177 


1 


703 




3143 


3351 1 


B 


3178 


142 


744 




3144 


33512 


B 


3179 


1 


237 




3145 


33513 


C 


3180 


63 


254 




3146 


33514 


B 


3181 


185 


330 




3147 


33515 


B 


3184 


214 


1333 




3148 


33516 


B 


3185 


61 


423 




3149 


33517 


B 


3186 


19 


2467 




3150 


33518 


B 


3187 


4 


1085 




3151 


33519 


B 


3188 


157 


341 




3152 


33520 


B 


3189 


222 


656 




3153 


33521 


B 


3190 


249 


999 




3154 


33522 


B 


3191 


416 


2447- 




3155 


33523 


B 


3192 


187 


1855 




3156 


33524 


C 


3193 


38 


166 




3157 


33525 


B 


3194 


1 


1449 




3158 


33526 












3159 


33527 


B 


3196 


255 


556 




3160 


33528 


B 


3197 


85 


591 




3161 


33529 


B 


3198 


32 


404 




3162 


33530 


B 


3199 


185 


253 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
U!)/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3 163 


33531 


B 


j>200 


202 


2862 




3164 


33532 


B 


3201 


448 


833 




3165 


33533 


B 


3202 




1275 1 




3 166 


33534 


B .. 


j20j 




5 ?.' 




3 167 


33535 


c 


3204 




29 1 




3168 


33536 


B 


3205 




744 




3169 


33537 


B 


3206 


338 


523 




3170 


33538 


B 


j207 




4j5 




3171 


33539 


B 


3208 




477 




3172 


33540 


B 


3209 




2943 




3 173 


33541 


B 


j>210 




1719 




3174 


33542 


C 


321 1 


1 13 


280 




3175 


33543 


B 


3212 




1092 




3176 


33544 


B 


3213 




1470 




3177 


33545 


B 


3214 




426 




3178 


33546 


B 


3215 




747 




3179 


33547 


B 


3216 


321 


2234 




3180 


33548 


B 


3217 




3057 




3 1 81 


33549 


B 


3218 




537 ,, 




3182 


33550 


B 


3219 




2496 




3 183 


33551 


B 


3220 


94 


273 




3184 


33552 


B 


3221 


302 


1432 




3185 


33553 


B 


3222 


35 


1657 




3186 


33554 


B 


3223 


2 


901 




3 187 


33555 


B 


3224 


82 


1479 




3 188 


33556 


B 


3225 


224 


41 1 




3189 


33557 


B 


3226 


328 


429 




3190 


33558 


B 


j227 


27 


1098 




3191 


33559 


B 


3228 


508 


1765 




3192 


33560 


C 


3229 


1 


321 




3193 


33561 


B 


3230 


251 


415 




3194 


33562 


B 


323 1 


695 


101 1 




3195 


33563 


B 


3232 


1 


416 




3196 


33564 


B 


3233 


45 


1340 _^ 




3197 


33565 


B 


3234 


65 


2087 ...... . 




3198 


33566 


B 


3235 


1 


1149 




3 199 


33567 


C 


3236 


1 


108 _ 




3200 


33568 


8 


3237 


1 


384 




3201 


33569 


B 


3238 - 


80 


— 




3202 


33570 .... . 


B 


3239 - 


200 


409 




j 203 


33571 


B 


3240 


14 ■ 1 


419 




3204 


33572 


B 


3241 


1 


888 




3205 


33573 


C 


3242 


165 


435 




3206 


33574 


B 


3243 


452 


593 




3207 


33575 


B 


3244 


1472 


4415 




3208 


33576 


B 


3245 


103 


207 


















3210 


33578 


B 


3247 


1 j 


306 




3211 


33579 


B 


3248 




684 




3212 


33580 


B 


3249 


1 


838 




3213 


33581 


B 


3250 


215 


2593 
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NO: 


SEQ ID NO: 
or peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location If first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3214 


33582 


C 


3251 


80 


376 




3215 


33583 


B 


3252 


1 


639 




3216 


33584 


C 


3253 


52 


288 




3217 


33585 


B 


3254 


1 


1 197 




3218 


33586 


B 


3255 


39 


2809 




3219 


33587 


B 


3256 


1 


609 




3220 


33588 


C 


3257 


269 






3221 


33589 


B 


3258 


1 


561 




3222 


33590 


B 


3259 


347 


922 




3223 


33591 


B 


3260 


52 


339 




3224 


33592 


B 


3261 


235 


434 




3225 


33593 


B 


3262 


74 


2676 




3226 


33594 


B 


3263 


90 


675 




3227 


33595 


B 


3264 


1 


1440 




3228 


33596 


B 


3265 


288 


752 




3229 


33597 


B 


3266 




804 




3230 


33598 


C 


3267 


109 


451 




3231 


33599 


B 


3268 




1 122 




3232 


33600 


B 


3269 




768 




3233 


33601 


B 


3270 


380 


2743 




3234 


33602 


B 


3271 




1296 




3235 


33603 


B 


3272 


322 


591 




3236 


33604 


B 


3273 


174 


464 




3237 


33605 


B 


3274 




384 




3238 


33606 


C 


3275 


320 


385 




3239 


33607 


B 


3276 


53 


485 




3240 


33608 


C 


3277 


175 


205 




3241 


33609 


B 


3278 


216 


316 




3242 


33610 


B 


3279 




921 




3243 


33611 


B 


3280 


22 


453 




3244 


33612 


B 


3281 


168 


817 




3245 


33613 


B 


3282 




477 




3246 


33614 


B 


3283 


190 


1062 




3247 


33615 


B 


3284 


1 16 


787 




3248 


33616 


B 


3285 


130 


697 




3249 


33617 


B 


3286 




901 




3250 


33618 


B 


3287 




342 




3251 


33619 


B 


3288 




677 




3252 


33620 


B 


3289 




624 




3253 


33621 


B 


3290 




756 




3254 


33622 


B 


3291 




624 




3255 


33623 


B 


3292 


130 


429 




3256 


33624 


B 


3293 


95 


516 




3257 


33625 


B 


3294 


120 


524 




3258 


33626 


B 


3295 


51 


425 




3259 


33627 


B 


3296 


647 


1015 


















3261 


33629 


C 


3298 


67 


294 




3262 


33630 


B 


3299 


1 


1212 




3263 


33631 


C 


3300 


187 


453 




3264 


33632 


B 


3301 


188 


492 
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SEQ ID NO: 

USSN 
09/540,217 



.n of first 
for peptide 



Amino acid sequence ( X=IJnkno\vn, 
,= Stop codon, /=possible nucleotide 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


joI6 


j£684 


B 


£35_£ 1 




1^2. 




iill — 


iSr^— 


- — 


if 




±2 






33 _ 


C 


3355 


62 


559 




jjI9 


3j-687 


B 


3356 




15_> 




jj20 


jj.688 


B 


jj57 




1^1 




4— — 







££58 




- 




— 


tt— 






3359 


£12 


— 




3_— — 


££691 


— 


3360 




96J 




3324 _ . 




- — 

B 


3361 


— 


1799 




j325 


j3693 


B 


3j62 


80 


1j27 




tt^ — 







£j6j 


11! 


25Z_^ 








— 


3364 


11?. 







— — - — 

— 


££696 


- — 


3365 








jj29 


j>3697 


— 

B 


3366 


— 


— 

— 




3330 


j3698 


B 


3367 




2290 




JJjl 


j3699 


B 


3368 


19 


4071 




7—^ — 


£370^0 












j33j 


j3701 


- — 

C 


— — 

3370 




— 

18j 




jj:>4 


j^702 


C 


3j71 


44 


28j 






JV703 




3372 




^ 







j j 704 


- — 

B 


3j>73 




j84 




3337 


33705 


B 


3374 


709 


773 


















3339 


33707 


B 


3376 


83 


1229 




3340 


33708 


B 


3377 




1512 




3341 


33709 


C 


3378 


30 


200 




3342 


33710 


A 


3379 


3 


322 




3343 


33711 


A 


3380 


530 


1489 


YAGNESHPPSLPRYLRRSRHCG 

CRPPPLPVPTPTQACNAPQRRR 

TTSTSLACLGRAGLWLPSVSSP 

YLVLSSCQEQPHHCCPPSTPRPS 

WSPLPGMPSA/SSPGQVPAQGD 

LSQEDSSDSPPAEQVLPPSSGSH 

NTLYLGCKRFSAFILNCEPPSKL 

LKARPQVSELSWNPDFVAS/SA 

ARPRDGPCSTGRQSASKTPPPPS 

HPHTGHSLWSEEK*KDSDSRPN 

QSAFPGCSVDLQFSHKLRPYLI 

HP/SESLGTVGNRPSQEGHELPP 

APFSRMGPEQHLPVVVLPFTGA 

FAVVLPCPFLVSSSAWHFKVKH 

PSIPLLRGEK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3344 


33712 


A 


3381 


296 


1255 


YAGNESHPPSLPRYLRRSRHCG 

CRPPPLPVPTPTQACNAPQRRR 

TTSTSLACLGRAGLWLPSVSSP 

YLVLSSCQEQPHHCCPPSTPRPS 

WSPLPGMPSA/SSPGQVPAQGD 

LSQEDSSDSPPAEQVLPPSSGSH 

NTLYLRCKRFSAFILNCEPPSKL 

LKARPQVSELSWNPDFVAS/SA 

ARPRDGPCSTGRQSASKTPPPPS 

HPHTGHSLWSEEK*KDSDSRPN 

QSAFPGCSVDLQFSHKLRPYLI 

HP/SESLGTVGNRPSQEGHELPP 

APFSRMGPEQHLPVVVLPFTGA 

FAVVLPCPFLVSSSAWHFKVKH 

PSIPLLRGEK. 


3345 


33713 


A 


3382 


81 


702 


RAAFSPPAPVSSLPAPVSSPPAS 

TSCPPAPVSS1.PAHASSPPASTSS 

PPAPLSSAPAHTSSLPAPVSSPP 

ASTSSPLVAGSGGSTTRSLPPGL 

GALLTHSVAPYPGGQPPPAAAD 

DPTMAPAGWGSHNPRGCSCSP 

VAAGAG PFPASF*GPLR* AGSQ 

TFQILQVEVFLVVRHFSPSTP/PS 

VMLYPPPPSTPPTLRAPRPPIPPS 


3346 


33714 


A 


3383 


3 


231 


PMLLEVSVADRDAV*TFWQAPI 
GESQQGALGFWSKALQSSADN 
NS/PFQ1TMQPELPIMNWVLSVP 
SSHKMGHAQQH 


3347 


33715 


A 


3384 


3 


355 


KIPGTSTSVKFLGVQ*CGTCQDI 

PCk'Vk'rwi t m a pptiv vc a r\x> 
r >1S. V IS-L/ivlyLnL-Arr 1 JivJvdA^K 

LVGLFGFWSQHIPHLGELLRPIY 
RVTRKAASFEWGPEHEKALQQ 
VQAALQAALPLGPYDPADQPL 
CNLNCLS 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3348 


33716 


A 


3385 


2 


1076 


LCQRLLLAEPNEKPGSLGNVM 

AVARIE1GICEYYHEKTTEKALD 

SHGVLAGSTIKGVRSFQRNLEL 

KLPATERATANAIEI .I.TVLDQA 

YENFAPQILPSTGSPTSQETAQF 

KANQNKPLVRGKGSPHEAIRYl 

SAAHREWKPA1LTSAIRSFCST 

WLVFTSKNFPKLVTQHGSTIAG 

NGQSSDETQVQGAAWKSDSRG 

TKRQIPTWILAEGNNAGAQLDI 

PGPTIPAPNCSLKVPQSWSTTPS 

MPSSLGKAYWLLACYWALVET 

E/RLAMGHQVTM\KPELPVMN 

WVLSDPSSHKVGGAQQHSINK 

WKWY1RNRARAGPEGTTLPLT 

KALTLWLKKYSNVLMLVEFTG 

LTMFPDILKQLE 


3349 


33717 


A 


3386 




1416 


MAQYPILDFLKVGQLLGNCAL 

GKGNDQTFRGLLDTGSELTLIP 

GDPKHHCDPPVK.CAAIDLANA 

FFS1PVHKAHQKQFAFGWQGQ 

QYTFTVLHQGCMNSLALCHNLI 

QRELDCFLTPED1TLDHYIDDIM 

LIGSSEKEVANTLDLLFWDYRH 

EPLRLANYSPFERQLLACYWAL 

VETECLMMGHQVTMRPELPIM 

NWVLADPSRHKVGNAQQHWK 

CAVHT/1IKWKWY1RDWAQAG 

LEGTS*LYWPRASRYQQGHQD 

LFILRSDLPSQVFIRDKLMERRN 

RRTGRTEKARIWEVTDRTVRT 

W1GEAVAAAAADGVTFSVPVT 

PHTFRHSYAMHMLYAGIPLKV 

LQSLMGHKSISSTEVYTKVFAL 

DVAARHRVQFAMPESDAVAM 


3350 


33718 


B 


3387 


50 


693 




3351 


33719 


A 


3388 


153 


578 


ARIQ/GSRNQGVEVEVAPLTVT 
PSDPLANVLLPVPATLPSAGLEI 
LVPEEGRLPPGDTTMMPLNWN 
LRLPHGHFGLLLPLNQQAKKG 
VAVLGGVIALDCQDEISLLLYK 
GDLTVMVEDK.EEQNHILHGSR 
QREREPSKTGSPL 


3352 


33720 


A 


3389 


3 


402 


GRHAVGDIEAEDGGGVRGPHP 
GGVYGLQQSHPGGGDPVWED 
GHPGLPGAQQRGQ*RQQACAH 
HKSPSGAG*G*LPGP/AQS/AGN 
PDPKSPGPAPCLVGSSRNETPG 
AMGAPSRNGSPPTAGLGVGDG 
TGSPSEAV 


3353 


33721 


A 


3390 


141 


320 
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SEQ II) 

NO: 


SEQ ID NO: 
ol' peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


3354 


33722 


A 


3391 


1 


464 


HLKGLGNDTPRVCSCLIG*T*LC 
DCH*LQ\EASPTSVEVREPRTSV 
NKD/SPKSLLYSCSYSYFDEPVE 
LRSSSFSSWDDSSDSYYETHLL 
HLKLV*PNLAVFNCRPTARRKP 
D Y EPVENTDEAQKTFCKTAHN 
LWSLTFPFPCLL*YETRARLER 


3355 


33723 


A 


3392 


3 


1189 




3356 


33724 


A 


3393 




867 


PGRPT/LSEWI/QNTLGVNVEHK 
TTSKASLNPRDTPPSVVNEDFL 
HDLKETN I SYSQEADDRVFRAH 
GHCLHEIFLLTEGMFER1PDIVL 
WPTCHDDVVKIVNLACKYNLC 
IIPIGGGTSVSYGLMCPADETRT 
IISLDTSQMNRILWVDENMLTA 
HV*AG1TGKELERQLKESG\YCT 
G\HEPRFPWSSSTVGGWVSTRA 
SGMKKNIYGNIEDLE1VHFSDN 
DLSCIELDRL1E1VLPSSGIPLLD 
GYSTEIHMPVHLETSTTMCIVTP 
IHSSMKLETLRMSMSINCRK.DK 


3357 


33725 


A 


3394 


' 


890 


MSKSESPKEPEQLRKLFIGGLSF 
ETTDESLRSHFEQWGTLTDCVV 
MRDPNTKRSRGFGFVTYATVE 
EVDAAMNARPHKVDGRVVEP 
KRAVSREDSQRPDYFEQYGKIE 
V1E1MTDRGSGKKRGFAFVTFD 
DHDSVDKTVIQKYHTVNGHNC 
EVRKALSKQEMASASSSQRGRS 
GSGNFGGGRGGGFGGNDNFGR 
GGNFSGRGGFGGSHGGGGYGG 
SGDGYNGFGNDGSNFGGGGSY 
NDFGNYWJQSSNFGPMKGGNF 
GGRSSGPYGGGGQYFAKPRNQ/ 
GGYGGSSSSSSYGSGRRF 


3358 


33726 


A 


3395 


2 


441 


DG M EK V DTAMN ARPH K VDGR 

FVEPKTAVSREDSQRPGAHLTV 

IKM/FKE/DTEEHKL R D Y 1 EQ YG\ 

p-r^pcr^r - ' a r: x:r\f i> op r~* r\ v> r~ 
UUNribULAUrUUKoOuuK uu 

SGNGYNRFDNDGSNFGGGGSY 
NDFGNYNDRSSNFGPIKGGNFG 
GRSSGPYGGGSQYFAKP*NQ 


3359 


33727 


A 


3396 


3 


404 
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SEQID 
NO: 


SEQ 111 NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3360 


33728 


A 


3397 


2 


762 


MNARPHK.VDGRVVEPK.RAVSR 

EDSQR.PGAHLTVKKIFVGGIKE 

DTEEHHLRDYFEQYGKIEVIEI 

MT\DRGSGRKRGFVFVTF\DDP\ 

DSVDK1VIQKYHTVNGHNCEV 

RKALSKQEEMASASS\SQRGRS 

GSG\NFGGGRGGGF\GGNDNFG 

RGGNFSGRGGFGGSRGGGGYG 

GSGDGYNGFGNDGSNFGGGGS 

YNDFGNYNNQSSNFGPMKGGN 

F\GGRSSGPYG\GGGQYF\AKPR\ 

NQGGYGGSSSSSSY\GSGRRF 


3361 


33729 


A 


3398 




3737 




3362 


33730 


A 


3399 


5 


633 


DLRJEWSWARRTAWEPRGKRV 
RGK*AFKEIQCP*QQKE/SMSGL 
LLLKVVAKEMTWLPPLSAIQAP 
GKVEPTKFPFPNKLMFSWWYIE 
TTTASAKVIGYKPSVLNCATLR 
VQIMSH YHSYRHLASLLVEGSA 
TLPGHSH I LGPLIRHPDKVSAGK 
PRVLGLQLLKEDCSSQPAAKPQ 
GPHRLCSSL1LHRARARLGPEQ 
RETKVPFSKGTTH 


3363 


33731 


A 


3400 


2 


816 


QVPTMVDWAGWSPGLWTTCS 

GTGGGGAEQGWANWSLVLPG 

VLAGTSLETFSPLS*GLTFSSLLL 

MQ1SAASLNFSSENGIFFSTTLP 

GCKFSKFLCSASLLKWNAFSST 

QVTS*MLCCSEISSTRYPKSSL* 

SSKFHKSLEQGQNAASLFAKT* 

rvrcm i ni DTCccCDCtrnrnrc a \i/ic 

LSISLSVFLSKLFDKSLESSKLS\ 
TFSSVLLSPPNCSNLCLLPSFKV 
ACTFLGTFLRSTSLHWYQFTVL 
VCFHPADKD1LKSEKKKRCKEK 


3364 


33732 


A 


3401 




485 


LFKAVLHDPHLKLLSLYGTSLS 
HTDVSHLCETLKHTTCKIEELM 
LGTCDISDEGCEDIASVLACNS 

rvLlHLoLV ElNrclS.UrvKlVl\CLCA 

LETLMLMYCCLICVSCEDISHV 
LFCSKSLSLLDLGSNFLEDNEV\ 
HLLCEALKH*DACKTWRSLNF 
DWVGYLGC 


3365 


33733 


C 


3402 


952 


1 164 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for hist amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


3366 


33734 


A 


3403 




163 


IAVSKQDPITSLEQEKEPWNMK 

ICEMVDESPAMCSSFTRDLWPE 

QDIKDSFQQVILRRHGK.CEHEN 

LQLRK.GSASVDEYKVHKEGYN 

ELNQCLTTTQSKIFPCDKYVKV 

FHKFLNANRHKTRHTGKKPFK 

CKKCG KSFCMLLHLSQHKRI HI 

RENSYQCEECGKAFKWFSTLTR 

HKRIHTGEKPFK.CEECGKAFKQ 

SSTLTTHKIIHTGEKPYRCEECG 

K A FN RS SH LTTHK 1 1 H TGEKP YK 

CEECGKAFNQSSTLSTHKFIHA 

GEKPYKCEECDKAFNRFSYLTK 

HKIIHAGEKPWNCEECGKGFN 

WSSTLTKHKRIHTGEKPYKCEV 

CGKAFNESSNLTTHK.MIHTGEK. 

PYKCEECGrCAFNRSPQLTAHK.il 

HTGEKPYKCEECGKAFSQSSIL 

TTHKR1HTGEKPYKCEECGKAF 

CGKAFNQSSTL 1KHRKIHTRQK 
PYNCEECDN 1 FNQSSNL/N*/HK 
IIHTGEKLYKCQECGKASKQSF 
TLTKH*1LFNK 


3367 


33735 


A 


3404 


3 


345 




3368 


33736 


B 


3405 


282 


694 




3369 


33737 


A 


3406 


586 


1403 


VSETALADGRCWFRKCQSHLC 

LASTTGKC*TSTLQSGRDYTEN 

GESAQEGETGLPERRLAHCT* L 

AEVHRRQPD*TQENRP/SKMGI 

MTSS/AAKDHLDNKCQRQDSIP 

G SS RG PSPLTMG AQDTLPV A A A 

FTETVNAYFKGADPSNTPSVLV 

EQLLSKRRSNPIMDHGGHKVPC 

SLPPLLTHPNRRQRELKMYGSH 

KAVAQPSPLQDRLQQCAVPTP 

VTGWTNSRAALGDIFSTWGSLL 

LRTSTPKKAAARARPMCPCPGA 

YNTSYPLAPYFWR 


3370 


33738 


A 


3407 


1 


421 


FRHSMNGCEKDSSSTDSANEKP 
ALIPREKKISILEEPSKALRGVT 

UrlN Iclvo VIS.UHs^Kk_. I V jL 1KYK 

VMIKEEVDSSVK.K1K.AAFAELH 
TCI I DKE VSLM AEM DKVKEE A 
ME1LTARQ\RKAEALKRLTDL\A 
S\QMAEMQL 














QMAEMQLAELRAEIK/*WFSEN 
ELGNSDLCSYSCYCLAAQKLSC 
QC YLGGTAHSAPG 1 A ICRKTSQL 
I*PLP 
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SEQ ID 

NO: 


SEQ II) NO: 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3372 


33740 


A 


3409 




756 




3373 


33741 


A 


3410 


2 


1849 


qrrrrntpgwsgfqgltrapa 

lfprlifqsssetrllsgtllwip 

raystrskmaelnthvnvkek 

iyavrsvvpnksntme1vlvlqq 

fdfnvdkavqafvdgsa1qvl 

kewnmtgkkknnkrk.rsk.sk 

qhqgnkdakdkverpeagplq 

pqppqiqngpmngcekdssstd 

sanekpaliprekkisilef.pska 

lrgvtegnrllqqklsldgnp 

kpihgttersdglqwsaeqpcn 

pskpkaktspvksntpaahle1 

kpdelakkrgpn1eksvkdlqr 

ctvsltryrvmikeevdssvkk 

ikaafaelhnc1idkevslmae 

mdkvkeeameiltarqkkaee 

lkrltnlasqmaemq\laelr\ 

ae1khfvserkydeelgk\aar 

fscd1eqlkaqimlcgeithpk\ 

nnyssrtplqapcwpllna\ha 

anlwgkqsnf\srkssthnkps 

egkaatpkmvsslpstadpslr 

AMPANKQNGSSNQRRRFNPQY 
rTNTNR\LNGPAKSQGSGNEAEPL 
GKGNSRHE1 1RRQPHNGFRPKN 
KGGAKNQEASLGMKTPEAPAH 
SEKPRRRQHAADTSEARPFRGS 
VGRVSQCNLCPTRIEVSTDAAV 
LSVPAVTLVA 


3374 


33742 


A 


341 1 


1 


489 


MAEVQVPVLHGRGHLLGRLAA 
IVAKQVMLGWKVVVVRCEG1N 
ISGNFYRNKLNCSFRTPSCIFRW 
TVRGMLPHKTKRGQAVLDHLQ 

VrUUlorLY LUVN/rvKlVl V VrAAL 

KVVRLKPTRKFAYLGRLAHEV 
GWKYQAVTATLEKRKEKA*IH 
YRKKKQLMRLRKQA 


3375 


33743 


A 


3412 


2 


260 




3376 


33744 


A 


3413 


1 


612 


AEVQVLVLDGRGHFLCRLADI 
VAKQVLLG\RKVVVVRCEGIN1 
SGNFYRNKLKYLAFLRKRMNT 
NPSRGP\YHFRAPSRIFWRTVRG 
MLPHKTKRGQAALDRLKVFDG 
IPPPYDKKKRMVVPAALKVVR 
LKPTRKFAYLGRLAHEVGWKY 
QAVTATLEEKRKEKAKIHYRK 
KKQ LMRLRKQA EKN V EKK 1 DK 
YTEVLKTHGLLV 



300 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3377 


33745 


A 


3414 


734 


1488 


MTKDPWLKQSGSSDTSPAASP 

GHFRAVPRAPRARGTVVHHRH/ 

LCLSSWPSSS/RVPPGCASYTPA 

STAAGALPYQAQRRQGVLRRY 

TTYLRV*HFLPRGLPEGFQRGP 

RVPPPPPCPMAAEPELGHALKL 

LD\LRE1VSFLYYFFFFFLRRSLT 

L SPG WRDLG SL Q\P LPH G F K_A I F 

/SCFSLLSGWD\YRHTATHAQL1 

FVFLVEMGF/TPMFARMAS1S*P 

CDPPDSASQDAGITGVSHQVW 

RERLFLDEGGGGCP 


3378 


33746 


A 


3415 


48 


966 


WSQVVTIVTVVVTVSGSNHGN 
HTQASHEGYRHPMRAQVSH/G 
ECR/PSHEGHRHPMRTQASHEG 
HRRPMRTQASHEGHRHPMRTQ 
ASHEGHRHPMRGTGVP*EHRH 
PMRAQASH/GEHRR/HH/GEHSC 
PMRAQASHEGTGVP*EHRC/HH 
ENTGVP*GHRCPMRMQASHAG 
HRHPMRVQASHEGHRCPMRTQ 
VSHEGHRRPMRVQASHENTGV 
P*GAQASHEGTGVP*EHSHPMR 
AQASHENTDVP*GVQASHEGY 
RRPMRTQA SHEG H RCPMRAQT 
SHENTGVP*AAQYRP*EAGAPQ 
GGQGWQETGADRST 


3379 


33747 


A 


3416 


8 


432 


NSKLPPVVTSQQMRFMY/DPQT 
DQHMK1\FPEQLPLDEFLQKTDP 

1/ HDA X! VIT LJA\/T \/UCmMLIPr 

HYVVYLNPKGDGKWCKFDDD 
VVSRCTKEEAIEHNYGGHDDD 
LSVRHCTNAYMLVYIRESKLSE 
VLQAVTDHDIPQQL 


3380 


33748 


A 


3417 


38 


2865' 


SFRWDSKKHTGYVGLKNQGAT 

CYMNSLLQTLFFTNQLRKKLL 

MGALPWEGALAPWV*ALDTDP 

SLPCSTCLTTARTCTSL\QQCHA 

DQCRWQTRWQGSSRW*WQQE 

EIGQEREEGVEYAKRVLLGPPY 

SISDCTHMESSLPPCSS*DPGSF 

QFHEERAEDEKSEGRGPSCSCT 

QPPPW*SLGEGLGECR*ESSSSY 

CSLAGLSLHP*ETRGERLQEAS 

QGQPESPFGEV*HPALVSLDLA 

E*QGRAEKHGCTETH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possinle nucleotide insertion) 


3381 


33749 


A 


3418 


2 


3515 


YVRVSLPPPPPAAGRPGAAVAD 

DAREEEEEAAPPPPPPPPPRLAA 

ARPPGSQPRPPAAGEAQAAAD 

MNHQQQQQQQK.AGEQQLSEPE 

DMEMEAGDTDDPPRITQNPV1N 

GNVALSDGHNTAEEDMEDDTS 

WRSEATFQFTVERFSRLSESVLS 

PPCF VRN LP WK I'M VMPRF YPDR 

PHQK.SVGFFLQCNAESDSTSWS 

CHAQAVLK1INYRDDEKSFSRRI 

SHLFFHKENDWGFSNFMAWSE 

VTDPEK.GF1DDDKV 


3382 


33750 


B 


3419 


36 


335 




3383 


33751 


A 


3420 


2 


1602 


CRLKTTAFSSPSSRHITACLPRF 

WQICSLPKHL1PPEAPPVGMS*R 

RRKPVWVKSMMLG*RIP*GKR 

DPPTTAKCRTCSPQEETGPAGT 

QGQAARQLERRKLPPYVQT/PP 

RPDQL KG VC SLQTD AI SL APTA 

ERHSRLLPPPSRQQPTSAGTEA 

GACPNTRRPSGLQLPAAV\QTPS 

GQTPSVPKPGLEPTSLPVGSG/PI 

SASHSQ/PVSKINKK**VCESPY 

METFP*DAKRTRHKRADTARR 

G EPLRPRTS VPRRTVPA PS EK.LR 

G SRRGEPTPA A PRRDPRR AGS L 

THAGPPGG*RHR*PGWPRGTA/ 

A KTPVA AEALI AAAAPLALH RI 

PLGAPPQLPAAPAP/RLALALRG 

ASAA/RPRVAPSAASPQRCLLR\ 

GPPSPQPSPAPGPVAPSAQGRG 

AVPGGVLAVLLPGAPRLSGKRP 

AAPRGGDTPAQGQVPLAARAP 

REGPGHGREPVIEELERRGAEL 

RSGKGGTRSEGVRGGRARGIV 

YGGAHGPEVGKDKMPLKPRNL 

SAPVAIGGLLHGAGIRFLNLAL 

HSPAVDFGQIT 


3384 


33752 


A 


3421 


3 


498 


IIDPTQYRPMVPNKVSSPC*WLP 
TITQVHPDNEAEPIPS/PARSCAP 
ICGVP/AYGSPLSQSSVS*TRQ*F 
PSCSQSL**GSPTLVNPKTAYT* 
NSGSRGG/VSFDEDTSQHCYPG 
TG*GQQPLQ*SRNHAGPPGG*M 
T*VTGVAERDK/PPKTPVGRRG 
THSQPPRRSP 


3385 


33753 


A 


3422 


1 


270 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3386 


33754 


A 


3423 


1 


1899 


MGFCH1GQAGLKLLTSKDLPAS 

AFQSAGIAGFWLLDGISGPILGQ 

REACCPAGNSNKELKQENSAL 

AEQLQVVL1DKAGMQCDLEEL 

KKKLELTELTLQQLSSWCEAPD 

ANQQLQQPTDERAQLEAHLGQ 

VMEWLKYLQMEREQYAEYLH 

GESAMWWQRMREMSEQIGHLI 

VPG1CEMGGAQPEVVMGLGFV 

EVHTLREERVHSMSRVQELETI 

LAELRNQVAEPLPPEPPAGPSE 

VEQKLQAEAEHLWKELENLAG 

QLQAQVEENEGLSHLNQEQE\G 

LLRLLEQEEK.LLEQEERLLEQE 

ERLLEQEERLLELQESLLEQKR 

KAASFLSTPTPGAPSRALRGK 

YVTSYQSQRSV/REDVDRENEY 

ISRLAQDKEEMKVKLLELVLQL 

VGDCNKW1 IGRFLA AAQNPAD 

EPAPWDPAPQEIGAANKQGGLF 

PGCCLVTPGGFHGDCRGAYGA 

QSSPDSQQAQNPDLAVAGKAA 

FWEFKEHQESLTLLKSWGRRK 

SGSGQAAQLREGSRCAAARRH 

LARALPAARMPKRKVISTEGAA 

KEEPKRTSA SLS AKPPAKVEAQ 

PKKAAAKDKSSDKKTQTKGKR 

GAKGKQAEVANQETKEDLPAE 

NELSSLYSFYARSLILAFI1HLRM 


3387 


33755 


A 


3424 


198 


364 


FL1I+YEG1NCSRIVNLTRTAWCF 
FSG * 1 FRQKKCKQKGKGEQREN 
RPEVANPRN 


3388 


33756 


A 


3425 


3 


238 


GVCPPRGRSCSDFKADSLYSFP 
CPSRCGS*ESSTQTCSGFWTGCT 
ALHRWRGMPERCPPESRDS*TR 
FPQSSLPGHKT 


3389 


33757 


A 


3426 


3 


681 


H1RGPRYSGHHSAFGCPYSDMN 
LKKEATLHDRLREQTQANXLES 
DSSHSKSKSLCSLNFNGKHEKV 
NSQPRLVQQAKCLKIKGKED1D 
LDNLFREYSVEQAQQVLHQSV 
SMSTVSAHPFRDLPLGREQHCK 
LLPGVADIRASQVARWTVDEV 
AEFVQSLLGCEEHAKCFKKEQ1 
DGKAFLLLTQTDIVKVMKIKLG 
PALKIYNSILMFRHSQELPEEDI 
ASGQEVRG 
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SEQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3390 


33758 


A 


3427 


30 


981 


TQDPWPSLPVLWSRASSDPAAG 
HRAEH1*TYWPWKLEGT\D1WL 
VLYMPLVQPDNFIKKHSHLPTY 
CLFKEDVKFPFRTCRLTYCWLN 
YTEE1TYLHTKKVSVGQSAVRE 
EFAAACTWSIRIGEKLAILLSLY 
LCRQQALLNMRMSVPIHESGV 
AQRSPVMDKLAQYSVEQAQQV 
LHQSVSMSTVSAHPFRDLPLGR 
EQHCKLLPGVADIRARQVARW 
TVDENLHGL1QTKQTPHLDESIS 
KGESPALVVTELRMCMTATEP 
LVPTKNPYQERGHIGDSFLHYT 
DQEPQPWDQSSVHPTPAP1YSV 
SSGFRVTRGSDI 


3391 


33759 


A 


3428 




864 


MVSALPEVGRAQILRLIAYIRSP 

APPVVGVERAARRPAQAFGLV 

ALPSTDATVFANQPLARACIGA 

A RHREPDAPGQSA WVG EECLK 

DALRSPETPKLGSLSPPCQDTRP 

GRASNDFSLEMGYSSLSAARLK 

IHGQVFQCCGPGPLRTL\HWTQ 

S*TYLN1LALET*GAQNQP*EW 

QAVD*GAPGLFSMTLGVFPR/RL 

PQHPKQIICFQNYEYSVEQAQQ 

VLHQSVSMSTVSAHPFRDLPLG 

REQHCKLLPGVAD1RASQVAR 

WTVDEPYSSAPRGPELSAGANS 

SRGA 


3392 


33760 


A 


3429 


201 


336 


QQTPGKAVHAPFIADQSLT*EL 
VSVFPQFQLFPYRR*DSHSGKS 


3393 


33761 


A 


3430 


600 


768 


TDTSSYHGSG*PAR/NG*MHSFI 
RCLLLK*GIEPCALNGDSVLKS 
RTDVTFTPVN 1TTKVKS VEMHN 
EALSRALPGDNVGFKNVSKMF 
VMATLLFSDCIHNTFDQMWRT 
KEHNEARWSLQSSGDKVMKEN 

ALGESLISCRERAEIEIVDKQTQ 
ALIMGVADLQGRVNAQLHQVS 

1 VrvVKlJWrvtvIvlUr YJNLcUO 1 V 

GRTLIK.LWTLSL 


3394 


33762 


A 


3431 


1655 


1841 


EHQAEAEGGDGGPRSLPMKPG 
SPLMPDKAQRKQVRSRHGRGG 
RGGG*AGPGIPGKPGSPVSP 


3395 


33763 


A 


3432 


1 


1773 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


3396 


33764 


A 


3433 


648 


1884 


LDPEVAWAKWQHSTVKGPQK 

QFAFSWQGQQYTFTG LPQGYIN 

SLSLCYNL I PRDPD/RL/SLLQN I 

TLVHYIDDIML1GSSEQELAYTL 

DLLVRRLCAKGWEINLTEIQEA 

STSVKFLRVQWCGACQD1PSK 

MKDKLLHLFPPTTKKKASLFGF 

RRQC1PHLECGPEQEKALQQAQ 

AAVQAAVPLERYDPADPMVL/ 

V/ELTWLWPLLSAQFASSGDQH 

*ALHMAPFLGVVSQLPGGKLIIL 

DIFHHGKGRVLFSLE*TLTPDM 

GLPILHIMLLPRLPSVNSQNALS 

TVMPGFTGPG1KGWKWHHSPS 

PLVIH*QNFCFLFP*HYVLLA*R 

S*FQRKEPCHQET*Q*FH*TGS* 

GCQLDTLGSCYF*VNKLRRELQ 

CWLG*LTQTIKMKSVYYSITEN 

CWMKRSPVKRRK1LELEEA 


3397 


33765 


A 


3434 


1 


2223 




3398 


33766 


A 


3435 




1078 


MNKEMSGQTFVGKQNSVRMP 
K1ISGLGVQKPNRQWRLVQDLR 
1INEAVVPLYQAVRNPYTLLSQI 
PEETGWFTVLDLKDALFC1AVH 
PDSQFLLAFEDPLNPTSQLTWT 
VLPQGFRDSPHLFGQALAQDLS 
QFSYLDTLVLRYVDDLLLAAPS 
ETLCHQATQVLLNFLATCGYK 
VSKLKAQICSQQVKYEGLKLSK 
GTRALSEERIQP1LAYPHPKTRK 
QLRGLLG1TGFCQIWIPRYSEIA 
RPLHTL1KKTQKANTHLVRWTP 
EAEAAFQVLK.KALTQAPVLSLP 
TGQDF\SLYVTEKTGIALGVLTQ 
HYGEERNS*LPTEYLSNIRKPLG 
DYYWLYRNLKRWQSYTARVIR 
KERKGK 


3399 


33767 


A 


3436 


1 


1677 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


3400 


33768 


A 


3437 


1 


2052 


MVLVVVAVVVVVLVVAVIVV 
VVVVVAAVVVGAVVVVVVVV 
MVVVVVVVVVEEDNQHKTGA 
INNNNTAKNPQQSPFHSPATST 
GAEATQMRRNQKTNPHNMTK 
QVSLTPPKITLAHQQWIQTKKK 
YLIYLKKHSGVNKIPRNPTYEG 
CEGPFQGELQTTAQQNKGGHK 
QTEDHSMLMDRKNQYCENGH 
TAQAVPNPYTLLSQIPEDAEWF 
TVLDPKHAVFCIPVHPDSQFLF 
AFEDPSNPMSQLIWTVLPQGFR 
NSPHLFGQALAQDLSQFSYLDT 
LVLRYMDDLLLATHSETLCHQ 
ATQALLNFLATCGYK.VSKPKA 
QLCSQQVKYLGLKLSKGTRTLS 
EER1QPILGYPHPKTLK.QLTAFL 
G1TGFCQIWIPRYSKIARPLNTRI 
KETQKANTHLVRWTPEAEVAF 
QALKKALTHAPVLSLPVGQNFS 
L Y VTE KATG I ALG VLT/PGTS AQ 
LAELIALTRAPELGEGKRVNIY 
ANSIGREREFLTSKGTLVKHQE 
AIKRLLLAVQKPKEVAVLHCW 
GHQKGKEREIEENRQADIEARR 
A ARQDPPLEM LTEGPLAFELA 

\/fA TAD ACT QT A lUUPPI DDDDn 

TRCWLPSLR1RQGVCCIPDPAR 
A1TLTAWPKIPFLGIRKAKNPRS 
EKTRLATILEAACCHFGSGPPPS 
WELWEQGPPVTVQTH1LRSHL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3401 


33769 


A 


3438 


294 


2340 


EKCRHNCSSRVWQSLVSQSVW 

ATEGQYGRTKNARPVQVKADS 

ASFPYQRRYPLRLEAQQGLQK1 

VKDLKAQGLVKPFNSPCNTPIL 

GVQKPNGQWKLVQDLRI1NEAI 

VPLYPAVPNPYTLLSQIPEEAE 

WFTVLDLKDAFFCIPVHRESQF 

LFAFEDPSNPTSQLTWTVLPQG 

FRNSPHLFGQALAQDLSQFSYL 

NTLVLRYLDDLLLAAHLETLCH 

QATQKKTGIALGVLTQVQGTSF 

QPVAHLSKEIDVVAKGWPHCL 

WVVAAVAVLVSEAVKIIQGRE 

LTVWTSHDVSGTLTAKGDLWL 

SDNLLLNQALLFKRPVLRLHTC 

ATLNPATFLPNNKEK I EHNHQQ 

VIVQTYTIQGDLLEVPLTDPDL 

NLYTNGSSFVEKGLRKAGIHPS 

RQWTPLWPKAGPEMLSKRQVL 

ESGILKAFLVPYLLVAVLGS1DF 

NGKPPVAVFSLSQAHRFLCAT 

WLLLGYGEVW1HSHTAIKTYQ 

RRRSQDGR1GTAPVYSSQRERR 

RRRVISAFPSEGIPTDLQLRVLS 

VRRKTNKQKGHPHQKPICTSPS 

SRPKVDKTTKMGKKQNRKTGN 

SKTQSASPPPKERSSSPATEQSW 

MENDFDELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEEC1TR 

ITNTEKCLK.ELMELKTKARELR 

EECRSLRSQCDQLEERVSAMED 


3402 


33770 


A 


3439 


2 


350 


YKVSKPKAQLCSQQVKYLWLK 
LSKGTRALSEERIQP1LAYPHPK 
TLKQLRGILGITGFCRIWIP\R*S 

or 1 Kj(jL,/r oLi I V 1 E-c. 1 UJALOIL 1 

QVQGTSLQPMEYLNKE1DELDQ 
GRTH 


3403 


33771 


A 


3440 


1 


897 




3404 


33772 


A 


3441 


1 


429 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


3405 


33773 


A 


3442 




957 


NK.IPRNPTYEGCEGPFQGELQT 
TAQQNKGGHKQTEDHSMLMD 
RKNQYCENGHTAQAVPNPYTL 
LSQIPEDAEWFTVLDPKHAVFC 
IPVHPDSQFLFAFEDPSNPMSQL 
IWTVLPQGFRNSPHLFGQALAQ 
DLSQFSYLDTLVLRYMDDLLL 
ATHSETLCHQATQALLNFLATC 
GYKVSKPKAQLCSQQVKYLGL 
KLSKGTRTLSEERIQPILGYPHP 
KTLKQLTAFLG ITG FCQI Wl PRY 
SKIARPLNTRIKETQKANTHLV 
RWTPEAEVAFQALKKALTHAP 
VLSLPVGQNFSLYVTEKATGIAL 
GVLTQELVLSWQN 


3406 


33774 


A 


3443 


146 


1303 


EKCRHMCSSRVWQSLVSQSVW 

ATEGQYGRTKNARPVQVK\DS 

ASFPYQRRYPLRLEAQQGLQK.I 

VKDLKAQGLVKPFNSPCNTPIL 

GVQKPNGQWKLVQDLRIINEAI 

VPLYPAVPNPYTLLSQIPEEAE 

WFTVLDLKDAFFCIPVHRESQF 

LFAFEDPSNPTSQLTWTVLPQG 

FRNSPHLFGQALAQDLSQFSYL 

NTI.VLRYLDDLLLAAHLETLCH 

Q ATQK K.TGI ALG VLTQVQGTSF 

QPVAHLSKEIDVVAKGWPHCL 

WVVAAVAVLVSEAVKI1QGRE 

LTVWTSHDVSGTLTAKGDLWL 

SDNLLLNQALLFKRPVLRLHTC 

ATLNPATFLPNNKEK1EHNHQQ 

VI VQTYTIQGDLLEVPLTDPDL 

NLYTNGSSFVEKGLRKA 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codoii for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l Inknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3407 


33775 


A 


3444 




1647 


MNKEDYNDDDDNGDIKYLPDI 
KTGYNKTVQIPITSENSTVGLSN 
TEADEMDRLKCERDDALKEVN 
TLKRRTKGGKHLTLKVTYTLSE 
TNLHKNYLWECILMGQLGCYE 
ILRKPSPALGLTPEHKGNVGHT 
GEKTGAG/PATSRPPDSFPN**G 
PPFNPNGTKGDRQRGKQQTKE 
CQYSPIMPTPSSGRRRIWSSQ\R 
HVPFSLSDLIDLAVPNPYTLLSQ 
IPEEAEWFTVLDLK.DVFFCIPVH 
PDSQFLFAFEDPLNPMSQLTCT 
VLPQGFRDSPHLFGQALAQDLS 
QLSYLDTLVLQYVDDLLLAAC 
SETLCHQATQALLNFLATCGYK 
VSKEKAQLCSQQVKYLGLKLS 
KGTKALSEECIQPILAYPHLKTL 
KQLREFLGITGFCRIW/NFQALL 
LERPVLQLCTCATLNPVTFLPD 
NE\EEYNCQQIISQTYATRGDLL 
EVPLTDPDLNLYTDGSSFVEKG 

T>C\V A C\ PPT? A \n ACHTCI TDT T.D 

NGRS1PA TLALESKELVKSVRA 
LLDMDCAIPFLVGTSIVDPYLK 
YEPTTK.N HLIMVQG EKNCITGR 


3408 


33776 


A 


3445 


1 


2217 




3409 


Villi 


A 


3446 


1 


749 


MNQSDQEMTGAFVHMKSYTG 
L1SGVAVKMERHIYQDRR1AIEK 
EFNSCRTGCMGDWSFTITQIRL 
LENTGIRVFKDNLVEEAEWFTV 
LDLMDAFFCIPVHPDSQFLFAFE 
DPSNPASQLTWTVLPQRFKNSP 
HLFGQALAQDLSQFSYLDTLVL 
RYMDDLLLAAYSETLCHQATE 
ALLNFLATCGYKVSKPKAQLCS 
QQVKYLGLKLSKGTRDLTTFLP 
VNEEKIE/P*LSTSNCSKLRCSRG 
TSRGSLG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3410 


33778 


A 


3447 




1374 


MPLLQMIATPLQQSLISTEDEM 

DELTEVGFERWVITNFTEEPSPA 

LGFTPEHKGNVGHAGKGPLESS 

SPDPFLCGQEKQEKGAGLLHRQ 

YPLRLEAKQGLKKIVKDLKAQ 

GLVTPCSSPCNTPTLAVQKPNG 

QWRLVQDLR11NEAVVPLYPAV 

PNPYILLSQ1PEEAEWFTVLDLK 

DAFFC1PVHPDSQFLFAFEDPSN 

PMSQLTWTVLPQGFRDSLHLFG 

QALAQDLSQFSYLDTLVLQYM 

DDLLLVTHSETLCHQATQVLLN 

FLATCGYKVSKLKAQ1CSQQVK 

YLGLKLSKGTRALSEER1QPILA 

YPHPKTRKQLRGLLGITGFCQI 

W1PRYSEIARPLHTL1KKTQKAN 

THLVRWTPEAEAAFQVLKKAL 

TQAPVLSLPTGQDF\SLYVTEKT 

GIALGVLTQHYGEERNS*LPTE 

YLSN1RKPLGDYYWLYRNLKR 

WQSYTARV1RKERKGK 


3411 


33779 


B 


3448 


1 


2862 




3412 


33780 


B 


3449 


94 


1248 




3413 


33781 


A 


3450 


1 


3805 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGNNPSLTSIYRSEV 

FCAHRHLHPPQLVCARGH1GSA 

HLSVDRGSL1WEVLESTVWART 

NEWSPVTRTVL1SALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQIKIDLGKFSDN 


3414 


33782 


A 


3451 


1 


444 


YSLVEFHTLVLQKSDVEAVF/S 
KYCFIVGCSVHKGFAFV*YVNE 
RNARAAVGGDVDSSSFDLDHDF 
QRDYYDRMYSYPAHVPPPPIAR 
AVVPSKCQHVSGMRRGKSGFN 
SK.RGQRGSSKSGKLKGDDLQAI 

JSJS.CL, I ^IlS-vlvV uoLLclNL 


3415 


33783 


A 


3452 




93 




3416 


33784 


A 


3453 


117 


316 


SSATFSAL*ETLPSNTMASSSFD 
LDYDFQRDYYDRMYSYPARVP 
PPPPIARAVVPSKRQRVSGNTS 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3417 


33785 


A 


3454 


102 


1059 


ETLPSNTMASNVTNKTDPRSM 

NSRVFIGNLNTLVVKKSDVEAI 

FSKYGKIVGCSVHKGFAFVQY 

AYE\RNARAAVAG\EDGRMIAG 

QWLDINLAAEPKWNRGKAGV 

KRSA\AEMYGSVTEHPSPSPLLS 

SSFDL\D\YDFQRDYYDRMYSY 

PARVPPPPPIA\RAVVPSKRQRV 

SGNTSRRGKASGFNSKSGQRGSS 

KSGK\LKGDDLQ\AIK\KELTPD 

KTKKWDSLL\ENLEKI\EKEQSK 

Q A V E MKN DKSEEEQ S S S S R/V K 

K\DETNVKMESEGGADDSA\EE 

GDLLG*MNDNE\DRGDDQLE\LI 

KDDEKEAEEGEDDRDSANGGG 


3418 


33786 


A 


3455 


299 


509 




3419 


33787 


B 


3456 


16 


101 




3420 


33788 


A 


3457 


1209 


1828 


GNCDSPARPARPPHRQGCPRPS 
PPPRG RPRALGPTRA SA ARAP A 
DLPPPAAPHPAPAALVPHTAAP 
KA\RNALPGSPGALTEGAVLLP 
NAGARPRRPRSSEKP\GPAPSWP 
RJPGFRTGAPPPATPVLAAGGL 
APPSPGLAGQQVALPSQVPADT 
QSGVKSGSQDRGRN*QSAGSA 
GGGARTQVPGPLRMWKRAVW 
PGDWAPHPAN1 


3421 


33789 


A 


3458 


387 


772 


PHRKQAEPPRHHERLGRRVRH 

HARHGRGSRPDTAAEAAGGCG 

DPRAFQQLERRLRHPPLRWQGL 

LRRQRLLREEPRRSLL/QTS*S*G 

SPVTRPSSGCSSPRSWMETRRG 

APAPPAPRSRNKPTTWWPH 














FFFFFLNRVLLCHPG/WS*SGNH 
QWQSWLNS*PQTPGLK*SSFLC 
FRKWWDYKHEPLYPAKPHFEF 
LFGSSLQVREFFGKIKV 


3423 


33791 


B 


3460 


1 


612 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3424 


33792 


A 


3461 


1277 


2152 


SRAAPTCFSWLPCGASTCPWL 

MWAMSGRMVAPLQRVLRAAP 

GLEGTLGGRQHPGTPPSVLHFS 

LT1VTNSMFGLQDFNVTPLAAQA 

TLPPGSPGRPTLVPSTAAPNSLQ 

MFTGGHGA*FPRWQPQPPSGVS 

/SHGAPPGVPHYCRQGRSPGKR\ 

QRKWLESEVQAQGP* EPDPTQL 

QTSTRTACG*GPPSQADPDPDP 

TRPRTPDL DPNC MRL RTP KPGR 

RQSRPH\GPRTPTQTDPDPPVQP 

PAPEVKPQRPP/WAARAPSDTA 

AS*GGLTCNSRPIREGQMGSPSP 

AGSLLLGAL 


3425 


33793 


A 


3462 




2064 


MDGQCSHYCVKTDLRVHSPFT 

TGAVHADQSCCKTTSARWEDT 

CDLTGSKKTLVISNIVIRTRSDD 

KLENEWETQSQNRNRVKPTAA 

DPCRNE/NEHSS*EKHPEVLQES 

ANDRLRDNERVSQRQSQPTTVS 

QRQSQPTTESEPTTES/RQRQSQ 

RQRQSQPMTES ETMTELQKMT 

ESANDRVSQRQSQSQRQSQ\QR 

QSQRQRQSQSQ*QSQSQRQSQS 

QRQSQ\QRQSQSQRQSQ\QRQS 

QRQRQSQRQ*QSQSQ*QSQPTT 

ESEPTTEVSQRQNQRQRQSQP/ 

DDRJRDNDRVSQRQNQRQRQS 

Q\Q*QSQRRQSQSQRQSQPTTES 

EPTTESANDRVSQRQSQSQRQS 

Q\QRQSQSQ*QSQPTTESANDR 

VSQRQSQSQGQSQSQRQSQS/D 

DRVSQRQIQSQHQEDRPPKYQN 

KNVQVHA/DDKPRSDPQRRRNL 

TPPVKTAERRPHQEHVVKGEK 

ATSPSRHSTSTAPTRPPSAETAH 

VNVMCGGDMAHINQGHVEAP 

QG SHEKHVGAA RDQ Y ERRD A 

QSEKSQQVQTTGLRVHVSRRPP 

HDGSLTSTGLRVHVSRRPPHDG 

SLTSTGLRVHVSRRPPHNGTVT 

STGLRVHVSRRPPHDGSLTSTG 

LRVHVPRRPPHDGSLTSTGLRV 

hvprrppttalshpldvsicrtl 
naypemltgerstfpcvnvkn 
ekaveskk.dtpfkcesk.es wi 


3426 


33794 


A 


3463 


1 


424 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


3427 


33795 


A 


3464 




492 


MDESSFRGSITQSGSAKTAGLT 
GFCKLCKTSSWHTGAAQILEGG 
MEKANSPQYADPQTHLSWHTL 
PPGSQATSANESNVNFLSLPDT 
NSPEIRPDHSPPVPDRSVSPLEHI 
PRTFPKPGTG/PPHINTVTNPSA 
GAPR*E*PS*SGFNPGCFQLVRP 
SRISGTPV 


3428 


33796 


A 


3465 


107 


543 


KREGWKEESDFWDGSHLPPLN 
SRCSTRK.GRKTGRCGAATAAA 
SSPREGRRPPPSWAGHPCLGSC 
QWLRSCR/RGLAMAPGALPAL 
GEEEGPGASGLSAEL/RASERGL 
GQGLGPAALHS*ASPTPWAPVR 
PEPPRRAPPPAPWRPVPL 


3429 


33797 


A 


3466 


27 


1021 


STQTWPVSEETGSPPQRNRC*SS 
HQPDTASWVLQREYSHRKGTA 
PRGMQGTLPLCPSLSGCRSPSCP 
AAARPPRPRAVRFPPPATAAAS 
SPREGRRPPPSW/RRPSLPRGLP 
VASELPEGLAMAPGVLPALFGS 
TLPL*AVT/PH*ECL/PASLLKPA 
RP*THREK*TTPD VQP* EL* HSP 
*RSAASLQEGPQLHS*SQ*DQEP 
TNSGHTYTLGTGR*FYTVCQFL 
WLG*TYRSSHRPGFACRCLEPG 
SAAPCPSHCLSAGPEGTL*AAC 
LGK.VPGRSAPRSDQWSPGGRA 
PRGVPPPPLSRGHCKALASCAP 
SADA\REPPHRALLGSPKVHTP 


3430 


33798 


A 


3467 


807 


1428 


GSDRLQPQPLLFGRDVLLLLPS 
GPA1PASGLASVFGAAGRAGHG 
SGGSA*TWGRGRTRRERPLGG 
AGASE\PGSVGPRGA\GWVSGP 
VRAPPRAAPGTLAPSSGRCRAP 

rrKKAl^ALVAL 1 LrUrUuKLrL 

PMDRPA LA MP/SHL/HPRPGQ V 
APRWSPCSRRREEKGRHERVDI 
G HSHL VFALTLFLP* FGGGGKT 
EAAQNSWRIPPAG 
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SKQ ID 

NO: 


SKQ IB NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3431 


33799 


A 


3468 


68 


1153 


LLKMFRAKAACLTSMAWVLPP 

LSL1VLV1LSPGSFILQ1TFTLLEP 

VLRRPSSAEKPLEPGPSSSPSSG 

RARGAVRPALPAAPKPLASPEA 

GMAVPGWGRRVSPSRREEAGA 

VACLSLTVFSGKWICQQAP/SA 

WGCCC* D*GKLVHRST*RCAR* 

KYPGLKPDQEGYCQPGAPVEV 

HPRCRDFPS/VLRRNLGFSALAQ 

SEYLW*DHS/CVLVVG/PVLFC* 

TLFASFP1RLYPEELLA/HKVTQ 

CPSL.VSPCNWLSAGGGRKFEPA 

LRRPSSAERPLAPYPSSSPGAGR 

APQPWPALPAAPKPLASPEAG 

MAGPGGRRTTSLPKRRGCGCS 

RPASSCFSSLSGWAARVERRQM 

AS1PEIALLFPSPL 


3432 


33800 


A 


3469 


1 


248 


FRPAP1PSSAPRGPTEPVLRRPSS 
AEK.PLEPGPSSSPSSGRARGAM 
ASPSSSSEATGKPRGRDGSPRM 
G/VGGRPSRKEEAGAVAGGGK 
RTA RG L RG RG GP A ATGQEGDR 
HPYRWRRQRSGILHEF*AASGF 
PPPPNHGRHTVQAEPPEPWPAL 
PAAPKPLASPEAGMAGPGGRR 
TTSLPKRRGCGSCCRGEAHSPT 
TARTGEDAPRPGREETGTQTGG 
DRRGAA/RGSP/RSPWA/C1RAPL 
PSLGVAPG/VPSGRLAHGDILISP 
CTLPHSELGSPGH*TQANFL*DP 
GRRRTVLWKVFQGRSRKG*EG 
RG PGRG HN YDG S VTPGNFI A * S 
PS/PLPL P PS FT WTL PKTR1 PEC S 
GVTKCSGTLGTRVW/RPGSWG 
LH PG SAPP*LRRPSSAEKPLEPG 
PSSSPSSGRARGAMASPSSSSEA 
TGKPRGRDGSPRMGEEDVPPE 


3433 


33801 


C 


3470 


365 


589 




3434 


33802 


A 


3471 


1 


465 


MVTTTCYCKKAK.PIPRRCSAKE 
WSCQLPCGQKLLCGQHKCENP 
CHAGSCQPCPRVSRQKCVCGK 
KVAERSCASPLWHCDQIKE/CR 
SQSCS*RRKTKTTG\ELEAFENR 
LKGRRKKNRKRDEVAVELSLW 
QKHKYYL1SVCGVVVVVFAWY 
1THDVN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3435 


33803 


A 


3472 




444 


YSLVEFHTLVLQKSDVEAVF/S 
KYCF.VGCSVHKGFAFV*YVNE 
RNARAAVGGVMYSSSFDLDHDF 
QRDYYDRMYSYPAHVPPPPIAR 
AVVPSKCQHVSGN\RRGKSGFN 
SKRGQRGSSKSGKLKGDDLQAI 
KKELTQIKQKVDSLLENL 


3436 


33804 


C 


3473 


190 


265 




3437 


33805 


A 


3474 


144 


316 




3438 


33806 


A 


3475 


3 


342 




3439 


33807 


B 


3476 


180 


1370 




3440 


33808 


A 


3477 


102 


1054 


ETLPSNTMASNVTNK.TDPRSM 

NSRVFIGNLNTLVVKKSDVEA1 

FSKYGKIVGCSVHKGFAFVQY 

VNERNARG\AVAGEDGRMIA\G 

Q\VLD1NPGLQSPKVN\RGKARC 

ETDLQAEMYGLLF*PWTYDFQ 

RDYYDRMYSYPARVPPPPPIAVR 

AVVPSKRQRVSGNTSRRGKSGF 

NSKSGQRGSSKSGKLKGDDLQX 

AIKKELTQIKQKVDSL\LENLEK 

1EKEQSKQAVEMKK.**SQKEEQ 

SSQLR*KKDET*C*RLEVLKGG 

AD\DSA*GRGDLL\DDDDN*RS 

GGIDQLE\LIK\DDEKEAEE\GED 

DRGQRPMGGDDSLST 


3441 


33809 


C 


3478 


216 


350 




3442 


33810 


A 


3479 


1 


3048 


MGLMVLNVENCSSFGW1GRAP 
PRNTTVDLNSGN1DVPPNMTSW 
ASFHNGVAAGLKIAPASQIDSA 
WIVYNKPKHAELANEYAGFLV 
ALGLNGYLTKLATFN1HDYLTK 
GHEMTS1GLLLGVSAAKLGTM 
DMSITRLLSIRIPALLPPTSTELD 
VPHNVQV\AAVVG\IGLVYQG\T 
AHRHTAEGPVGLR*DGLLFLKC 
NTALTGSHTP*AAGLALGMVC 
LGEQGPCCGVWEELGERETFK 
DLIFNRKAPEGSNAT 


3443 


3381 1 










AAAERGAEEASGGAPPGILEDA 
GRERRGSGGGR*AGPVGDSKD 
G VG A V* PPQPHSH RDHHQ* PGP 
LGGPGCSG*PHLREGLET 


3444 


33812 


C 


3481 


241 


426 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3445 


33813 


A 


3482 




826 


RGEEAVSGK.AGPDSPRAVLRG 
QGQVWGAAAERGAEEASGGG 
TQGEGGREVFDS*GTCSLGFPS* 
PGEQLMGI.VYTLGG*PHSHRD 
HHQ*PGPLGG/HGCSG*PHLRW 
VPVSALGGRGVGADQLVRVAQ 
GSPETPCSLSGESWPA/GLPGPT 
PPGWQ**PGP*RAPGLQKAPKG 
PSYQQGPAPPSHRQSTAQRGVR 
PRTK.RCPSLGCGDLSLLSLAVP 
V AQPA PRC AY RM LPLLFLLG RL 
TPVPSPLSSDKVIYNLHLQFIVF 
TSIKFSATPFKKKKK 


3446 


33814 


A 


3483 


135 


396 


LCWLQIHRQGRKPCSPPSLKG* 
*ATCMPPRRRKGGFLSSVSMDI1 
THSPGNEKJKMPPPTMSKQPGV 
LQQDCREKLSHCLVCSSLG 


3447 


33815 


A 


3484 


256 


1860 


RAPETPRKI LG E AG G CRG DG DR 
PAFQPVRNSRPFLSKLLGQCGR 
STLCRLCFRSLNHLFWLFPGPG 
WRGPGGHSTEDGSLQGKAGQD 
FSC*NLEISFFP*PSPTCSPTLHC 
GQKPRAGQGHLHSV\PGAPCW 
AEVPALLPRRVGD\PGPDILPPS 
TRV*RCPLDRNSPILL*VHFLKD 
RATTQNTARPPMG WRPLQQSR 
QISPAVGGKLCSLPVMI*ASPHP 
SASVVGETPA*1GGWGW/P*GF 
QLIG/LPHVRGTQPGLLESRVPS 
VRGTQPGLPGLPESRVPSVRRT 
QPGLLESRVPSVRGTQPGLPGL 
PESRVPSVRRTQPGLPDARVPY 
VRGTQPGLPGLPESRVPYVRRT 
QPG L PD ARVP Y VRGTQPGLPGF 
RPSRVPRSFCEGDAAGPPRRPRS 
YVRGTQPGLPAFPSPAFLVRVP 
SLRGTQPGLPGLPESRVPSVRRT 
QPGLPDARVPSVRGTQPGLPGL 
PESRVPSVRGTQPGLPDARVPY 
VRGTQPG L PG L PESRVP Y V RGT 
QSSLPGLP/GVPRSFREGDVAGP 


3448 


33816 


B 


3485 


111 


258 




3449 


33817 


A 


3486 


1 


4455 
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SF.Q II) 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 




ocation of last 
st amino acid 
equence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3450 


33818 


A 


3487 


1 


2302 


MTECLDRFIDS1AAVPRSTKSTV 

QKCLPCLSDGEDKIPDLIAITWT 

PRQGELLEKNVISETGTLLPTPC 

L DTSTK ET A D K STSG K.TI H Q S 1 K 

TVLKDLSGSIDDLPTGTEATLSS 

AVSASGSTSSQGDQSNPAQSPF 

SPHASPHLSSIPGGPSPSPVGSPV 

GSNQSRSGPISPASIPGQDPGYG 

N S/DK SMGHEYSQR/SFLEDRFP 

1AVWWPRPLRLKNCLSVLSYSS 

PSEVTPHPKSESSGTS/SAAQDL 

QGCSQDVGQPASSSGGSTREQS 

TSSFIR1VAASSPSSCWKLQVLL 

SG/AGG DYSPVLLIGG YSRVCLP 

Q*SDASAATREP/GQNPVPIPP* 

ASHQCHRKEGPPCRQQAGASQ 

MLSRD*AKQLKPSSSHTLSKHK 

TT/GTRKSLLFGIKKAYNFTNKY 

YSELMTQTRPQSTPSIPSPLPLD 

DAGLERSQGNVSASSFMVLGN 

RERGEDTTGAGFGRSRNKEEVP 

CTI YVGAESP/EMC* WMDHT*R 

KEG KGGLVG VPCV/SREH LEEW 

QYQLQR*ISLKTQQV*RRKSEV 

LLGRS/SNTAQACSCWQLTCFM 

AGTQRNPQMAQYGPQQTGPSM 

SPHPSPGGQMHAGISSFQQSNSS 

GTYGPQMSQYGPQDGGGDVSD 

VVMAIDDDGSCHLLGSAVPGA 

VL VTFNLLL 1 1 V VTLQMTEPQFR 

EYITGDPLESTCRHASLALAVV 

LHQETAMTMITDSLAVVPHSG 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIRNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 


3451 


33819 


A 


3488 


2 


1427 


EEPSRREPR/PPGH APGAVAGG 
AGPMARAGARGLLGGRRPPGL 
RL/CARASARVAAG/CGRRRAA 
REPPRRRVPRRPARQPRRGATA 
AAATTT*WASGTRPSTAAPEPT 
ASAAARXRLPLLLPRRAAAPRPE 
PLFQLRHAGLGPDRPAARPRPR 
HRSAPGPRPRAQPYGRLRCVRR 
RSAAGDGG/EPGLAFDEVGDRG 
PPLTAVPAG\ADRASEAAGPPG 
ATASHPG PTER*QRGRSEPGHR 
TEPR1TPR S RQEA PQQRAPG VG 
RPGAPARPAAAGRRDPLSSPEL 
GC S A RRH SSLPC PRRGRP AG L\R 
QRFPALEPSPRQPPARAPRVHPR 
TCLRRWTPAPGPRRSTRPLPRR 
APMPPGPPVARPGP/PPLSHPTA 
RAF/HGTPATRARGPAPVQCED 
A*DLQPAAPRPLRQRGPRVPVP 
KDQ*QDRGHRVKRGRGA/RRG 
MGWGPVCPSEPQATGRGAPAV 
RPALLSASTAVVSWSLQAAGSS 
CK 


3452 


33820 


A 


3489 


1 


262 




3453 


33821 


A 


3490 


411 


1919 


RSYGVRWRRHAPPGRRSSPRIG 

KVKSASRAWRLRCCGCRRPSR 

TGMRWQMRWPMVTLARQPFW 

RRSVSWRGAWGSWRKSWRRS 

RATRSCSMTATASCSCRLSRJD 

DISNYEVN LEPGGHDD1TSCQG 

RGRSLPQRAP1GLCCSLGGGAV 

LADTPLFLPRPKPRDGPGSRAF 

QKRQQQQSALRVMQRNCAAYX 

LKLRHWQWWRLFTKVKPLLQ 

VTRQDEVLQARAQELQKVQEL 

QQQSAREVGELQGRVAQLEEE 

RARLAEQLRAEAELCAEAEETR 

GRLAARKQELELVVSELEARV 

GEEEECSRQMQTEKKRLQQHIQ 

ELEAHLEAEEGARQKLQLEKV 

TTEAKMKKFEEDLLLLEDQNS 

KL\ARLGA*GQLGK.WGWGALV 

G**MVNFTPWGLPHCGSQERK 

LLEDRLAEFSSQAAEEEEKVKS 

LNKLRLKYEAT1ADMEDRLRK 

EEKGRQELEKLKRRLDGESSEL 

QEQMVEQQQRAEELRAQLGRK 

EEELQAALARRQRFQ 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 


|IJ 


SSL 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 








3491 






TPYTRSDSGEGFLQLPHQDSQDS 
TSVGTNS*E\DGQTQHPRP|*DA 
QSSVCCAGSQHGM*ANHSQE 


3455 


33823 


B 


3492 


1 


241 




3456 


33824 


A 


3493 


1 


1486 


SRLHKLCNKPRRSGTTNAKRV 

GPDCHPMGREGAR*HHALRGR 

RGE A GTRG G RQ R RREQ D W RE A 

GPGPRAE VGRTA A S ARRA RGS 

APGPRGPSRGRSRWN I GQPRR 

NRGRGAERPRMQRSRPENGAR 

GTGAGLRGFQPRRHPGFPSRV* 

GSKDIPAARRRVETCPGPEPRPQ 

PQLPPRPWKGGGDARGDPKFP 

QAPNAVPGFCVIPAGGVLGAPT 

AAGLRPTGDVALRRPAGSVEPS 

GS/AGSQSQCLLCGPVPYRQQT 

STGP*PGGWGSP\SDVPCSALIS 

GTGC/PKAQHVSGSLSQRSLSL 

VDFGRPAS/RGSLFPWPLGTGG 

KS\PAAPSPQTLWQSS/P/GFLYF 

PGE/RKGKG*SGPGAGCEP\PIA 

VGCQEQPRGAEGNLPPKPADPC 

AU i N.^lrKA^Ku V VV^- 1 ' ' 
V Vlvl 1 JUKUAnoKuurvlvAUAn 

SREVPAAVHGGD/GLLVEGHTA 
GRVQQPSTGG*PLVEGPPAGEG 
PFAEGHTAGRSSQLSTVLTTFLP 


3457 


33825 


A 


3494 




393 




3458 


33826 


A 


3495 


145 


1089 


VYRTEFLQDRNYFFLSLVVSAP 

RTVPGTWTCLLSE*RNE*ILGCD 

SLFPKAGQAP*VAH1TLGFQSSE 

YSKWKFTNSPTFLELLEEFPSLQ 

VSAGFLLSLLPILKPRFYSISSSQ 

DHTPTAIHLTVAVLMYHTRGL 

QPARATLMSTHSSSHPEGPLPA 

AVSGAQCASGFRLPEDPSHPRV 

LIGPGTGIPPFLSFWQQRLHDSQ 

QKGVAGGFPGVQGGRMTPVFE 

CRSPNEDHIYQEEMLEMARKG 

VLPAVPTAYSCLPGKPKVCVQ 

DILQQQLASEVLRVLHKEPGHL 

Y VCRAVCM A WD V A HT/L/KQL 

VAA*LNLN 


3459 


33827 


A 


3496 


292 


478 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3460 


33828 


A 


3497 


87 


992 


TACGFIACIG*QRLEYCY*DHK 

GKQQEVLSKHLQMAMDISHIR . 

RNVSCSGRNKASSKAYGTGGS 

QGRACDLGHNF/TTPSSWERHC 

TLTSQGVDDFLNAKATFKIFDF 

SDAFVLSKVGFSGILIQKDENKE 

ELSDKDIYMEAGIFVSANRGPG 

VDYCGNRGLSIQGHGGWTLRP 

SILVSPGVEVRGNEDSVDTAAC 

IPAAPAPAPTLAERCTGTAWVT 

ASEGASYRPWLLLHSVKPVSPH 

STSLETWEPPY1FQKMYENAWC 

PDRRLPKKQSLMGNLYLGSAE 

GKYGVGAPTLETT1MQTPDS 


3461 


33829 


A 


3498 


1 


382 


TADCAKPVPLAVVSLDSRYGQ 
WESRSSIHARH*LNSSSSSSSSSS 
SSPPAVYPRFIEF1HFDIQSTGQK 
SHRVNTRRGP\RDALF*LNSLIP 
LVRTSSKSAARRRP\GEAPRGTA 
VPGADPAGGTRPR 


3462 


33830 


A 


3499 


229 


367 




3463 


33831 










WYFPAGRAGPADPGPGPLAGT 
PGAGAGGLPTYSTPLRVSSPVP 
RLESSSTG\SSFPA DSA KP\VPL\A 
VVSLDST/RRDSGNSRSFHSWG 
VIN*MTRHLVH 


3464 


33832 


A 


3501 


386 


729 


TGRGCCLPCTWRIRAQTCLT*T 
QCC/SCPTTYPGGGERRERERK 
RRGEKEKQKVLRKYKEAMSNK 
VCK YFDEGCG SCPFGENCFYK.H 
VYPDGRREKPQRQKVGTSSRY 
WAQRSNHF 


3465 


33833 


A 


3502 


63 


559 


HSSTCECT*DSRCGCKWRSAK.Q 

FESK1IKSCPECRITSNFVIPSEY 

WVEEKEEKQKLILKYKEAMSN 

KACRYFDEGRGSCPFGGNCFY 

KHAYPDGRREEPQRQKVG\TSS 

RYRAQ\RRNHFWELIEERENSN 

PFDNDEEE/ALSPFELGE\MLLM 

LLAAGGDDELTDS 














BBur,rprpnp<;nTr,TrT*p pp\x/ 

rvl\ VOL^iv^rrlroV 1 ^ 1 ^ • tvl r W 

NVHH*PATCHLAYNRHSWSPH 
RA/HWHIATAIQLSAHVF/ACHY 
QQLHHYHQHHHHHHHYRHHH 
HHHHHHYCHHH 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3467 


33835 


A 


3504 


1 


1337 


MQLQILTIFLDLHHNTNICNELE 
SSNVDDPCD1WEKVH1SL1FTAK 
GSK.IPK.SSDFQADRELNMFDIIS 
QYDGCPGSIGLTSGAGSTHHRA 
PWTQTY PQGPTHLSGS PGC1L A 
SITGRVTKMPESSESPAWELPRF 
TELFLSIKDEWTCIFLQLCCPTM 
LLSGFPPIRIEPWSPLSDQLNPIP 
LEAAIATHSRIHHCPLVFTASLP 
GPLTAGNQMADRLVATAVSNA 
RHFITNLTHVNASGLK.CRYSNT 
WKAAKAIIQRRPTCQKRKIK7PD 
QEQPVQPV* AEG VRF WREDH* P 
/SHIRSRHSRMTSVSRRQSTWW 
LPSVTWT/CPTTEALEYGSGAC 
LGCPISGVSKGNKTRSGAAGFH 
/SPAFKSALC1WRFKQQHANRP 
YVCWGMEHRSPYSLLPRSSSSS 
HPQIHGNLDSDDLQVQRGECFI 
CRPCFHRLRSVPDTDTQCPQPR 


3468 


33836 


B 


3505 


1 


1 158 




3469 














3470 


33838 


A 


3507 


345 


564 


PCASRTPVSSPWPV*PQPTSARR 
SPRCLPMVQ*AARASHDSQLCS 
CRFCVVVTPCAPQGQTCTRQV 
CARVTHG 


3471 


33839 


A 


3508 


437 


946 


SFSSKIVQRMSSSCTENMHMSP 
SAPSSPQRPGALSLS/RPSGVGG 
LLKDPIAPC/SR/RLPGILSLSPQN 
PRAASPDSPAGFWDSVLCTCRL 
LRVACLCAVRSPRPRLCTRSCK 
GRGSSMVR*GGGLPIFSSSFSAT 
SLQLSSETVARVTPADECPAESP 
LPSHGPVSCQGIT 


3472 


33840 


A 


3509 


1259 


1497 


KSNMSLLMVFSISSGITVTMCSS 
WGHLQCRQ1FLSLEGLMKTSRS 
GP WA V L/RG WFSHT* ALDED A 
ALGHPWASTRKQAPS 



wo 
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SEQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3473 


33841 


A 


3510 


268 


1278 


SPSGPSSSHQPPALKGQVLQCL 
LSP*ISLRLNLHLWDVYLVEGE 
QVLMPMACTAFKV*WSKSTCA 
QWHWAFLLCLFFLLFLLDSKK 
DNRPPVLRAGAQCMCTAHVEV 
LPD\PSVFLSAKPRQGSSAARAV 
LASRGRKALCSGMHVPTPSGLG 
CGGPLVP**FQTELLSSCPF*MC 
PGQPSCPA I PDTLEN A VGAEEAG 
P VKAMREKG EHGIPA AQPASS\ 
SPGSLVPTCGTVSPSQGTIRRPR 
GA WPRPQPRLTPLLSAPPWMR 
HLH/RSLWVGTISQEDQLATCW 
QANHTVEGAEIGFHCTKPQCGR 
GFAGPQGLGSATSTWNVLSSLQ 
ASRSIWDTAH 


3474 


33842 


A 


3511 




1557 


MSRJSDDCSELCPLKAIKKERR 
KEKKQEKWETYRE/REKRQRG 
QRRRNGERKKRKNTKKR*NAG 
REGEKKRQKGKTEERKRRGGR 
RRRETKEEGGS*RNKK.QA*SEE 
KK.GRTGKNRKERRKEEGREK.E 
RK\REKDRRGGRQKNKTRERD 
WGGEQQKTEREEEWARKRWK. 
VPGGWEREAPHRELEKNEQLD 
KHSSSRAKLYDAGQLDLCSNLI 
QSCDPECPMQATSLTRYPTTTQ 
1FLRGAQGWVCVELFRSYGVE 
DTSAWERDMRNFGCMTREKQ 
GKPGQLLAHRHLCAHQKMSLL 
CADNSQKGCLSPANAAPCYGV 
QV A 1 LTSAPTCPYH LEPLCRSFS 
LSDQQEA1SDPRTAVRIARSGAS 
SN PRLC VTLTFPRVLQPFPH PPQ 
RWGEATKGGRLPAKGSPARTA 
AGRCGRSAGMPPDARAIFTSAA 

ALrrvoIvL VroJNIAr IV Li IVlvR ULo 

TKAAAPNLLALRYPRPSAPVGG 
SHAPSPGQQLQPEEEGNEEEEE 
EEEGDRAPVFTTGRKDRDSLAE 


3475 


33843 


A 


3512 


1 


525 




3476 


33844 


A 


3513 


69 


707 


LRQNQHEVLKDPRTHTHGGQM 

GTSSPEQRSTASGAPGWRATSS 

CVLLASPHHVHHAHGSQEAAS 

TPPVPWTQREYHGWPPGIYPFS 

SHLHK/RLLPNPAREEL*RRQQA 

P W K RHC WRD VTTPE STKN L V E 

SSMVNGGLTSQTKENGLSTSQQ 

VPAQRKKLLRAPTLAELDSSES 

EPRTAVHSSCTAHRCSAWCLA 

VSAVCPSRPCQSQRGLALS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


3477 


33845 


A 


3514 


81 


446 


TQGGRIKRHLGTSASPTGIMKY 
PPYCTCPCFQSALHPVPGGLSG 
KEAESQ*LSPHHPSSQAPGEDPT 
P/SQP/RLPKHSTLPALGFPATCG 
RASPSPKPALPPRGTAPAPPHRY 
CCYYFPNRSHE 


3478 


33846 


B 


3515 


58 


1034 




3479 


33847 


C 


3516 




1470 




3480 


33848 


A 


3517 


1 


606 


MAGEDETPVPLPICGTRPI/DAA 

AAHMAPVPSHLRKHQRVEVHG 

FCQVQPSYGPGEDRGLADRGST 

DEHNPGAAQPRAAALHAHPGG 

VSQLPAPAH*AGQPPPTEPQLP 

VSPA*SNPQVSAPSLSPKQLPSP 

GS*DPAVPGLAE*K*TNSCPRD 

YTAVAAVLGSAPAAPAQLHPA 

CTLRAPSLRALQEAGAPQPPMG 

GSGQR 


3481 


33849 


C 


3518 


76 


1275 




3482 


33850 


A 


3519 


1 


508 


MTRQLSNCWVAAECCDPLRHV 
TQQVLQEAPIVSQAVGGPSRTN 
LATTPGSHRSTYCLSGAVSSRN 
L1EPAGEEAGATRARAEEPPGR 
LRAPSGGVPSPRPLCCRPPVAG 
CGSGLKMDEDGGGEGGGAVY 
CNLELKASGVILAVAAEKPSSG 
QAVLTNTEHSEPSHLKGKSSEK 
SYLHATPKEDIASFIAFLNVYKQ 
QGPP* APSY STL/PPPPSPPPSSST 
LRPLPQP A TG G RQQRG RGLGTP 
PEGARRRPGGSSARARVAPASS 
P/DGLDEVPRRDSSGETVSRTM 
AARGCGQVGPAGASYSL 


3483 


33851 


A 


3520 


451 


487 


SPLEKSWPGTSHTWFP*SRP*NP 
GRPLPDPLPADP/LRGVPPPNQR 
KGMSESSRALITPFHPPLTPAPL 
*NRPFLWSLF 


3484 


33852 


A 


3521 


1 


758 


TPRAPLCRGAASAARSVCKWAP 

WPSRPRPRHP*SCAEAREGSAA 

QIPPASKLKHGGPSPPAA/PRRG 

HPRLLPAPP/VVPLPATAPAAVP 

SAPGKPFPTPPGLPKADPG/P1G 

GPLSAFSGSPPFPVH/EPTVLGSP 

QSTRNLPRPPAA*PPVAWARDA 

P\GSSPAAAAAKQTFASTQQTP 

K.TT* EPRSPTG PAPALA KLFLTP 

GTCAPGQPSRK1KLPSRPVAPM 

GT1EN1GYITKAFDWNVLFSDTT 

KGVRVDCMVQ 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3485 


33853 


A 


3522 




801 


TLLMSHQKLLPLPQIKTPRSFHH 
SRHLHHQHRHHQKQHHKKHH 
HHFYYHH*NHHHHHHHCHTPS 
P\HHHHRHHYYHHHHHHPHQH 
HQHHNIMHHYHHYHHHHQHH 
QRHHHPSCTVCPQEE*/HTMEHR 
KRPHRCWKVQDPR\NLGYLYIP 
TTHSELRLALSKHLPSFL*NKVS 
IYYRQSPDLCPHLNLNPHQYHH 
RYHHQYYHHHRRHKHYPHHH 
HHLHHHHHNHHHQNHHHHQE 
TPLHRTLGLPQGPRRRSSAAQP 
PPPPPPPLLSRRH 


3486 


33854 


A 


3523 


3 


229 


WDPPPEFPGRRPRRESSGFPASI 
LLVTEPGARSPPRPAAHS\HPPS 
PLHRTLGLPPRHPDGAAAPRSS 
PPPPPPSP 


3487 


33855 


A 


3524 


1 


1257 


MKAEIKMFFETNENKDTTYQN 
LWDTFKAVCRGKCIALNAHK.R 
KQERSKIDTLTSQLKELEEQEQ 
TPSKASRRQEITK1RAELKSWFF 
EKINKIDKLLARLIKKKREKNQI 
DAIKNDKGDITSDPTEIQTTIRE 
YYKHLYANKLENLEEMVEFLD 
TYTLPRLSQEEVESLNRPITGSEI 
EAIINSLPTKKSPGPDGFTAKFY 
Q\MLEVLARAIRQEKE/VKGIQL 
GKEEVQLSLFADDMIVYLENPII 
SAQNLLKLISNFSKVSGYKINV 
QKSQAFLYTNNKQTESQ1ISELP 
FTIASKRIKYLRJQLTRDVKDLS 
KENYKPLLNEVKEDTKXWKM 

pcswvgrjn1ekmailpkviyrf 
naipjelpmtfftelekttlk.fi 
vvnqqrar1aksilsqknkaggi 
tlpdfklyykatvtkia 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3488 


33856 


A 




3525 


2 


2133 


WRR1YQANGK*KNK/QKKAGV 

VILVSDKTDFKPTKIKRDKEGH 

YIMVKGSIQQEELTVLNIYAPN 

TGAPRFMKQVLRDLQRDLDPH 

TT1MGDFNTPLSTLDRSARQKV 

NKDIQELNSALHQADL1N1YRIL 

HPKSTEYTFISAPHRTYSKIDHI 

VGRKA LLRKYKRTEI ITDCLSD 

HSAIKLELRIKKLTQNSSTTWK 

LNNLLLNDYW1HNKTKAEIKM 

CFETSENKDTTYQNLWDTCKA 

VCREKFIALNAHKRKQERSK1D 

TLTSQLKE/LEKQEQTHSKASRR 

KSRRNG*IPGHIHPPKTKPGRI* 

VPE*TNNRV*N*GNN**LTNQK 

KFRTRR1HSQILPEHSAGSSGQG 

NQAGERNKGYSIRKRGSQIVPV 

CR*HDCIFRKPHHLSPKSP*AVK 

QLQQSLRJQNQRAK1TSSPIHQ* 

QTNREPNHE*TF1HNCFKENKIP 

RNPTYKGCEGPIQGELQTTAQQ 

NKRGHKQMEEHSMLMDRKNQ 

YHENGHSAQGNL*IQCHPHQAT 

NDFLHRIGKNYFKVHMEPK.KSP 

HCQVNPKPKEQSWRHHAT*LQ 

TILQG Y SNQN SM V L VPKQT Y RP 

MEKNRGLRNNTTHLRPSSL*QT 

*QKQEMGKGFP1**MVLGKLAS 

HM*KAETGSLPYTLYKN*FKM 

D*RLKC*T*NHKNLRRKPRQYH 

SGHRHEQGLYV*NTKSNGNKS 

QN*QMGSN*TKELLHSK.RNYH 







T^Ts 


— 




^fr 




— — 






— 


tTr^q 


- — 






^— 








— 


— — 




— 




—— — 


— — 


— 


— — 








— — — 


33861 




3530 




jf4 




3494 — 


33862 


— 


3531 




TT?7 




3495 


33863 


A 


3532 




1575 




3496 


33864 


B 


3533 




1653 




3497 


33865 


B 


3534 




1932 




3498 


33866 


B 


3535 




2451 
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SF.Q ID 
NO: 


SF.Q ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoun, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3499 


33867 


A 


3536 


1 


2502 


MTELTGIQQPQIVLFEHKGHKL 

VQGSSSDAGK.VNRIYQHYEAS 

DKFNYTTGLAWK.TAPEQTGKT 

VRKQQIK.LNVKKMESRSKMQE 

HSSSPPMEQSWRENDFDELREE 

AFRRSNYSELQEEIQTKGQEVK 

NFEKTLDEYITRITNTEKCLKEL 

MELKAKARELREECRSLRSRCD 

QLEERVSVMEDEMNEMKREG 

KFREKRIKRNEQSLQEKWDYV 

KTPNLRL1GVPESDGENGTKLE 

NTLQDIIQENLPNLVRQANIQIQ 

EIQRTPQRYSSRRATPRHIIVRFT 

KVEM K.EKMLRA AREKEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPITGS 

EIVAIINSLPTKKSP/GPVGFTAE 

FCQRK\EGILSISFCEASIILIPrCL 

G RDTTKKEN FRPI S LMTI DTK I F 

NKILANQIQQH1KKLIHHDQVG 

FIPGMQGWFNICKS1NVIQHINR 

TKDKNHM1ISIDAEKAFDKIQQL 

FMLKTLNKLGIDGTYFKIIRAIY 

DKPTANIILNGQKLEAFPLK.TGT 

RQGCPLSPLLFN1VLEVLAGAIR 

QEKEIKGVQLGKEEVKLSLFAD 

DMIVYLENHIVSAQNLLKLISNF 

SKVSGYKINVQKSLAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWVGRINIVK 

MAILSKVIYRFNAIPINLP1TVFT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


3500 


33868 


A 


3537 




2197 


MNNAKENFLGRFQDGRIGTAP 

VYSPQHQRRRRRVISALPTEPPL 

VIPRQTGFGVDLQQTPTDLQLR 

VLTVRRKTTKQEGHSTKTPSVR 

YHHQRPKEDKTTKMGRNQSRK 

AENSKNESASSPPKECSSSPATE 

QSWMENDFDKYTEVGFRQLVI 

TNFSELKEDVQTHHKEAKNLE 

KRLDEWLTRINSIENTLIDLMEL 

KTMARELRDSCTSFSRQFDQVE 

ERVSVIEDQMNEMKREEKFRE 

KKMLEVLPRAIRQEKEIKGIQL 

GKEEVKLSLFADNMTVYLENPI 

ISAQNLPKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

SFTIASKRIKYLGIQLKRDVKEL 

FKNYKPLLKEIKEDTN K.WK.N1P 

CSWVGRTN1VKMAILPKI1YRFN 

A 1P1 KPPMTFFTELEKTTLKFI rn 

QKRAHIAKTILSKKNKAGGIML 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWYRAEASEIMPHIYNY 

LIFDKPEKNKQWGKDSLFNKW 

CWENCLA1CGKLKLDPFLTPYT 

KINSRWIKDLNVRPKAIKILEEN 

LGNT1QDTGMGKDFMSKTPKA 

MATKAKIDKWDLIKLKSFCTA 

KETTIRVNRQPTKWEKIFATYS 

SDKGL1SR1YNELKQ1YKKKTN 

NS1NKRAKDMNRHFSKEDIYAA 

KRHMKKCSSSLAIREMQIKTTM 

RYHLTPPEVEVVLETL/NH/RSW 


3501 


33869 


A 


3538 


3 


242 


NLEEMDKYLDTYTLPRLNQEEF 

ESLNRPITGSEIEAIINSLPTKKSS 

G PDGFTA KFYQSI V LE VLARAI 

RQEKEIKGIQLGKEEVKLSLFA 

DDMIVYLENPIISAQNLLKLLSN 

FSKVSGYKINVQKSQAVLYTN 

NKQTESQIMSEPSFT1ASKRIKY 

LGIQRTRDVKDLFKENYKPLLN 

KIKEDTNKWKNTPCSW1GRINI 

MKMAIVPKVIYRFNAIP1KLPM 

TFFTELEKTTLKFIWNQKRARIA 

KS1LSQKN 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


3502 


33870 


A 


3539 


281 


3228 


K.PRLENYMKNAEASRADAINW 

KKGY/LVMEDKMNEMKREGKF 

REKRIKRNKQSLQEIWDYVKRP 

NLRL1SVPESDRENGTKLENTL 

QDI1QENFPNLARQANIQIQEIQ 

RTPQRYSSRRATPRHI1VRFSKV 

EMKEKMLRAAREKEIQTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRP1RGSEI 

VAIINSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQS1EKEGI 

LPNSFYEAS1I 


3503 


33871 


B 


3540 


295 


2804 




3504 


33872 


A 


3541 


83 


480 




3505 


33873 


A 


3542 


159 


729 


PTIVGVV1KFSVC1SSPWSHLKP 
TFHATSWLADGDTDGCVLYFA 
SSCSSYQ*HP\CSSVPEPRYGRRI 
GSEFSAGS1VRFECNPGYLLQGS 
TALUCQSVPNALAQWNDTIPSC 
VAPELREECRSLRSRCDQLEEM 
VSVMEDEMNEMKREGKFREK 
RIKRNEQSLQEIWDYVKRLNLR 
LIVVPERDRDNGTK 


3506 


33874 


A 


3543 


1 


1116 


MMARGAGVLIRKIYPLNYKHS 
AVEQVSRAYSFYTQRPVVPEPR 
YGRRIGSEFSAGSIVRFECNPGY 
LLQGSTALHCQSVPNALAQWN 
DTIPSCVVPCSGNFTQRRGTILS 
PGYPEPYGNNLNC1WKI1VTEGS 
G1QIQV1SFATEQNWDSLE1HDG 
GDVTAPRLGSFSGLTPH/WKLS 
RCMAC/DPSERGLSCTWALVI/H 
KMEPEQPVCGKQHPEDSQGR/K 
GPGPGPQNHLLLPGF*VSDGRG 
RSRSELTPAGSFQWQHSPRNGV 
*LHQPSPAQVPQRLFKWRLLCP 
QFP\GDFVKYQCHPGYTLVGTD 
ILTCKLSSQLQFEGSLPTCEATP 
SSQCVWVSPHRPEARLPAHGPA 
PKRHVCQKASLL1CGKEGMQL 


3507 


33875 


A 


3544 


373 


1051 


RHLLGAQCLSRAPWCWNNQAS 
FPFPRCPRAKGQGTARASFSWL 
GCRIQHEGPIRVQGRRRPHRRE 
PAWAHLHPPMPCRQPNLRP/PG 
SLRVWPC*KSLC*PSPRPARTHP 
PGQRCHPYRVPSPPSPSPRPPS* F 
SRTFQPPGGPRTLTSGPRTQETL 
SPENVPGPGAP/PAPRHRSSGPK 
ADVALRMRGLSRAPPSAARKE 
RGSPESERPLNLSDGSGCCKHF 
TTVRA 



328 



WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3508 


33876 


A 


3545 


1 


411 


RGREARNAAAVGAAQACT*FH 
RTQGPSRLGGVRGQLALPLRA 
GLGDCIFPV* AKSEFS/HSPLHAP 
ASLCWGP/PPHPVL/WATHRRQ 
DCGTL ILQGSPAVSN*DSAPPAL 
ACRLSCGGGQG ERTAPPS RCGE 
KTPWEVPG 


3509 


33877 


A 


3546 


107 


550 


TFQMNSLTECCPSLRGWGAPQS 
LPMPALQTPGSAHLRCQGLLSV 
ETEVLWCHPTVIQSAVALKLH* 
AISPCF*LPPNYPLSGSSL\PTPH 
ACLSLPNLQCASPL*QPPPCPRE 
VAPLSLEIPESFVYGILGTHITGC 
LCISLVLPLSP 


3510 


33878 


A 


3547 


54 


825 


VGGCLAGPQDPDGVFQTSLRK 
GVNRAQQQRRQLLPGPTPSKA 
KDSHP*EGG*GASPNAALLSGA 
GELPRACQCRLSRH LALPTCAA 
RVC*NPVKPRKGRSEPRSG WAS 
QLPGGDSRLPLRPGTSQGVFSP 
HRLG/EGGKLVLGVLSLSLKQR 
GFPGEWVGAAVLSPVRGPRTGW 

AAEAETGPGARSAAGRSDSDS 

GGRPDSCQTVPAAR/SPPCLRRQ 

KLPRERLPRAPNP*GPRPLGR 


3511 


33879 


A 


3548 




1335 




3512 


33880 


A 


3549 


1 


903 


MPAGYHVLSDVVSVETPGCPA 

EFLN1RIPPGDPVFDPDQRGDVP 

EPPRRVPPPAARRP1 PSTTQGLR 

SVGARCGTGKQLHLQPQCEIH 

WVKPAGLLSLVGTWRTFMSSS 

ELVNIP1GTRYLAQAVTLTVKV 

CSFTAEASETTSPPGGTNNSRR 

AALRAVTLTAK.VCSFTPEPARP 

RTHQKEETPNTSEHQKEQTPDT 

SAFKNCNTHGEGLQLHSLSPGR 

PPTPPGRPNNWRNPGLKSWNT 

YPGKVRNFHWLFSKrCElEDIRN 

TTLRDVLVAVINIDPSALQPNVF 

VWHKGGFLP\CPQFFP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3513 


33881 


A 


3550 


1 


797 


ATRFGGNLVLVGLGFEMTTVP1 
LHAAIREVDIKGVFRYCNTTVT 
LTAK.VYSFTPEARETTNPPGGT 
NNCRNAGLRAVTLTAKVRSFT 
AEPARPRTHQKEETPNTSEHQN 
EQTPDTPPLGTVTLNARVRSFIV 
EVNSQNPLLMWAAPDPAPGQN 
GPRGLYAFGAERGNREPFLQAL 
GLVLVRLH\NLWGQRLARQDP\ 
DWE\DEELFQQP\RQRVIATYQ1 
TSPHTCTYSRTRCFPVKEI DKEQ 
SLTSHHYLSCSHCFGHEQSDHP 


3514 


33882 


A 


3551 


23 


3990 


HGHFWLGHGPLWLSAPSWTLI 
LENTTGSRGGIVWGTRCPRKRA 
KSSTSPVQSLELRTPFRGRCSDL 
MGGTTTSWSTDG/CSKGYHVLS 
DLVSVETPGCPAEFLNIR1PPGD 
PMFDPDQRGDVVLPFQRSRWD 
PETGRSPSNPRDPANQVTG WLD 

LASGPDPAFPRDSQNPLLITGPG 
GCTQRGNREPFLQALGLLWFR 
YHNLWAQRLARQHPDWEDEE 
LFQHARKRV1ATYQV 


3515 


33883 


A 


3552 


2 


663 


VLLDERSAALDGAKRDGTLAL 
AAGALCREARAAQVFFLKGGY 
EAFSASCPELCSKQ/INVSANCP 
NHFEGHYQYKSILCGMTTHKA 
D1SSWFNEAIDFIDSIKNAGGRV 
cvurnA r.icuc a Tin avt mpt 
NRVKLDEAFEFVKQRRSIISPNF 
SFMGQLLQLESQVLAPHCSAEA 
GSPAMAVLDRGTSTTTVFNFPV 
SIPDHSTNSALSYLQSLITTSSHC 


3516 


33884 


A 


3553 


3 


669 


GYEAFSASCPELCSKQSTPMGL 
SLPLSTSVPDSAESGCSSCSTPL 
YDQVSRCPCHREEVRTGKGME 
E*CQGG1*KVTCSIIYNGGDTGI* 
FIPQLSGLTEPSLQL*ALRK*TC 
WSCPGKWA*FPIYLSSSNRTEFT 
RYLKLTFPAESFCGYGHWPWL 
*ASLMNVGYFWISG\GPVEILPF 
L YLGSAYHASRKDMLDALG IT 
ALINVSANCPVNHFEGHYQYKS 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3517 


33885 


A 


3554 




1377 


WAVCATRVGGAVGGTAKK.PR 
SPEPRVTLLSQSKSGFWFGAER 
PGGLAFPRKAPPCPWPREQTKS 
TAGPITLGALRPAMVMEVGTL 
DAGGLRALLGERAAQCLLLDC 
RSFFAFNAGHIAGSVNVRFSTIV 
RRRAK.GAMGLEHIVPNAELRG 
RLLAGAYHAVVLLDERSAG\LD 
GAKRDGTLALAAGRA/LCREA 
RAAQALLPSKGGYEA\FSASCP 
EL\CSKK\STPMGLS\LSLSTSVP 
D\SAESG/CASSCSTP\LYD\QGG 
PVEILPFLYLGSAYHA\SRKDML 
\DA\LG1TALDPNVLSQIVPNHFE 
G\HF\QYKSIPVE\DNPKADISSW 
\FNE\AIDF1DSIKNAGRRVFVHC 
QAGISRSATMCLAYLMRTNRVK. 
LDEA\FEFVK\QRRSI/LSLPNFSF 

GWGAPANAGLDRGTSTTTVFN 
FPVSIPVHSTNSALSYLQSPITTS 


3518 


33886 


A 


3555 


450 


719 




3519 


33887 


A 


3556 


63 


332 




3520 


33888 


A 


3557 


573 


1309 


WCKGEGEATEKGPRAEAQASP 
LSEEAGAGRCPGCPYRDAQPLL 
GSGHTLKRA1QDJCYGPGHYQA 
RAAREVHPPGRK1GKQSLRRPC 
KLETDDHLSRSLRELD/SW*FGR 
KCAGAGLTERTQGRLRRKRTL 
SSEGALPQVLELSAEASKRGSL 
GKPRKFGKKNPGHGAPQPVVF 
QSRQCLQR1LGEHPRTRPCLRN 
DNPGASSAPAQATFISPSEDFSS 
SSQARSPALSLSFREGLVMTHG 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3521 


33889 


A 


3558 




1797 


KDSAG PGPPVALLLPGAA/CLSP 

APGCRRAAPRWSSPGPRTAAG* 

RRMWCASASLA*SPCRPPRSRW 

WRDAGSGWTPHCPASAAWGA 

EQEPVRSWGPRASQSHCPGGLR 

APPPGSVRCSTQ*DCSSVRPAW 

SRS*GAC*QV*PRCPCRTPATG 

WAPPPQGRCGPTTAPGSTGPAG 

RASLCCPRRAHLPG*WPQKLIC 

AHPGAKSLGLACQPHRGVKGTP 

IEG/PACGT* G G RRG SGCPG RPH 

TRRRC * PPA PCG RRS AG S A H PA 

RPWPHGPGGQQRDPGPAYRGG 

QGGRSPASPSGRRLPASRAGRS 

RAARGTPGRPEPRSPQRRTGTV 

QPARCPWPPHRAAAGPPRRGS 

GAPAPLGRTRSFGTAGKAHPW 

PRRRPG H W * SA A A AP ATG VPA 

CRAGS WVSAAPPAEGRPARAR 

RJ1PGRCPEASGPRGRRSAAHGH 

GARAGSPQPGAPPCHLPG1PAR 

QPLGLPRRTRCFGG1AQRGRAA 

RHCLLSRPSAKAKRNSSYREPG 

SARLSGAASQGRRARHLRGKA 
PA WN PAPPPSPPPPALGLPLRTQ 
REATRK.PRREEARRPRPRPLRP 
GGANGSPGPPRAARA 


3522 


33890 


A 


3559 


1443 


1871 


PFVYTSSLGRPPSIS*QPFVSGSG 
CSCP*RSRPSGAWRA/RSASSPA 

DDD/V A D/CDD \>C, DD ATAPA QDDT 

rrr/Nj^r/orKrurKA 1 AUAoKivl 

AGPALCGRPR*GSRGRHLFSRP 
GGTRRRRRAAR/SAGLPAPGGS 
EPPK.SG SGFPSSPYASSSGL1 PGN 
RSPAAAGEL 


3523 


33891 


A 


3560 


62 


864 


ALAESRGDLEAGPSSNTWEFW 
ELAGFSVLFLGNRRAALGLCEL 
PSLRAGVEFTAVQRLWSSAGA 
TWWSKLAVPLAGSAGRENPGS 
LLDGLLFTLENNLSRGQGAPST 
PPAARRAAR*DGGQSASSS\PAL 
ESPPERHRRLALVSEQKPQEPA/ 
RSSRRSCGTRLPRLVFCSKVCR 
RAEPGGSVTRREGGAEREAEER 
KRGR*GEARR/RQGGRKSTRRK 
KQA1KGKRESQKRRGGRQGRG 
RAASPPL*EPRARQPRGSAAPSL 
LRGLSGCL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3524 


33892 


A 


3561 


3 


2701 


TGLWCRCPRSARRSVGRRPGT 

APAARPPRPAAQKQALGSRERV 

GTGPGRILRPGGWGCFP\GPRGT 

EDADQRAARGPVGAGTQQHG 

RAVPR\GPQNEPDETLLP/GGPS 

PRGGELRGRSGARGLP*SLTGP 

APGPQRGG\G*SPSPGRASSKAG 

PWKRPGASRASLQRASSM/PAS 

QVDWGG/PGGSPRCNRCRERKP 

GTGPGWPPRLRSPGNLRPGVGG 

LGLALPARTAAAAPRPRERWRS 

PG APCLG AQ* PS L 


3525 


33893 


A 


3562 


2 


905 


HEGFFFFILGCPFPNF1PPNLVSV 

RK.LG VKP A WG A A/RPRL PL AP 

MPSREGAARSREMRRPRG1RRS 

PKEGLFHPEGSQGKSQNGADPQ 

RM*REPGSSKSSEPLPRLLGVH 

QTA*RWETGETGPA1GGPAELD 

AVHVGL*CNRGFPSSKQRARRR 

ARVWPGPKKRPPARAARMARL 

ASDQRDFSVSRKAGDGRFPVIG 

IRSGGGAATGSSSRLSVSSSAVL 

PVPr.PTT^ A VP A nr.QAR kTJPCr 
tvrvrUtv] 1 UAV rrtUU5nl\\UroL 

APMLGPGSVRSASSPSPGrfNPG 
AGS*ERAGLGERPRQKPLAVPA 
AAIDFPQSPASRSN1 


3526 


33894 


B 


3563 


149 


283 




3527 


33895 


A 


3564 


269 


452 


AGILFLSSSQ*SNARRPTHGALL 
GDWGPRCSPSPYANRSPSSSLA 
RQCRTRGSTRDLRVRT 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3528 


33896 


A 


3565 


1 


1877 


MDPQLERQMETTQNLVDSYAA 

1VNKTVWDLMVGVTPKTIMHV 

MINNRHAPPHGSRGLLWHWGC 

RWPCWPGGDAGQPYGTSILIEK 

KREKNQIDTIKNDKGD1TTNPTE 

[QTTIREYYKIILYANKVENLKE 

IDKFLDTYTLPRLNQEEVESLN 

RSITGSKIEAIVNSLPTKKSPGPE 

GFTVEFYQRYKEELVLFLLKLF 

QS1EKEGILPKSFYKAS11LIPKPG 

RDTTKKENFRP1SLMNIDAKILN 

KILANQIQQHIKK.LIHHDRVGFI 

PGMQGWFNTRKS1NVIQHRNR 

TKDKNHMIISIDAEKAFDKIQQP 

FMLKTLHKLGIDGTYLK1IRA1Y 

DKPTANIMLNEQKLEAFPLKTG 

TRQGCPLSPLLFNIVLEVLARA1 

RQEKK1KGSLQRVLSFLTTQRG 

LRRSLQPS1PFSFULVRAMFLLS 

GLVAVTLGSPSAGNQSTVLSSW 

SLVAQQEKAVPTLPLQSARPPH 

GSAVQAAVWPDTLYQSCCPLA 

ENQTHF WMTG KC VLC WLCS L 

WSSGEGKGQA1SRVLFGGVK.RP 

YPFQGTLFLESPWNLAGSCPVK 

PALATRGQG*SSAYSTEPV1 VQ 

RNAT*LKGKARVQLGAK.KESG 


3529 


33897 


A 


3566 


770 


949 


1RYVLCGGALR\MELLTKQG*SS 
AYSTEPVIVPRNAT*LKGK.ARV 
QLGAKKMMSQSVTPD 


3530 


33898 


B 


3567 


507 


1436 




3531 


33899 


A 


3568 


43 


421 


TSAHPGGEAVPS/LTTSTTWSRS 
SSLVTFTLMPPRGCSTGPPVTSP 
LCRMPRTTTMPASPVGSSIGQT 
STTLPSCPQRQT* PSACTG SG * A 
SAVRCAPKSSSSPATSSSMTTTT 
PGRATTTTTQTRC 


3532 


33900 


A 


3569 


210 


610 


TRKSRRNG*1PRHIHSPKTKPGR 
S*ISE*AKNR\TEIVAIINSLPTKK 
SPGPDGFTAEFYQ\STRRS*TTT 
MPASPVGSSIGQTSTTLPSLAPR 
QT*PSACTGSGNHKSLTVKSFS 
QGCAGLPASLTGPLWWRC 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3533 


33901 


A 


3570 


1 


718 


MENAGEREDPTVGNEGEVRLA 
GPVLRTQDELSWEEDEANPTSY 
PKGADSYCHSDCQTIMDFSNFN 
AFSTPNTFALMNTYSCPQHPNS 
KQFQLPTFVKMGEAVSVFFIGL 
PHATPIVEHQNDLIAGSVRMQN 
QPKGSTLQCIILMPQRPPGQTLE 
DMDYYYSCFSDEKNLGTKKLS 
SFPWSHSKEVKATFKGRYPGSH 
ALNRHTTLPGTAWILLLGGELA 
FLTVKDGSPLALPSRPADGMRG 
RNKARVLSSLNLTASWG*QAQ 
SSELRTSSPGKRMKQTQLLIQK. 
EQILIVTRIARP*WIFPTSMHFLP 
QTHLLS*THTA/VPQHPNSKQFQ 
LPTFVKMGEAVSVFFIGLPHAT 
P1VEHQNDL1AGSVRMQNQPKG 

YYYSCFSDEKNLGTKKLSSFPW 
SHSKEVKATFKGRYPGS\QPLT 
ATPHYLALPGFSF*VGNLHSSQ* 
RMEALWPCPPAQLMG 


3534 


33902 


A 


3571 


719 


1643 


1QKRACSVSARRGLRTGRCGCT 
AGTTTMPASPVGSSIGQTSTTLP 
SCPQRQT*PSACTGSG*ASAVR 
CAPKSSSSPATSSSMTTTTPGRA 
TTTTTQTRCASTPPSPSTPGAAT 
AAGGPLVQGHGRHRVRVQSES 
HEGHPHGMRPQPHCSTSSTGM 
SAGPRVPGQV\ASSRMLTHTNG 
LRGPGGFKLPSHGVLDLQNGT 
GMPGGAVCCSTVRGPATGPAQ 
TGQRREPRPTRCPWSSVPPLRR 
GKKDLARRQVESKPVWPGPWE 
GTPWSLLLGCNLPALSLCCIGTS 
ADRSFRKFYFFQTRIPLLLTDVL 


3535 


33903 


A 


3572 


1 


933 


M PEPPP\PPWAPA RPKPPRRAPP 
PA PRRPVPSTTQGLRS AGT/PA R 
DWQAAPPAALSSPEPHFNLIAS 
VQTVMCPVGAPAGMQGSGVPK 
PSGCRLVLWTPG**KGSIWGTA 
ASM TRRR WTM RS RTA M SPG PQ 
RVPSAPKPSSAPCA*MEGKRSL 
LPA/TVPGCKKRYKVTWVAVG 
GPDPTREASLCQPSLLGTDQDL 
QSSPFHWHLRIRQKMRYRTPRP 
HAEQGMGEGSHCLMSEHHFEK 
TQRQFSPDYYPNPSSQLNVNGI 
KYHAKNGHRTQIRVRKPFKCR 
CGKSYKTAQGLRHHT1NFHPPV 
SAEI1RKMQQ 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














CLSLPTPPWTPVRPEPPRRAPPP 
ALRRPVPSTTQGLK.SAGARRGT 
GRQ/PPPAAPDCVAQ\SSTVHLA 
ARATK*PSAHSVVSSSPMGVLF 
LHGLDFPRMTRSQGLR 


3537 


33905 


A 


3574 




1078 


SLPPPPWAPVRPQPPL*VPPPAP 
RCPVPSTTQGLRSAGA/PARDW 
QAAPPAAQVFTLLKNIK.MLPCL 
EKPGK.FGSLVIMREFNNHMWQ 
VELKMPVPSDLPKGTGKTLILP 
ECIQAPCMKSNNAVPSSSSAPSP 
WML*A*AWLCRYCRASCGISSI 
PTASPVTMACC*RYMRWGILPI 
SEPP\QTGFSPAGANQRGPLAAT 
LSGPGGEGQSAVARLTGEKKN 
HPGAQYANRLSPRVGRFINAAG 
TTGFPTGKRAGHKKEPIPQSFIT 
RAARRSR*PSKASELGRKQRRP 
V/PVR*LLRSAQEEISAVGKTPG 
FCQGGNTGYQSQR\RKK*PANR 
PVKRLP*GGI*SLPGSKTYAVSV 
RCPDQKI 


3538 


33906 


A 


3575 


2 


969 


VSTWETPQYRRPPSPS*RGSREQ 

PCSFSSPRDTPGENHWLSLPQR 

D*AGPPVRRALGAS*PHATRRP 

NRGGAS*PDLQPNHTRPFRPFPS 

KNPCFRFPEPLRAPTLVPGPCKP 

HSPAASGRVPPTHPGRGLGKSE 

G/SKEKPMRRTAAPTPIRFPKIT 

GT/PSTQTAADHALLGMRDQSL 

SGQSPGPKSPDADDQLQNRDH 

TETEQRISSGRSSALAPESQLQQ 

GC AG I H FRGRFCKAPPLVCERL 

RGWXPRGKRKGVCESAAQASP 

MSAAPCSTVPSPINHPRAEECG 

RTARDWQAAPLAALVRDPLDE 

ASWAPESGGDVENLYV 


3539 


33907 


C 


3576 


1 


444 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


3540 


33908 


A 


3577 


227 


2141 


fcpvatsasvtpvqtrcatr.pt 
tapsadcvspraagglpsghcf 
rsep*gknwapcpqpaltpss/p 
sqtsdseehpssen1ppgyevvs 

LLEALNGPLTPSPAVPPLHVL/E 

RWPPLRNAPFIWQ*WPPAPRQD 

DLAS*PPV*/PAAVRDSNSKRVS 

PNPLPKTLPCCMKRKMSIPAAS/ 

TETQLSQRPSVQHLGEECGVTP 

ESENLTLSSSGAIDQSSCTGTPL 

SSTI\PPQKALPAAAWPSLSCPW 

HPPRSALTPSPPCLAPTSPLALK 

RRERLSLPPSLPAGPPQKK/REG 

LPAESPDSNFAG LPAG EQDAEA 

ALSSHYQPISHASKGDCKSGME 

QQGVCEREWGPATVQSDTPAA 

AVGLAAPGRQAVEGLSVCSLR 

PPCSSRCDGSGCSGQPTTV1NIS 

LRRPTSPRTREDSEKPGQYPKG 

HTEARQMPGQKDKVAKRSRK 

V\*EEKENGKGPIRRQ*KQAAPR 

QLGQAGLTHSLK.ARV/RGGTG 

G/AAGVLG/GAWAWRAPHQW/ 

PGLIALPARGNEGLSTRASGCG 

GCTGSPSSASPPALRSISRRALA 

AFPRGRARDLQPAMPEPPTPSV 

GSCAAPASPMSAAPCSTA/LQS 

HRPPKG*GVRAHGAGLAGSST 

CSPSAGSTG*S*LGS*VWWGRG 

EPLCPAQGL 


3541 


33909 


A 


3578 


26 


1141 


VLQLLRWRVWSLFFLMFRCVR 
S FF L LTQKPS WL HPVDPAPGLQ 
VELPASPAPCARTPQPLGGRWD 
WAPWSRGRRSSGRLGLHRNLR 
RPGAQAWRAAGPGPCPAGRQL 
RPGEKSSAAPVGWHCWGTEYT 
FPSSRWPGC*APHCPGLAGPAG\ 
SPSAGPAKPTPTWNSSWPASAA 
RSPGSYS/PPLPPY\PLQAEGAGS 
GLGQPRKGLLHL*DVPAEPVLA 
GPLASGSIPLAAPPAGRGLLAPG 
PCPGLDLRLL*QLPPPSVFPTTP 
KTELVLGTPGHGQPHRGGHESS 
DSAGG/APTPRALRSGWDPSPPS 
SVCATPTSSGLSSTPQLPLHQRT 
SSSTASWSPGWGMGSC*VLVTS 
GAATVGC*RLPSISTS*SPI 


3542 


33910 


B 


3579 


1 


1234 




3543 


3391 1 


A 


3580 


443 


865 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


3544 


33912 


A 


3581 


2 


1524 


CLSLPSPPRPPHPWAPVQPEPPR 
R A P P PA PRC PVPST/TPG AE ERG 
RTARDWQAAPPAAPKEETPNA 
SEYQKEQTPDTPPLRTVTLTVT 
VHGFILEVSETKNPPIPDTGLQV 
VPKPLPRHTRGRVASSS1HH1RF 
PVSPSARAG/APPGHTPCQGTW 
Q1QSSPAQGGGAPN\PLYSAGSA 
LVSSLVLVLQFVDPFVRS\PEHS 
V1ARPSPARPGTWELGRRRTRP 
SQDPPRGPSGGPWPGRGRGPW 
RSKTDAAPGKA\ARSPAPGASC 
ELARRGASPGREGLAVGRAAG 
RGVASG/APSPAEGP\QAALGAP 
PGTHRSSSPSAQVPSSGARTESP 
W*P*LLASAGRPRPQPGYHAQE 
WRKRPRRPVRTRRRFPTKAPAR 
SAGSFETSTFSAHDPGSRGHPW 
nDi/Di d a r,r.ni?TA ppr. Anr.or.5 

\jrf\rL,r AUUUK 1 ArruAyuKUo 

A\SKAPARJHEPALRGHSGSRGG 
TPG\GSSALLCAKNCAPGDPGT 
AGVGR*SGTQLPPRAPLEPLSAP 
RRVRPVGSGRRREKVPRPGRPR 


3545 


33913 


A 


3582 


1 


3339 


MSVRKDVEKLEPSD1VCGNVQ 
CYSCMETNLTVSQKVKHEVTV 
GPREGATKPNRMKGKEGRSGS 
LLGEGDFFKDESVMSSQGSSKD 
GEKRRGKAQRWKWPMQG1CR 
QLGVAKSMEGYQSRRDQGGR 
GVSDKWPQVCAKKPEFYPTAQ 
vwAMFWT^rnwTiTni pi-ini 

V WAINriDV 1 OL^jV 1 I I^L.L/rlOU 

K.QNLSPKVND1ITDIESSSGSGA 
GKFQVISKSDISEVLLQQMDAG 
HSSKDDPNEYGGWK.SPRPRC 


3546 


33914 


B 


3583 


1 


503 




3547 


33915 


A 


3584 


1 


787 


MIKWVSYQGCRDGLTYGWSCS 
VETVRWLPEVHAADTSCLKISA 
CLSSFSSSYKAPSVVAQAAPPSS 
PHKTSSLCTTSAP\SRPSMRTTS 
APP*\SSAARPSI*NISS/SPESSAA 
T1*N*NMSSSPGLQLHDTQTRTS 
APPRVLNSAT/SQTTTSAPPRAR 
TPVPPGSPAPRPSQK.NSHTGSFV 
VFSSTT*DISGSTGSSHGPPAQR 
LS*T*KAAPAPPQGSISTT\PDLN 
SGSTTS/SSRSSAPRPSLKNPFS* 
NSAVKKSAAEVNE 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of ilrst 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=U n kno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3548 


33916 


A 


3585 


746 


2018 


THPQERGTWGNRQLFAVLPLPF 

YTSLETMSMGCGAVVAGQYQ 

KCPFFTIPSANFPWQKQEGMSG 

NPPRVRRHISLSRSCLTLAVPMT 

IRRSWEGAPFVGAQDGCRPLLP 

GRRALLLHLGLAPLL/GPPPPPV 

SPPWPPCKATWVSAGGRCLY/G 

CPSAPAPR\APPEFPAPPGFPAPP 

AASSPSTRCSRGT*SCGPGRPGP 

LGPAWSA\GQRGQLAVPEPLQA 

VLGALGLLRPLGERR/PAQAGT 

FSPTAPGRGAPGASA*GGRISG 

HSSGD1PRRGPSRGHPPLLAQGS 

DA 1 RSTLII/ERLSTRTRPSFKIKT 

PSPHQRPQQPHASWTPSSGTLS 

KPSTPCSSSSCAPRSGDGGG/EG 

HAGLPSQPAAGSQPAAPCQRPE 

AWAGGRGNRPGKPGAPQGPCF 

SLPRPQRSR* LPPPARQKPPFFTL 

LSLFSF 


3549 


33917 


A 


3586 




1911 


T1YAVNLFPILPQGDL*PFTMVT 

MHWGEGNGQIFRGLLDTGSEL 

MLIPG DPKCHCGPPVKVGA YES 

QV1NGVLAQVQLTVVPEGPQT 

HPVVISPVLEC11GIDILGSWQNP 

HVGSLTGKVRATMVEKAKWK 

PLEQPLPRKIVSQQQYR1RGE1A 

EISAKIKDLKYAGVVIPTTSPFK. 

SPIWPVQKTDGSTKIPGTSTSVK 

FLGVQ*CGTCQDIPSKVKDKLL 

HLAPPTIKKEAQRLVGLFGFWS 

QHIPHLGELLRP1YRVTRKAASF 

EWGPEHEKALQQVQAALQAAL 

PLGPYDPA/DQATVQLKLPVIN 

WVL\SDPSSHKVVMHKLREEV 

GQMTMVFTPATLSSLPQHAMM 

VSWGVSYDQLTEEEKTRAWLT 

DRSARYAGTTRK.WWTP/HQSLS 

PATPVI/SQWA/HGHGGRGGGY 

AWAQQHGLALINADLATASAE 

CPICQQQRPKMSTRYGTIP\GKV 

LQKA VCDLNQH PI YGTLS/PI AR 

IHRSRNQGVEVEVAALT1TPSDP 

LAKFLLPVPTTLRSTGLEVLVPE 

GGKLPPGDTTTIPLNRKSRLPPG 

HFGPLLPLSQQAKKGVYPPKKK 

SLYQKHALSYMSLFTAVPFT1A 

KTWNQPRFPSMVNW1ENMWYI 

YTMEHYTAIKMSEIESFAAIWM 

QLEAI 


3550 


33918 


C 


3587 


44 


310 





339 



WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3551 


33919 


c 


3588 


20 


328 




3552 


33920 


c 


3589 


288 


542 




3553 


33921 


A 


3590 


332 


528 




3554 


33922 


A 


3591 




1717 


NVCQSHR1PEHCYDSLNVCSS* 

GIPEYSCCDLNICPSHWTPEHCY 

EGLNDCPSSNIPEHCCWGLNDC 

SSRS1PQHCFWGLHVCPLHRJPE 

HCSWVLSVSPSQRILEHCDENL 

NVCL*HRIPEHSRCCLNVCPSHR 

IPEHCCL/ESESLSLTQDSRTLLR 

L*GSECLSET*NSIILPPLFECLSH 

T*YSKTLHLGSECLSLT*DSRTS 

LLWSECSSYD/VENTTA/EGLSI 

CPSHRVPEHCYEGLNDCPSRRIP 

EHYRWGKNVFLSQRIPEHCYE 

GLHVRFSRGIPEHSCCRLNVCPS 

H RI PE Y Y Y ECLN I C PSK.RIPE YC 

CLVPSVYSSHR1PEHCY*VLNVS 

PSQRIPEHSCGGLNFCPSHWIPE 

H R Y EG LNVCLSH R1PEHC YEGL 

YDCPSHRJPEHSCCGLKVCPSHS 

IQEYCCWVLSVCPSHR1PEHCY 

HCLNVCPSHRIPEH*EDSRTLLL 

LSECPSQRISEHCYEGLNVFPSH 

RIPEHCYFGENDSPTHRIPEHC Y 

EFLNDCHSHRIAEHCFSGLNLC 

LSHR1LEHFRWGLHVCPSHGILE 

HCCWDLSVSHSH/SNSRSL*RVS 


3555 


33923 


A 


3592 


3 


191 




3556 


33924 


D 


3593 


58 


477 




3557 


33925 


A 


3594 


19 


367 


AIQSWCHHVLQAQPHVELLVP 
RFIEELGSLVHGH*PRHRLPPAH 
SHVLHHCQLQLGHTLRPRHC1L 
QEHACG/RVRCLLQRQAGSPGG 
WCKRECLFLQE/VKPSVRICTVE 
MCTISIS [ 


3558 


33926 


A 


3595 


55 


555 


NHFVAEAASCPPRCPFRLDAKK 
LVRSPSGLRMVPEHRAFGSPFG 
LEEPQWVPDKECRRCMQCDAK 
FDFLTRKHHCRRCGKCFCDRCC 
SQKVPLRRMCFVGPRAAVRGS 
APWVFPQGGGVFTD\NSSKCS* 
AEPPSSS/QFGNSEKPETMT/VSS 
FQ*PEILVSGWRQPL 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3559 


33927 


A 


3596 


182 


696 


PVFWIRNL*SMASRGLRRD*EH 

LKEAILAHSL/KAKRGGEAAEE 

ESEASRGWLVRFKGRRCLRNIE 

VQGETASAAGEAAAGHPGDLA 

K1TGAGGYYTQQIFSVDETTLH 

WKKMPCRTFTATEEKISAYFKA 

SKDGLNLLLGVNAPGTYVLRS 

N1SVFLSEEMSSDKRLTEMGY 


3560 


33928 


A 


3597 


74 


2521 


RERWAAGPVTCQVTTWPGAAT 

TRVTWPMTRPATPCAVHGCSC 

PRSHWSQKCGQPASRAV/SPHP 

PSTCGSSA/APGPTPKQEAPSAL 

WPLSGFPN*EPGPGQPGD\VVE 

KATERMAAMKTEAGVPLVEV 

QDPVEVPSGR/PAGTCPAQPQH 

RTPAPCTADP/PALDTPTTTHPA 

PAPCPTAIAASWPAVWXLPQPG 

Q*PRCPRLIATCEGQTPAGEEPQ 

AAATAGEGR/VK.ASVSPAPRGT 

PCCG1RWVARPA FSGHRSSPCP 

GSQGCWA/PSSGVPEASEPRPGE 

QEPIFRKREFNKEIKSL/PEPAGV 

PRPAWLLSAP*APSHAELPG*PP 

PLPCPAKRGQPGCG*APWRPLP 

RRPSSV/PPPAWSPP/QDLPPLGS 

EPAK.PTNGG/PALCFPPPHSLQP 

QDASEKTQG/PEEAPPPCLVPR 

WPPDSNSR*HPRRSPMSPAPHS 

TPGRRHLTQIPNYKTHLFP*APA 

RGPSPGRACTSPCPRQGLWWR 

WPAARATSGALSHLHFPPPTPA 

LPATFSLSSLQLPLHLPPHCVQR 

APAAAAGSRRRSRCPPSRRSPA 

CLTSPTAFMRSSPTS*PSRQPPW 

SSASTSSKRTSVSSWASSPSPSP 

TCSGTFPWA*RR*KAPASTCPR 

RPTG AACC VN WRSPKGPGRPP 

GSAPPTAAQRHPLCSRNQPPTL 

PRTRPQSPAAPSTPTCQPAGSSA 

LWSPSSTCLPAPAWVPVPPSPR 


3561 


33929 


B 


3598 


1 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codoti for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3562 


33930 


A 


3599 


357 


101 1 


FLPLGELYAEGSRM1WSDGFW 
AGHLHSCSHPRSSSFSPTCTYPL 
PPPPPW VERQGTRGSG\P* PGK.R 
TSSPFRVSPGSNTRECTPS\GLLD 
CIPSCISLSEKPQNDSSSESA*KIP 
ASSLVTSGLGFCKNPQWSNTSC 
TSLSCDA/CPPWND/CCQMPVPC 
SWTFQPPEP*AK*TSVPYKLPSL 
WYSVSQRGKDSPSPAPPGPGRR 
AQPASRAAAAPPAVGP/SDRAA 
DPLSPLQAPIWAPRHQHGRSPR/ 
VR*GLRWLHGALRVVVILEGG 
RAQ*PPWNDFVRCQCHALGLSS 
LQNHEPNK.LLFLINYPVCGILCP 
NAGKTARAPPLRARVGAPSLPA 
ALLLLLLLWDR 


3563 


33931 


A 


3600 


63 


660 


K.PQVNKSASCAQLAGPVSQRG 

KDSPSPAPPGPGRR/CPACQPRC 

CCSSCCGTADRAAAPLSPLQAP1 

WAPATSMDARRVPVRVFALTE 

ART*GRAPWAFPGDVNPSLAPI 

P*TCSYTEL1PPVSFSFPPSTSGN 

SPTACLDSGVQLASPSGSRTGA 

TGGAAHSPARAPA/PPQPLGSR 

WDQGLRWLHGALRVVVILEGG 

RAQ 


3564 


33932 


A 


3601 


202 


515 


FCKHEAAVSSGKAVGTRSQCR 

HSGPLRVAMKFPARSTRGATN 

KKAESRQPSENSVTDSNSDSED 

ESGMNFLEKRALN1KQNRAML 

AKLMSELESFPGSFRGR*PRGCS 

AAPRSKRRSGHPPPAWT/CSPR 

AAERS/PE*RRT*RNSDM*S*FP 

ARSTRGATNK.KAESRQPSENSV 

TDSNSDSEDESGMNFLEKRALN 

1KQNKAMLAKLMSELESFPGSF 

RGRHP 


3565 


33933 


C 


3602 


40 


186 




3566 


33934 


A 


3603 


1 


3189 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3567 


33935 


A 


3604 


1 


1821 


MLKNFK.KGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VAKGQIVKEGSRSTHRGKSTPE 

VLFDPTSDDPLQEMAKVIPVVP 

SPYQGERLPTFESTVLVPPQDK 

HIPRPPRVDKRGGEASGETPPL 

AARLRPKTGIQMPLREQRYTGI 

DEDGHMAERRVFVCQPFTSAD 

LLN WKNNTPSCTEKPQAL I DLL 

QT1 IQTHNPTWADCHQLLMFLF 

NTDERRRVLQAATKWLGEHAP 

ADYQNPQEYGKEESPAQFYER 

LCEAYHMYTPFDPDSPENQRMI 

NMALVSQSAEDI RRKLQKQAG 

FAG1VTNTSQLLEIANQVFVNRD 

AVSHTGAEHSVVTGPVAPLSK 

KTID1IGAMGVSAKQAFCLPRT 

CTPGTKDYRLVQDLRLVNQAT 

VTLHPTVPNPYILLGLLPAEDS 

WFTCLDLKDAFFSIRLAPERQK 

LFAFQWEDPESGVTTQYTWTW 

LPQGFKNSPTJFGEALARDLQK 

FPTRDLGCVLLQYVDDLLLGHP 

TAVGCAKRTDALLRHLEDCGY 

KVSKKKVAQ1CQQQVRYLGFTI 

RRGV\RLGSERKQV1CNLPEPKT 


3568 


33936 


A 


3605 


1269 


2463 


GVQEESSDLPTAVDSSRPD1RD 

QAWASVHWELYVHGSSF1NT* 

GERGAGY/AVITWT/HVVEARS 

MPQGTSAQKAELIAFIRALELSE 

ALAKTV RQRCVSCRQHHARQG 

PAVPPGIQAYGAAPFEDLQVDF 

TEMPKCGDIRKIVTGDVNTPAI 

LGVVSSSPPSH1GNNITEDPELQ 

PILAGLSLSMYLVTVLRNLLIIL 

AVSSDPHLHTPMCFFLSNLCWA 

DIGFTLATVPKMIVDMQSHTRV 

ISYEGCLTRISFLVLFACIEDML 

LTVMAYDCFVAICRPLHYPVIV 

NPHLCVFFLLVYFFLSLLDSQL 

HSW1VLQFTIIKNVE1SNFVCDP 

SQLLKLACSDSV1NSIFMYFHST 

MFGFLPISGILLSYYKIVPSILRIS 

ooUuM FvAro 1 l^UoriLA V VL 


3569 


33937 


B 


3606 


■j 


1830 




3570 


33938 


B 


3607 


1 


459 




3571 


33939 


B 


3608 


30 


440 




3572 


33940 


A 


3609 


1 


279 




3573 


33941 


A 


3610 


2 


500 





343 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 






== 


( 


J 


464 


GHACGAERDHLQPHSPAHLLL 
LLLSV*AVW*PRYTVKMATAC 


3575 


33943 


B 


3612 


1 


780 




3576 


33944 


B 


3613 


1 


610 




3577 


33945 


A 


3614 


1 


1896 




3578 


33946 


A 


3615 


2 


1418 




3579 


33947 


A 


3616 


314 


720 


GVQEESSDLPTAVDSSRPDIRD 
QAWASVHWELYVHGSSFINT* 
GERGAGY/AV1TWT/HVVEARS 
MPQG TSAQKAELIAFIRALELSE 
ALAKTVRQRCVSCRQHHARQG 
PAVPPGIQAYGAAPFEDLQVDF 
TEMPKCG 


3580 


33948 


A 


3617 


1 


1029 




3581 


33949 


A 


3618 


1 199 


1758 


KTLSFLSDQPLRARSCLPFSGKI 
RS/RALAKTVRQRCVSCRQHHA 
RQGPAVPPGIQAYGAAAFEDLQ 
VDFTEMPECGGNK.YLPVLGRT 
YSGWVETYPTRAEKAREVTRV 
LLRDL 1 PRLELPFRI G SDNG PA F 
VADLLQKTATVLGITRKLHAAS 
RPQSSG KG IQNNRTGG V YTPCD 
1ESHVILFRSGY 


3582 


33950 


C 


3619 


499 


831 




3583 


33951 


A 


3620 


410 


1 144 


LSIQQYLTRP/PLLG FPPAEDS W 
FTCLDLKDAFFPIRLAPERQKLF 
AFQWEDPESGWPPCWRALAAT 
ALLVQEANKLTLGQKLNIKASR 
AVVTLMNTKGHHWLTNATLT 
DYQTLLCENPRJTIEVCNTLHPA 
TLLPVSKSPVKPGCVEVLDSIDS 
SRPDLWDQPWASVDWELYLD 
G S S/FLQPPRRGG G Y A /VG DTSE 
LPPCWVCG1PALTQRLEKQHLP 
PSGHQGSLKHLIWDLLLLTKKR 
TFSSMI 


3584 


33952 


A 


3621 


1244 


2690 




3585 


33953 


B 


3622 


1 


1114 




3586 


33954 


B 


3623 


1 


1863 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=po.vsihle nucleotide 
deletion, \=possible nucleotide insertion) 


3587 


33955 


A 


3624 




2056 


REALQGIQVRLKHLRTFGIIVPC 

QSPCNTLLLPFPKPRTKDYSQV 

QDLRLLHQATLTFHPTVPNPTT 

LLGLLPAKDSGFTCLDPKDAFF 

PIRLAPERQKLFAFQWEDPESG 

VTTQYT WTG L PQG F KN SPTI FG 

EAWARDLQKFPSRDLGCVLLQ 

♦VDDLLLGHPTAVGCAKGTDA 

LHRHLEDCGCKVSKKKAQICR 

QQALAATALRVQEANKLTLEQ 

NLNIKASRAVVTLMNTKGHHW 

LTNARLTQYQTWLCENPR1T1E 

VCNSLHPATLLPVSESPVEPRC 

VEVLDT1DSSRPDLRGQPWASV 

DWELYVDGSSFFNPQGERGAG 

CAVITLDTVVEARSLSQATSAQ 

KAELIAFIRALELS/EGRKGLSPG 

RGKDK*WRKDGFGYRMGEYC 

ATAARSCSCTGCARNHPSTSGV 

TGKVVRPVFLHLAFVS\FAKTV 

RQRCVTCRQHDARQGPAVLPG1 

GAYGAAPFEGLQVDFTEMPKC 

GGNKYVLVLVCTYSGWVEAYP 

TLTEKAREVTRVLLRDLIPRFRP 

PLRIGSDKGPAFLAALLQKTAK 

MGTRSDTQLAHIGTVLRDIHVS 

VCSDG PN LRTG LN VI LGG VE W 

QSTPGNLVRRQGETGLHLHIYH 

WWQAVAIFPVYLGSSLHMKVG 

GRSFEQEEDTEH1PVSYDREGQ 

ECDTELKGQEGDELEAGSVVP 


3588 


33956 


A 


3625 


491 


964 


R1QLCCRTRGTGAQKKRMKVS 

SRCTPAPATRGTGAWQPQAQQ 

APGVRATEAPRL*AHDEVSQPA 

PAPPSTRHSPRR*PVAGKEHLE 

AAVDKERHEVAQAVVTHVLEG 

QLEDVAPAHAAQI/GSPPWAGK 

RLRTNPAPRPCHPIQTLSRRLGP 

QNHTLLH 


3589 


33957 


A 


3626 


131 


351 


N VGLKGTAG ER\GGSG PPS* PPA 
G RN SGPAGRRPPAA R APTPG S A 
AR*PAPPGPPRPPAGRGAAAAA 
GPAGGGA 


3590 


33958 


A 


3627 


3 


428 


G E WE A PPLLRHTRPG P A/P APP A 
PSGASCAPCGGQTCRPRPLRQA 
PPSPITTGHARIWLGQPRPRSSS 
ATPPKELP*GPTE\PHTGELWVA 
SGSCPSGTKLPEEGSGSNTYFSA 
VSAGDTQSNI1WNGPPANSNRP 
AAEGPDC 
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SEQ ID 

NO: 


SEQlDiSO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


.Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3591 


33959 


A 


3628 


2 


425 


YLASAAIFRNMSSVVCLVCFFF 
TSQICLQTDNAPYTVLS1NENLS 
VLGSMFSNFLRSFLRSTK.ASAK 
PFIVTLLRSSFFSVSSSLASSSAM 
HSCSSSNSSSFFNSSRTTSKSSST 
SSSFTPS/SESF/SS*VSSSRFHSYT 
PW 


3592 


33960 


A 


3629 


81 


594 


LPAGFGPCGAWNQNQREKRPQ 
SPGAESAA*SGGGQQRGGRAG 
AGGHGACASLGSE/PQGREPAL 
GAGGETALPSGSGSGRPPRPQR 
PRDSGPEALPSAAFWKRRR*AS 
ASAPALTPVPDSVRGAQPGGG 
GAEPEGKAVRMRGASRPALSQ 
LSGREIGPCPQGRVVAPSGTAC 


3593 


33961 


A 


3630 


317 


778 


PMVWSCASAARLPEPGNGALL 
RTSSPRCSP/CPSAA*LTRLPPT/P 
/PGDPSAAPSPGQRPAGLAGAG 
GAERSGAVEVGPREPGRDGAG 
S*SWI/AGPPGRLEAGSA/GVLR 
SPVAGWRPGTCAGRP/GKAGDL 
GPSAPPQAPHPPPPSWSPLSPLA 
SPPTK 


3594 


33962 


D 


3631 


1 


1068 




3595 


33963 


A 


3632 


1 


730 


LALTARSSHPQRATVPKA SWA 

AASPTKFRHSGAALQWRNLGP 

VRAQGRRLSTAAPAAPSRRLFP 

PPPFRGGRGGGWSGSRGRRGA 

EPGRSHGAGGPGDDGRCGWGE 

GAGTSTPARPSRGPG*RPE1WTR 

GGGGSAKSQG/PAGAPGCAGPR 

GASSFGRQRAPAVLGPG/SSTA 

VCPLPRRTWNLRAPGGA PSYA 

QVAAAHQAPPGRPPWSPRGAR 

GSGRSRTFAPSTPAVVAGAASA 

VAPPRLRPSPPPAPAPAAAATA 

AERRGREEAPGRGCGSGRAEPP 

PLGPDGTQVSPLQRSSRVTEFC 

GGSGGHYARFWHSSPLRVGAS 

RSQS 


3596 


33964 


A 


3633 


70 


792 


HGLVLDVRGPLSHAAPYWAPY 

PAATAAAARTAPLPPRSAIWS 

GPQPDFQELRKTWPSQC/GMAR 

REPLLPITAIPRVVVETTP*GFA 

KQEPSVAGLRCRGSEAPA*LLH 

GVHRNVS/ETPGPEMGRPG*GN 

HRQRPGKQRGIPSSGLPGRCSG 

SRGPHSSPGQKPHGSTLSGRRG 

ADPRPRRRVYLSTPLLCEKKPH 

HDTILKRKPGMGDGNNPCPWN 

AGLYGQATRFAPLPLCPRRRHG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop endon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3597 


33965 


A 


3634 


2 


339 


WPCGWTGRGGCRQ\RGRERRL 
GSGVRFGDVSFRGRGRGRARA 
SWKPPHQGPGEPKSGTRNRPP*\ 
GGGAPAGIRGPELGTGNMKKL 
LLSLPIYYHLAGEKGQVAKIVRI 
PSADV 


3598 


33966 


A 


3635 


31 


438 


MVTDVVTRGGELGQRHVPPGE 

SSGLFCGQCGERETRDPSYRG/ 

WSRRFRFRALKNGAHWSPRLA 

VFGDLGADNPKAVPRLRRDTQ 

QGMYDAVLH/VGNFSNYKARF 

SMPGDNEGLWYSWDLGPAHI1S 

FSTEVHFFLH 


3599 


33967 


A 


3636 


1 


422 


LRRDTQQGMYDAVLHVGDFA 
YNLDQDNARVGDRFMRLIEPV 
AASLPYMTCPGNHEERYNFSN 
YKARFSMPGDNEGLWYSWDM 
GPAHI1SFSTEVYFFLHYGRHLV 
QRQFRWLESDLQ/QSQ*EPGSP 
AVDHHYGAPAHVLTK 


3600 


o3968 


A 


j 640 


1 


319 


FRREPPRGAAAAAALPRRNREN 
K.RSKNRPCCEG PRG SARMKELE 
* PRPLQVLCLLPEMCSPRLADS 
YSPVSVRPISAPVRFLHRCCPPP 
FAEFPACRLLQHSRVPL 


3601 


33969 


C 


3641 


214 


363 




3602 


33970 


A 


3642 


1 


3390 




3603 


33971 


A 


3643 


396 


766 


ERGLGRSEIPRKEVEHFMQLGS 
AVAGP*LLPVLVGPAGECFHGW 
LEPLLAR1AEDKTVVVSPDIVTI 
DLNTFEFAK P VQRGRVH SRGN F 
DWSLTFGWETLPPHEKQRRKD 
ETYPIKQPVGVIGD 


3604 


33972 


A 


3644 


105 


786 


VGPEHCAGAARWVTSPPRSWP 
DAGQSVN*PDLP*REKHPEG/G* 
KLQGQGAKTAGNAVVWKPLS 
K/PQGSSALSGGHWDRLPAPDP 
GKMPNCDRAPPKIASRVSPQAC 
FPRPSPPVPSAGPLRASTPADQA 
RRPA RA ARPPDALSKRGPCRI S 
AKLHSGGGGGGGCREKAQEEP 
EGRTARSLTPPLPLAPRPGPAGR 
RLPPAHTTQPPGRTGCPSPAGR 
DTSQLPYFLLK 


3605 


33973 


A 


3645 


313 


546 


RNKVGSRGRAKQLKFSGQSTR 
VHRSESREEEEEKEEDEEEEEEE 
EEEYEKEEEKEEEEEEEERDLEF 
SKGPFLSS*SSQGK/GTRVHRSE 
SREEEEEKEEDEEEEEEEEEEYE 
KEEEKEEEEEEEERDLEFSKGPF 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


*=Stop codon, /=possible nucleotide 


3606 


33974 


A 


3646 


3 


1332 


PLGPRRQQSECGAPTLTWPFGS 

NGLPGQQGASPLSASPGAGAGS 

GRGPAAXGGSGASCTPSPRGPAS 

WSRSAAQVPRSSRWRAGSASS* 

NAGSP/TPPTSQPPRA/PALCAA 

AGTLAPVEKGVEVPAGRGLSG 

APS**GKCPLPEAPSGGSAPLS* 

GGTESGAGAPEPRKATGRPGPR 

VPGGAGAA/RGLPAPTSGCAAP 

FPPRPCPG LC VLRARPAG AAHP 

CPG PG WPG/PG PG AHQTLRAA L 

REPSPL ASPLVSG RPGPRL VFN R 

VNG/AAGPLHVPILRGDPGDLH 

SGPRGECPLCVRSLAAGATAAN 

DG G PAG EG RPRP V YTMERTAN 

PRLQNF V PH * PR/PSG GRKQFL A 

RITS\FPSGCWEGGAATRPTCRQ 

EKGMAALPTHCAWLGAGHT*K 

CQHLDFCTFFFPGPGCGDGRCH 

VQGPNPSDLSPAHCAQGPATSP 

WGWQGGAPG 


3607 


33975 


A 


3647 


102 


788 


GHCGGGTQCSWPAPWCQN1 .LP 
PSASPTLSTQRQLWHAWPGAH 
RNPV*QVPSLDS*ARAQLSVPA 
QGSLPLC/ASLTASPWCSCSSLA 
VLLFGK*PFCVNLF*RASLMKS 
SSRARVLPSLRPVRWPAVG\RG 
WQGMERGQGAWPWLCGAVCS 
RA*SVHMTTLPSGPALCGIQRR 
LQSSTQRRPESLH PLQLG WE AA 
QAGEGLPHPAVVHLPASPRLQL 
SQLHQSRPRLPPG 


3608 


33976 


A 


3648 


114 


1309 


TNCSCLRDRPLDSSHVPWVEEA 

QSAHNNKE1VPQKGPWSSKHN 

QARGPPRSESNTNKAVNCAGRS 

TKTQTPRGTSGT/TEGNT*VHTR 

HTKMSTTNTNTSSLDAPPTTQQ 

MRSTRERGTS\PAPPSSALKNTY 

TLPLPTSXSNDTTIYQLTVVPGP 

GPRTGELPRCHARVTPRVSGEE 

ALPPPPRSPENSNTHLRTPSQTR 

TPTRARPPL\PETSPQQPWPDPR 

VGFFLRSSPVWAPSSQQYPWW 

SPSLSTNMTIPPESS/SLLPTLAY 

YTSLTSHHGQRMPA/PADHA*A 

QSTPSAHRHRPQYVQWTTDPPS 

THGTFEESSGR/YPQTHTVAVK 

K KTI G TP A RD S H S FPTTPTTRM 

VKSLKTSTGTSTDLSSSRSILKS 

PTSSIFTSLTIFSIWRDPDSMDLC 

V 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3609 


33977 


A 


3649 


3 


1777 


NVAGNPARSMAETQSRAGTAG 

PGPRTKQTPGTWGSGQAGAPA 

HPPCY1QESRSGFSAPGRARNA\ 

PGAANPLCMAPGGAEGSGVIQ 

REVEGRPRSHSAPMLSLWSERP 

PSCVCLGPDGAADFPRRGRGPR 

PPLQDSPASPSAPRCSPARCSRL 

PL*PRPRDKDAPGTGGRPG/PPG 

TLPDSRLECSASRPCGEGCETL 

VQFPDRRGPGCGPLQGPGRGNP 

ARPQPRLTRAAP\GPTAPAALVS 

SGGAAVPPRRTR*PLLAGAVEV 

A SPRPG S VQSLVPEHPGPFKELR 

N1VLSNSPEASYSAPAN*RPPPA 

E1RRREWQELRGGVLGGGLVFS 

FPPHSCVGSTGAWGLPTWRGV 

GSGIQGFFSVPP/SGRETSRGGR 

TATAPWSSTPDCPSHWREPSAG 

SLRRG*GRRDAAPGAR*SRAPP 

TRPGSRASPG\GAGEAGVEGEL 

LGPRGQVVTG/PGRPTAPGIYRP 

GGRRKASAAGSRCATGGSRSSC 

PRRGSRSPGWRWTRWGVP/GR 

RGTLARPAPGPGCPYRRRPGGA 

PRGAGGRPSTGCGSRSRQWLA 

GQLLPRPSM LG ALPGLAPLQPP 

PAPPVPPPPPPPPPPMPLSAALSS 


3610 


33978 


A 


3650 


3 


922 


NVAGNPARSMAETQSRAGTAG 

PGPRTKQTPGTWGSGQAGAPA 

HPPCY1QESRSGFSAPG\PRETHS 

GAANPLCMAPGGAEGSGVIQR 

E\GKAGPDPTARLCSAFGPSGRP 

PAC/RLGPDGAADFPRRGRGPR 

PPLQDSPASPSAPRCSPARCSRL 

PL * PRPRDKDA PGTGGRPGRLG 

HSLTRAWSAQHPGP/AGEGCET 

LVQFPDRRGPGCGPLQGPGRGN 

PARPQPRLTRAAPAPDSAGSSG/ 

APPEGCCAPAKDEMTPAGRSC 

GGCLAETRICPVARP*APLEKSF 

PNVVNPGKKKAQPTLSPSNMT 


3611 


33979 


A 


3651 


1 


542 


LPGAGHRRVLDAGGPRGAGLQ 

PQLPARQVGAVAELHVSGPPG 

AGLA/GSGSGASGVGLGAAGW 

GSGPRGVRAEGEGAYSGPGQV 

FPVQGNVGNADAGTTGVGVPA 

GWWPPLPTRLQTLSVASPWLCP 

*AAASARSPPSGLSGE*TLFYTF 

SFLPPVVIAASPPAGLASEARPC 

FPRFHSYP 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3612 


33980 


A 


3652 




3063 


MSLEVDRSVETMCSGDEILLPD 
LPKADVADPLWGPFPVQNCLS 
LARSDSREQGLVLVMESRNRE 
VVPPGVSYSKDGAKSLKGDVP 
ASEVTSKDSTFSQFSPISSA EEC 
GDDEKIKVDDPLTRRTCNQASG 
SAPQQDYDK.LKAFGGENSSKT 
GLSPSGNMEKNKVVKREAEAN 
SINLSVYEPFKVRICAEDKLK.EN 
SDNVLENRVLDGKLSSEKNDT 
CLPGTAPSKTKSSSKLSSCSSAI 
MALSAK.KAASDSCKEPV 


3613 


33981 


A 


3653 




847 


MENKKVASPGWTCWECDRLF 
MQRDVYISHMRNEHGKQMKK 
HPCRQCDKSFSLSHSLCWHNRI 
KHKGIRQGPDSRRTFTKRLMLE 
K HVQLM HG1K.DPDL KE/TDRCH 
P*GGNRNKRRQPRSPVPSRSWK 
NQFWSSGLPK.EQSLNH*KS*KS 
MFLRFTSALVRGFTTENLLQFH 
EHIPQHKSDGSSYQCRECGLCY 
TSHVSLYMHLFIVHKLKEPQTV 
FK.QNGAGEDNQQENKPSHEDD 
SPDGTVSDRK.CKVCAKTFETEA 
ASNTHMRIHGMAF1KSKRMSSA 
EK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3614 


33982 


A 


3654 


854 


3009 


VNSHSQLLQRE*NT*ESNLQGM 

*RTSSRRTTNHCSMK*KRIQTN 

GRTFHAHG*E/RVNIVK.MAILPK 

KIQSDLTSHEISLEEMKKHNQG 

KEAAQRVLSQ1DVAQKKLQDV 

SMKFRLFQKPANFEQRLQESK 

MILDE VKM H L PA L ETK.S VEQ E 

VVQSQLNHCVNLYKSLSEVKS 

EVEMVIKTGRQIVQKKQTENPK 

ELDERVTALKLHYNELGAKVT 

ERKQQLEKCLK.LSRKMRKEMN 

VLTEWLAATDMELTKRSAVEG 

MPSNLDSEVAWGKATQKEIEK 

QKVHLKSITEVGEALKTVLGKK 

ETLVEDKLSLLNSNWIAVTSRA 

EEWLNLLLEYQKHMETFDQNV 

DHITKWIIQAD ILLDESEKKK.P 

QQKEDVLKRLKAELNDIRPKV 

DSTRDQAANLMANRGDHCRK 

LVEPQISELNHRFAAISHRJKTG 

KKPSWRRGVSNLGEMLVEVYL 

KALMSEDLRKGJNQDEFSPTIY 

YFPITVFGSEGDLLLGKIRWIQG 

AYCLM1GQDVFMDTRLRVSAC 

FLKTKMKTVLVVFDQNEDNEG 

TVKELLQRGDNLQQRITDERKR 

EEIKIKQQLLQTKHNALKDLRS 

QRRKKALE1SHQWYQYKRQAD 

DLLKCLDDIEKKLASLPEPRDE 

RK1KE1DRELQKKKEELNAVRR 

QAEGLSEDGAAMAVEPTQIQLS 

KRWREIESKFAQFRRLNFAQ1V 


3615 


33983 


A 


3655 


44 


953 


GVHNGVEELILVRRMQKSPGP 

GEMESGSLEKEPLGTQTGPVPS 

E/EYGIGLSQSISTKHPETSPKDS 

RIRENDVTADGRTTEDHITADP 

GTTEDSVTADPGTTEDNVTVDP 

GTTEGSVTADPATTKDYVSADP 

GTTKDSVTADPGTTENFVTADP 

GTTKDSITADPRTTENFVTADP 

GTTKHSITVDPGTTEDSVTADP 

PTTi/ LICIT A HPr.TTPnQVTA r*D 

GTTE DETTKHG DTH LL * TTS VT 
AVKPTRLLTPMG1 IL1 SLA ATTV 
TVVLFVGLGFIVKECFLPPLNPS 
TRV1YHPHVMDYSTP 














CSPPSTRPGPGP/SGTAWPGPRG 
TKRSSPSSSSSSPSTTSTTTSSSSS 
SSSSSSSSAPPRGFSSTRPSPLRR 
LLPPSSSSPSSSSSSPSTTSTTTSS 
SSSSSSASAGGRRAGTRG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3617 


33985 


A 


3657 


132 


853 


EIDKKHRFLVSISLNSPSK*GEG 
DTPSRPHRARTGASVVPSPKFPT 
SLGRSALSRHPHQTTNPTR.PLR 
KAGAAAFNAPRAGPLGTAWPG 
PRGTKRSSPSSSSSSPSTTSTTTS 
SSSSSSSSSSSSAPPRGFSSTRPSP 
LRRLLPPSSSSSSSPRSSSTGDEA 
AAAAPVA/SRGAGPGA/SAAAA 
AAAASSSPG/SGAGAGPGTGGG 
SPGRAASLAGAGAGPAGCSAA 
PPRRLPRLERLARRRAC 


3618 


33986 


A 


3658 


222 ' 


373 




3619 


33987 


A 


3659 


3 


513 


1PAALSCCCPEWQALV*QILQDS 
SCCQSPRVPGHSCGKGTTLCVF 
SREWSLVSGSRQSDGETSCTGR 

CL-INArLL, Y ULKriWLrU J L.L) V K 

HQVWVMGSRCG*QLLAPGRVS 
RPRGRERGTHWSCWCRSPWM 
GSGWEAHSGAACLSGVFVP 


3620 


33988 


A 


3660 


3 


463 




3621 


33989 


A 


3661 


263 


1020 


SGI.RF.PKQI,QMLEI.*RKMSQLS 
LEG**SSHNM/V*RL*KKCSDYS 
YRDYILSWYGNLSRDEGRTLPS 
ALGR\FWE1ARQLHDRLSHVDV 
VRSCLQGCCEDLYSLISVT*KLP 
MPDMKNSQDLLCCT/PCLRNSD 
DEVRFLQTCSRVLVFCLLPSKD 

PI I dsJPrWTMOMI I A OI AVPFH 

MNEHHKRAYTYGPSYEDFIKLI 
NSNSDVEFLKQLRSVEGTVEKS 
GRRCV L V VFNN 


3622 


33990 


A 


3662 


1 


4314 




3623 


33991 


A 


3663 


2 


492 


ISAGVTGTSGLSAEATGIPGLSA 

GVTGKTGLSAGVTET1GLSAGL 

SARVTESTGLSAGVTGTIE*SAV 

VTETTRLSSGVTGTIGPSAEETG 

ATGLSAEVTGTTGSLAEVTGTT 

GLSAGVTGT1GSSAAGLSS/AP*I 

PSIPAFSGLVFILSCSTKFKAKE 

WLFFV 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3624 


33992 


A 


3664 




959 


AGLSLMGSI*ACHTGLESSLPV 

WILSAPSFPPHPVTSSPPISFHLC/ 

KLSLSH/CT*LGTVGALLPASSA 

THVHQAWPQWPATLMSHWlslC 

YPREGEEIGYLPTSHPTPHYIPV 

LTTSA/HSAAPSHFGQSQAPIRL 

PPPPGAPSISLSPLPQNLCKGYE 

RDPLPSRPPLRAVRSKKQKLGW 

RLAGPLSKSPDGINLPFLTSPLG 

CLDLSLPPGPGPTVLFSVSLWH 

o I IVLL^riV.JoL 1 LilAjOV^r\jV S( J( s< Hj 

SSSPSAVFRGSRDVSGVIAQRQT 
SQEKELESGL/CVLTSGAPSPSSP 
HPPYRGTSLFLFYLCILEKGKM 
VNKRDLCC 


3625 


33993 


A 


3665 




2180 


CPQSLIAVEQRKPPPTGSQVLLQ 

PRAAQGTPLPTATPHGTSGDAQ 

KHLLQTW*NTWP*KKPGPSPT/ 

VRRTQDTDQTTAQHPEGAKVQ 

GHDQFPGGSVHFGCRPAPSPPR 

RQG/PLAWHGAGADGFPH/GSP 

FPSSLTRRCTATPSVLKTSPYRK 

PLLHSCPSN*MYP*PTRPPPSPTS 

PTQLSLRT/ANVATCPPLWPLPL 

RRHLSQWVPPNWEPGAASGSS 

REHGGI\PAMPQPQCSAPSY/PPT 

EACLQSADGDQALSKHSADTN 

AS\RPKPRGSWCPPVTDEDAES 

DRGSGQQQSQRTPAEVLGKPQ 

VLERFLLPTQTKQEGSHDEETR 

H VFTNCR EGSTEKQGRHPLPA RP 

SPASSKRLL/TPGPSPPAAKRLL 

RQGLLRPAATPCSASGGYLGTR 

QRALGAGALGGCEPTPATGEES 

RPCHLR*PLSPSDSSSLCPLGFA 

K/PHQARNAGLLGASTGMKAT 

KWAGACRQRTAKTEAWASSW 

QRVSDTKP/GSTRQKNKDSGSH 

PQYQAFDLRLTITAGFSAAEAS 

ELEGSCAAATQISSLQVACHGT 

SRPHNHVVDDIMNSTAGPPSGV 

CGELENVMSGKPTQLVSEMLQ 

VR\PSPSGASFQQSLRMT*VSVN 

WTPPRPCI*NRP\AAPAETSPAPR 

TA/STPNASPQGPSARGFVEKW 

NG SH A A RH PRYKPGTQ * PSG A 

ASTG/SPGTPPSPALPPCRASSLV 


3626 


33994 


A 


3666 


3 


426 




3627 


33995 


A 


3667 


3 


266 
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SEQID 
NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 


Nucleotide location of" Inst 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3628 


33996 


A 


3668 




1256 


CHCGPP/VKVEAYGSQVLKGVL 
AQVQLTVGPVGPRTHPVVIFPV 
PECIIGIDMLSSRQNPHTGSLTG 
RVWTIMVRKAKWKPLELPLPR 
K.IVNQKQYHIPEGIVEISAT1KD 
LKDAGVVIPTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAAVPDVVSLLEQINTPPGTWY 
AAFDLANDFFPIPVHKAHQKQF 
AFRWQGRGYTFTVLPQGRWEI 
NMTK.IQGPSTSVKJFLGVQWCG 
ACQDIPSKVKDKLLHLVPPTTK. 
K/EAQCLSGFRREHIPHL\PIYRV 
SRKAANFEWSPEQEKALQQVQ 
AAVQAAWPLGPYDPADPMVLE 
VSVADRDADWSCWQASI/GHK 
VGHAQQHSIIKVVKWYIRDWAR 
ADPEGTTKGQGQRRWWQLAE 
RQDSRDREAAIGERQETAVGKT 
ARDGEAVCD 


3629 


33997 


A 


3669 


349 


718 


AGPEGTTTAECP/1/CQQQRPILS 
LRYGTJ S WG/DQSATWWQVDY 
1RTLLSWKWQSA SAKTTIHGLT 
KCLIHHD1PHSIASD*GTCFMAK 
EVWQWYCFSHSQDSRVQESRG 
G1GSCTTHHHPCSFPN 


3630 


33998 


A 


3670 


667 


960 




3631 


33999 


A 


3671 


1 


1371 




3632 


34000 


A 


3672 




942 


MVGKAKWKPLELPLPRK1VNQ 

KQHHIPEGIAEIAAT1KDLKDAG 

V V I PTTSPFNSPI WPVQKTDGS 

WRMTVDYCKLNQVVTPIAAAV 

PDVVSFLEEINTSLGTWY A A I D 

LANAFFSIPVHKVHQKPFAFSW 

QG/QQYTFTVLPQDYINSLAL*H 

NLIWRDLDYF\LLLQDITLVHYI 

DD1MLIGSNDHKVGGAQQHS11 

KWKLYIHDQAQTGPEGTTTSVI 

AQ WAH EQSGPGSRDGG YA WA 

QQHGLPLTKADLATTTAECPVC 

QQQRPTLSPRYGTIPSLPLTKAL 

TLQLKKCSSGPMLMEFTGLAM 

FPIILKQLD 



354 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEO II) NO. 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location uf first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3633 


34001 


A 


3673 


1 


1270 


MGDPSRRRTCRAMQAKYPLVF 

KGCGVCWGSLDPRCRVASQV 

WPIPKRLSRGWPFHNAVGRQV 

SDWKSGQDFADFGTTHQTGFS 

PAGANQRGPLAATLSGPGGEG 

QSAVARLTGEKKNHPGAQYAN 

RLSPRVGRFINAAGTTGFPTGK 

RAVSATQLM1LCLLPGYLCNGK 

RKLSAIQGLLDNGSELSLFPENP 

KRHCGLPVKVGAYGGQKTDRS 

WRKTVDYCKLNQVVAPIVAAV 

PDV/VVSLLEQJNTSPGTWYAA1 

DLTNAFFSIPVHKAHQKQFAFS 

WQGQQYTFTVLPQGRWEINMT 

KIQGPSTSVKFLGVQWCGACQ 

DIPSKVKDKLLHLVPPTTKKEA 

QHLTGLFGFRRK.YIPYLGVLLC 

PlYQVTRKAASFQWRPEQEKAL 

QQVQAAMQAALPLGPYDPAGP 

MVLE1AVADTEAVWGH 


3634 


34002 


A 


3674 


] 


1978 


LTIYAVNLSL1LPQGDLWPFTRV 

TVH*GKGNDQTFQELLDTGSEL 

TLIPGYPKRHCCPPVKVRVYGG 

QV1NGVLAQV*LTVGPVGPRTH 

PVVISPVPECIIULSSWQNPHIGF 

LTGRARAIMVGKAK.WK.PLELT 

LPRKIVNKKQYHILGGTVEISAT 

1KDLKDTEAVTPTTSPFNSPIWP 

VQKTDGSWRMTVDYCKLNQV 

VTPIAAAVPDVVSLLEQINTSPG 

TWFEWSPK\KALQQVQAAVQA 

ALPFGPYDPADPMVLEVSVAD 

RDA1WSLWNAAIGESQRRPLGF 

WSKALLSSADNYSPFERQLLAS 

YWALVETERLTVGHQVTLRPE 

LPIMNWVLSDPSSHKVSGAQQ 

RSIIKLKWYIHDWVRAGPEGTS 

KLHEEVAQMPMVSTPATLPSLS 

QPALMASGGVPYYQLTEEEKT 

RA WFTDG S A R Y AGTTQK WTA 

AALQPFSRTPLKDSCEGKSPHH 

PV 1 AQ WAHEQSG HGG RDGGYL 

WAQQHGFPLTKADLAMATAE 

CP1CQQQRPTLSPRYGTIPQGDQ 

PATWWQVDYMGPLPSWKGQR 

FVLTGIDTYCGYGSAYSARNAS 

AKTTIHGLTECLFHCLGIPHSIA 

SDRGTHFMDKEAPSASVLGLA 

LALLAPQLADSLLEDPVIVKGT 

DEAEYFQSVREEPDSGVKRKK 

MLKSGKNY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3635 


34003 


A 


3675 


1 


746 


MGKIVQPEKAVSAKAGVCLKG 
CDCSEYKVQCEWQDTSPKYLG 
IVLSFGEEPVTHLRWDLHAWSY 
ALSKVISTICRRGKFSEFK.AHTA 
PVRSVDFSADGQFLATASEDKS 
1 K VWSM YRQRFLYSLYRHTH W 
VRCAUCFSPDGRLIVSCSEDKTI 
KIWDTTOKQCVNNFSDSVGFA 
NFVDL*PPSGTMP*PSAGS\DQT 
VKVWDVRVNK.LPTALPRMVY 
YGAKCHLWGCWSFTENSELSF 
QLFCTS1PIWF 


3636 


34004 


A 


3676 


5 


812 


AAGSAGLPATPQPRARRVGRR 
RLGPGARGAGGAGGAAGCRAL 
RATARAAGSQPGPHSPGRTARS 
ARK*RLRRPESNKVRVCGPHSP 
APRTPPSSPG1QHAGKPRARRPL 
PPPGAGVGLG1VPGLGLGRAGA 
DVAGRVGPGAGVPGCCREGAR 
RPGSGRRAAPVLSPLC\PGLQTA 
RAAAGPAPGA/GWP*VRRLEPA 
EALPSGMFMMRKSCSVALTSSL 
SSSPSSSSSSSSSSSSPSLTRPDVS 
PRVTAATGDMYRGSFSGLTK.A 
LRl'WPR 


3637 


34005 


B 


3677 


1 


1071 




3638 


34006 


A 


3678 


1 


169 




3639 


34007 


A 


3679 


2 


189 




3640 


34008 


A 


3680 


3 


352 


SKHNLKLTATSQPHRPMQLKP 
ACVPPVLSSPHMWGRSDTSEGP 
AH*PPA\AWRVCVVLGL*ASPP 
AKLQAQHQAGSTRPVDRQAPS 
VLTAPPLVWPPFPQGICSKWGA 
QHGKRGQGH 


3641 


34009 


A 


3681 


8585 


9026 


ERYKFFSAASPNIL1LLTFFKIVV 
RPL1TKENLYLEIL1RHSLLCSVL 
TLVCVFCCPVFIGSCSSKRLTTA 

W lrli> 1 uLLAAMSarKruUUuu 

KGGPAPWAGKRAGSGG*GEGR 
GK.ERVCGVQAPSVPTGVGMGG 
QRRAGVGGPRAAP 


3642 


34010 


A 


3682 


2 


484 




3643 


34011 


A 


3683 


1499 


1793 


1HSIESSPIPHW1GGLRLMLCIVT 
RLNFEICLVKHFIKQCKVVEHT 
QQYEWHRVLHLKKK*QALNLK 
KNLQT\GDKKL*VSSLVHGETN 
SCRSKALAL 


3644 


34012 


C 


3684 


1 


1044 
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SEQID 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihlc nucleotide 
deletion, \=possible nucleotide insertion) 


3645 


34013 


A 


3685 


8504 


8970 


ERY KFFSAASPNILILLTFFKIV V 
RPLITKENLYLEIL1RHSLLCSVL 
TLVCVFCCPVFIGSCSSKRLTTA 
WTHS TGLCAAMSSPRPGGGGG 
KGGPAPWAGKRAGSGG*GEGR 
GKERVCGVQAPSVPTGVGMGG 
QRRAGGGEGKGALARRLGGG 


3646 


34014 


B 


3686 


1 


2178 




3647 


34015 


A 


3687 


1 


2424 


MLTVIHSEMQAAKVSDGNEELI 

GKWNLLGIERPWGPRRDWSGL 

HGPGPGTPTARPRPLRDSSQNT 

WRLQLKPRLKGGPGAQNARM 

NEAWQPLPRFQRIYEKTWVPW 

QKHDAGAEPSQRTSTRAVPRGS 

MELEPPHRAPRAVRRVPQFSRF 

QNGRSTS1LHPVPGKAAGTQLK 

PVRADLVAALYKATGAELPKA 

LGAHPLHQCPLDVTDELLEKIA 

SRSQNIIEINISDCRSMSDNGVC 

VLAFKCPGLLRYTAYRCKQLS 

DTSI I A VASHCPLLQK VHVGNQ 

DKLTDEGLKQDNQPQCIEGNFE 

SRMHAQGRTLVQERPKKTVNFI 

TVCLLGPVQAGSKGQGRVVNG 

KVLTSTANLRRISVDGKSEKSV 

KDAEKAFDKIQQPFMLKILNEL 

GIDGMYLKIVRAIYDKPIANI1L 

NEQKLPWVVDGTGRCGAGGS 

VTGEARAMQ\GPQWGKGRLRH 

GGLQVPIPALQGGS*GPARN*A 

QQLLAQRJKYL* 1QLTRDVKDL 

FKEN*KPLLKE1KENTKKWKNI 

PCLWI*RINIVKIAIL/PKV1YRFS 

AITIKLPLTFFTKLEKKTTLNF1 

WNQKRACIAKTILGKKNKDGG 

IMLPDFKQYYKPTVTKRAWYW 

YQNRYIDQWNRTETSEITPHIY 

NHLIFDKPDKSKQWGKDSLLN 

KWCWENWPAIYRKLRLDPFLT 

PYTKINSRWIKDLNVRCTTVKI 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Vict 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of his 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3648 


34016 


A 


3688 


453 


1508 


KAPQAPNINSYCLQVEECCQKG 
ISVDLSTGMTSTGVVP/HYNEQ 
VAGEKEEETNSVATLSYSSVDE 
TQVRSLYVSCKSSGKF1SSVHSR 
ESQHSRSQRVTVLQTNPNPVFE 
SPNLAAVEICRDASRETYLVPSS 
CKSICKNYNDLQIAGGQVMAIN 
SVTTDFPSESSFEYGPLLKSSEIP 
LPMEDSISTQPSDFPQKP1QRYS 
SYWRITSIKEKSSLQMQNPISNA 
VLNEYLEQKVVELYKQY1MDT 
VFHDSSPTQILASELIMTSVDQ1 
SLQVSREKNLETSKARDIVFSRL 
LQLMSTEITE1STPSLHISQYSNV 

IN r KuLr ri Y LLAr I 1 J>IN 1 Lol 

YSENVQEGLVKGN 


3649 


34017 


C 


3689 


57 


230 




3650 


34018 


A 


3690 


2 


123 


WWKV*KKYSGFKVFL*HQH** 
PRRPLQSLFS*MPWKRIAK 


3651 


340T9 


— 


3691 


94 


— 


LMSLLTSPHQPPPPPPASASPSA 
VPNGPQSPKQQKEPLSHRFNEF 
MTSKPKIVHCFRSLKRGVSSAPE 
SCLSGVLWLHVWFC1TNFVCE 


3652 


34020 


A 


3692 


1 


2037 




3653 


34021 


A 


3693 


2 


1079 


NLSKKYQPKK.NSKEEEEYKYTS 

C1CAFISNLNEMNDYAGQHEVIS 

ENMASQIIVDLARYVQELKQER 

KSEN DHRVSG A SRRAPLPGPFR 

RLRPFTPDVGGEEAAANQAE\Q 

* YPSLK WNSKGKTNGTRNGTK 

CGKEHSPTLHQSRQGTVIQSAN 

RPSVA*SYRAPLHPSPH*KLAP* 

VPAFSSSRVFPMLSSFSL/YISTD 

DQEGLYSLYFHKCLGKELPSDK 

FTFSLDDSQLVIEAYKSGFEPPG 

DIEFEDYTQPMKRTVSDNSLSN 

SRGEGKPDLKFGGKSKGKLWP 

F1KKNKSPKQQKEPLSHRFNEF 

MTSKPKIHCFRSLKRGIQPPDG 

NEKQDDTMASSFTFSLSLDYEM 

PVIEKAE 


3654 


34022 


A 


3694 


1 


215 


MAQDYGAMGDLVLLGLGLGL 
ALA VI VLA V VLSRHQAP/C* PPA 
FAHAAVAAHSKVFSNIVRERV 
KTQEAERA 


3655 


34023 


A 


3695 


1 


208 


MAQDYGAMGDLVLLGLGLGA\ 
ALAVIVLAVGLSRHQAP/C*PPA 
FAHAAVAADSKVCSDIGQRTC 
RDATPT 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3656 


34024 


A 


3696 


1 


164 


MRYRYIPVRMAEVRT/SDETKC 
W*ECGATGTF1HCWLANIQQHT 
LSRLFTCLCSC 


3657 


34025 


A 


3697 


146 


659 


LAGPRCTTSLTPSEGG/LPPPDSL 
GYTVHPPDSQGHTGPLPAREGT 
GSHRFGVE/VRQRRWERGEAPL 
LQLSPPAGRPPRRPHPCRPQHLP 
SAAISEAATARGPRNRSQAAAA 
AADPDNLRVARG/PRSTRSSAV 
DAGPPP\SASPGFP*SSSQQRPSP 
EKTGSEVYSAYIPANC 


3658 


34026 


A 


3698 


32 


376 




3659 


34027 


A 


3699 


1 


2148 


MALSPWTPGLGAGEKLVQAAA 

VSTGPSLELCTLPSTLGSSVAVE 

ALEQLFVVECVRDARRLNLFE1 

NTIKMRITRTENEIELLKXKITD 

LTK YNE A LG EKQEEL ARKH AR 

FVLSLNQTMEKKATTTVYINET 

YTKINLKREDIALQKKCIQEAEE 

LMEKERAEYLIRKQELTAQINE 

FENTREVKRMETYQKK/QRIG*1 

TN*NVKNKRNSY\FSAAVLSDH 

NLEIARLHESIRYWEQEVSELK 

KDLA1LEAKLCFFTDNKEKLDD 

ISNDEKNEFLNKIKQLVETLHA 

ARMEYKDLREK.MKTLARQYKI 

VLSEEEKAFLQKQK1HDENQKQ 

LTFISQKEYFLSQKRVDIKNME 

EGLITLQELQQVILSFMSSVYSK 

PNLSHSRGLTCCSFPLYLQMMT 

PFPCVITQWKMACLRKKHARW 

TAK1KAEIQA1TEKIQNAEVRRI 

ELLNETSFRQQEISGFVAQIEKL 

TTELKEEEKAFVNKEKMLMKE 

LSK YEEI F V KETQINKEKEEEL V 

EYLPQLQVAEQEYKEKRRKLE 

ELSNIITEHWGFLFEQEDVKQEL 

QQLRDQESKKNKDHFETLKNL 

ENGFY1NDQKADLLLLENKKLK 

E Y 1 L YLKNN 1 E K YREG Q E A L M H 

TSSDLSRQLIAQEGLLQVEEQG1 

QWW1RQSPKASQVGKPTVQPS 

VCGQRPKSPCQTTGVNPRVQK 

LKNLESNVRGQEASSTGERGIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3660 


34028 


A 


3700 


I 


2658 


MQAPYRCQRTGWLQQKRLKA 
GLWGLESSSWSLGPLGQAAQQ 
ELTSAPGQFRLPPPPQAPERPTA 
GGSASLGPPLP/PGK.LSEVPEPS 
RPGRPRRPPSTWAPPGGP/GASA 
LP V V PG/HRG ARTRG A STRG A S/ 
EAGPHLPIPVTSNAPGHAGGW\ 

LRQA/GEQFPNS WGRRGSCRTC 
SVVLGHTEPRPEPAHVLVRXGN 
PGSPVGAAWGNEA/GHPRAPG 
AQRGG*RSPGLRE 


3661 


34029 


A 


3701 


31 


556 




3662 


34030 


A 


3702 




1394 


RKKELQHKIDEMEEKEQELQA 

KIEALQADNDFTNERLTALQEN 

QTRAKESDFSDTLSPSKEKSSD 

DTTDAQMDEQDLN EPLAKVSL 

LKDDLQGAQSE1EAKQE1QHLR 

KELIEAQELARTSKQK.CFELQA 

LLEEERKAYRNQVEESTKQIQV 

LQA\QWQRFH1DTEN LREQKD\ 

NEIASARDELHSARDEMWLVH 

QAAAKVASERDTDIASLQEELK 

KVRAELERWRKAASEYEKEVT 

SLQNSFQLRCQQCEDQQREEAS 

RLQGELEKLRK.EWNALETECH 

SLKRENVLLSSELQRQEK.ELHN 

SQKQSLELTSDLSILQMSRKELE 

NQVGSLKEQHLRDSADLKTLLS 

K AENQ AKD VQK E Y EKTQT VL S 

ELKLKFEMTEQEKQSITDELKQ 

CKNNLKLLREKGNNPSILQPVP 

ARIHRPIPGFPDMVIRSIVERK.K. 

PWPWM PM LAALVQVTAI VLY 

VPGLARASP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 




*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3663 


34031 


A 


3703 


1 


1133 


LEEKEQELQAKIEALQADNDFT 

NERLTALQEHLLSKSGGDCTFI 

HQFIECQK.KLIVEGHLTKAVEE 

TKLSKENQTRAKESDFS\DAVSP 

GKD*GSDDSTDAQMDEHDLNE 

PLVKVSLLKALLEDYRGGYRN 

QVEESTK.H1QVLQAQLHRLHID 

TETMLREEKDSEITSTRDELLNAR 

DEI L ALHQAAAKVASERDTDIA 

SLQEELKKVRAELERWRKAAS 

E Y EK.EITSLQN S FQLRCQQCED 

QQR EE ATRLQGDHTDEAADLP 

i coi-ic\/cr\pr:\/Qr , Tr*pprrip a i? 
L,oi\.rl3 V bUrU V jL 1 ^ccl^cAK 

GLTLLCFSKIKCSQKQSLELTSD 

i cit r^Tv/iCDVPi cui^v/^ct vcnu 
Lb I Ll^JVl KJiLt-JNIl^ V U oLiVfcA^ri 

i uncAm vti i qv APMOArnv 

LKlJoAULK. 1 bL3l\j £ \t-lN^AlvL' V 

QKEVKRKDIMSPIMVGLKAKS 


3664 


34032 


A 


3704 


1 


540 




3665 


34033 


A 


3705 


1 


280 




3666 


34034 


A 


3706 


2 


416 




3667 


34035 


A 


3707 


309 


908 


LPSRGAGLGTCRPPCLSLPLLP 
WA PV LPEPPRRVPPPAPRRPVG 
STTQGLRSASTRR/VDWQAAPP 
AALVWDPLGEASWAP/GVWCA 
AIDLANAFFSIPVHKACQKQFA 
i.'cr,nr,nnv rPTU i pni?v i <£Pi> a i 
^HlNL-l/KlvL'IL'L.roljL V V fir A WIS. 

ci/ u/onvui r.Tncu/ a a a cr.i a 
UW&Ul WKivnLi Wis. 1 orl_» Vlricl^ 

KFCFLFP 


3668 


34036 


A 


3708 


1 


2973 




3669 


34037 


B 


3709 


1 


1053 


















3671 


34039 


A 


3711 




247 


DCLRVLWCPPV*F/QRSPSLQQP 
L/RPGFEPLVGRHLMRPARSWR 
PQPSSASAGLPSSPFRDGCHRFR 
ASWALGGRAAEGEVAI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3672 


34040 


A 


3712 


137 


2176 


LKNPPQTHPRRGHLLLISVWGH 

ILRACGAWQEAKPK.AK.WPQIP 

EEKEEGQAPRACTLPGCWRLL 

RRGQEEK.EENWVPPACTLSGC 

WRLEAVRQQQREGDGDFGAAS 

CSDL AFRC A SSQN PRSLEPV ASS 

PERRRRQPSRAPLGWALKEPGS 

ERSPPLLSCVEALQPPFLLGLGS 

GAFCLTRGEKGSPDQDPFCLHS 

PWMLEAGGSDAATARGDFGA 

ASYSDLAFRCASSQSPRSPEPVA 

SISERRRRQPSRGFQILRSSGAFL 

LDREHVCLASSASTTGLGSPRP 

SWSHQVASNKGLKPGLRGCWS 

DGERGTTL E DTRVLLSNPLLLR 

KGGRKVSTSRLMQLCSVVEKY 

CPWFLDQGTMNIE1WEKVARA 

LKKAYRDGAEDIPIN1WSVWAL 

VHPTLEPFHTDHDEEESEEEGE 

YNEVTKEVTEQFCLPAKAAK.E 

GGNPSLTSPQQLTTETEAEIQL1 

EKQVHKAQ1NRIDPEKTLDLLIF 

PTQHSPTGGVVQEQDLVEWLF 

LPHSNSWTLTPYLDQIATLIGN 

GRTQIVKLHGYDPGK1IVPLTK 

AQIQQAF1NTLN WQTHLADFM 

GVLHNHFPKTK.LFQFLKLTNWI 

LPRITKFKPIECSENVFTGRSSN 

G KA S Y SRSKNK VFQTS YTS AQ 

KAELVAVIEVLTAFEMPVNVIS 

DSAYMAHSTQLIE/TAQL*FHTD 


3673 


34041 


C 


3713 


1 


784 




3674 


34042 


A 


3714 


87 


447 


AVQRRSGVGPACLSCGSANPGP 
PPGTSPGAGAAPGGGRWARAK 
SGPESPPGT/GPPQPA*APQ/AAG 
PKTRAGVSFLSPPLASSPGHANF 
GPDSFLGDGVMRQA*RSENKQ 
DPA\GTPGTWVR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=l!nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3675 


34043 


A 


3715 


3 


1435 


RGPSGPRTVSPSPAGASSVGGPP 
VQAWPCSLCVGSLEPRGSIGGP 
PKGLQLWGPRASWFLGDYACP 
LLASAPVLAACKTLCQTPAVPA 
SL\G*RPLVAVKTHVAAQPFLRI 
KHLAAVLADKSAPGLRPVCGT 
A/GFAGYLCLPHSLPSPDG\EPV 
DVSTLDSAEYCQLGLGG1CRGP 
GR* EGGHG Y/RGSEKPHSTYPSS 
PSLSG/EPENRG/DPGVAQEP\*P 
PPREQAGPFSPFVILEAAPFSAG 
ACFPGSEAPGGSSPPMGSAVGL 
WRGRCPPGPRSL*RIAAAWPEK 
RCLDSWKG/RRDGAARGVGTA 
ATFSPPFASRLVLPGEASLGTPG 
VVFLLRAGEPSASGFPGPAWRE 
STAGASGGGCCGHGPCSGLRA 
AGLPSG AGSW/RGDCCHLGMG 
EDPLG/PW*SSGTPASARGSQEV 
PAT*GRAGGRAARHPQGARLPS 
GPPG/EPGSPGFWHRKESQSTLT 
FLGAQGSSSPLADLGSLGASAG 


3676 


34044 


A 


3716 


1 


756 


MNDAGNHHSHQTNTRTGNQTP 

HALIHKRKL1NENTWTQEGEHH 

TLEPFGGTTDRIVSPSHTRSPDM 

AIA1MFQSSGCSVVPDTIPRPQYQ 

CRSRHSVLLTSNLTVPMQSCVK. 

PPYMLLVGNIK1WMNNQTVRCI 

NCHVYTC1TSHFDSRKSVMLVL 

AREGIWILVTLPRPWESSLSIRLI 

NEVLQR1LKRSKRFVFTLIAVIM 

GLITVTALATTAGMALHQSVQ 

TAHFANDWQANSNQMWNSQQ 

GIDQ*EHMDTGRGTSHTGAFW 

WNNRQNSFPFPYSQSRHGNSQF 

PKFWVFCCPRYHPSPSV\QCRSR 

HSVLLTSNLTVPMQSCVKPPY 

MLLVGNIKIWMNNQTVRCINC 

HVYTCITSHFDSRK.SVMLVLAR 

EGIWILVTLPRPWESSLSIRL1NE 

VLQRJLKRSKRFVFTLIAVIMGL 

IT VTAL ATTAG MA L HQS VQT A 

HFANDWQANSNQMWNSQQGI 

DQILAAI 


3677 


34045 


A 


3717 


3 


131 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3678 


34046 


A 


3718 


2 


424 


CGRKSRGTALPTGSSPQSGPAA 
PGHSAASALHPTP/SPPPHPL\PP 

A A 1 LiUlLXjlNK. I rA I rlvl 1 N. Y ro 
AbAKivr V ritvr 1 tjUuuon 1 IN HA 

pci ppi tpt PPAnTHPPnr,?n*T 
RPPHCIRTGSCLPPPREAPYTRR 
ERRRHPP 


3679 


34047 


A 


3719 


1 


418 




3680 


34048 


B 


3720 


361 


1371 




3681 


34049 


A 


3721 


1 


469 


PGTCRGSTGQP*EACWRSP*SV 
RNTRCPVREEPASPGWSSCLTS 
PSARGWWACS*RLPSSSCPGST 

DGKPPGMPRSTRRLGPSGARSG 
SARRCPCGDGPESLRGHAPARA 
ATQAPDPSTQSSASSATPRAPPL 
L 


3682 


34050 


A 


3722 


117 


871 


GPQSSAGNAGPQRRRTTLGVPR 
TWHPGPAA*AGNSCHISFYSSR 
FQPFLGVTSVLRGSSVSVSG1PD 
HLGQPRSSQEPSRPENAAAQM* 
TGCPGYAGCTVA*MKGRAELQ 
GLRT1AAQPGQWLTLLPRCPST 
RRLGPSGARSGSARRCPCGDGP 

CQl DP.II APARA A TC\ A PHPCTflC 

LjLKunArAKAA 1 ^ArUro J \£o 

SASSATPRAPPLLGLCGGGC*G 
DRRSQQGTE*A/VAVPGMLGGP 
SPFSQPEHPSAFAQPSSCLPLGL 
DFKLL1PSQ 


3683 


34051 


A 


3723 


110 


1017 


EAANEPKHLHQLRHAGLGQHR 
Q APRPQG RPF A RPI IQG QDQTD 
RLHHLQGGGRHGARGHLHQA 
GAGQSAPAPKGAHVQGPCGCH 
ESTGPVEH*SHGERPKHRCPRP 
AL* EHGHENPH K* SSPHDQR* Q 
TADPEGDN*SQCCPTAN*IPLRK 
LWLRG*DLCGRSHGQQ*PHQG 
W/HLDAQLLTPASSSTLCPTPLQ 
QPLHQLRHAALAQHRQSPPAA 
RTAPLARPHQGQDQPDRLHHLR 
GGGRHGARGHLHQAGAGESAP 
APKGAHVQLVSKQLGGVAAEA 
HVDSSGLWVSPGPRHN*YKSKS 
SRL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3684 


34052 


A 


3724 


3 


1092 


LVEPG RLLEAQGFDKNKR*RRR 
GRVCGRGGEAPAPGQGQGQPD 
*NKGKEEV*NSSE\EESSEVSLP 
KTSREQEIPSLACEFKGDHLKV 
VTDSQLQDDASGQNESEMFDV 
PLTSLTISNEESLTCNTEPPKEG 
GEARPCVGDSASTPKVHPGDN 
VGTKVETPKNFTEVEENMSVQ 
GGLSESAPQSNFSYTQPAMEN1 
QVRETQNSKEDKQGLVCSSEVP 
QNVGLQSSCPAKHGFQTPRVK 
KLYPQLPAE1AGEAPALVAVKP 
LLRSERLYPELPSQLELVPFTKE 
QLKILEPGSWLENVESYLEEFD 
SMAHQDRHEFYELLLNYSRCR 
KQLLLAEAELLTLTSDCQNAKS 
RLWQFKEEQMSVQVF 


3685 


34053 


A 


3725 


182 


771 


QTALSCARHGRSAAFVWRPNR 
APVWRSGFRGVAAGSALVHST 
A LPSRRQPPERRSEHDCLRCRA 
LCGTKPQGLSY/TGP/WGLGKV 
PEAAAALDLGVH*PLFHLPLLD 
SESRKPGRGLAAPPPMPARWGL 
SCLEQVGHTRKEGGGQGCRPW 
PPCWSPVSGTRGGPITTRLRRGS 
AALH VRAS YCLMEN PPEPPSI V 


3686 














3687 


34055 


C 


3727 


70 


197 




3688 


34056 


A 


3728 


1 


158 


LGSVSSFASCTLGAPGYSPTAP 
VAL*SVGPWGRIVKVPGHPGS 

W cJVlnr IloM 


3689 


34057 


A 


3729 


229 


496 


VTGLQNLVLS1VTESGKTHLLSF 
SSHGLEEIISQLPGCSGTLTVRP 
QGPT/GSQGNRGCDRVAQGSQ 
GAGGERGDRSQAPVPAPARDS 


3690 


34058 


A 


3730 


167 


769 


FLTRETGDPTGRSSSHGKHPVA 
VFP**PTRPP*TIWEITHGCGRR 
AGRCPGTGPDGP\SGRGGPRCW 
PSGHLAATGGLGPSCGRLGAN 
RGEAGPAGFTVCSPLSGWRTPY 
THHFPASRMSWHLDYASPRTY 
RSQGNRGCERVAQGSQGAGGE 
RGAGSQVPVPAPARNKDPAKR 
QKPRPPLLSSPTARLIGLFPRAD 
SCRSC 














ALDQVASLP1MVPASKQNTATS 
CCRLGYNSFDLGPAAATIFFPSP 
AMVISQLPGCPGTLTMRPQGPT 
/GSQGNSGCERVAQGSQGAGD 
ESGDGSQVPVPAPARD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


3692 


34060 


A 


3732 




3695 


MGK.RSFERVLVDKCDSGRSCL 
RKQHENECAF1QILDTQSLMIPG 
QRGSFRLADSQHTDRVLCTLM 
AEKWDRKALSYTRNSFRAQIRL 
RKTRFQGKGCMICKKSRVLPY 
QAAYVSQHGSACQPSSHLPSVG 
SLSSTGDDEEEEEIVHMGNAIM 
SFYSALIDLLGRCAPEMHL1QTG 
K.GEAIRIRSILRSLVPTEDLVGJI 
SIPLK.LPSLNKDGSVSEPDMAA 
NFCPDHKAPMVLFLDRVYGIK 
DQTFLLHLLEVGF 


3693 


34061 


A 


3733 




2523 


MKQFLLYLDESNALGKKFIIQDI 

DDTHVFVIAELVNVLQERCHTR 

LGYTEFLVAWRVTFGLCVEAV 

TLHLKYQILIRGLLEMMSFSDA 

Dl LKQLPVTVPG LFPASLSPSSL 

LGNSPPSWLRHNSESKVSAVSS 

PSATK.TLSTGIGKLDPGHKEMA 

EESELLKNKMQAPPLSRCPESQ 

KCQHQLRLHHWKPSVRHQVKR 

RSPAVLRSAMPPADCPAVLEAT 

TATHPEKGTALSKHLPSSDSMS 

LKVDVEALENSPGATYIWKGG 

KVTRDSQPKEQGKGDLKKKKK 

GKLPKNYDPKLTPDPERWLPM 

QECSFYQGRKKG KKKDQMGK 

GTQGATAGASSELDARKTVSSP 

PTSPRPGSAATLSASTSNIIPPRH 

QRPAGAPATKKKQQQKKKKG 

GKGFPVLREITVVKVDTLVVFQ 

ILEERLSVFHIQYDTSYPFSTVDI 

EDHECAVWLLLRKSKSDDKTT 

RLEAVREMSETHHWHDAEKAF 

DK1QQPFMLKTLNKFGVDGTY 

LKI I RAI YDKPTAN 1 ILNGQKLE 

AFPLKTGTRQGCPLSPLLFNTV 

LEVLARA1RQEKEIKGIQLGKEE 

VKLSLFAGD1IVYIENSIVSAPK.L 

LKLISNFSKVSEYKINVQKSQAF 

LYTNNRHTESQIMSKLPFTIATK 

RIKYLGIQLTRDVKDLFKENYK 

PLLNEIKEDTNEWKNIPCSWVG 

R1N1MKMAILPKV1YRFNAISIKL 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codori for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3694 


34062 


A 


3734 


1 


6208 


MILDQAFKYITELKRQNDELLL 
NGGNNEQAEEIKKLRKQLEEIQ 
KENGRYIELLKANDICLYDDPTI 
HWKGNLKNSKVSVVIPSDQVQ 
KK1IVYSNGNQPGGNSQGTAVQ 
GITFN VSHN LQKQTAN V VP VQ 
RTCNLVTPVSISGVYPSENKPW 
HQTTVPALATNQPVPLCLPAAI 
SAQS1LELPTSESESNVLGATSG 
SL1AVS1ESEPHQHHSLHTCLND 
QNSSENKNGQENPKVLKKMTP 

f" 1 VTMI D14CQC A T A 
LV 1 INlrrlbooA I A 


3695 


34063 


A 


3735 


164 


415 


E Y WG WLL RRIN 1 1 LTGN CLRG/ 
WPSLLPQAEESLSPQTKVERLK 
AAWIEEGILPLLGMRKLFLLAR 
KVHQSLQAQCPQLHQGPPT 


3696 


34064 


A 


3736 


1 


886 


MLDLPWFNVEEGIQRLREIGML 
EWLSHFRPTRLSREDPEDIPFTN 
TLPNKFVRGVPASLKSSFIGLLC 
MPDLTKTVGSWRMTVDYHKL 
NQTVTP1AAAVPDVVSLLEQIN 
TSPGTWYAAIDLANAIFSIPVHK 
VKDKLLHLAPPTTKKEAQCLV 
GLFGFWRQHFLHLGVSLWV1Y 
RVTLKAASFEWGS\EQEKALQQ 

A (~l\r\A A \/C\ A A 1 PI P.P/Ulf'nDA r\ 
AvJN^A A V ^AALrLUr/nrvUrAL' 

pm\/i p\/c\/An[?r*A \/ wci woa 

r M V Lfc V J> V AUJ\UA V W&LvV^A 

PIGESQQRPLGFWSKALPSYAD 
NYSPFERQFLAYYWALVETERL 
TMG/HQVTT* PELRJM 


3697 


34065 


A 


3737 


1 


1815 




3698 


34066 


A 


3738 


1 


988 


MPAEFFQRCSV1MVQLPWKEA 
HVERPHGERDYTPDLQPDMWE 
KFPGLRRALRPVVKTLLVQLEY 
RQAEKCEKRDWPSLPDYIFLLC 
WMLPALEYRTPSSSVLELRLAL 
RAPQPADSLLWDLVIVPITSLKS 
WQTPRGEVEGVTHEEICASLKS 
LAVALLSMSDLTVGTPVTQPQT 
LNTMGIIGSRGGRGQVAALNR 
QRQVPELIIG1DILSSWQNPHIGS 
LNGRG YINSLALCHNLIRRDLD 
RfLLPQDITLVHYIDHIMRLDSV 
KDKWLHLAPPTTKKEAQCLVG 
L/FGFWRQH1SHLETAL/RPVTG 
LWW1CLNI*LWAIKSPCNLNCLS 














RTAWMQYSPLHSAYGRVPTVT 
SSH*LLPLRSHPRDSRPAPCP/RA 
GPARNRQSSA/SRNRSPRRRNPE 
ASRGRPPGRGVASPAPSPPTPRE 
TRTAATRRP 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 












.^^ 


nx/<;\/PFA pwpppr.u ah^ppcdd 
1 Wo VrrAr W K.K.KU n Au SKLoKK 

SRSR/TPRRNELSTAALGAARG 
HARJWREAGNWP 


3701 


34069 


B 


3741 


465 


1623 




3702 


34070 


A 


3742 


667 


960 




3703 


34071 


A 


3743 


1 


2021 


MTVLTQTSSQHSTGCHAKPA1T 

TPWLLAVFFQGPGVLQSVGGK 

ASQADIILGLSPVSAIFQLYDVS 

FPPGKQGRPGLGSAGRIEVARD 

CGMLWKQRGYLISSSQPIKNGQ 

QVSDLFEAIPEPKSLAIIK1SGYS 

TLETPESKHNHFTNTLAAIDLV 

NAFFSIAVHKVU IQKQFAFI WQ 

GQQYTFTVLAQGY1NS/PPALC 

HNLTQRDLDCFWLLQDNTLVH 

YIDDIML1RSSEQEAANTLDLLV 

RHFCATGWEINPTKTQGPSTSV 

KFLGFQWCGACQD1PSKVKDK 

LLHLAPLASK.KETQRLVGLFEF 

WRQHSPHLRMLLQLIYQVTRK 

AARFEWACTDGLMRSPYDQLT 

KEEKTRARFTDGSTQCEGTTQK 

W1AAALQPLSRTCLKDSVHQR 

VSSAEEDFNNQVDRMSRSVD1I 

HPLSPATPVITQWVHEQSGHGG 

RDRGH A WAQQHG LPLTICA DL 

AMFTAECPIFQQQRPTPSPQYG 

Tl PQGDQPATWWQVDYIGPLPS 

WKRQRFVITG1DTYSRYRFAYP 

SFMASAKSTIHGLMECL1HSHGI 

PHS1AFNQGTHFMAKEVWQWS 

HAYGIHWSYHVPHYPEAAGLIE 

LWNGFLKSQLQYQLSDNTLQG 

WGKVLQKVVYALNQCS1YGTV 

SPIARIHGSRNQGVEVEVALLT 

VTPNDPL/GKY*LPVPVTLHSDR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3704 


34072 


A 


3744 




1197 


TLGPGTGPRAGTGSSSSPS.SSPG 
TGSVPGAGPGANSVVHPGADS 
GVRAGAALAPGLC*VKLLGQM 
SPPGGALGPHNARQSAVAGGF 
GRARRPGRHE*LQGTWWSGPG 
QPLGAALQTATGPVVMNQFLR 
*TWHHEGHSRAPCPRFWGWF* 
TYSGEKPLPAAVQPSSSSVF*SL 
QQRCPFFLGVPCQACSSACPLL 
F*GL*W*PGVHEDQ*ASPAGSA 
LTWP* LHHDPPPSSG A* SDATG 
PG\GPGSALAGFQQLGSGGQVL 
QQGQLGSQTCRGGSPRGRRHC* 
ASSWG*G*AGRLLPWA**PPAR 
SAGSPHRLRGLS*ARPCGCAPR 
CRAAGGAGP*SSAPRT\GDGDV 
GQLGERE*EAHPARVGQWGW 
GSRCPQGQGVAFSGSESYMDW 
SSRNRRFRNT 


3705 


34073 


A 


3745 




98 




3706 


34074 


C 


3746 


439 


1053 




3707 


34075 


A 


3747 


48 


751 


EGDLVFPLGRGMLRLVSFSKMF 
KLLKRTMDYGSGSPSVSGHIPL 
PQACGPPQLVCSRRVRGQRPRP 
HSVPGSRAAPGLSGDTGRFLSG 
FGK.FCFGSRKGALLTKGFSVSS 
GWPAAKFPPAQRVQTIVRSR\P 
RRPGK.RVL*GEK/GEWAASLPT 
PLPLAGPSLPSVPGPVPVAPQTV 
RAVSPVTPQGPSSPPFLREHSTQ 
PRPGCRE1YQHPRMGTGRMRTP 
WPWRLSARPAAAAA 
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SEQ 11) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3708 


34076 


A 


3748 


1279 


2791 


QAAGGAAGAERDEGAGVA/GA 

HGPSRSTARRGGRGAGPRPPPP 

PRSLGTGSAGRGAAEGTGRAR 

RPAGAAAGRALRAGRAGRLGA 

CGGVAAVGARGLRAAAAGAR 

RRG A P ATG APPP/P S AAA S PT A P\ 

PGPRHPGRVSGAAARAPPGTAP 

RIGERRPGGGAPATEPPDSRTPA 

AARASSA/PGAVSGPAAAPGPP 

GRRENAEGR*PQDAG*RGLWE 

GALPVPGSSPQTSSSSTGRTSGG 

SRAPSHMVPGTGSPPG\RGGEA 

GAR*AAAPAGVKPSSLWKK*L 

ALFRPCFQEPTPG/SVGCRGPLE 

CFTHSSPVGV/NGHRHCDNCCR/ 

PLK.PPSPKAAWAVPRAAVPEA 

HA*K*RAEDQRGLRVLGPNVTL 

SNPPTRGFR*LGTGVPGFQDPC 

VDS/GL*VEEGLCPEASRGNGE 

RWkT.TU/filPPAPPT RPCCDWI r» 

E*PTPLPGSP*DATSPPAGGGRH 

RSRLPKPALVGNAGTSSLPAPE 
PCFPHLYFTTFLLSLDSSLKFRD 
LAGILIPE 


3709 


34077 


B 


3749 


71 


285 




3710 


34078 


A 


3750 


417 


1208 


GPQRVPTLWWEDAEARSQRDG 
VGGRAEAPGARJPRDLGAAGG 
LRGHPRLVRGHCRRRLRCSMA 
RTLVLRVTPVPGGAPLALRQPP 
VPGGSRQEWPAFSRVGTGLPLT 
PTAGPSRARGARRPCPPALPGH 
CLLDRTYTGLQTLGAETLLAVV 
NSAAMNVGVQVVDVELHRHS 
LGEDCIYPQSSESD1SDAPPSLPL 
TIPAPVKASSPI1CQSHEPVPDTS 
VEKGS\PGSCPFHL*GPLSHLGS 
SPGFLLWRPPGLLSSVALVASC 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop corton, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3711 


34079 


A 


3751 


10 


932 


LQLCSMWLLRSWVQAEGAVSI 
SDSPFSLHQCWAVLHKAWCVF 
LQLPGGFTFTLNPLSDNLLGKR 
VDSAPSWGPLGSAFRGVHMPC 
VGAAWEGKGPNLLRPSGKLGP 
SGSRPTPIGQQQLPEVPRAKGPL 
GPAAVLCQ/HMPAPSTGGKRGS 
FSGRYLSASLELGGLPMAPTGP 
SALSAPPSVSRGAR*STREKPGV 
YASAT*AAEIREGQALGG\PRPS 

K.IN O/ ouUr LiKj r Dr Kj r IN IvLivKo 

KAGCPWWHLSSVDAGE*LWK 
QHSTAVFSMPGTQPPWRGLITM 
P1SPRGTEPTAHPGPRSPGLAYS 
LTA 


3712 


34080 


A 


3752 




650 


GTVLDDPHLTGYCWHPPCPPNS 
VCNGSLSPVLREEAESSEAPVQ 
SPQRSWTPSAKSPPLPASPPCSQ 
LKAGGDQEGLQRGALPVGMD 
RGGPGGCGGHCQCSRPRJLSPV 
VPVPQVCPSSEAPGPPRQVPHTP 
RPQEPSRTRGRLEA\SAPSWQ*P 
APPAGSLPA WP/PG/RPAPTGSR 
AR*AGLEASETTWSTNGPTTVH 
P*TL*AGSLGAPQTSAAASEHSP 
CPNLPLPL*KPWCATNLSCRJ 
















3714 


34082 


A 


3754 


1 


209 


MAQDYGAMGDLVLLGLGLGL 
ALAVIVLAVVLSRHQAP/C*PPA 
FAHAAVAADSKVCSD1GQRTC 
RDATPT 


3715 


34083 


A 


3755 


2 


462 


PPLPGCLGDTGAPWPGPGCTGP 
PPRTRSPPRLPG*APASRLQNPH 
PRGRPWPAGH SRCH* SQP WL A 
GPTGS*HLPDASGFCPGALTGS 
CLPSLGGAGGGW\QSAPPDVGS 
KWNTPRRSGAPAPPGGRLLPGP 
ACRAPPRSDLPLS*AGRVGRPG 


3716 


34084 


A 


3756 


129 


616 


NRIFLNCNMVHKCKCKTPMVV 
AGASLVETGQDESIKDE*LNGIP 
GPVATPSRLPPQRTWN\PGPHP 

ivir IvivrV<?^>L'i \^ro\jJ\r rurrLy 

GSEGEGTQPKP/P/GLPGLGPPR 
QPGRCGFAVD/PPRCGVSPGPG 
VPG P AG PA AG A A PG * PKLRQRP 
GPSIGDCGDAP 


3717 


34085 


A 


3757 


59 


292 


YCN VSFG PI LS ARKPA SPRSS * T 
SATWLQNHPLMYLTPGTGTLW 
RFLTTRENVPYGPVP* WNRT1C 
GVANWPYWPSV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
coclon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




J4086 


A 


j738 


177 


448 


r.Tnr.wvA yi nnvPA/TAu;rDu 
UIUUWV AlvlLi^i^J Yr/VIAWI m 

NDGTNNFYTANLANGIA AIG Y 

KSQPALWVTGGLLV1I1TF1VRG1 

VYPLTKSQY\TSM\AKM L VL* P 

GAEGL 


3719 


34087 


A 


3759 


1097 


1206 




3720 


34088 


A 


3760 


2 


505 


QGSRAKLSTPLG1 .SCTRSTAGP 
SRFARCSLGGCSHPSRHSPHLPP 
PPPVQFRAGPRGRQGSPSRGSPS 
\GAFPAGPGGAAAAAVGDDQQ 
QQEQHG A HEG E ENN EGN S VPC 
G/PGKTGGSSVSPGLPEPWPPAP 
LWTQPSWSAPCH\P*KPPIPPTR 
QVLGRTGCFLLPAP 


3721 


34089 


A 


3761 


181 


581 


ADELNVPLT*APAIPLSKEMKL 
HVPTKPARKRLKWLHSQQPTC 
PSTGEPVSNCGVPPPVPQPTTQQ 
YQGLDAGATTRVPRSLLRSEGS 
QTQKSPSCGSHSQDNSGG/SQSS 
PVTPQHLLSPRAPQAAPSPDRA 
PV 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3722 


34090 


A 


3762 


18 


2104 


RWQGDKRDSA*RGNLRARKPS 

KRG K/DR* RRV S PTRSG KRRG A 

EEKNRQEK.KKGREK.ERREKRS 

ERQRDRRRRKEQRKEEQRRRA 

RTNERKPRQTQANGATSS*KAS 

AQQAGMWGGSP*TDATAIRRG 

GAPCSSRRTCLNQGTIATPSGRV 

RRHGDAG*PGLASEHDASGHG 

CLRTGAG*PSDSTESVCRRPLA 

MHVPTHESHGPVFTRLVSHTFH 

CG\SKLPAVGRPVACRPTYSPSL 

CHNPQRPAQLLAHSSALQCAPL 

SWDPQRCAPPSPRPHRRGPPSP 

HPH RRAPPSPH PHRR A/HTT A RT 

DPTTSAPPP/RQTQRRATREPAT 

KHTRNAHPRRSACNRGTHTHP 

RRRRTTERTTHHARPRNRGQAT 

PNTRQPTAGRHEETDGATRRR 

QHGQTRGEGG/RRRGRAAKTR 

QRERQEPPHDNTRRTRRRPKRR 

DRTGAPAGTRNRTSGHKKRQP 

GTRASTGTAPASQQQQTPTVLS 

RCISRFGVFYGPDFSGG\NSFCS 

LPLMSDSTLSTYGGQRRG/RSR 

ARKTQDTGVLSPLRRERSCPPA 

HGRFPGLFLSTHRQVGPAALRP 

PELSCE*LPQDGDFCVWLPSLR 

SRLRGTRVVAPASSP/CGDWQV 

TAVAP*PQTQSPSLSQSRDVEK 

RHRGQHPSVGSV*LMKAA*RG 

PSGAKRPKTAPRPQCRARVLPK 

RSGPTSPGRGSCGSQSRTRGF*D 


3723 


34091 


A 


3763 


1 


446 


MWESLELPRDLLNGFDQNADN 
DMDNEIQAEVVSDGDEELVGN 

WaKUrvV^UKooDJNivt^LlJlJA I t,rv 

KNLFSEEKFKLAEETYLSNEEP 
NINSQDNGKNVSKACQRTLEQ 
AFPS/SGS/GGLGGKNGFVG*AQ 
SPSAVCSLGTWYP\CPSCCSHG 


3724 


34092 


A 


3764 


186 


529 


GTCWK.LEQSTLPLLHWAGLAC 
pi a pnTr'TQr.Pi i /ta pap* mcm 
r , ncpr:u/T4u/k' p c\/\/\/ a on orw o 
GSGECMFQLPLPCRQPSLCA1PP 
ILQAN LPLNG RQNCCAQI SCKE 
DQSFH 


3725 


34093 


B 


3765 


73 


1374 




3726 


34094 


C 


3766 




873 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3727 


34095 


A 


3767 


603 


1208 


FTTCSKHQTRPGHRPEQQHPAE 
KSVSGIFCYAEEMESSQLPDPGS 
GQPPRGG/ALGPPYEPLSNRIPD 
APG/EAGPASTPGH*SLDQGIPG 
*PGLAPRGHRLWKSPETPAPSP 
APRGVSGGLPGSRSAQVGSGDP 
SPHHL*QPAAAGRKDSSSF*AT 
WRPP/GPPGPAAAAGRKDSSSF* 
/GHMASPRPPGPAAAGRKDSSS 
FMVLP 


3728 


34096 


A 


3768 


872 


1015 


VIRSRMLIPKTMGKVSPGHVRG 

LHSRPSQHRPRGLGGKNGFTAA 

PAMAEGSNI/GALAVASEGASP 

KPWQLPCGVEPS/IRRCMETPG* 

PGRSLLQEQVPHGEP/PARAAQ 

KGNVGLEPPSTVPTGVPPSGAV 

RRRPPSSRPQNGRSTDSLHHAP 

GKATS/SSMPAPESSYEGGGTL 

QSHRGRAAQDHGNPPLASA*P 

GDLVKLQLLTPQSDNSCTHIGD 

NGTYRSQLKAAFAEKLNMGKL 

TFF1TGVNHKWGLPLSLTWLPA 

NSWESLLSFPPPSPPQQLNDKPG 

RR SNITH SSKEDK KTEES LELPR 

DLLNGFDQNADNDMDNEIQAE 

VVSDGDEELFGNWSKGDSCYV 

LAKRLVAFCPFPRDLWDFGLER 

DDLG YL VEEI SKQQCIQEVTRV 

LLKAFSFIRETDHKSSENLQPDN 

AIENKIAFSKKKFKPVAE1CISN 

KEPNVNPQDNGESVSRACQRSS 

QQALPAQAQRPRRKKWFHSCS 


3729 


34097 


A 


3769 


234 


636 


GPVSGHHRVNCLPCTILPLRR*R 
AKGHLCRLLCPAGEATGARWR 
HSPQPLALLQRAPEPAHHHPAA 
PPGRLHHAGLRCSPVRPAEEGR 
GPRPQQRARTASLQLLRRR/SLL 
QPQPPD*\RDKMAEPQRRSRQP 
AHL 














DTPRFHSRSKRG1TLQEYASSRN 
*RTSSAVPVF*RMSVRGMEVPC 
SNER*TQSISGDQVRPAEEGPGP 
RPQQRARTASLQLPRRRYFLQP 
QPPD 


3731 


34099 


A 


3771 


97 


471 


GVEELRNVNVFFPHFKYSMDT 

YVFKDSSQKDLLNFTGTLPVM 

YQA*ICHCWSSSSSSPQVSRGTS 

HVFS1\TSDEARQVDLLAYIAK\T 

LKVFQIQ1QRAGQIMR1KQSIKL 

LWLEVENSVLPAH 


3732 


34100 


B 


3772 


1 


1449 
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SEQ II) 

NO: 


SEQ ID NO: 
sequence 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3733 


34101 


A 


3773 


1 


927 


MQRWFNICKSISV1HHINRVKT 

YMIISIDAErCAFDKIQHLFMIKT 

LSKIG IQGTY L H VI K V I YDKPTA 

NIILNGKKVE\AFPLRTGTRQGY 

PLSQLFFNIALEVLARAIRQ/EEI 

KGIQ1SKEKVKLSLFAGDMIFYL 

ENPKDSSKKLLELIKELSKVSRY 

KINVHK.PVALLYTNSDLVENQI 

KNSTPFTVAAKIIKYLEIYLINY 

MKDLYKENYKTLLKKIIDNTN 

KWKHILCLWIGRINLVVKMTILQ 

KA IN KLNTIPI K.I LP* FFTELEKPI 

LKC1QNEKRAHIAK.ARL/SQKN 

KSGGIRLPDFKLYYKP 


3734 


34102 


A 


3774 


1 


639 


MGRNQSKXAENSKNQNAFSPP 
KENDSSTAREQNWMENEFDML 
TELDFRRSVITNFSKLKEHVLTH 
HKAAENLEK.RLDKWLTRINSV 
EKTLNYLMELKTTLFMVDNG/C 
R*LENSHDL*AYFLHLLGNTGL 
*CCVRGQIGDGKEKREQRDSRS 
MG/E1LRAQLEPFAFHQRSVQC 
GDIRDLWMGYFLLNLMKKLTF 
Q*FP*QDT*QLKELKKIAST 


3735 


34103 


A 


3775 




1079 


APGPRGAGAQKACGASAGGDP 
ECAAY*GGAQCECGPTVGPGE 
V PRAV* V WVHGGPWAGG YPV 
0*CDAGGREGSFAGAAAAPGG 
AAGEPAGPCPGAAAAEPAGAG 
AQQPPAGREVCAGDSGPGAAP 
EAGGAGGGGAGGTAVPGGDPR 
AAAGPASGPQGPGTAAAAAGG 
RARGTAGAAPRPQGQHAGTGA 
GPPGAAGPARAAAGPAGQRGG 
TGGGPAGRA*TPDARWASAAG 
PGGGAAEASERARQGSDAAGR 

VViUAu AAO I KUA lOrAOA 

AGAGAGTAGDAEPAAARVQPA 
AGPERLPADHAV*AIDTAAKCP 
G RG EPA A AG * SSG PEPG EQG A P 
G AQPG ESG PPA PRTAG VPGPA 


3736 


34104 


B 


3776 


45 


149 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


3737 


34105 


A 


3777 




442 


EGKDERND\GKDEGKDEKKNE 
RNDGKDERNDEGKDEGKDERK 
DERNDEGKDEGNDEGKDD*KD 

egkdegkdegk.ddgkderk.de 
gkdegkderkdegkdegndeg 
kderkderkdegkdegkdegk 
derkdegkdegkdegkd\egk 
degkdegkdegkderkdegkd 

EGK.DEGK.DEGK.DEGKDEGKJ3E 
RKDEGKDEGKDEGKDEGKDER 
KDEGKDEGNDEGKDERKDERK 
DEGKDEGKDEGKDERKDEGKD 
EGKDEGKDAGKG 


3738 


34106 


A 


3778 


459 


660 


VRGHEWAQKKYHKFSLWSVD 
ST*N + QPSPHASGCHWLEEPAA 
FCHASPAASGIFAAAASDRPLLP 
SV 


3739 


34107 


A 


3779 


2 


440 


RPLSL1N1HANFLSK1LANS1KQC 

LNR1IHHDGVRFIFEM*E*FN1HR 

SINVTYYINRMKNKNMI1\DAEK 

AFDNIQHPFI1KIL1KLGIEGT*LN 

TIKALLMAAAACL\NSCCKDAR 

SSRGGMAEGCRLSASSELWAP 

MSMGGGLR 


3740 


34108 


A 


3780 


1 


1145 


RH PG WPTPA ACPTTLRWLKAP 
VWTPGP/QKMEKEPAARGTPGT 
GKERLKAGASGFAGGMGPRSV 
PARKKAQTAPPLQPP/RAAPGPE 
RGAALGRPVAQQVPGARLAGG 
AAGLGFPAVPRVLPPFPCALSG 
DRSARERPPGALLRPLPC*GPPT 
\PVVGGKNDQLKERADSGPDPV 
AADAVPGEAALQARVP/GALGP 
AKLSPEGAIVAPA*VRGPGRLH 
QPGLRPGPRQRSDPRFPGSREPA 
/GERGRGARRGHRRGRPGGPCD 
PRRPGTQGEASERGEAAEGEAA 

SPGKPYPSAGSHAKGATGRGH 
GTPGTPSPGRSRPGCPRGVPTRS 
SGLG VARSSAQA RGGTEPAPRR 
SPGAPSGRPATLAK 


3741 


34109 


A 


3781 


218 


376 


TRNKILYRQANAERFCHHQACP 
KG/RS*RKH*TWKGTTGTSHCK 
NMPNCKDHQG 


3742 


34110 


A 


3782 


2 


187 


FTFWHDFAAAGTGCSFPCLVLP 
SWW*QNLSAFACL*RILFLLHL* 
SLVWLDMKCWVENSFL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3743 


34111 


A 


3783 


1 


220 


1ALMVSTIWHVFAVAGTGCFFP 
CLVLPSGALVRQA*W*QNLSAF 
ACL*RILFLLHL*SLVWLDMKF 
WVENSFL 


j744 


341 12 


A 


3784 


71j 


997 


Q\RSAVSLMGFPLW\EPDLSLW 
LPLTFFPSFQLW*I*QLGFL*LLF 
LRSIFVAFSVFPEFECWPALLD 
WGSSPG 


3745 


34113 


B 


3785 




1698 




3746 


34114 


A 


3786 


948 


1121 




3747 


34115 


A 


3787 


121 1 


2437 


LTKRWPGTNTSPESG*SRRAAC 
AGL/LIPFTSRSSSPTWTRPLLS/ 
ACASSHDPGHHNSP*VLVPPDG 
GTQGFLVLHQADDLHRFL1KILI 
DIVRQRRENGVKILLGNRVMY 
HEHSPQVRGGQQLEQLPLITVH 
GGGLQLLHHVLSEGHSAVQNW 
GWTLPFIIAKLLMNLH 


3748 


34116 


A 


3788 


1 


1908 




3749 


34117 


A 


3789 


1 


1788 


MTGVSRGSGLP1SMAENRRPLP 

VSAGSKPVIP1LQSPLQ1LNTTH 

YFLKSLLTPTSSFAHV1SSAEDL 

VQRRNV1GDVYSQGPASPFEIN 

NGLGSPLKYTAWRKQEMGPW 

QWLWQQDFHLFLGAPLQRYAE 

PLPVGT1SPGWGSCVVDSSQES 

LPNDKHLRAAKEVPLQLQWQR 

SFQLPLGASPQRNTRILLTGMFS 

WVWLNIHPGTLLGEKLGSWGS 

KGRTTAGAIAERLLVSSESSIPG 

NPEQLPRNAELPLTEVFRCG* IFI 

QGPCLVKSWGPGAARAEPLQE 

P*RRGCWFLLRA/A1PGNPEQLP 

RNAELPLTEVFRCGQCSYAAGT 

PQKAPCPVRSSRARDPCRKPSD 

CLLGTDEQKDSSNLCRLKCPCL 

TALKRAVFLPARSWRSENGQT 

ASSSGSLSPEQPKWEAPPSRGRL 

TPHTAGSLRSQCDQREEWVSA 

MEDEMMEMKREGKFREKRIKR 

KEQTLQEIWDYVKRPNLCLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQANIQIQEIQRTPQRYSS 

RRATPRHII1RFTKVEMKEKML 

RAAREKGWVTHKGKHIRLTAD 

LSAETLQARREWGS1FNILKEK 

NFQPRISYPAKLSFISEGEIKYFT 

DKQMLRDFATTRPALKELLKE 

ALNMERNKRYQPLQKHAKM 


3750 


34118 


B 


3790 


116 


885 
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SEQ II) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3751 


34119 


A 


3791 


593 


883 




3752 


34120 


A 


3792 


47 


716 


EAPACL*K.ALSPLAPTTISSVDC 
GFRASTGITLLPRTGAAHGAAG 
*DRGGRAGVLTMTASRACCAG 
P*SS*RYLRQ*TPNSLEGPTGRS 
LRSRASPGF/TLRDPVTQPSSPV 

AAV V bruLArAL M^K V 

ALPR*TRRKSKATAPTATKPNA 
GHNTTKKARPGQGPTPE1PALG 
SPREVDPEVAHPGAFLSQPERR 
RCVLGSSFPPGYQQRRVDPLPV 


3753 


34121 


A 


3793 


2 


829 


GTRAGWRRRRSGRDGPEVTPQ 
PPGAARDGAG*TGPSPPRCAGP 
A/TAAKPSGHPPPGDFIALGSKG 
QANESKTASTLLTPAPSGLPSER 
KRDAAAALSSASALTGLTKRPI 
LSSTPPLSALGRLAEAAVAEKR 
A1SPSIKEPSVVP1EVLPTVLLDEI 
EAA\SWRATMTGSRACCAGP*S 
S*RSPAPSLTAPST* ASCTWPRS 

or 1 bor L-JvAbLIvL-C V Aotuu 1 rr 

QTCPPPflTAWPT PU/DVTQCU/PD 
jlolvrKUlAWLLLWrV looWrr 

Tl) DTDTr.DD^l CPTTCPTDU/nC 
1 KK 1 Kl urKoI^KL 1 l>K I rWuS 

GSGWTALT 


3754 


34122 


A 


3794 


1 14 


254 




3755 


34123 


B 


3795 


1 


2052 




3756 


34124 


A 


3796 


860 


1090 
















LNPLSMGRRWPGEETVTDPG W 
KRLCHPLHWVAETVPVQAVGA 
PWSLQMGGWNWGGRCPQHLA 
PSKG VM * RLPGQFGRTPS WKE 
VPEVWGMFRRPACGPRLS 


3758 


34126 


A 


3798 


444 


854 


VSHLEAQK*PSWTC*HQCQWA 
LPMFPHHSEADGLIE*WNGLLK 

VYAQNRHLIYGTVSPISRTHRPL 
CSQSTQDSCLLVANPSQICLVHI 
PFP*VQHSLGL*ISWDWTGEVG 
PFL 


3759 


34127 


A 


3799 


1169 


1881 


LEHPATVIFCFSWETFDPQGFCF 
SLPKVSGTCLISLLLHAFPFVVT 
SAPCPQEFPHSPHLCFHVP\HHS 
EA DGL1E* WNGLLKSQLQCPPG 
GNIL*G*GKVLQESVYAQNRHL 
IYGTVSPISRTH\GHQVTHGQPV 
KTT/LL*SPSMGSWGIALVLPPL\ 
DLLLSG*SLTLPLAFLLRTHPLL 
TTVQRRAELPFTSWICFLSLFER 
GKGPGQPLVTWTECQALTLLPS 
PGSHTQGTWRTPH 


3760 


34128 


B 


3800 


65 


1324 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3761 


34129 


C 


3801 


1 


1263 




3762 


34130 


A 


3802 


1 


2845 


MAPRSLRMEDA1ESLAVVSSEY 

VGAGVNWMFLPPSSKSTCK.ILT 

PHVMVLGEQGLAPPTVFLKALP 

IPLYHTVPPGGLQPRAPLVTGSL 

DGGNVPF1LSPVLQPEGPGPTQ 

VGKPAAPTLTVNIVGTLPVLSP 

GLGPTLGSPGK.VRNAGKYLCP 

HCGRDCLKPSVLEKHIRSHTGE 

P PPPf A TPf,l A THQlVll Vk'UP 
Krr rL,A 1 L^UIArlS. 1 s^olNL, Y IVrlK 

RTQTHLNNSRLSSESEGAGGGL 
LEEGDKAGEPPRPEGRGESRCQ 
GMHEGASERPLSP 


3763 


34131 


A 


3803 


1 


279 




3764 


34132 


A 


3804 


2 


517 


KGLAFEVSLADLQNDEVAFRK 
FKLITEDVQGKNCLTNFYGMG 
LTCDK1CSMVEKWSTMTEAHV 
UVIS.1 JIJu irrnLrLVUr I ls.is.ri 

NNQILKTSYAQHQQS/RQIQKK 
MMEIMT*EVQTNDLKEVVNKL 
IPDNIGKDTEKV/CPIYPLHDVFI 
RKVKMLENPGFER\MELRGGGS 


3765 


34133 


A 


3805 


18 


602 


PAPWRLACNKRLTKGGKKGAK 

KrCG\VNPFSKKEWY\D\VKAPA 

MFN 1 RNIGKTLVTRTQGTKI AS 

DGLKGRVFEVSLADLQNDEVA 

FRK\FKLIT\EDVQGKNCLTNFH 

G M D LTR\DKMC S M V K K\ WQTM 

IEAHVDVKTTVDGYLLRLFCVG 

FTKKRNNQ1RKTSYAQHQQWR 

Q1RKKM M EIM\TREV\QTNDLK 

EVVNKL 


3766 


34134 


A 


3806 


525 


1173 


GEPHSQATSGHFASSAGDTQAN 

RVWSGPPANTNRPAAEGHDC* 

KEN*ETERTSTPKPHLYVTIIKD 

QRKGISD*RSNE*NEARREV*R 

KKSKKK*TKPPRNMGLCEKTK 

STSDWCT*K*RGEWNQVGKHS 

SGYYPGERPQPRKAGQHSNSG 

NTENATKILLKKTNSKTHNCQI 

HQS*NEGKNVKGSQRERSGYP 

QREAHQTNR*SLGRNSTSQKRV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


3767 


34135 


A 


3807 




1329 


RNRRRERHKEREGGGTGGTDW 
*RRGNRRKRTQRGRDDERRGR 
DDDQNHTTNTRRETTKTKRTT 
NRTQQKREQKRNETSKRNETK 
RATEQNRRERTGTRSGRSAKRQ 
RTEPERERAARRARAKRTASAA 
RDRGLSSTFQLPTRSGNSVHTS 
KKPLSRKYEQDPWADS/GSEGV 
WKPVPRRLEAKVMRESQGSSR 
SCCNSRTSARLITRTMR*ATLSS 
NKWSFCMPAGRCLTVTSPCCTP 
CALVTRKMLVTLGL*SRSRELT 
T*GTFVRGKQK\SVFSAAWGPG 
HQAQCSEQPSRGRFHRAQPMA 
* EPCCKSRH PRATPLH PRPSRPK 
SPTTPPPTRQNANNKGHNTTHT 
KPRAPPEPQTTQHEHTPQPPPDS 
HAQDNNNKNTPQQPPTKNAER 
PPRPTAHPPPAHKPLL 


3768 


34136 


A 


3808 


2 


517 




3769 


34137 


B 


3809 


1 


1008 




3770 


34138 


A 


3810 


139 


1407 


WRGGLDSALRAAVTLQGCAGC 

DRPGSA*SNNYSI*I*R*RW*SN 

YSEK**GNEGNAVILLFHSNGT 

ASKWTVNRASADISKSLQASW 

GTEHTWPEGEYS\AGPSQHSSP 

AVSDSLPSNSLKKSSAELKKILA 

NGQMNEQDIRYRDTLGHGNGG 

TVYKAYHVPSGKILAVKVILLD 

ITLELQKQIMSELEILYKCDSSYI 

1GFYGAFFVENR1SICTEFMDGG 

SLDVYRKMPEHVLGRIAVAVV 

KGLTYLWSLK1LHRDVKPSNM 

LVNTRGQVKLCDFGVSTQLVN 

SIAKTYVGTNAYMAPERISGEQ 

vnucnu\t/ci rMCFNytci at pdc 
Y u I H b U V W 5> LUi or M hL ALU Kr 

ovDnin^wrirct n/idt rw t r\t^ t \/ 
ri rl^iyivlNyUaljlVlrLtjLL^Ul V 

DEDSPVLPVGEFSEPFVHFITQC 
MRKQPKERPAPEELMGHPFIVQ 
FNDGNAAVVSMWVCRALEER 


3771 


34139 


B 


3811 


1 


1 134 




3772 


34140 


A 


3812 


374 


931 


WRGGLDSALRAAVTLQGCAGC 
DRPGSA*SNNYSI*I*R*RW*SN 
YSEK**GNEGNAVILLFHSNGT 
ASKWTVNRASADISKSLQASW 
GTEHTWPEGEYSVAGPSQHSSP 
AVSDSLPSNSLKKSSAELKKILA 
NGQMNEQDIRYRDTLGHGNGG 
TVYKAYLCPEWENIICKGHTTR 
YYTGTSEANYV 


3773 


34141 


A 


3813 


3 


444 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3774 


34142 


A 


3814 


75 


807 


GIAGFVNIHLDSLSFLTGVPGVK 

AERFAE* RMTA K HCA LSL VG EPI 

MYPEINRFLKLLHQCKISSFLVT 

NAQFPAE1RNLEPVTQLYVRVD 

ASTKDSLKKIDRPLFKDFWQRF 

LDSVKALAVKYLQRIGSRTPM 

DTKIYSYCPAVHPAEPTDMKS 

WPSLFEVPTSLEYCPFYLQLVES 

ADAEGTQKYRRLTAYYIPVYTE 

PPLITKEPSCLWKQAEFGDLGK 

HVWLVEQFSSTRVQEHGVGW 


3775 


34143 


A 


3815 


35 


2088 


KVMNKRSQTQNGTRYMTPPPR 

SSHTKQHLL\PTPPPRSSHTKQH 

PLHDPITTKLTHRT/CTRYTTPSP 

RSSDTEQHPL\PAPSPRSSDTEQ 

HPLVPAPSSRSSDTEQHPLHDPT 

TTKLTYRTAPATRPHHHEAHTQ 

NSTRYTTPSPRSSDTEQHPLHGP 

1TTKLTHRTAPATRPHHHEAHT 

QNSTRYTAPPPRSSDTEQHPLH 

GPTTTKLRHTTAPATRPHHHEA 

HTQNSTRYTAPSPRSSDTEQHP 

LHGP1TTKLTHRTAPAT/PAPSP 

RSSHTEQHPL\PAPPPRSSDTEQ 

HPLHGPTTTKLTHRTAPATRPH 

HHEAHTQNSTRYTAPPPRSSDT 

EQHPL\PAPPPRSSHTEQHPL\PA 

PSPRSSHTEQHPIAPAPSPRSSHT 

EQHPLHGPITTKL/STQNSTRYT 

APSPRSSDTEQHPL\PTPSPRSSH 

TEQHPL\PTPSPRSSHTEQHPLH 

GP1TMKLTHRTAPATRPHHHEA 

HTQNSTRYTAPSPRSSHTEQHP 

L\PAPSPRSSHTEQHPL\PAPSPRS 

SHTEQHPLHGPITTKLTHRTAP 

AP/PTPSPRSSDTEQHPLHGPITT 

KLRHRTAPATRPHHHEVQEQA 

+ DCDRTTD A ADD CD A V 

Krllv rrKrirLl 1 KA^rKcrAV 

TLLPSGALGQACPCDATAGPHG 
TTLWPAVPPRWQQHLTRELLH 
PVPRACP*QGQGQPFTAGPGRG 
SHPYDPTGASPKGQSSIL 


3776 


34144 


A 


3816 


83 


184 


RLTLPDRLGSPPDTH*AQHITRA 
VLPQGFTDSPH 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3777 


34145 


A 


3817 


] 


811 


MAEEDSGNLQPEGEGEAGTSS 
HGGAGERVKGKVLQTFKQPDL 
TKQTRF I RG PKTP APVTD WEG S 
LPLVFNHCRDASLI1HPHFKGVR 
PRRDACLGPSPLAASPAFLGKG 
QHALKRLKP1ITRLLQHGLLKPI 
NSPYNSPILPVLKPDKPYKLVQ 

LSSIPASTTHYSVLDLKHAFFTIP 
LHPSSQPLFAFTWTDPDTHQAQ 
QIT*AVQPQSFTDSPHYLNQAQI 
SSSSVTYLGI1LHENTRALPADH 


3778 


34146 


A 


3818 


2 


j24 


HFEARRQAGPPKPSPQPPFR*LP 
TAGT/RGGGGEKAAGGFRWGR 
FAG/MGQGPDPPGAHGQNPASP 
SLDFPWGPICASQGVTDQSPSTF 
QGPLGEA*KPTAGAKPGAGAG 


3779 


34147 


B 


3819 


206 


1391 




3780 


34148 


A 


3820 


229 


792 


LGSSAGNSAPDPWRPTSSGVFS 
FHNTSHSHWILRLRTQERFSEV 
CVQGTWPTRPLWALPPP*FPFPS 
PAPAAFASCQSLPPHSPQSPRPG 
AGIS/RPRSQEAPDSSQ/PAPTRP 
SVPSPMANQGSGDDRQPPPPQD 
TPPRPNAASQSAGHNYASLPAP 
RGRVGVG1GFPGSPACAGGGIW 
HFHTLSFPAF 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=linkiio>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3781 


34149 


A 


3821 




1676 


KDNERRLNTCRSTRSHKRAHTR 

RSIRAHRGSAAAPPAAQAPGW 

RWASSCPRVQSAAGRGGRSGA 

ASGR*APRWGCPP*CGSRPGKC 

SPSPAPLASTFPRPGTEPPCRL*R 

GTCLGSACSGGSGRG*RR*GTG 

TQRRCPLPSARPRTRRRQISCQG 

KFS*CPSASSTNVCSPTGRGL*K 

PVPWAPGGRRRRPS*GRSSGDL 

SSGTWWP*S**ELGIPEYSHST/Q 

G/LVGVAMPPHRRAVTGNVHIA 

GQARKKDSP/GGRSPAWL*SPL 

FCAPGG RGASHLLLSFP*ESPAP 

* TA RP/PLP A RKLT VP V VLLRDG 

LGRGGLGRR*PCSAEKS\GRGRS 

GWRRARRPPSEAGTRGNRTSSS 

WRAPWRPGLGTGEPPGAPPGF 

APSSSPRRTP1SPLSPASGSGGSG 

LGRRQRAADRARTKPGGD*VG 

SWAGRRPPGGAEGP*GQRRPRP 

YAVLLLSGWP\GGEGGGSLQPS 

VQLLVQGGPVGLTG*VSPRLLT 

RF.AI.KQNGATEAGGEHWPSCP 

PSH*/PGAGEHPGAADTLQVAS 

PA*GHGTAGRQGRAPAAHPAH 

RGQRAHSTRQ 


3782 


34150 


C 


3822 


78 


371 




3783 


34151 


C 


3823 


349 


591 




3784 


34152 


A 


3824 


822 


2114 


AGRSVR1QAMTCLHPAHLGYP 

GSFQAPESSCPGQ*GRMHSQPT 

P/AGRRDMQDEPSFSNNIGVAG 

PG AM S R YTCPG CKNSNQRTEEP 

KXMR*TF*SLSSFPWGSGSPHP 

VPSFLWVPPSQLPNT*KLRAGL 

GTSGLAPGGTQKLRFMRASLW 

QSKKSRLCPRWGPSGPVGSV*G 

VEGVAE*RQGLGT\AGSGHQPE 

RTGHRLWPAASG*SLACSAPSR 

KGSCFSRPSLRSTETSLPAPGSL 

SAVGH*GVESAWPAAGRAGNH 

FGPEVADNLYEMKPPEPQVKP 

GLGRRQRAADRARTKPGGD*V 

GSWAGRRPPGGAEGP*GQ\GGP 

GLTLSFFFQGGQSGEGGGS/PAA 

EC1SGGDSDVALQGSHCVHSEQ 

GCLAELEDPG*EPGVAVPGWG 

SQERNVAGTGGVSAHGDTACR 

PAPPGHW*PTGRGDEIVEAKTK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihlc nucleotide 
deletion, \=possible nucleotide insertion) 


3785 


34153 


A 


3825 




452 


PRHSPGCRCPVAEGQSSGRALP 
PRLILLAVLLLLLCGVT/CWLCP 
VLLPPEAGTG PATS ATS TAALR 
CGSHPYGQ*QPCTQ\P\GPPTAP 
CSTHWACGCPAFGSWNWTPW/ 
PPPAYSLYTPEPPTSYDEAVKM 
AKPREEGPALSQKPSPLLGAS 


3786 


34154 


A 


3826 


16 


118 




3787 


34155 


A 


3827 


292 


1047 


SWQELESRAQAPNVGQRDGPR 
RGLSYHVAAEVNELLVEGQHR 
LEGDKHFTGHSG*QGARGVKA 
AGRDP*\PRGLVKLAVGRGAMES 
RSSSPKGRGNRMPSGYCTEL*A 
AGNQSGFVEAGLAFTPAIST\PT 
GGPLGTHRSQCCVQGCHCP*G* 
LPRRRA A VI ,VADVAGPVPASG 
GSRTG/AQPAVTP\QAEAGGPPA 
G*APLATGCSSGPRAGTGPRGR 
SCRPRSPAPPAAAAGAAGAAG 
AAAAAAVRGRSAAPGP 


3788 


34156 


A 


3828 


2 


462 


GPVSIGEPE1GPPGPVSIGEPE*G 
PPGPVSIGEPEEGPPGPVGIGEPE 
EGPPGPVSIGEP*EGPP\GPVS1TE 
PE*GPPGPVSIGEPEEGPPGPVGI 
GEPEEGPPGPVGIGEPEEGPPGP 
VSIGEPEEGPTGPVS1TEPEEGPP 
GPVGNEMSSR 


3789 


34157 


A 


3829 




374 


YRALVFSSSTQ*VSKNFLYSGSS 
SMLPVLASFFLSFFLA1FWNGA 
NSATAGYSRPQVGGEELEVVV 
CWQRAQLLLQLLLGEARRQAA 
DDHLRG A RG RSHRGG A WTRSS 
KGTAYRAGRPGPRPTK 


3790 


34158 


A 


3830 


66 


619 


VRSLFSEMNVVEFQNGFWNMF 
PVKLRPKISCSGRVCSIPEDSQKE 
AEKKRCQDWKHRR*SRI*EVFR 
NURVEEEKTSANPETLLGEME 
A KTRE L I A R RTTPL LE YIKNRKL 
EKQRIREEKREERRRRELEKKR 
LREEEKRRISVEDRWLYT1RINR 
RKSQRKK*GLRSHSGSDKEHRD 
VERSQEQ 


3791 


34159 




3831 


253 


— 


QVSTCYHSQE1CEKKRISSTSKSL 
NKEK.RRNEQ\KDQ*ALLSSPPSP 
PAESQGWHWSSLPPHSRFLKTS 
YILDLD1KK 


3792 


34160 


A 


3832 


156 


443 




3793 


34161 


B 


3833 


426 


513 




3794 


34162 


B 


3834 


47 


1311 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 














NCGNNQ*LTNQKKSRSRWIHS 

QILPDVQGGAGTIPSETIPINRKR 

GNPP 


3796 


34164 


A 


3836 




1986 




3797 


34165 


A 


3837 


1 


1116 




3798 


34166 


A 


3838 




546 


ERSSSPAAEQSWMENDFDELRE 

EGFRRSNFSELKEEVRTHGKEV 

KNLEKRLDKWLTRITNTQKSLK 

DLMELK.TTARELHDECTSLTNQ 

FDQLEERL1SNFSKVSGYKIN\G 

KNHKHSYTPITDKQRAKS*VNS 

HSQLLQRE/YKYLGIQ/AYNGCE 

GPLQGKLQTTAQGN KRIQTNG 

RTFHAHG 


3799 


34167 


A 


38j9 




987 




j800 


34J68 









_I59j 




j801 


j4169 


- — 

C 


3841 




1479 


















3803 


34171 


B 


3843 




1884 




3804 


34172 


B 


3844 




471 




3805 


34173 


B 


3845 




675 




3806 


34174 


A 


3846 




410 




3807 


34175 


A 


3847 


250 


880 


GEVTKPQFAQFFHGSLASLTIRP 
GKMESQKV1SCLQACKEGLDIN 
SLESLGQGIKYHFNPSQS1LVME 
GDDIGNINRALQKVFYINSRQFP 
TAGVRRLKVSSKVQCFGEDVC1 
SIPEVDAYVMVLQA1EPRJTLRG 
TDHFWRPAAQFESARGVTLFPD 
IK1VSTFAKTEAPG\A*KPQVQN 
SEFSL*AFENPVSCQISNSGHVP 
NFQFRV 


3808 


34176 


A 


3848 


890 


4889 




3809 


34177 


A 


3849 


1 


799 


MYAQPPNCKREKASGDVSLYW 

WKLAKGCLQMEVSEGAPNSAS 

TPTGNTVSQELNRPLPVQPPYPR 

RFSWVCRSSLQA*VAESATKTS 

AFRAPNSFCRLQPRPCCRASPAS 

PATSCTCPGSLAWARPAPASH 

WARPHRPPPCPTSPRP\PRGRDA 

PER*AHGPPVPDAR*GALAPQA 

TGGGQPPGAQPHHARAGPGQP 

RTPL/Q* G LC ARPG EPQLR VTPH 

GPQAGG/HTQRLPPMGKPGVSG 

nVPPUQriFPriPMPTVPK/fTriDI? c 
Vj Vt^rnoL'rrt^rlVlr 1 V clvl I tjrKS 

GVQRPT*DGTGWLAPDAESLV 
SFEFSSPT*VL*QQWK*RSGVQR 
PT 


3810 


34178 


A 


3850 


212 . 


361 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon For last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


381 1 


34179 


A 


3851 


3 


909 


GGRQRGKDTGHMAKQEQERE 
VGGATHL*TTRFRSCSK.\SALIP 
VIP1TKSTGSRFRNSVEGLNQE1E 
IIIKETGEKEEQL1PQD1PDGHRA 
PPPLVQRSSSTRSIDTQTPGGAD 
RG SNN SSRSQS VSPTSFLTI SNE 
GSEESPCSADDLLVDPRDKENG 
NNSPLPKYATSPKPNNSYMFKR 
EPPEGCERVKVFEECSPKQLHEI 
PAFYCPDKNKVNFIPKSGSAFC 
LVSILKPLLPTPDLTLKGSGHSL 
TVTTGMTTTLLQPIAVASLSTN 
TVSKTESLEEQVQSCHQLLYSHH 


3812 


34180 


A 


3852 


189 


454 


LWKRFNSWTSLRHPYQPYQAE 
QIAPQTCGSQSDGGLPSSSGPAP 
LHHAGLGYGTEGSPGARRRVE 
GQDP*VLEQAAGPTPPRYLVRP 


3813 


34181 


A 


3853 


17 


561 


IPGSWRQKMPVPPAA\PAHAQG 
RPGALQSPGSSTPAQPGSRWEV 
GGPAAPWGSLRHP*QPYQAEQI 
APQTCGLQSDGGLPSSSGPAPL 

nnuuLu iu 1 uUSruA/LttUUK 

PRSLGPGAGSRAHAAEVSFPSG 
PPSRGLTGSGFCACSEERAGFPR 
ELMVIKNTVTPTREATTLILTKA 
PA1LP 


3814 


34182 


A 


3854 


1 


540 


FFQPIFWGKDPQSGTPPHP/RPG 

PAPSGPEPSISMVTRRWLRAPN 

CSDRRGEGPRTEADRHGSCCRF 

RSRAGTAVHSCRRRHPRAAGLP 

SSLCAEAGPRET**LEGGCREG 

AEPRP* RPG SG AHAHTDPERAH 

RSGARTQ/HPERAHRSGARTQIR 

SAHTDPERAHRSGAR\HRSGAR 

RTLPL 



386 
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SEQID 

NO: 


SEO ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3815 


34183 


A 


3855 


1326 


2409 


GRPPGVPPATAPRAAPGAGDGE 

AGTPAPGDHPEPVCR1QPG*WG 

T*GWGASQHWGGH\PALALAG 

RRPSRGLAGASGRSSEEPGVAT 

QRLWESMERSDEENLKEECSST 

ESTQQEVLALEEERAQVLGHVE 

QLK.VRVKELEQQLQESAREAE 

MERALLQGEREAERALLQKEQ 

KAVDQLQEKLVALETG1QKER 

DKDLQRQCCGMMGDRAKASP 

SWTSTVILKFPLIKNCLNPKDIS 

LMAKELWSLRTMDALNRNQIG 

PGCQTQTMVQKGPLDLIETGK 

GLKVQTDKPHLVSLGSGRLSTA 

1TLLPLEEDCLPSLVDDLVPRLG 

LKISLETRRRGQLMLCTPKFEN 

QWPTTDKMPETSTGSH 


3816 


34184 


A 


3856 


240 


639 


DHGRSQ*EPNRPWMPDPDHGA 
ERTLGPDRDRQRAE\MQTDKPH 
LVSLGSGRLSTAITLLPLEEGRT 
VIGSAARDISLQGPGLAPEHCYI 
ENLRGTLTLYPCGNACTIDGLP 
VRQPTRLTQGLSMSLPSQLIQET 


3817 


34185 


A 


3857 


1 


1758 


MALLPTVLCLWAQAQVGVQR 

HNH1FWNEKEHGHGKSGSCHN 

GASCSAEDGACHCTPGWTGLF 

CTQRKPHLLASQPLRIPCCGLL 

ATVG 1 VQTSREGGMQA APGL V 

VPDSCPTRTEELCRGSSRPDWIQ 

GIDKPK.VLQGCPAAFFGKDCGR 

VCQCQNGASCDHISGKCTCRTG 

FTGQHCEQRCAPGTFGYGCQQ 

LCECMNNSTCDHVTGTCYCSP 

GFKGIRCDQGIMLLLFLIV/CAA 

GPICLASAAAEREGPRPGSPCLL 

HTCH E/R* PAPTTPSQDLTDH YL 

RFSMPIMVLT/CLQGAFPGSPGR 

\PG*TWAPLCGMNVNRPGT/HE 

LGCDSDHWGPHCSNRCQCQNG 

ALCNPITGACVCAAGFRGWRC 

EELCAPGTHGKGCQLPCQCRH 

GASCDPRAGECLCAPGYTGVY 

CHPVTGACTCQPGWSGHHCNE 

SCPVGYYGDGCQLPCTCQNGA 

DCHSITGGCTCAPGFMGEVCA 

VSCAAGTYGPNCSSICSCNNGG 

TCSPIDGSCTCKEGNVPSLPSPS 

LTYEHIPQVVLPAEGSQDGTFG 

LNCSEHCDCSHADGCDPVTGH 

CCCLAGWTDIQEGFLEKEGPKR 


3818 


34186 


A 


3858 


2 


2414 





387 
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SEQ ID 


SEQ II) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


3819 


34187 


A 


3859 


1 


852 


DEEEVVAREEEEEEEEEEMVPE 
ESMASAGPEDFEQDGEEAALA 
RGAPAVDSLGMEEEVDIETEPV 
AHEKRPSMLDEPPLPVGVEEPA 
DSREPPEEPGLSQEGAMLLSPEP 
PAKGLAHPNGSQKVIFRVPLRV 
IHGPKAVELQVFPGLHKQPTNQ 
PK/TEPCDPHSWFKSCYHLLFIP 
VG I SRPP/HN PTITATIF A STAS V 
LW/PVLDTCMSSNSGYFKAVLE 
SYSSKVLSVTQYGNPRATGSAG 
LRGRPGS\PGSSGSRGPAWP*PQ 
AAPRCPPSSGRPGPTSQSPS 


3820 


34188 


A 


3860 


3 


1997 


AQGSVVPGLFWAFLQLEVNCL 
LESPI1QGKFHFRLERJSVVEPQE 
RKRLSFRKSEI*P*K.*SLVKKL*E 
RLKTRKQMQLANRLRRYGYSV 
VES*FPNLKVSSSVSTTPTTTYIP 
MTHK.AIFSSYFLWDGRSAFLTI 
YKMMSSHPQEEEEEEEEEGGE 
GEERKRRKKEEERGKRRKRRR 
RMK* RRRRTRKRRKRRKMK* R 
RRRRRRNMRKKRKEGKNMKK 
KM/REEIKRQNALYEIEMRKKL 
EK.KREEMHESRRRFLAPLFSSP 
TANCSTSLVPRLRLASLPAALPS 
NRVVRVTTPPAGVRGAWRHSH 
FSRSRSIMDTSSEMLVRFGRRC 
GRAKESTGRDWNSLK.SSEEDR 
KMWESLELPRDLLNAFDQNAD 
SDMDNKMQAEMVSDGDEELS 
GNWSKGDSCYVLAKRLASFYL 
CPRDLWNFEK.DDLGYLAEEISK 
QQSIQEAQRSRRKJCWFYGPGPG 
SLCCVQPIDLVPCVPAAPAMAE 
RGQCRAHAVASEGGSPKPWQL 
PHGVEPVGAQKSRIEVWEPPPR 
FQKMYGNAWMSRQKFAAEAG 
PHGEPLLGQCRRELWGRSSHVE 
SLMGHYLVELLSIGAMGIKVQR 
PRCFFDIA1NNQPGEKGTGKSTQ 
KPLHYKSCLFHRVVKDFMVQG 
GDFSEGNGRGGESIYGGFFEGP 
AMGPNATNNFTKLAG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


N m lii ink location of l:t>l 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3821 


34189 


A 


3861 


86 


1120 


LVLSKGKEHLLG1KEHEEEEER 

RKKYE*K.DAEEIKRQNALYEIE 

MRIKLEKKREEMHESRRRFLEH 

MQDKHIIKAVEQQQ\RQRKKM 

KR*ENSSKQKKRLIQMGKEKEA 

ETHRLMEKRRERIHNFLSELLK 

EKLDNEDM1IARD1AEAEAEWE 

KREREKDEKNQAELKTIAEYRA 

IVMKNKEEEERQRKIEAKEQLL 

AVMKADQIFWEHEKEKKCKA 

DKEHQEVQDAHIQQMAKNKFN 

AKQAKQAELDYCRLTEALVAE 

KEKEFQDYAREVIELESETPNK. 

Y1YPLVKAVQEGPGGGRGPVFV 

DRGGLRPSYQANDVTGVQLPF 

YNSQGPKYNFQKSKRRLGFTW 


3822 


34190 


A 


3862 


591 


2805 


WVHQPAGS*GEKPT*ISAPPWP 

E APTSEL WVLTPPEA VQE AA AR 

VGQEVPAAP/RGPLPSSATGAK 

SLGQGSPTPSTRSMSLQSCAGP 

QHP*TLRRGPLWGTSRWKMVL 

T*ASRTSSTPGLT/QGPRVTVLL 

GKAGMGKTTLAHRLCQKWAE 

GHLNCFQALFLFEFRQLNLITRF 

LTPSELLFDLYLSPESDHDTVFQ 

YLEKNADQVLLIFDGLDEALQP 

MGPDGPGPVLTLFSHLCNGTLL 

PGCRVMATSRPGKLPACLPAEA 

AMVHMLGFDGPRVEEYVNHFF 

SAQPSREGALVELQTNGRLRSL 

CAVPALCQVACLCLHHLLPDH 

APGQSVALLPNM/YSALYADG 

ARPQPPWALAHLV/LYWTWGR 

WP*GAWRQGRLSSMQKILLHP* 

*LLGPLTAC*LPSASAQALGTS/ 

ETGYAFTHLSLQEFLAALHLMA 

SPKVNKDTLTQYVTLHSRWVQ 

RTKARLGLSDHLPTFLAGLASC 

TCRPFLSHLAQGNEDCVGAKQ 

AAVVQVLKK.LATRKLTGPK.VV 

ELCHCVDETQEPELASLTAQSL 

PYQLPFHNFPLTCTDLATLTNIL 

EHREAPIHLDFDGCPLEPHCPEA 

LVGCGQIENLSFKSRKCGDAFA 

EALSRSLPTMGRLQMLGLAGS 

KITARG I SH L V KA L PLCPQLKEV 

SFRDNQLSDQVVLNIVEVLPHL 

PRLRKLEQGRSGAPGVGDSTPD 


3823 


34191 


A 


3863 


1 


2784 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3824 


34192 


A 


3864 


727 


1715 


YLSKGLKEVREGSLQIPGE1IPG 
RKICLMQMLSEKTL*SQHHY*K 
GFLQRQIHQKMIAHLVEQRNK 
DCMFLQIMPAATSVTEIQATIR 
DYYKHLYANELENPEEMDKFL 
DTYTLQRLNQEEVESLNRPITG 
SEVEAIIN SLPTKKSPGPDGLTA 
EFYQRYKEEL/PKPCRDTTKKAE 
NFRPISLMNIDAKILNKILANRI 
QQH1KKLIHHDQVGF1PGMQG 
WFNICKSINVIQH INRTKDKN H 

VlrolUAtrw^rUrvlt^V^rrlVILiS. 1 L 

NKL\GIKYPGIQLTRDVKDLFKE 
NYKPLLSKII'CEDTKKWKTILCS 
WVGRIN1VKMAILPKAPLPLPP 


3825 


34193 


D 


3865 




1908 




3826 


34194 


B 


3866 


609 


1658 




3827 


34195 


B 


3867 


61 


234 




3828 


34196 


A 


3868 


1 


978 


LFTDDLCQPVEATSGQAMVQS 
RGATTHGGGRGGSCKLLGDRG 
QGSTSQVGRWGSSCHPPTGG\P 
ARSPCWPTARKPLRGVLQGASL 
GSTASMLGAASGTPRPPPSWLV 
SVPSPRAPCWGVPGAG\EQGGP 
ETQPPG A RE Y PQP AGREG RPQ 1 
LRFPKSSSSQCLVEFCSLASSCF 
ALEAMKTRRSPSS/SGSSGSDG/ 
SQRTTRSGPAQRPRVSGSSEQG\ 
DGMRGGSSGGMKGRRVPKREP 
RTEAASSSTA*RQPPPPPSPLPH 
ARRHFRFRPCCGPARDAAPSRA 
QTEAPPPLRTQSALSWPLCSRT 
DGKLSRGQSRDG SRAPTPG VL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3829 


34197 


A 


3869 




1919 


TPVSDEEEGSLHHTTWRNLRJG 

VRIACPAGENAQSSESPVRACQ 

PGTKTQYGLNQAWSPGVRRDL 

IQGSAERPARYPAPGEMGVGAF 

IPLGHDKRRAASQHLHVSGREG 

PEALGSRGSALRKQVPAWLPHS 

LRTCPVDRNPQAPCARTGLMV 

ETPHHEQ WVRG EH YRYKFSRP 

GGRHAAEGKWWVRKRIGAYFP 

PLSLEELRPYFRDPHTLMLGQR 

VTERELDGEPRGPVTVEGRSAT 

TSGYPTKVTKIGGPLDPAGGLE 

GPLHGALGSDPLEVSDCPGPHL 

SRKVWENGSFGASDQQHTR/YT 

TDG SS WPTVA EK.KAPSSKQYH 

SSMET*R*TGHSNHPRNRPTCG 

QVPPNENNTRNRPTHTARYLPT 

/ENNPRNHSTHATRYLLTTTTTE 

1 1 PH A A R Y RPTRTTR Y L PTRTTR 

YLPTKMTREIVPHAATYLPMRT 

TREIIPHTATY/ASNENNQYLPM 

RTTSQVPSNEDNPGCLPTRTTR 

HLPTRTTRYL PTRMTQEI VPH V 

AWYLPTKALRPFNGKRTAFSA 

NAAKRSEAPTLR*ALRT*CPVN 

P PDTEGTGPA M PSLECPEQGNP 

QRRWAGRRRSSGAQDAGQGTR 

FTPSLWRAWGWSRLRPRLSAP 

GC WLTRKCRTEPP V V PQ ALMM 

AAVTDMQTLIH 


3830 


34198 


A 


3870 


295 


457 




3831 


34199 


A 


3871 


296 


1057 


GNEVKMPARETTPHRVPTGAQ 
PSEAGEKGHHPPDRRMVDPLTL 
ALCTWKSCRHSMPDCKAAGRE 
AVPCKVTGAERPRPRAPTSA*P 
SG KLEGLSLWCTQSCSCMLHR 
A G V I S V F FTM ED V APTRG LLH * 
RAA1GIISP1TISVTKTSNNCRWC 
RVGGCAN*LRGALEAGG/WLQ 
NQKGRDAFNKRLRGGMDKPG 
AGGTCGSGRRNRPLRDRS/VPE 
VKGGTGTG*KTGSGGLKRKYV 
GDGTTASFESLRVLIKWPL 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 


Amino acid sequence ( X=linknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3832 


34200 


A 


3872 


3 


913 


GGADSGERLGPHALGLGAGSG 

GGRGRYGPSRSRPSGRAADPGG 

VRPFPVAPRGARARRGGRVVP 

AF*RPAGAA*AAQHHVVVSEP 

AAAARGGGGPGGQGSRAWRG 

VRRLPGGAGGLAGPPGRVPVL 

GPPGSGPAAQRPPGRGQGAGQ 

EPPPAGDAAAA/PSSGSASCR/G 

PGAA/GPRALCPGPAPPARRGPR 

AGLGRPAADRGAPAAAPVRAE 

PHGLGGAAGARPPHRLRGGAG 

H/SGALVVLLTLWITGGGGDGD 

RASPGSPGPLAT/GAGLVGNKA 

APS*RAARAPGGLGCRWARFSL 

TSQCPCPQL 


3833 


34201 


A 


3873 




484 


tpwrrkste*ptlgvrrpvprn 

amphhcsfftgrtvpsmatpg 

ynegwdkfrmkchlcvnyie 

mqtdpancdyvivsgaqrk.ee 

rwdma dn eqvlttehekkqk 

letdamfrlehgeadrstlkk 

alaht\dh1qeaqsawkddfal 

nsmlrrrfrvpskp 


3834 


34202 


A 


3874 


3 


531 


GRK.RSKRMEK.GERGEPYSLSLR 
NHQGSWEPEHMS*KPEGG\VLA 
FKGDDGFSVWESNAIATYVSNE 
ELWGSAPEAAAQAVQWVNFA 

nncnvnrvDTt r* viwuuriLTv a 
DDby Y KJKj \Y 1 LUKIVlnrlUKyA 

TQDAGEEV/QPQFQAVLG\EMK 
LCENMAHFDAKIFAESQPKKDT 
PRKEK GS R E E KQKPQAERKEEK 
KVATPAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide locution oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


3835 


34203 


A 


3875 




1326 


tmaagtlytypenwrafk.au 
aaqysgaqvrvlsapphfhfg 

QTNRTPEFLRKFPAGKVPAFEG 

ddgfcvfesnaiayyvsneelr 

gstpeaaaqwvqwvsfadsdl 

vppastwvfptlgimhhvnkqa 

tenakeevrrilglldaylk.tr 

tflvgervtladitvvctllwl 

ykqvlepsfrqafpntt\rwfl 

tcinqpqfrawlgevklcekm 

aqfdakk.faetqpkkgtprke 

kgsreekqkpqaerkeekkaaa 

apapeeemdeceqalaa\epka 

kdpfahlpkstfvldefkrkys 

nedtlsvalp\yfwehfdkdg 

wsl\wyseyrfpee\ltqpfm sc 

NLITGMLQRLDKLRKNAFASVI 
LFGTNNSSSISGVWVFRGQELA 
FPLSPDWQVDYESYTWRKLDP 
GREETQTLVREYFSWEGAFQH 
VGKAFNHGK1FK 


3836 


34204 


C 


3876 


58 


222 




3837 


34205 


A 


3877 


6 


153 




3838 


34206 


A 


3878 


2 


889 


CPPWEL1LDQFRKSLGISPANTG 
PLCPAPPSCMYPPSPQMPAK.AP/ 
PDHPPEGRPGTTPEPFPRVTCVT 
E/PVGKGLSRDSQ*ETRGDLQE* 
SLAAPKSAPCFTHSA1CPGAPSM 
SRHPERSVFLLFQAPVQEPPAPG 
PP*WVLREPDFGTGVFPEPSW* 
KA A DFEPLGLC PG RSLS AQCPS 
WWPPTSSDPG*ALLKSGTGTPT 

V Ar Kl^r Ar A Ar Kr t^Kr r \£r KU L 

ASTCPAGPQQKGSDPPGRSAGS 
E/GSVSGKSLKPCLSSPLIPPPQS 
STQKKASVAKFVEFSPYTKQKS 
QLSVP 


3839 


34207 


A 


3879 


1 


391 


MAKAVEKPESTLEATKSKESV 
MSRVEWIGTAHMWVDDETGD 

WACI/TAr»Tr CDACI A TL-'V A MCC 

NASIviyy 1 LbrAfcLA IKlANrj 
fcUAl/Kru VASALM 1 AIrrr\.r\C 
K.PIRLSP*PRHLAHWCKKWAPK 
ILGSSAPVALQGAAPVAALMG 
WR 


3840 


34208 


A 


3880 


1 


346 




3841 


34209 


A 


3881 


249 


474 


VYLLIVLAVLYTNNRQTESQIM 
SELPFTIASKR1KYLGIQL\TRDV 
KDLFKDNYIPLLKE1*EDTSKW 
KSIPCSW1 


3842 


34210 


A 


3882 


25 


302 




3843 


34211 


A 


3883 


1 


2235 





393 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
ol pcptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3844 


34212 


A 


3884 




2724 


MGGMVESSRHNWSGLDKQSDI 

QNLNEERILALQLCGWIK.KGTD 

VDVGPFLNSLVQEG EWER AAA 

VALFNLDIRRAIQILNEGASSEK 

GDLNLNVVAMALSGYTDEKNS 

LWREMCSTLRLQLNNPYLCVM 

FAFLTSETGSYDGVLYENKVAV 

RDRVAFACKFLSDTQLNRYIEK 

LTNEMKEAGNLEG1LLTGLTKD 

GVDLMESYVDRTGDVQTASYC 

MLQGSPLDVLKDER VQY W 1 EN 

YRNLLDAWRFWHKRAEFD1HR 

SKLDPSSKPLAQVFVSCNFCGK 

SISYSCSAVPHQGRGFSQYGVS 

GSPTKSKVTSCPGCRKPLPRCA 

LCLINMGTPVSSCPDRSTRQKV 

NKD1QELNSALHQADL1D1YRTL 

HPKSTAYTFFSAPHHTFSK1DHI 

VGSK.ALLSKCKRTE1ITNCLSDH 

SAIKLELR1KTFTPNRSTTWKLN 

NVLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVF 

RGKF1ALNAHEK1QTT1REYHK 

HLYANKLENLEEMDKFLDTYT 

LPRLNQEEVESLNRPITGSEIEAI 

LNSLPTKKSPGPDGFTAELYQR 

YK.EELVPFLLKLFQSIEKEGILP 

NSFYEASIILIPKTGRDTTK.KEN 

FRPISLMNIDAKILNK1LANQIQ 

QHIKKL1HHDQVGFIPGMQGWF 

NIRKSINVIQHINRTKDKNHMII 

SIDAEKAFDKIQQPFMLKTLNK 


3845 


34213 


B 


3885 




1971 




3846 


34214 


A 


3886 


1 


1146 


METRPSRGPLTPHTARCQSETK 
LPEEGSGSNICCSAIFA1LQPPLV 
1PRQTGSGVDLQQTPTDLELRD 
LTVRRK.TNKWKGIASTSTK.RTS 
TPKRHLSWFFEKINKIDRPLAKL 
IKKKREKNQIDT1KNDKGD1TTN 
PTEIQTTIREY YK H LYANKLEN 
LEEMDKFLDTYTLTRLNQEEVE 
SLN1PITVSE1EAIIKSLPTKICSPG 
PDGFTAEFYQ\ASI1LNGQKLEE 
FPLKTGTRQGCPLSPLLFNTVLE 
LLTRTIRQEKETKGI/QLGKEEV 
KLSLFADDMIVYLENPIVSALN 
LLKLISNFSKISGYKINVQKSHA 
FLETNNRQTESQ1VSELPFTITTK 
R1KYLGIQLTRDLKDLFKENYK 
PLLNEIKEDTNKWKNILCS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3847 


34215 


A 


3887 


66 


1392 


QVLLSFGTPLVLTTKREKNQID 

AIKNDKGDITTDPTEIQITSIEYY 

KHLYANKLENLEEMDKLLDTY 

TLPRLNQEGVESLNRP1TGSEIE 

AIINSLRPISLMNTHAKILNKILG 

N*IQQHIKICL1HHDQVGF1PGMQ 

G WFNIRKSIN VIEH IN RTKDKN 

HMIILIDAEKAFDKIQQPFMLKT 

LNKLGIDGTYLKIIRAIYGKPTV 

NIILNRQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAKAIRQEKEI 

KG1QLGKEEVKLSLFADDMIVY 

LENP11SAQNLLKLTGNFSKVSG 

YKIMVQKSQAFLYTNNRQTESQ 

1MSELPFTIASKRIKYLGIQLTRD 

vkdl vken y k.pllkeikedtn k. 

wknipcswvgr1nilkmailpk 

VIYRFNAIPjKLPMTFFTELEKTT 

LKFIWNQKRACIAKS1LSQKNK 

AGGITLPDFK 


3848 


34216 


B 


3888 


1 


2868 




3849 


34217 


A 


3889 


1 


1218 




3850 


34218 


A 


3890 


1 


1893 


M KEI ETQKTLQKINESRS WFFE 
KINKVDRPLARLIKKKREKNQI 
DAIKNDKRDVSTDPAV1QTTIRE 
YYKHLYANKLENLEEMDKFLD 
TYTLPRLNKEEVESLNRPITGSE 
1EAIINSLPIKKSPGPDGFTADFY 
QRYKQELVPFLLKLFQS1 EKEG1 
LPGSVYEASIILIPKPGRDTTKK 
ENFRPISLTN1DAKILNKILANRI 
QQH IKKLIPHDQVGFIPRMQSYW 
LE VL A R A 1 RQEKEIKG/IQLGKE 
EVKLSLFA DDMII YLENPIISAQ 
NLLKLISNFSKVSGYK1NVQKS 
QAFLYINNRQKESQIMSELPFTI 
ASKRIKYLGIQLTRHVKEHFKE 
NYKPLVNKIKEDTNKWKNMPC 
SWVGRINIVK.MTILPKIERJGKT 
KGTETQRGK.SCKPTHPVSVISL 
AESIARDFCLQLNRARSCDQSS 
YNEVLEADNRAFSLCKGMPFD 
RLSPISQTPGPSWYQSSPYQPMF 
LAAPIDIGSRPASMDPIHSRTWH 
YVTVVILARSRKHQELILSESKQ 

QIKVGLRENLTASMQISPADAN 
LILQDSFLAIFLFQAL1VTIYKEN 
EKEEGQERREEALRSTGK.NNV 
WKNTDIDRPES1SDSESAGCDY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3851 


34219 


A 


3891 


2 


1562 


WGEIRAEKLKIPK.TGAPLFLQRI 
AAPRQQRNKTGQRMSLTS*QK 
*ASEGR**QT/LSKLKEHVLTHC 
KEVKNLEKRALAKLIKKKREK 
NQ1DAIKNDKRDITTDPTEIQTTI 
REYYKHLYANKLETLEEMDKF 
LDTYTLPRLNQEEVESLNRPITG 
SEIEEIINSLPTKKSPGPDGFTAE 
FYQRYKEEL/PDKQLQQSLRIQ 
NQCAKITSIPIHQ*QTNREPNHE 
♦TPIPNYYKENEIPRNPTYKGCE 
GPLQG ELQTTAQR\KRGHKQM 
EEHSMLMDRKKQYCENGHTA 
QGSTDFGEVQRLRLWQEDDVA 
EEVSGFFEEDNLKSVAQDPFWE 
SRQVKTIFNCVDTYIAGAKAIA 
GITQVTCTGNQFAE1NQRFLKL 
KKSWSLYRRFQPWQEECGPSW 
NPSWTHPSVASSRKDAAAQRE 
AQEGDLQGQEGAEASHAGGPA 
ADHYSGTAHAGRGRALDRGVC 
VRGHAPPP1TELSRPAGCGPHR 
QGEEAREGDANKKNGFHIQRC 
SCCLSCKQEHPVLPLVFGLD 


3852 


34220 


A 


3892 


2428 


6109 


YPESTMNSNKFTRKKSNNPIKK 
CQQASQLKALPTQSCSPSSNSY 
ETFLVSPLHPFQFY1SFPHYTEM 
VPPLTPEDYNSRGDFGGDTETN 
HIISKFHRSLEQVQNAASRRSQ 
DGR1GTAPVYSSQRERRRRRV1S 
AFPSEERSSSPAMEQSWMENDF 
EELREEGFRRSNYSELRED1QTK 
GKEVENFEQNLEEC1TRJTNTEK 
CLKELM ELKTKARELREECRSL 
RSRCDQLEERISVMEDEMNEM 
KREGKFREKR 


3853 


34221 


C 


3893 


13 


391 




3854 


34222 


A 


3894 


117 


704 


WLSAWPRACPDCRVRFPHTSPP 
CLPCGPEAEPGPGPALRELVQP 
LPGQLQPPFGMPLPLVPAGSFLI 
CTVWERPRPGLAVGSPPCFPSL 

rl/r 1 V r V utrr r jrLL\KrrA r I 

THLHIWPSLLFGPLPALPPPLAA 
SASAGLRKPWLDGLHPSVEPSG 
LGAAPSPAPPACAWTRPPHLHP 
SSFSSCVPQISSLFLCF 



396 



wo 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3855 


34223 


A 


3895 


1 


1185 


SAASSVLYVHNEPQVHGAHQK 

IHP1HPSLHYCLAHI1SQDLHTS 

MNALGLFGVG*EQGLQEKSNL 

SSTHHEPGHGGQDAAGARDGA 

RGRGGSYTGSAAGERGGRTVPH 

WA/GQPAEAGG AG *PRG PQLRR 

SPPP/RLPPRAGSSANTRNSVLL* 

FF*AVCLWADHYPL*TLISSS*M 

AGRWRSVPG1PTSPTK/PPPPPPP 

PPPPPPPPPPGSFLSEPWWSTA* 

NSTCPPRRCRSASGGPIWCPCRP 

/PAPPPAPPAPPPLEATEESLEEG 

\GGRASRSANMFAPTAPAGSSW 

HRARWG*PAWKAGAAGTRGA 

KCGQFVPSASSAP*LAGGWPGA 

GGQRGARRAQKAWCCRPGTSL 

/APGPELFPESALVQAGSAPPPP 

PPPPPPPLCLLLLRAESEGAVLM 


3856 


34224 


A 


3896 


192 


477 




3857 


34225 


A 


3897 


2 


1782 


RAAARKEHQGSAT/RA ERA/PR 
TPKAS\G RGVSPVPTSGTVTART 
GTAPRGLSAEDGRRRGRPMG1P 
FTDHSSD1LSGLNEQRTQGLLC 
DVV1LVEGREFP\THRSVLAACS 
QYFKKLFTSGAVVDQQNVYEI 
DFVSAEALTALMDFAYTATLT 
VSTANVGDILSAARLLE1PAVSH 
VCADLLDRQILAADAGADAGQ 
LDLVDQIDQRNLLRAKEYLEF/ 
YYQSNPMNSLPPAAAAAAASF 
PWSAFGASDDDLDATKEAVAA 
AWAAVAAGDCNGLDFYGPGP 
PAE\RPPTGDG\DEGDSNPGLWP 
ERDEDAPTGGLFPPPVAPPAAT 
QNGHYGRGGEEEAASLSEAAP 
EPGDSPGFLSGAAEGEDGDGPD 
VDGLAASTLLQQ/MDVIGGPGG 
GVRGGGQRRGVAGRRQGRHGL 
LPEVLQRRPRRRRLPGLVAEGG 
EEDPSQGLPEVPHLREGHPGRR 
QAAATHPHPHGREALRVQHLQ 
GPLHQDTSTSTLQKPGSPRPL*V 
TAGR*AGQAEGAHAEAHGREA 
VPVPAVRRRLCPQLRPEEPHAR 
AHGPAPLPVRQLLQDLRPLRPP 
AQTPQERRLQRRPLAPAVPASP 
CVLWAGGCPDPQPW 


3858 


34226 


C 


3898 


162 


356 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3859 


34227 


A 


3899 




2289 


GELHGVAEQAEGDPREGSPGP 

AEQASGTELREVPGPHWPLHPP 

EAPVCQHYHRPMVQKGN*GSV 

WGRGESLVQG/AHGQTSQRSV 

QMTGGGAWTGQTSQRSVQMT 

GGGGTPRGSRSSSPRTTYTPGTA 

EDTEGEPAGAGEQAAGRPVRP 

LHGHPGAGQEAAAGVRELPPA 

EPAAHLHPQPALLIQQHPISHAR 

SQHPRRPCCLPGPGLRAGGTAE 

GLPCAFCSQRDERAEGRERDLE 

GGGEAASGPGRQAQAPGQGGH 

LGPPLTPAAPLPWWLEGHHRE 

A TG RPRG G * G RP PG RG PTG RRK 

ASRAQDISSGQNLPRGHPA*VA 

SPRHEPPAHLQPAARDHCRGA\ 

PGSQACPADRGPANGTPPPLPA 

RSSPPSP\GMSVASPWTASCGPP 

GPPP*P\IGPEALPEGGPALPPKP 

PPVPAPSEPPQQPPGPCCSPQRP 

PA PG PEGQRSRGLGG AHRTAG 

AAQCPGGHAGPSPGGGTAPAP 

GPAAAAG*GQGRQCQAKGPAH 

TRGDAALPTSRLRL*GP*E*GD 

QGSSGXAAGLSGGRHTQPAGPG 

RAQRTEAAATQDCALDKPLDL 

SEWGRARGQDTPKPAGQHGSL 

CPA A AUTACPPPPTflQr.pl TDCp 

QALSNGTKGTRVPEQEEASTPM 
PPDLDGHP\GPARLKC*DQSPTN 
WM RQTPQA A\SG PELPGGG\PT 
STTGEGPEC1CTQEHGQGPPRK 


3860 


34228 


A 


3900 


3 


3169 


ASQLVLTLAYQANCVSVSYTD 
LLGKPGGSYFTFLYVLNIRSRSR 
LKKDYDDFRRQPDHDTFNREL 
WTTDEGEGDLGKDSPKGEISKS 
IDSTEPLDILEKDHFDSDDMKLS 
EIDFPMARSKLLKK.ELPSKDLP 
KTLLKTLKRQSKQTDYVDDST 

SDVQIDCFSESKHTEPSFPESFA 
SLDSVPVSTLQKGTKPIQALLA 
KNIGNKVTLTNQLPPSTGRNAL 
AVEKPVLSPPEAS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3861 


34229 


A 


3901 


33 


1227 


HHLRGTGQRAGQQLPPGMKM 

G RAG PPGP WCEHTT/PPSRG RPT 

SSGGPTLAPALAELSPRPQTPSP 

S1SSLPM1TSLPGGTGPLCLRPLS 

WEKPGSATGK\RGSQQEVDVG 

PSPGHTAPSKSHGQGPVGSPSA 

RQGCGPASSALQRRREPGGGPR 

GHPAGPHGGCVLPPWPGCPGN 

TMQRL*GFHTRAMNTQSGAGP 

RTAPSPRAQGAQGRPSKSCSGA 

SQGPCPAVGPH*APGEDRVRHP 

LAS1SGTTRAHGRPSQQREPRN 

KSTRADSRSPRTVPPHGPPGPSL 

PRGRAPAQPGPG V*RNGISVGAG 

RFPPFTAPCGQQA RPG AG\NRG 

AGSGAVPEL*GGLGRDPGSSGCE 

VPGGRAGG/PPRT*HFLARPAPP 

SPPQGLPRPPKVLGLQA*ASAPS 


3862 


34230 


A 


3902 


124 


1183 


DNRAVFSPTGRRVDRGGGGPAG 

TLARV*SAPGAFGV*STRTHVA 

GVQMPPVPGTCDVCTRPCSPVS 

RPPRA STA V A A A A S/SG PRQPR 

HPRHTSPMPPPAALRPPAGPRG 

LAPGG/HTAPPATAAPVELQHP 

LLRLQTGPPLGPPTGPA*EPRAH 

PCIRGLLPAGSGPPPRRQGHPEP 

PRLHTAACSPCQPQRALESSCPP 

RAFPGTA AHWLLGTGD WLL* P 

AAQAALASQEWALPGICLCNSL 

SEPTGRV1LASQLAPC1RLGCRK 

RSLAKAPKLISGGAGAHTPTPE 

PTCFSVSVLGTSPPAAGGPRGQ 

ESVVSSPVTMGT/VPAWAIPSLG 

CRGEASLDHPAGQLPARGQRSR 

RH 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 


Nucleotide 
location oft! rst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3863 


34231 


A 


3903 


174 


1599 


VLHAVGNQVQGCPGPEVHVCG 

WRPGCVRLLQLHVVGRADGPE 

CDLCAVWPGGGDV*PAVPGAV 

PHVTQCEPQGHPYGEGTGAGA 

YCAALCGPPGARGHCGQEARQ 

PQVRTCQGQERRRDCQDLL*E 

AGGQEAPGAERPSAG*ASRGTP 

RAAATHPPRTASPGEGQHV*VP 

AHVGGARPGAWQRHPGLHQY 

H RPQHLEPPAQPDEPHQDP*HL 

PGQRPAP A VE A EPGQQAPS\KP 

CPPPEPSAPQDGVPAENGLPQG 

DP/G A 1 A PRAQ APDS PCG RCTSP 

GQQ* YWLGPGAPQRGSSPEWD 

RP*ATQDGRPRPRPTPAAA1CDP 

G * PREPRGG APQWAG WGGRRR 

**RLRNPQ*PGQP\SGSSGRGPG 

PRRPSVASSVSE/RVLRGERALS 

PSPEAPLRASGQRANPTTAPAA 

ECPPYNPRDLCWTPGWLPMGP 

ESGKRRSRCVEEDAGPALHRQ 

GGTDGET**TGRGGNRPGPYGR 


3864 


34232 


A 


3904 


331 


1120 


HKDRFWQLQNDSCFLHSPGER 
QWLGGPRSDTFGPQVLFGHVGI 
CSQRA/HPAGPGHRGLPEGR*PP 
H RSQRHPPRSRKPYLA*PPDMC 
V ATDRRTQTPRDFPPLGR* KPH 
GTLRSAACPAGRVSPSPRPRGL 
PAPPPKSHLCG\PGVRGR*QLLP 
PH PG SPKGERGWTA SPG A ARG 
GPGPAPAPRP\RASWSQPSVTFP 
LPLAGLA/GHPGSRTEPAWKAG 
GAAARPGPELPRDLLQAGSTDT 
ASGEQLAAGPWTGKEISGRARP 
RL 


3865 


34233 


A 


3905 


2 


415 


YTILTEK*KLSKLST*WWHQDQ 
LQKR£ELSME1LNK*DQDSEAY 
PQRTVTGEETWLYQYDPPPLPR 
SLPPPQTHTAPVGA*S/DWGG*E 
LPPGLNGDKLAHHSPTPFLSFSG 
LLFVDWL*SQLLSLFGLFTQGVI 
RJFI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vii, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3866 


34234 


A 


3906 


1 


4527 


MGFCCRECRPRLLKGRPCIQHA 
GPVAAFK.VATPYSLYVCPEGQ 
NVTLTCRLLGPVDKGHDVTFY 
KTWYRSSRGEVQTCSERRPIRN 
LTFQDLHLHHGGHQAANTSHD 
LAQRHGLESASDHHGNFSITMR 
NLTLLDSGLYCCLVVEIRHHHS 

criK V rlOAIVIbL^V^ 1 OrViJAri>lN 

CVVYPSSSQDSESNHGNNFRIH 
VSNGLLMRGPRPLDRERNSSHV 
LIVEAYNHDLGPMRSSVRMRK 
LRQSTALAQ1 1 WTGTALDR 


3867 


34235 


A 


3907 


1 


2180 


MALTFPCRK.FEWYGRRQPEVR 
YSVPASHQLKATDADEGEFGR 
VWYRILHGNHGNNFRIHVSNG 
LLMRGPRPLDRERNSSHVLIVE 
AYNHDLGPMRSSVRMRKLRQS 
TALADSTGQAQHWTESRSGSPG 
SPVAPTCSART*QTSAS\VHLCL 
SGKSHHAWPP*TPFKLYYVH\E 
YSAHIHKENLVLVIVYVEDIND 
EAPVFTQQQYSRLGLRETAGIG 
TSVIVVQATDRDSGDGGLVNY 
RJLSGAEGK.FEIDESTGLI1TVNY 
LDYETKTSYMMNVSATDQAPP 
FN QGFCS VY 1TLLN ELDE A VQF 
SNASYEAAILENLALGTEIVRV 
QAYS1DNLNQITYRFDAYTSTQ 
AKALFKIDAITRILGTQMDTKM 
NKTLLSPQRVLRLEVEMELIQD 
ANQSATRRCAENYNRGVVEPL 
RAQQSYLAGEAGRLHGRGGFP 
VECEREEGIQQTECPGEVMPDR 
GSDMEGVITVQGLVDREKGDF 
YTLTVVADDGGPK.VDSTVVSG 
TRVYITVLDENDNSPRFDFTSDS 
AVSIPEDCPVGQRVATVKAWD 
PDAGSNGQVVFSLASGNIAGAF 
EIVTTNDSIGEVFVARPLDREEL 
DHYILQVVASDRGTPPRKKDHI 
LQVTILDINDNPPVIESPFGYNV 
SVNENVGGGTAVVQVRATDRD 
IGINSVLSYYITEGNKDMTFRM 
DRISGEIATRPAPPDRERQSFYH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3868 


34236 


A 


3908 


603 


1395 


RGRPRGSPIFPTRAPREKKR*EE 
VGGHK.REQTG*GGGERRKPPN 
PQHEPKERGWCSRVPEEPQ/RK 
RRSARARPK.KL*R£KRRRGRPK 
RCLW*TGRHPSHHPRTHQC*F* 
WRK/REEG KE RKKEQPAHAGQ 
KRRKAARHRRRRRRRERTDEK 
NRTWTRRRREKAGQDEKREGE 
HGQK.RSQQGRESRRDGRARTR 
KERRQK.RENDNRARRRQQAER 

£rv 1 rvo V iVKKA^/ J lyt^nbtVKyA 

RENEAREPQQRRQHSRRRKEKE 
EMRAPRSKQ 


3869 


34237 


A 


3909 


1 


548 




3870 


34238 


A 


3910 


1 


1803 




3871 


34239 


A 


3911 


1 


279 




3872 


34240 


A 


3912 


1 


506 


MCYSRQSNLGTFGEGKIKGSEV 
IDECPRSSRYQDLQELQNKTK.L 
TVLEGDILDESCLKRACQDMSV 
IIHTTSI1DIIGVTHRESIMNINVK 
RTQLLLEACVQATVPVFIYTSTP 
EVAGPiNSYKEIIQNSHEEEPLEN 
TAWCS PS/PY K KA/L ARSG I * ATL 
QLGGSQEECT 


3873 


34241 


A 


3913 


3 


621 


AGQQTVEIDLRHRIQLP\DLENQ 
RNFNELSRIVLEVRERVRQEQQ 
EGGHEAGEGRGRQGPRESQPSP 
AQPRAEAPSK.GPDGTPGEDGGE 
PGDAVAAAEQPAQCGQGQPFV 
LPVGVSSRNEDYPRTCRMWNS 
TFQTYKKEVCLPRHSMHPGPW 
AICCECQTRFGGRLPVSRVEAA 
LPYWVPLSLRPRKQHPCWMHA 
AGTTAGGSAVMS 


3874 


34242 


A 


3914 


1 


430 


RHRIQLPDLENQRNFNELSR1VL 
EVRERVRQEQQEGGHEAGEGR 

UrDU 1 rUtUuUcruNVWAAAt 

QPAQCGQGQPFVLPVGVSSRNE 
DYPRTCRMW*GCGGYWGLKV 
GQHGLQRGPQPHT 


3875 


34243 


A 


3915 


2 






3876 


34244 


A 


3916 




256 


HLR1HTQESSYVCDECGKALTS 
KRNLHQHQRIHTGEKPYECSKY 
\G*PFGLLPQLGHLEHVYSGEKP 
VLDICRFGLPEFFTPFYW 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3877 


34245 


A 


3917 




1396 


MRPQLAGRDHHRGAATLLLER 

PGRLVTHFRQRRGAVRYGGGK 

STTQHLSQRRLSGPNDHTKGLV 

WLLEHILQRLVSFVKLQATRTF 

TRTYITYAWFLPWGFSGVLCGT 

PVDTCWALKHQR1HTGEKPFEC 

SECGKAFNGNSSLIRHQRJHTGE 

RPYQCEECGRAFNDNANLIRHQ 

RIHSGDRPYYCTECGNSFTSSSE 

F V I HQRIHTGEKP YECN ECGKA 

FVGNSPLLRHQKIHTGEKPYEC 

NECGKSFGRTSHLSQHQRIHTG 

EKPYSCKVCGQAFNFHTKLTR 

HQR1HSEEKPF*L/CVDCGKAFS 

AQEQLKRH LRIHTQESSY VCDE 

CGKALTSKRNLHQHQRIHTGE 

fi>vcPC7 vnk' a cr.Tccni rmi c 
N.r i tLoR Y fclvA.rU 1 oo^LunLc 

HVYSGEKPVLDICRFGLPEFFTP 
FYWKEEKKCGRKMRNEVVHK 
VSFFLVVP1ALSSLLKKKWKML 
KKEKAQDPTEYGNLEDDNSQQ 


3878 


34246 


A 


3918 


1 


547 


MDSQRPRER/QRERERQSERQR 
HTQRMHREAETEDERDWKGH 
DTKTRRQRQRKRAEEGQCREH 
DR£RRRD\RTGERREKQRKSTQ 
QSRKPSEEPHREKTQIKRERGPE 
QGELERGQC TERNRKA/GTPEC 
*TDPHI WTPHPARSAPAH PPDH 
TAAKYRPPYRSHHSGITHQHPR 
AASTLKLWPKP 


3879 


34247 


A 


3919 


1 


399 




3880 


34248 


A 

— 


3920 


3 


872 


KSKLKSEQDGISKTHKLLRRTC 
SSTVKTDDVCVTKSHRTFGRSL 
SSDPRAEQAMTAIKSHKLLNRP 
CPAAVKSEECLTLKSHRLLTRS 
WSGDPRCEHNTNLKPHKLLSRS 
YSSNLRMEELYGLKNIIKLLSKS 
YSSAPKSSKT*/VFSKEP*RRRG 
RKALSLPQGLFGYP*HHLHPSSS 
QLAPNGAKCIPVRDRGFLVQTI 
EFAEQRJPVLNEYCEVCDEPHV 
FQNGPMLRRGRDVCEWAKKY 
ANSVVRKKFCRLSIARRSRYRA 

UMULLKJVlblNr IL I 11 Y rvt^ls.LNL 


3881 


34249 




3921 





— 


CCRSHQGAGEGGHLSVQLLWQ 
YRWM WCSWGPV\FQFHTDLEL 
VAWRCVGLDPGCQQLDIGMQT 
LIGDHICVF 


3882 


34250 


A 


3922 


1 


1055 
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SEQ ID 

NO: 


SEQ II> NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


3883 


34251 


A 


3923 




962 


RSMRQKVNKDIQDLjSALPQAD 
LID1YRTLHPKSTEYTFFSAPHR 
TYFKIDHIVGSKALLSKCKRTEI 
TrNCLSDHSAlKLELRlKKLTQN 
RTTTWKLNNLLLNDYWVHNE 
MKAEIKMLFETNENK7DETYQN 
LWDTFKA/PSI1LNGQKLEAFPL 
KTGTREGYLLLPLLFNIVLEVL 
A M AIRQEKE/1 KG FQLG KEE VK 
LSLFADDMIVYLEDPIISAANLL 
RLISNFSKVSGYKINVQK.SQTFL 
YTNNRQTESQIMSELPFTIATKR 
IKYLGIQLTRDVKDLLKENYKP 
LFNEIKEDTNK.WKNIPCSWIGRI 
KIVKMAILPK 


3884 


34252 


A 


3924 


1 


1452 


MGDFNTPLSTLDRSMRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSKEYTFFSALHHTYSKIDRT 
VGSKALLSKCKRTEIITNSLSDH 
RAIKLELRIKKLTQNRSTTWKL 
NNLLLNDYWVHNEMKAEIKM 
FFETNENKDTTYQNLWDTFKA 
VCRGKFIALNAHNRKQERSKID 
TLTSQLKELEKQEQTQSKASRR 
QEITKIRAELMEIETQKTLQKSN 
ESRS WFFERINK 1 DRPL ARLIKK 
KREK.NQIDVIKNDKGDITTDPT 
E1QTT1REYYKHLYANKLENLE 
EMDKFLDTYTLPRLNQEEVESL 
NRPITGSEIVAIINSLPTK.KSPGP 
DGFTVEFY/QEGN*AGEGNKGY 
SIRKRRSQIVPVWR*HDCISRKP 
HRLRPKSP*AGKQLQQSLRIQN 
QCTK.ITSIFIHQ*QANRKSNHE* 
TPIHNCFKENKIPRNPPYKGCEG 
PLQGELQTTAQ*NK.RGYKQME 
EHSMLMGRKNQYRENGHTAQ 
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SEQ1D 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiS 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3885 


34253 


A 


3925 


1 


1251 


MFCAEINMFFETNENKYTVYQN 
LWDTFKAVCRGKFIALNAHKR 
KQERSAMNTLTSQLKELEKQE 
KTNSKANRKQETTKIRAELKE1 
ETQKTHQKINESRSLFFEK.TNK.I 
DRPLARLVKKKREKNQIDAIKN 
DTGD1TTDPTEIQTTIREYYKCL 
YANKLEYLEEMDKFLDTYTLQ 
RLNQEKVESLHRPI.TGSEIEAIIN 
SLPT/KXSPGPDRFTAQFYQRY\ 
DGMYLKIIRA1YDKPTAN1MLN 
GQK.LEAFPLKTGTRQGCPLSRL 
LFNIVLEVLARAVRQEKEINGIH 
LGKQEVKLSLFADGMIVYLENP 
IVSAQNLLKLISKFSKVSGYXIN 

1 PPTTTTVD Ik' VI mm AT?rW/kT» 

LFKENYKPLLN K1KEDPNKWK 
N1PCSW1GRIN1MKMAILPK 


3886 


34254 


A 


3926 


1 


1203 




3887 


34255 


A 


3927 


1 


1233 




3888 


34256 


A 


3928 


1 


951 


MKREKNQIDAIKNDKGDITTDP 
TEIQTTI R EYYKPLYTN KLENLE 
EMDKFPDTYTLPRLNQEEVESL 
NRPITGFEIEA/rNSLPTK*SPGAE 
GFTAEFYQSVGSSGQGNQARE 
RNKGYSTRKRGTQIVPVCRWH 
DCIFRKLHGLSPKSP* A DKQLQ 
QSLRJQNQCAKITSIPIHQ*QTYR 
EPNHE*TP1HNCYKENKIPRNTT 
YKGCERPFQGELQTTAQ*NKRR 

rlrvt^lMtn.riolvlijlvl UlvrvIN 1 ^ Y IvcIN 

GHTAQGHL*1QCHPHQATNYFL 
HRJGKNYFKLHMEPNKSLHSQ 
DNPKQKEQSWRHHAT* LQTILQ 
GYSHQNSI 


3889 


34257 


A 


3929 


1 


814 





405 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3890 


34258 


A 


3930 




1545 


HQLKVQFFUIISIRSSCDGSAWG 

VAPTFKTRGARSRSRAAIRLGA 

ADLDEVKSSLVNESENQSSSSD 

SEAERRPQPVRDTFQKPRDYFA 

EVRRPQDSAFFKGPPYPGYPFL 

MIPDLSSPYLSNGPLSPGGARTN 

SSPAPKETWICARFGGVSLSFLE 

IGSRVLLLGRDVNRSSSLLPAQI 

P1ACHFAVDGGNF1RGKGAYLL 

TFDLFGNWGLFFLIEIAVWELS 

AHSSGQSEDALELSRGTCSSSL 

QLCWTAKALVGKGLDGGPVC 

KNSG1CSTRTKTQEQMSFMEAL 

YQEGFLRETVVQAVRKVPQTP 

RKAVLEVLARAISQEKEIKGIQL 

GKEEVKLSLFADDMTVYLENPI 

VSAQNLLKLISNFSKVSGYKIN 

VQKSQAFPYTNNRQTESQ1MSE 

LPFTITTKRIKYLGIQFTKDVKG 

LFKENYKPLLNEIKEDTNKWK 

NIPCSW1GRINIVKMAILPKV1Y 

RFNAIPIKLPLTFFTELEKTTLNF 

1WNQKSR\IGKKILSKKNKAGGI 


3891 


34259 


A 


3931 


693 


1464 


ARAEVKLSLFADDMIVYLENPII 

*ARAEVKLSLFADDMIVYLENP 

11SAQNLLKLISKFSKVSRYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFT1ATK.RJKYLGIQLTRDVK.DL 

FKEN Y KPLLNE 1 KEDTN K WKN 1 

PCSWIGR1NIVKMAILPKVIYRF 

SAIPIKLPMTFFTELEKKNWLAI 

CRKLKLDFFFIPYTK1NSRWIKD 

LNVRPKTMKTLEESLGNTIQDI 

GIGKDFMTKTPKAMATK/DQKS 

FCTAKETT1RVN RQPTE WEKIF 

AIYPSDKGL1S 
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SEQ ID 

NO: 


SEQ ID NO. 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3892 


34260 


A 


3932 


211 


2519 


ENRKSNCLCLQMA*LY1*K1PSS 

QPKlSLS**ANLArCSQDTKSMC 

KNHK.HSYTLITDKQRAKS*VNS 

HSQLLQRE*NT*ESNLQGM*RT 

SSRRTTNHCSTK*KRTQTNGRT 

FHAHG*EESIS*KWPYCPSKC/K 

RTEI1TNSPSDHSTNKLELR1KKL 

TQNHTITWK.LNNLLLNDSWVN 

NEIKAEIKKFFETNENKKTTYQ 

NLWDTAKAVLRGKFIALNAHI 

GNLERSK1YTLISQLKEPERQEQ 

TNPKASRRQEITKIRAELKEIET 

QKTLQKINESRS WFFEN IKIDRQ 

LARLIKKKREKNQIDTITNNKG 

DI TTDPIE1QTTI REY YKYL YAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNTPITGSE1ICAIINSLPT 

KRSPGPDRSTAE/FYHRYKEEL 

VLFLLKLFQSTEKEG\GRDTTK 

KENFRP1SLMNIDAKILNKILAN 

RIQQ11IKKL1YIIDQVGFIPGMQ 

GWFNICKS1NV1FQYTNNRQTES 

QIMSELPFTIASKRIKYLGIQLTR 

DVKDLFKENYKPVLNEIRGHK 

QMEEHSMLMDRKNQYCENGH 

TAQGNL*1QCHPHQATNDFLHR 

IGKEEVKLSLFADDMIVYLENPI 

1SAQNLLKLISNFSKVSAYKINV 

QKSQAFRYTNNRQTESQ1MSEL 

PFTIASKR1KYLGIQLTRDVKDL 

FKENYRPLLNEIKEDTNKWKNI 

PCSWVGR1N1V1MAILSKV1YRF 


3893 


34261 


A 


3933 


2 


1304 




3894 


34262 


B 


3934 


141 


2008 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3895 


34263 


A 


3935 


1 


1845 


MV1SVDAEKTFNKIQQPFTLK.T 
LNKLGIDGSYLKI1RAIYDQPTA 
N11LNGQKLEAFPLKTGRRQGC 
PLSPLLFNIVLEVLARAIRQEEEI 
KGIQLGKEEVKLSLFADEMIVY 
LENP1 VSVQNLLKP1 RNFSKVLG 
YKINVQKSQAFLYT1NRHTESQI 
MSELPFTIATKRMKYLGIQVTR 
YVKDLFK.ENYKPLLNEVKEDT 
NKWKNIPCPWIGRINMLKMAIL 
P/KELEKTTLKFIWNQKRACIAK 
SILSKKNKAGGITLPDFKLYYK 
ATVTKTAWYWYQNRD1DQWN 
RTEPSDI1PHIYNHLIFDKPDKNK 
KWGMGSLFNKWCWENWLAIC 
RKLKLDPFLTPYTKINSRWIKD 
LNVRPKT1KTLEENLGNTIQDID 
MGKDFMSKTPKAMATKAKIDK 
WDLTKLRSFCTAKETTIRVNRQ 
PKEWEKIFAIYSSDK.GLISRIYK 
ELNFTRK\KNPIKKWAKDMNR 
YF*KEDIYAANRHMKKCSSSLA 
IREMQ1KTTMR/YHLTPVRMAII 
y v t? tp pxtvpv mu ccw c 

N.lS.D01Nr>Jl\. 1 KX.1N I rKlnlVlCoKlS.S> 

QNSQGNRK.EK.EQSWRHHA TRL 
QT1VQGYTVAKTACYWYKNRP 
TDQSNRTENQEIRLHTYNHLIF 
DK.PDKSNGETTPYSINGARITG 


3896 


34264 


A 


3936 


1 


700 




3897 


34265 


A 


3937 


1 


3489 


M KSG HPEKEQDNSD VQETRE1T 

IRG LLCTALMRH STG AI A YLG V 

LSGSASLKLAGVPERCCEGDKD 

AGHPLETQTALCERGRGARSLV 

GNT1MTSQPVPNETIIVLPSNVIN 

FSQAEKPEPTNQGQDSLKKHLH 

AEIKVIGVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSV1TGLQIQVFSG 

KEADSVIKRS 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mer 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3898 


34266 


A 


3938 


120 


1331 


TSLGP1YCAVRHTSSCRKVGSSR 

CQHGCQLSVRLQLDQAHHK.QL 

PWLAPKNAVVPKSLEDPQGRK 

EGVTALTPEAPRSGPPKRLQLFP 

PSLCPNCSK.QGAYFSPFGVTAT 

LLATPFSRSRVLVLQPGRMRYA 

DKWRVSKMKRCCIEQWNSSEK 

THSARASHSLQRQRGGPRVGGS 

SLQAGCHVISAALSKEEALEWV 

ASFCRQIVQSYLRPLLCSGADP 

GAFMDLRGEELRSLELSLSYTP 

PSNEFK.1SMKLEAQDPRNTTST 

C1ATVVGLTGARLRLRLDGSDN 

KNDFWRLVDSAEIQPIGNCEKN 

GGMLQPPLGDSFHCDVRVSILD 

LFCFLLSELPFT1DTKRIKYLGIQ 

LTKDVKDLFKENYKPLLNE/IK/ 

EDTNK.WKNIPRSR1G*1NIV1CMA 

ILPKDFG 


3899 


34267 


A 


3939 


1 


1421 


MDSMSGGGQYRKINGNPTSVK 

CPLLLLPAILTPEPVNRWRQSC 

KAFARHSPLAFRVTISTSTFFDG 

LLVTGLYTSTSVQASQSIGGSSA 

FGFVLEVLARAIRQEKEIKG1QL 

GKEE1KLSLFAGDMIVYLENP1V 

SAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIKYLG1QLTRDVKDL 

FK\ENYKPLLKE1KEDTNKWKN 

1PCSWVGRJNIVKMA1LPKNWK 

KLKF1WNQKRAH1AKSILSQKN 

KAGGITLPDFKLYYEATVTKTA 

WYWYRNRD1DQWNTTEPSEIM 

PHIYNYLIFDKPEKNKKWGKDS 

LFNKWCWESWLA1CRKLKLDP 

FLTPYTKINSRWIKDLNVRPKTI 

KTLEENLGITIQDIGMGKDFMS 

K.TPKAMATKAKIDKWDLIKLK 

SFCTAKETT1RVNRQTTKWEKI 

FATYSSDKGLISRICNELKQIYK 

KKTNNPIKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3900 


34268 


A 


3940 




1566 


IQTTIGEYYKHLYTNKLENLEE 

MDKFLDTYTLPRLNQEEGESLK 

RPMAGSEIEAI1NSLPTKNSPGP 

DRFTAEFYQRYKEELLISNFSK 

VS/VIQNQWEKITSIPIHQ*QTNR 

EPNHE*TPIHNCFKENKI\LGIQL 

TRDVKDLFKENYKPLLSEIKED 

TNKWKNIPCSWIGRTNIVKMAI 

LPKDKTSKYIDVDENEGSHCGK 

RKYKYGMEKALEILARAIRQEK 

EIK.GIQLGKEEVKLSLFADDMI 

VHLENPIISAQNLLKLISNFSKV 

SGHKINVQKSQTFLYTNNRQTE 

SQIMSGLPFKIATKRIKYLGIQL 

TRDVRDLFKENYKPLLNETKED 

TNKWKKNILSSWIGRJNIVKMA 

ILPKV1YRFNAILINLPMTFFTEL 

EKTTLKFIWNQKRAC1AKTILSQ 

RNKAGGITLRDFKPYYKATETK 

TASEMKYYLENK.IPFKVLHMV 

YNVPTHPPFIGDLHPNTKVVSL 

PPNITSLIEPMNQGVISAFKDCY 

LRKTFVQAVATPEGETEMTVM 

QFWKDYNT 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Uiikn6wn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3901 


34269 


A 


3941 




2580 


MVKGSIQQEELTILNRYAPNTG 

APRSIKQVLSDLQRDLDSHTUM 

GDFNTPLSTLDRSTRQKVSKDI 

QELNSVLHQADLIDIYRTLHPK. 

STECTFFSAPHRTYSKIDHIVGS 

KALLSKYKRTE1 ITNCCSDHSAT 

KLELRINKLTQN RSTT WKLNTM L 

LLNDYWVHNEMKAQIKMFFET 

NENK.DTAYQNLWDTFKAMCR 

GKFI ALN AH KRKQERS KI DTLT 

SRLKELEKQEQTLHS KDS R RQE 

1NAEKAFDKIQQPFMLKTLNTL 

DIDETYLKIIRAIYDKPTVNIILN 

GQKLEVFPLKTGTRQGCRLSPL 

LFNIMLEVLARAIRQEK.EIKGIQ 

LGKEEVKLSLFADDMIVYLENP 

IISAQNLLKLISNFSKVSGYK.IN 

VQESQAFLYTNNRQTESQ1MSE 

LP\FTIASKRIKYLGIQLTRDVKD 

LFKENYKPLLKEIKEDTNKWK 

NIP\CSWVGR1N1VKMAILPKVI 

YRFNA1SNKLPMTFFTELEKTTL 

K\FI*KQKRACIAKSILSQKNKA 

GG I TL PDFKL Y\ Y Y K A I VTKTA 

WYWYQNRDIDQWNRTEPSEIIP 

HIYNHL1FDKPDKNKKWGNDS 

LFNKRCWENWLA1CRKLKLDP 

FLTPYTKINS\RWIKDLHVRPKT 

1KTLEENLGNTIQDIGMG KDFM 

TKTPKAMATKSVK1DKWDLIKL 

KSFCTAKETTMRVNRQPTEWK 

KIFTIYPSDKGLISRIYKEPKQ1Y 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 




*=Stop codon, /=possible nucleotide 


3902 


34270 


A 


3943 


5 


2130 


QRLRRQHRLEQKTRSTTCHMR 

QSTTRSAERADTRIESMPT*TTP 

* HTDDVP/SHCTNSTHTATTSPS 

TI INHQQTLTRVANVAQ1RRTDI 

SSIAATEWISTINTHNYACRTRA 

VSQRRYVSDFEKRERPTSNTPE 

PRFRLVVSTPTLVGTTQGTYQP 

PPARSR1SIASHLLPPLSLLPSSL 

DLDGRSTLACSSSVSQFSGSRGS 

PSSYIVATTRVISDVDYDMTTY 

YNST1TPIS/PSARS*CQRSVHLL 

LSSHRTYRHPLVSRHTSQEHSL 

GGPLHRH*YNPVGSRAAAWAS 

KSALV/SVSLEALVVSALI*LVA 

TRQRLVG1CRTTPIRARSSVVR* 

VTRYQPNQRAPLIHATYHLLDR 

GQHPQSMQT1SHWTTPPCWCL 

VCGKKSSLPCCSTSSMSTRRNQ 

YDTLSLTTSWVL*SSIFWLAFIL 

LPRTSLPWPTVS*LAANA\SSGS 

TPVNSSFRTASVRRSKLVVPANE 

IETPSFVVVTKFSRSASSYDCSIE 

YASTYA1NITIVNSYVFA/PTHTT 

REHT1SYALTSPGQPQNKTRJPE 

LQWAF*AVRPSTQ/PSTV1YHAP 

TSQAIASCALHSLLGCLLGSAT 

APLPPTWTTPPPPPQLRTT* STG 

CI DUDDCP*TDD*DI A PP"M * PETTY"* 

bLrrlrraU 1 rvr r LArKJN 1 r 1 Li 

MSSQHCIPT*PQLASHSIALRG/S 
RARPTTSQTSIAS/SHSHS*LSHV 
Q*RPLSDQRSPLDHHAHSSILYA 
RASRJSCLRVCAV 


3903 


34271 


A 


3944 


254 


884 


MTPNYTSRLFLHMGVLFYPFYR 
RLT*HI RTHINLKG WK/NRHFM 
QMDTKNAEKALDKIQHRFM1K 
TLSKISIQGTHFVKIIKAIYGKSTT 
NT1LNGEKLKAFPLRTGIKQGCP 

LLr LrrfSl VLtLLAKAlK^tKCIIV 

GIQIGKEEVKLTLFADDMIIYLE 
NSKDSSRKLPELIKEFSKVSRYK 
VNLHKSIALLYTNSDQAENQIK 
NSTSFTI 


3904 


34272 


B 


3945 


52 


843 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3905 


34273 


A 


3946 


1 


831 


MEMLYCLIAEAGHISSRMATNT 

ANSAGLK.PTCVCVALPLPPGRS 

APHRSCSQAGRELPGQGPRYYR 

HLPQLSILHSIGEGQGCGFWSER 

SFKGYPERPAGAAGVCRLQGC 

GRRGRGAPFRTTDFSSRPRGAA 

ERADQGPRAGSPWPRTTSGAQ 

RGRAQGQGHTARRRGNSNPGP 

SRARQASRRRRPATSGPPRGSP 

RPDRPRRRSPFYRSSSRETSRPP 

EGPRRPRA PALS APAPGQPARP 

RPREPVPCGAVFTARDRLRPPA 

ATSHAPFSAANPRR*HRPGGPG 

ARRLGDAQLSRRST/SGAPRCS 

QTRSR*PTCVCVALPLPPGRSAP 

HRSCSQAGRELPGQGPRYYRHL 

PQLSILHSIGEGQGCGFWSERSF 

KGYPERPAGAAGVCRLQGCGR 

RGRGAPFRTTDFSSRPRGAAER 

ADQGPRAGSPWPRTTSGAQRG 

RAQGQGHTARRRGNSNPGPSR 

ARQASRRRRPATSGPPRGSPRP 

DRPRRRSPFYRSSSRE I'SRPPEG 

PRRPRAPALSAPAPGQPARPRP 

REPVPCGAVFTARDRLRPPAAT 

SHAPFSAANPRR 


3906 


34274 


B 


3947 


250 


281 




3907 


34275 


A 


3948 


3 


639 


DHTCRLRQRLRLRVLVGPVPG 

AGPAG*KGCYGGRSANHHGAP 

ASCHLARSSCGPRLPGRYSAQQ 

PRARCAASGLCGWTAPAADPV 

PSEVLASQEVQLLCAGE*SGSC 

GPTHADLQPSPGGTGEDGAAR 

AKRDLPGSVGERAAAPASGRL 

RACPGRPAGAPGPRARPPGGTA 

AL AQPPRPQG AA ARPPSG IG WP\ 

GNNGSAQSK.GRALMEQAAG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locRtion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3908 


34276 


A 


3949 


161 


2377 


SLFHGKVCHFLHEPLPLVYLSL 

CTGYQLFKPSLISWLEEEEELST 

LPRVLQEWKMCLK.TK.GPALW 

QDNFCLKTLNGIQLARNQNGEE 

LYDCKQCEDVFCKHPCLKTNM 

STQNRGNTSECIQYAKDLLSLY 

NKTSTIRKVSVFSKHGKSFRUF 

*MFRSRESVHKINPLK/CTDYGK 

AFIYQSYLEAHRKTQSGEKLNE 

WKQCGEAFTHSTSHAVNVETH 

IIKNPYECKECGK.DFRYPTHLN 

NHMQTHIGIKPYKCKHCGKTFT 

VPSGFLEH VRTI ITGEKPYGCKE 

CGKAFGTSAGLIEHIRCHARF.K 

TFKCDHCGKAF1SYPSLFGHLR 

VHNGEKPYEHKEYGKAFGTSS 

G V 1 EDRRSNTGQKRFDCDQCG 

KVFVSFSSLFAHLRTHTGEKPF 

KCYKCGKPFTSSACLRIHMRTH 

TEERLYQCKKCGKAFTK.CSYLT 

KHLRTHAGEKPYECMKCGKAF 

TERSYLTKHLRRHSGEK.PYECK 

KCGKAFTERSDLTKHLRRHTG 

DK.PYEYKDCGKAFVVSSSLVD 

HLRTHTGYKPYKCNACEKAYS 

RSCVLTQHLKTHAAEKTSECN 

ACGNSFRNSMCFHDRLKTLTKI 

KPYKCKDCGKAFTCHSDLTNH 

VRIHTGEKPYKCKECGKAFRTS 

SGRJQHLRTHMGEKPFECDQCG 

KAFA\FSQLVLHI * KHTREKPCG 

CEECGKTFAVSSSLTEHVKIHR 


3909 


34277 


A 


3950 


6 


455 


GLLHERQAEARCSICLDYLRHP 
MTTDCRHYI*SARIHQCW*ELQ 
DISPCPVCLQHCPDKNLKRNFQ 
LCHMTDIAKQLLTTARRKRKL 
QGEEPVCRKSDVALFCEKDPEL 
LCHQYRVSLDH* DH/SPM PI EQ 
AAAKHRKQFESY1EPLEKQV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3910 


34278 


A 


3951 


2 


1009 


WNGHRMN*MQSSNGLEWN/QS 

SNGKEWNHRIESNGIIIAWN\Q 

WYQHQTEKNGIFEWNRRESSN 

GPEWNHVMEWNG/DNPWTRM 

QSSSNGIEWNHRMDSNGIIFQW 

NGNGNHRIGIEWNYDQ\SNEWI\ 

QWNQHQTEKNGITKWNRRESS 

NGPEWNHLMEWN/ENNPWTR 

MQSSSNGIEWNRMESSNGLEW 

NNFPTESNGSVESSSDGNER/QS 

SSNGIAWNHHKMESNGINIKW 

NQMESWN/WN * MNRM ELSSNG 

IEWNQHQTEKNGI1EWNRRESS 

NGPEWNHLMEWN/ENNPWTR 

MQSSS/NWNRMESSNGLEWNN/ 

QLNGIEWNHHRMEMNG1IIEW 

NRIELWN 


3911 


34279 


A 


3952 




1494 


MASLLGAPRLAGWASGAGALS 

RGWAIRPADTGGNLGPVPRVPL 

PPDPVLTA R WAPG VN SG SQFSC 

HCQAPILEMGHKGSSPGLGDAE 

VRA1TVQCIRP1DGPQQPPGGGS 

AGRRLTIPASTQEWAQLPVGRV 

LANVLTEGGDTGNQP1PQRSLC 

RPQPCSHAETWGEVEAQVPAQ 

SNREQPA A APGCG PGRG ETG A 

RPETTFSPRRAPPNPYDEEGVR 

WSLEFMLCGTDGPVQPVQHQE 

GPAARLQLIRGGSLILESEGTLR 

G/SPVLQTDQPASHLLHTQGFW 

A/AALSAVCL/HQN 1 [HSGSALL 

APATRAAWEQIQRSEGGTAQL 

LRRLEGYFSNVARNVQWTYLQ 

PFVIVTTNMILAVDIFDK.FNFTG 

ARVPWFDA1HEAFPRELESSISF 

r AJNr r Ivrr bbls.tOrL V Kr 

TTPQTTRPGPGTER£APISR*KR 
H PDDTG * FTFTLG I V YCTPGQL P 
PEPYDPNRRSLWLPHWPIINTS 
MVSALVYSEGAPLPSPL 


3912 


34280 


A 


3953 


1 


681 


MGQLLDKNTPSHGARTREECG 
RERLCVSPSQTGDTPRTSAYLC 
VGGPAWSPLSESRPAGSSGCPW 
IKPPDPRYSPIGLCSLLTTEMMS 
RQPRTDLRGQTNPAA\PSAPVPL 
SCSQNLPVWPSLMAGTTWHSP 

L\oroLr WnorUnlN n ttvoKU 

* KSLF WEPTA/YSPLLPSTSP/SS 
KSMQPPKPRSNADSSVQASL1P 
RAMSSPTVSPWIMGNGSQGFD 
H1AVSMWDD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


j91j 


j4281 


A 


j954 


1j6 


420 


RESRNLSRGEESEDPAEPS\RNG 
*EHPLCYLQ*EFLQVLTMLQAE 
GTMHHFRSICQVNRNFLERGH/ 
SPPSPA PPPETHTGSPRPPSGRSR 
IRAYLH 
















3915 


34283 


B 


3956 


1 


3070 




3916 


34284 


A 


3957 


104 


279 


STTHPSVHE/QEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEERKKEC 
SKAQCKHFPLSEVL 


j917 


34285 


A 


3958 


1 


252 


N4T\/r"IUI A CT7HI D\fT.Dn\/C\/Cn 

Ml VClniAMiJJLrVUKlJVoVDD 
qt^i i tt^p Finn i r.nvQPTPcr/ci/ic' 

EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEES 


3918 


34286 


A 


3959 


2 


368 




3919 


34287 


A 


3960 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEKIFLGHRVG1 


3920 


34288 


A 


3961 


1 


577 


MQIPSLHKLKKEEEEEEEEEEEE 
ERRRRJGRGREKKEEEEEEEEEE 
EEEEEEEE\EKKKKEEKKKKEE 
EEEERRRKKKKERKEEEEEE/G 
KEEEEGEEGEEEEEEEEEERRK 
EEEEEEEEGEEEEEEEESCLMGP 
MCVHIHP\DKDLYSLGPPAQRF 
TGSHAELPT*KARRSSSWTAAS 

Un,C A AP HDPDPrCD A 
KU Pi A KU rrKKtorn 


3921 


34289 


A 


3962 


327 


559 


PKGRTPSPSCIHRYPCQTPRPHE 
P*GCHCPEEK/PRPRV WG PSRC 
MPLGSVQEKRPCPAPGGVQGSF 
RVSPLMMLTRL 


3922 


34290 


A 


3963 


1 


577 


MQIPSLHKLKKEEEEEEEEEEEE 
ERRRRJGRGREKKEEEEEEEEEE 
EEEEEEEE\EKKKKEEKKKKEE 
EEEERRRKKKKERKEEEEEE/G 

KDCECUCtUDLIiLLDbDcbKjxlV 

EEEEEEEEGEEEEEEEESCLMGP 
MC VH IHP\DKDL YSLGPPAQRF 
TGSHAELPT*KARRSSSWTAAS 
RGCAARDPPRRCSPA 


3923 


34291 


A 


3964 


157 


272 


WCNGSPLYSGWLVGMESLGR 
MHKDLWTRQPNQDQDLQ 


3924 


34292 


B 


3965 


1 


3723 




3925 


34293 


B 


3966 


1 


573 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3926 


34294 


A 


3967 


3 


424 


AGGQALQGPGQGRGSQGVVG/ 
PGTGSSGAQHLGKHYPVLSGGS 

cd c\\/r:Dci4TDA c Ar.r*vi?r,p d 
CKb WuKon I rAuAUL V KAjrvK 

AGGRPGTGHSRPPGGSCLSPAP 
PNSARWLGLGAPWQAGAGLR 
DPGDWRRGQGGPGWAWCPGQ 
PPAQPHTCPPNSTARY 


3927 


34295 


A 


3968 


3 


1238 


RGAERRAWSRGPACTRRGPAD 

WAAAGAGRPCPQRRGVCCTAA 

VPGAARLSCPTGPGPGDPGRRS 

LTGQGS*GLGAAFGGWTGALP 

SWHS*SQGWQTDPVR*VRGTE 

RDICTGL*QPCPPGGLQTGSGG 

LEHSLPWPGIG1QAP*GPNHPCR 

LPRS*ALSAGG\SGGQALQGPG 

QGRGSQGVVG/PGTGSSGAQH 

HCCPPYTPPG*HPIPSLLALGPQ 

SLQPEWAHSGTASGEQHSAGE 

HGMGTTGH*LPGLCSRCVLGK 

HYPVLSGGSERSWGRSHTPAG 

AGC*VRGRRAGGRPGTGHSRPP 

UujLLjrArrNjAKWLULUAr 

WQAGAGLRDPGDWRRGQGGP 
GWAWCPGQPPAQPHTCPPAGS 
LPGAAPGVLCAA*GPAAGV*A 
GPGPGPGSRR*TRGPSPGAPRPA 


3928 


34296 


A 


3969 


3 


415 


ETGRHRSQQSVSSPPVQPRGKR 
AMYHSAAELVSRGFPRPPVQAP 

a en a r a a crtmcriDA cdac a m 
AtrAOAntO Vlii>yrA5>K'^bA/U 

DG/PDPQSLLAPTNRPCPPGGISP 
ARSEPVPPAPGRAAP*CFPDLPG 
LAPPLC 


3929 


34297 


B 


3970 


1 


657 




3930 


34298 


A 


3971 


125 


524 


E AEA LENQSQPCDTG/PQS AFSP 

rub i ^nrKo^Lb^L-N.v^KY^IJLv^ 

EKLLLSE ATVFAQANELEK* RV 
ILS\GEPLLKQDSKQVQVDLQD 
LG YETCGQS KN E AEQEETTSPE 
HEEHSSRKEMVLVEGLCSEQG 


3931 


34299 


A 


3972 


1 


648 


MGQVWGLVHFTLEVFHTGDEE 
EQEYSEVTEDVTEHVYLPAKA 
KVAKEEEAGIQQARQEGDLEA 
WQFPVRIHPPDQQEN1TATFEPF 
PFKLLKELKQAINQYGPGSPFV 
MGLLKNVTVSSQMIPTDGDPLT 
RACLTPAQFLQFKTWWADEAS 
IQAARNAWAQPQINITADQLLG 
VGGWAGLDAQFVMQDDAIEQ 
LRGVC1RAREK\IT*CGEQYPSF 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3932 


34300 


A 


3973 


350 


1078 


gsn rrsnraeqlrgvcirawe 
k:\itsgeeqypsfsivkqgprepy 
tdfiawlqeslkkviadsaaqd 
1vlwllafdnanpdcqaalrpi 
rgkahlvdyikacdg1rgpag 
rlswlslqgrpagaarctssss 

DWKAQLAPGPHAGPLRCPAFR 
ARQPRLPAVLSAGAAFRDCPLS 
CVQALLGGSAGPGDRLPGHYS 
ALVALSLPFVK.EATMNRWSRN 
HRSAFFLFSANAHGAEGVLSHT 
VASR 


3933 


34301 


A 


3974 


2 


630 


WDNCGLWF1PSWNLFTLMMRR 

KESLMK*QKK*QSRFVCQLKLK 

/PAKEGEVYPYPSAPPPYFEEKE 

WPDPPDLSFLEDAGQKV1APVT 

VQAAPQAIALSSIQAGIQQARR 

EGDLEAWQFPIRIHPPDQQGNI I 

ATFEPFPFKLLKESKQAINQYG 

QGSPFVMELLK.NVAVSSQMIPT 

DWDALAQACLTLTQFLQFKTL 

WADEVSIQAACNA 


3934 


34302 


A 


3975 


264 


634 


WSSRCQHSSRPQASESWFPG*G 
PSFWPRIQGDEKTGAGGHP*LG 
C*PGMTGQGFSTKCQHTCLMW 
GSHWAQEAPENAPGTSCPGSSG 
SWVLRSSLQRQKSAWSPG/ASM 
PAPKMPFLTPSSGFS 


3935 


34303 


A 


3976 


3 


410 


KKKVWREEKERLLKMTLEERR 
KEYLRDY1 PLNS1LSWKEEMKG 

VVJr Pv \DtlN 1 yt. 1 V IVIVOL. I CIS. 

VSLYRGD1/L*VDAIVNAANASL 
LGGGGVDGCIHRAAGPCLLAE 
CRNLNGCDTGHAKITCGYDLP 
AKCEYN 


3936 


34304 


A 


3977 


74 


432 


MLHNLRPRTLTTRTRCPSTPS*T 
TT*ATPPTTTHGSAGPRAAHLR 
RTGTRRWRAPRRARSCTRSSPR 
RA RA A STPPL APA RE L RSPASPP 
SCEQSAAPPSGRNGGNFPESIFV 
KT1NSN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in KSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3937 


34305 


A 


3978 


2 


894 


WGGYGMRTGPRTLTTRTRCPS 

TPS*TTT*ATPPTTTHGSAGPRA 

RTCAAQRTSGSHPSQRRTSSAA 

PGV*RANVFPWAH*MK.RV*TT 

LENLT A/PEM A MPPAPHVIFAT 

DDWAAMVHPSARVPGLDGTG 

ALLVPTGVCAPGPCKCPLTSSS 

VTHTRLKTTLSVPPSARQTGRC 

RSPSDLRCSYPPDEQPVCVPKC 

GSPWVSVLVAWIQSESAVLDPR 

HPQHPYLYPVDMQNLLTNLGE 

PPQARALAAKLLGRPSSSQSGS 

RVPAVWAQAGNATYITVHTLC 

SHN THM SP VR V KRFTHLG 


3938 


34306 


A 


3979 


157 


570 




3939 


34307 


A 


3980 


1 


936 




3940 


34308 


B 


3981 


257 


3934 




3941 


34309 


A 


3982 


210 


4286 


MPLKTRTALSDDPDSSTSTLGN 

MLELPGTSSSSTSQELPFCQPK.K. 

KSTPLKYEVGDL1WAKFKRRP 

WWPCR1CSDPLINTHSKMKVSN 

RRPYRQYYVEAFGDPSERAWV 

AGKAIVMFEGRHQFEELPVLRR 

RGKQKEKGYRHKVPQKILSKW 

EASVGLAEQYDVPKGSK.NRK.CI 

PGSIVKLDSEEDMPFEDCTNDPE 

SEHDLLLNGCLKSLAFDSEHSA 

DEKEKPCANKSRARKSSDNPKR 

T*L*KRATYNFEAH 


3942 


34310 


C 


3983 


163 


309 




3943 


34311 


A 


3984 


72 


424 


RNCGTARSQHEPLGSWLQDTP 
QPP*TLEL AGN LPG D/F * PGPG K 
EQGMFVCHPIRQPLPRPLPGSSH 
QSMPTAQPPLSSSSALLPALPAG 
FPVTQGQWTKLQVQAPAPFHL 
PPQVEAV*AFYQKQMLVPCSL* 
SMPTAQPPLSSSSALLPALPAGF 
PVTQGQWTKLQVQAPAPFHLP 
PQVEAV 


3944 


34312 


A 


3985 


1 


347 


KWQRFVLTG1DTYSRYEFAYPA 
CHASTKTTIHGLMEFLIHHHGIP 
HSIASDQGTHLMAKEVRQWAH 
AHGIHWSYHVPHHPEVAGLIER 
WNE\GLLKSQLQHQLVNRLRRE 
LQCWLG 


3945 


34313 


A 


3986 


1 


1716 
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SEO ID 

NO: 


SEO ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3946 


34314 


A 


3987 


1 


737 


MSSVLLRL1YQLTQKTASFEGG 

PEQKALQQ1QAAVQAALPLGPY 

DPANPMVLEVSVADRDTVWSL 

WQVPIGESQLGFWSKALPSSAD 

NYSPFERQLLACYWALVETEY 

LTMGHEVTMLPELPIMTWVLS 

DPSSYKPAPMASWGVPYGQLT 

EEEKTRAWFTDGSARYTETTR 

KWTAVAIQPLSRTSLKDSNEGK 

S SH QQ AKNGITV L AG VIDPD YQ 

DE1SL/LTPQWRCHPGSSVWRAS 

SLGISHPP 


3947 


34315 


A 


3988. 


2 


384 


CGRSGYWHSSVATKITRLRML 

DPPPHPk'I PPnni\4TPT "M+WI PI 
Kr ivC,UIvl\.L.r rUUllVlIrL.rN rvLKL 

rrLib/rbLL,3nL^AlS.lS.LiV I MLAu 

VTDPDYQDEISLLLHNGGTGKS 
PHISDTFYGSKVASCQNTGPEK 
QDETQAQETAVYKSQIFGS 


3948 


34316 


A 


3989 


3 


1273 




3949 


34317 


A 


3990 


3 


341 


GLGRRQPAGSWPERRPGPSA\R 

T?CTAT>T>T?rTinA PC*TPDf:CriPl.I 
Kb 1 ArKKLUl^Acc) I cKljoyrl I 

Vl^O^)uK Wu VCJVlRlrbHoOrvo 

PDVSEVSKSRNSIISTAVTHAVV 
APEGLKRNGGGSHLRSSRGHR 
AVIF 


3950 


34318 


A 


3991 


44 


243 




3951 


34319 


A 


3992 


40 


558 


LGS1QVMQAVRNAGSRFLRSW 
TWPQTAG*QMTAPSSPPPPPGL 
CSYSCPLSHP/SLPVTVRPWPSPS 

SSKTLRPSRKLNRTRLPATPSSG 
EPHI -DQPSGDPQPLTL A RHPPES 
EPVNFQLCHLLSVGPYANKSEP 
QPSHLKMRIMLREVVR1T 


3952 


34320 


A 


3993 


335 


581 


RRHLFLQWGQRAWRLQVAAA 
GTTRPTSAMGIRCSEGAAARAT 
AARATAGPEPLE/PAANPPPPL 
TASALRAPPSFVLPQCTR 



420 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


3953 


34321 


A 


3994 


216 


1159 


SWHGPPGANTVAAAAGPEE\K 
AALK.LRPTHC.WPVRATDVHDV 
ILKASGESEWRGGSRASHQMSP 
VAMATALGEGVPVRGPAAGSL 
RLLPGSSAPLGRDAISSCNGVN 
GLETTGGRCRHNAPNKRHGDP 
LLEGAAAR/AQAARA*TAGPEP 
LE/PAANPPPPLTASALRAPPSF 
VLPQCT A A PRDPS A AG A AN * G 
KAQSRNC *NEPF A YGGGTHGT 
GAG AAVTVAADGN*LGSIQVM 
Q A VRN AG SRFLRSWTWPQTAG 
PWPSPSF/VFPAGSWPERRPGPS 
AQALDSSKTLRPSRKLNRTRLP 
ATPSSAFTLPFQERRAL 


3954 


34322 


A 


3995 


1 


738 


MTKRGHGTAWAVASKSASPKP 
WQLPHSVEPVGTEKSRIEVWEP 
LPRFQRMYGNTWMSGSSLLQG 
NQNLHAERYCNSTLERNDTPIE 
SLKPKRESEDGLGEHNGSTMEE 
VGAETRVQRHWVRVSMTELAL 
ASDAHMWGSNPGQRVTGVMV 
GECGTMLGDTQVLLSNPCGDR 
ARRAYSTAPDYAVCGNGGKVK 
LNEQRFGSTNKQGKAAYWME 
ALRPEPLCWQSNYPEAAAVGK 
PKAAYTKKLHGEDS*AIPVVTE 
LGERIAQLLIMLYVVKWGKSEIK 
RT/G/GFGSTNKQGKAAYWME 

PK AAYTKKLHGEDS 
















3956 


34324 


A 


3997 


] 


122 




3957 


34325 


A 


3998 




156 


















3959 


34327 


A 


4000 


1 


201 




3960 


34328 


A 


4001 


56 


207 


EEKKEKEKEKEKEK/EEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 


3961 


34329 


A 


4002 


1 


174 


MNRC*RHIYSSNEVH*KEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 


3962 


34330 


A 


4003 


1 


278 


MTSYK.FTEPKNGIWQLHEAAQ 
LDTTYNKLNKKEEEEEE\EEEEE 
EEEEEE\EEGEGEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEGVIL 














DLPREEYALLPAGPRRRCRHTH 
RYEPNPEFGAKHSCPAA*HRAA 
PATSDTQE*HRSNAFGEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEETLFSNM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3964 


34332 


A 


4005 


3 


122 


TEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEGEEEEXEEEEE 


3965 


34333 


B 


4006 


1 


300 




3966 


34334 


A 


4007 


1 


1226 


MPSSKGVHVHSPPRYLAAKDF 

KM IN KELT A ATFM E V I AEDNRF 

1YDGIDSNFEPELVFLEFFEALLS 

FAF1CVTDQMTKSYTNVPADD 

VSGNKHET1YTILNQDAQNKSP 

SAVMSHESDAAHSDSARSSSSK 

LELSPDVNK1RKSEAMVKEKKK 

ADKKGEKSARSPSSLSDNLDFS 

KQDGNTTRQEMSPAGVPLLGM 

QLN E VK PKKDRQN VQQNE DAT 

QYEESILTKL1VESYEGEKVRGL 

YEGEGFAAFQGGCTYRVSCPFE 

NLQEGEEGRLCEECPDEPRRVH 

VAGRSMYEGEVVNGMRNGFG 

MFKCSTQPVSYIGHWCNGK.RH 

GKVGEVATWRAEKKKKEEEEE 

EEEEEEEE\EEEEEEEEEEEEEEE 

EEEEEEEE\EEEEEEEEEEEEEEE 

EEEEEEEEEEKIRP 














LLSI VQAF. AVSENSHP1LPR VSR 
SGWGQKEEEEEEEVEEEEEEEEE 
EEEEEEEEEEEEEE\EEEEEEEEE 
EEEEEEEEEEEEEEGRRRRRSSP 
SCYS1TPELSCKLGHR 


3968 


34336 


A 


4009 


93 


705 


ESSTQTCSGFWTGCTALHRWR 
GMPERCPPESRDS*TRFPQSSLP 
GHKT/SEKEEEENRKEEEEEEKE 
KEK/EEEEEEEEEEEEEEEEEEE 
EEEEKEEEEEEEEEQEEEEDDEE 

PPPPVC/-*c\/xi\/ci jpi D\XfpiDk r A 
££c.c.lv;>t_-o V IN V 3Llr,Lr WLJrlvA. 

YSRJLAPLSSQPG PAVKVPTEHLI 
AKLEDCVQGFTYLTVEICRWAR 
AVTGAQELGVDYPRNEKCKPH 
NNGYDND 


3969 


34337 


A 


4010 


1 


3189 




3970 


34338 


A 


4011 




5127 




3971 


34339 


A 


4012 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KR]SRQ/ 
KTLQARRQSWFFEK1NKIDRPQ 
ARLIKKKREKNQIDTIKNDKGD 
ITTDPTEIQITIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRPITGSE1EAITNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEGILPNSFYEAS11 
L1PKPGRDTTKKGNFRPISLMTM1 
DAK1L 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3972 


34340 


B 


4013 


1 


3570 




3973 


34341 


A 


4014 


1 


2347 


MELKTKARELHDECTSLSSRFD 
QLEERVSVMEDEMNEMNLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQS1EKEGILPNSFYEPSI1 
LIAKPGRDTTKKENFRPISLMNI 
N AKILNKMLANQIQQHIKKLI H 

hdqvgfipgmqgwfnirks1nv 

iqhinrtkdknhmiisidaekaf 

dkiqqhfmlktlnklvlevla 

rairqekeikgiqlgkeevkvsl 

faddmivylenptvsaqnllkl 

1gnfskvsgykinvqksqafly 

tnnrqterqimselpftiaskri 

kylgiqltrdvkdlfkennk.pl 

lkevkedtnewknipcswvgr1 

nivkmailpkviyrfnaipiklp 

mtfftelekttlkfiwnqkrac 

1aksifsqknkagg1tlpdfkly 

y katvtkta wy w yqnrdi aq 

wnrtepseimlhiynyl1fdkpe 

knkqwgkdslfnkwcwenwl 

aicrkvkldpfltpytkmnsr 

wikdlnvrpktiktleenlgiti 

qdigvgkdfmsktpkamatka 

kidkwdl1klksfctakettirv 

nrqpttwek1fatyssdkglisr 

1ynelkqiykkktnnp1kkwak 

DVNRHFSKED1YAAKKHMKKC 
SSSLAIREMQIKTTMRYHLTPV 
RMAIIKKSGNNRK1Q/GGIWCD 
R1L*R*TTCRVAKE1QSL*RRI/W 
KRLQRTLSJPVLDAV*PPMF*AS 


3974 


34342 


A 


4015 


1 


5073 




3975 


34343 


A 


4016 


1 


3297 




3976 


34344 


A 


4017 


1 


3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQE1WDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQAN1QIQEI 

QRTPQRYSLRRATPRHI1VRFTK 

VEMKEKMLRAAREKDRSTRQK 

VNKDTQELNSALHQ A DL1D1 YR 

TLHPKSTEYTFFSAPHHTYSKT 

DHIVGSKALLSKCKRTEIITNYL 

SDHSAIKLELR1KNLTKSRSTTW 

KLNNLLLNDYW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SF.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 


3977 


34345 


A 


4018 


1 


2666 


MVKGSIQQEELTILNIYAPNTG 

APRF1KQVLSDLQRDLDSHTL1 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSK.ALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHMEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKQERSKIDTL 

TSQLK.ELEKQEQTHSKASRRQE 

1TKIRAELKEIETQKTLQK1NESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDTIKNDKGDITTDPTEIQT 

TIRESYKHLYANKLENLEEMDT 

FLDTYTLPRLNQEEVESLNRPIT 

GSEIVA11NSLPTK.KSPGPDGFTA 

EF Y/PES YL * QTHRQY HTE W AK 

TASIPFENWHKTGMPSLTTPIQH 

SVGSSGQGNQPGEGNKGYSIRK 

RGSQIVPVCRRHDCLSRKPHRL 

SPKSP*ADKQLQQSLR1QNQCT 

KITSILIHQQQTNREPNHE*TP1H 

NCFKENKIPRNPTYKGCEGPLQ 

GELQ'ITAQGNKRGHKQMEEHS 

MLMGRKNQYRENGHTAQGNL 

QIQCHPHQATNDFLHR1GKNYF 

irvHMPPk'ii'QPHBnuw PicPk'pn 

Jx V MlVlcr N-Norrl KV^ V INrrvr 

SWRHHTT*LQT1LQGYSNQNSM 
VLVPKQRYRSMEQNRALRNNA 
AYLQLSDL*QT*EKQAMGKGFP 
1**MVLGKLASHM*KAETGSLP 


3978 


34346 


A 


4019 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YTFF/LAPHHTYSKIDHIVGSKA 

LLSKCKRTEHTNYLSDHSAIKL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVRNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ER1TKSDRPLA R L I K.KKREKNQI 

DTIKNDKGDIT 


3979 


34347 


B 


4020 


1 


3765 




3980 


34348 


A 


4021 


1 


4791 




3981 


34349 


A 


4022 


1 


3297 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


3982 


34350 


A 


4023 


1 


3170 


MVKGSIQQEELTILNIYAPNTG 

APRFiKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1D1YRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMK.TEIKMFF 

ETOENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKEERSK1DTL 

TSQLKELEKQEQRHSKPSRRQE 

ITKMRAF.LKEIETQ 


3983 


34351 


A 


4024 


281 


3030 


KPRLENYMKNAEASRADAINW 

KKGY/LVMEDKMNEMKREGKF 

REKR1K.RNKQSLQEIWDYVKRP 

NLRLISVPESDRENGTKLENTL 

QDIIQENFPNLARQANIQIQEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKEIQTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSEI 

VAIINSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQSIEKEGI 

LPNSFYEAS1I 


3984 


34352 


A 


4025 


1 


3290 


MGEL1TPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRIKNLTQNRSTTWKLNN 

LLLNDYW1 HNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEK.QEQTHSKASRRQEI 

1 MKAbLlsJilbl yrv 1 LyrvllNbaK 

SWFFERJNKIDRPLARL1KKKRE 

KNQIDTIKNDK * 


3985 


34353 


A 


4026 


1 


3573 




3986 


34354 


B 


4027 


1 


4251 




3987 


34355 


B 


4028 


1 


3065 




3988 


34356 


A 


4029 


965 


4089 


T WKGTTSTS RCKI M PK Y RSTRQ 
KVNKDTQELNSALHQADLID1Y 
RTLHTKSTEYTFF/LAPHHTYSK 
IDHIVGSKALLSKCKRTEIITNY 
LSDHSAIKLELRIKNLNQSRSTT 
WKLNNLLLNDYWVHNEMKAE 
I K.MFFETN ENKLDTTYQNL WDA 

KIDTLTSQLKELEKQEQTHSKA 
SRRQE1TKIRAELKEIETQKTLQ 
KINESRSWFFERINKIDRPLARLI 
KKKREENQID 
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NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SKQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3989 


34357 


A 


4030 


523 


3981 




3990 


34358 


A 


4031 




3429 




3991 


34359 


A 


4032 


1 


3156 




3992 


34360 


A 


4033 


2 


4943 




3993 


34361 


A 


4034 




6747 




3994 


34362 


A 


4035 


1 


3928 


MAAWNLLLKSYAYWGGLRKE 

DFH CL DRKTL RT V SFLAALLSY 

ESIGGKGKLTTRKDIYTENPSV 

HHHHQRPKVDKTTKMGKKQN 

RKTGNSKMQSASPPPKERSSSP 

ATEQS WMEN DFEELREEG FRRS 

NYSELREDIQTKGKEVENFEKN 

LEEC1TRITNTEKCLKELMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMNEMKREGKFRDK 

Rl K.RN EQSLQEI WD YVKRPNLR 

LIGVPESDVENGTKLENT 


3995 


34363 


A 


4036 


1 


3638 




3996 


34364 


A 


4037 




3585 


SNSH1TILTLNVNGLNAP1KRHR 
LANW1KSQDPSVCCIQETHLTC 
RDTHRIKIKGWREIYQANGKQK 
KAGVAlLVSDK.TDFKPTK.IKRD 
KEGHYMMVKGS1QQEELTTLNI 
YAPNTGAPRF1KQVLRDLQRDL 
DSHTLIMGDFNTPLSTLDRSTR 
QKVNKDIQDLNSALHQVDLIDI 
YRTLH PKSTEYTFFS A LH H1YSK 
IDHTVGSKALLSKYKTTEIITNC 
LSDHSA1KLELRIKKLTQNRSTT 
WKLNNLLLN 


3997 


34365 


B 


4038 


877 


8907 




3998 


34366 


A 


4039 


1 


450 


QGSPSGSRE*NSQSSAGPQCALP 
PAMA*VPLSWRSMGKWWKRT 
SCTSDST*PPSERRHWRSRKSPS 
AMPASFRCSSASAREMLP*KKG 
RCAAGSGIAPGPPETWGRTGGC 

YPSSSSEAHGGPGRNGRSD 


3999 


34367 


A 


4040 


2 


522 




4000 


34368 


B 


4041 


102 


186 




4001 


34369 


A 


4042 


2 


5417 
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SEQI1> 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
ot peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4002 


34370 


A 


4043 


45 


1585 


KQPSGLLKFGNLILKCHPPSLTH 
MLSQPCA\EAPTPDPNWELA\LY 
IHPSSGIMSATVSFWSIGTAWLE 
AQGIWEP\FRRRLS\FEASNPPFD 
VGRPFDLRRIVGISSEGNLNTLS 
CDPGHSRGFCGAGGSSSRPSAG 
SHKQ*GPSGHPHSSHSNRNSAD 
VDDVRAYNSGRTSSMTSAQAA 
SSQPANKTRPLVLDSNTGAQGH 
SAGRKSKGAKQSQHGSQHHAH 
SPLEQHPQPPLPPPVPQPQEPQP 
ERLSPAPLAHPSHPERASSARHS 
SEDSDITSLIEAMDKDFDHHDSP 
ALEVFTEQPPSPLPKSKGSTEGG 
PASTFTQAVDGGIQFFTDCWTE 
GPSSSLLAVAREVQLALC1HELL 
IHGFSQLQVSGGPGAMPDPAAH 
LPFFYGSISRAEAEEIILKLAGM 
ADGLFLVRQCLRSLGGYRQLN 
GTYAIAGGKAHCGPAELCEFYS 
RDPDGLPCNLRKPC1PPSGLEPQ 
PGSSTACETPWARPRSRPSSARP 
RRWRSSLLRRTTSGCPGTTAA 


4003 


34371 


A 


4044 


1 


1773 




4004 


34372 


A 


4045 


1 


663 


MALWTLRPTPLLVTCMLICAPG 

VMGAVVAPLTILGGPLLIRAAW 

YTAGIVGGLSTVAMCAPSEKFL 

NMGAPLGVGLGLVFVSSLVDQ 

MGRWFVAGGAAVGLGALCYY 

GLGLSNEIGAIEKAVEYWFNSF 

VC H SNQQN AC SH ELHDERLLG 

DMG LPILH AM LLRRLPS VDSQN 

ALSS1MLLHTALP*QSAERLFS* 

TS**EALG*YGFAYPACNASAK 

TTIRGLTECLIQHHVTPHSIASD 

QGTHFTA KEVQQWAHAHG IH 

WPYHVPHHPEAAGL 


4005 


34373 


B 


4046 


147 


330 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4006 


34374 


A 


4047 


485 


1568 


GEGYK.ADLAAATVECPICQQQ 
RLTLSPQYSH1PQGDQPTTW*Q 
VDCIGPLPSWEGQRFVLTGIDT 
YFRYGFAYPACNASVKTT1HGL 
TECLVHHHGVPHGIVASVQGTH 
FMA*EVQQWAHAHGIHWSYH 
VPHHLEAAGLIEQWNGLLMSQ 
LQHQLGDNTLQGWGKVLQKG 
VYALNQCS1YGTVSP1ARIHGSR 
NQGVEVAPLKITPSDPLAKCLL 
PFPKALHSACLEVLVPEGGTLP 
PGDTTTIPLNWrCLRLPPRHFGL 
LLPLSQKAKKGATVLAGVIDPD 
YQDE1 SLLLHIGG KEE YA WNTG 
DPLGRLLVFPCHV1KVNGKLQQ 
PN PG KTANDPDPSGM K V* VTPP 
GKKNPRPAEVLAEGK 


4007 


34375 


B 


4048 


182 


662 




4008 


34376 


A 


4049 




2250 




4009 


34377 


A 


4050 




1326 




4010 


34378 


A 


4051 




1614 




401 1 


34379 


A 


4052 




2586 




4012 


34380 


B 


4053 




1954 




4013 


34381 


A 


4054 




705 




4014 


34382 


A 


4055 




1833 




4015 


34383 


A 


4056 


1585 


4128 




4016 


34384 


A 


4057 




1425 


MARG/NA1TLPV/CGRAVKFT/L 
EVLRGDSVEKTSRVWSGNERD 
QELLTEDALDDLIPSFLLTGQQT 
PAFGRRVSGVIEIADGSRRRKA 
AALTESDYRVLVGELDDEQMA 
ALSRLGNDYRPTSAYERGQRY 
ASRLQNEFAGNISALADAEN1S 
HKAHKYFVFEANTGTETGYQG 
EESLFNKAYYGGGTNFFRKESQ 
KLQQSAKKRDAELANGALGIIE 
LHNDYTLKKVMKPLITSNTVTD 
E1ERANVFKMNGKWDFADFGT 
Tl KQDFRLLGQTS VDRLLQLSQ 
GQAVK.GNQLLPVSLVKRKTTL 
APNTQTASPRALADSLMQLAR 
QVSRLESGQQSSKQKKAIQTAI 
RKNKEANAVLARLNSELQQQL 

VnCA HFP PDDT V(^T~^I7P I I r.ATQ 

KAjrAIJr KJcrrllvl^lJrKLLvj^ I o 

VDRLLQLSQGQAITELCGAKRV 
GYFGPTQFY1ALKL1AAAQSGLP 
VR1ESIKCGNSYDHDYEFELGTL 
VLPRSLEGFALSLNCGEHYWL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4017 


34385 


A 


4058 


1461 


2496 


NKRNHQSVCHAFIRIP\AAPMV 

DSLIARVGVMARGNAITLPVCG 

RDVKFTLEVLRGDSVEKTSRV 

WSGNERDQELLTEDALDDL1PS 

FLLTGQQTPAFGRRVSGVIEIAD 

GSRRRKAAALTESEGTPAFGRR 

VSGVIEFADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAENISRKIITRCI 

NTAKLPKSVVALFSHPGELSAR 

SGDALQKAFTDKEELLKQQAS 

NLHEQKKAGV1FEAEEVITLLTS 

VLKTSSASRTSLSSRHQFAPGA 

T\/l Vl^f.nifMVI XII ni?QP\7PTP 
1 VLi rvLiUlvlVI VJLfNLiJIvSlvV rlc 

C I EK 1 E A I LKELEK PAP 


4018 


34386 


A 


4059 


340 


2067 




4019 


34387 


A 


4060 


1 


1959 




4020 


34388 


A 


4061 


1 


2319 




4021 


34389 


A 


4062 


1 


1587 




4022 


34390 


A 


4063 


964 


1757 


GYSGSKPDVITLLEQGKEPCVV 

ARDVTRRQCPAAPMVDSLIAR 

VGVMARGNA1TLPVCGRDVKF 

TLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

R Y A SRLQNEF AGNI S A LAD ANN 

1SRKNITRC1NTAKLPKSVVALF 

SHPG/ELSARAASQRQQCGYHK 

LHDKQRLLRG *KGNICAKLLN E 


4023 


34391 


A 


4064 


1 


1554 




4024 


34392 


B 


4065 


1 


1599 




4025 


34393 


A 


4066 


1 


682 


MKRAPVIPKHTLNTQPVEDTSL 
STPA APM VDSLIARVG VMARG 
NAITLPVCGRDVKFTLEVLRGD 
SVEKTSRVWSGNERDQELLTE 
DALDDL1PSFLLTGQQTPAFGR 
RVSGVIEIADGSRRRKAAALTE 
SDYRVLVGELDDEQMAALSRL 
GGATQAFAKENNQKAHTKKRT 
ASLILHAMICCRSLNSSKTKNT 
KCLNSINQRLKILSLQK.DLMCG 

1 AOKClv 1 L. 1 t-v 


— — — 


^104 


- — 


— — 




9448 




4027 — 


i^395 


— 


4068 




2541 




4028 


34396 


A 


4069 




828 




4029 


34397 


A 


4070 




1899 




4030 


34398 


B 


4071 




1686 




4031 


34399 


A 


4072 




1437 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4032 


34400 


A 


4073 


1 


3417 




4033 


34401 


A 


4074 


1 


3826 




4034 


34402 


A 


4075 


812 


2578 


FIRDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGHSNGN 

GQVSPIFHQTSSSTIRSCSCHLLT 

LNFLTLQLNTSDIAVFHSTPKLL 

LVTSTITHMGLNTSQAQSVPV1 

NSVAGSLAALQPVQFSQQLHSP 

HQQPLMQQSPGSHMAQQPFMA 

AVTQLQNSHK.FSHRSHGPGQS 

NDACSEPTNKKMRRNRFKWGP 

ASQQ1LYQAYDRQKNPSKEERE 

ALVEECNRVWQARRLGAFGKE 

DVHVSFAARRGAKFRHQTLLG 

RRSSIPAAPMVDSLIARVGVMA 

RGNAITLPVCGRDVKFTLEVLR 

GDSVEKTSRVWSGNERDQELL 

TEDALDDLIPSFLLTGQQTPAFG 

RRVSGV1EIADGSRRRKAAALT 

ESDYRVLVGELDDEQMAALSR 

LGNDYRPTSAYERGQRYASRL 

QNEFAGNISALADAENISRKIIT 

RCINTAKLPKSVVALFSHPGELS 

ARSGDALQICAFTDKEELLK.QQ 

ACKL\HEQKKAGVGDNS1DSW 

KNAGRVFKDSDKFDANDP1LK 

DQTQE WSG SATFTSDGKI RFI L 
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SEOID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4035 


34403 


A 


4076 


1474 


3367 


REEGANSECLGRHGFKK.MLYV 

KRDEVGK.GQIRLETVFEQA1DQ 

RFSTDTSLSTPAAPMVDSLIARV 

GVMARGNAITLPVCGRDVKPT 

LEVLRGDSVEKTSRVWSGNER 

DQELLTEDALDDLIPSF\LLTGH 

KTPAFGQRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

1SRKIITRCINTAKLPKSVVALFS 

HPGE\LSARSGKCMVPTESAPH 

VTVLGCQCGPLGLENGLKEGY 

LG R STLDM E A WQPLQE F YLHN 

LITGQMFEIAVTQNNSKINSSSP 

TTEQSWM ENDFDELTEVGFR R 

SVITNFSELKEHVLTHRKEAKN 

LEKSDGENGTK.LENTFQDIIQE 

NFPNLARQVNIQIQEIQKTPQRY 

SSRRATPGHIIVRFTKVEMKEK 

VLRAAREKASLAPENLDNSKIR 

PVVILFHYGESWNLLRADQRL1 

FAKSWPRASRYQQGHQDLFILR 

SDLPSQVF1RDKLMERRNRRTG 

RTEKARIWEVTDRTVRTWIGEA 

VAAAAADGVTFSVPVTPHTFR 

HSYAMHMLYAGIPLKVLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRVQFAMPESDAVAMLKQLS 


4036 


34404 


A 


4077 


794 


4235 


RVSRGRKWFF1ALKRMPAMKK 
AMNLFLGLSNVRTVHPEGFTV 
YISTHISFPSLSGYRTGLRSFGLV 
KQKKSPIRMPCVYTNTLCQYR 
KPDGSGIVSLKIDWIIERYQLPQ 
SYQRMPDFRRRFLQVCVNEINS 
RTPMRLSYIEK.KKGRQTTHIDL 

vwr.wvpm HiHicnTi i ppvi n 

Y ovj W V rL'L*r1IriAtL' 1 Ll_.rr I Lu 

EKDDVTYAIKPTCWPGLDIIPSC 
LALHRIETELMGKFDEGKLPTD 
PHLMLRLAIETVA 


4037 


34405 


A 


4078 


1 


2574 




4038 


34406 


A 


4079 


1 


536 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4039 


34407 


A 


4080 


368 


1449 


LKSTNLITFLRLFVPQMPLAYM 
KFTPSGLVAACAPWLRQRRVV 
QLGQ1AFSAP/YLSQMVRQEMY 
NRYGESAYEDGYR1YTT1TRKV 
QQAAQQAVRNNVLDYDMRHG 
YRGPANVLWKVGESAWDNNK 
ITDTLKALPTYGPLLPAAVTSA 
NPQQATAMLADGSTVALSMEG 
VRWARPYRSDTQQGPTPRKVT 
DVLQTGQQIWVRQVGDAWWL 
AQVPEVNSALVSINPQNGAVM 
ALALLlsTNARPWYLGAQPRDSTI 

lr L^ruAnrLLUr Js. 1 V uLKIN 
A ARKSCAETRLVPDARANSGK.L 
VRRYRKYRRQYHKSKSRHQPL 
RQQQPVRLDWRNVDNQYALT 
TRFLYQSLQRHAQLNVPLFHVL 


4040 


34408 


A 


4081 


1420 


1842 




4041 


34409 


A 


4082 


407 


1347 


GR1RVH1HKDGRADGGSQPGVT 

AIQQQLPFAFAFPN*SY*TESAW 

AQSIKAGPWWLRDQVDGPAGR 

LAALPQR/SLINAVSTRMEGISG 

A FNTANPACST* FLCSLLILPSLF 

STALPNFRLSAMVSDCT1SNMV 

WST/SAVTDWSCTPLD*ERKHR 

GTARLTTGKGVGMDRDKQVST 

LFLGFCYAHLQWNEDVF1ARH 

VHLH1ALFLDQRAQTASYLQYH 

IrrAKr V rrHK lUVrAl VAKLK 

HNDNRT1APCFTRLWTTLRWR 
HLLFEV A FV V I LQQRQQR VL H I 
LC1GR1EVHHQTLFKPGDRRKG 
KQLRFYVLL 


4042 


34410 


A 


4083 


1 


649 


MRHGYPARANVLVKVGESAW 
DNNKDYRYAKALPTYGPLLPA 
AVTS/ANPQQATAMLADGSTV 
A/LSMEGVRWARPYRSDT/QQG 
PTPRKVTDVLQTGQ/QIWVRQV 
G DA WWL AQV/PE VN SAL VSIN P 
QNGAV/MALVGGFDFNQSKFN 
RATQALRQAGAHLPAHSQSGH 
HQQTAR*KSNFCARM*TPDQLS 
W**KNCPFRLSPT*QRQWSLRR 
YRPVSQRTSF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4043 


3441 1 


A 


4084 




551 


WRA AG PE PC PTG RQLRP/AGDL 
ACSAAAGPGAEPFTAPLALAGR 
SK.CGAAEPAPTQNSRWPMSPH 
LSLHASPQAEGAGSGL/VPAPR 
A AAG*RAPQMRP/VVGAEAEE 
APnp*PPPt?uPA PHAQnwpvr.r 

ArUI crLKnrAI nAoynKiuL 
HPQ/A A FPPPHPA PHA WHCVH 

CHPSGLNPAGTQHPMPASTGTA 
AIHRGTLPAPSSP 


4044 


34412 


B 


4085 


1 


1029 




4045 


34413 


A 


4086 




2157 




4046 


34414 


A 


4087 


1258 


1838 


TQVVFITSAWGLGEMVVQGAV 
NPDEFYVHKPTLAANRPAIVRR 
TMGSKK1RMVYAPTQEHGKQV 
KIEDVPQEQRDIFSLTNEVEVQE 
I AQQA VQIFKHWGSPMD/IEW/ 
AK.DG/HTGNGHVQALRNRCPE 

J\ K \J n tv Jvl K. 1 r U K.1 L r K. r 1 kj K 1V1 A O 

PKTR1EHTSVTV1SNRRKIKTEN 
RGHKGYEDRKLHEDLQLRHQS 


4047 


34415 


A 


4088 


2806 


3540 




4048 


34416 


B 


4089 


1 


1251 




4049 


34417 


A 


4090 


341 


946 


GLSSVGQSVNDHLPWT*GLSSV 
GQSVNDHLPWT*GLSSVGQSV 
NDHLPWT*GLSSVGQSINDHLP 
WA*VLSSVRQSIDDHLPWT*VL 
SSVRQSIDDHLPWT*GLSSVGQ 
SVDDHLPWT*GLSSVGQS1DDH 
LPWT*VLSSVRQSIDDHLPWT* 
GLSSVGQSVDDHLP*M*GLSSV 
RQ*VT*AKVNPKISAVTRNRGS 
VESPHLEGRSLKVQVFIPQVED 
MSWGPPWLWVEGESWT 














VLGGGSEEKAPLWWSGPMVLP 
GAHSMKT*LPHTHVEFGFACLA 
SAGAQDVGMEGPRHTTENSVT 
GSPSHFPPRASQHRRG1CRPHAG 
RATADF 


4051 


34419 


A 


4092 


596 


905 


GLSSVGQSIDDHLPWT*VLSSV 

RQSIDDHLPWT*GLSSVGQSVD 

DHLPWT*GLSSVGQSVDDHLP 

WT*GLSSVGQSVDDHLPWS*G 

LSSVGQSVDDH LPWT*GLSSVG 

QS1DDHLPWA*VLSSVRQSIDD 

HLPWT*VLSSVRQSIDD/HSSMD 

VRSV*CRTISR*PSSMDVRAV*C 

RTINR*PSSMDVSAV*CKTINR* 

PSSMDVRSV*CRT1SR*PS\P*T* 

GLSMSL1PSQLCGLSAVTPFSAV 

TRNRGS\ENHPILKAAASRSKSS 

FPRLK.T 



433 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4052 


34420 


A 


4093 




1 194 


SLGPRSHSCCRSDYRSGTTVPL 

VLLPVCGVPALLVFALLSPLCV 

VCSALCGGLLPVLRASLFLWCV 

AFLAGLVFVFGFAFFGSLVRGR 

FLVVVPFFLLFALCRLLFLVCW 

LRSFGACPVSVCVAGFACFAGL 

FLVLVSLLSSGFGFRLSFSCVVG 

SLCLPGFAFRAFCLFFLPCVGPA 

LLAFPGFCGPSSPSLSYGGLFAP 

WSCALLGFFGCLGWSAPGFLSS 

FGLSVRVLSLPCASGLRSLSGC 

ALVPGLFLPWVFSPRSLRPLVSF 

GCLLCSFVSH\NMDWIKES\AG 

VA/IArfTMP* WT P\/1T FFflCVPT TC 
IS. Vl^/LlfNr WLrv ILr rLli V rL, 1 o 

KA ATAKPLMRMG\RALTVSQL 

T/tW/ACFA AVVr.I F1I PT+PTTI \/ 
1 /AVAirAAV Y ULMLr 1 rILV 

GAVQMDDTGTTRJGICLVSNHP 
FFIRVLLGVALTVCFGFVLGSF 


4053 


34421 


C 


4094 


70 


1950 




4054 


34422 


D 


4095 


262 


4347 




4055 


34423 


A 


4096 


2 


458 




4056 


34424 


A 


4097 


2 


445 


QPTERGLCASLKPSRAAIKSQSS 
KVISFDSMSH1QGTVVQGVGSQ 
GLEQQYRSGVAVFRLHSFSURL 
LSACEFSRCRVQAVSRS1ILGSG 
RWQPPSHSSTREWPSGHTVWG 
LQPHISPLHCPSKDSL*GLCLCN 
KLPPENLGFSYVL 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4057 


34425 


A 


4098 


1 


2589 


MVWFLKNVNHGTHTNAKKYN 

DVENKERTGWKWGSTEYLLCA 

RPLRKGNVGLSGDVFLTVFVM 

KTGHSSSLLPSTTTSDSTAQEGY 

ESRGGMLDWKHLLDSPDSTDP 

LGAVSSHNHQDK1CAMLKDGEE 

RPFNEPGVFHLLADHQLTQKV 

ASIPGSAVCAYDMLDIASVFTG 

RFKEQK.SPDSTWTPVPDERVPK. 

PRPGCCAGSSSLERYATSNEFPD 

DTLNFIKTHPLMDEAVPSIFNRP 

WFLRTMVRYRLTKIAVDTAAG 

PYQNHTVVFLGSEKGI1LKFLAR 

IGNSGFLNDSLFLEEMSVYNSE 

KKWSTAKPVRVTIILNPGQASF 

C 1TLRETV/C * RRKHI WCPP Y RC 

TLQ*HFCPCH\CLSGKETLCRVT 

GGMKVKADRDESLPYAAMLA 

AQDMAQRCKELGITALHIKHR 

ATGGNRTKTPGPGA\SRPSSPCP 

LGCLK7WQTLFPRRRLRWPQGG 

RRKRSQLEAQRVIRESYLKGHD 

QLVPVTLLAIAVILAFVMGAVF 

SGITVYCVCDHRRKDVAVVQR 

KEKELTHSRRGSMSSVTK.LSGL 

FGDTQSKDPKPEAILTPLMHNG 

KLATPGNTAKML1KADQHHLD 

i tai ptppctpti nnii'PifPCpnQ 

REWERNQNLINACTKDMPPMG 

SPVIPTDLPLRASPSH1PSVVVLP 

ITQQGYQHEYVDQPKMSEVAQ 

MALEDQAATLEYKT1KEHLSSK 


4058 


34426 


B 


4099 


1 


1299 




4059 


34427 


A 


4100 


95 


502 


FPE1PQSCREGAPGPAKPGG PRA 
REPCPNRTAASWGVHCEDGGS 
TVRTGGPL*GRGVHREDGASSP 
QHPPRRGRGLGHLGPRPL*GQG 
DAAAAPGHRGKS/GGK.GFLPAL 
RVQRGERG RVSRRA VCM WTSL 
CASVPS 


4060 


34428 


A 


4101 


2 


653 


DSFGSMSVLIK.NPRTLFGGKPY 
VCRECGRGFTWKSNLITHQRTH 
SGEKPYVCKDCGRGFTWK.SNL 
FTHQRTHSGLKLYVCKECGQSF 
SLKSNLITHQRAHTGEKPYVCR 

cLUKUr K^nonL V KHN.lv 1 rioO 

EKPYICRECEQGFSQKSHLIRHL 
RTHTGEKPYVCTECGRHFSWK 
SNLKTHQRTHSGVKPYVCLEC 
GQCFSLKSNLNKHQ\RSHTGEK 
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SF.Q ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


4061 


34429 


A 


4102 


8 


389 


LPASASQSVGTTGVISFENTCNI 
CHFFFLLLLFFSSSSSFFFLPFSFS 
FRVSLF* IQPLKTTASTVQGRQH 
SGGYRASPERRADQRAHTGEK 
P/YVCRECGRGFRQHSHLQLSV 
YPHSFWTQDKRSNH 


4062 


34430 


A 


4103 


1 


740 


EGKRGRPFRJPRPAHPFPHELQS 
RLCILKPLHHPTPSSCPSS*TPVA 
PLPSHPCAPH/SARSCPVSDEAA 
L\P* SMALWARAG LLEAPTTLL 
PAAPDASSPA/MPPSRKLPPPLP 
L/CPEPLGPSPAAPSPPAPPGPNA 
AARPPL/PPSPSAAPGPRRPGA\R 
PVGPSRGPG/PRNSRSLRAPDVH 
TA PMRCLPS VRPPLPVLS AL/PD 
PLPRPPSFVPSLPSP/PSSGPSCPP 
TSAPPGSPRPGFVRLPCLLFWGS 


4063 


34431 


D 


4104 


48 


272 




4064 


34432 


A 


4105 


2 


622 


CPLSPLLFNIVLELLARAIRKEK 

*/LKGIQIGEEEVKLSLFGDDLIV 

YLENPK.YSSKKLLELVNEFNKV 

SGYKIYVHKSVALLYTNSDQAE 

NQ1KNSTPFTTATSSSSSSSSSSP 

QG1FLTKRLKNF*RGKFKTLVK 

KNQGDPKKGKNPPGPKMGKN 

NFGKTPFWAKK1*KFHS1\PKKT 

PPFFFQKLKKTGVKFFWAPKGP 

KGFLSK.K 


4065 


34433 


A 


4106 


39 


1043 


QKQPVWQRCRE1GTLGYCGWK 

WTLDIHGRGHR1LSGGVEIPGP 

WTEGFIQGRDVGELQEPGLSGR 

ESIH*\GKSYEYECSEDGEVFRV 

RASLTNHQVIHTAEKPYKCTEC 

GKVFSRNSHLVEHWRIHTGQK 

PYKCSECDKVFNRNSNLARHQ 

RIHTGEKPHKCNECGKAFRECS 

GLTTHLVIHTGEKPYKCNECGK 

NFRHKFSLTNHQRSHTAEKPYK 

CNECGKVFSLLSYLARHQ1IHST 

E KP Y KCN ECG RAFHK RPG L M A 

HLLIHTGEKPYKCNECDKVFGR 

KF\NLTNHQR1HTGERPYKCNA 

CGKVFNQNPHLSRHRK1HAGE 

NSLRTLQME 



436 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=p0ssible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4066 


34434 


A 


4107 


3 


941 


QQHQQQQHFVGQVA1QQQQQ 

QGPGVQTNQALGPK-PQGLMPP 

SSHQDLLVQQVSPRPPQGPQG 

MVGPAQVGVLQHQLHGALGP 

QGLH*QVFMP\QSRVFSSPQLA 

QQGQGLMGHRLVTAQQQQQQ 

QQHQQQGSMAGLSHLQQSLMS 

HSGQPKLSAQPMCSLLQLLQQ 

QQLLS*QQHLQQQQQQQLQQQ 

QQL*QPQLHQQQQQQQLQQQQ 

FPSRRPPNHMGLLTHSPNLTAS 
LRLTSTHKAALGPGLQAALGHP 
KDGLLWKTLGTWRARGLICTG 
G1ISYFTQHSWEVKVFTTL 


4067 


34435 


A 


4108 


1 


2255 


MEKNKVVKREAEANSINLSVY 

EPFKVRKAEDK.LKENSDNVLE 

NRVLDGKLSSEKNDTCLPGTAP 

SKTKSSSKLSSCSSA1MALSAKK 

AASDSCKEPVANSRESSPLPKE 

VNDSQARAPLQSTVMTNAVSP 

AELTPKQVT1KPVATAFLPVSA 

VNEMKTAGSRVINLKLANNTT 

VKATVISAASVQSASSAI1KAAN 

AIQQQTVVVPAPSRANAKLVPK 

TVHLANINLLPQGAQATSELRQ 

VLTKAQQQ1KQA1INAAASQPP 

K.KVSRVQVVSSLQSSVVEAFN 

KVLSSVNPVPVYIPNLSPPTNAG 

ITLPTRGYKCLECGDSFAVEKS 

LTQHYDRQSMR1EVTCNHGTK 

NL1FYNKCSLLSHARGHKEKGV 

AADTRGQKTCTICQMLLPNQCS 

YASHQR I HQHKSL YTCPECG AI 

CRSVHFQTHVTKNCLHYMRRV 

GFRCVHCNVVYSDVAALQSHI 

QGSHCEVFYKCPICPMACKSAP 

STHSHTYTQHPGIKIGEPE1IYKC 

SMCDTVFTLQTLLYRHFDQHIE 

NQKLSVFKCPDCYLLYAQKQL 

MMDH1KSMHGTLKSIEGPPNLG 

INLPLSIKPATQNSANQNKEDT 

KSMNGKEKLEKKSPSPVKKSV 

ETKKVASPGWTCWECDRLFIQ 

RDVYISHVRKEQGKQMKKHPC 

RHLCQrfNRIKHKGIRKVYACSH 

CPDSRRTFTKRLMLEKHVQLM 


4068 


34436 


B 


4109 


1 


411 




4069 


34437 


C 


4110 


54 


146 




4070 


34438 


A 


4111 




1937 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4071 


34439 


A 


4112 




1830 


MCIEVTCNHCTKNL1VYNKCNL 

LSQARGHKEKGVVMQCSYSIL 

KPVSAGHI1VSPSSNSSSSSSTLQ 

SPVGTGIHTVTK1QSGITGTV1SA 

PSSTPSTTAMPLDEDPSKLCRH 

NLKCLKCN EI FQDKRSL ATH FQ 

QAADMSGQKTCT1CQMLLPNQ/ 

CQR1HQHKSPYTCPECRAICRK 

KRTNQIHEWERETGKEISISFEKK 

SMETKK.VASPGWTCWECDHLF 

MQRDVYISHLRKEHGKQMKK 

HPCRQCDKPFSSSHRLCWKNR1 

KHKGIRKVYACSHCPDSTGTFT 

KG LMLEKH V\H * C M A SRTLT* K 

K*QTPPMRRKQK*K*TSRSAVP 

SGWERTGSGVQASQRSNNSTT 

EKAENQCF*GSQAPLCCTQVKG 

TSASAQAKWGWRR*PTGEQTQ 

PRGRISQWWMSDRKCKVCAKT 

FETKAALNTHMQTHGHAEGCL 

KQPCRSLLSQPRIKTEARNLIRN 

ADFLNSILRNGEGYSKEKKNGT 

GFLGRSARLALGAQGGKSWRF 

LFWVLLPNVLVLRVGMHDVN 

HRLINAAGCVSQLAVTLSTEPH 

G1SSAISRVPRHCHPSGENSMAT 

SLNVNRS1SRLAAGSGVLAMDL 

PIPAGHRAIETGLLGTEDTEQ 


4072 


34440 


C 


4113 


217 


510 




4073 


34441 


A 


4114 


210 


281 




4074 


34442 


A 


41 15 


1 


675 




4075 


34443 


C 


4116 


126 


434 




4076 


34444 


A 


4117 


804 


2061 


WERREAGGEDEGINIHEP\*VEE 

EMKKHESNNVGLLENLTNGVT 

AGNGDNGLIPQRK.SRTPENQQF 

PDNESEEYHSLGDKSKTSFQNS 

NNNNNKQQEQQQQNPTFSNTR 

KLTKLYKAPIPPS1ILSGCPNIND 

SN WQEIEHGMQTAGLPTRPLSH 

GLQQKGAAFRCLGCKCSEPFTG 

SLILQKAKTNTQKWQATYPK.S 

QNEQLVPSVGKSYRCSTPAQP 

MKTAVGHKPCKATGAELPKAL 

GAQPLHPCALDVGQGFKKGNF 

GAVGLNGLLGLEFHGVSGVLL 

VGPGDGGLISEGVVREDLMCG 

V WoAU 1 Wovul AtKLLtlvruA 

LHV1EGPLDSWDGPVMPNGPV 
KSRQSSCLDGPGRCCSEILTGQS 
HGNKK.PARASSKSSQSINDRPL 
AVLTNQYQCEQLASERQPSSNS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


deletion, \=possible nucleotide insertion) 


4077 


34445 


A 


4118 




357 


GKLMLPGSTRK.PQVPVDRKMG 

HEGVFVWQAGLRARPGPSLPFS 

HGLTLHLHWPLALPV/GATSSP 

CEAGDLGWLAAGTWCPWEA 

*RQEEAGWQAPGRAGPARVG 

WGGTGLTSAEV1ITI 


4078 


34446 


A 


4119 


1 


771 


MLISHKQLSPQLLSLTLPLSEGK 
AGWAGECPNPPSKDSPVQG1G/ 
GPPP/GYQKCR*DTASMLTMAP 
CHGPVCPPHPG WRPRSGSRV I L 
PAPPGHHPWPVG PRARNG LG TF 
QGCSTGWQVQETCFGPGGWLG 
DRHLVGPAATGARCLPAARGP/ 
DGALHPAVPTGKLKGQP\G PGA 
RHQRTYD* LPRPCGAAGLGSPP 
A*HPISEETENQWGLHGPPQPA 
WARPDHGCQ/APTLSPSLKRKP 
GRVTAGGPMPGCFSTSSVPTT 


4079 


34447 


A 


4120 


1 


402 


MLISHKQLSPQLLSLTLPLSEGK 
AGWAGECPNPPSKDSPVQGIGD 
LHQLPKMQIRYS1HADDGSVPR 
AAHKRGLRKRTLKTISLPRQES 
AFPFHGQGGDPGVVPGSSFLHP 
LGTTPGQGPRARNGLG\PSRAA 
PPAGRGVAGGSPSGG\PAATGA 
RCLPAARGPVGPYTQQSQRAS* 
KG SLGPG A RHQRTYD*LPRPCG 
AAGLGSPPA*HPISEETENQWG 
LHGPPQPAWARPDHGRQPLRC 
HPP*RGSQGGPQKAAVSQQIPR 
AGQEGTH*DPTEWGPPDGDQG 
GPRESCRGLQGGRGQCLCDWS 
PNTSE1*YPHA*NGD*KAG\PPM 
DTKSQLQVSTPKSPASHGEDVA 
RLEEPEASGD/RSVP\GLPGASLI 
PIWRPPFSRISVRTFLPSPWNLL 
RDCGFLGTSLASSSGRVTA 


4080 


34448 


C 


4121 


111 


218 




4081 


34449 


A 


4122 


2 


453 


WWPVLSVPPECRLPGRLPSG*V 
RGPAPWWPEPASQDKSQLSSR 
GFPGKVSLGKGMAFSPLQTAP* 
KWLGLSPPLSSTENTASRGHTS 
PSSRNGFDSQPRDSRTGRECQA 
TQLPAQHSHAEVLHFGGAMSG 
QLSLVGPQDSKRTARLTDSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 


4082 


34450 


A 


4123 


1 146 


1775 


KGWLEGAPEA*ERYPG\PPCVV 

CSLSDAPWVGHPAPSLGVVEP 

NPP*SRGESQGPTSSICRQSSGD 

LG*KLESPIHTVIPRHTSQARQG 

HTAPFPPFQVPS*LLV*LKAVSL 

APAEAP*PASGLHAPWPVAPRV 

TC A I/P AKGTTVPAG PAE L RP V S 

PPPILLP/PDSRSSAFPSRKGPASP 

YETCSPPTSVEVPSTYKSMGP 

GIRLPALPASPRVPSEGPGLSEH 

PEGPPALPPAIPFS\SPSWFKQCS 

FS1RPGWLLHGAPQGKGWPQA 

SWVGKTG*PEKRGSPRGPEHSA 

LNLRVALPGVAV\*EGPACVGW 

GGPPQPPG AICEATA PPSI/VPPL 

SLPAPFPGTLP/PPTPAASP/PPAL 

PPLLRRGRPRPCAALALPALSSL 

FS/PPVFSLLSLQLPADRVRQVH 

PVLRAPGPPFRPPKQIPPSSSGDL 

PFPSLPGR/PVL*LEKWLPPAPK 

ASPPSSVNLILLVVVKLNTFRCG 

PLVKNLVPPSVVCPCPCSYKYL 

*ILIYIH FLHMGQPPSPSSAGNQ 

SLCYPCGGLVAQPTKRTLVPPTI 

QLQSVPPPV/KPPCHARPVDSQP 

PPSLPPPTKHGGAVQAAVWPDS 

FYPVLLSLG 


4083 


34451 


A 


4124 


146 


1701 


TFLGYLETAHGPSAQQCPTGLF 
AFRSLGRGLLLTSLPKQPARSPP 
RED VPRSTTQEMTRPRH PPRKP 
AQPGLGARRRGAPV/RGLSKSR 
ELNSGNTSDSGNSFTNPPHPRTR 
GPCWRJSPPPAGAESQGDAMLL 
ARMCQMPSLGLMSRTFPHSST 
GKARGFQSPCLECAEVKKSSLV 
PSTARSSPMKGCSRSSSYASTRS 
SSHSSQSPNPRASPRVRTI1TCIL 
*TRKRPRETKSSAKVT\HYYSSK 
SGKRSPPSRSSRSRRSPSYSRYS 
PSSPNSPADIPQNSHPQPSASTD 
RPHIQSPQFLPTHQGLRN 1 H VLT 
PAAPALL*CPPANADTPAQAQP 
PPLRY*QPSQTLTAAPSSSLRSP 
LRQRADPIP*PSGGAGSQIQ\WK 
DSQQRERERARRRRRSYSPMR 
KRRRDSPSHLEARRITSARKRP1 
PYYRPSPSSSGSLSSTSSWYSSSS 
SRSASRSYSRSRSRSRSRRRSRT 
RTSSSSSSRSPSPGSRSRSRSRSR 
SRSRSRSQSRSYSSADSYSSTRR 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4084 


34452 


A 


4125 




1068 


MLLLELNAPEHVLETINFQTLT 
AFCNTFHILRPTKAPGFVYAWL 
ELISHRIFIARMLAHTPQQKGW 
PMYAQLLIDLFKYLAPFLRNVE 
LTK.PMQILYKGTLRVLLVLLHD 
FPEFLCDYHYGFCDVIPPNCIQL 
RNL1LSAFPRNMRLPDPFTPNLK 
VDMLSEINIAPR1LTNFTGVMPP 
QFKKDLDSYLKTRSPVTFLSDL 
RSN\LQVSNEPGNRYNLQLINA 
LVLYVGTQA1AH1HNKGSTPSM 
ST1THSAHMDIFQNLAVDLDTE 
GRYLFENAIANQALRYPNSHTH 
YFSCTML\YLFGRRANSGRPFQ\ 
EQITRVLLERLIVNRPHPWGLLI 
TF1 ELIKNPAFKF WNHEFVHCAP 


4085 


34453 


A 


4126 




984 


MQANLEMAGNGVTSMGMEPL 
AIPHIYCCSEGTCNFSNTENHCL 
RAALSMLLNGTPFAFVIDLAAL 
ASRREYLKLDKWLTDKIREHGP 
SVHGLFPSRVLSPALGPGAFPG 
RHNCGSCVAPQSGLPGVHPVEL 
PWS1SKLFRLRSPANFSDVLGSR 
SKVLLLMCTLKYCGMQLGADA 
TRVDMLTFLPTLGFIRNNDYTD 
DTKASELTELSHNLHAYDSVTG 
VPGDETECSKTVSTWAYTAESL 
QGYMAAKLLGRNLTVPSRYLF 
LNA1ANQLRYP1MSHTHYFSCTM 
LYLFAEANTEA1QEQIT/RLVRE 
R]*S*ANAYWHSEKFYQFTCEL 


4086 


34454 


C 


4127 


1 


399 




4087 


34455 


A 


4128 


1 


868 


MANVCNPSTLGGRGGRITRRPE 

DPGSPVYSVPPASYHPKPWLGA 

QPATVVTPGVNVTLRCRAPQP 

AWRFGLFKPGEIAPLLFRDVSS 

ELAEFFLEEVTPAQGGIYRCCY 

RRPDWGPGVWSQPSDVLELLV 

TEELPRPSLVALPGPVVGPGAN 

VSLRCAGRLRNMSFVLYREGV 

AAPLQYRHSAQPWADFTLLGA 

RAPGTYSCYYHTPSAPYVLSQR 

SEVLVISWE\TLAPPTTPGGT*S 

A WG WPG WSSSPW ARWSLLTG 

AVRTALLLFPQVPHRATTPWVT 

SYDWVWLP 


4088 


34456 


A 


4129 


1 


270 




4089 


34457 


B 


4130 


39 


919 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4090 


34458 


A 


4131 




466 


GRALCPPRLLAAGRVLGPGRRS 
PG\PGPGVP/GG*R*GGAEPRPG 
APRGRVLPPSAGSGQFSAATPA 
QNGLPALRGPGSRPGIRSKAVR 
PVPLGRVGVYFRDALRASGQS 
GRKLCCIGNTLSPTSFSVGKEVP 
RKHETNQKHEK.GILCMEAVKP 


4091 


34459 


A 


4132 


1 


1647 


MWRWLYAGARMTVRDKQPLE 
QMLAGCTHASLVPTQLWRLLV 
NRSSVSLKAVLLGGAA1PVELT 
EQARDMGIRCFCGYGLTEFAST 
VCAKEADGLADVGSPLPGREV 
KIVNNEVWLRAASMAEGYWR 
NGQLVSLVNDEGWYATRDRRE 
MHNGKLTIVGRLDNLFFSGGEG 
1QPEEVERVIAAHPAVLQVFIVP 
VADKEFCHRPVAVMEYDHESV 
DLSEWVK.DKLARFQHLVRWLT 
LPAEPKNGGIKFHVSAKRVGAL 
TTRMEAAQQHADDKIRQMINS 
EQRLSEQFENLANR1FEHSNRR 
VDEQNRQSLNSLLSPLREQLDG 
FRRQFRTASLMKVAGWDYLM 
NSLYNANSSALVNRVRYK.W1A 
AFEGGFTGIVATLDTGRPGPVM 
AFRVDMDALDLSEEQDVSHRP 
YRDGFASCNAGMMHACGHDG 
HTA1GLGLAHTLKQFESGLHGV 
1KL1FQPAEEWRVARGRWSMQ 
VS*MMLIILLPCTLALAYLRALL 
CAAVIILWQPPNLTRTSPVPPLT 
QAQNQKTVTMPCWRHTSHSCT 
ACNRPAQRRSFQS 














TGRSTIRRQRREPRRKAATLRF 

drngcrarctpp\grk:eqryqq 
tadgdkgaefyrrpegveiva 

VMEQRDEVIQADKLAGETKRI 
DAL 


4093 


34461 


A 


4134 


618 


1102 


HSNAAPTARSSFVQNTPSSCGY 
SRRAWRISSIPEETDRTSYRN1Q 
CGNHPPVPARLPAGQTGDGDIP 
PRPRWQSPQTA PRKPPDLP/LIR 
KNKIPMFRSATTQPGLTGT1AK 
ASSSEVKAIIGARVKMTRSENF 
GIQSSLKNILIMSATSWSEPPQP 
TRLGP 



442 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codonfor last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4094 


34462 


A 


4135 


2400 


3201 


VGGGRNRSPGVACWVEDGNG 

DAVRDGWULDADWQASQAM 

RRKQQPEWWQHDAATADADR 

QMNMPV\LH\RALVAGRAQEM 

NGAQGKTLLKGW\DEASARRG 

T\KTED\FCEEDTRDDAMIAWM 

PR*PGVLPRADAWANVLNHGV 

G WKKAQLK\STWM\PQVQQ* W 

RGD\KAANSNAAVAHTVVLLN 

SGGDATQ/TAAFPISSPLSV/EEV 

CVTMVIA*FWMWDSGSGGVVL 

CSSSGRSLTSWSATKVRG/SGH 

KGRWCSRQGVTCQVRHGGHV 

APH 


4095 


34463 


A 


4136 


118 


1008 




4096 


34464 


A 


4137 




1140 


KHTYMLSILKPVRTSALPPPAP 

AQTLCTQLSRVSSRLL*DHPSR 

WGLR/PSTGMSQARACSPGSLG 

WMQRSSFTPGAGRVRH1PN\SA 

GSTRRPACGSRSAAAPVRPCRR 

TR*G/RSSVVERFMTALSLACR 

ALPGP*AAPGPSITRRFTISAELK. 

DTRL/PREHVVPLVCTHAIAVPD 

RGAAVRPTRRRDAAAPPSPLVG 

DVTLQCPSQ* RG SNAPDQVRLP 

CVG*RPRSSLQRSGLSVFSADGS 

TSGPEPASGRKDAGWPARVLRF 

GTLSRGAPEAGADWGPYSPGSP 

GAAASGAPWLGQPQALQGAG 

GQLVGSENGERGTGTKPRVSVS 

VAYGE1ALPADTSWSSRAGAA 

VLLGLSRSTGGEGPGNMGHGG 

QSQMLTLEVL 


4097 


34465 


A 


4138 


10 


585 


PLEMELNL1S1EVWGERLGISTG 
TEK.MPTLKHRTWPVECSKASSL 
EGDLRSL/S*LEVISAFSADPASA 
DDSPGCWKKKDDCSMVHLHR 

RJSIKCGSHPVCGTVLWQP*QTH\ 
QISSCPTVGCPPSHSSFSILDGAN 
AGQEKQSTTEPEPALFLLPPSRG 
AFGPFGLLSDLRRQL 


4098 


34466 


A 


4139 


1 


474 




4099 


34467 


A 


4140 


458 


612 


ASCMASVDISVLTCMWRCTIEQ 
SSSFLCLLTPLWE*SWCHVTR1C 
PFISLG 



443 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkuotvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4100 


34468 


A 

— 


4141 


1 

- 


829 


MGRPDLILSSILGLRWLLLPQSS 

RAGRRGAIREASDAEQVTFSGG 

TVPARTSSGREWRSLLGPDMET 

TSLFC1DTKTTFLFVYRYGDHIP 

LVPEQSGLEPLLIWADPGLFHV 

RLFHLLTIDDNFCGLDMNAPLG 

VSDM V RG I PVFTEDRDRMTS VI 

AYVYKNHSLAFVGTKSGKLKK 

/VRSSAAP*VWDQDTPRSLGQQ 

GAQRQP/ILRQCVYTFFQLN*RC 

PHSTARRELRTGGFIPTRSHQD 

G LRSA ARCTQGTTQ* AS WSC V 

H VCASVRAMCSYC 


Tun 


; M469 




4142 




237 


\[Cn A \y1TD 1P\TM PU/P1X1P1 CCr<2 

JNrOAlvl 1 rvlK\L/L.r W tllNrL^LSCo 

SLCEKDPPTTSSPQTN*PKEHHT 
NFQSETGDEFYPWTQNFSTGHG 
LGKTVFPWCL 
















4103 


34471 


A 


4144 


306 


573 


RNFGAMTR1R\DLPWEINPLSSC 
SLLREKDPPTTSGPQTNQPKKH 
LTNFKSGKRPLLTLFSNLSHCPS 
TTFFFPFFNLSLLLIS1PFIFW 














ASHSWQTLQUSGRYSRSSG/SA 
GSPRDCAARAPTISPGCAMAWL 
NLDSISPSSQSKASPLSQLTCPET 
SYTGCP*SAPHSPPPPWCPQERC 
ACKGHCLHHRDGCCGYGYM 


4105 


3447j 


A 


4146 


2 




S1L IRKCKYGME1PT/NIPGLGA 
AGPTGMFFGSAPSPMGGISPAM 
TPWNQGATPAYGAWSPSVGSG 
MTPGAAGFSPPKA/PTYSPTSPG 
YSPTSPTYSLTSPAISPDDSDEE 


4106 


34474 


B 


4147 


1 


1260 




4107 


34475 


A 


4148 


150 


335 


SFQQSAPW*ASGQSCASDPAPP 
ATARGRFGPHQSQAFHSRHSPIP 
DPLPPPCSGGWGHSRW 


4108 


34476 


B 


4149 


1 


3267 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location ol first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4109 


34477 


A 


4150 


1528 


2973 


GKQIFSLI1PGHINCIRTHSTHPD 

DEDSGFYKHISPGDTK.TVINNW 

LL1EGHT1G1GDSIADSKTYQDIQ 

NT1KKAKQDVIEVIEKAHNNEL 

EPTPGNTLRQTFENQVIAVVGQ 

QNVEGKRIP*LPPPL*WGAGRR 

EGVG*CGRFSEHSRSSAAGYRG 

G RPCC\PS WEDDP/G A PPDPP A S 

AQIPAPTRSGC V RCSARPSPGPP 

AECAAGPSHWYNQSGTSSQKP 

CWKA*AYPGSGTQRSRGSQAR 

SHP* *SEAESGA* SQMESACPRR 

SAVQRQQ*PDSQTSAAECSLG 

WAPAHCCVPSR*PLLRPAWPS* 

*CSECPGKS*NQQWSPQCQ*YD 

PNPQSTVVAEDQEWVNVYYE 

MPDFDVARISPWLLRVELDRK 

HMTDRKLTMEQIAEK.1NAGFG 

DDLNCIFNDDNAEKLVLR1RJM 

NSDENK.MQEVMGVLEVSVSHV 


4110 


34478 


A 


4151 


459 


940 


HLPGGGVPGREGGSPDQHVAP 
GAVSGGAGGGSTRGRGSRRRR 
PGRPRPGPRQPRRGALPGGEHG 
LR AS ARC A ARAQQRDPG/TPSC 
SSWACPTPRRPWAPAASSRLRR 
PPRGPACATPPPCRPPARRTCTG 
RCPPSCCLCGSPTTWRRPPPTG 
GALESPKRR 


4111 


34479 


A 


4152 


264 


1386 


SSRCQPVCESGHPGYGQSPA/YT 
TAGRTESGGTGST/GDNHPLWP 
CI/G G A PC PAQNTPH LRC V * R S H 
ALALDSAGSSSPESPH*RAS1PH 
TTLGQKRRSWAGTAHS\PMAPC 
AAAS1STST*LSHHHSPAAQSVC 
PSSHTTPSFCPIQKFHCFR/SPQR 
NTS*VVLCPGG*LRVG*WPSSG 
HDRSWYHTREPSVGN*HRSHQ 
RR* RGTA PAPGPSARLQCPARG 
SRSSHSAPASSSRRPFPGSTPAG 
LGFPSARFPVGKPVVPAALMNR 
PTRGERRFAYWAPGWFFFSPVR 

VCPSRRKSCLMVVPKSAKSPVL 
AK/YGPVGHDHGTEHDVVLGE 
VQGKRPVAPTMGTPKHKAVHP 
RAPH 


41 12 


34480 


B 


4153 


52 


363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4113 


34481 


A 


4154 


321 


802 


HLPGGGVPGREGGSPDQHVAP 

GAVSGG AGGGSTRG RGSRRRR 

PGRPRPGPRQPRRGALPGGEHG 

LRASARCAARAQQRDPG/TPSC 

SSWACPTPRRPWAPAASSRLRR 

PPRGPACATPPPCRPPARRTCTG 

RCPPSCCLCGSPTTWRRPPPTG 

GALESPKRR 


4114 


34482 


A 


4155 


15 


263 


CGRFSEHSRSSAAGYRGGRPCC 
\PSWEDDP/GAPPDPPASAQIPAP 
TRSGCVRCSARPSPGPPAECAA 
GPSHWYNQSGTWKCKG 


4115 


34483 


A 


4156 




518 


SPSVGSGMTPGAAGFSPSAASD 
ASGFSPGYSPAWSPKPGVPGVP 
QVPSKPLKSLHPGGVVRHLSGQ 
VCFLHSSG*VCPLL1SFVGCFPT 
GGAMSPSYSPTSPAWEPRSPGG 
YTPQSPSYSPTSPSYSPTSPSYSP 
TSPM YSPTSPSY SPTSPSYSPTSG 
SYSPTSPSYSPT 


4116 


34484 


B 


4157 


620 


6763 




4117 


34485 


C 


4158 


430 


870 




4118 


34486 


A 


4159 




3039 


MDSETRRTAKVRLLMTVLRDQ 
DRVSGVQAHPEQFQQA1CPLCG 
VSLTRSGTTFGSPSEIYSPLGESR 
ASSGLPRRDGRLIGEEPPEKKFS 
RSPKGD/LSSGGQRIDYRVCVPT 
KFNL*VLSF*PRGQGAGGQSPG 
FSVRRLLVLVWSSGTFV*NGK* 
QKLL*TLCECVHD*GVQGPASG 
SPVCSSTAKATEFEKDPSGPFSS 
SSLPLTPY1SFSRVTASSASPGLG 
SALTPQTLK.RKGRI * A ICL* V VE 
TPKVFR 


4119 


34487 


A 


4160 


1 


772 


MVARAFLWSQVIRRLGRK.GGL 

SQGDRGCNTALAEGRLDPDLT 

RGHPALCLPRRPAPRPAEVRRE 

GEAEQPEAGQPPGAAPRRARD 

NGAAAAAAGGRLLQSVRPAVV 

CPHPGPQASYGLRYIAKVLKNS 

IHEK.FPDATEDELLKIVGNLLY 

YRYMNPAIVAPDGFDIID\MTA 

GGQNNSDQRKNLRSTAKVLQH 

AASNKLFEGENEHLSSMNNYLS 

ETYQEFRFKNVTFDIIATEDVG1 

FDVRSKFLGVEMEKVQLNIQ 














VI-ll?HncWR\!Tl?I?*\Ik r l nr,i/r,c 
T nKHUoWKlN 1 KK MKbiyOivOt. 

PKGAEESEATSKYTAAK.LHEK 
GVLLDIDDLQTNQNAVNDFSV 
GPQDEVIVEDITNCYLCE1FKRY 
EWVT 



446 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4121 


34489 


A 


4162 


379 


520 


GTSHRGASQRRCCPPLSKTGPK 
TPCGKGAPSAP*QGGLDVQGEP 
GGKAGDSSGECVGGNVAGLHK 
GGGTRADSQVPGGMRGGRMS 
Y/GG/HLTAEGPMGRSGPR/GAV 

rjL 1 rrurjKuijLoK^ 1 ovjAnlvl 

RFLGTARP*GTSHRGASQRRCC 
PPLSKTGPKTPCGKGAPSAPFIP 
AGPTFDHKALM 


4122 


34490 


A 


4163 


455 


798 




4123 


34491 


A 


4164 


32 


2109 


W1GGCPGSQPDATAIMGWTLA 

PHSSRCHRCCHYRCHCRCCLCP 

AEMTVGRPEGAPGGAEGSRQIF 

PPESFADTEAGEELSGDGLVLP 

RASKLDEVLSPQEEIDPTSDSTG 

SIYHTLLDLAQKGRWLSVWSLS 

FSLTQRVMKTSLKMRRTWRVS 

SKTRTGGWCRSSARRL*GVAPQ 

GAA/DSLNNLPSNIPRPQTQPPS 

GSRPPSQHRSVSSWASSITVPRP 

FRMTLREARKKAEWLGSPASF 

EQERQRAQRQGEEEAECHRQF 

RAQPVPAHVYLPLYQEIMERSE 

ARRQAG1QKRKELLLSSLKPFSF 

LEKEEQLKEAARQRDLAATAE 

AK1 SKQKATRRIPKSILEPALG D 

KLQEAELFRK1RJQMRALDMLQ 

MASSPIASSSNRANPQPRTATRT 

QQEKLGFLHTNFRFQPRVNPVV 

PDYEGLYKAFQRRAAKRRETQ 

EATRNKPFLLRTANLRHPQRPC 

DAATTGRRQDSPQPPATPLPRS 

RSLSGLASLSANTLPVHITDATR 

KRESAVRSALEKKNKADESIQ 

WLEIHKKKSQAMSKSVTLRAK 

AMDPHKSLEEVFKAKLKENRN 

NDRKRAKEYKXELEEMKQRIQ 

TRPYLFEQVAKDLAKKFAFQW 

YLDTLKQAG\RRKTL*ETRVKA 

PGLFKRKRPKSRIFPGSKKLQNS 

ASEIQSR/RLEGSLEQPASPRKV 

LEELSHQSPENLVSLA 


4124 


34492 


A 


4165 


251 


637 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSIM 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4125 


34493 


A 


4166 




1344 


PG RTTRSM AEDVFLS A PI PRGC 

ADGRDADPTEEHMAQTERNDE 

EQFECQELL*CHVQVGAPEEEE 

EEEEDAVLVA EA EA V AAG WM 

LNFLCLSLCRAFREGRSEDFRRT 

RNSAEAIIHGLCSLTACQLRTIYI 

CQFLTRIAAGKTLDAQFENDER 

ITPLESALMI WG SIEKEHDKLHE 

EIQNLIK1QAIAVCMENGNFKG 

AEEVFERIFGDPNS\HMPFKSKL 

LM 1 1 SQKDTFHSFF\QH FSYNHM 

MEKIKSYV\NYVLSEKSSTFLM 

KAAAKVVESKRTRTITSQDKPS 

GNDVEMETEAN LGYKKKC* LT 

NSLR*LNPQRVQYPY*GSHKNL 

FLSKLQHGTQQQDLNKKERRV 

GTPQSTKKKKESRRATESRI PVS 

KSQPVTPEKHRARKRQAWLWE 

EDK.NLRSGVRKYGEGNWSK.IL 

LHYKFNNRTSVMLKDRWRTM 

KKLKLISSDSED 


4126 


34494 


A 


4167 


1 


1345 


IPGSTISCLKGQYPSEPFNMAED 
VSSAAPSPRGCADGRDADPTEE 
QMAETERNDEEQFERQELLEC 
QVQVGAPEEEEEEEEEDAGLV 
AEAEAVAAGWMLDFLCLSLCR 
AFRDGRSEDFRRTRNSAEA11HG 
LSSLTACQLRTIY1CQFLTR1AA 
GKTLDAQFENDERITPLESALM] 
WGSIEKEHDKLHEEIQNLIK1QA 
IAVCMENGNFKEAEEVFERIFG 
DPNSHMPFKSKLLMIISQKDTF 
HSFFQHFS\YNHMMEK1KSYVN 
YVLSEKSSTFLMKAAAKVVES 
KRTRTITSQDKPSGNDVEMETE 
AN LDTRKRSHKNLFLSKLQ HG 
TQQQDLNKKERRVGTLQSTKK 

IfVponn ATPQRIPVCk r Cr»DVTT>T7 
JVlVLOlvKA 1 t#L>ivIr V jNoyr V 1 rt 

KHRARKRQAWLWEEDKNLRS 
GVRKYGEGNWSKILLHYKFVNN 
R\TSVM\LKARWRTMKKLKLIS 
SDSEDWIVFVKL 


4127 


34495 


A 


4168 


3 


378 


LTSGSRADQGEGQEEGAEGGR 
ASSSSSSSSPRGPQHHPHLHGDP 
AEHRPGHPLCSPPDLTVAYQ/M 
PEVPAEDM/SDPSFCSARQGGQ 
RGLDSGPGAPWSSSHSPHSRFQ 
EASHGACAGWRWCRQEEL 
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SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4128 


34496 


A 


4169 


1 


1044 


SGQEVNKEDGQADVQQDHHA 
DEDGVGDLARQPHLFHLHLRL 
CRQCGLLPRLLLGPRLGQPSSLS 
LAGLGPGLGFGDDGLGLQLGG 
GLACRLGASERGGLQRGGGRG 
RGRGLGPG/GPRARAGPQRVGA 
RAAWCAQHSCGSPGKAPPPAP 
A/TGAGGACRASMAMRSVAGR 
AGLRRPAPSDGVTDRLPSPLGS 
PFQAP/EAQQAVLGHPGPGPLG 
LRGRPGR*RGATLGPRGLT/PRA 
AAGSRGAAVGGPLRRRPGRGA 
PAGSPSSPGSPAAAGASDIPDLA 
GRSPEPAPWPKCEQCWTPGWQ 
PGR P V PLPQL WPWRGLSI SG SM 
PLGEGLEDGSDPMTPSCCLPGT 


4129 


34497 


A 


4170 


1 


732 


SLTQAGTVSLGLDAEGQEVFVP 
FSAVLPMVAPNDLVFDGWDISS 
LNLAEA M RRAKVLDWGLQEQ 
LWPHMEALRPRPSVYIPEFIAA 
NQSARADTML1PGSRAQQLEQIR 
RDIRDFRSSAGLDKVIVLWTAN 
TERFCEVIPGLN DTA ENLLRTIE 
LGLEVSPSTLF\AVAS1LGGLCLS 
FNGSPQNTLVPGALELAWQHR 
VFVGGDDFKSGQTKVKSVLVD 
FL1GFRLQRP/VSIVSYNHLGNN 


4130 


34498 


A 


4171 


1 


908 


MEKAPPQTQHEGLKSKEHLPE 
QTDEGKTEYRRVPSLRAVVLFR 
QRSCIENILRACVGLPPQNHML 
LEHKMERPGPSLKRVGPVAAT 
YPMLNKKGPLVWEVSPATLFA 
VASILEGCAFLNGSPQNTLVPG 

TKVKSVLVDFLIGSGLKTMSIV 
SYNHLGWNDGENLSAPLQFRS 
KEV\SRSNVVDDMVA\SNP\ML 
YTPGEEPDHCRMGRNLPE*GSS 


4131 


34499 


A 


4172 


85 


529 


ECGARPGSSTRPPARLSPRLFCS 
AIRAALKTRPAPALACTWRTG* 
p a ct PTTnrir.sr.i mrTAcnc 

KAoLrl 1 KUAuovjLU 1 ^ 1 AcUo 

EGCSHPGPLTGTG/RQEACPGT 
APAGSPSCLHPRGRPRPCPPGTL 
APRMSCPWPRSPPLTRYLPSGE 
NLQSK.LESLNTSEKF 


4132 


34500 


C 


4173 


215 


324 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 


Nucleotide location uflast 
codon Tor last amino acid 


Amino acid sequence ( X=lInknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4133 


34501 


A 


4174 




505 


YKCEVCDKVFNQN*FLVCHNR 
CHTGKKPYSCYECGKTFSQTSS 
FTCYRRLHTGGKPYKCSEHNK 
TFG*NSALVIHKAIHTGENPCKC 
NECGKVFNQKAHLARHHRLHT 
REKPYKCEECEKVFSRKSHLER/ 
HKLKRGG VALV/C* ECPTVYQN 
TSCLRSLSCSYPMSLNG 


4134 


34502 


A 


4175 




6192 




4135 


34503 


A 


4176 


2 


3389 




4136 


34504 


A 


4177 




875 


geeaalslcmhstddatrlga 
rdteplwhvpaq/arlsaiags 
sgnkhpsr/qdaagkdspnrhs 
k:\gskpsagslrlssregedrta 
wtgprgaveqevtgpdlc*gr 
gqqgllvgwt**eqkrgqgkp 
qysshsssntlssn/assshsdd 

RWFDPLDPL/EPEQDPLS/KGCM 
SLAK/APRPAKPHKPPGSMGLC/ 
GGGREAAGRSHHADRR/REVSP 
APAVAGQSKGYR/PKLYSSGSS 
TPTGLAGG/SRDPPRQPSTLWH 
RTWYL/YHTASAAVHRGLCRE 
LEQADQIPPSWYGRRPMGNS 


4137 


34505 


B 


4178 


108 


318 




4138 


34506 


A 


4179 


103 


540 


RRGCESHKTLRRGTSWGLDAR 
GGGPGPGQVSAGRDGAEVWLS 
TCDRGHALSGSVEELLFLQN/G 
ARTER*EGPGEWPRPPPPGLASP 
ALWRFWAEQVGGSFQELESPS 
CRTARGSSRTWGS1LQNSSWLF 
QDLGLHLAEGCFLETP 


4139 


34507 


A 


4180 


33 


896 


KITRHCTAPGK1RIVPKESQEST 

PQQDGAPGPGRATSCSARWSPR 

SWKSHELFCKMEPQVLEEPRA 

VLQDGAPGPGRATSCSARKGR 

GPEKPVQGLPN/GSVRAHSGGR 

AAPQPSPRGHGPGRG*TAAPLP 

HLCPLTPVLLQG* GPD* WPLGW 

ATMRPLPLRAQPAPPPPHWML 

LTPSAPPPGTGKPQGGRGQTSG 

V r A 1 UrnLKLoAroruN.LUrr 

CDFLEPP*QRTTNWGSSEAGSP 
KSRCPRGHVPSGGSKGG1FLSL 
HFPGAPQSLEFPGSQPHGLIGAS 


4140 


34508 


B 


4181 


1 


625 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4141 


34509 


A 


4182 


160 


1149 


FASERMK.VEPWRAGPGRRAWS 
EGAGQAPQKRARAGAEPQLPA 
TPALPGGKMVARRTKLAVRGTR 
RT\YPEPTV\YAAIPIKFSEKQQA 
SHYLYVRAHGVRQGTKSTWPQ 
KRTLFVLNVPPYCTEESLSRLLS 
TCGLVQSVELQEKPDLAESPKE 
SRSKFFHPKPVPGFQVAYVVFQ 
KPSGVSAALALKGPLLVSTESH 
PVKSGIHKWISDYADSVPDPEA 
LRVEVDTFMEAYDQKIAEEEA 

rvAlVE,LLlJ/VJ V rUttO YV V rv V 1 IvKU 

RR\LCSPGLRQPACGCWRGRDG 
SAA\KRAAQLLRLAASREQDGA 
SSAA\RKKFEEDKQRIELLRAQR 
KFRPY 


4142 


34510 


A 


4183 


2 


361 


GTMVARRTKLA\RGTRRTGIPS 

PPf*A \ AIPlMPCFk'nnACUVI V 
rrL A\AlrIMLobN.^|^Aon Y L Y 

r,p a ur;Tr^nr;Tit r QT\\/pi-ik' dttp a 

UK/VHVjlVvLi 1 Ko 1 WrMNK 1 Ir A 

FNGPPYCSEQESLSCLQSTCGL 
VQSVK.LKEKLELGWESRSKFFH 
PKPVPVTEEQ 


4143 


34511 


A 


4184 


917 


1128 




4144 


34512 


A 


4185 


1 


660 


MAWQMMQLLLLALVTAAGSA 
QPRSARARTDLLNVCMNAK.YH 
KTQPSPEDELYGQ/C/SWRKNA/ 
CSFTSTTQEAHKN/TSHLYGFN 
WNHCGEMVPACKRHFIQDTCL 
YE*PPNLGPW1\RRYAWLPG1QE 

LAfcfcLiNrrU VbAUorNraoooiyU 
WVPGILEPEPFFSTK1SQVDQSW 
RKEWVLNVPLCKEDCEQWWE 
DCRTSYTCKSNGHKGWNWTSG 
SNKCQVAAA 


4145 


34513 


A 


4186 


216 


781 


MDMAWQMMQLLLLALVTAA 
GSAQPR\SARA\RTDLLNVCMN 
AKHHKTQPSPEDEAVWPDP/W 
MCKGSCRKTKSWNI/HRK.SKCE 
VGLA/WEACSVSAGTGRGPGC 
GRWVGAPQGP/CPRKCSSG*PT 
W/VQRSQNMEEMAVVNQSWR 
KER1LNVPLCKEDCERWWEDC 
RTS YTCKSN WHKG WN WTS A PS 
AVCDPLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4146 


34514 


A 


4187 




625 


QCRPWRKNACCSTNTSQEAHK 
DVSYLYRFNWNHCG\KMAPDC 
KRH FHPGTPALY E/CAPHN LG A 
WDPAGW1QSWRKERVLNVPLC 
1CEDCEQWWEDCRTSYTCKSN 

W n ISA. j W In W 1 ^UriNlsAU/V VLiAA 
CPTFVHFYFPTPTVLCNEIWTHS 
YKVSNYSRGSGRCIQMWFDAS 
PGATPIEEXAARFYYVAAMSGAG 
PWAAWPFLLSLALMLLWLLS 














EQGRH/GSSTPVGPRGGPR\GAE 
HAPKHQGCG DRAG PQ VG MDQ 
RRRDPPRAPAAPRPWCGQRAA 
LSSLGGSHLCDDA*VQPSAGLG 
KVLKF 


4148 


34516 


A 


4189 


2 


1632 


WKRCPGLPRAAATFPSGSGAG 

GARREAGGRAPTPGPASPRTAR 

GHARNSPAPARTAGRTGSAGA 

WQTPCPAPLFPMSAGLPAACH 

WNPV*LRALKTG/LEGVLGGSA 

DTQHNRVTDGSLAPN\AACVYT 

PKINGNRHPNTCTKMF1VSLDA 

KGKKWKQPTVHQQRKRETCG 

LHPRKCLQYTPS*WSTTTGILPS 

RTPRI SC VQ F VKKKLG Q AGLLG 

HPGACLLCTLP*\PAGVGTFLFP 

RGC*GVVH*LETHTCG 


4149 


34517 


A .... 


4190 


2 


87 




4150 


34518 


A 


4191 


3 


291 
















AWLLWLTSLPWGSLYALALLA 
NKP A L * SLLLLR YTLLPPH HQC 
EKVPRWNEPQPTLFP 


4152 


34520 


A 


4193 


1 


933 




4153 


34521 


B 


4194 


1 


999 




4154 


34522 


A 


4195 


135 


1160 


VWALVRSTLELFHTDDEEEGE 

YDEVTEEVTEQVYLPAKAKVA 

QEEEVHPYPSAPPHYYFEEKEW 

PDPPDLSFLEDTGRKVVAPVTE 

QHLERLLSVLFRQEFSRLDERD 

DAVEQLRGVCIRAWEKITSGGE 

QYPSFSAVKQGPKELYADFIAW 

NLLRQESLKKVISDSAAQDIVL 

QLLAFGNVNLDCQAALRPIRGK. 

AHLVDYIKACDGIGAKQDSERF 

AFT1PVVNNLQPAKHFHYFTDG 

SSNGKASYSGSKGQNQQPIWIL 

SRHLKPYHEPDAKEEIPGG/CPR 

TPWLQPCRD*C*GGP*/PVTSNT 

R*TQPPTWGQIKKLSQMVEENL 

RKAGQLVTMTVYWN 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4155 


34523 


A 


4196 


502 


578 


LV*EDCIAERAEVLRNESYG1IID 

WSP*GMFSLNCTSQSACHGHT 

MFSW 


4156 


34524 


A 


4197 


2 


408 




4157 


34525 


A 


4198 


3 


853 


LLKV I MSA KIFTKKNENSTERL 
CGDGEKRGPDFRTERSVWLLR 
LEEAVAMVQRGSRAPESRVVA 
QVLTLLDGASGDREVVVVGAT 
NRPDALDPALRRPGRFDREVV1 
GTPTLKQRKE1LQVITSKMPISS 
HVDLGLLAEMTVGYVGADLTA 
LCREAAMHALLHSEKNQDNPV 
IDEIDFLEAFKNIQPS/LVFEASL 
GLMGIKPVDWEEIGGLEDVKPE 
VICTAH/WSLRQKSGHC/RSCAR 
LPTGLLATLGSGSGSGRATEAV 
SGPAG*KRASIGGSSQRPRRFPT 


4158 


34526 


A 


4199 


266 


370 


AERINS1TVFSETLK.RFLQASGK 
*FHRD1HNSRN 


4159 


34527 


A 


4200 


1 


1780 


MGDVNQSVASDFILVGLFSHSG 

SRQLLFSLVAVMFV1GLLGNTV 

LLFLIRVDSRLHTPMYFLLSQLS 

LFDIGCPMVTIPKMASDFLRGE 

GATSYGGGAAQ1FFLTLMGVA 

EGVLLVLMSYDRYVAVCQPLQ 

YPVLMRRQVCLLMMGSSWVV 

GVLNASIQTSITLHFPYCASRJV 

DHFFCEVPALLKLSCADTCAYE 

MALSTSGVL1LMLPLSLIATSYG 

HVLQAVLSMRSEEARHKAVTT 

CSS H 1TV VGLFYG A A VFM YMV 

PCAYHSPQQDNVVSLFYSLVTP 

TLNPLIYSLRNPEERSHRGVKL 

NECNQCFKVFSTKSNLTQHKR1 

HTGEKPYDCSQCGKSFSSRSYL 

T1HKRIHNGEKPYECNHCGKAF 

SDPSSLRLHLRIHTGEKPYECNQ 

CFHVFRTSCNLKSHKRIHTGEN 

HHECNQCGKAFSTRSSLTGHNS 

1HTGEKPYECHDCGKTFRKSSY 

LTQHVRTHTGEKPYECNECGK 

SFSSSFSLTVHKRIHTGEK.PYEC 

oUUOivArrsNLoAVivlvriL.K I ri 1 

r;Cl£ r PVPr , MT4Pr;k'QPTQXFCVT CV 
Ucls.r Y oUlNML-OlVL^r 1 jINjiLoV 

HKRIHNRWI*A r YCRNFWRKAL 

IDLSSLR*FERAHTGYISYLLQH 


4160 


34528 


C 


4201 


18 


182 




4161 


34529 


A 


4202 


1 


389 




4162 


34530 


C 


4203 


114 


548 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4163 


34531 


A 


4204 


122 


735 


LRAQQQHN*VLTLHKPACTLST 
TS*K*LHK1RK*LWHLRDRAPFI 
FTSEMEYFITEGGK./NPQHFQDF 
VELCCRAYNIIRKHSQLLLNLLE 
MNSYNGYVGLLHN1LQLEREG 
LATKEELQQNFPPLSVSLPFDQS 
INQ1SEHRSLIFNGQYPYGSCWF 
RQAVCKLIQKYAGEWGWIATA 
ELRAEIDLNVLKFTIQVLSWKV 
QASLQ 


4164 


34532 


A 


4205 


139 


4496 


KMAYSWQTDPNPNESHEKQYE 
HQEFLFVNQPHSSSQVSLGFDQI 
VDE1 SGKIPHYESEI DENTFFVPT 
APKWDSTGHSLNEAHQISLNEF 
TSKSRELSWHQVSKAPAIGFSPS 
VLPJCPQNTNK.ECSWGSPIGKHH 
GADDSRFSILAPSFTSLDKINLE 
ICELENEN HN Y H J G F ESS I PPTN S 
SFSSDFMPKEENK.RSGHVNIVE 
PSLMLLKG SLQPG M WESTWQK 
N1ES1GCS1QLVEVPQSSNTSLAS 
FCNKVKK 


4165 


34533 


A 


4206 


1 


3150 


MEKPRPLEAPSAWPQDDVQCG 
VTVGMDGAAVRANRTPWPQD 
LEQTKWIEIKKSAFTWSSQLSL 
NRGFLTCKDENNNAGLLRVSS 
YSSREDQLKN1ASDSLFMLPGG 
LCQSPTGTSHCSNQMETQGQGS 
PGGAVRGDKALGPEKARQGCG 
\^xir:cr:k"vr i k'Pi?\/i Air^cvwr* 

MINOoUrv i Urvrrvv L/YIt^UIvr cv, 

LATLMQPDLGDSPGLREMNVV 
EHLRASFPVEQWYWRGGQRGE 
AEGARSSKAENNTSLICNFRLD 
YAPIEKQWDLHFADYFAEDLK 


4166 


34534 


A 


4207 


1 


1203 





454 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


4167 


34535 


A 


4208 


1 


1470 


MLHSRGFLAEVFGILARHNISV 
DLITTSEVSVALTLDTTGSTSTG 
DTLLTQSLLMELSALCRVEVEE 
GLALVAL1GNDLSK.ACGVGKE 
VFGVLEPFNIRMICYGASSHNL 
CFLVPGEDAEQDGTGTSGIGAQ 
KKKJMYANNGAIDRKLLFEATF 
VTIEKCCDTNQKGDDTHALGQ 
PIRGHDKSLAGSFCYACRSEEG 
LSQYRAYDSRGQL1AVKDTQG 
HETRYEYNIAGDLTAVIAPDGS 
RNGTQYDAWGKAVRTTQGG\L 
TRSV\EYD\AAGRVIRLTSENGS 
HTTFRYDVLDRL1QETGFDGRT 
QRYHHDLTGKL1RSEDEGLVTH 
WHYDEADRLTHRTVKG ETAER 
WQYDERGWLTD1SH1SEGHRV 
AVHYRYDEKGRLTGERQTVHH 
PQTEALLWQHETRHAYNAQGL 
ANRCIPDSLPAVEWLTYGSGYL 
AGMKLGDTPLVEYTRDRLHRE 
TLRSFGRYELTTAYTPAGQLQS 
QHLNSLLTYRHANFAL 


4168 


34536 


A 


4209 


757 


907 


RRYCRITVRWQSM/WADNRIA 

VDAHYPYR*CRS\GRVTEK.ND\ 

LIPKGWIRTDDERTHRYHYDSQ 

HRLVHYTRTQYAEPLVESRYL 

YDPLG RRV A K.RV WRR E RDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRTRIQTIYQPGSFTPLIR 

VETATAVMDRJLKDHQIVVD1P 

HGEAWLRDDEERPMILIAGGTG 

FSYARSILLTALARNPNRD1T1Y 

WGGREEQHLYDLCELEALSLK 

HPGLQV VPVVEQPE AG WRGRT 

GTVLTAVLQDHGTLAEHD1YIA 

GRFEMAKIARDLFCSERNARED 

RLFGDAFAFI 


4169 


34537 


B 


4210 


1 


3258 





455 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


4170 


34538 


A 


4211 


281 


1571 


CQCPGAACPTTSCRV1PHWAW 

DEADRLT/HRTVN\GETAERWQ 

YDER/GWLTDISHISEGHRVA/V 

HYRYDEKGRLTGERQT/VHHPQ 

TEALLWQHETRH/AYNAQGLA 

NRCIPDSL/PAVEWLTYGSGYL 

AGMK7LGDT/PAANLDIR1PYAT 

DPA/GNRLPDPELHPDSTLSM/W 

ADNRIARDAHYLYRY/DRHGRL 

TEKTDLIPEG V/l RTDDERTHRY 

HYDSQ/HRLVHYTRTQYAEPLV 

E/SRYLYDPLGRRVAKRK/DRTR 

1QTMYQPGSFTPL/IRVETATGE 

QAKTQR/RQLADTLQQSDGED 

GGS\VVFP\PVL\VQMLVDR\LESE 

SSADRVRSF1SLANQSKCVEHA 

Y*RWQCHLGVCWWSSHQIPAV 

PLTGSVTRWHCHLASSSEAGSV 

AWLPHLSEGHSNRTSSPELLRS 

RMCAWHTLSAQSVHLVSLY1L 

EILALMNSINSL 


4171 


34539 


A 


4212 


311 


788 




4172 


34540 


A 


4213 


29 


395 


RIFHSVI\GVAAHKGGVYKTSVS 
VHLVAQDVAEIT/LLEGNDPQGT 
VS*YQGPGRTLIPLEAALRNIAH 
SLSIPPPKIFAAPTLRHYFALFFC 
GHSLFAPHIELLEAGTVLQLPQ 
GPWSSPTSF 


4173 


34541 


A 


4214 


1 


1033 


MKMPEAIATKEKIDKWDLIKIK 
SFFSTPKETINRVNRHHTEWEDI 
SA1HLSDKGPISYIYKNLTRFTR 
KKQPHYKVGKGNEQTRILESHP 
HLLKGLASTPFDSEGVRTERRD 
1 1KDGILTQWLLTSYSARKLGLK 
STGHAGGIHTMWRIAGQGLSFEQ 
MLKEMGTGLVVPGTAENARSC 
IRAYFYDIHETLCRQEEMALSV 
VDDHVREKLIWLRQHQEDMTI 
LLSEVSAACLHCEKTLQQDDCR 

\/\/t AkTlCTTI?! I PTT f\\{ C\ddr\r 
V VLArh^ci I KLLc 1 Lt^rvt^v^l^t^r 

TEVADHIQLDASIPVTFTKDNR 

VHIG\PKM\EIRVVTLGIGMGAG 

KNLLSLF*V*NRVEFHGSPFPTI 

WFLTWETVGFLK 


4174 


34542 


B 


4215 


414 


1022 





456 
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SEQ ID 
NO: 


SEQ ID ISO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4175 


34543 


A 


4216 


896 


1626 


NATTIRYEHQRVLKAAQYLHQ 

QG 1 TRCN SSSTLTS A APG RVDSP 

PTSMIVAPAL11RFACFTASISEL 

CVPPSEK.ESGVTLRIPITHLMRE 

LTCRLIRDKSATVTGSHTLVVA 

RHCCYAAPGGCCLLANWLKPG 

LFGPIGVLSRRGTSVILPIGGFY 

QWNPM1CPNGVVPMQHG*RRG 

LAQERPLEEWLPVCRDMLNAF 

FLPDAETEAAMTLIEQQWQAII 

AEG LG AQ YG D A VPLSLLRDEL 

AQRLDQERISQRFLAGPVMCTL 

MPM RSIPFKVVCLLGMNDG VY 

PRQLAPLGFDLMSQKPKRGDRS 

RRDDDRYLFLEALISAQQKLYI 

SY1GRS1QDNSERFPSVLVQELI 

DY1GQSHYLPGDEALNCDESEA 

RVKAHLTCLHTRMPFDPQNYQ 

PG ERQSY A REWLPAASQAG KA 

H S EF VQPLPFTLPETV PLKRYN 

DSVRAPTCAESRAIFTSTRNNTL 

QLFFNANFRRPWARGLATNVN 

DRRASVDHQ1RMFHRIYQRVM 

RATIRKGIRRDVEDPHYSSDAG 

TYLSPNSRQ1SNGNWQSHIGRSP 

SLLLCRTWGLLFTGKLVETRFI 

WPNRGVIPTGMERYIAHRRFLP 

MEPDDMPQWRCPHATWLAEA 

KMFDSLAKAGKYLGQAAKLM1 

GM PD YDN Y VEH M R VNHPDQT 

PMTYEEFFRERQDARYGGKGG 


4176 


34544 


A 


4217 


838 


1575 


CFFLSPSPPSSPPSPNRSQTTEEE 
TKRQE/ERERKREEEEEKKGRR 
KETKKRRNRQEGKQHRKEEKE 
GEKQTKQRTETERETKRRRENE 
QAKAHKGTRKRKEEQKKAKA 
ARRRTHKRQNPSRGREGTHPK 
QRQGKEE/VNRQNKEEAKQKR 
EEAGRTRR/EDRGRKDDKKERR 
QQQTEKKAKPKAEHGQERTDT 
TTKKARQREGRPSERRRREREE/ 
MSKHDPQNRAEKTNEEKEEGR 
QHER*TQKSSTGI 



457 
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SKQ ID 

NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 




codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*=Stop codon, /=possible nucleotide 


4177 


34545 


A 


4218 




692 


MTNALHAEALEMTSQFDQELAA 
KFEADHEMALLMNK.DFDRDRE 
EQRRLAEQARREHEERIKREAA 
EQARRDAEAKHKAEIEAAARR 
EAEEKARAELAERQRIEAEQRA 
EREKKETEERARREKEEAVAAE 
RRRQEEAEAARLVEEQRKAEE 

C A DD A A rWCLJD PTVTvTP R X) D 

tAKJ\AAUKJtriKK. I V in ivK/ kjL-KK 

SDCSGHPRRIRTESSAGDRWRQ 
SAGRAHQILRQT*THTSLTTAS 
KNGAGLSSNSPTRKRS 


4178 


34546 


A 


4219 


3 


1120 




4179 


34547 


A 


4220 




831 


MVKARKIM ETPQP A WEMRV R I 
CTVDWSKLNPYIPDDFSLIKSEK 
KYDHPELIVDESNLRVVYAPSR 
YFASEPKADVSLILRNPKAMDS 
ARNQALLEGYFSFTATEDQLEQ 
AKSWYNQMMD/SPEKGKAFEH 
GNMPA\QMLLQVPYFLRE\ERE 
H*1IITP1LHMRKQEQSG*/RNLP 
KAAQLSMMQDLQTLLMAASY 
CSELGHVATQFQGMLACTRNP 
NSWDRNSETSGK.AEGF1PMQLG 
DVADPSVRCSSVSSLWGHSSPK. 
LLRSVCMAMRICVKLQRWT 


4180 


34548 


A 


4221 




1503 




4181 


34549 


A 


4222 




1 113 




4182 


34550 


B 


4223 




760 




4183 


34551 


B 


4224 




1755 


















4185 


34553 


A 


4226 




3240 




4186 


34554 


A 


4227 


1989 


2144 




4187 


34555 


A 


4228 




1203 




4188 


34556 


A 


4229 




4767 




4189 


34557 


A 


4230 


31 


512 


EYRK.SPDIRPIVIQHGEEAEITH 
HFR*QELADKTLIFEITHREMQR 

rl^r V O 1 LiUllvc-r V r Vr r Iv Wtvb 1 

NPFNILEHGEPEGIRVDAAVPR 
AVIGGLEDHIGVAVQKLQHKTF 
RYFPF1IQMVKDGVVPEGRPAF 
VHHLSLFLRIKILAHLTHNTQDF 


4190 


34558 


A 


4231 


369 


918 


RPGMSNPWRDLFRTGVDPTND 
RLSALVEI/YRMMRPGEPPTREA 
AE/SLFENLFFSEDRYDLSA/VG 
RMKFNRSLLREEIE/GSGILSKD 
DIIDVMKKL/1DIRNG/KGEVDD1 
DHLG/N RRIRS VG EM AENQFRV 
/GLVRCTGTVPPFLHQQKCEYH 
L/PQRPVASTLSRYF*HFRLRNF 
SMPRANE1KKGMV 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4191 


34559 


A 


4232 




1012 


SVVLKIVERVDGYFPSPPLFLGA 

AFGSHVRSRALPDPCVLFRVTI 

YLCVLASVARTFSPLLPVSRKK 

H1TPLGGFQLHETHLCLQDCRTI 

1LRPRLGEFGNKFSQLVDTIDLH 

\NQHGLAHL*KESARGQYSLLL 

LGMVSLCAL1LILWRVVYRSVT 

CPLADQTQALHRLLDGDIVSPF 

PETAGVRELDTIGRLMDAFRSN 

VHALNRHREQLAAQVKARTAE 

LQELVIEHRQARAEAEKASQAK 

SAFLAAMSHEIRTPLYGILGTA 

QLLADNPALNAQRDDLRAITDS 

GESLLTILNDILDYSA1EAGG\K 

NVSVQSYVARLEPVAASGWHK 

YPWLN 


4192 


34560 


A 


4233 


1 


502 




4193 


34561 


A 


4234 


1 


653 




4194 












YALATPPLSV/1NQWQLALDKG 
QLPTF/VAGLAPQHPQYAAMHE 
SYWPYSALR/EILQRTGMLDGG 
PKITL/PGDDTPTDAVVSPSAVT 
NSHGR*VPTLGGVWGL 


4195 


34563 


C 


4236 


40 


105 




4196 


34564 


A 


4237 


355 


526 




4197 


34565 


A 


4238 


116 


949 


RPGTGRCSAVQLPVLLLRGPHS 

SHTVGTHVMVDLDSGQLCVYP 

GNSDESMPAATQARERLLADT 

AKKKAQIAELQSFVSRFSANA* 

KSRQATSRARQ1DK.1KLEEVKA 

SSRQNPFIRFEQDKKLFRNALE 

VEGLTKGFDNGPLFKTLNLVL\ 

E VGENLPVLGTNG VG KSTLALK 

TLVGDLHPDSGTVKWSENARI 

GYYAQDHEYEFENDLPVFEWM 

SQWKQEGDDEQAVRS1LGRLLF 

SQGDIKKPAKVLSGGEKGRML 

FGKLMMQKPN1LIMDEPPTHP 




34566 




4239 




319 


MVKKMARAPMI\L\ALANPEPEI 
LACRHGRKEVRPDAIIC\TPGRS 
D YPNQSETN VL\C FPAN VH RI PQ 

aashlrahqsripislmsisak.il 
tyllanqiqflvkqh 


4199 


34567 


B 


4240 


263 


1390 




4200 


34568 


A 


4241 


1 


323 




4201 


34569 


A 


4242 


3 


1855 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4202 


34570 


A 


4243 


2 


964 


LLKHGVSLYIQDKEGLSALDLV 

MKDRPTHVVFKNTDPTDVYTW 

GDNTNFTLGHGSQNSKHHPEL 

VDLFSRSGIYIKQVVLCKFHSVF 

LSQKGQVYTWGHGPG\GRLGT 

WEMNRHAWVPRLVGRD*MVII 

VSPSWPAAKDHTVVLTEDGCV 

YTFGLNIFHQLGIIPPPSSCNVPR 

QGLHNRQNRRYPPVPGSAGPTS 

MEPSKIRPTGLKFSLTTQQQSEI 

r\t rrcci r\unvi>DPoi di a vu/ 
UbUCobLCWlJ IluvtrLKLA Y W 

FIKKD1AKDTDEETRRHGVSLYI 
QDKEGLSALDLVMKDRPTHVV 
FKNTGSLQFQSIPSCRESQILSEK 
QGDLFREEPMFGS 


4203 


34571 


A 


4244 


1 


725 


FRVDPRVRKHFGLFYAMGIVL 
MMEGVLSAC*HVCPNYSNFQF 
DTSFMYM1AGLCMLKLYQTRH 
PDrNASAYSAYASFAVVlMVTV 
LGVVFGKNDVWFWVIFSAIHV 
LA SLALSTQ1 Y YMGRFKIDLG I F 
RRAAMVFYTDCIQQCSRPLYM 
DRMVLLVVGNLVNWSFALFGL 
1YRPRDFASYMLGIFICNLLLYL 
AFYIIMKLRSS*KVLPVPLFCIV 
ATAGMWAC\ALYFFFQNLSSW 


4204 


34572 


A 


4245 


1 


833 


MKPVWVATLLWMLLLVPRLG 
AARKGSPEEASFYYGTFPLGFS 
WGVGSSAYQTEGAWDQDGKG 
PSI WD V FTH SGK G K VLGNETA 
DVACDGYYKVQEDIILLRELHV 
NHYRFSLSWPRLLPTGIRAEQV 
NKKG IEFYSDLIDALLSSNITPI V 
TLHHWDLPQLLQVKYGGWQN 

V b M AIN Y r Kii Y A IN Ltr b Ar uUK 

VKHWITFSDPRAMAEKGYETG 
HHAPGLKLRGTGLYKAAHHII/ 
KAHTL* VCFHA ADKG I PETEKK 
RRLNWTYSSTWLGRFHNHGRG 


4205 


34573 


A 


4246 




672 


GTQNAVNG/VIIFLSWGDAVKS 
FWIYRGGRK.REGPLFHA*Q\FLI 
YTIIIRAVGSIINYVIANYKLKFJ 
TPGVIDFICTSLIAG ILTIKLFLLI 
NQFEKQQIKKGRD1TSARIMSRI 
IKITIIVGLVLLYGEHFGMSLSG 
LLTFGGIGGLAVGMAGKDILSN 
FFSGIMLYFDRPFSIGDWIRSPD 
RN I EGTV AEIG WRITKITTFDN R 
PLYVPNSLFSSISVENPG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4206 


34574 


A 


4247 




347 


PLRP\GQPGPGGAGT/RALRAPP 
LPSSSELCYGPGQPGRWPRCPQ 
FPSLPPHSS'LLHTGHWPCTLGY 
CFIPILRAAPPLPCKCASPVLASC 
TYPLPAAPSLPVLVHTSIKCFCF 
HLQ 


4207 


34575 


A 


4248 


43 


446 


VLPAVPRPGQ/PPCVPAPVQAPE 
PPRPSPGWSQATGSPGPAGAAP 
S WR\GLP A V PG HTAG VLGPGPP 
GQRQPGPGGAGTQLCGPHLFL 
RLLNVAYGPGQPAL/RNVPLQT 
APALTPSPQHLLCPFLSTHLLNA 
SVFIC 


4208 


34576 


A 


4249 


1 


1521 


RIPESRLPTTAFVQAPWARSGSS 

GLRRWEKHAGQQVGWWARGP 

GVRGRQAAGGGAAALTCRGG 

AGSAVRSCAGLPSLASGSAGCR 

LH PS YSFGFKVGS/PTVPAALSS 

*STS/RGREHGGVTVVPVMTQN 

PRS\PDGPARVEDCEAIA*GTG 

WLAQQG IGTRPPGTGLGRA R\G 

APAVPQWNPVVKSCQGPGHPNR 

LPSHGPSSGEAGRGW/RGLQ1TP 

QL/PEVTHRRVLPGDHPATEA\G 

GFGTG * PG L PG RVPG PG VGGT Y 

QAKALTPLGPVGLLAPASCAQC 

LQQSADGPGATGHL*ELAESQC 

RRQPTG\PPGQL A V SG WATVPG 

VPAAPRPFGPAQQPA/SVPTPSY 

WA/GSPGAAAWPESHRR*ACD 

WAW**VLPAVPRPGQ/PPCVPA 

PVQ\PQSHRGPAHDGARLY*GL 

PQAEQLHPGGGLPAVPGHTAG 

VLGPGPPGQRQPGPGGAGTQL 

CGPHLFLCFLNVAYGPGQPGR 

WPRCPQFPFLPP1LSWNIFGVGT 

QKKKKKNQSFLKKKKKK 


4209 


34577 


A 


4250 


167 


582 


RSLGLAVTEMVPWVRTMGQK 
LKQRLRLDVGREICRQYPLFCF 
LLLCLSAASLLLNR*RRSAEPGR 
RL/S L/LK VQTPG PCC LT VRRPRS 
CGTGDQWGERAPQRSGLGEHG 
GASRPEAQAGGVGLIASFPEAS 
SPELPFSHP 



461 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


4210 


34578 


A 


4251 


402 


1465 


DLILSHPTAWFTIKYKPKQLGL 
QELFPQGHSCAVCGKVKCKRH 
RPSLLLENYQPWLDLKISSKVE\ 
ESLSKDLELVLENFVYPWYRD 
VTDDESFVDELRITLRFFASVLI 
RRIHKVDIPSIYNQETIKSSNES1 
*KWIVKARQKVKNTEFLQQAA 
LEEYGPELHVALRSRRDELHYL 
RKLTELLFPYILPPKATDCRSLT 
LLIREILSGSVFLPSLDFLADPDT 
VNHLLIIF1DDSPAEKATEPASTL 

V rr bl^Jvr A cr KIN N.Kro V LJvL bL. 

KQIREQQDLLFRFMNFLKQEGA 
VHVIAQFCLTVEEFNDRILRPEL 
SNG*NAVSS/WKNCRRFIKHTV 
WMK.VLTKLDLIPSLVEEIPR 


4211 


34579 


A 


4252 


1 


1232 


FPGRRFRLVVRLRGAEAASERQ 
VYSVTMKLLLLHPAFQSCLLLT 
LLGLWRTTPEA H ASSPG APA 1 S 
AASFL*DLIHRYGEGDSLTLQQ 
LKALLNHLDVGVGRGNVSQHV 
QGHRNPTTCFSSGDLFTAHNF\S 
EQLRJGSSELHEFCPT1LQQLDS 
RACTSENQENEENEQTEEGRPS 
AVEVWGFGFLSVSLIMLASLLG 
VLVLPCTEKAFFSRVLTYFIALS 
IGTLLSNALFQLIPERSYKNK.AQ 
VDSLP1TLAQAGMLLWRVRIR 
RRVVDPIRESWMLPFTKIPLWG 
YGLLCVTVISLCSLLGASVVPF 

Mlfl'TPVl'PI 1 1 VP1AI AlflTI V 
1V1KK. 1 r I KKLLL I rlALAIO 1 L I 

SNALFQLI PEN RRK WWQPVHN 
TFGGSTAWHTDKSIEQSIDTLFD 
EVK.K.ESEKETPSLQIGDLGPQES 
LKTFNNTNSPHH 


4212 


34580 


A 


4253 


3 


924 


VGACTAAARPLPIPQLQPJLHHR 

GEKSQLWAHSGSSWGFLAVAA 

VPPSHLCPPLQSRGWKRPP/PLA 

SAGVLPGCCCCACLVSPSLAQP 

AG\LGPKPAAPLGPGPWVSVAP 

CSRPGPCPGTRSPA/P*GHPAMG 

R\GVHEPRVGPAPPEKAIITETG 

AGLAERRGQGLGGGSSFRSAEP 

QGCRSLGPQSPGGDPAHTILRPP 

SQNGDCAEMHACRLHPAILGT 

HGTGGLAAQSHAPRALLPSCPS 

SQQPADGWCSLHLCLPGLLLAP 

RIHGPSTREGGPGHGTPGPTNP 

ASSGATRGTRRVRPSVPRSPTL 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 














PRAGGGHSPRVLGAAGPGPHV 
CTL RL PGT A 1 RTE PG A P L A C A R 
AWPGSSPAG/PECLPTSC*P*EG 
QEPSSHVASLPWGPGVGETQ 


4214 


34582 


A 


4255 


1 


718 


FFFFFFSFLCHLYWVSPTPGPHG 

KLANMANWAPWPS*GLSKLVG 

KHSCPAG*LPGHARAQASGAP 

G/ISPDSSAREA*ECT/PCGPGPA 

APSTRGECPPPSSRPHS/SQQDP 

GRCSFAPA VPQDAGGQG H WCC 

APATGHSAPRGCPPARAAPTGS 

ATPAPPPAACAASSLSMVSAPS 

R*TTGIASSGTSIPETKHQGTPG 

TAPAGT/GPGGSTGPKA/PGPAP 

AHPTRLAGTSGHTAPPTCPPAV 














RSGRTQRAAGVSGSALHQVQS 

wp\hlk1sadqragllf*ehpfp 
psassgcldvsissypvgsd*fin 
gmarangrwktftglhsgk.pl 
gfsdafcqhhnl1ilcwktw 


4216 . 


34584 


A 


4257 


170 


1049 


RGSGCSAELVPSSRWRPGSRAG 

AAAGTETPG*PRVYVPAGNGE 

AGGPGAAWARRAAALPGTAA 

GPPRPAARPGAAPARGGPAPGA 

PAQALPR/TPTWPAAR*AQRAP 

SPPSWG SVAQPGH PGDL A AG VG 

RGAGGGHSRRGRHHHVRSLAD 

LLQLPGAAEGAGDRGHLPGPD/ 

GERS*AASSFSAAGRAAGTASC 

CSAGGTPPSPCTILSTSSSSLAH 

VASSS/RRRAEGDTKVS/RGRAE 

GQDSETGREPGVLHRGSGRTQ 

RAAGVSGS/RSAPSPVVATTSRS 

LLTSVQGCFSEN1LSP 


4217 


34585 


A 


4258 


178 


556 


QSPQEHFHPECGRRDILCQVRQ 
EIRWPNPGEVHHLGLEICPVWI 
LQLHLALRTRAPEHPLQVHRPG 
GGAV*RGVPPPLRLLQACDGPE 
VPAAGRPRPARSSPGQWPP*/PA 
AVAPPVTERPPTPSAA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ofTirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4218 


34586 


A 


4259 


5 


1044 


TGRILDGWHWAKELRLDCPLG 
DSRRPPFSRVSTEGSPAFLALRL 
PNVTAGS*EVSMLASTETPLVIT 
RPSPG\GHDPGPAPRGAAASPA 
GSPAP*QKSPRPLSAAAPPLLAS 
DPAPPRAAAPPADTESSVQPPA 
APHAGPWTxPSAPGPLDVHSPPP 
\PSRGPFVQSSAEPHNRPSPGAT 
RPRP\PPRGAAASPAGSPAP*QK 
SPRPLSAAAPPLLASDPAPPRAA 
APPADTESSVQPPAAPHAGPWT 
LERSWAP*RSLPTP1PVADPLCR 
APLSHRYP*GDCQRSGLCHTSP 
GRASHLPGPGAHK.RTPHACWL 
PLECHRRSPHP*THPSG*PGPSP 
QSFFPEFLGSGP 


4219 


34587 


A 


4260 


2 


576 


CLVNSTTRRSFQLRLVPVPKFQ 
PPHMTVR*LFNFGRQLTATTFS/ 
LRK.SYAVREAYELQNCPDPPPF 
QNGYMINSDYSVGQSVSFECYP 
GYIL1GHPVLTCQHGINRNWNY 
PFPRCDAPCGYNVTSQNGTIYS 
PGFPDEYPILKDCIWL1TVPPGH 
GVYINFTLLHTEAVNDH1AVW 
YEN LSSQNICDCDQQF 


4220 


34588 


A 


4261 


1 


837 


MWAGNAWRAALSGVPCGRSA 
QSVLAQLRGILEGELEG1RGAG 
TWKSERV1TSRQGPHIHVDGVS 
GGILNLTSVRFIRGTQSIHKNLE 
AKIARFHQREDAJLYPSCCDAN 
AGLFEVLLRPEDAVLSDELNCA 
S1IHGICLCKAHKYHYCHLDVA 
YLETKLQEAQKHRLFLVATDG 
AFSMDGDIVPLQK1CRLASRYG 
ALVFVDECHATGFLGLTGQGT 
DELLGVMGQVTI1NSTLGKALG 
GASGGYTTGPGPLVSLL/RAQP 
YLFSNSLPPAVVGCTSKAL 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4221 


34589 


A 


4262 


1 


2142 


MIIL1DAEKLAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NI1LNGQK.LEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

K.GIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSW1GRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDM1VYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRIKYLGIQLTRDVKDLF 

KEN YKPLLKE1 REDTNKWKNI P 

CSR1GR1NIMKMA1LPKV1YRFN 

DIPI KLPMTFFTELEK.TTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKL Y YKATVTKT A W Y WYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDK.NK.KWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

K.1HSRWIKDLNVRPKTIKTLEEN 

LGN TIQD1GMGKDFMTKTPKA 

IV1A 1 IS-AlS. YL'tS. WU VIIS.l>KorU 1 A 

_ „ HPTP U/FWTF A TVPQ 
L/rwOLloKJ i 1 iyINJVW IN IN 

NRQMKKCSSSLVIREMQIKTTM 


4222 


34590 


— 


4263 




_1989 




422£ 


£4591 




4264 








4224 — 


TT^i 


— 






— 










— — 




— — 






4226 




34594 




^ — 







— cm 










42li 




T?62 




4228 


34596 


B 


4269 




1716 




4229 


34597 


A 


4270 




1152 




4230 


34598 


A 


4271 




4752 




4231 


34599 


A 


4272 




2790 




4232 


34600 


A 


4273 




3477 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4233 


34601 


A 


4274 




1007 


MLDASCHRTSDSKFFSFGVQTG 
FLTPELAHLVGPCDRDHNSSPA 
REQNWTENEFDELTEVGFRKW 
VITNSSELKEHVLTQSKEAKNL 
EKRAIKQEK.EIKGIQLGKEEVK 
LSLFADDMIVYLENPIVSAQNL 
LKLISKFSKVSGYKINVQKSQA 
LLYTNNRVSQIMSELPFTIAMKR 
IKYLGIQLTRDVKDLFKDNYKP 
LLKEIREDTNKWKNIPCSWLGR 

TXlT\yll^\yf A TT DV A F VT? CXI A IDIV I I 

INlMivlVlAlurKAl YKrINAlrlrvLL 

*TFFTELEKTTLNFIWNQKRARI 
AKTILSKKNKAGGITLPDFKLY 
HKATVTKTAWYWYQNRYIDQ 
WNRTEASEITPHIYNHLIFDKPE 


4234 


34602 


A 


4275 


737 


2460 


RIKYLRJQLTRDVKDLFKENYK 

SLLNEIKEDTNKWKNIPCSWIG 

RMNIIK.MA1/LPKVIYRFNV1PIK 

LPMTFFSELEKSTLKF1WNQKR 

ARJAKTILSQKNKAGGIMLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTEPSEMTPHIYNHLIFD 

KPDKNKQWGKDSLFNKWCWE 

N WL A 1 G RQLK L DPFLTP YTKIN 

SRWIK.DLNVRPK.TIK.TLEENLG 

NTIQDISMGKDFMSKTPKAMA 

TKAK.MDKWDLIKLKSFCTAKE 

TTIRVNRQPTEWEKNFAIYSSD 

KGL1SRIYKQLKQIYKKKTNNPI 

KKWAKDMNRHFSKEDVYAAN 

RHMKKCSSSLAIREMQIKTIMIY 

HLTPVTMA1IKKSGNNRCWRG 

CGEMGTLLYCWWDCKLVQPL 

WKTLWQFLRDLELGIPFDPAIP 

LLG 1 Y PKD Y KSCC Y K.DTCTPKL 

ARDDQIHILKQHRRKELETRQK 

QYRAWYEINPFHSVWPVTAGK 

SPRHQLPVWVFfNPQTSPYLQL 

QTRDGEESNENNFGSTILASDFF 

AEIDKLSILQIHMEMEGTQNSQ 

NNLDJCKKTKMEDLHFSISKLLH 

SYS1QDNVISA 


4235 


34603 


A 


4276 


3 


355 


RQPVHLVHELPQQSWGICLNSS 

LVnuAL^njjLnL/KIVlLoLr Wo 

SADPQ*R*TCRNL*LPVRGPPRR 
TDLFSVSSKSTLKEWPLLLMIL 
AELGSYLILSGRREESYFTSLVL 
ISIGDC 


4236 


34604 


B 


4277 


78 


791 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4237 


34605 


A 


4278 


1 


3395 


MIIS1DTENAFEKIQQPFMLKTL 
NKLG1DGTYLKIIRAIYDKPTAN 
IILNGQKLEAFPLKTGTRQGCPL 
SPLLFNIVLEVMARVJRQEKEIK 
GIQLGKEEVKLSLFVDDMIVYL 
ENPIVSAQNLLKLISNLSKVSGY 
KINVQKSQAFSYTNNRQTESQI 
MNGLPFTTASKRJKYLGIQLTR 
DVKELFKENYKPLLNEKKVDT 
NKWKNIPCSWIGRINMLKMAIL 
P/KELEKTTLKFIWNQKRACIAK 
SILSKKNKAGGITLPDFKLYYK 
ATVTKTAWYWYQNRDIDQWN 
RTEPSEII\PHI YN H LI FDKPDKN 
KKWGMGSLFNKWCWENWLAI 
CRKLKLDPFLTPYTKINSRWIK 
DLNVRPKTIKTLEENLGNTIQDI 
DMGKDFMSKTPKAMATKAKID 
KWDLTK.LRSFCTAKETTIRVNR 
QPKEWEKIFAIYSSDKGLISR1Y 
KELKRIYK/KKNNP1KKWAKD 

\/tXTPVr*T^PniV A AMDHMl/'l/rC 

MiNtvir tvcui i AAiNKrllvirvrvCo 
SSLA IREMQI KTTM R/YH LTPVR 
MAIIKKSGKNRWEMNNENTWT 
QEGEHHTLG/HC/WWKARRSRS 
CLTWMAAGKKRMRKTLQMT 


4238 


34606 


B 


4279 


1 


201 1 
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SEQID 

INO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4239 


34607 


A 


4280 


1 


2661 


MTMNFVADSHTGRNPLASAAG 

AKTGLRPLPRPCGARVWNPPD 

AGGGGVGSLKTSTPLGPLSAAN 

SPVHQGSVPQTRARGGGTLFQE 

VVTSRTLAFRNSLSAFTEVTSG 

TVSGRKGGRSTHLAGRRVSGG 

EGSRKAAAAALAAVAAAPGPV 

RRCSSQSCFSSSGSSHYSARTSP 

VRVRPRRSLSSRSAAGNRAEAT 

ESAMEKTLETVPLERK.KREKEQ 

FRKLF IGGLSFETTEESL RN Y Y E 

QWGKLTDCVVMRDPASKRSRG 

FGFVTFSSMAEVDAAMAARPH 

S1DGRVVEPKRAVAREESGKPG 

AHVTVKKLFVGGIKEDTEEHHL 

RDYFEEYGK1DTIEIITDRQSGK 

KRGFGFVTFDDHDPVDK.IVLQK 

YHTINGHNAEVRKALSRQEMQ 

EVQSSRSGRGDGYGSGRGFGD 

GYNGYGGGPGGGNFGGSPGYG 

GGRGGYGGGGPGYGNQGGGY 

GGGYDNYGGGNYGSGNYNDF 

GNYNQQPSNYGPMKSGNFGGS 

RNMGGPYGGG1WKNTSITERK 

KSRrCLDLIQSKKGSRTKEAPQP 

PVASLCMHLGHWSRLMVSPGA 

QLTGKNSHGLSVSSVRK.SNVGP 

RRLCAAMKATGPDNAQSQVSP 

PGHAPSAEDPTGSRTVSSPCTD 

RPHPFLSRPKPPTQISLVLPLKT 

DGALERMPQQL/HIASS/GAKVP 

NPSTQTPPVLLAFFYPFNLPP*N 


4240 


34608 


A 


4281 


1 


908 


MRK.VKGKNRQSFKCLPPPSGA 
LQAHGAAAPHGSLLTLHLHLV 
PVSSAAMKATGPDNAQSQVSP 
PGHAPSAEDPTGSRTVSSPCED 
RPHPFLSWPTWISLALLLKTDG 
ALERMPQQLPSLHPSQGTQSIH 
PDPSSTSSFLLPFQPPTLKRAAFP 
CPPSIVNPAVWDTSTPSVAEHH 
TPIRITLKEPTQFLSQKQYPIPQA 
ALVGLQPIISHLLASHLLRPTDS 
PFNTPILPVKKPNGTYRLVQDL 
RLINQAVLPLVQE/DYSVLLYLP 
LNVTPGLPPATAFSYPPSPGPVA 
RARLASRLHSHAA 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0!>/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4241 


34609 


A 


4282 


1 


915 


MPNYVTFTDTKQLISDTPNNQV 

PMNRASMAFDAKCLTGCRFDD 

A1VQFDM TYWPFTVVNDAGRP 

KVQVEYERDKKLLPIGGVFYGS 

DKDEGNCK.SLPWEDCYQCCET 

SQNVQDFLFLDVTPLSLDIKTA 

DGVMAVLIKCDATIPTRQTQTF 

TTYSDKPSM/LIAKDKNLLRKFE 

LTGVPPAHHGAHQIEVTFDINA 

KG I LN VYTLTDDKGH LSKEDIEP 

MVQETEK.YKAEDEKQRDKVSS 

KNSLDPYVFNMKATAEDEK.LQ 

VKINNEHKQKILSKCHEIINWL 

DKNQTAEKEEFEHAQQELEKSS 


4242 


34610 


A 


4283 


1 


994 


MHQTKKGNQWHFGMKAHIGV 

DAKSGLTHSLVTTRPNEHDLNQ 

LGNLLHGEEQFVSADAGYQGA 

PQREELAEVDVDWL1AERPGK 

VRTLKQHPRK.NKTAINIEYMKA 

SIRARVEHPFRJIKRQFGFVKAR 

YKGLLKNDNQLAMLFTLANLF 

RADQMIHCTRGEGLITTK.IPKAP 

DNGSYCLPSKNDDSEEEDPEMS 

PMVVTKMKEIAEAYLGKTVTN 

A VLTVPAYFNDSQRQAT/KKDA 

RTI AGLNGLRISNEPTAAA1AYG 

LNQKVGTERNVLIFDLGGSITPR 

1RTPETGSDDA1KS1LEQAKK.E1E 

SQKGG ECDPCRQSLRPPG PA AN 


4243 


34611 


A 


4284 


3 


677 




4244 


34612 


A 


4285 


30 


365 


EEAETVLVGQLKQLSSCLAVH 
KYRPETKQEKKQRLLARAEKK 
AAGKGDVPTKRPPVLRAGVNT 
VTTLVENKKAQLV\CRKMGVP 
YC1 1 KGKARLGRL VH RKTCTTV 
AFTQVN 


4245 


34613 


A 


4286 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PK.N FG IGQ\QRLL A R AEKKAAG 
KGDVPTKRPPVLRAGYNTVTT 
LVENKKAQLVVIAHDVDPIELV 
VFLPALCRKMGVPYCIIKGKAR 
LGRLVHRKTCTTVAFT 


4246 


34614 


C 


4287 


62 


217 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Mel 
hod 


SEQ II) NO; 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4247 


34615 


A 


4288 




801 


PKGKKAKGKKVAPAPAVVKK 

QEAKKVVNPLFEKRPKNFGIGQ 

DIQPK.RDLTRFVKWPRYIRLQR 

QRAILYKRLKVPPA1NQFTQAL 

DRQTATQLLKLAHKYRPETKQ 

EKKQRLLARAEKKAAGKGDVP 

TKRPPVLRAGVNTVTTLVENK 

KAQLVV IAHDV DPIEL V VFLP A 

L\CRKMGVP\YCIIK.GKARLGRL 

VHRKTCTT\VAFTQVNSEDKG\ 

ai a if i vc a ip'rwvnsjni? vriFiBD 
ALAiS.LVDAIr\l IN Y INJJlv Y UfclKJv 

n WuulNULKI K\o V /\Ivl/\tvJLCrv/\ 

ISJaKcLA 1 1VLAJ 


4248 


34616 


B 


4289 




273 




4249 


34617 


A 


4290 


1 


441 




4250 


34618 


B 


4291 


47 


482 




4251 


34619 


A 


4292 


1 


762 




4252 


34620 


A 


4293 


1 


890 


MSKSESPK.EPEQLRKLFIGGLSF 

ETTDESLRSHFEQWGTLTDCVV 

MRDPNTKRSRGFGFVTYATVE 

EVDAAMNARPHKVDGRVVEP 

KRAVSREDSQRPDYFEQYGKIE 

VIEIMTDRGSGKKRGFAFVTFD 

DHDSVDKTVIQKYHTVNGHNC 

EVRKALSKQEMASASSSQRGRS 

GSGNFGGGRGGGFGGNDNFGR 

rriMCcnp r: c iy u : c t in. r ; rzri v c / ' 
UuINrouKUUruUjnUUuvj iuu 

c n nr. vm r, vc, xr nr, qxi en r, nr: cv 
NDFGNYNNQSSNFGPMKGGNF 
GGRSSGPYGGGGQYFAKPRNQ/ 
GGYGGSSSSSSYGSGRRF 


4253 


34621 


A 


4294 


1 


1674 




4254 


34622 


A 


4295 


1 


506 


KYHTVNGHNCEVRKALSKQEI 
ASASCSQRGRSGSGNFGGDRG 
GGFGGNDNFGRGGNFSGHGGF 
GGSCCGGGYGGSGDGYNGFGN 
DASNFGGGGS/YNEFG/NYNNQ 
SSHFGPLS/GGNFGGRSS/SPLGG 
APASTYVKG PN SQRTQNEG WF 
EG*APWRGDGGARGNKGGGA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4255 


34623 


A 


4296 




1445 


MKCLICFINHKEILEASERKQAE 

SLDFPFKKLRWHLCEGWIEEER 

DESRKSET1FKDLFKVPVLKETI 

YYK.FYGPPVYQIETVYFMALSP 

PKSKQFDKTKQNNNNKKTHQF 

V1VFFKTDEHLSARGRRRRS1VK 

VSLLPAVIGLKSKFLKKPDQLR 

KLFI\GG\LSFETT\DESLEEPFSR 

QWGKRYTDSVVMRDPNTKRSR 

GYFGFVTYAT\VEEVDAA\MNA 

RPHKVEWKELLEPKRAWSRED 

SQRPGCPH*LVKKIFVGGIKEDT 

\EEH HLRD YFEQYGKI EVIEIMT 

D\RGSGKK.RGFAF\VTFD\DHD\S 

VDKIVI\QKYHTVNG\HN\CEV* 

KSPVKSKKMASASSKPKEGRSG 

FWETFGGGSWEVGFGGNXDNF 

GRG\GNFSWSV VAFGGSRGVGG 

GYG\GSGDG\YNGFGNDG\SNF 

G\GGG\SYNDFG\NYNNQ\SSNF 

GPMKGG\NFG\GRSSGPYG\GGG 

QYF\AKPR\NQGGYGGSSSS\SN 


4256 


34624 


A 


4297 


1 


920 

— — 


DPGDTPNTASAPNCRSGKGRSS 
SPEHIPPLEK.LEDSMQTNPSTNP 
EPGRLAEWLDPEERQQSLQFGL 
QEATSIGKGGQYYIKGTPHGTK 
ESEQQPSA LDLPSDRA YPN EKE 
PENQLWRLV1KL1KEAPEKGAY 
LNV1KAVYDKPTNGEKLRAFPL 
RTGTK.HRCPLSPLLFNILLEVLA 
RAIRQEKE1KSIQIGKEEVKLSLF 
ADD1I1YLESPKYSSRKLQELIKE 

PC;Tt r \/CT?VPITvT\/l-Tk'Q\/AT I VT\MQ 
r jK.Vol\I LlNVnlVoVALLl lUNo 

NQAENQ1KNSASFTIAAKNKI1C 
YLG1YLTKDAKDGYKENYKTL 
MKE1IDDKNKQKY1P 





— 





— — 









— 







— — 





— — 













4"00 


— 


— 




4355 — 


3l62i 


— 


4301 


77 


1306 




4261 


34629 


A 


4302 


1 


354 




4262 


34630 


A 


4303 


1 


1182 




4263 


34631 


B 


4304 




1995 




4264 


34632 


B 


4305 


1 


1518 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4265 


34633 


A 


4306 


1 


918 


MCPVGPWTHPVVISPVSECIVG1 

DILGSWQNLHIGSLTDITMVHY] 

DDMMLIGSSEQEVANSLDLLV 

RHLHARGCKINPTKIQGTSTSV 

KFLEFQWCGVCQDIPSKWVLE 

QKALQQVQAAVQAALPLEPYD 

PADPMVLEVSVADGVAVWSL 

WQAPIARIHGSRNQGVEVEVSP 

LTNIPSDPLAKFLFPAPSTLCSA 

GLELLVPEGGTLLPGNTTMIPL 

N WK.LRLVPGYFGLLLALSPQA 

KNGVTVLAEVIDPDYQDEITLL 

rmjr.nr.PRVARWTr.npi dui i 

VLPSPMIKVNGKALQHPNPGRT 


4266 


34634 


B 


4307 


1 


1599 




4267 


34635 


B 


4308 


1 


1569 




4268 


34636 


A 


4309 


3 


422 




4269 


34637 


A 


4310 


1 


1089 




4270 


34638 


A 


4311 


2 


549 


LKMTAMQRPMEKRMMNREIIL 
KERLSLTGIDIKILKKRSIMKVE 
SHRGEQISVSSLALQRIKYLG1Q1 
TRDVKDLFKENYKPLLNKLKE 
DTNKWRNVPCPRVGRISIVKM 
AILPK7ILKKKTTLKFIWNQKRA 
HIAKTILSKKNKAGGITLPDFKL 
YYKAT/KTAWCWYQNRDTDQ 
WNRTKPSEI 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4271 


34639 


A 


4312 


371 


3036 


LIAYQPKKVQDQMDSQPNSTR 

VLEVLARA1RQEKEIKGIQLGK/ 

EEVKLSMFADDITAYLENPIVS 

APNLLKLISNFSK/VSGYKINVQ 

KSQAFLYTNKRQTE\Q1MSELPF 

TVASKRIKYLGIKLRRDVKDLF 

KENYKPLLNEIKEDTNKWKNIP 

CSWIGRINIVKMTILPKVIYRFN 

AIPI KLPMTFFA ELEKTTLKFI W 

NQKRAHIAKTILSQKNKAGG1M 

LPDFKLYYKATVTKTAWYWY 

QNRDIDQWNRIEPSEIIPHICKH 

LIFDKPDK.NKKWGKDSLFNKW 

C W EN WL Al C RK.LHLDPFLTPYT 

K1NSRWI KDLN VRHKTIKTLEE 

NLGNTIQDIGMGKDFMTKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTIRVNRQPTEWEKIFATY 

SSDKGLISRJYNELKQIYKKK.TN 

NP1KKWAKDMNRHFSKEDIYA 

AKKHMKKCSSSLAIRETLYNDR 

RIGKLTQTCDETAFQPHVCTISR 

PMLSSPYRSSLTEKWSQDFSKP 

PYPFLFHKGYLNPREQDKEVLT 

RAI RQEKERKG 1QLGKEEVKLS 

LFADDMIVYLENP1VSAQNPLK 

VVSNFSKVSGYKISVQKSQAFL 

YTNNRQTESQIMSELPFT1ASKR 

1KYLR1QLTRDVKDLFKENCKP 

LLNEIEEDTNKWKN1PCSW1GRI 

N1VKMAILPKVIYRFNAIPIKLP 

MTFFTVLEKTTLKFIWNQKRAH 


4272 


34640 


B 


4313 


1 


1995 




4273 


34641 


A 


4314 


3 


549 




4274 


34642 


A 


4315 


3 


614 


EAYGQTECTGGCTFTLPGDWT 
S\GQFIN1LEMCLELSPCK.SFSAD 
SARYVLGHVGVPLACNYVKLE 
DVADMNYFTVNNEGEVCIKGT 
NVFKGYLKDPEKTQEAL\DSDG 
WLHTGDIGRWLPDIENHNRLIV 
CTLTNTSWRSHK1IVLKTYQKA 
DDTKTPKETTFQNIMNLFLKEK 
RATAVLIRGGVGETSTDLSKKK 
PAKLLANF 


4275 


34643 


A 


4316 


1 


478 


MKLDLHLSPYTKINSRW1ICDLN 
LRPET1KILED11RKTLLDIGLGK 
DFMIKNPKVNATKTKINKWDLI 
KLKVNFCTAKE1SSREIREPTEW 
EK I FANS ASDKG L1SRI YKELKQ 
IRSTLQLLFGISELPASLFLGFGA 
IMKSKKASLNTSTA1LRQLIW 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4276 


34644 


A 


4317 


1 


1125 


MCHG1GAQIIPSHQTVQLDITAF 
LKTVKKNKHKFYPAFIHILARL 
MNAHPEFRMAMKDGFIENMFF 
VSANPWVSFTSFDLNVANMDN 
FFAPVFTMGKYYTQGDK.VLMP 
L AIGGPLESPDRDGG PLESTNR 
DASPESWSCRKSTPRLVAWVS 
AAKVFIRDKLMERRNRRTGRT 
E KA RI WE V TDRT V RT WI G E A V 
AAAAADGGGFRVDLARRS1RK 
DRNARSQNPVHTEGDMNMNIK 
KIVKQATVLTFTTAFLAGGATQ 
AFAKENNQKAYKETYGVSHIT 
RHDMLQ1PKQQQNEK.YQVPQF 
DQSTI KNIESAKGLDVWDSWPL 
QNADGTVAEYNGYHVVFALA 
GSPKDADDTSIYMFYQK.VGDN 
SID\SWKNAGRVF 


4277 


34645 


B 


4318 


1 


1374 




4278 


34646 


A 


4319 


1 


1293 




4279 


34647 


A 


4320 


1 


1278 




4280 


34648 


A 


4321 


1 


1254 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKEHNQK.AYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKN1ESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTS1YMFYQ 

K.VGDNSIDSWK.NAGRVFKDSD 

KFDANDP1 LKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKJIYGKQS 

LTTAQVNVSKSDDTLKINGV\N 

GYYCEES\LFNKA\YYGGGTNFF 

RKESQKLQQSAKKRDAELANG 

ALGIIELNNDYTLKKVMKPLITS 

MTVTDEIERANVFKMNGKWYL 

FTDSRGSKMTIDG1NSNDIYML 

G YVSN SLTG PY KPLNKTGL VLQ 

MGLDPNDVTFTYSHFAVPQAK 

GNNVVITSYMTNRGFFEDKKA 

TF APSFL MN IKGN KTS V V KNSIL 

EQGQLTVN 


4281 


34649 


A 


4322 


1 


726 




4282 


34650 


A 


4323 


1 


1050 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Mel 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 




*=Stop codon, /=possible nucleotide 


4283 


34651 


A 


4324 


] 


1 185 


MNMN1KKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYK.ETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQST1KNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTS1YMFYQ 

KVGDNS1DSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDG DGKTYQN VQQFIDEG 

NYTSG DNHTLRDPH YVEDKG H 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAK.KRJDAELANGALGIIELNND 

YTVLKKVMKPLITSN/TVPQAK.G 

NNVVITSYMTNRGFFEDKKATF 

APSFLMNIKGNKTSVVKNS1LE 

QGQLTVN 


4284 


34652 


B 


4325 


1 


867 




4285 


34653 


A 


4326 


1 


495 




4286 


34654 


A 


4327 




1394 


GDlvrNMNIKKIVKQATVLTFTT 
A/LLAGGATQAFAKENNQKAY 
KETYGVSHITRHDMLQIPKQQQ 
NEKYQVPQFDQSTIKNIESAKG 
LDV WDSWPLQN ADGTV AEYN 
GYHVVFALAGSPK.DADDTSIY 
MFYQKVGDNS1DSWKNAGRVF 
KDSDKFDANDP1LKDQTQEWS 
GSATFTSDGKIRLFYTDYSGKH 
YGKQSLTTAQVNVSKSDDTLKI 
NGVEDHK.T1FDGDGKTYQNVQ 
QFI DEGN YTG DPLE AET A VIN H 
KKRKNSPRIVQSNDLTEAAYSL 
SRDQKRMLYLFVDQIRKSDGTL 
QEHDGICEIHVAKYAE1FGLTSA 
EASKDIRQALKSFAGKEVVFYR 
PEEDAGDEKGYESFPWFIKRAH 

CPQT?m VQVUIXIPVI IPPPT^I CXM 

lbrJ>l\uL Y^vnllNrYLirrr lOLl^N 
RFTQFRLSETKEITNPYAMRLY 
ESLCQYRKPDGSGIVSLKJDWII 

CVNEING 


4287 


34655 


B 


4328 


9 


1004 1 




4288 


34656 


A 




1 


768 




4289 


34657 


A 


4330 


1 


1308 


















4291 


34659 


B 


4332 


1 


409 




4292 


34660 


B 


4333 




921 




4293 


34661 


A 


4334 


1 


1026 




4294 


34662 


B 


4335 


1 


945 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codonfor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4295 


34663 


A 


4336 


1 


528 


MN MN IKK I VKQ ATVLTFTTA LL 

AGGATQAFAKENNQKAYKETY 

G VSH ITRH DMLQI PKQQQN EK Y 

QVPQFDQSTIKNIESAKGLDVW 

riQwpi nwA nnTU a pvnp.vhv 

vfat a riQPk'n a nr*TCMv\4PV7r* 
Vr ALAtj^rrvlJAL'IJ 1 jlYIVlr r/t,) 

YTDYSGKHYGKQSLDTA\Q*NV 


4296 


34664 


A 


4337 


1 


1701 




4297 


34665 


B 


4338 


97 


1449 




4298 


34666 


A 


4339 


1 


1581 




4299 


34667 


B 


4340 


1 


1539 




4300 


34668 


A 


4341 


87 


1078 


SLPNLDNAAICSSSSSPTRTR*SL 
SEGATQVAFAKEKYPHKHTKKR 
SG VFHITRHDMLQIPKQQQN EK. 
YQVPQFDQSTIKN1ESA KA LD V 
WDSWPLQNADGTVAEYNGYH 
VVFALAGSPKDADDTSIYMFY 
QKVGDNSIDSWKNAGRVFKDS 
DKFDANDPILKDQTQEWSGSA 
TFTSDGK1RLFYTDYSGKHYGK 
QSLTTAQVNVSKSDDTLKINGV 
EDHKTIFDGDGKTYQNVQQF1D 
EGNYT SGDNHTLRDPHY VEDK 

nUk'VPP.Pl CCDCTUfiA CWMDTC 

UHIS. Y KUrLt5r& 1 ri^AcriNr I o 

CVSSLGTLQGFPA PAWLALAHP 

V ri r L IS. H IS. o O u i> IN rsX> o A A I W Kj 1 Is. 

RKPAR 


4301 


34669 


A 


4342 


1 


1344 




4302 


34670 


A 


4343 


1 


1713 




4303 


34671 


A 


4344 




1918 




4304 


34672 


A 


4345 


254 


1118 


RPPAFAKK*PKAYKET/YGVSHI 
TRHDMLQIPKQQQNEKYQVPQ 
FDQST1KN1ESAKGLDVWDSWP 
LQNADGTVAEYNGYHVVFALA 
GSPKDADDTSIYMFYQKVGDN 
SIDSWKNAGRVFKDSDKFDAN 
DPILKDQTQEWSGSATFTSDGK 
IRLFYTDYSGKHYGKQSLTTAQ 
VNVSKSDDTLKINGVEDHKTIF 
DGDGKTYQN VQQF1 DEGN YTS 
GDNHTLRDPHYVGGTSWEPGV 
FSVSCVFFGQQEGV/HG*DEFLD 
FSYWFQGG*ICLYQKAS*QNTT 
SYKRYTGS 
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SEQ ID 

NO: 


SEQ, ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4305 


34673 


A 


4346 


1 


1952 


MN 1VTN 1 K K 1 V KQ AT VLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSH1TRHDMLQIPKQQQNEKY 

QVPQFDQSTI KNI ESAKGLDV W 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK1RLFYTGSLNSSKTEKY 

QVPHIDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFQDHTGTEEHPQPQ\ERP 

RTQSFTS A FA ERRECIPN VPA DT 

KLSKIKTLRLATSYIAYLMDLL 

A KDDQNGEA EA FKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

VVVPGCCPHRSRAYKSDKYAH 

TLTVTASQHAPPPPTHMEGFEL 

FHLPDLCSPSQDAQTTG RTQMK 

PDHSPRPSHRVPQAKGNNVVIT 

SYMTNRGFFEDKKATFAPSFLM 

N1KGNKTSVVKNSILEQGQLTV 


4306 


34674 


A 


4347 


1 


1029 




4307 


34675 


A 


4348 


276 


1248 


C V WLGCRG Y Y PKAYKETY\G V 
SHITRHDMLQIPKQQQNEKYQV 
PQFDQSTIKNIESAKGLDVWDS 
WPLQNADGTVAEYNGYHVVF 
ALAGSPKDADDTSIYMFYQKV 
GDNSIDSWKNAGRVFKDSDKF 
D ANDPI LKDQTQE WSG S ATFTS 
DG K1RLF YTDYSG KHYGKQSLT 
TAQQLLQLVQFQEVDTDFDFPE 
EDKKEEFEECLEKFFSTGPARPP 
TKEKVKRRVLIEPGMPLNHIEY 
CNHEIMGKNVYYKHRWVAEH 
YFLLMQYDELQKICYNEFVPSV 
IFLRYKSPG EA AGTCH LKQRRW 
VMPEAAAPVGTGSRYPLTGQL 




34676 


— 


4349 


-j 


242 


MNSIQIPKQQQNEKYQVPQFDQ 
STIKYIESPKELDVWDSWPLQN 
ADGTVAEYNGYHVAFALAG/S 
PKDADDTSIYMFYQKI 


4309 


34677 


B 


4350 


1 


2198 
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SEQ1D 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4310 


34678 


A 


4351 




2796 




4311 


34679 


A 


4352 


2047 


3531 




4312 


34680 


A 


4353 


1 


3336 




4313 


34681 


A 


4354 


1 


1409 


MKRAPV I PKHTLNTQPVEDTSL 

STPAAPMVDSLIARVGVMARG 

NAITLPVCGRDVKFTLEVLRGD 

SVEKTSRVWSGNERDQELLTE 

DALDDLIPSFLLTGQQTPAFGR 

RVSGVIE1ADGSRRRKAAALTE 

SDYRVLVGELDDEQMAALSRL 

GG ATQ A FA K ENNQKAA YKETY 

GVSH1TRI1DMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK.IRLFYTDYSGFCHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKT1FDGDGKTYQNVQQFIDGY 

LLt.rL'uuAL^lNr^KY IUIIy|nVn 

RIGM AERM WCDRNRERHTVSS 
SGGNRLPNPGPDRSVRHFPDPR 
FLCPSCATVTPLHELIANKYLSG 
KIGAKKLRKLLIKHVD 


4314 


34682 


A 


4355 


1 


2316 




4315 


34683 


A 


4356 


93 


924 


AQTDAAEKSVSIAQLFQACLS1F 

SSGDV/AGGATQAFAKENNQK 

AYKETYGVSH1TRHDMLQIPKQ 

QQNEKYQVPQFDQST1K.NIESA 

KGLDV WDSWPLQN ADGTV AE 

YNGYHVVFALAGSPKDADDTS 

IYMFYQK.VGDNSIDSWKNAGR 

VFKDSDKFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSNDT 

LK1NGVGKYKTIFDGDGKTYQT 

VQQFIDEGNYTSGGHHTL\KDP 

SYNPPLDLSGGNSGYQSQET 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 




Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


4316 


34684 


A 

— 


4357 




3118 


MNMN1K.K1VKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGK.TYQNVQQFIDEG 

NYTSGDNHTL\RDP\HYVENKG 

HKYLGFETNTGTENGYQGEESL 

FNKAYYGGGTNFFRKESQKLQ 

QSAKKRDAELANGALGIIELNN 

DYTLKKVMKPL1TSNTVTDE1E 

RANVFKMNGKWYLFTDSRGSK 

MT1DG1NSNDIYMLGSDESPND 

FGNRHLHKERLAVYRWHASFI 

CSGNTMPIVLVDWSD1REQKRL 

MVLRASVALHGRSVTLYEKAF 

PLSEQCSKKAHDQFLADLASIL 

PSNTTPL1VSDAGFKVPWYKSV 

EKLGWYWLSRVRGKVQYADL 

GAENWKP1SNLHDMSSSHSKTL 

GYKRLTKSNPISCQILLYKSRSK 

GRKNQRSTRTHCHHPSPKIYSA 

SAKEPWVLATNLPVEIRTPKQL 

VNI YSKRMQ1 EETFRDLKSPA Y 

GLGLRHSRTSSSERFD1MLLIAL 

MLQLTC WLAG VH AQK.Q 


4317 — 


34681 




4358 


-j 


7326 




4318 — 


3468(3 


— 


4359 


2140 


4390 




4319 — 


34687 


— 


43~60 




7271 




4320 — 


34681 




4561 




jMi 




4321 


34689 


— 


43~62 


— 






4322 — 


34690 


— 


4363 




4726 




4323 


34691 


B 


4364 




3688 




4324 


34692 


A 


4365 




1401 




4325 


34693 


A 


4366 




1932 




4326 


34694 


A 


4367 




1407 




4327 


34695 


A 


4368 




1491 




4328 


34696 


B 


4369 




855 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4329 


34697 


A 


4370 


137 


1014 


ASEGKQMLRDFVTTRSALKELL 
KRALNMARNNQYQPLQKHAK 
L*RPSML*RNC1N*QPGRDT/TN 
KKENFRPISLMNIDAKILNKILA 
N RIQQI IIKKL1HNDQ VGFIPG M 
QGWFNIHKSINIIHHIKRTNDKN 
HMI1SIDAEKAFNKIQQPFMLKT 
LNKLGIDGTYLK1IRAIYDRPTA 
NVILNGQKLEAFPFKTGTRQGC 
PLSPLLFNIVLK.VLARAIRQETEI 
K.G1QLAKEEVKLSLFADDMIVY 
LENPI1SAQNLLKLISNFSK/VSG 
YK1NVQKSQAFLYTINRQTESQI 


4330 


34698 


A 


4371 


3 


1234 




4331 


34699 


A 


4372 




2850 


MGMGPAKPGMGGNLLVCWLQ 

RPWEKRSIWAEVYRSSRYSHS 

WLPLSRKGCDFSGTCRQTLSIL 

TQPLRQWGLEGIK.KPNSWIISEE 

SVSNGGPPLL1PRQTASGVDLQ 

QTPTDLQLRVLTVRRKTNKQK. 

G1ASTSTKRTSTPKPHLYVTI1K. 

Uy^ol liVr^KWUivINiACI\.LrvlLl\.l 

RVALSLQRNAAPHQQWNKAG 
RRMSLMSSQKKASEVIESQMN 
EIKGEEKFREKRVKRNEQSLQEI 
WDYVKRPDLRLIGVPD 


4332 


34700 


B 


4373 


16 


701 




4333 


34701 


B 


4374 


1 


3743 




4334 


34702 


A 


4375 


227 


686 . 


K.VMLAEYPVFAQLTLTLPPSSA 
SWEPSRGPGPRGIRGSCPEWLA 

cr. pr.\ k a Apr.AnvPPPA accphp 
&Uru\l\AArU/\UV rrrAASrrUr 

PPRLRAPALAVSRGLRRELPSG 
LDWTHCLRTLPSL1VQILQQAA 
LLGLPPAYSDQLQRAGQLHFYS 
GLIKISLVLTTRLSFWGTTE 


4335 


34703 


A 


4376 


216 


644 


VTYSKEKECGEVADSVAKTAL 
EKDGAPRTGDPRPNLGADPPRS 
LVSSAGPQAVRPVKPARQFPPQ 
PPRYSQGPARAAGEEGRGMRPP 
GAGRRLPGPPLPGPEASHSGQL 
PLM/PPGPGPRLGSQEPVSLSRY 
LQTQARMPGPRP 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4336 


34704 


A 


4377 


18 


1023 


QIQHSPLVSPLPSLPPQPLVAEE 

EPPVA/PWPRRLLPATSTSH/PSH 

PLTEPVPPT\SGRGCCLWTKRQ 

QKMCRTTYTSVGRK/CTFPIDS 

GALRLSDGEMRALQTPTGPQST 

VEGHTHLQSL/PHHDRVTATPG 

TEPGLRAAGNRRIFYPGP/VTSQ 

VQPQLLCG YGNASRTPA A LTPG 

PAPPTQASLPNCG1CPHLQMGR 

PTSPC/PPEGGHPSSSLYISLSPPP 

PSAPALRLPPPLP\SAPTAPAL/P/ 

PAAPSAPALRLLRPLPCCSFRPR 

PAAPSAPAPRLLPPLLVCSFRPC 

PAAPSAPAGLLLPPLLCCSGLSP 

RLCCPHSSCSSDPPRLQRKADSS 


4337 


34705 


R 


4378 


1 


984 




4338 


34706 


A 


4379 


332 


847 


VKLLLQDKEIC1LCQKTVYPME 
CLVADKQNFHKSCFVRCHHCNS 
KLSLGNYASLHGQIYCKPHFKP 
TFQNPKGNYDEGFGHKAVHKD 
RWNWQKPKADSVDFIPNEEPN 
MCKNIAENTLVPGDRNEHLDA 
GNSEGQRNDLRKLGERGKLKV 
IWPPSKEIPKKTLPFEEF.LKMSK 


4339 


34707 


A 


4380 


305 


505 


GNLERMLNLGMVK.QQKLPAIM 
KTQVLML*AINVPAKPLFPQSG 
GAVRTTHGGKSRLKETGATSD 


4340 


34708 


A 


4381 


56 


260 


1VKTQS1DG/MGNLR1TEKGLKL 
EGDS/EFLQPLYAKEIQSRPGLG 
TQEQSCQTLSSCSSRGQQQHAE 


4341 


34709 


A 


4382 


137 


920 




4342 


34710 


A 


4383 


532 


1680 


llttrtsfrsenhrhvglllvm 

tdntrdkeyfgdeskreneekt 

veksigekqatltthaniitirh 

cvkpepdfsdhlnlllgradit 

geema aqrssveklangn i al 

vdslrsrsleegdsdphkrlsg 

aqdikttveeviadvve1arele 

levepedvteflqahektltdv 

elflineqikwflemkstpred 

aviiaetitkvleydinlvtkqq 

qgmrqltp1lkevllwvkchq 

talhatekpfikgrinpcgk1ht 

clnlrncgqllireeeeedk.ee 

eeqyeekeeeeeeeeeeeeeeee 

eeeeeeeeeeeeeeedeeeedke 

deeedkekeeeednkeeeeeed 

ke k eeeedkeyek edkeeeedk 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=p»ssible nucleotide 


4343 


3471 1 


A 


4384 


3 


495 


EDTGTFRIY\ESAGAVKKARGF 
LEFVEDFIQVSKNLIGKVIGKNG 
KVIQEIVDK.SDMVPVRIEGDSE 
NKLPREDKDDRDSRHQRDSRR 
CPGGRCRSVSGRRGRGGPRGG 
KSSISSVPKDPDSNPYSVLDN/T 
ESDQTADTDASKSHHSTNRHTR 
SRRRRTDEDAVL 


4344 


34712 


A 


4385 


1 


550 


TESERKDELSDWSLAGEDDRDS 
RHQRDSRRRPGGRGRSVSGGR 
GRGGPRGGKSSISSVLK.DPDSN 
PYSLLDNTESDQTADTDASESH 
HSTNRRRRSRRRRTDEDAVLM 
DGMTAESDTASVNENGLAAKDV 
1 EEHGPSEKA ING PT\S ASG\DDIS 
KLQRTPGERKRLIP*KKENTQE 
AAVLNGVS 


4345 


34713 


A 


4386 


1 


2063 


MAELTVEVRGSNGAFYKGFIK 

DVHEDSLTVVFENNWQPERQV 

PFNEVRLPPPPDIKKEISEGDEV 

EVYSRANDQEPCGWWLAKVR 

MMKGEFYVIEYAACDATYNEI 

VTFERLRPVNQNKTVKKNTFFK 

CTVDVPEDLREACANENAHKD 

FKKAVGACRJFYHPETTQLMIL 

SASEATVKRVNILSDMHLRS1R 

TKLMLMSRNEEATKHLECTKQ 

LAAAFHEEFVVREDLMGLA1GT 

HGSNIQQARKVPGVTAIELDED 

TGTFRIYGESADAVKKARGFLE 

FVEDFIQVPRNLVGKVIGKNGK 

VIQEIVDKSGVVRVRJEGDNEN 

KLPREDGMVPFVFVGTKESIGN 

VQVLLEYH1AYLKEVEQLRME 

RLQ1DEQLRQIGMGFRPSSTRGP 

EKEKGYATDESTVSSVQGSRSY 

SGRGRGRRGPNYTSGYGTNSEL 

SNPSETESERKDELSDWSLAGE 

DDRDSRHQRDSRRRPGGRGRS 

VSGGRGRGGPRGGKSSISSVQY 

RSNI HNCSTLKRIFLASDMN 1 VL 

KDPDSNPYSLLDNTESDQTADT 

DASESHHSTNRRRRSRRRRTDE 

DAVLMDGMTESDTASVNENGL 

DDSEKKPQRRNRSRRRRFRGQ 

AE\DRQPAIDFIYKEVEKVVSL 

WQAKDVIEEHGPSEKAINGPTS 

ASGDD1SKLQRTPGEEKINTLKE 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /=possible nucleotide 


4346 


34714 


A 


4387 


1 


1882 


CGSNMADVTVEVRGSNGAFYK 

GFIKDVHEDSLTVVFENNWQPE 

RQVPFNEVRLPPPPDIKKEISEG 

DEVEVYSRANDQEPCGWWLA 

KVRMMKGEFYV1EYAACDATY 

NEIVTFERLRPVNQNKTVKKNT 

FFKCTVDVPEDLREACANENA 

HKDFKKAVGACR1FYHPETTQL 

MILSASEATVKRVNILSDMHLR 

SIRTKLMLMSRNEEATKHLECT 

KQLAAAFHEEFVVREDLMGLA 

1GTHGSNIQQARK.VPGVTAIEL 

DEDTGTFRIYGESADAVKKAR 

GFLEFVEDFIQVPRNLVGKVIG 

KNGKVIQE1VDKSGVVRVRJEG 

DNENKLPREDGMVPFVFVGTK 

ESIGNVQVLLEYH1AYLKEVEQ 

LRMERLQIDEQLRQ1GSRSYSG 

RGRGRRGPNYTSGYGTNSELSN 

PSETESERKDELSDWSLAGEDN 

RDSRHQRDSRRRPGGRGRSVSG 

GRGRGGPR\GGKSSISSVLKDPD 

SNPYSLLDNTAESDQTADTDASE 

SHHSTNRRRR/SIRRRRTD\EDA 

VLMNGMTESDTASVNENGLVT 

VADYISRAESQSRQRNLPRETL 

AKNKKEMAKDV1EEHGPSEKAI 

NGPTSASGDD1SKLQRTPGEEKI 

NTLKEENTQEAAVLNGVS 


4347 


34715 


A 


4388 


2 


421 


PRVRDSDTEDDSEAEHFESFIHP 
TAMMFTSTINLLQTLCLSAGVH 
AE1MQSEATKTLCGLL\KSSPNR 
LVYREQHRSWCTLGFVQSIALT 
LQVCGALSSLQWrTLLMKVVE 
GHAPFTATSLQRQ1LAVHLLQA 
VLPSWDK 


4348 


34716 


A 


4389 


269 


417 


DLNCKVGSCFEVYSS*KQGIN*I 
KLGDSKT*P*LSGPTSENLKNSS 
LAE 


4349 


34717 


A 


4390 


1 


516 




4350 


34718 


C 


4391 


1 


1527 





483 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4351 


34719 


A 


4392 


200 


1267 


TFSKASRGGNPHSMTKAPSDFR 
KARQTGIPGCSQLGSRYSLEPE 
QSALRLVCIQKLQESSTTCEDFF 
CPLCGRAWAVSTPLTDSPSPGH 
QPAVK*LGLVPFSDTHHPLPFQ 
VLSTDDTSSSSSCSSSCSASSSSP 
/SLLLLLLFLLLLLLLLMLLLKL 
FLLLLLFLL/RPPASPPLLPPALS 
PPL/HCSSSPSAPPASPPPAPPPPP 
APPPSPPPAPPPSAPSSPA PLPPA 
PASPPFSCSSSSCSSSCSSSSFSSC 
SSLSSSAQAEGSLRAPRESSPSL 
DPSAPQRVKVVPPQ AGSGI IRA 
GGALENRPRGKKPWLHFRPGL 
RSRLPA RSLRSRPAPTRWRLRSS 
GRFTGAATATATART 


4352 


34720 


A 


4393 




2607 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALAIL 

LELAVQRGTLSQMLSA1LLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQS1ICSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTLICKADLENHNK 

DGGFWIVIDEKVYDIKDFQTQS 

LTGNSILAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

LYALSDAEDGRG\TL*WLQSSIF 

SG/GLQTSQIHYSYNEEKDEDH 

CS/SPVGTPASKSRVCSHRWALG 

DHSQAFLQAIADNN1QDHNVKT 

HQEQGRSYKEVCTPVIERLRFL 

SNELRPAVGNDLSIISEFKLLSSL 

PRWRRI AQKI IRERRKKRIPKKP 

ESTADEEK1GNEESDLEEACILP 

HSP1NVDKRP1AIKSPKT1TSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLLNSGTLALTQT 

ALRLIGPSCDNVEEDMNASAQ 

GVSATVLEATRKETAPVHLPVS 

GPELAATMKIGTRVMRGVDW 

KWGDQDGPPPGLGRV1GELGE 

DGWIRVQWGTGSTNSYRMGK 

EGKYDLKLAELPAAAQPSAEDS 

DTEDDSASPNRLVYREQHRSW 

CM LGFVRSIALTPQVCG ALSSP 

QWITLLMKVMKGHAPFPAASL 

QRQRWVAVSLPHALVKSGTVP 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4353 


34721 


A 


4394 


266 


1110 


WARGGCARNALASGNA1QGGK 
CNPGLFPPSPNRLVYREQHRSW 
CMLGFVRS1ALTPQVCGALSSP 
QWITLLMKVMKGHAPFPAASL 
QRQLCPE/HTSCPVLKDFCKSVI 
TDVACSSLISTLLVFWGGLLHT 
HKEASESWREAKSTSYVAAAR 
ENEEDAKAEPPTPGIKPSDLVRL 
IH YQENSMGETAPM1QIISHWV 
PPTTHGIYGSTIQDEIRVGVSYP 
GHTDARGFQLLLVSGDFSIPYW 
SLSSAYTSVNSSFVESLQSNLLK 
G1LLPATIMTDPRTTGHQ 


4354 


34722 


A 


4395 


1 


734 


MVQLSGKRILNSPYLELRCHQN 
MDHLGWVIKKSLNRSEVSWVP 
GLEFPWGPKPFREVIAGPLLRN 
NGQSLESSSLEGSHVGVYFSAH 
WCPPCRSLTRVLVESYRKIKEA 
GQNF\EIIFVSADRSEESFKQYFS 
EMPWLAVPYTDEARRSRLNRL 
YG1QAHLFLTANAEDFDTTVQV 
NKIILITYRQNENSLSSLKTGET 
EAQGRLQGSPSNVRGHDPDRH 
AIPLSVNRWNPSKSSPSPAVWS 


4355 


34723 


A 


4396 


195 


1071 


LHEFDSSRDLTSGLGGARTHRR 
LGG PSDAPRGLPAPPPA PPVRPG 
/PRSPGPSAGTAR/DAPRPSVQM 
RAQRPARGSTKDLIETCCAAGQ 
QWAIDN DECLE1PESGTEDN VC 
RTAQRHCCVSYLQEKSCMAGV 
LGAKEGETCGAEDNDSCGISLY 
KASLTCGLQG RC LNPQQ ASMG 
LFSYDVQSSKKINRSIQEKLGG 

riU V LAA 1 ruOUMKINLuKLKKct 

GQRRGGTDRCEAVLTGLFTRA 
LIREQMGDPHPLDHTGQLAKPL 
EVEKTPARWKYLDTNGEKEEP 
ELRTQCPSLYED 


4356 


34724 


A 


4397 


1 


520 


M MGEKAEKPDTKEKKPKAKK 
ADAGGKRNCRYSRSAMYSRKT 
TSRKKYSAAKSKVEKKKKFLA 
TVTKPVGVDKNSGTQVVKLHK 
MPRYYPTEDVPLKLLSHG/KKK 
PFSQHR/RRV VFLKQL V/SGTG P 
LVLNQVPLRRTHQKFVIATSTKI 
GSSNVKIAKRLTGAYFKKVWK 
PKHQE 


4357 


34725 


C 


4398 


67 


243 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4358 


34726 


A 


4399 




333 


QRSCIENILRAC/VGLPPQNHML 
LEHKM\DAKRVGPVAATYPML 
NKKGPVPAATNGCTGDANGHL 
QEEPPMPTT*GPGHTVSRLFLPA 
APHDPTLKAPTNNSAATQPSKN 
KKK 


4359 


34727 


A 


4400 


587 


1013 


GAASAGRGPGPRAPGLWGRGP 
AAAGASLVPTDHVHLSYNHLG 
NNDGENLSAP/SQFRSKEVSKS 

IN V V UD/lvl V V^MNr V L. I IrUCfcrlJ 

HATRCWPHPSAGPSAADRAVP 
ARPAGAPATEPHAPGTQNGAP 
GPSLKRVGPVAATYPI 


4360 


34728 


A 


4401 


2 


334 




4361 


34729 


B 


4402 


257 


975 




4362 


34730 


A 


4403 


30 


365 


EEAETVLVGQLKQLSSCLAVH 
KYRPETKQEK.KQRLLARAEKK 
AAGKGDVPTKRPPVLRAGVNT 
VTTLVENKKAQLV\CRKMGVP 
YCI 1 KGKARLGRL VHRKTCTTV 
AFTQVN 


4363 


34731 


C 


4404 


62 


217 




4364 


34732 


A 


4405 


2 


69 




4365 


34733 


A 


4406 


1 


951 


GTRPKMPKGK.KAKGKKVAPAP 

AVVKKQEGFRKKW*IPWFEK.R 

P\KNFG1GQD1QPQKRPPPLL*K. 

WPRQYQACSGQRAILYKR\LKV 

PPAMKPVSPRALD\RQT\ATQLA 

*AVAHKVQTQRQKQEKKQRL\ 

LARADEEGCLAKGDVPNERDP 

PVPSSQEFNPVSPPLVKEQEKLK 

LVVN WHTDV\DPH PSL VCLPC/ 

LCPAPVS*KMGGPFTC1IQGKRA 

RLWDRLVPQERPCTTCPPFTAQV 

N\SEDKVRLLAKAGLEA1QGP1Y 

N * PDTM E I RPSLG VGNVLG\PKS 

VAR1\AKARNRHKAKETATHTG 

LNVTLLSFLYYKNN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4366 


34734 


A 


4407 




1392 


mpdvseeqkesvctgsmmr.ee 
essrkgkvrtagakssssdrvp 
rlnqeeveslnrp1tgaeiva11n 
slptkkspapdgftaefyqrirj 
qqpiiriqqp1k.kliqhdkvgfip 
gmqgwfnicksinviqhinrtk. 
eknhmiisidaekpfdkiqqcfm 
lktlnklgidgtylkiiraiyhk 
ptaniilngqkleafplktgtrq 
gcplspllfnivlevlarairqe 
ke1kgiqlgkeevklslfaddm 
iiylenptvsaqnllklisnfsk 
vsgykinvqksqaflytnnrq 
tesqimselpftiaskrikhlgiq 
ltrdvkdlfkenykpllneike 
dtkkwknipcswagrisimicm 

AILPKVIYRFN AIPIKLPMTFFTE 
LEKTTLKF1RNQKRAH1AKSILS 
QKNKAGG1TLPDFKLYYKATV 
TKTAWYWYQNRDIDQCTRTQP 
\SEITPHIYNYL1F 


4367 


34735 


A 


4408 


1 


1947 


MALRRLSHDVSGALLLANGES 

TGNSGGSSGSSPSGGATSGSSQ 

TSISGDVVEACCSVLSMVCADP 

VYKVYVAAL\QCMLLVTLEDPS 

SHFTRMRRRLM/AYADEVE1AE 

A1QLGVEDTLDGQQDSF\CRHL 

FPTTIWKPQRTVP/LECTIHLEK.T 

GKGLCATKLSASSEDISERLASI 

SVGPSSSTTTTTTTEQPKPMVQ 

TKGRPHSQCLNSSPLSHHSQLM 

FPALSTPSSSTPSVPAGTATDVS 

KHRLQGF1PCR1PSASPQTQRKF 

SLQFHRNCPENKDSDKLSPVFT 

QSRPLPSSN1HRPK.PSRPTPGNTS 

KQGDPSKNSMTLDLNSSSKCD 

DSFGCSSNSS/NCCYTASDETVFT 

PVEEKCRLDVNTELNSSIEDLLE 

ASMPSSDTTVTFKSEVAVLSPE 

KAENDDTY1CDDVNHNQKCKE 

KMEAEEEEALAIAMAMSASQD 

ALP1VPQLQVENGEDIIIIQQDM 

TFFRH 1 1 PPIQ Wl YKKESANLLID 

STGQRLRIADFGAAARLASKGT 

GAGEFQGQLLGT1AFMAPEVLR 

GQQYGRSCDVWSVGCAIIEMA 

CAKPPWNAEKHSNHLALIFKKL 

LDFANTACDGDKESEVEDVET 

DSGNSPEDLRKEIMIGLQYQAEI 

PPYLGEYDGNEKDSPQPKKMT 

GVQNAKEVLST 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4368 


34736 


A 


4409 


1 


4485 




4369 


34737 


A 


4410 


2 


927 


IDHMIGHKASLNKFKKIE11SSTL 

SGHNGIKLEINSKRDLQNHANT 

RK\LNNLLLNEHWVKNE1KMEI 

LKFFELNDHNDTTYQNLWDTA 

KATF\LLRGKFTALNAYIKKTER 

AQTDILRSHVKELEKQEQTKPK 

PSRRKEITKIREELNEMETNKK 

KIQKINETKSRFFEQINK1DRSLA 

RLAK1CRREKIQ1TSIRNKTGDTT 

TDTTEIQKIIQGYYEHLYAHKLE 

NLEEMDKFLEKYNPPSLNQEEL 

DTLN RTI TSNKIEM VI K KLPTKK. 

KSPGPNGFTAEFYQTFKAEELVP 

ILSILVHKTEKEGTLP 


4370 


34738 


A 


4411 


405 


517 




4371 


34739 


A 

— 


4412 


1 




1197 

— 


MEISELNAKLRSQEKEKQNEIIK 

LQLEKLQHFQEEKN KE1A1LRN 

TIRDLEQRLSVGKDSHLKRENE 

QLK1SADLIKEKLKSHEQEYK.N 

N1AKLVSEMKIKEEGYKKEISK 

LYQDMQRKGRIKVTCEWTCSE 

RKTEGREPGPVREPTGRSQSAE 

NEGSKTLAE1NTKGTQSPAER1N 

KIDRLLARLTNKRREKVQ1SSIR 

NKTGD1RTDTTEK.QKFMQGYH 

EHLYMHKLENLKEMDKFLEIY 

SPPRLKREDI ETLSRPIT1 SDIEM 

K.NLKIPPKLPELINKFSKVSRYK 

1NVHKLVALLYANSDQTDNQ1K 

NSTHFTIVAKK\YLGIYLTKDM 

KDLHKENSK7PLLKEIIDDT1KW 

KHIPCSWMSTTNIVKMTILPKTI 

YKFNAIIIK1PPSFFAERKKQS 




437 


— — 

47 




4413 






1VI IQRKRA SI G APC A WV RKKEE 
EEEEEEEEEEEEEEEEEEEEEVK 
KKKKKKKERTTWLWGNPLT 


4373 


34741 


A 


4414 


303 


429 




4374 


34742 


A 


4415 


123 


252 




4375 


34743 


A 


4416 


1 


156 




4376 


34744 


A 


4417 


3 


351 


EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEE\KEEEEEEEEEEEEGEEEE 
LGRLHGGSGKVRGLGFTENQQ 
GSTNRQHQREDNRKSK.QKKIN 
NTKPEATESLIVNGIT1TAPA 


4377 


34745 


— 


4478 





192 




4378 


34746 


A 


4419 




259 




4379 


34747 


A 


4420 




279 




4380 


34748 


B 


4421 


1 


708 




4381 


34749 


A 


4422 


3 


269 





488 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4382 


34750 


A 


4423 


1 


322 


MAGK.QGRSEGASSWRLSSVLQ 
LNSQYFLQGAQQCTFLAATAW 
K.KRKEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEE\KKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKENPFSCF 


4383 


34751 


B 


4424 


327 


674 




4384 


34752 


A 


4425 


494 


960 


TRF Y DHA LHL I HRKGSTT VRSP 
PPLYFIGESKASALLAISLRWSG 
RSQ PRS S V NQI RJCA WG FR PRKG 
TEE/DERSGCPSDALESDDPMA 
Y I HFTAEGEVTFKSILFVPTSAP 
RGLFDEYGSKKSDYIKLYVRRV 
FITDDFHDMMPKYLNFVKGVV 


4385 


34753 


A 


4426 


1 


2539 


VGGPRG WRCEDPNPGVGGGGG 

SCDRRGLETHRPHAMRALWVL 

GLCCVLLTFGSVRADDEVDVD 

GTVEEDLGKSREGSRTDDEVV 

QREEEAIQLDGLNASQIRELRE 

KSEKFAFQAEVNRMMKLIINSL 

YKNKEIFLREL1SNASDALDKIR 

LISLTDENALSGNEELTVKIKCD 

KEKNLLHVTDTGVGMTREELV 

KNLGTIAKSGTSEFLNKMTEAQ 

EDGQSTSELIGQFGVGFYSAFL 

VADKVIVTSKHNNDTQH1WES 

DSNEFSV1ADPRGNTLGRGTTIT 

LVLKEEASDYLELDTIKNLVKK 

YSQFINFPIYVWSSKTETVEEPM 

EEEEAAKEEKEESDDEAAVEEE 

EEEKKPKTNKKVEKTVWDWEL 

MNDIKPI WQRPSKE VEEDEYKA 

FYKSFSKESDDPMAYIHFTAEG 

EVTFK\SILFVPTSAPRG\LFD\DY 

GSKK\SDYIKLYV\RR\VFITD\DF 

HDMMPKYLNFVKGVVDSDDL 

PLNVSRETLQQHKLLKVIRKKL 

VP*NRWDMIKKI/SLDDKYNDT 

FW\KEFGYQHSSLVVIEGPLRIR 

TRLAKLLR\FQSSHHPTD\ITSLD 

QYVERMKEKQDKIYFMAGSSK 

KEAESSPFVERLLKKGYEVIYL 

TEPVDEYCIQALPEFDGKRFQN 

VAKEGVKFDESEKTKESREAVE 

KEFEPLLNWMKDKALKDKIEK 

AVVSQRLTESPCALVASQYGW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4386 


34754 


A 


4427 




622 


PARAALG1LTSHQSGFLKTSTSK 
IT\STAWKN\KDITMQSTK.QYAC 
LHDLTNKGIGEEIDNEHPWTKP 
VSSENFT\SP\YVWMLDAEDLA 
DIEDTVEWR! IRN VESLC VMET 
ASNFSCS\TSGCFSKD1VG\LRTS\ 
ACWQQHCASPAFAYCG\HSFCC 
TGTALRTMSSLPESSAMW*KKP 
ARTRLPRGKDLIYFGSEKSDQE 
TGTLLLPVSS 


4387 


34755 


A 


4428 


2 


1421 


QHCSQKDTAELLRGLSLWNHA 
EERQKFFKYSVDEKSDKEAEVS 
EHSTGITHLPPEVMLSIFSYLNP 
QELCRCSQVSMKWSQLTKTGS 
LWKHLYPVHWARGDWYSGPA 
TEL\DT\EPDDEWVKNR\KDESR 
AFHEWDEDAD1DESEESAEESI 
AIS1AQMEKRLLHGL1H\NVLPY 
VGTSVKTLVLAYSSAVSSKMV 
RQILELCPNLEHLDLTQTDISDS 
AFDSWSWLGCCQSLRHLDLSG 
CEK1TDVALEK1SRALGNSGHL 
HQSGFLKTSTSKITSTAWKNKD 
ITMQSTKQYACLHDLTNKGIGE 
EIDNEHPWTKPVSSENFTSPYV 
WMLDAEDLADIEDTVEWRHR 
NVESLCVMETASNFSCSTSGCF 
xjuRDu/cnwFvrrni wvAifni ire 
KLbAr 1 KUrLrMMrvtctltlVryr 
MLlvlfc. Y r 1 Y LcLrvi-'lrvrvlv V lAv^ 

HCSQKDTAELLRGLSLWNHAE 
ERQKFFKYSVDEKSDKEAEVS 


4388 


34756 


B 


4429 


70 


348 




4389 


34757 


A 


4430 


2 


371 




4390 


34758 


A 


4431 


] 


907 


MGHRINIVCKIDAPCARQTRTF 
HPVVKTVEDCGRYPSVIEFGKY 
EIQTWYSSPYPQEYARNLAKEG 
KMGEREMSFVQQLQPMSGRCS 
LF\RELSSCTYLLNTQPP/AVSIH 
FLAVWIILLVDGNMSKIYCQNL 
CLLAKLFLDHKTLYYDVEPFLF 
YVLTKNDEKGCHLVGYFSK.WT 
VLQGQWQVQG1AHFSRALTYL1 
CFSFPQEKLCQQK.YNVSCIMIM 
PQHQRQGFGRFLIDFISFPRLT1G 
ASFTQLRKQSMSNSTVEIPLLGD 
NGKSSPTFHWQSLTSSPNAHFS 
LEAQLSILGHLFQSP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 




Amino acid sequence ( X=l)nkrio\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4391 


34759 


A 


4432 


1 


3468 


MGKKQNRKTGNSKNQSASPPP 
KERSSSPATEQSWMENDFDELR 
EEGFRLSNYSELPEDIQTKGKE 
VENFEKNLEEC1TRITNK.RNFKP 
TKIKRDKEGHYIMVKGS1QQEE 
LTILNIYAPTGAPRFIKQVLSDR 
QRDLDFHTLIMGDFNTPLSTLD 
RSTRQKVNKDTQELNSALHQA 
DLIDIYRTLHSKSTEYRFFSAPH 
HTYSKIDHLLGSKAFLSK.CK.RT 
E1ITNYLSDHSAIKLELRIKNLTQ 
NRSTTWKLNN 


4392 


34760 


A 


4433 


3 


1900 


FNKCMTLKFRLKNFSRINKIDTP 

LARLIKKKREKNRIDTIKNDKG 

D1TSNPTE1QSTIREYYKHLYTN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPITGSEIMAirNSLPT 

KKSPGPDGFTAK.FYQRYKEELV 

PFLLKLFQS1EKEGILPNSFYEAS 

IILIPKPGRDTTKNENFRPISLMN 

IDAKILNK1LANRJQQHIKKLIH 

HDQVGF1PGMQGWFNIRKSINV 

1QHISRTKDK.NHM1IS1DAEKAF 

DKIQQPFMLKTLNKLGVIK.YLGI 

QLTRDVKDLFKERS/YEPLLNEI 

KEDTNKWKNIPCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLKF1WNQKRALIAKS1 

LSQKN KAGG 1TLPDFKL Y YKAT 

VTKTAWYWYQNRD1DQWNRT 

EPSE1TLH1YNYLIFDKPEKNKQ 

WGKDSLFN K WC WENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NVRPKTIKTLEENLGITIQDIGM 

GKDYMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRQ 

r 1 K.Wt,IS.Ir A 1 T ooUrvvjLloKl Y IN 

ELKQIYKKKTNNPIKKWVKDM 
NRHFSKEDIYAAKKHMKKCSP 
SLAIREMQIKTTMRYHLTPVRM 
AIIKKSGNN 


4393 


34761 


A 


4434 


2 


1932 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4394 


34762 


A 


4435 




2571 


MKAEIKMFFETNENKDTTYQN 

LWNTFKAMCRG KFIALNAHKR 

KQERSNTDTLTSQLKELKKQEQ 

THSKPSRRQEITKIRAEMKEIET 

QKTLQKIKESRTWFFEKINKIDR 

LL ARLTKKKREKNQID A 1 KNDK 

GDITTDPTEI QTTI REY YKHL Y A 

NKLENLEEMDKFLDTYTLPRLN 

QEE VESLNRPITG SEIEA I INSLP 

T/KKCPGPDGFTAEFYRRKRGM 

LPNSFYEASIILIPKPGTDTTKKE 

NFRPISLMNIDVKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFNIRKSINIIQHINRAKDKNH 

M11SIDAEKAFDKIQQCFMLKTL 

nklgidgtylkiiraiydk.pt AN 

IILNGQKLEVFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKE1K 

GIQLGNEEVKLSLFADDMIVYL 

ENPIISAPNLLKLINNFSKGSAY 

KIKVQKSQAFLYTNNRQTESQl 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIMKMAILPK 

V1YRFNAIL1KLPMTFFTELEKST 

LKFIWNQKRARIAKSILSQKNK 

AGG1TLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNGTEPSEIM 

PHIYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAICRKLKLDP 

FLTPYTKIN SR WI KDLH VRPKTI 

KTLENLGNTIQDIGMGKDFMSK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4395 


34763 


A 


4436 


1 


1965 


MTLESEQTFVYAVTATQTGAK 

EGTRMSKSNVAGQQGDSGEKA 

LQKTYQKILREKESALEAKYQA 

MERAATFEHDRDKVKRQFK1F 

RETKENEIQDLLRAKRELESKL 

QRLQAQGIQVFDPGESDSDDNC 

TDVTAAGTQCEYWTGGALGSE 

PSIGSMIQLQQSFRGPEFAHSSID 

VEGPFANVNRDDWDIAVASLL 

QVTPLFSHSLWSNTVRCYLIYT 

DETQPEMDLFLKDYSPKLKRM 

CETMGYFFHAVYFPIDVENQYL 

TVRKWEIEKSSLV1LFIHLTLPR1 

KYLGIQLTRDVKDLFKENYKPL 

LNEIKEDTNKWKNILCSWTGR 

NNVMKMATLPKVIYRFNAIPIK 

LPMTFFTELEKTTLKFIWTMQKR 

AHIAKTILSEKNKAGGIMLPDF 

KLYFKATVTKAAWYWCQNRD 

IDQWNRTEASE1TPHIYNHLIFD 

KPDKNKKWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRW1K.DLNVRPKTI KTLEENLG 

NAIQDIGMGKDFMTKTPKAMA 

TK.AKIDKWDLIKLKSFCMAKET 

P1GVNRQLTEWEKIFAIYPSUKG 

LISRIYKJELKQTYKKKTNNPIEK 

LAKEMNRHLSKED1YAAMRHK 

KKCSSSLVIREMQIKTT/MRYHL 

TP VRM AI I K KSGNNRCWRGCG 


4396 


34764 


A 


4437 


300 


476 


PDLSLWLPLTFFPSFQLW*I*QL 
CVLELLFSRS1FVAFSVFPEFES 
WPALLGWGSSPG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


4397 


34765 


A 


4438 


413 


1689 


QK.LYKPERIKYLGIQLTRDVKD 
LFKENY/KLNEIKEDTNKRKNIP 
CSWVGRINILKMAILQKVIYRF 
NAIPIELPITFFTKLEKTTLRFIW 
NKKRVHIAKS1PSKKNK.AGGIM 
LPDFKLYYKATITKTAWYLYQ 
NRD1DQWNRTEALGITPHIYMH 
LIFDKPDKNKQRGKDSLFNKW 
CWENWLVICRKLKLDAFLTPY 
TK IN S R WI K. DLN I RPKTIKTLEE 
NLGNTIQGIGMG K.DFMTKTPK 
AMATKAK1DKRDL1KLKSFCTA 
KETNIRVNRQPIEWEKIFAIYRS 
DKGL1SRIYKELKQIYKKKTNN 
SIKKWAKDMNRHFSKEDIYAA 
NRHEKKWSPSLVTREMQIKTIM 
RYHLTPVRIMTI1CMSGNNRCW 
RGYGEIGMLLHCWWECKLVQ 
ALWKTVWRFLKDLELEIPFDPV 
IPLLG1YPKDYT 


4398 


34766 


A 


4439 


3 


2404 




4399 


34767 


A 


4440 




1572 


MLVSFVSLGSLCLQPGSQTLLE 

KNRTVKPHVSFTLLPALSHVSE 

KNEA ESMNSLI PPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE 

WLTR1NSVEKTLNDLKLKSMA 

RELHDTCTSFNSRFDQVEERVS 

A I EDQTNEINNG ENGTKLENTL 

QDI1QENFPNLARQANIQIQEIRR 

TPQRYSSRKATPRHIIVRFTKVE 

MKEKVLRAAREKVLEVLARAI 

SQEKEIKCTQLGKEEVKLSLFA 

DDM1VCLENPVVSDHNVLKLIS 

NFSKVSVYKINVQKSHAFLYTN 

NRQTESQ1MSELPFTITTKRIKY 

LGIQLTRAVKDFFKEKYK.PLLN 

EIKKDTNKWKNIPCSCIGRINIM 

KMAIVPKVIYGFNAIPIKLPRTF 

FTELEKTTLKFI WKK.KG AKTI LS 

HCNKLAGGIMLPDFKLYYKATVT 

KIAWYWYQNRY1NQRNRTETS 

EI TSH I YN H L/l FDKPDKN KK WG 

KDSLFNKWCWENWL 


4400 


34768 


B 


4441 


1 


1558 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4401 


34769 


A 


4442 


837 


4329 


TWKGTTDRSTRQKVNKDTQEL 

NSALHQADLID1YRTLHPKSTE 

YTFF/LAPHHTYSKIDHIVGSKA 

LLSK.CK.RTEIITNYLSDHSAIKL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIA LNAHKRK.QERSKJDTLTSQL, 

KELEK.QEQTHSKASRRQEITK1R 

AELKE1ETQKTLQKINESRSWFF 

ERJTKSDRPLARLIKKKREKNQI 

DT1KNDKGDIT 


4402 


34770 


A 


4443 


1 


816 


MRRDYPVKAFTSRKREQHVQK 
VPSKKSRQVQRTERRFLETTPD 
LLYQKEK.DLLLISSSKKQPRPGI 
ERHYMMTQGSIHQEDVAILK/V 
YTSNKRASKY1QQ/TLLE1KGKI/ 
AHPQ1VGDFN TP TSTIDRTIRQQI 
SIEFYDTIKQWDLTDTCRTGHPI 
TEYIFCSGAHLTFTKINHIQGPK 

pii i/ppv d tfuppvi vt vrir'AA 
Kl L, M\r iv KJ t, 1 1 t, U V L. V A 

KNRKKEEDLQTYWMLNIYGPH 

YRSGSYAAIHRQETICSGQLSQ 

ALRDRFAMNAKLLLSLAAHLW 

VrKLDFM 


4403 


34771 


A 


4444 


87 


307 




4404 


34772 


A 


4445 


1 


534 


MEESRGAKPPPALLPGDATLPP 
GSLGSARHPPEP/RPVPGP/PPHQ 
TCPGPSACSSRRPEPRSSPGSPA 
RAPPAPPPPAAPAPRCEPPLWLL 
LRVPCPGRSGWSWMTT*I/SERP 
VQKRARSGPQPRLPPCLLPLSPP 
TA PDRATA VATAPPVLG PMSS W 
SPRRAGGPTRPCTALQALSIPA 


4405 


34773 


A 


4446 


164 


660 


YPSGRRLREPADVADAWDGME 
ESRGAKPPPALLPGDATLPP\AP 
SGQLGTRPSPPSSRPSPHQTCPG 

APPPPAAPAPRA/SPRRPLPAPRS 
ASVPAFSAPPSQWPEVGPSPCA 
LRRAMPRGPGPPPEPRLVAEPG 
EDAAPTAGR 


4406 


34774 


A 


4447 


1 


417 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4407 


34775 


A 


4448 


1 


1802 


MSYPADDYESEAAYDPYAYPS 

DYDMHTGDPKQDLAYERQYE 

QQTYQ V IPEVIKNFIQYFH K.TVS 

DLIDQKVYELQASRVSSDVIDQ 

KVYEIQDIYENSWTKLTERFFK 

NTPWPEAEAIAPQVGNDAVFLI 

LYKELYYRHIYAKVSGGPSLEQ 

RFES Y YN YCNLFN Y 1 LN ADG PA 

PLELPNQWLWDIIDEFIYQFQSF 

SQYRCKTAKKSEEE1DFLRSNP 

KIWNVHSVLNVLHSLVDK.SN1N 

RQLEVYTSGGDPESVAGEYGR 

HSLYKMLGYFSLVGLLRLHSLL 

GDYYQAIKVLENIELNK.KSMYS 

RVPECQVTTYYYVGFAYLMMR 

RYQDAIRVFANILLYIQRTKSM 

FQRTTYKYEMINKQNEQMHAL 

LAIALTMYPMRJDESIHLQLREK 

YGVDKMLRMQKGDPQVYEELF 

SYSCPKFLVSPVVPNYDNVHPN 

YHKE\PFLQ\QLKGVF**SSSQQ 

AQLS/TP1RSFLKLYT\TMP\VAK 

LAGFPGPSQSQEF\RIPGFFVFKQ 

QDERTSVWTQRVFS APG W*N F 

SQASEVDF\YI\DKDMI\HIADTK 

VA\RRYG\DFFIRQI\HKF\EELNR 

TLKEGWGQRPWMIFHTHFREP 

GFECIIGQGSVFC 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=L'nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4408 


34776 


A 


4449 




1722 


MNIKAKILNKILANRIQQHIKKL 

IHHDHVSFIPRMQGWFNIHKP1N 

VIHH1NRTNDKNHMI1SIDAEKA 

FDKIQHPFTLKTLNKLDDMTVY 

LENP1VSAQNLLKLISNFSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

1MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRTNVVKMAILP 

KVIYRFNAIPIKLPMTFFTELEK 

TTLKFIWNQKRARIAKSIXLSQK 

NKAGGITLPDFKLYYKATVTKT 

AWYWYQNRD1DQWNRTE\PSEI 

MPHIYNHLTFDKPDKNK.QWGK 

DSLFNKWCWENWLAICRKLK.L 

DPFLTPYTKINSRWIKDLNVRP 

KTIKTLEENLGNTVQD1GMCKD 

FMTKTPKA M ATKAKI D K WDL 1 

KLKSFCTSKET1IRVNRQPTEWE 

KMFA1YPSDEGLISR1CKE/LFKQ 

1YKKKNHPIKKWAKDMNRHFS 

KED1YVANKHMKKSLSSLVIRE 

MQ1KTTMRHHLTPVRMTIIKKS 

GNNRFWRGCGETGMLLHCWW 

ECKLVQPL*KIVW*FLKDLESEI 

PSDSAIPLGG1HPKAYKSFYY 


4409 


34777 


A 


4450 


1050 


1 147 


PGEWHGQGSPRCWR*PLPQRC 
GHLLSCRWRTP 


4410 


34778 


A 


4451 


1 


614 


MEELVDEGLVKALGVSNFSHF 
Q1EKLLNKPGLKYKPVTNQNSL 
GTMQNRAGFPRDEDCLLLQVE 
CH PYLTQEKLIQYCH SKGITVT 
AYSPLGSPDRPWAKPEDPSLLE 
DPKIKEIAAKHKKTAAQVLIRF 
HIQRNVIVIPKSVTPARJVENIQN 
TEHYKYCGLCVGPNLEKNLYP 
VDRM/WKNSCGQFVL*1SSHLE 
DYPFNAEY 


44~n — 


34779 


- — 


4452 





240 


WMELESLSHFQIEKLLN/KPGL 
KYKPVTNQVNSIQFKGSILEEG1 
VNMGDDSSMHVSAPEDPPVGQ 
DVEAEDSDTDDPDPV 


4412 


34780 


A 


4453 


1 


1019 




4413 


34781 


A 


4454 


1 


2028 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4414 


34782 


A 


4455 


3 


1045 


DFTSENFSAAWYLIENHSNTSF 

EQLK.MAVTNLKRQANKKSEGS 

LAYVKGGLSTFLEAQDALSAIH 

QKLEADGTEKVEGSMTQKLEN 

VLNRASNTADTLFQ/EKVLGRK 

DKADST\RNALNVL\QRFKFLFN 

LPLNIERNIQKGDYDVVINDYE 

K\AKSLFG\KTEVQVF\KKYYAE 

V\EPRVEALRELLL\DKLLETPST 

LH DQKRYIRYLSDLH ASGDPA 

WQCIGAQHKWILQLMHSCKEG 

YVKDLKGKDFSSNVFQFSGSAL 

RRVPDTVRVLDSQFSRSALRSV 

PDTVQVLDSQFSGSALRRVPDT 

VRVLDGQFSRSALRSVPDTVRV 

LDKCHCSPAKVVMNAVTIFTG 


4415 


34783 


A 


4456 


1 


440 


MQRNLARAFSPGIKKIK.MMCL 

GNSEKDWPKFRGVGEDAGLLA 

ARECG ALLV1RHLFNAVRAJ VP 

NKSNNEIILVLQHFDNCVDK\TV 

QAFMEGSASEVLKEWTVTGKK 

KLLLQGEEELARLPFITGGSGSC 

YSSSTLAVEEECRVLA 














MFDFMFGI TFAGFRRWV TTNS 
AELK.EHVLTQCKEAKNLDKRL 
EELLSR1TSLERDISDQME/RELC 
EAYTS1NSQINQAEERISEFEDH 
LA El 


4417 


34785 


A 


4458 


3 


361 


EMVHRKK.KAVHRTATADDKK 
LQFSLKKLEVNNVSGIEEVNMF 
TNQGTVIHFNVAEMPANSFTITG 
HAETKQLMEMLPSILNQLGAH 
CLTSLRRLAEALPKQSVNGKAP 
LATGEDDDEVPA 


4418 


34786 


A 


4459 


1 


475 




4419 


34787 


A 


4460 


57 


820 


EDGSGGGKJFPEGARQGGTGQR 
RRRKA M RRTG APAQ ADSRG RG 
RARGGCPGGEATLSQPPPRGGT 
RGQEPQMKETI MNQEKTRHTC 
RAQWRIGGKGTARRrCKKVVH 
RG AAS/A DDKKLQF\SLKK\LG V 
NNISGIE\EVNM\FTN\QGTSGST 
FNNP*KFQG1SWPANTFHHLQG 
HAEDKGS*QEMLAQHLKPSLG 
ADSLTSLRRLAEALPKQSVDGK 
APLATGEDDDDEWPDLVVENF* 
*RLPRNEANLNLSQLLKIKP 


4420 


34788 


A 


4461 


1 


1527 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














LI WQLTFTKTI KS/CEEYGKI VST 
KAILDKNTNQCKGMCKGIRTL 
KSCLCYLINGSSIVEVQKRLAY 
AGTLEPSLVHQVYSELSYYICLP 
GTQVVRIIAEVLRMQDSSE 


4422 


34790 


A 


4463 


2 


573 


WMEGREKWRGRRKDGRKEGR 
KEGRKERRREREKGRERK/GKE 
RKGKERKGKERKGKERKGRER 
KGTEGKGTEGKGKJERKGKEGK 
GKERKG KERKGK.ERKGKEGKG 
KEQKGKERKGKERKGKERKGK 
ERK.GKERKGKEEKGRERKGKE 
GKGRERKGKEGGKEEGRKERR 
KEGRKEGKKFSNNGMVEEMQ 


4423 


34791 


B 


4464 


1 


1344 




4424 


34792 


A 


4465 




373 




4425 


34793 


A 


4466 


1 


3864 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGK1KQAGNNPSLTS1YRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVL1SALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQIK1DLGKFSDN 


4426 


34794 


A 


4467 


3 


415 
















LCFPYAERPDLQFLC* DLCARSP 
YLLQAQKYLQEF*AIPHLDQQT 
EPPDPSVSFYLLDCTLNCTAQH 
KTC*KKSIGL*EQNQQTLSSIPY 
SHT 


4428 


34796 


A 


4469 


1 


858 


MEWEDNLPLELGRTVAKLLSD 
HSQTPLGIQMFLLFSLSLRKSPL 
VCLSYLFNFRFTLESEVQHLSG 
A1TLTAWPKIPFLGIREAKSPRS 
ENTRLAT1LEAGHRHLGTSVSK 
DHPVTFWRPRRDLQSDLKQIKI 
DLGKFSDNPDGYIDVLQELGQS 
FDLTWRDIMLLLNQTLTPNERS 
ATl'l AAREFGDLWYISQVVAAV 
AGLVSEAVKIIQGVLTVWT/SHD 
VNGILTAKGDLWLSDNHLLKY 
QALLL EGPV LRLRTC ATLN PAT 
FLPDNEEK1EHNCQQVIAQTYA 


4429 


34797 


A 


4470 


918 


1939 





WO 01/075067 



PCT7US01/08631 



SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 


4430 


34798 


A 


4471 




2693 


PQVCLTIESQEVNCLLDAGAAF 

SVLLSCPGQLSSRSVTIRGVLGQ 

PVTRYFFQPLSCDWGALPFSHA 

FLIMPESLTPLLEREILVrCAGAll 

HLN1GEGTPICRLLFEEGISPEV 

W ATEGQYGQAKN AHFVQVK L 

KDSTSFPYQRQYPLRPEAQQRL 

QKIVKDLKAQGLVKPYSSPCNT 

PILG VQKPKRQ WRL VQDLRI IN 

EAVFPLYPAIPSPYTLLSQ1PEEA 

EWFTVLDLKDAFFCIPVHPDSQ 

FLFAFEDPSNPTSQLTWTVLPQ 

GFRDSPHLFGQALAQDLSQFSY 

LDTPVLQCMDDLLLAARSETLC 

HQATQALLNFLTTCGYKVSKP 

KAQLCSQQVKCLGLKLSKVTR 

ALSEERIQPILAYPYPKTLKQLR 

GFLG1TGFCR1WIPRYGKIARPL 

YTLIKETQKANTHLVRWTPEAE 

AAFHALKKALMQAPVLSLLTG 

QDFSSYVTKNKQTKKKK\T*IA 

LRVLALV*GTSLQPVAYLSKKT 

DVVAKGWPHCLWVMAAIAVLI 

SKAVKM1Q*RDLTVWTSHDVN 

G1LTAKGDLWLSDNHLLKYQA 

LLLEG PMLRLCTC A ALN LDTFL 

PHNEEK1EHNCQQV1AQTYATR 

GDHLEVPLTDPNPNLYTDGRSF 

VEKGLQKVGYAVVSDNG1LES 

MPLTPGTSAQLAEL1ALTWALE 

LGEGKRVN1YTDSKYAYLVLH 

AHAVIWREREFLTSEGTPIKHQ 


4431 


34799 


C 


4472 


11 


1639 




4432 


34800 


A 


4473 


95 


2539 




4433 


34801 


A 


4474 


345 


768 


PRGARSTRCLPVERR\CDGLQD 
CGDGSDEAGCPDLACGRRLGSF 

WLVDTQDSRRVLLQLELRLGY 
DDYVQVYEGLGERGDRLLQTL 
SYRSNHRPVSLEAAQGRLTVA 
YHARARSHPLMNE 


4434 


34802 


A 


4475 


47 


563 


RLRf AVFTGAFHALSFLLSFVV 
LCCTYLKGLKVARFHCKRIDV/ 
M H H ADARA AGG P APQC AGTLS 
\EEQKRRRQRATKKISTFIGTFL 
VCFAPYV1TRLVELFSTVP1GSH 
WGVLSKCLAYSKAASDPFVYS 
LLRHQYRKSCKEILNRLLHRRSI 
HSSGLTGDSHSQNILPVSE 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














cKOK^blVIoAKLrvrJr/\trr^ V rA 

RJ SP* RPS*RQ* MERRCPP WRCS 
PMPC/CFFREHALQVRCGPTSA 
DCGRDPLFSPHPKPLPHPVPDIG 
WVATAGAQRSSSPVPSSLFVW 


4436 


34804 


A 


4477 


297 


943 


TGSWGGGGADQLRPALTTALM 
PPDNRFGENTPAAPANGHCAP\ 
EPDITLVQDHSELPIGAAATMA 
HEIGHSLGLSHDPDGCCVEAAA 
ESGGC VM AA AT/ GV RGHPFPR V 
FS/SCSRRQLRAFFRKGGGACLS 
NAPD/TRTPGAAALCGNGFVEA 
GEECYCVS\GQECRDLCCFAHN 
CSLRPGAQCAHGDCCVRCLVR/ 
CMEGSGSHQLPRLVPGGDSAEI 
LM 


4437 


34805 


A 


4478 


1 


836 


MGPLTFRDVKIEFSLEEWQCLD 

TAPGNLYRDVMLENYRNLVFL 

VMCSHFAQDVWPEHSIKDSFQ 

KVILRTYGKYGHENLQLRKDH 

KSVDACKVYKGGYNGLNQCLT 

TTDSKIFQCDKYVKVFHKFPNV 

NRNKIRHTGKKPFKCKNRGKSF 

CMLSQLTQHKK.IHTREYSYKCE 

ECGKAFNWSSTLTKHKIIHTGE 

KPYKCEECGKAFNRSSNLTKH 

KI1HTGEKPYKCEECG\KAFNRS 

STLTKHKRIHTEEKPYKCEECG 

KAFNQFS1LNKHKR1HMGR 


4438 


34806 


A 


4479 


] 


588 


MLGKVQQQEQTIAKDLVVTKY 
KMCGGT/DIANRVLRSLVEASS 
S\GGQDYILKEGDLVKIDLGVH 
VDGFIANVTHTFVVDVAQGTQ 
VTGRKGDVIKAAQLCVEAALC 
LVKPGNQNIQVREAWSK.VALS 
FNCMPIEGMLSHQLKQHVIDGE 
KNIIQNPTDQQKKDHEKAEFEV 
HEVYAADVLVSSGEGKAKDAG 


4439 


34807 


A 


4480 


85 


561 


LSHCLPLQTTEVGGFGNLLGY 

WIACSIGCVLSTGMLSHQLKQH 

VIDGEKTIIQNPTDQQKKDHEK 

AEFEVHEVYAVDVLVSSGEGK 

VRRVPELAKRGD*ECSPDQMLL 

KLLFQAKDAGQRTTIYKRDPSK. 

QYGLKMKTSRAFFSEVERRFD 

AMPFTLRY 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4440 


34808 


A 


4481 


1 


1408 


GTSAPQPARSQLLALACLPAPL 
LARAFARPLLEDRGDSDHSLW 
LGRETEAAAAQGKRGCSGGSR 
K.MSGEDEQQEQTIVD/DSLVVT 
KYKMGGDIANRVLRSLVEASSS 
GVSVLSLCEKGDAM1MEETGKI 
FKKEKEMKKGIAFPTSISYVNNC 
VCHFSP/L*KSDQDYILKEGDLV 
KIDLGVHWDGF1ANVAHTFVV 
DVAQGTQVTGRKAADV1KAAH 
L\CAEAA\LRLVKPGNQNTQVT\ 
EAWNKVAHSF\NCTPI\EGMLSH 
SLKQHVIDGEKP*FQNPTDKQK\ 
RAHEKADFEVH\DVYAVEGLV 
KPQERARPKDAGQRTTIYKRDP 
SKQYGLKMKTSRAFFSEVERRF 
DAMPFTLRAFEDEKKARMGV\ 

V tLArvMtL/ V Wl^rrlN VL Y oUKt 
UUr VLrv LlNr J V LALIVIK JNOrMVlL, 
1 1 burr brUL Y Ks^lVlt V^\UAdL 

KALLQSSASRKTQKKKKKKAS 
KTAENATSGETLEENEAGD 


4441 


34809 


A 


4482 


3 


190 




4442 


34810 


B 


4483 


1 


588 




4443 


34811 


A 


4484 




1312 


MSSK.GSVVLAYSGGLDTSCILV 

WLK.EQGYDVIAYLANIGQKED 

FEEARKXALKLGAKK VFI EDVS 

REFVEEF1WPAIQSSALYEDRYL 

LGTFF\A RPCI ARKQ VEI\AQREG 

AKYVSHGATGKGNDQVRFELS 

CYSLAP\QIKV1APWRMPEFYNR 

FKG RNDLME Y A KAQHGIPIP VTP 

KNPWSMDENLMH1SYEAG1LE 

NPKNQAPPGLYTKTQDPAKAP 

NTPD I LEI EF\KKG VPVEGG PTF 

KDG\TTHQTFL\ELF\MYLNEVA 

GKHGVGPYLTSWENRFHWELK 

SRGILRRPQAG\TILYHAHLDIE 

AFTMGGDRAQIP1MQGLGFEFVE 

LGVYRFSGTAPECELVGPCLRQ 

SPQERVEGKSAGVPSLKGPRCT 

SLGPEVPHCSLYNE\ELVKHGT 

CQGDYE\PN*LPPGFIQTSISLKA 

EGNYHRLPRAKVTAQIRPRVQ 


4444 


34812 


B 


4485 


47 


482 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
union for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4445 


34813 


A 


4486 


2328 


3435 


KTTTLEDNLGNTIQDIGPGKDF 
MMKIP1CANATKIKIDEWDLIKL 
K.SFCTAK.ATTK.RVNKHDESLRS 
H Y E * WG MLTDC V V M RDPNTK 
RSRGCGFVTYATVEEVDAATN 
ARPHKVDGKVVEPKRTVSRED 
SQRPGAHLTVKKIFVGGIKEDT 
GGFAFVTFDDHDSVDKIVIPKY 
HTVNGHNCEVRKALSKQEMAS 
ASSSQRGRSGRGGGFGGNENFG 
CGGNFSGHGGFGGSHDGGGYG 
GSGDGYNGFGNDGGYPGGGPG 
vcp.nQRr'.vnQp.r'.riP.rT.xiDnQr; 

I ouUoKU i UoUO^vjt.-OlN^L'oVj 
YLiKjLio i LtoUlNK.UUIvLjLjr'joLi 

cncMFnnr.^cvwriPnMVM'Mriv 

oU^rNrOOLitJoiJNJJrONilNrNt^Y 

SNFGPMKGGNF/GGRRSGP*GD 
GGQYFAKPPNHSGYGGSSSSSS 


4446 


34814 


A 


4487 


1 


762 




4447 


34815 


A 


4488 




333 




4448 


34816 


A 


4489 




1676 


MRDPNTKRSRGFGFVTYATVE 
EVDAAMNTTPHKVDGRVVEPK 
RAVSREDSQRPGAHLTVKKIFV 
GG1KEDTEEHHLRDYFEQYGKI 
EV1E1MTDRGSGKKRGFAFVTF 
DDHDSVDKIVIQKYHTVKGHN 
CEVRKALPKQEMASASSSQRG 
RRGSGNFGGGRGDGFGGNDNF 
GRGGNFSGRGGFGGSCGGGGY 
GGSGDGYNGFGNDGSNF*G\GG 
SYNDSGNYNNQSSKFEPMKGG 
NFGGRSSGPYGGGGQYFAKPQ 
NQAARCVAARWLFRTEARLVF 
LQKFPPWAVVEVVTVIVAAPA 
A AT ATTRDG G G C S RN CN IP E VF 
PELLGCPNRRGPPGGVREKQQQ 
TNSKSTRRQEITKTIAELKEIETR 
KTLQKINESRSWFYEKINKVDR 
LLDRLIKKKREKSQ1 DAIKNDIG 
DIVTDPAEIQTTIKEYYKRLYAN 
ELENLEEMDK.FLATYSLHSLNQ 
EEVESLNKPVTSSEVEAVTNSL 
PTKKSPGPDGFTVLLEVLAPAIR 
QEKEIK.HIPIGREEVK.LSLFADD 
VIVYLENPIVSAQNLLKLISNFS 



503 



WO 01/075067 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4449 


34817 


A 


4490 


1 


1445 


MKCLKF1MHKEILEASERKQAE 

SLDFPFKKLRWHLCEGWIEEER 

DESRK.SET1FKDLFK VPV LKET1 

YYKPYGPPVYQIETVYFMALSP 

PKSKQFDKTKQNTMNNKKTHQF 

V1VFFKTDEHLSARGRRRRSIVK 

VSLLPAVIGLKSKFLKKPDQLR 

KLFMGGLSFETTDESLRSHFEQ 

WGTLTDCVVMRDPNTKRSRGF 

GFVTYATWEEVDAAMNARPH 

K.VD\GRVV\EPKRAVSREDSQRP 

GAH1/TLVKKIFVGG1KEDTEEH 

HLRDDYFEEIILNSMEKIEVUEI 

MT\DRGSGKKRGFAF\VTFDDH 

DSVDKIVIVQKYHT/VGNGHNCE 

V\RKALSKQEDG*VLHPAQRG\ 

RSGSGKLLVVGRGRWFSVGMD 

NFG\RGGNFSWSVVAFGGT\RG\ 

GGGYGWQWGMAYNGFGNDG\ 

SNFGGGG\SYNDFG\NYNNQ\SS 

NFGPMKGGNFG\GRSSGPYG\G 

GGQYF\AKPR\NQGGYGGSSSS\ 


4450 


34818 


A 


4491 


134 


612 


TVLNSMSVILAISTLLKI1TGELL 
QSFGDGLLWNLV1G1RG1DGLSP 
KVRXVLQLLRLRQIFN/GTFVK 
LI K VTVN M LRTV EP Yl A WG Y PN 
LKSVNELIYKHGYGKISKKR1A 
LTDNVL1ARSLGKYGIICMEDLI 
Y El YTVG KRFK E ANNFL WPFKL 


— 


— — 


- — 


j— 





— — 







— son 





— — 





— — 




4453 


3^821 


— 
— 


4494 





2211 




4454 


34822 




4491 


-j 


2478 




4455 


34823 


A 


4496 




1544 




4456 


34824 


B 


4497 


1 


2151 




4457 


34825 


A 


4498 


1 


744 




4458 


34826 


D 


4499 


1 


2172 





504 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oftlrst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


4459 


34827 


A 


4500 


1 


2535 


MK.SGHPEKEQDNSDVQETREIT 

IRGLLCTALMRHSTGAIAYLGV 

LSGSASLKLAGVPLRCCEGDKD 

AGHPLETQTALCERGRGARSLV 

GNTIMTSQPVPNETIIVLPSNVIN 

FSQAEKPEPTNQGQDSLKKHLH 

AE1KVIGVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSVITGLQIQVFSG 

KEADSV1KRS1GWGPFFKPRTK 

DKNHMIISIDAEKAFDKIQQHF 

MLKTLSKLGIDGTYLK1IRAIYD 

KPT AN 1 ILNGQKLEAFPLK.TGTR 

QGCPLSPLLFNI VLE VLAR A I RQ 

EK.EIKG IQLGKEE VKLSLFADD 

MIVYLENPIVSDQNLLKLISNFS 

K VSG YK1N VQKSQAFLYTNN R 

QTESQIMSELPFT1 ASKRJ KYLGI 

QLTRDVKDLFKENYKPLLNE1K 

EDTNKWKNIPCSWVGR1NIVK 

MA1LPKVIYRFNAIP1K.LPMTFF 

TELEKTTLKFIWYQKRAR1TKS1 

LSQRNKAGDITLPDFKLYYKAT 

VNKTAWYWHQNRHIDQWNRT 

KPSEITLHIYNYLFFDNPDKNKK 

WGKDSLFNKWCWENWLA1CR 

KLKLDPFLTPYTK1NSRWIKDL 

NIRPKTIKTLEENLGITIQDIGMG 

KYFMTKTPKAMATKAKIDKW 

DL1KLKSFCTGKETT1RVNRQPT 


4460 


34828 


B 


4501 


1 


1785 




4461 


34829 


A 


4502 


1 


1415 




4462 


34830 


B 


4503 


1 


3262 




4463 


34831 


A 


4504 


1 


278 





505 
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SEQ ID 

NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
endon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


4464 


34832 


A 


4505 


3 


2528 


enk.dttyqnlwdafkawcrg 

kf1alnahkrkqekskidtlts 

qlkelekqeqthskasrrqeit 

kiraelkeidtqktlqkinesrs 

wffer1nkidrplarlikkkrek 

nqtdtiknckgdittdpteiqtt 

1reyykhlyanklenleemdk 

flntytlprlnqeeveslnrpit 

gae1vai1sslpt/k/kspgpdgft 

aefyqryk.ee/lekegilpnsfy 

easiilipkpgrdatkkenfrpis 

lmnidakilnkilakriqqhikk 

lihhdqvgf1pgmqgwfnirks 

inv1qhinrtkdknhmiisidae 

kafdk1 qqrfllktlnklgi dg 

ty fk 1 1 r a i y dkptaniilngqkl 

eafplktgtrqgcplspllfniv 

levlarairqeke1kgiqlgkee 

vklslfaddm1vylenp1vsaq 

nllklisnfskvsgykinvqks 

qaflytnntqtesqimselpfti 

askri kylg iqltrdv kdlfke 

nykpllkeikddtnkwknipcs 

wvgrin1vkmailpklpmtfft 

elekvitlkfi wnqkraci aks 1 

lsqknkaggitlpdfklyykat 

vtkta wy w yqnrdidq wn rt 

PPQPTN4PPTVWVI TFnkTPFl[''Mk r n 

WGKDSLFNKWCWENWLAICR 
KLKLDPFLTPYTK IN SRWIKDL 
NVRPKTIKTLEENLGITIQDIGL 
GKDFMSKTPKAMATKAKIDK 


4465 


34833 


B 


4506 


1 


5401 




4466 


34834 


A 


4507 


1 


5271 . 


MNIDAKILNKILPNQIQQHIKKL 
1HHDQVGFIPGMQGWFNIRKSI 
NVIQHINRAKDKNHMIILIDAEK 
SFDKIQQPFMLKTLNKLGIDGT 
YFKIIRAIYDKPTAN1ILNGQKLE 
VFTLKTGTRQGCPLSPLLFNIVL 

bVbAKAIKybrYLlrvOiyLutS.fcbV 

VI CI V A P\Pi\/ll\/VT P"MDI\/C A f*YM 
Js.L»LrAlJlJIVIl V YbtifNrl VaAyiN 

LLKQISNFSKISGYKINVQKSQA 
FLYTNNRQTESQIMSE1PFTIAL 
KRIKYLG1QLTRDVKDLFKENY 


4467 


34835 


B 


4508 


924 


3423 




4468 


34836 


A 


4509 


525 


673 


RDSWGTCPVSGAGKVDWPPSS 
*H H R* HQQWCCGM PHQLSTKE 
NISIKDHLTKEKRKGGAV*RH 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4469 


34837 


A 


4510 


25 


1766 


GTCQFAAMNVVFAVK.QYISKM 

1EDSGPGMKVLLMDK.ETTG1VS 

MVYTQSEILQKEVYLFERIDSQ 

NRE1MKHLKAICFLRPTKENVD 

YIIQELRRPKYT1YFIYFSNVI\SK 

SDVEVIGLKL1EQEVVAEVQEF 

YG D Yl A VN PH L FSLN 1LGCCQG 

RNWDPAQLSRTTQGLTALLLSL 

KXCPMIRYQLSSEAAKRLAECV 

KQVITKEYELFEFRRTEVPPLLL 

ILDRLDDAITPLLNQWTYQAM 

VHELLG1NNNRIDLSRVPGISKD 

LREVVLSAENDEFYANNMYLN 

FAEIGSNIKNLMEDFQKKKPKE 

QQKLESIGS\MKA\FVENYPQFK 

KMSGTVSKHVTVVGELSRLVS 

ERNLLE VSEV EQELACQNDHSS 

ALQN1KRLLQNPK.VTEFDAARL 

WMLYALHYERHSSNSLPGLM 

MDLRNKGVSEKYRKLVSAVVE 

YGGKRVRGSDLFSPKDAVAITK 

yrLKULlS.UVUJN V\I 1 l^L^rnL 

H\ETLDH LI KGRLKENL YPYLGP 
STLRDRPQD1IVFVIGGATYEEA 
LTVYNLN RTTPG VRJ VLGGTTV 
HNTKSFLEEVLASGLHSRSKES 


4470 


34838 


A 


4511 


1 


1335 


MAPVTMMGYRSGKMG1LADV 
QLQVGPPGPWLHLVV1APVPEC 
ITGIGIFSSWGSPDVGPLLYDIR 
A1MWGSLAPAENTWILGNNHR 
RFLAQLKPRV1MQDFSNVISKS 
DVKSLAEADEQEVVAEVQQVI 
TKEYELFEFRRTEVPPLLLILDR 
CDDAITPLLNQWTYQAMVHEL 
LG1NNNRIDLSRVPG1SKDLREV 
\ V S S AE I DEF Y ANNM YLNF A EIG 
SNIKNLMEDFQKKKPKEQQKL 
ESIADMKAFVENYPQFKKMSGV 
TVSK\HVTVVG\ELSRL\VSERN 
LAGRFSEVEARNWAC\QNDHS\ 
SALQNIKRLLQNPKVTEFDAAR 
LVML\YA\LHYERHSSNSLP\GL\ 
MMDLRN\KGVFWRKYSKARVL 

AV V tYOUrvKVKObULrbrrvL/A 
VAN RV^r LKOLrvv^v^cI V1NU VLA 

AANVYIKQLPLSIQPSASLNGCI 
SLEKKPLVSTQRN 


4471 


34839 


A 


4512 




816 




4472 


34840 


A 


4513 


26 


257 




4473 


34841 


A 


4514 


56 


236 





507 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of 11 rst 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














— 

HSPRGSTASF/CEVSETKNPPIPD 
TPATREAEGLRSRLAVYSTRDS 
PCVACSGSYTQAQGSLGRKFQ 
DP 
















4476 


34844 


A 


4517 


2298 


2556 


NHKNPRRKPRQYHSGHRHGQG 
LHD*NTKSNGTKSNGNKSQN* 
Q\WDLINLKSFCTA K.ETTIRVNR 
QPTEWEK.IFTIYPSDKGLISRJ 


4477 


34845 


A 


4518 


801 


944 


DQEP I NSRH1LATQMGPSPITKQ 
SNPGV**KECGFSCSPRVWRYL 

vs 


4478 


34846 




4519 


85 







4479 


34847 




4520 


69j 


827 


















4481 


34849 


C 


4522 


532 


2754 




4482 


34850 


B 


4523 


1 


519 




4483 


34851 


B 


4524 


266 


935 




4484 


34852 


A 


4525 


1 


1584 




4485 


34853 


A 


4526 


1 


723 


GALPNGDRGRRKSRTALYKRP 
KANGVKPSTVHVISTPQASKAI 
SCKGQHSISYTLSRNQTVVVEY 
THDKDTDMFQVGRSTESP1DFV 
VTDT1SGSQNTDEAQITQST1SR 
FACR1VCDRNEPYTARIFAAGF 
DSSKNIFLGEKAAKWKNPDGH 
MDGLTTNGVLVMHPRGGFTEE 
SQPG VWRE1 SVCG D V YTLRETR 
SAQQRGKLGLQTGDMAENT/T 
VHALPSNCMVWRRSQTRQQ1S 


4486 


34854 


A 


4527 


1 


335 




4487 


34855 


A 


4528 


328 


871 


DCGGGRARTAIFAGAARAADN 
KK.CAGARRALGRARGCSATAR 
PRRRRRRPRGLAPPRPARPPPG 
GMSYKPNLAAHMPAAALNAA 

YGPPSLGYTQGTGNSQVPQSKY 
AELLAIIEELGKEIRPTYAGSKSS 
\MERL\KRGIIHARGLVRECLAE 
TERNARS 


4488 


34856 


A 


4529 


1 


653 


MAGPAESSPQGAHPNSPFALQH 

HSSLTVKPLHRQNVIQHQVAG 

QENRRGHQAGSSTSPQPLEALK 

RPNLRAPFHSQSRRILIPPAGNP 

TPGAAAPADPSTQRRDRWGCA 

LPMPRVAAGSAHHQQAGPTAA 

AQHRTPVALFSPPLSLVYGQQQ 

RKESETPTVPTPPARARGWTET 

GVEH VPAYNR TRAPEKCD1/SV 

PSPHSSPDAETSHPRHISPCPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4489 


34857 


A 


4530 


3 


432 


NSRVDDFVAAQDA KGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGGAQRLLARAEKKAAG 
KGDVPTKRPPVLRAGVNTVTT 
L VENKKAQLV VI A H D VDP1 EL V 
VFLPALCRKMG VPYCI I KG KAR 
LGRLVHRKTCTTVAFT 


4490 


34858 


A 


4531 




2073 


MKPCAHSWNAELSRNIIRHSFN 

LVMVAASQVAVSQLLGSYEILL 

L VS 1 ELMFCFGLG YF FI PMQE W 

PNTYGERVFVDVESSVFKWNH 

KCLHKTEAERDYTKKRLKLCG 

HKPGNAVGQQKLEEARNRFFT 

RAPGGSAALPTLRFQPSDTDFR 

LLASRTILTFETKNPSELAERLR 

SVCGNQSNAYARLLEYRLNAL 

RGLWNAQRQLALEEQHERESS 

GDEETLALLKRQGLLQQPEQAP 

FTSRMGLLLVFPL1QSQSRTDPS 

LCN1TAEVLLNCLRDCQPLSLT 

KEPADCLNG I ETLLCSWLEETS 

DTGRHIPHKQKENAAAALVAL 

ACARGFVYCRNEELEPGWVAF 

GSGSLLHRPVSFDNKPHSLFQVI 

DQNTLQ VCQ V V PM PAN H L PI G 

STMSTVHLSSDGTYFYWIWSPA 

SLNEKTPKGHSVFMDIFELVTL 

KGKKAKGKKVAPAPAVVKKQ 

EAKKVVNSLFEKR\DIQPKRELT 

YFVKW/PRYVRLQQQRA1LYKQ 

LKVPPAINQFTQALNCQTVTQL 

LKLAHKYRPETKQEKKQRLLA 

QAEKKAAGKGGVPTKRPPALR 

AG VNTITTL VENKKAQLV VIAH 

DVDS1ELVVFLPALCCKMGVPY 

CIIKGKARLGRLVHRKTCTTVA 

FTQVNLEDKGALAKLVEGIRTN 

DNDRYDEICCHWGGNILGPKS 

VACIAKLEKAKAKELATKLG 


4491 


34859 


A 


4532 


1 


2565 




4492 


34860 


A 


4533 


1 


644 


MPKGKKAKEKKVAPAPAVVK 
KQEAKKVVNPLFEKRPKNFGT 
GQDIQPKRDLTHFVKWPCYIRL 
QQQRTILYKWLKVPPEINQFTQ 
APDSQTATLLLKLAH/KYRPET 
NQEKKQRLLARAKKKAAGKG 
D1P\TKSPPVLRAGVNTITTLVE 
NKKAQLVVIAHDVDPIKLVVFL 
PVLCHK/MGVPYCIIKGKARLG 
HL V H RKTCTT V TFTQVNSEDK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4493 


34861 


A 


4534 


1 


931 


KS1QKGLKMCLSSSLLPPSKMP 

KGKKAKGKK.VAPAPAVVKKQ 

EAKKVVNPLFEKRP\KNFGIGQ 

DIQP\KRDFTRFVKWPRLLSGC 

MR\KRAILYKAG*KLPPA\INQF 

HPGPWDPANKLLQLL*AWAHK 

\YRP\ETKAKRKKQRL\LARA\E 

KKAA\GKGDVPNERDPPV\LRA\ 

G VNTVTHL WWRNKKAPA WW 

I ATRRW1 PFELW VFLPAL\CREK 

WGSPYCIIKGKARLGR\LVH\RR 

PCT\TVGFHTR*NSKDKRRLLA* 

AGLEAIRTQFTIDQIRWRSGRFJX 

WG\GNVLG\PKSVARIRQASKR 

QRLKELATKLG 
















4495 


34863 


A 


4536 


1 


338 




4496 


34864 


A 


4537 


1 


352 




4497 


34865 


A 


4538 


2 


368 




4498 


34866 


A 


4539 




468 




4499 


34867 


A 


4540 


2 


790 


PRGRNRRRKTFQERRMTLNESP 

EKIGKW1ECYGHPPASKLVEIYI 

HTVFVEDKLSICIRSFNKKADGS 

WRMTVDYCKLNQVVTAIAAA1 

PDVVSLLEQINTSPDTWYAAID 

L AN A L FS 1 P V H KG Y IN SL ALCH 

NVIWRELDCFSLPRDTTLVHYI 

DDIMLIGSSVQEVENKLDLLVK 

DKLLHLAPPTTKEEVQHMVGL 

FGFWRQHIPHLGVLHQPIYRVI 

RKAA/SFEWGPEQEKALQQVQ 

AAVGGKQSENNLGHQRSPGLW 


4500 


34868 


B 


4541 


179 


1219 




4501 


34869 


A 


4542 


1706 


2517 


THLLVPGMQPLTWQMPFSPFLS 
I SPTRSN L PS A ATPVI AQ WA/HE 
QSGHGGRDGGYTWAQQHGLA 
FTNTDLATVNAKIGFAYPVCDA 
SAKTTIRGLLECLIRCDGIPHSIA 
SDQARIHRSRNQEVEVEVAPLT 
ITPSDPLAKFLLSVPVTLRSAGL 
EVLVPGEGMLPPGNTRTIPLNW 
KLRLPPGHFGLLLTLSQEAKNG 
VTVLAGVIDLDYQDEISLLLHN 
GGKKEYARNTGDPLGRLLVLP 
CPVIKINGKLQQPNPGGTTNGS 
DPSGMKV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4502 


34870 


A 


4543 




367 


DLWPFTRVTVH/WGKANDQTF 

PPVK.VRVYGGQTDGSWRMTV 
GYHKLNQVVTPIAAAVPDVVS 
LLEQINTTPAIKWVVHSSIPSSN 
GSGVYV1RLEQVLKAQ 


4503 


34871 


A 


4544 


2 


541 




4504 


34872 


B 


4545 




681 




4505 


34873 


A 


4546 


2 


1091 


PRGRNRRRKTFQERRMTLNESP 
EK1GKWIECYGHPPASKLVEIYI 
HTVFVEDKLSICIRSFNKKADGS 
WRMTVDYCKLNQVVTAIAAAI 
PDVVSLLEQ1NTSPDTWYAAID 
LANALFSIPVHKGYINSLALCH 
NV1WRELDCFSLPRDTTLVHYI 
DDIMLIGS1KFLGVQWCGACRD 
IPSKDPADPMVLEVSVADRDAV 
WSIWQAL1DESQQRPLGFWSKS 
LPSSA DN YSPFERQLLA YY WAL 
VETERSTMGHQVTMLPELPVM 

IN W VLoUrjontvAlNuLnuWou 

TGKKHDWKIGDKEI WRRGM W 
MDLSEWSK/D/VKIFVSHVSAH 
QRVTSAEEEFNNQVDRMTRSM 
DTTQPLYPTTPV1AQWAHE 


4506 


34874 


A 


4547 


1 


1236 




4507 


34875 


A 


4548 


1 


1467 


GEKGNDQ TFRKLLD TGSELML1 

PLRVVIPTTSLFNSPIWPVQK.TD 

GSGRMRVDYHKLNQVMTPTA 

AAVPDVVSLFEP1NTFLGTWYA 

AIDLANALFSIPVCKAHQKQFA 

FSWQGQQYTFTVLPQRYINCLA 

LCHNLIQRDLDHFLLPQGITLV 

HYIDSGPFIK*PEAASFEWGPEQ 

EKALQQVQAAVQAALSIGPYD 

PADPMVLEVSVADGDAVWSL 

WQAPKGESQWRPLGFWSKALP 

SSTDNYSSSDVQLYTDSWAVA 

SSLAG*SGTWKKHDWKIGDKEI 

WGRGMWMDLSEWSKTGKIFV 

SHVNAHQLVTSAEEDFNNQVD 

RMTRSVDTTQPLSPATPVVAQ 

WAHEQSGHGGRNEGYAWTQQ 

HGLPLTKADLTTATAECPICQQ 

QRPTLRPRYGTTSQGDQPATC 

WQVDYIEPLPSWKRQRFLLTGI 

NTHSGYGFAYPPCNASAKTTIH 

GLIACLIHCHGIPHS1ASLYRER 

GTHFTDKEVQQWAHAH 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4508 


34876 


A 


4549 


2 


1602 


NLSPILPQDLWPFTRVTVHWGK 

G N DQTFQG LQDTG SELMLIPGD 

PKRHCSPPVKVGSYGGQVINGV 

LAQVRLTVGTVGPRTHPVVISP 

VPEC11DIDILNSWQNPHIDSLTG 

RVKAIMVGKAKWKPFEPLLPIK 

IVNQKQYRIPGGIAEISATIKDL 

KJDAGVVIPITLPFNSPFWPVKKT 

DGSWRMKVVYCK.LNQVVTPIT 

AAVPDV/VVSLLEQINTSPGTW 

YAAIDLANAIFSIPVHKAHQKQ 

FAFSWQGHQNTFTVFTILLHIH 

KVGHAQQHSI1K.WKWYIHDGA 

RAGSEGTSKLNEEVPQMPMVT 

TSAALPSLPRPAPMASWGVLY 

DQLTEEEKTRAWFTDGSARYA 

GTTQK WTA A A LQPLSRTS L KG 

SGEGKSSQWAELQAVHLVVHF 

SWKDKWPDVRLYIDSWAVAN 

GLAGWSGTWKKI IDWKIGDKEI 

WGRGMWMDLSEWPKPVKIFG 

SHVSAHQWVISAEEDFNNQVD 

K.MTCSVDITQPLSPATPVITQW 

AHKQSGHGGRDGGYTWAQQH 

G L PLTKTG LAMATAECP1 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4509 


34877 


A 


4550 




1891 


MLSSTQNAGGSYQRVRGALDT 

QEWKWGEVSPRTLNVDGRAL 

VSVANTHGTDRPAYTLNPQSR 

DQRSGVITLGYKRPLEREDLFE 

LKESDSFCTACP1FEKQWRKEV 

LRNQERQKVKALNKLDEALCP 

GI1LTQSTDSNANLFQKQPHRHT 

QTSGRWQIIIFCEHSSDFGWNG 

YGYAVALLVVVFLQTL1LQQY 

QRFNMLTSAKVKTAVNGLIYK 

KLGWSGKVSWLILHDVGHG1M 

EGYIAWGKGSDVRITWEKKST 

EMRTRPAQKMALLLSNVSRQK 

FSTGEIINLMSATHGLDSKPQSP 

LVCPFSNPNGRISPLARAGLAD 

HYRVTHLQ1LKLYAWEPSYKN 

KIIKIRDQELEFQKSARYLTVFS 

MLTLTCIPFLTKI SLGRLEDFLN 

TEELLPQS1ETNYTGDHAIGFTD 

ASFSWDKTGMPVLKESIRIRIEQ 

VLNQLSLFETVDYPGSVAYVSQ 

QAW1QNCILQENILFGSIMKKEF 

YEQVLEACALLPDLEQLPKGD 

QTEIGERAVNISGGQQHRVSLA 

RAVYSGADVYLLDDPLSAIDV 

HVGKQLFEK.VIGSLGLLKNRTH 

1LVTHNLTLLPQMNLIVVMKSG 

R1AQMG1YQELLCKTKNLTN\FT 

KSSVNKKKVGEWEESGRGS 


4510 


34878 


A 


4551 


2 


542 


LTSAKVKTAVNGLIYKK.VSLAT 
LCVYFLLDER1ILTAPKVFTSMS 
LFNILRIPLFELPSVISAVVQTKI 
SLGRLEDFLNTEELLPQSIETNY 
TGDHAIGFTDASFSWDKTGMP 
VL/NRGSEAYVSQQAWIQNCIL 
QENILFGSIMKKEFYEQVLEAC 
ALLPDLEQLPKGDQTEIGERVR 


4511 


34879 


A 


4552 


1 


667 


IETNYTGDHAIGFTDASFSWDK. 
TGMPVLKESSVAYVSQQAWIQ 
NCILQENILFGS1MKKEFYEQVL 
EACALLPDLEQLPKG DQTE1GE 
R/GKETAVNISGGQQHRVSLAR 
AVYSGADVYLLDDPLSAIDVH 
VGKQLFEKVIGSLGLLKNRTSH 

F I Q S LG FN YHE Y ANN SN A Y I VN 
LDLFPGFQTCVYKLLSPIRCL1C 


4512 


34880 


A 


4553 


201 


336 


QQTPGKAVHAPFIADQSLT* EL 
VSVFPQFQLFPYRR*DSHSGKS 


4513 


34881 


A 


4554 




515 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4514 


34882 


A 


4555 




852 


MPCTTSGLDKVPTSKKALTRY 

GYGSLTLDFSGSIIPCKMCLSPS 

TRIVRPSQPRGTEDPDETGDTEF 

VNSDESFLLEGTASPSPVVAVSP 

PRPMLPSAFPPLSEDINPVLPEA 

TVLASPEVVAKQTHVDSPRKPL 

STFLFASRPVTKLKSRQTPGGE 

VDSVTCEEKTDGPWRKTVDYC 

KLNQVVTP1AALVPDMVSLLV 

QINTSSDTSYAAIDLAKAFFS1P 

VYKAHQKQFIFSWQAQQYTFT 

VLPQGYIISPALCHNLIRR/DLD 

HFLLPQDITLVHYIDDIRL 


4515 


34883 


B 


4556 


288 


327 




4516 


34884 


A 


4557 


51 


598 


LFGGCHTSGGLAVRVPRMPRG 
SRSRTSRMAPS\ASRAPLK*ELE 
PRQAQVAQPPA\AAPPSAVGSS\ 
AAAPRQPG/LFMAQMATTAAG 
VAYVGFCCGGHTLGHGIYTGGLS 
VGGKLIA*ALRRP*HQFNQGSF 
RGTQAKHSKQQPALPLLWRIKT 
SFREVVPPEPRVT1QGFCGGFPM 
RLLETVPDL 


4517 


34885 


A 


4558 


1 


10434 


MTVIRSGIAY1LHLKSYDVNIQT 
GSNACNQPTHPNGDCSHFCFPV 
PNFQRVCGCPYGMRLASNHLT 
CEG DPTN EPPTEQCGLFS FPCK 
NGRCVPNYYLCDGVDDCHDNS 
DEQLCGTLNNTCSSSAFTCGHG 
EC1PAHWRCDKRNDCVDGSDE 
HNCPTHAPASCLDTQYTCDMH 
QC1 SKN WVCDTDN DCGDGSDE 
KNCILNCTASQFKCASGDKCIG 
VTNRCDGVFDCSDNSDEAGCP 
TRPPGMCHSDEFQCQEDG 


4518 


34886 


A 


4559 


24 


849 


ATGRCCCGLAPGFPLCWVLYP 
GGRGSA\CPEPHVLRTGSPLQRE 
QRTNGRTDLSSLLPNLNFDSPP 
RCKHKNQLAITLRKRIRKLATS 
LFSSTIFRISGTSVIISAPGAGLPL 
PALFPTRCQPKFSRSIDPTGKAV 
QTADIRLSARATLWLGGSIEESP 
VLCSTLRLLLRRLPPPLTWTSPN 
RPTQPCTAQTQTNQSVGIAAPS 
AIRVIYPESVVLNAVIYLPGDPE 
VSGLPRAFKRRFSVEVRLDCGT 
FKLLLVYCTHPGD RK VN TC KT 
GALVAF 


4519 


34887 


C 


4560 


192 


449 




4520 


34888 


A 


4561 


1 


786 




4521 


34889 


A 


4562 


3 


14073 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4522 


34890 


B 


4563 


58 


1282 




4523 


34891 


B 


4564 


1 


684 




4524 


34892 


A 


4565 


1 


1356 


MGRKYTLKWEFEEGFTEKKEL 

kkvtsegy1tpveiydyrqycy 
alqrpiattq1ddvrdghttrl 
a k lekqeqth sk a srrqe i1kir 
aepkeietqktlqkinesrswff 
ekin kidrll arlikkkreknqi 
daikn dkgdittn pteiqttire 
y y k h l y an klen le emdkflh 
tyilprlnqeeveslnrpitgsei 
eaunslptkkspgpdgftadfy 
q\mlevlara1mqeke1kgiql 
gkeevklslfadymivylenai 
isaqnllkli/snfskvsgykinv 
qksqafly1nnrqtesqimser 
pftiaskrikylgiqltrdvk.nl 

FKEN YKPLLNEIKEDTNKWK.K1 

PCSWVGRIN1VKMAILPKV1YRF 

NAIPIKLPMTFFTELEKTTLKFI 

WNQKRACITKSILSQKNKAGGI 

MLPEFKLY/YQGSSTQTAWYW 


4525 


34893 


A 


4566 


1 


1102 


MANCDINRKDEKGGKEKKDRS 

KSKSLMDTLKRQLSAKQKPKG 

KAGKPSGSSADEDTFSSSSAPIV 

FKAVRAQRPIR/STSLRSHHCSP 

MPWPLRPTNSEETC1KME\PSPP 

LNGVRKDFHDLQSETACQEQA 

NSLKSSASQNGDLYLRLDEHVP 

VVIGLLPQDY1QYTVPLDEGMC 

PLEGSSSYCLDSSSTMEVSVVPS 

QVGGRSFPEDESQADQNLVVA 

PE1FVDQSMNGLLTGTTGVMLQ 

SPRVGPHHVPPLSPLLPPMQNN 

ninD \i rrcr* i TPTCAuy a cqa/TI r* 
i^Il/KINr buL 1 Kj 1 fcAHlVIAEoMLL/ 

HLNFDFNSAPGVARVYVSVQSS 
GPMVVTSLTEELKR\LAKQGWL 
WPPLKSVRRCVLARRSLYTKQL 
NQEEGTELNLGSSCLLC 














rrtir 1 dCis. V Y rAUruoAMo 

VPGSPSAVCAQCILCTGHCAVC 
PGLGEHHSSGRTLMKTKLHSK 
KLKPC YLLC* SKN * KTQGGSPK 
S*NVNKYLVTLI 


4527 


34895 


A 


4568 


53 


470 


CISII1LPGPSAKTLSPVLSLSSPY 
TASFQPTFVRTFSHQTTYLSLGS 
VPVAQLKCSAGQQRGELLCRR 
GVWGSW1SVSHFTEIATLPAAC 
LEDGE\DFNLGGILDSSKYL*SIQ 
KTNTHRIVDGKVVSETN1TDVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of 11 rst 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4528 


34896 


A 


4569 




1635 


MGWTCKILFLVAAATGAHFLV 
QLVQSGAEVK.KPGASVKVSCK 
ASGYTFTYCYLHWREPVSFICG 
RC1LLTLLLGDCLWGEGAWTQ 
GDVLQPSDRASFLAMGVNTTG 
QQVGDLSGDFPNSVGKACKCR 
EFHTLTPLAHTSSTTHETFPGMS 
HIALELSQGSSLLQCLEAQTQG 
QRQELTVSANEQPESRGHGCVL 
LCETQSEGKSVRAQAQTSLKGS 
QKRLGG ARTLCTG LSPGQRKQ 
ERSKIDTLTSQLKELEKQEQTYS 
KASRRQEITKIRAELKEIETQKT 
LQKINESRSWFFEKIYKIDRPLA 
RLIKKKREKNQIDAIKNGKGD1 
TTDPTEIQTTLRQYYKHLYANK 
LENLEGMDKFLDAYTLPRLNQ 
EEVESLNRPITGPEIEA1IN/STPT 
KKSPGPDRFTAEFYQ\RSDVLA 
RAIRQKKEIKC1QLGKEEVK.LSL 

T7A T"M""\N./H\/VI niDITCAf\Ml I V 1 10 

xircit'vcr.vi'icvrwcnAci vtm 
JNr ols. V oO i fvlo V^Js.S>vAr L I 1 IN 

NRQTESQIMSELPFT1ASKRIKY 
LGIQLTKDVKDLFKDNCKPLLN 
EIKEDTNKWKN1PCS 


4529 


34897 


B 


4570 


1 


429 




4530 


34898 


A 


4571 


1 


897 


MDLNYTLEQMDLTD1YRTFHPT 

TTEYTFYSTGHGTFSKTDDVIG 

HKMSLDKFKKIEMISNTVSDHS 

GIKLEFNSERNLENHANTWKLN 

NLLLNECWVKNKMKMEIK.KLF 

ELNDNNDTTYHNLWDRAKVVI 

RGKCIALNTYIKKSERAQTDNL 

RIKNKNHMIIS1DAEKAFDKIQH 

PFMI KTLSKISIRGT YLNLIKDIY 

DKPTANIMLNGEKLKAFTLRTG 

T\RMNQGCPLPSLLFNWLEVL 

ARA1RQEKEIKGIQIGKEEVKVS 

LFADYVTVYFENPTDSSRKLLEL 

1KEFSSFWIQD 


4531 


34899 


A 


4572 


1 


1461 




4532 


34900 


A 


4573 


49 


365 




4533 


34901 


A 


4574 


45 


534 


VCHLEPGERCGPSRGCRAVGV 
QTEKMQTAGALF1SPAL1RCCT 
RGLIRPVSASFLNSPVNSSKQPS 
YSNFPLQVARREFQTSVVSRDI 
DTAAKFIGVAGSATVGVADSGA 
GIGAVFGSLIIVYARKLSLKQQL 
LF Y A I LG F\A LSEGM\GLFCLM V 
AFL1LFAM 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4534 


34902 


A 


4575 


98 


624 


DWYSRSHPKELWEGSKKKSIN 
HSACSLQAHGGPISTSLNPHSKP 
RGRVSPPPGK.RQQECRARPGRS 
PELAGPPPA1MVQETSQKNACAS 
dt cpppnnr:p\PP a a 14 pop i tt? r; Q 

rvL ol^r rUcuritr A/\rlrV^rt lKuo 

SSGPCSRGGYRQPLFPGPAASG 
VPASGSV/RSR1PGAPQGVALAR 
RGPQGSPSPAPRFFPATERQS 


4535 


34903 


B 


4576 


1 


604 




4536 


34904 


A 


4577 




3jI 


LAPAPSAAWRTGLKALTPSST 

GCRQEKTLPCQRWCVFCRRRR 
ARSLQAQCGFSLTPALELLPVPF 
LKLLCPGPPRRRRICRILPGAGL 


4537 


34905 


A 


4578 


1 


871 




4538 


34906 


A 


4579 


3 


510 


GPPSRVDDFVAAAAAAVAPVV 
LYACPRHSPIPPWSIRGRRVVVT 
GFG PFGEHTVN AN WI A VQEL E 

rvLuLuUo V JJLn V Y clr V b Y \^ 1 V 

QRL1PA L WEKH SPQLWVH VG V 
SGMATTVTLEKCGHNKGYKGL 
DNCRFCPGSQCCVEDGPESIDSI 
IDMDAVCKRVTTLGQCI 


4539 


34907 


A 


4580 


1 


285 


MAPGALPALGEEEGPG ASGLSA 
pi r;i4T CAr,cu a pp ptc vric a i ri 
TPFPAGTFVRLEFKLRQTE\SGR 
RrCDWKKPKCKVQPERRK.QK.CL 
TCVKLEC 


4540 


34908 


D 


4581 


1 


228 




4541 


34909 


A 


4582 


1 


697 


MGLERPVDRVMWLPGALWNS 
AVVSAPVGEEWALAGTGNQGL 
QDIQGMHCPEEGISQIHGRDHR 
NAKDSHTGVWCSCTLGIISTII1R 
PKCRFS1DRSDSDYLPTSSCRRD 
PGGAEPCQDRPRVEQLCSVLAN 
RSGPLAKCHWYESPVSYTQVC 
VSDLCQYGTGNRMLCTMLEAY 
VQLCALRCALPARVASQPGMQ 
LRVACPANSYYDSCGPPFPATC 
ASLNSSAPCTLQCTVSCFCLEGF 
ALEAG\SSVPHACCGCHLQG RY 
I/APGPWPSATGMRAPCPTRRC 

UCl TCACMABATArriPrWRD 
VJ>L 1 oAolViAKA 1 ALLArLWIvx 

TSNSAPCAARCLPAWRASLGCS 
YVWRVQPTATMTPVGHPSRPP 
VLASTPPRPAPSSAQ 


4542 


34910 


B 


4583 


1 


208 




4543 


34911 


A 


4584 


2 


230 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4544 


34912 


A 


4585 


106 


669 


GCGCVLLPGGVGAPGHSPEGP 
VPPRDARQLRTCGLAGTLHLST 
SCGHPTGAWRGALGSQWNGH 
NPVQDH LQEAQPWFLEFDRG* 
RCFWRMATSFPRYPTWDDY*R 
LPCCRCLPQCKKPAETTGCLPIS 
GEKTHGGVGDLLGEAPARJLRQ 
W A SQRQP ATDLP A * A SRGRPA * 
GKDTHRACVAGEAAQDA 


4545 


34913 


A 


4586 


2 


597 


TPKGG1RLGLAKLGCPTAWINP 

YGRGMPLAHSVLSSGARVLVV 

DPDLRESLEE1LPKLQAENIRCF 

YLSHTSPTPGVGALGAALDAAP 

SHPVPADLRAGITWRSPALFIYT 

SGTTGLPKPAILTHERVLQMSK 

MLALSGATADDVVYYTEVLPLY 

HVMGLVVG1LGCLDLGTSLAS 

YGLRVYF1LWSVLGPSRRTLCL 


4546 


34914 


A 


4587 


9 


573 


EEEERKKKKKAK.KKEEEEGEEE 
GGGMGEKKKKEEEEEGEEEGE 
KEREKER\EKERKKKK.EERKEK 
ERERKKKRERKKEKERERKEG 
EGERERKSTECTSSSY1/1KKLVV 
KQPQAAPSGEIPEEGIAVLGGDS 
SMPVIVPEDLPVGQDVEVEDSD 
1NDPDSL1LVSSQAGGGGV1TAY 
CNLEHLGSSDPPT 


4547 


34915 


A 


4588 


1 


297 




4548 


34916 


A 


4589 


114 


752 


DGSAAPRATSDSFTYTVCVSEF 
PVDDFMELGRS1PDTQL/DAVIE 
SQKANQCAVLIYT/SGTTGIPKG 
VMLSHDNJTWIAGAVTKDFK/P 
TDKHETVVSYLPLSHI/AAQMM 
DIWVPIKIGAL/IYFAQADALKV 
RLSKDLGSDFILLGSPVGLRPST 
KRLPVLSKLGHTYRRVVWVEE 
SSGPHT1SNQNNYRLQGPMMK 
LKRHFVAQKYKKQIDHMYH 


4549 


34917 


A 


4590 


1 


837 


MVTQKLPNAQENLKHAERQAA 
GCCPGRSHIFQHVGPGASESLR 
GEGCSTHPEAQGAQERCEQWK 
KDQHWCLASHTDVTQQWGRH 
IVQEGGTHRGPSAVLSLRTALD 
EG/ARGGCSHP1TAQLPLQLRHL 
PRPPPAPAR\PSPAPPAATSPPT\P 
PPAPAR\SSPAPPAATSPPTASSG 
AC AALPQLPLQLRH L PRPPPA P 
AR\SSPAPPAAMSPP\RPPAPARP 
RLRRSTACATALRPGERGSAAA 
QPGARSETSFCRLG/AAAAVLD 
PAFTSSQALACPVVGVI 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4550 


34918 


A 


4591 




377 




4551 


34919 


B 


4592 




1632 




4552 


34920 


A 


4593 




1224 


MDGTNRFYLYVWETERQQDV 
EHVARCILCYDKCRPDPECPAG 
TPGPQEVDVDLVFVVDSSYGV 
DADVYRGSLSLADAALEDLEV 
AEQPGASHRGARVALVTHTTP 
NFVGRGFHLTTYGNRKQMQRH 
VREASARPLQGTAPPGHALEW 
TLENVLLAAPRPRKAQVLFAIV 
ASETSSWDREKLWTLSLEAKC 
KGITLFVLALGPGVGTHELAEL 
AELVSAPSEQHLLRLQGVSEPE 
VNYAQGFTRAFLNLLKSEQSPG 
TGAPWVEWGEGFTEPGIWACR 
WTNQYPPPELTEECGGLHRGD 
TV LQL VTP VN RFM Y A AKEN SL 
KRKTKANFHLAVELELDESYFR 
AYYEGTLYEVSALPLQRSNELL 
QK.WSLFHGSNGRRVSGSHPEV 
ALQQGGTGLPAVLVWQLWRQ 


4553 


34921 


A 


4594 


266 


556 


HKVQQICYRLRLVSQILFSINQT 
LAERQ1VTFTVYPDTERDRETR 
NLADLKQIK.IDLGKFSDNPDGY 
ID1LRGLRQSFDLTW\RD1MLLL 
NQTLAPN 


4554 


34922 


B 


4595 




735 




4555 


34923 


A 


4596 


70 


624 


PTAM VEEG 1 AAGG VMDVNTA V 
QEVLKTAL1HDGLARGIREAAK 
ALDKYVYQSQYCGFLQPDQKL 
ATQGKKGMGVHGVKRKSS*M 
ASVLPGNLRKRRQAH\LCVLAS 
NCDEPMYVKLVEALCAEHQIN 
LIKVDDNKKLGEWVGLACKIDR 
EGKPRKVVGCSCVVVKDYGKE 
SQAK.DVIEEYFKCK.K. 


4556 


34924 


A 


4597 


145 


682 


SWRNRTVSNGSAVSASSVHLCF 
AECKALCGERILTDGSDVSRPTI 
AAGGVTDVNTALQEV\LKTALI 
HDGLAR\GISRTWPKAL\DKRQ 
A H\LC VL A SNC\D EPM Y V\KL\ V 
EALCA EHQ1NLI\K V\DDNQET* 
EKWV\GLCKI\DREG\KPRE*WL 
VGS*CSSLRTIGKESQAKDVIEE 
YFKCKK. 


4557 


34925 


A 


4598 


252 


590 


RSLDLVWWQLSGGLAGSAKPK 
PCTPVKQSTVMSFPSHKEQYFL 
MDGKKK7YDKESEKYYSILEKH 
LNLSAKKKESHLQENSSGPSVS 
TKLINLFSKRLLCAFLPAQLTPY 
SFCS 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4558 


34926 


A 


4599 




1662 




4559 


34927 


A 


4600 


4430 


4904 


LIKGTRCLGRRPSFAYSRSNPA 
*S*P/EGTSAQLAELLALTLALE 
LGNGKRINVYTDSKYAYLILHD 
HAAIWKERAFLTSGGTPIKYHK 
EIMELLHTVQKPKEVAVLHCQS 
HQKESSPLEDTTTAGPLLHPYP 
AGSSPERSSPSSQQLLGDLFRGII 


4560 


34928 


A 


4601 


1 


2630 


MEQANHPVRLINVVCKDTLKK1 
VQQETSCPLTH V H Y AEA1TG RC 
TAPEDKGSLDQKPPTDDPTGCP 
WQV PAH VITLTETWVCLT1 EGQ 
EIDFLLDTGVQKPNGQWRLVQ 
DLIPIKEAV1PLYPVVPNPYTLIS 
QIPEKAEWFMALDLKDAFFCIS 
LHSDSQFLFA FEDPTNHTSKITR 
TVLPQGFRDSPPLFGQALAQDL 
GHFSSPGTLVFQYVDDLILATSS 
EASCQQATLDLLNFLANQGK.V 
VPNLWGKLPLNTTRKSWSYCT 
QCKNPRRWQSYTAKAIKKQLA 
EAGPVTAILLLLIFGPC1FNLLIK 
FVSSRIEAIMLQMVLQMEPQMS 
STNNFYQGPLDRCTDPLSGLES 
SPRCSEAPCLMSQWTGDIEYDL 
LLPP1PHQTTLCDLQN LKG 1FSR 
YHRKWYGEILALLTPTANVCG 
HSQVPHACSIYHDPVTWNPQG 
LLPKSLYGVTKWGDKEHFEWG 
SQQQRAFYELK\KKLMSAPALG 
LPDLTKLFTLHVSDREKKMAV 
RVLTQTMGPWLGPVAYLSKQL 
DGVSKSWPPCLRALAATALLA 
REVDKLTLGQNLN1KAPHAVV 
TLMNTKGHHWLMNARJTRYQS 
LLCDKPHIT1EVCNTLNPTTLLL 
VSESPVEHNCVEVLDSVYSSRP 
NLRDHPWTSVDWELYVDGSSF 
1NPQGESVWGIIQGKRPIKLWG 
KRRKVSARDLAIIGGSVEAPKL 


4561 


34929 


A 


4602 


' 


506 


FLALTSRFLFVLLNEETRSHLEK 
SLCWKVSPHIKMDLLQWIQSK 
AQSDGSTLQQGSLEFFSCLYEIQ 
EEEFIQQALSHFQVIVVSNIASK 
MEHMV\SSFCL1CRCRSAQVLHL 
YGATYSADGEDRARCSAGAHT 

1 I \/OT PPDTVl t nAV^PUl AAA 

LCTNPNLIELSLYR 


4562 


34930 


A 


4603 




381 




4563 


34931 


A 


4604 


3 


483 




4564 


34932 


A 


4605 




410 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4565 


34933 


A 


4606 


2 


249 


SADAPMFDMGVNHEKYDNSL 
NII/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFGIVEGLMV 


4566 


34934 


A 


4607 


2 


481 


LAPLVKE1HDNFGMGEGLMTT 
GHAITATHKTADGPSGKLWRD\ 
GRGAHQNIIPASTGAAKAVGK 
VMPELNGK.LTGVAFRVPTANV 
SVVDLTCRRQKPAKYDDIGKV 
VRQAPEGPLKGILGYTEHQVVS 
SDFNSDTHSSTFDAGAGIALND 
HFATLSPPPH 


4567 


34935 


D 


4608 


79 


278 




4568 


34936 


A 


4609 


2 


1201 


PSTACRNSARACSTVSR1FFCVA 

SRATSLRTPMGKVKVGVNGFG 

RIGRLVTRAAFNSGKVDIVAIN 

DPFIDLNYMVYMFQYDSTHGK 

FHGTVKAENGKLVINGNPITIFQ 

ER\YPSKINWG\DAGAEYVLEST 

GAFTTMENAGAHLQGGAKLRVI 

1SAPSA\D\APMFVMGVNHEKY 

DNSLK1ISNA\SCTTNCL\APL\A 

KVIHDNFG\1V\EGLMTTVHVAIT\ 

ATQKTV\DGPSGK\LWALMGPR 

GFFQEHQSLPFTGGC/ARVVGQ 

GSSPELERGKLTWAWAFRCPQ 

LPKR VNG WD L\TC RL\EK.PC PK. 

YD*HQGRVVKAGRRKGPLQGA 

ILGLQLSNPGGSPSGLSTSDNPL 

LPPFD A WGL AFALQRTH FC S KL 

Ji^OlJJlNUllAJ i olN^OO WULriU 

PPWPTWAFQGS 


4569 


34937 


A 


4610 


61 


226 


WRIMPTKKVM1TMGRTTQRRM 
LES/SQQFWPCHLH*KLVPSCLQ 
LGCL VFH FRRER 


4570 


34938 


A 


4611 


153 


495 


QH A AECKAH AGLPG LPLPARK. 
LASRHGAPRWRQSGVGPGGKV 
ENYGRRRL\PGTRHPQSLSHKP 
AKK1DVARVTFDLYKLNPQDFI 
GCLNMKATFYDTYSLSYDLHC 
CGAKRIMK 


4571 


34939 


A 


4612 


1 


643 




4572 


34940 


A 


4613 


286 


698 


ESDNNLTQGTS1*QGTRHPQSLF 
PLSPAKKPCGPVLTFLTCYKLN 
PQGLSLGCLNIEGRFFMDYVIPF 

PTHT AI T T n A 1{T>1\A kTl\TT UWA 

LFSMQTTGPRA/VFTSCYLQQL 
LDATEDGHPPKGKASSLIPTCL 
KILQ 


4573 


34941 


A 


4614 


59 


294 




4574 


34942 


A 


4615 


1 


2253 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4575 


34943 


A 


4616 


2 


197 


LARSGMGFYRRGLLGEVKGRV 
EGNRMWHVIVRTSPNHRYTFT 
LKTHPSVVPGSIAFSLPQ\RPWS 


4576 


34944 


A 


4617 


302 


441 
















RLPFSPRSVGPTPQAPRLLCNG 
WRQLPTTFFTELEKTTLKFI wn 
QKRALIAKTI/LKPKNKAGGITL 
PDFKLYYKATVTKTARFLLYK 
VSQIDNTDLFDPVKIKFE 


4578 


34946 


A 


4619 


1 


1370 


MNIDAKILNK1LANRIQQHIKKL 

I HHDQVGFIPGMQG WFN1 RK.SM 

NVIQH1NRTKDKNHMIISIDAEK 

AFDK1QQPFMLNTLNKLGIDGM 

YLKI1RAIYDKPTANIILNGQKL 

EAFPSKHGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEE 

VKLSLFADDMIIYLENPIVSAQN 

LLKLIGNFSKVSEYK.INVQKSQ 

AFLYTNNRQTESQ1MSELPFT1A 

S1RIKYLGI*\LTRGVKDLFRENY 

KPLLNKIKEDTNKWKNIPCSWV 

GRN\NIMKMAIL\PKVIYRFNAIP 

IKLPMTFFTELEK\TTLKFIWNQ 

KRARJAKSILRQKNKAGGITLP 

DFKLYYKATVTKGAWFQHHK 

HTL1KEPLLDSVFSPNRPDHGK 

KQDKQPQTKNIANASADSKNT 

QQMNGFVTGAATSF1PKDRTAS 

SLCGCTGRRRQSVAKYLR1RPHI 

NVPSFTYYK 


4579 


34947 


A 


4620 


2 


671 


WHQNLALTRASGSFHS/WEEG 

KGGADMSHEICVANLQVYVRS 

TDFDRTLMSAEANLAGLFPPNE 

VQHFNPNISWQPIPVHTVPITED 

RLLKFPLGPCPRYEQLQNETRQ 

TPE YQNRSIQNAQFLNM V AN ET 

GLTNVTLET1WNVYDTLSCEAP 

SPPWGRKPPLERLWPRPRELTC 

PLRYIAQTHGLLLPPWASPQTV 

QRLSQLKDFSFLFLFGIHEQVQ 

KARLQG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4580 


34948 


A 


4621 


1 


1923 


DSVAFEDVAVNFTQEEWALLG 

PCQKNLYEDVMQET1RNLDCG 

HETEFVEYENLRDPMNMPLHT 

TDGPHKCKICGKGFDCPSSLKS 

HERTHTGEKLYECKQCGKALS 

HSSSFRRHMTMHTGDGPHKCK 

ICG K AF VYPS VFQRH EKTHTAE 

KPYKCKQCGKAYRISSSLRRHE 

TTF1TG E KP YKCKCG KAFI DF YS 

FQNHKTTH AGEKPYECKECG K 

AFSCFQYLSQHRRTHTGEKPYE 

CNTCKKAFSHFGNLKVHERIHS 

GEKPYECK.ECGKAFSWLTCFLR 

HERIHMREKPYECQQCGKAFT 

HSRFLQGHERIHTGF.KPYECKE 

CRKAFSWLTCLLQHERIHTREK 

PYEGKQCGKAFTHSRFLQGHE 

RTHTAKKLCECLSTVSARKSVD 

LI1ASYPLFLNLFSTPKTLRNCSY 

RRHERMHTGEKPYECKQCSKA 

LPDSSSYIRH ERTHTG EKP YTCK 

QCGKAFSVSSSLRRHETTHSAE 

KPYECKQCGKTFHHLGSFQIHM 

KRHTGDRPHKCKICGKGFDRPT 

LVRYHERISTGEKPHECKQCGK 

AFDHLGSFQRHMIRHTRDGPH 

KCK1CGKGFDCSSTLQSHERTH 

TGEKKLYECKQCGKALSHSSSF 

p d uK>4T\4iJTr , r>nDun£ r \p viccv 

KKHM I JMH 1 UL'UrrllSAL'rviL-'VjIs. 


4581 


34949 


A 


4622 


1 


256 


MG KG SFKY A WALYKQKAECE 
RGVT1 DTSL WKFETSKCY VTI\K 
DF1KNI ITGTSQQGQTAS VA AFC 
ILSSCPASWKNQVSHRLGG 


4582 


34950 


A 


4623 


173 


717 


SINAVASTRRT1EKFEK.EAAEM 

GKGSFKYAWVLDKLK.AERERG 

1T1D1SLWKFETSKYYVTIIDAPG 

HRDFIKNMITGTSQADCAVLIV 

AAG\VGEFEA\SICQNG\QTREH 

ALLAYT\LGVK\QLICRVNKMD 

STEPPYSQKRYEEIVKEVSTYIK 

K I G YN PDTRAF VP\I SG LNGDH 

MLEPK.C 


4583 


34951 


A 


4624 


3 


525 


GCPSGPGHRCVAGHGAPGAVC 
RHVPTAWPGYSRCSPGPGPRGV 
EAVGHQRHRAPETHSTPAADR 
HRRGLPGSVKSDSAMEPSPSPAP 
QAQPPKPVPKPRTVFGGLSGPA 
TTQRPGLSPALGGPGVSRSPEPS 
PRPPPLPTSSSEQSSALNTVEMM 
PNSIYFGLDSRGRAQAAQDK 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4584 


34952 


A 


4625 


2 


448 


RRAHACARRRRK.KEMLGVNVL 
TSHSSQERMKLTFKKICAV1MFA 
DAAAAQGPLLPAMVNPTMFFH 
1AVDGEPLGCVSFEVRGLESKK 
*LLI*SIKLC*Q1G\LFADKVPKT 
AENFHALSTGEKGFGYKGSCFH 
RIIPGFTCQSGDFTRPTA 


4585 


34953 


A 


4626 


1 


751 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPL1VQQCLLFLRILP\L 
FADKVPKTAGV*FFFKQKIFRA 
LSTG\EKGFG\YKGFPAFHRIIPG 
FMCQGW*LSHRHNGTGWQVH 
LMGRNFEDEVNFILKAYGVLGS 
LSMAKCLDPTKIGSPVFPSCTA 
KT\E WL\DG Q A L WC FG KAVKKG 
LNIVEAMERF\GSRNGKTS\KKI 
TIADCGQLE 


4586 


34954 


A 


4627 


3 


615 


PECIIG1D1LSSGQNPHIGSLTGR 
VRAIMVGKAKRKPLELPLPRKI 
LNQKQYRJAGGIEEISATIKDLK 
DAGVVIPTTSLFDSPIWPVQKT 
DGSWRMTVDYRQINQVATPIA 
AAIPDVASLLKQ1NTSPDTW/PI 
RPPISNGD*GVSGR*ACCLEPLA 
GPHR*ITSEASR1LEQGPAIFCR* 
LLSF*ETALGLLLGFGGN*TFDY 


4587 


34955 


A 


4628 


3 


354 


DSWA\VANGLA\GWS\GTWKK 
HDWKIYNDNEIWGKASMW1DLS 
EWSKTVKIFVSHESAHHIT*KSS 
AEEDFNNQVDRMIHSVDTTRPL 
SPATPV1AQWTHEQSGHGGRD 
GGYTWAQQHGL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4588 


34956 


A 


4629 


281 


1529 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGV1 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTLIPGDPKI IHCGPPV 

KVGAYGGQVINGVLAQVQ1TV 

GPQTHPVVISPVPECIIGIDILSS 

WQNPHIGSLTGRVRAIMVGKA 

KWKPLELPLPRKIVNQKQYHIL 

GGTVEISATIKDLKDTEAVTPTT 

SPFNSPIWPVQK.TDGSWRMTV 

DYCKLNQVVTPIAAAVPDVVS 

LLEQ1NTSPGTWFEWSPK\KAL 

QQVQAAVQAALPFGPYDPADP 

MVLFVSVADRDAI WSLWNAAI 

GESQRRPLGFWSKALLSSADNY 

SPFERQLLASYWALVETERLTV 

GHQVTLRPELPIMNWVLSDPSS 

HKVSGAQQRS1IKLKWYIHDW 


4589 


34957 


A 


4630 


4:> j. 


719 


LP\AMATAECP1CQQQRPTLSPR 
YGTIPW/WAWDAPGGRGCWRL 
QKAGE 


4590 


34958 


C 


4631 


122 


325 




4591 


34959 


A 


4632 




346 


MAGEKVEKPDTKEKKPEAKKA 

UAUUN V^HU 1 OKI Y oK 

KAMYKRKYSAAKSKIEKKKEK 
VLATVTKPVGGDKNGGTQVF\ 
Q11TYSSYTQKVQLPKSTLKQRQ 
GPCPQGAL 


4592 


34960 


A 


4633 


1 15 


905 


EAFQTLHFCCLGLRQGTKRMA 
GEKVEKPDTKEKKP\EAKKVDA 
\GGKVKKGNIKA\KKPKKG\RPH 
\CSRNPVLCSEGFGRYSRSVAMY 
SRFLAI\ YQEGSTFSPLKSK VEKK 
KKEKVLATVTKPVGGDKNGGT 
RVVKLRKMPRYYPTEDVPRKL 
LSHGKK\PFSQ\HVRKLRASITP\ 
GTIL\IILTGRHRGK\RVVFLK\QL 
AKLAYLLC*LGPLVLNRVPLRR 
THQKFCHLPLSTKID1SNVKIPK 
HLTDAYFKKKKLRKPRHQEGEI 


4593 


34961 


A 


4634 


2 


350 


FVALAAVLCRQCLPRAWVCRR 

AGQGSGRHYRAAICAELKKPLT 

IEEVAP/DPVGPHEVRVDVHFC 

GVNFGD1LICRDQYQERPHLPFT 

PGPVADSRKGLPIRSCCPPYNL 

WHCDFCS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4594 


34962 


A 


4635 


1 


556 


MGLKLNTHMDQTRGSLSGDTL 
EGSPSKRAKULKRGGFRGILGG 
VGVQERRTGQRPALPCHDLRR 
AEVVPDHRRGGPRPVGPHEDL 
WQ1PEKVSLQEAAVLPITYGTE 
SFALEHRARTQPGEIVLVTAAA 
GATGLAVMWQQISSGQGNIAA 
AGSDEKCKLAM\EKGAQSSVN 
YSQGSLKDSATDQ 


4595 


34963 


A 


4636 


1 


142 




4596 


34964 


A 


4637 


2 


368 




4597 


34965 


A 


4638 


2 


504 


HKVGHAQHHSFITWKWYTRD 

WSRAGPEGIAGVPYDQLTEEEK 

TRAWFTDGSARYAGTIRRWTA 

AALQPLSRTSLKESGEGKSSQW 

AEVRAVHLVVHFTWK.EK*PDV 

RLYTDSWAVANGLAGWSGTW 

KKHDWK1DDNEIWGRGMWIDL 

SEWSK.TVK.1FVSHESAHH1T 


4598 


34966 


A 


4639 


182 


840 


RTAVKGNLPTTPVI/SQWAHEQ 
SGHGGRDSGYTWAQQHGLLIT 
KADLAMTTAECLISQQQRPRLS 
LQYSSIPWGNQPATWWQIDYIR 
PLPSWKGQSQDSQDRSRNQGV 

ft. VJS.V ArL 1 1 1 riU 1 1 Aftrl-Lri V 

PAALHSAGVDVLVPEGGMLPP 
GGTTTIPLNWKLRLPPGHFGLLI 
PLSQQAKKRVTVL AG V 1DLDC 
QDEISLLLYNRDAKELYRYTAH 


4599 


34967 


A 


4640 


3 


283 


SRVSCSPPPLSPPPPLSPPPPLSPP 
PLLSPPPPPLSPPPSPPPPVSLPPP 
PPVFSFPSSCP/PPFPPPLLPPLPPP 
PPLSPPPPPPPWSPSPPI 


4600 


34968 


A 


4641 


1 


531 


MGSSHCTQPGM LAAA VGQAVP 
GTDTGADSVSLSASCCHQHAIH 
CAQA1RAKGHLQAHTELPSAPT 
QPPSCARQCPKSGGDLGGRELY 
NNHEIRSGKHIGVCISFANNRLF 
V VSIPKSKTK.EQI LEEFI K VTG S 
YWVLGLSFDFRKWPV/GQCCQ 
SFHGRLRATPARRAERRDARSF 
AL 



526 



WO 01/075067 



PCT7US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4601 


34969 


A 


4642 


115 


2405 


ATAEGSGSSGVKERGAG1RKAE 

RRRTEASGGGGGRGRRRSWRR 

AGAEGVSEADARGRGGKGREG 

KGGSRGGARAHRERARRRVEL 

DRVCCQRRELRPPFYNSSTRAG 

HREQRARVSRNPIPSDRJSPPQP 

NGE1SGNMATEHVNGNGTEEP 

MDTTSAVIHSENFQTLLDAGLP 

QKVAEKLDEIYVAGLVAHSDL 

DERAIEALKEFNEDGALAVLQQ 

FKDSDLSHVQNKSAFLCGVMK 

TY RQREKQGTK VADSSKG PDE 

AK1KALLERTGYTLDVTTGQRK 

YGGPPPDSVYSGQQPSVGTEIF 

VGKIPRDLFEDELVPLFEKAGP1 

WDLRLMMDPLTGLNRGYAFV 

TFCTKEAAQEAVKLYNNHEIRS 

GKH1GVCISVANN\RLFVGS1PK 

SKTKEQILEEFSKVTEGLTDVIL 

YHQPDDKKKNRGFCFLEYEDH 

KTAAQ\ARRRFN*VGKVQGFG 

GNVGTVEWADPIEDPDPEVMA 

KVKWLFVRNLANTVTEE1LEK 

AFSQF\GKLERVKKLKDYAFIHF 

DERDGAVKAMEEMNGKDLEG 

EN1E1VFAKPPDQKRKERKAQR 

QAAKNQMYDDYYYYGPPHMP 

PPTRGRGRGGRGGYGYPPDYY 

GYEDYYDYYGYDYHNYRGGY 

EDPYYGYEDFQVGARGRGGRG 

ARGAAPSRGRGAAPPRGRAGY 

SQRGGPGSARGVRGARGGAQQ 


4602 


34970 


A 


4643 


2 


369 




4603 


34971 


A 


4644 


1 


1002 


MNAGCGQTHDCAYRQKRPED 
VNEEGRLEQRNRKRQDEWGPR 
DKPASSGYKAGTLDVENWNRA 
GEGLKHAHQKGLKVDSSAFCT 
CSLIRTVLMPLSPYYSAGQQAE 
SKNLKESVVPPTASIENKKQER 
EDKNWPILPPPVAETSVPPPSVA 
GIETPIQR1LRSAAIAGEPSGPCA 
FPISVRPDSNNPQQFIHEHTPLEF 
KLLNELKTSVVNIGVQSPFTLG 
LPESAFGAMRLLPFDVKHWAR 
tpi caqavt twmt Tvir:r*p\;tPTn 

1 ULoA^A I L 1 WlNl J lNLl< s< lE.Mt w 1 \J 

QVRQNRAAGHGDIAEDMLLGN 
GP/YFRPGTSNGTKRAWATIPEE 
GVPVQSFLPFMEGSQEPSAQFL 
ARLREAV 


4604 


34972 


B 


4645 


1 


575 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4605 


34973 


A 


4646 




776 


VVLMRNLMSGTIFSMLANISML 

GSLVI11QYITQEIPDPSRVPLVA 

SWKTYPLFFGTA1FSFESIGVDL 

PLENEMKNARHFPPILTLGMPI 

VTTLDIGMAALGYLRFGD\DTK 

GSIILSLP1CWYLHGLSGEGPSQ 

SFSERETKAQVIVPRSEVNVPRR 

PVSEHSGRGEQLCGLSCRLYQS 

VK.LLYIAGILCTYALQFYVPAEI 

IIPFA1SRVSTRWALPLDLSIRLV 

MVCLTSAPMTRSTPFCKYSTRG 

RRRWLEIPV 


4606 


34974 


A 


4647 


1 


1294 


MGKDFMSKTPKAMATKTKIDK 

WDL1KRKSFCTAKETTIIVNRQP 

TEWEKIFATYSSHKELISRIYTE 

LKQIYKKKTNNPINK.WAKDMN 

RHFSKEDIYASKKHMKKCSSSL 

A1REMQ1KTTMRYHLTPVRMEII 

KKSGNNRQP1VGPCDNSV1LLY 

KILANRIQQHIKKLIHHDQVGF1 

PGMQGWFNTCKSINVIQHINRT 

KDKNHM11SIDAEKAFDKIQQPF 

MLKTLNKLG1DGMYLKIIIAIYD 

RPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFN1VLEVLARAIRQ 

EKEIKGSQLGKEEVNLSLFADN 

M1VYLENPI1SAQNLPKLINNFS 

KVSVCKINVQKPQAFLYTNNR 

QTESQ1MSELPFT1ASKRIKYLV1 

QLTRDVKDLFKENYKPLLNE/I 

K/EDTNKWKN1PCSWVGRINIV 

KMAILSK 


4607 


34975 


A 


4648 


2 


711 


WNRRRPCIAKTIL/SQKNKAGGI 
TLPDFKVYCKSTVTKTAWYWY 
QNRHIDRWSRTETSEITPHIYNH 
Q1VDKPHKNKQWGKDLLFSKW 
CWENWVAICRKLKLNLFLTRY 
TKINSRWIKDLHEKLKTIKTLEE 
NLGNTIQDIG I G KDFMTKMPKA 
I ATKAKIDK WDLI KLKSFCTAK 
ETIIRVNKQPTEWENISAIYPSD 
RSL1SRIYKE\LKN1YKRLDAVA 
HTCNPITLKGQGRWIT 


4608 


34976 


A 


4649 


1 


576 




4609 


34977 


A 


4650 


1 


771 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4610 


34978 


A 


4651 


1 


887 


FPEDSEPIS1SHGNYTKQYPVFV 

GHKPGRNTTQRHRLD1QMIM1M 

NGTLYIAARDHIYTVDIDTSHTE 

EIYCSKKTAWEILDRPMVATCR 

MKGKHKDE\CHNFIKVLLKKN 

DDALFVCGTNAFNPSCRNYKM 

DTLEPFGDEFSGMARCPYDAK 

HANVALFADGKLYSATVTDFL 

AIDA VI YRSLGESPTLRTVKH DS 

KWLKEP YF VQ A VDYGD YI Y FF 

FREIAVEYNTMGK.LLGLHHELL 

RRTQDYGHKAGCPESCLLSVRR 

CPPPQSKAHRESVEELIKGCRR 

HAGFCACGHITT 


4611 


34979 


A 


4652 




2890 


MVLLKVDPGLWGSSLRVLLKA 
DPPYGTQAHAERHGRALAGGL 
GVGEQSQSLDLLRMSHTYGAL 
FLPRAAVSSWCASVRJRKIKKSP 
LLDGAPLLYEPDTWLGKWSSS 
WTLVFTHPFSAALTHSALTARS 
DTGSLTLSPDGKLYSATVTDFL 
AIDAVIYRSLGESPTLRTVKHDS 
KWLKEPYFVQAVDYGDYIYFF 
FREIAVEYNTMGKVVFPRVAQ 
VCKNDMGGSQRVLEKQWTSFL 
KARLNCSVPGDSI 1FYFNI 


4612 


34980 


A 


4653 


1 


480 


MEGVEEKEKVPAVPETLKKKQ 
GN FA ELKIKAPKM A FVLRIRG VS 
GVSPKVRKVLQLLRLHQIFSGT 
FVKLN/KASVNMLR1VEPYIAW 
GYPNLKSVNEL1YKRGYGK1NK 
KRJALTDNTL1VPSLGKYGILCM 
EDLIHEIYTVGKHFKEANNLLW 
PFKLSSP 


4613 


34981 


A 


4654 


3 


279 




4614 


34982 


B 


4655 


119 


177 




4615 


34983 


A 


4656 


157 


359 


HQRCRK**TKLEG*TCRKIEVN 
TDYIKP*E*EFWMIYYISIYLTSI 
CSSICNEN1LQLENREKSRNT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4616 


34984 


A 


4657 


65 


900 


GLAFPPILQKESPHPCLWILFTSP 
VALSTSRPPCVISSAALCPRRHG 
FLPPRLLAPLAAAFCPRPRCFLP 
LPPRLFAPAPVDFCPRRCGFLPL 
PPRVFAVSCPRRRGLLPPLLFAP 
SAAAFCGFLAPSPWLFAAFGTR 
CRGFLGLLVPAAAAFFPRRLRF 
FLPRLFSPAAAVTFCHPCFLPPP 
DPT C\/PA A AcprDDncnnPTTJTx/ 
EIRGSGTRVGLQHQTGHLPRGP 
SSLPAELHA*ARVSPLEASPPSC 
TR/WMQQPEDLGPALTLGRICG 

VUAL WcJL 


4617 


34985 


A 


4658 


927 


1157 


ARRSTAPVDCK*LQP*AQAAL 
WVLVWDHEAARQPEGVVQPA 
PGLWPSSRRWRKFQAPGSSGV 
CHPGALQACPEELS 


4618 


34986 


A 


4659 


1 


563 


MK.LVAVFDKQDLHHGGDDISA 
SSMHTQSPERFTSASELGTNNV 
SAFSVWQAASEIEVTSSVLHAS 
SQKGLSSQHLGFGAPQAGGGSF 
RHLAPQRKEVLEEYFK YDPEH 
KLIFRFVRTLFKAMRLTAEFAIE 
ITHGGRDVERATGLVNK.1HRQG 
CGDSFCN IGGNAKPYVCCGKE 
YVSSSKHQNG1AI 


4619 


34987 


A 


4660 


1 


681 


MGKYAEALRSQQKAVLMSVR 
VMGIEHPNTIQENMHLALHCFT 
SRQLSL A LSLLQG AI 1 YLM/LLV 
LGE/DHPEVA/LLDN1RRVLHRV 
MEYDLSLCFLDNALAVSTKYQ 
GPKALKVALGHHLITSVYESKA 
EF\RSALQHQKEGLAAH/TSLGE 
DQEKTKESSEYLKCLTQLAVAL 
RRAMHEIYRNGSSNNIPPLNFT 
APSMASVLEQFKGINGILFIPLS 
QKDLESLKAEVAQ 


4620 


34988 


A 


4661 


2 


443 ; 


V WQSGGDSITSKTN 1 1TCVNCY 
LYTCIDSSFNQYHSILIVRARQD 
IWLPVALHRPWESSPFIHVINNI 
LQKILKRSTQFI FTLI A I IMG L I A 
VTV1AATAGVALRQS1QTVHFV 
DKWQKNSTRMWNS/QRIDQKL 
ANQINDLRQTVIW 


4621 


34989 


A 


4662 


2 


377 


FAFTWTDPDTHQAQQITWALL 
PQGFADSPHYFSQAQISSSSITY 
LGI1LHENTRALPADHV*LISQT 
PISSTKQQLLSFLGMVRYFCLWI 
PSFTILTKPLY*FTKANLADPTD 
PKSFPHSSFRSL 
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SKQ ID 

NO: 


SF.Q II) NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4622 


34990 


A 


4663 


1 


1095 


MAKAVLSKKNKTGSTTLPDFKI 

YYKDIVTEEPGIETLRH TSSTKF 

SKGLPSRESFSEKQNKTTTHLH 

PGE1NSFIAHTKPAWRSLHTDA 

HE1WC RDSDQVNSPGRSIPCPPA 

LCSMRK1HLRPLVLRPASPRNIS 

PILNPLHLIAALLPNPKPPFRPPL 

VSPDLNPQVKDISTPSWATDHV 

HLTVSLK.PYHPYPAQCQYP1PQ 

HALKGLKPV1TRLLQHGLLKPI 

NSPYNSHILPVLK.PDKPYRLVV 

r\r\i pi txtut\/t t PH-iDrVifVDxrpvT 
^L/LKLlNrll VLLrlrir 1VL VrlNr Y 1 

LLSSIPASTTHYSVLDLKHAFFT 
1PLHPSSQPLFAFTWTDPDTHQA 
QQIT*AVQPQSFTDSPHYLNQA 
Q1SSSSVTYLGI1L1KAHVLSLPIV 


4623 


34991 


A 


4664 


655 


2417 


KKRESMN1DAK.1LNK1LANRIQ 
QH1KKLIHHDQVGFIPGRQGWF 
NICKSINVIQHINRAKDKNHMII 
SIDAEKAFDKIQQLFMLKTLNK 
LGIDGTYFKIIRAIYDKPTAN1IL 
NGKKLEAFPLKTGTRQGCPLSP 
LLFNIVLEVLARAIRQEKEIKGI 
QLGKEEVKLSLFADDMIVYLEM 
PIVSAQNLLK.LISNFSKVSGYKI 
NVQKSQAFLYTNNRQTESQIMS 
ELPFT1 ASKRI KYLGIQLTRDVK 
DLFKEN YKPLLKE1 KEDANKW 
KN1PCSWVGR1NIVKMAILPKVI 
Y R FN A I PI KLPM TF FTELEKTTL 
KFI WNQKRAHITKA I LSQKNKA 
RG I TLPDFKL Y YKAT VTKT AW 
YWYQNRD1DQWNRTQPSEITP 
H1YNYL1FDKPDKNKQWGKGS 
LFNKWCWENWLA1CRKLKLDP 
FLTPYTKINSRWIKDLNVRPKT 
TKTLEENLGITIQDIGMGMDFM 
SKTPKAMATKDKIDKWDLIKL 
KSFCTAKETTIRVNRQPTKWEK 
\FSQPTHLTKG * YPESTMN SNKF 
TRKKQTTPSKSGRR\NEQTLLK 
RGHLCSQKTHEKMLTITGHQR 
NANQNHNE1PSHTC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4624 


34992 


A 


4665 


1 


234 


MQNQEKFGELISEWAPYGRPRP 
QIAVGDHHISVYDGEVNWRMS 
SLQASAAGK.DYANRGTEWGEE 
PSQMLRHELLSGEMCVSRNRG 
QPLANSERRSEALSPVTPKKLIP 

LTQEQKTK.HHMFSLISG*FAEN 
DGFQLHPCPS\GSLLWPSAGISF 


4625 


34993 


B 


4666 


1 


2553 




4626 


34994 


A 


4667 




272 




4627 


34995 


A 


4668 


1 


3045 


















4629 


34997 


A 


4670 


159 


245 


FPIVASPWLLC*LMSFAGTWVK 
LETIILSKLSHGQKTKHRMFSLI 
DTVVVGSDDFPLLRVPGCCASS 


4630 


34998 


A 


4671 


122 


359 


TANLKNGRKFL*PIHLTKG*YPE 
STKNVNKFTRKKQTTPSKSGQK 
I*TNTSQKKTFMQPTGT*KNAH 
HHWSSEKCKSKP 


4631 


34999 


A 


4672 


2 


66 


RLVYA DTCFSTJKLKAEDASTS 
ENMRCLVFCACDSLLRMIVSSF 
]RVPTKDMYSSFFMAA*YLLQY 
HQVKSRRCFYE 


4632 


35000 


A 


4673 


519 


899 


SALVCHTCSNWQVHLGDSVFY 

Kotc^rLfcr Lr r J> I LooLr ruLnr 

SHGLGGLAGRNSCIYPCCAPAL 
CADYLWGSPDLFLLLSFQHKG 
NVGVGLAHSPQFQQGN 


4633 


35001 


A 


4674 


1 


278 




4634 


35002 


A 


4675 


158 


592 


GYYWRPSFQSLRENNECQRKS 

l\o VlNAUt^LlNClJrlL. VL»tjrl Y yl^n 

*QNYFSFDIHYFLSETGRKVSSS 

l/Air J Iud 1 cALoulvV vri Wvdl^ 

AAGQGCTLHLLLPQTRLFPGKG 
RRQPGLLREF 


4635 


35003 


A 


4676 


302 


721 




4636 


35004 


B 


4677 


1 


871 




4637 


35005 


B 


4678 


1 


559 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4638 


35006 


A 


4679 


3 


2386 


RVATMAPHRPAPALLCALSLAL 

CALSLPVRAATASRGASQAGAP 

QGRVPEARPNSMVVEHPEFLK 

AGKEPGLQIWRVEKFDLVPVPT 

NLYGDFFTGDAYVILKTVQLRN 

GNLQYDLHYWLGNECSQDESG 

AAAIFTVQLDDYLNGRAVQHR 

EVQGFELAP\FLGYFKSG\LK\Y 

KKGGVASGFKHVV\PNEVVVQ 

RLFQWKGRRVVRATEVPVSWE 

SFNNG\DCF1L\DLGN\NI\HQWC 

GS\NSNRYERLKATQVS\KG1RY 

NERSGRA\RVHVSEEGTEPEA\M 

LQVLGPRWALPAGTEDTAKED 

AAN\RKLAKLYKVSNGAGTM\ 

YVSLWAD\ENEFTQGA\LKSED 

CFILDHGKDGKIFVWKAGKHAN 

TEERKA ALKTASG FHSPRWD Y 

PKQIQVSVPFLEGG\ETPLFKQV 

FKNWRDPDQTDGLGLSYLSSHI 

ANVERVPFDAATLHTSTAMAA 

QHGMDDDGTGQKQ1WR1EGSN 

K.VPVDPATYGQFYGGDSYIILY 

NYRHGGRQGQIIYNWQGAQST 

QDEVAASA1LTAQLDEELGGTP 

VQSRVVQGKEPAHLMSLFGGK 

PM11YKGGTSREGGQTAPASTR 

LFQV RAN SAG ATRA VEVLPKA 

GALNSNDAFVLKTPSAAYLWV 

GTGASEAEKTGAQELLRVLRA 

QPVQVAEGSEPDGFWEALGGK 

AAYRTSPRLKDKKMDAHPPRL 


4639 


35007 


— 


4680 


T894 


2161 


MFGLPNARAATSTAPFASHSLC 
LCFRILLLLGPGINLANPRNHLV 
LHQKFS1LGRHFSL\ATEEPCISL 
ALAPSKRWECNSSS*RYENN 


4640 


35008 


A 


4681 


1 


1803 




4641 


35009 


A 


4682 


1 


501 


MTFQCVVNTHYLTYPRPQRFL 
YLVVVRPSCASWIMFVLIDRGY 
VFSYFPQSYGGFGSRJLSKPIEV 
QVGGRSVVAQMWSNKCGQYS 
DLASLGCISR/YSAGSVYYYPSY 
HHQH/NPVQVQKLQKELQRYL 
TR/KIGFEAVMRIRCTKAKPTRH 
RHYGELEISITIIRAIGK. 


4642 


35010 


A 


4683 


350 


623 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4643 


35011 


A 


4684 


1 


3252 


PPGPERSRLGLGVSLHQRSCPK 
C1AVFTRVSEPRIQFPASRILPSS 
NTSKDFDPVSGQSNYGGSQGS 
GQTLNRPPVASNPVTPSLHSGP 
A PRM PLPA SQNP ATTPM PSS SF 
LPEANLPPPLNWQYNYPSTASQ 
TNHCPRASSQPTVSGNTSLTTN 
HQYVSSGYPSLQNSFIKSGPSVP 
PLVNPPLPTTFQPGAPHGPPPAG 
GPPPVRALTPLTSSYRDVPQPLF 
NSAVNQEGITSNTNNGSMVVH 
SSYDEIEGGG 


4644 


35012 


B 


4685 


51 


236 




4645 


35013 


A 


4686 


1004 


1405 




4646 


35014 


A 


4687 




771 




4647 


35015 


A 


4688 




405 


SENVDDVSVMMG/TPANKALL 
DTTGFWHD/DFNNATPNDICVA 
IRSE/AADAGIAQAIMQQLEEA/ 
LKQQA/LDRNLNVMMFSDNVT 
LE/DE1QLK/TRAREKGLLV/MG 
PDCGTSMIAGTPLAFA/NVMPE 
GNIGVIGASGTGFRR 


4648 


35016 


B 


4689 


1 


1656 




4649 


35017 


A 


4690 


1657 


2259 


LPQPQPATPWPSAPTPRFASPAA 

AMATLWSGTCRIRLWSGSSRA 

TRTAPAAL1FPITALGSGQGAW 

TTRCAAGTCGRAASCSSMTSA/ 

AQ1FSPCHCPNQDWLAVGMESS 

NVEILHVGKPEKYQLHLHESCV 

LSLKFAPCGRWFVSTGKDNLL 

NAWRTPYGAS1FQSKESSSVLS 

CDISRNNKY1VTGSGDKKATVY 

EVVY 
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SF.Q ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
or peptide sequence 


Amino acid sequence ( X=Unknowri, 
*=Stop codon, /=possible nucleotide 


4650 


35018 


A 


4691 


62 


1371 


QNQSTISVMLRSAMTTTMAAD 
LITAI/MGQRKQHIDTGFWHDD 
FlsTNATPNDiCVAIRSEAADAGI 
AQAIMQQLEEALKQLAQGSGS 
SQALTQVRRWDSACQKLPDAN 
L A LIS VAG E YA AELANQALDR 
NLNVMM.FSDNVTLEDEIQLKT 
RAREKGLLVMGPDCGTSMIAG 
TPLAFANVMPEGNIGVIGASGT 
GIQELCSQIALAGEGITHA1GLG 
GRDLSREVGGISALTALEMLSA 
DEKSEVLAFVSKPPAEAVRLKI 
VNAMKATGKPTVALFLGYTPA 
VARDEN/VWFGSSLDEA\SLAG 
CFS VRARSPLTRIDGMM1 LGMF 
GGCFAASLWANNVKLRMPRSR 
1RJMQA1IGG11AGFGARLAMGC 
NLAAFFTG1PQFSLHAWFFANP 
LL1GQTLEDPHEYIDYLDKEFPL 
YQLVECVVSLNYSYHWECTEI 


4651 


35019 


A 


4692 


1 


1125 


MEAEVDKLELMFQKAESDLDY 
1QYRLEYE1KTNHPDSASEKNPV 
TLLKELSVIKSQYQTLYARFKP 
VAVEQKETKSRJCAGMTKTMN 
VIQKLQKQTDLDLSPLTK.EEKT 
AAEQFKSHSFGMWPCKLK.YRQ 
NKKKK K.K. LSQN RSTTWKLNN L 
LLNDYWIQNEMKAE1KMFFET 
MENKDTTYQNLWDTFKAVCRG 
KF1 ALN AH K RKQERSKIDTLAL 
QLKELEEQEQTHSKASRRQEIT 
KIRAELKEIETQKNLQKINESRS 

r^CTT[7L'IXTlf'l\/frMM T API tlfYV&lZ 

r bl^lNKlvlUKl^LAKLlIvl^KKb 

KNQIDAIKNDKGGITNDPTEIQT 
TIREYYK.HLYANKLENLEEMD 
KFLDTYNLPRLNQEEVESLNRPI 
TG SEI EARIN SLPIAKKSPGPDG F 


4652 


35020 


A 


4693 


2 


421 


GRVGGRVGKIRT*LN*IETKKY 
KR *N ETKS WFFEKI KM DRPL AR 
LTKKRIK.E1QITSLRNETGNIITD 
TTEIHKIIQG*SSSSSSSSSSSSSSS 
SS\FSSSSSSSSSSSSSSDTFKRPIT 
G1KIEMVF* KLPTKKSR1 SL 



535 



WO 01/075067 



PCT7US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4653 


35021 


A 


4694 




654 


MEYYAAIKNNTFMSFAATWM 

KLEAIILSKLTKEQKTKRHMFSL 

VSTLELG ALTA L V RCG RWRRQ 

CDDEAMACVTQGRPLARLTKK 

RREK1QITSLRNETGDITTDTTEI 

QKIIQGYDEHTYAHK.VENLEG 

MDKLLEKYNPPRLNQEELGTL 

NRPITSYEMEMIIKKL/PNEKSP 

GPDGFTAEFYQTFKEELVPILLA 

LFHKTEKEG 1 LPNSFYEASITL 


4654 


35022 


A 


4695 


1 


786 


MPPSLAYKNPRPQQADTQVA/T 

MSRGVHWRKKMQAAGPREDV 

K RSTQAEEHTDRHQHTSR\HQL 

LLMR1FEMGWKKPSPFQEESIPT 

ALSGRDILARAKNGTGKSSAHD 

IPLLKRLDLKKDTIQTIVIVPTG 

GPALQVSQIC1QVSKHMGGVK 

VVMTTGGTNSGDDVLRLDDTV 

HMV1AAPGRJLNLIKKGVAKLE 

ETYLRHIGRPGHFGHFGLAINLI 

TYGDHFNLKGIEEQLGKEIKPIP 

SNIDKSLHVAEFHSKAVENEKP 


4655 


35023 


B 


4696 




501 




4656 


35024 


A 


4697 


2 


573 


YSACFFLFS1AMGILLTVPPSFWI 

PTSFSAFLGFFSSFSLLVLHQPD 

FSFVLGLWR1ISLLVLKIVEGSS 

NQGMQMASRSWEWPSSSRKM 

ATSVRTLPEP/GPSGCRAPSAFPF 

RKEAGADPSGCPGGRQVPLVA1 

GRGGALEPQRWELRAPGSAGR 

LPREGGRTFPGAQSPAGAQSPA 

GKQSPPGAQSPLH 


4657 


35025 


A 


4698 


2 


j46 


PPIN1SVPHC*PFGG/EPLEILIPAP 

tKssn V LjysrVK 1 M5!>A VrH^a 

VGASLNCGDKQPPNFSGSKIFF 
L1YLHLMTGQVRGSSVLCHPNT 
GIQKEGGTVNEIPIAIEKRKKHA 


4658 


35026 


B 


4699 


1 


468 




4659 


35027 


A 


4700 


2 


284 


C. 1 Utr 1 l^L^c-LlNl^OINC W I LLL 

WVTP1AGQFQLDVSCVSECVCS 
ETYEYLYGQHMQ\ANP\EPPKH 
NNHKSGKD 


4660 


35028 


A 


4701 


5 


189 




4661 


35029 


A 


4702 


38 


190 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


4662 


35030 


A 


4703 


2 


882 


WPSVSSG/PSSAVSFSSFDPGVA 
SCTSSSASG 1QRPMASEVPCASG 
IPIK.KIGHRGVDSSGETTYRKTT 
SSALKCA1QLC1THTVGSLDPTP 
ERHVLIEPLIELSSSGADGSLLH 
VSIHDEFIIKTVQHKQAEFLQKL 
1PGYHIDLNQNSWTLLPKFYGL 
CCVKAGGKNTQIAVMKNLLLR 
LN SEGERI LLCIGITDILQS YRFV 
KKLEHSWKALVCDGDTVSVHR 
PGFYTERFQCFMCNTAFKKIPA 
RTLTTPNAGKDVEQQELSSLLM 
GMRSGTATVEDSLVVSYKTKH 


4663 


35031 


A 


4704 


2 


410 




4664 


35032 


A 


4705 




728 




4665 


35033 


A 


4706 


1 


1208 


MKMEKVNTSWLLPPSSISVLIR 

RGAGSMVLLLQSQRQYIFEYDS 

SDRLLAVTMPSVARHSMSTHTS 

IGY1RNIYNPPESNASVIFDYSD 

DGRILKTSFLGTGRQVFYKYGK 

LSKLSE1VYDSTAVTFGYDETT 

GVLKMVNLQSGGFSCTIRYRK1 

GPLVDKQIYRFSEEGMVNARFD 

YTYHDNSFR1AS1KPVISETPLPV 

DLYRYDEISGKVEHFUITTAEM 

TLSKHFDTHGR1K.EVLA/YEMF 

RSLMYWMTVQYDSMGRVIKR 

ELKLGPYANTTKYTYDYDGDG 

QLQSVACNDRPTWRYSYELNG 

NLHLLNPGNSVRLMPLRYDLR 

DRITRLG DVQY/KI DDDGYLCQ 

RGSD1FEYNFNGAPTKTLSQAS 

G1LQSLQGLHEVHRNPACSDFA 


4666 


35034 


A 


4707 


1 


663 


MMLLLLALLGAGLLGASLLTS 
WHAPARNKIPRAQKWREEPDL 
DPKP1LELPLAELAQQLRTEELS 
LESILCSYLKQALKVHQEVNCL 
MDFLGECEEELQALKKLKKSE 
RGLLYGVPMSLKDTYDSMFLE 
KPATKDGVIMKVLKAQGAIPFV 
KTMPLTLLRSLKRASWALNAA 
TP1YGQMLSPLNLKKTCGGSS/G 
GDHGGWPHGPGRGEPGAVPCK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of List 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4667 


35035 


A 


4708 


2 


624 


SDARLHK.DDTDICFSKTLNSCK 
VPQIRYASVERLLERLTDLRFLS 
IDFLNTFLHTYR1FTTAAVVLGK 
LSDIYKRPFTSIPV\RRARKLSLT 
SPLNSKIGALDLTTSSSPTTTTQ 
SPAASPPPHTGQTPLDLSRGLSS 
PEQSPGTQPEVSGSSPHSTAQSK 
1WSLVWKQYWLMAPSHALKT 
CHAARLARTFVTSSSATKVHCA 
ISLK 


4668 


35036 


A 


4709 




195 




4669 


35037 


A 


4710 


1 


1845 


MAEAEPGRPGERGGGGAGRAG 

GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEEIVICDRASVKE 

FKEE1SRRFKAQQDQLVLILSGK 

ILKDGDTLNQHGIKDGLTVHLV 

IKTPQKAQDPAAATASSPSTPDP 

ASAPSTTPASPTTPTQPSTSDSA 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGSANFMELQQQMQRQLMSNP 

EMLLQ1MENPLVQDMMSNPDL 

MRHMI1AKPQMQQLMERNPEIS 

HMLNNPELMRQTMELARNPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGNNPFSSLAGNSDSSSSQPLR 

TENREPLRNP/WSPSPPTSQAPG 

SGGEGTGGSGTSQP\GSG M FN S 

PEMQALLQQISENPQLMQNVIS 

APYMRSMMQTLAQNPDFAAQ 

MMVNVPLFAGNPQLQEQLRLQ 

LP V FLQQMQNPESLSILTN PRA 

MQALLQIQQGLQTLQTEAPGL 

VPSLVSFGMSRTPAPSAGSNAG 

STPEAPTSSPATPATSSPTGASST 

QQQLMQQM1QLLAGSGNSQVQ 

TSEVRFQQQLEQLNSMGFINRE 

ANLQALIATGGDINAA1ERLLGS 


4670 


35038 


C 


4711 


59 


464 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4671 


35039 


A 


4712 


1 


1902 


MAEAEPGRPGERGGGGAGRAG 

GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEEIVICDRASVKE 

FKEEISRRFKAQQDQLVL1LSGK 

ILKDGDTLNQHGIKDGLTVHLV 

IKTPQKAQDPAAATASSPSTPDP 

ASAPSTTPASPTTPTQPSTSDSA 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGSANFMELQQQMQRQLMSNP 

EMLLQIMENPLVQDMMSNPDL 

MRHMI1AKPQMQQLMERNPE1S 

HMLNNPELMRQTMELARNPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGN1MPFSSLAGNSDSSSSQPLR 

TENREPLPNPWSPSPPTSQAPGS 

GGEGTGGSGTSQVHPTVLNPFG 

INAASLRSGMFNSPEMQALLQQ 

ISENPQLMQNVISAPYMRSMM 

QTLAQNPDFAAQMMVNVPLFA 

G\NPQLQEQLRLQLPVFLQQMQ 

NPESLSILTNPRAMQALLQIQQ 

GLQTLQTEAPGLVPSLVSFGMS 

RTPAPSAGSNAG VYPPRPPLPHP 

ATPSHIFSNRG/SPAPQQQLMQQ 

M1\QLLAGSGNSQVQTPEVRFQ 

Q\QLEQLN SMGFIN RE AN LQALI 

ATGGDINAA1ERLLGSQLS 


4672 


35040 


D 


4713 


309 


527 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4673 


35041 


A 


4714 


1111 


2506 


K.KDQRETRNQKGLGFLRDRPQ 
WVSGKMKQECLQ/HWNAMAI 
NNHRAVA1FPKRRHGREDGLLS 
NLPTFGSYAPLRRVSNEFIASAV 
QRILLERRALPHGNCKLGGLTP 
QFMNRK.NALVLEVLARAIRQE 
K.E1 KG IQ LGKEE VKLSLF ADDM 
IVYLENPIVSAQNI.LKLISNFSK 
VSGYKINVQKSQAFLYTNNRQ 
TESQIMSELPFTIASKRIKYLGIQ 
LTRDVKDLFKENYKPLLNEIKE 
DTN K WKNIPCS W VGRJNI VKM 
AILPKV1YRFNAIPIKLPMTFFTE 
LEKTTLKFIWNQKRARIAKSILS 
QKNKAGGITLPDFKLHYKATV 
TKTAWYWFQNTDIDQWNRTEP 
SEIMPHjYNYLIFDNPEKNKQW 
gtdflfnkwcwenwlaicrkl 
KLDPFLTPYTKIKSRWIKDINVR 
PKT1KALEENLGNTIQDIGMGK 
DFMSETPKAMTTKVKIDKWDL 
IKLK.SF 


4674 


35042 


A 


4715 


3 


372 


SVGVALRPWKRE/RAASERRSS 
SGGGGGGGGGGGGGGGGSGS 
GQ/HAPAAPAGGIEAVNMASAjS 
YHI SNLLG VLA AAA LA VTQALP 
\PPSAVAGSFSAPKSPAHRSAGL 
PIPAEPLSSPLLQPPPP 


4675 


35043 


A 


4716 


1 


1008 




4676 


35044 


A 


4717 


1 


2619 




4677 


35045 


A 


4718 


449 


801 


VLLLSSMSRRKCQSLYVDLLM 
KKETE* SMEKEKLTMHPLSCTH 
1*PRPQAPEADKQMRR*TEEQN 
CRMMWQKKEKEHLNAKRSLA 
GSGWRDQPLDGKAPGEDHLPIP 
SPFQLPIHPI 


4678 


35046 


A 


4719 


1 


1255 




4679 


35047 


A 


4720 


2 


843 


CLHGFGYRJRDSELQKIHRAAV 
KGDAAGVERCLARRSGDLDAL 
NK/TAQIAGAQPREEACTVILLE 
HGTNPNLKDIYRNTALHYAVY 
SESTSLAEKLHFHGANIEALDK 
VLSISFLSKILMSSLKTCGRDAE 
DYT1SHHLTK1QQQILERKKKIL 
KKEKRGKASESEFLNSLGGPTL 
DKK1RNVEISDESAVSILHELCV 
DSLPALDDEVLSVATKCVPEKV 
SEPLCRPSHEKGNRIVNGKGEG 
SEECLCPA AHRLRCG ERL YLPP 
RLGCERLCLATTPSEK 


4680 


35048 


A 


4721 


295 


1050 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4681 


35049 


B 


4722 


306 


554 


















4683 


35051 


A 


4724 


2 


316 




4684 


35052 


A 


4725 


81 


228 


DPPLCLGLLALHRASIVQKRIIYF 
QDEGSLTKKLCEQGKTLKHSQ 
QMFFK. 


4685 


35053 


A 


4726 




1043 


MELEWKVNVKVNSQDTNHHG 
SLQLARGEAAAVKFGRMSKKQ 
RDSLYAEVQKHQQRLQEQRQQ 
QSGEAEALARVYSSSISNGLSN 
LNN ETSG TYANGH V1DLPKSEG 
YYNVDSGQPSPDQSGLDMT\GI 
KQIKQEP1YDLTSVPNLFTY\SSF 
NN\GQLAPG1TAMTEIEIVAAEKF 
PLIYKQSFLLTVLSFGGGGSVIC 
GPTFAKVSSSRRFIHHGDKIQPS 
IN ALG WTFM EETPQIFKCRTNT 
HGKELEHDLPEHSSGQGSTRRIC 
SSCLRRDNNPMLLSGGRFYEKI 

U\IFlTr.TFn\/Dli'MPUA FriVTCr* 
rilNrl 1 U 1 rlJVKivlvjnriAtLiJN. 1 

L VII VG FQ A 1 KMPS SLKQEA SNG 
LIKLEEASGARMKTGHIK 


4686 


35054 


A 


4727 


467 


584 




4687 


35055 


A 


4728 


1 


1794 




4688 


35056 


A 


4729 


1 10 


1797 


PSQQEPGSGTSCLRYCWTAQTL 

PSVTMKLWVSALLMAWFGVLS 

CVQAEFFTS1GHMTDL1YAEKE 

LVQSLKEY1LVEEAKLSKIKSW 

ANKMEALTSKSAADAEGYLAH 

PVNAYKLVKRLNTDWPALEDL 

VLQDSAAGFIANLSVQRQFFPT 

DEDEIGAAKALMRLQDTYRLD 

PGTISRGELPGTKYQAMLSVDD 

CFGMGRSAYNEGDYYHTVLW 

M EQVLKQLD AGEEATTTKSQV 

LDYLSYAVFQLGDLHRALELTR 

R\LLSLDPSHERAGGN/LCRYFE 

QLLEEEREKT\LTNQTEA\ELTTP 

EGIYERPVDYLPERDVYESLCR 

GEGVKLTP RRQKRL FC R YHH G 

NRAPQLLIAPFKEEDEWDSPHI 

VRYYDVMSDEEIERIKEIAKPK 

LARATVRDPKTGVLTVASYRV 

SK.SSWLEEDDDPVVARVNRRM 

QHITGLTVKTAELLQVANYGV 

GGQYEPHFDFSRNDERDTFKHL 

GTGNRVATFLNYMSDVEAGGA 

TVFPDLG AA I WPKKGTA VF WY 

NLLRSGEGDYRTRHAACPVLV 

GCK.WVSNKWFHERGQEFLRPC 


4689 


35057 


B 


4730 


1 


2433 
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SEQ1D 

NO: 


SEQ ID NO; 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4690 


35058 


A 


4731 


425 


1079 


PMGTSFLYECANFQSVSLGDPQ 
EPSCLCGGQPQGAAGGSSGSED 
ALLCLWDLQARKWKFEMSYTS 
GNIRGSSFCQFKSSFLVYFKALL 
KPRELFAQFKSFMGEKXLSLAP 
PMSDSSGDGIIRKIDYASCK.RSG 
\SSIRALPKTYQQP/EVLNDTWV 
SFPSWSEDSTFVSSKK.TPYEEQL 
HRCEDERFEEMK.TAGFASFGER 
SKTGVPNLRVTDWYRLVAC 


4691 


35059 


A 


4732 


3 


425 


GASSEEAEGASEGP\GAPGGWG 
APGSQGAQEGGDLQEAEESQE 
GGDPRKPRSPRK.VERHRKAGA 
PGRDLGRPSLTVLLYNHCVLQR 
LRKIYHSSIKPLEQSYKYNELRQ 
HEITGQRCPCCEEPKPQHQERA 
LFVVVSENRNI 


4692 


35060 


B 


4733 




1056 




4693 


35061 


A 


4734 


171 


511 


LLSVRHVVRNTQETANDVQVW 

/LUKtitjOorvlMN 1 yj Vt^rLUrllVlLlJ 

QIATAVSRMEMNVKGDLYIDD 
HHTV\EDTGL\ALGEALKIAPGD 
KPGICRFGFVLP\MDECL\ACAL 
DISGGPH 


4694 


35062 


A 


4735 


563 


763 




4695 


35063 


A 


4736 


365 


1644 


RTSQMSSSAWRQQNRARPSSAI 
LPSSLSLGHPALPQFSQRMPAT 
ASQLPGMVGVLEGYGQTAASP 
GSVSSCSPACSSCCLGCWWPSS 
WPSCRLHPHLGRPIAHCLPE/VL 
TTTTTTPTITTSQAAGTPKGQQE 
SGVSPSPQSTCGGLLSGPRGFFS 
SPNYPDPYPPNTHCVWHIQVAT 
DHA1QLKIEALS1ESVASCLFDR 
LELSPEPEGPLLRVCGRVPPPTL 
NTNASHLLVVFVSDSSVEGFGF 
HAWYQAMAPGRGSCAHDEFR 
CDQLICLLPDSVCDGFANCADG 
SDETNCSAKFSGCGGNLTGLQG 
TFSTPSYLQQYPHQLLCTWH1S 
VPAGHSIELQFHNFSLEAQDEC 
KFDYVEVYETSSSGAFSLLGRF 
CGAEPPPHLVSSHHELAVLFRT 
DHGISSGGFSATYLAFNATERL 
CLVESTSS 


4696 


35064 


A 


4737 


1 


154 
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SEQ II) 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4697 


35065 


A 


4738 




700 


GSRPQFPGHTRVRASGWRPCSL 
KPQLLGPVHPVSPYLLFLSSSDC 
AMGLIDGEWQLVLNVWGKVE 
ADIPGHGQEVL1RLFKGHPETLE 
KFDKFKHLKSEDEMKASEDLK 
KHGATVLTA\LGGILKKKGHHE 
AEI\KPRGTVSNATKHKIPVKVT 
WRSSPECII\QVLQSKHPGDF\GA 
\DAQGAMKQGPGSCFRKDNWP 
PTYKELGLSRAKPLAGFPTPNPS 
WAPGFKRERGLISV 


4698 


35066 


A 


4739 


1 


154 




4699 


35067 


A 


4740 


1 


617 


GSRPQFPGHTRVRASGWRPCSL 
KPQLLGPVHPVSPYLLFLSSSDC 
AMGLIDGEWQLVLNVWGKVE 
ADIPGHGQEVLIRLFKGHPETLE 
KFDKFKHLKSEDEMKASEDLK 
KHGATVLTA\LGGILKKKGHHE 

AcJ\l**.rKu 1 V bINA 1 rvflrvJr V Js. V 1 

WRSSPEC1\IQVLQSKHPGDF\GA 
\DAQGAM\NKALE\LFRKD\MAS 
NYKELGFQG 


4700 


35068 


C 


4741 


46 


522 




4701 


35069 


A 


4742 


78 


617 


TKELLHSKRNCHQSEQATYKM 
GENFCNLLI*QSANIQNLQRT*T 
NLQEKNKQPHQKVGEGYEQTL 
LNRRSLCSQKTHEK1LIITGHQR 
NANQNHNE1PSHTS*NGNH*K.V 

P V nflA/CVl' [ I *UUDDPTI?riUT 
KK^Vo I IVIJvrtvK I Kv<J V 1 

Q*RREPETSLAKETPGNPTNTN 
AKFKTRGAR1SHYSSGNGERLP 
RTVC 


4702 


35070 


B 


4743 




6477 




4703 


35071 


A 


4744 


1 


623 


MSSDISEVEDKNEFLTEQLSKP 

Q1KFNTLKDKFLKTRDTL\RKKS 

LALET VHNNLSQTQQQI K EM K 

EMYENAEAKENNSTGKWSCVE 

ERICQLQHENPC1EQQLDDVHQ 

KECLPSRKEKFKSEPPAFLSGN 

QVKSSSCSLQTLFPPDDLILYLE 

NPKDSTKKLLELINKFRVTGYK 

IKLQKSVAFLNDKNEQSKEENQ 

ECNP1YNNYK 


4704 


35072 


A 


4745 


2 


3272 




4705 


35073 


A 


4746 


1 


579 




4706 


35074 


A 


4747 


3 


510 
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SEQ II) 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


4707 


35075 


A 


4748 


1 


1261 


MEAVDTFLVFNALNFLLTSQTT 
GCSSSCDPGHGLGQGSGNRFP] 
AAASARTAEEAKWFFSNKDYS 
NVLQLPDPKKTEYHIHEKRFSD 
SR1LCYYPEFGKVEE1ILTAMKH 
DWFGKHRKDDKIEKTGKTKIQE 
SFTSEEERIRMKQEQERIQAKTR 
EFRE\RQARERDYAEIQDFHRTF 
GCDDELMYGGVSSYEGSMALN 
ARPQSPREGHMMDAVLYAQVK 
KPRNSKPSPVDSKGKVLGEADP 
VYPRRNPGTEGNASSLPSVSFSE 
SPPVRAAFAGYHYVAFPWLQK 
LMSGTSGKDPEKEADLARVVT 
LRVVTLRIETHVKTLAFTAALL 
QQLACIDVGMDKQNDVYTYN 
KILLSFKRKEILTHTTTRMSLED 
ULSE1NQWQEDKYRFGLYEVA 
QVVKLIETESKVVVSRDGGRG 


4708 


35076 


A 


4749 


10 


2051 




4709 


35077 


A 


4750 


2 


2118 




4710 


35078 


A 


4751 


1 


658 


MWNSKTLAAFRPCPKDPLNFE 
LERDNLAYLAEE1PKQQSIQY1T 
WM1LKAFSHMHLQRDNLKLEL 
MFKRKAKHKGLKNLHPDHVIE 
KKNLFSAEKFKPAAEIYISNEEP 
NVNSQDNGKKCLQGMSEIFAA 
APAITDNTSDKTTL1KVSSWPYI 
ADRRCPLVNVTREDSPSEDPVF 
LRTLGKGDWFGEKALQGWGL\ 
KGIHHVSAQEPVCLLLPFMTPR 


— 


35079 


- — 


4752 


- 


471 




4712 


35080 


A 


4753 


315 


407 




4713 


35081 


A 


4754 


411 


1042 




4714 


35082 


A 


4755 


1 


423 




4715 


35083 


C 


4756 


202 


321 




4716 


35084 


A 


4757 


5 


413 


CFFFFFFETESHFVTQAGVQWR 
DLGSLQSPPPGFTPFS/SPQPPKE 
PGPQAPATTPGQSFAFLVEMGF 
HHVSQ\EVSIS*PRDPPASASQS 
AGTTGVSHRAWTFCFLRQSLA 
LSPDWSAVARSQLTATSASWV 
QVSRR 


4717 


35085 


C 


4758 


150 


491 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4718 


35086 


A 


4759 




548 


GIAFCLNLIKTLKLPNFKSCVIL 
LGLLLLYDV/FFVFITPFITKNGE 
SIM VELA AGPFGNNEKNDGNL 
VEATGQPSAPHEK.LPVV1RVPK 
L1YFSVMSVCLMPVSILGFGDI1 
VPG LLI A YCRRFDVQTGSSY 1 Y 
YVSSTVAYA1GMILTFVVLVLM 
K.KGQPALLYLVPCTLITASVVA 


— — — 


— — 


— 
— 


4760 


642 


1985 




4720 — 


J5088 




4761 


^9 


252 




4721 


35089 


A 


4762 




783 




4722 


35090 


C 


4763 


218 


358 




4723 


35091 


B 


4764 


372 


374 




4724 


35092 


B 


4765 


129 


1036 




4725 


35093 


A 


4766 


1211 


1983 


SQSCLLLQEDFAP1AGEQEAEQ 
HQEDLRALLRASLQGQCSRQP 
GTRLHGSAPWPGEAQNRSRPLP 
GDSPSLDRYRGI/SDAVGKSRSG 
D1GSSLRVEAGDKRTQASPERQ 
PHCGAHDAQDISGGREIFKPRQ 
LPGSAIWS1KVGHGSGFPGKRR 
PRGAGLSGRGGRGRSKLKSG1G 
AVVLPGVSTADISSNKDDEENS 
VLDMVVLFSSSDKFTLN/QVCG 
SFGQGAEGRLLACSQCGQCYH 
PYCVSIKMDACSSSELKY 


4726 


35094 


A 


4767 


1 


603 


MANFNDCVLDKEKVCIAAK.FIT 
HAPAGEFNEVFSD1RLLCNNDS 
LLRERAARAFAHYNMDQFTPV 
KMEGCEDQT11ACIESHECQPKN 
FWNGRWRSEWKFTITPPTAQV 
VGVLKIQVHYYEDGSVQLVSH 
KDVQDSLTVSNDAQTAKEFIKII 
EN A EN E YQTAISENCQTMSDTT 
FKVLRRQLPVTRTK1DWNKI\LS 
YNI 


4727 


35095 


A 


4768 


1 


867 


MADFDDRVSDEEKVRIAAKFIT 
HAPPGEFNEVFNDVRLLLNND 
NLLREGAAHAFAQYNMDQFH 
AVK\1EGYEDQVLITEHG\DLGN 
SRVLDPRNKISFXKFDHLRKEAS 
DPQPEEADGGLKSWRESCDSA 
LRAYVKDHYSNGFCTVYAKTI 
DGQQTIIACIESHQ\FQPKNFWN 
GR\WRSEWKVP\ITPPSAQ\VVG 
VLK1QVHYYEDGNVQLVSHKD 
VQDSLTVSNEAQT\AKEFI\KIIE 
NAENEYQTAICGNYQTMSDTT 
FKALRRQLPVTRTKIDWNK1LS 
YKIGKEMQNA 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4728 


35096 


A 


4769 


2 


690 


WPSGSASRPRHLRAPEPV\GKA 
GKNK.GAGLTPA/AGTSGCAGR 
AESRGPPTGSHGSEPSRGSKGL 
CGRGTRSLPERGAEVLPHLPAQ 
TSPQLGSQGAWP/RHPRKPFRP 
AARAGTQPPGFVPSTPALLKVL 
YRSAHTQHSGRAAPEPSRLALG 
PTLQQKRHMGHRRNLTFSSTY 
NKKCGFGWAVEMRFSALLDVT 
TTPSRVAFWGSRGPPLGMERQL 
QLLSGYSPDGWLSTSM 


4729 


35097 


A 


4770 




590 


MDTRIGTTDTGTYGKVEGARR 
MRLKKLPI E YYAYYLDDEIICTS 
NPCEFPGYG1EREYPCETSGPLE 
LTVQEDQGEEPQREELTRKKTS 
KVCRGSPLAWATGVKPCLKKK 
RRRRKEERRKKKEEGEGEGEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EE/EEEEEEEEEEEEEEEEEEEEE 
EEEEEESDPCTSWNTSQP 
















4731 


35099 


A 


4772 




237 


MRSSVIGPRSH1PSQRKSG1QEE 
EEEEEQEEEEEEEEEE/EEEEEEE 
EEEEEEEEEKGLLDQEAARHLV 
LPAATQCKPKM 


4732 


35100 


A 


4773 


1 


794 


MASHSSPMGSQYYYGFPGPDS 
AMHALNTVVSEKDLTLDLSGL 
VARNKRCGPHSYSLNTHLLHA 
CLRLPTQRENTTLKTF1PQGWEI 
HTDQVEREAECQPGRLKICVHD 
TAQELPLASTARNALLGRNLCP 
FRQSSTTQMPDEIPISLDDRMRP 
PSLKKKK/VVGEEEEEEEYEKEK 
EEEEEE/DEGEEEEEEEEEEEEE 
EEEEEEEEEEGGGGGVGEEEEE 
EEGEGEGGGGEEDEEE*EEEEE 
EQKKKEKKKK.EQEEGGGEGG 


4733 


35101 


A 


4774 


115 


341 




4734 


35102 


A 


4775 


1 


651 




4735 


35103 


A 


4776 


189 


618 


SLCHK.EAEGGHGK.AHVEGKRA 
PSNLQPSAPAELSGNNSISF\HHE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEDLLYNF1 
YIIFSKMPTKVPSLWDSK.LGAE 
QAA PE ENN KKEQQEE YQG KSF 
SFLNLTECWP 


4736 


35104 


A 


4777 




414 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


4737 


35105 


A 


4778 


189 


692 


SLCHKEAEGGHGK.AHVEGKRA 
PSNLQPSAPAELSGNNSISF\HHE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEDLLYNF 

TVTTFQfc'MPTk' A lV/IQIQQMFkf F AT 
1 1 lir orvlvlr 1 IS.AIvi;Moolvir r\r f\ I 

KIRMTVTPNPKCCWIPVFPAYL 
STSKAAKCMHHTA HHGQEKSD 
HCISPSPIPAP 


4738 


35106 


A 


4779 


2 


3815 




4739 


35107 


A 


4780 


957 


1493 


KNRNYNK.LSLRPQCNPTRTQD* 
ETHSKPLNYMETEQPSPE*LLG 
T*RNEGRHKAVL*NQ*EKPvHNI 
PESLGHI/AKQCVEGNL*H*MPT 
RESRKDLKLTP* /PSQLKELEKQ 
EQTH SKAGRRQE/TN *DQS Rl EG 
DRDTKNPSKNQ*IQELVF*KDQ 
QN**TASKTNK.EEKREESNRRN 
KKC 


4740 


35108 


A 


4781 


1 


4962 




4741 


35109 


A 


4782 


2421 


3011 


NQACQPGQAGAARAGQCFPRV 

AQRPGPGPAGMALAHPDLYLC 

HSAGDQCR*DEEADPPEGQAPT 

HFQVHPAGGLHLLDRLAAPQH 

QAGTQGQGQPGRHH*PAARSS 

PVEPPSTGSPSRPTTTMWPSCSR 

RQGGLGPGL*CVQQPHLLDAP 

GTLPVLGALVCRLQPWRCLPL 

GGGGGVGGSQRPPGGGGGNG 

GRNWG 


4742 


35110 


A 


4783 


1 


932 


MRTPKSSIKPSLGEEKENYRGS 
LKETAPSLQKEWAEQSSKSQET 
VGVKGITRHFQVSTLLERREDR 
KSKEPPLLIPRQTVSGVDLQQTP 
TDLQLSVLTVRRKTNKQKGHP 
HQKPICTSPSSNTKVKNLEKQL 
DEWLTR1TNAEKSSKDRMELKT 
KARELHDECTSLSSRCDQLEER 
VSVTEDEMNEMKRGEKFREKR 
IKRNEQSLQEIWDYVKRPNLCL 
IGVPESDGENGTKLENTLQD1IQ 
ENFPNLARQAN 1Q1QEI/RENAT 
K1LLEKSNSKTHNCQ1HQS*NEG 
KNVKGSQRERSGYPQREAHQT 


4743 


35111 


A 


4784 


477 


638 


LLCCGFELPLLARRSL1V*SLLLS 
THQSHSPSSFVPLLVRSCIPLEEE 
RRSDF 


4744 


35112 


B 


4785 


1 


1509 





547 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4745 


35113 


A 


4786 




832 


ERHHPPPQAGPHPPRRRKERNT 

HRQPTPQPHGA/WKISVPQTTN 

KGISSS1TSTQRNQPQATTVEKA 

HNESTRTPEEPKGAVRGTR*K.K 

KKTSRDTPPQTP*EKSSSATRNK 

AGGKDSDK.RERKATEDQTTPS 

KRRKLHPMAKKLKTLKKN*MN 

G*LE*PMQRSP*RT*WS*KPRHE 

NYVMNAQASVTDAINW1CKGPP 

PRPTTNDAK.IVTRPTHPTCSHH 

RPPRKPPRTHPTPTPTQNKISQ* 

NG YTPPRGKR VR EDRCKPPQAP 

TSAPRAAKQRQS 


4746 


35114 


B 


4787 


1580 


4673 




4747 


35115 


A 


4788 




462 


MKLEHQEAQRRSGQGREKRR 

WPEGKAG PGCEG A WILCPESQ 

DDSKQEGDNNM1VVSRNAVRS 

VKAEFQGDNLENWESCSEAIIV 

QGRDNGVPHKAHGLGTEEEGT 

VLK1SERQNWLDLVDFILLGGD 

LFHENKPSRKTLHTCLELLRKY 

CMGDRPVQFE1LSDQSVNFGFR 

KLTNRKDIHTKNPSVRHHHQRP 

KVDET1 K.MGKTQSRKTRNSKN 

QSTSPPPKERSSSPA1EQSWMEN 

DFDELKEEGFRRSNYSELKEEV 

RTNGKEVKNLEKKLDKW1TR1T 

NAEKSLKDLMELKT1AQELRDE 

CTSLSNQCDQLEERVSVMEDQ 

MNEMKREEKFREKRJKRNEQS 

LQE1 WDY VKRPN LCLIG VPESD 

GENGTKLENTLQDIIQVNFPNL 

ARQANIQIQEIQRMPQRYSLRR 

ETPRH11VRFTKVEMKEKMLRT 

AREKGLECSGAGLAHCKLWLL 

GPSDPPDCSSVSPVLRVHLVLPS 

SLPHSVGTPFLGSVSIPPSVPRFP 

DRVFHPYPYTHYCDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDG1C 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWF1KRAHSPSRGL 

YSVHFNPYLIPFFIGLQNRFTQFR 

LSETKEITNPYAMRLYESLCQY 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4748 


351 16 


A 


4789 


1314 


2221 


KN RN YN KLSL RPQCN PTRTQD* 
ETHSKPLNYMETEQPSPE*LLG 
T*RNEGRHKAVL*NQ*EKRHM 
PESLGHI/AKQCVEGNL*H*MPT 
RESRKDLKLTP*/PSQLKELEKQ 
EQTHSKAGRRQE/TN*DQSR1EG 
DRDTKNPSKNQ*IQELVF*KDQ 
QN**TASKT/IQRRKERRIK*TQ* 
KMLKED1TTDPTEIKTIIREYYK 
HLYAHNLENLEEMDKFLDTYT 
LPRLNQEEAESLNRP1TNSEIET 
VINSLKEKAQDQKDLQLNSTRA 
LFTI AKA WNQPKCPSMTDE I K/I 
NVEHIHHG1LCSHQKE 


4749 


35117 


A 


4790 


2 


2260 


TKDKNHMIISIDGGKAFDKIQQ 

PFMLKTLNKLGIDGTYLKRIRAI 

FDKPTANIILNGQKLEAFPLKTG 

TRQGCPLSPLLFN1VLEVLARVI 

RQEKE1KGIQFGKEEVKLSLFA 

DDMTVYLENPIFSAQNLLKLIS 

NFSNVSGYKINVQKSQAFLYTN 

NSQIMSELPFTIATKRITYLGIQL 

ARDVKDLFKENYKPLLNEIKED 

TNKWKNIPCSQIGRILWPYCPR 

QEDENFNSLLQNGDILNSSTEE 

KFKAHDKKDFNLPEYDLNVEE 

RLV L1EKS VDSTATA DDTHKLD 

HINMNLNKLITNDTFQPEIMERS 

KTQDIVLGTSFLSINSKEETEHL 

ENGNKYPNLESVNKVNGHSEE 

TSQSPNRTEPHDSDCSVDLGISK 

STEDLSPQKSGPVGSVVKSHSIT 

NMEIGGLKIYDILSDNGPQQPST 

TVK.ITSAVDGKNIVRSKSATLL 

YDQPLQVFTGSSSSSDLISGTKA 

1 F K F D SN HNPEEPN 1 1 RGPTSGPQ 

SAPQI\YGPPQYNIQYSSSAAVK 

DTLWHSKQNPQIDIIASFPPQLL 

PRSESTENQSYAKHSANMNFSN 

HNNVRANTAYHLHQRLGPARH 

GEMWA1SPNDRLIPAVTRSTIQR 

QSSVSSTASVNLGDPGSTRRAQ 

IPEGDYLSYREFHSAGRTPPMM 

PG SQRPLSARTYSIDG PNASRPQ 

SARPSINEIPERTMSVSDFNYSR 

TSPSKRPNARVGSEHSLLDPPG 


4750 


35118 


A 


4791 


1516 


1729 


1LAPHSLLACRVSAERSAVSPM 
GFPLWVTQPFSLAALN/DFFLHF 
NFG/R1*QLCVLELLFSRSIVVAF 
SEFP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4751 


351 19 


A 


4792 


3 


1426 


RRYDELQNSSGRDGKPRAMAV 
TRSTSSTSSGSNSNVLVPVSWK 
RPQYSQKRAKEK.LVHVLSLCG 
QEVGLSK.NPSVIFSSCGDLDLLE 
HQTSLVSSEDGAREQENMDDT 
NSEQQFRVFRDFDFLDVELEDG 
EELQGESMDNFNWGVRRRSLD 
SLDKCDMQILEERQLSGSTPSL 
NKMHHEDFDESSEEEDLTASQI 
LEHSDLIMTLSPSEETNPMELLT 
TACDSTPPEPHSFNTRMSSFDAS 
LPDMNNLQ1SEGSKA\EAVR£E 
EDTTVHEDDLSSSINELPAAFEC 
SDSFSLDMTEGEEKGNRALDQF 
TLASFGEGDRGVSPPPSPFFSAI 
LAAFQPAACDDAEEAWRSHIN 
QLMCDSDGSCAVYTFHVFSSLF 
KNIQKRFCFLTCDAASYLGDNL 

KulUor\r V i>bov' v 'L' * oL-oYLDrvL. 

T/CCVl pi ApVI nTV\I\IDVPATT 
JVT C> V LtLl^C Y L>L> 1 Y IN IN KJVC, A 1 L, 

SWLANCKATFAGGSRDGV1TC 
QPGDSEEK.V1KAC 


4752 


35120 


C 


4793 


60 


164 




4753 


35121 


B 


4794 


44 


2547 




4754 


35122 


A 


4795 


401 


9546 


PRAD1TTCDRRJTPGTCSRPLPV 
LPASLYAADMASQQDSGFFEISI 
KYLLK.SWSNTSPVGNGYIKPPV 
PPASGTHREKGPPTMLPiNVDP 
DSKPGEYVLKSLFVNFTTQAER 
KIR11MAEPLEKPLTK SLQRG ED 
PQFDQVISSMSSLSEYCLPSILRT 

T Fr^\X/VI^PrYMrMPr*P<3I4FVT?DI?T 

LrlJW Y K.Kl^INUlfcL'tLorifc. Y JvrK.1 

SNKSKSDEQQRDYLMERRDLAI 
DF1FSLVLIEVLKQIPLHPVIDSLI 
HDVINLAFKHFKYKEGYLGPNT 
GNMH1 


4755 


35123 


A 


4796 


2 


6107 


GERKPKIDLFRTCVAAIPRLLPD 

GMSKLEL1DLLARLS1HMDDEL 

RHIAQNSLQGLLVDFSDWRED 

VLFGFTNFLLREVNDMHHTLL 

DSSLKLLLQLLTQWKLVIQTQG 

KVYEQANKIRNSEARDLELDV 

GVDVDVGVDVDADVDVDVDL 

GVDVDVGVDVDADVDVDVD 

MGVDVDVDRIYGFGCKCGCDR 

DVDRVVDVDVDIDVDVDVDM 

DVNIDVDVGLGAGVDVDMDV 

H1DMDMDVDIGSDNILQSALRR 



WO 01/075067 



PCT7US01/08631 



SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4756 


35124 


A 


4797 




565 


MLPGHLFCLAICAGKEEQEEKG 

QI ITRKTITPQNI PGPGAH ITATH 

RGRCTV ATKFSGGLCK.E PN RLT 

WY/GPPLKGAHGGR/GPSSRVPS 

pda Ar.riDDir.r.Ai ur.Ar.cpr.i a 
r rAAu^rrlOuALnUAUoRULA 

i? tt? a c\ i r.r.DPr.r.Fi prnvcnxir 1 

K I KA^LuUrrwOcLlvLj l/C50fNvj 

DGQGPDGDSRKSGSPLRPSHL/P 
DPAAVAGAPVSGHLQTPGHHA 
GRRQQAGPRGAGLP 


4757 


35125 


A 


4798 


1 


417 




4758 


35126 


A 


4799 


1 


1069 


MPRPPVPANALGARGEAVRLQ 

LQGEELRLQEVESVRLHQINIYL 

SDRISLHRRLPVRWNPLCKEKK 

YDYDNLPRTSWTKAFYNEAWS 

TLLRTVYSVLETSPDILLEEVIL 

VDDYSDREHLKERLANELSGLP 

KVRL1RANKREG\LVRARLLGA 

SAARGDVLTFLDCHCECHEGW 

LEPLLQR1HEEESAVVCPVTDVI 

DWNTFEYLGNSGEPQIGGFDW 

RLVF\RWHTVPERERIRMQSPV 

DVIRSPTMAGGLFAVSKKYFEY 

LGSYDTGMEVWGGENLEFSFRI 

WQCGGVLETHPCSHVGHVFPK 

QAPYSRNKALANSVRAAEVW 

MDEFKELYYHRNPRARLGLAC 

DECS1KAGWWL 


4759 


35127 


A 


4800 


1 


1152 


MHNSDG1EVMRQQRAEIGRVG 

GLEGIQLGVTEVIVNGARMLES 

YNCKAELGATGLVNYQISVKC 

SNQFKLEVYLLNAENKVVDNQ 

AGTQGQLKVLGTNLWWPYLM 

HEHPAYLYSWEGRPDGAQAVG 

ALTPGTLAV\EVWLTAQKSLGP/ 

SDFYTLPVGLRTVAVTESQFLIS 

GKPFYFHGVNKHEDAD1QGKG 

FNWPLLVKDFNLLCWLGANTF 

CTSHYPYTEEMLQICYRYGIVVI 

DECPAPSGHTAGPSVPSLLARW 

QLFNNVSMHHHMWVVEEPVL 

KX/rvNMr A1V1 V 1V1 WoLA IvcrAorL 

ESAGYSFJCSLTMEQTARVLDLD 

TpCAVl AVDCI DDflAUli'TI nV 
I UtAVLyi KoLrKUArllS. 1 LOlx 

KRK1SSYNVDLTSCQLAKEKCL 
KGPSSFLQSRQERMNSELRDN 


4760 


35128 


A 


4801 


293 


535 




4761 


35129 


A 


4802 


94 


686 




4762 


35130 


B 


4803 


1 


2187 





551 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4763 


35131 


A 


4804 


596 


1789 


MFHVjERPYECKECGKNFRSGY 

QLTLHQRFHTVjIHKGGKPYEC 

KECKKTFTLYRNLTRHQNIHTG 

EKLFECKQCGKTYTTGSKLFQH 

QKTHTGEKPYECKECGKAFSL 

YGYLKQHQKIHTGMKHFECKE 

CKKTFTLYRNLTRHQNIHTGKK 

LFECQECGKAYSTGSNLIQHRK 

THTGEKPYKCKECGKTFSLHG 

YLNQHQKIHTGVKPYECKKIHT 

GGKPYECKECGKAFSRASNLV 

QHERIHTGEKPYVCKQCGKTFR 

YG SALK AHQRI HRS1KVNQWL 

IJorKnlv^llNUlJrlVl^rK 1 KK. 1 Kt, 

RSHVSGRSLCQRLLGQGAQLRE 
FKQPPRNRFRRVCGLVARNTFP 
RGLRGRRASRRNAAASRLEDA 
VAELLKARCSALGGSGLPEGLS 


4764 


35132 


A 


4805 


2 


489 


CQGEGAKWEQGMTGRRWVVG 
PPASSTPPHS/HFWLLVLSRGLV 
GIGEASYSTIAPTIIGDLFTKNTR 

1 LIVILoVr I rAlrLujuLu Y 1 I U^> 

SVKQA AGDWHCAI RFSFLQLV 
RLLKVTHLLQQLQLLYPTNGK. 
RQDTNHTRSQCAHYLPHLDFQ 
VALCAYAVLQC 


4765 


35133 


A 


4806 


1 


327 
















AWBk'ACTMRU/VUDDFrCr.l CT 
AJNrvrv/VO 1 lviKW Y V KrrUouLo 1 

LSREKLYPLRMLRMRASTGPLS 
GALGMYSTASPRLMFSGCSISS 
AR*LFRSSAVTMPPAAWMSFTI 
WAVRLPL*KAWAPSMASVS 


4767 


35135 


A 


4808 


2152 


2633 


SRLDCGQGLVNGSCDYHHGCT 
GDTPRRPEWHRSLAHCMSPVD 
SLPGCAVSGSSDPWEVSWLWQ 
Q/VDRCDNREE/VMW*QRLGFP 
SPTVSFPQRAVSASKPLQ*APS 
WISLHSTLSQCRASDLRGRHTV 
PEVVYEWSPCALPTHREHPNAI 
MEGWPPPQAWWA 


4768 


35136 


A 


4809 


2 


387 


SNASVILEGEDLRFSCSVRMAG 

RLQGRFS VI WQL VDRQN RRSDI 

MWLDR\DGTVQPGSSYWERSSF 

GSVQMEQVQPNSFSLGIFNSRK. 

EDEGQYECHVTEWVRVVDGE 

WQ1VGERRASTPISIIALGE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4769 


35137 


A 


4810 


46 


3753 


EIRSWEKRKRLVLCLLEAADM 
KCFFPVLSCLAVLGVVSAQRQV 
TVQEGPLYRTEGSHITIWCNVS 
GYQGPSEQNFQWSIYLPSSPER 
EVQIVSTMDSSFPYAIYTQRVR 
GGK.IFIERVQGNSTLLHITDLQA 
RDAGEYECHTPSTDKQYFGSYS 
AKMNLVV1PDSLQTTAMPQTL 
HRVEQDPLELTCEVASETIQHS 
HLSVAWLRQKVGEKPVEVISLS 
RDFMLHSSSEYAQRQSLGEVRL 
DKLG RTTFRLTIFH 


4770 


35138 


A 


4811 


1 


3728 


MKCFFPVLSCLAVLGVVSAQR 

QVTVQEGPLYRTEGSH1TIWCN 

VSGYQGPSEQNFQWSIYLPSSP 

EREVQIVSTMDSSFPYAIYTQR 

VRGGKIFIERVQGNSTLLHITDL 

QA RDAGEYECHTPSTDKQ YFG 

SYSAK.MNLVVIPDSLQTTAMPQ 

TLH R V EQDPLELTCE V A SETI Q 

HSHLSVAWLRQKVGEKPVEV1S 

LSRDFMLHSSSEYAQRQSLGEV 

RLDKLGRTTFRLTIFHLQPSDQ 

GEFYCEAAEWIQDP 








4812 


897 


1217 


ANRKASTMRWYVRPFCSGLST 
LSREKLYPLRMLRMRASTGPLS 
GALGMYSTASPRLMFSGCSISS 
AR*LFRSSAVTMPPAAWMSFT1 
WAVRLPL*KAWAPSMASVS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4772 


35140 


A 


4813 




1507 


MWNSKINHDHDDQFLKTYYVL 

ESSISVGVASNASVILEGDDLRF 

SCSVRMAGRPQGRFSVIWQLV 

DRQNCRSNIMWLDRDGTVQPG 

SSYWERSSFGSVQMEQVQPNSF 

SLGIFNSRKEDEGQYECHVTEW 

VRVVDGEWQ1VGERRASTPISII 

ALEMGFAVTAISRTPGVTYSDS 

FDLQC1IKPHYPAQVPVSVTWR 

FQPVGTVEFHDLVTFTRDGGV 

QWGDRSSSFRTRTATEKAESSN 

NVRLIISRASDTEAGKYQCVAE 

LWWKNYNNTWTQLAERTSNL 

LV1RVLQPDRMGVSARALRGEP 

SPSQMPQACCHGNTGALV1GIN 

EPESLPCLQTVTKLQVSKSKRT 

LTLVENKP1QLNCSVKSQTSQN 

SHFAVLWYVHKPSDANGKLIL 

KTTHN S A FE YG T Y V E E EG LR A R 

LQFERHVSGDLFSLTVQRAEWL 

LSPN YA WYKLA EE VSG RTEVT 

VKQPGGSLGLGOSVSGWAAEP 

VC TQG PRPC S WN TPLALTAAC 


4773 


35141 


A 


4814 


1 


627 




4774 


35142 


A 


4815 


166 


435 




4775 


35143 


B 


4816 


1 


240 




4776 


35144 


A 


4817 


1 


288 


VVPASSPGAASEPRRRRRCLQP 
EKSVSPGSGGGHRDPPKARPPR 
PPSAPKP*RPRPFS*LARSLCFPA 
AGCAYGVGVGGAGGGRAGLR 
QPVPAVAE 


4777 


35145 


A 


4818 


206 


1041 


VSVGSAPSDMPAAATRW/CNSR 

CQHGQRLSAR/PVAGPGT/RTSS 

FP WL A PRNVVVPGSLEMPGTA 

GPQRGSHSSPQGSSALLSFS/CV 

HNVESKEPVCLLLPSMASRLLT 

PRGTCRPVPGCLQHPLSLPPVL 

VGTQSPSQAPKSAKRPSPQPQL 

GWLQLHPGGSGLCLLPAPAGS 

MECAALESVPSQLGIGAPGPCW 

An4nvnr.wQNVATQQPQr.PQA 

QGQPRAPPCLVCGPAQCGTSG S 

RSRATGLRPSCLECQVWWSPQ 

CGANPGDTTSSQDAGTRCSKV 


4778 


35146 


A 


4819 


2 


487 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4779 


35147 


A 


4820 


152 


758 


RGARGPEWDGQLDGPGSQMC 

GMASAPRLRRSGVRAAAGHPV 

QQPRLLDGLSLTDESDSCVSFEP 

PSHPSSSSGPVTALSRGWNFLK 

AFPLMGETQERER/VLTHFSRR 

YCQCNPD/AQPSEDGIH/TLTCA 

LMLLNTDLHGHV1GEVTGETN 

RTDKQQNRTEQSKRQANADKH 

N EH ANNEQQH EHDKDNDTRTR 

DTEMRHAKRDNA 


4780 


35148 


A 


4821 


100 


220 




4781 


35149 


A 


4822 


100 


1588 


CLK1STGYTGSMAEEASGNLTI 

MAEGEGEAGTSTHGQSRRKRE 

K.EEVLHPFKQPDLVRSHYRENS 

KEEICPHDSVTSCQTPPPTLG1TI 

RHE1AASICHVADTAGVAGDA 

MMRKTDL1PPF1GLTLQGGRSA 

DMGNQKKWRKGSENLATLVA 

MASERFHWQYSGNST1QPKQK 

QHGMITRLVTAPVCPGLVQPSL 

CAVGLRNIMSLSSHTCALQNTK 

QAWEGYDDCHSQRVSQPGEN 

MTKLSFLNLLNQMPSWGEGKM 

VPADFSGSCWEGTGTGSPAGSQ 

VSFLNRHNDGQLAGDSPGLPPP 

PCPRGLQGAEQRSALRRHKAD 

VHRDQWLVISFSKKLRTSARK 

WYEAGPFSGVPRVLPAAAQGG 

TDFPFSPSEEPFQPSPFSMVQAH 

TVRSKPQFHFPAAGENCLNRSE 

LSRNQGLQARVGPLAIMSSDPS 

GDFVLYTPTILGFVGLEVLVSR 

EGTFLWRYSTCP\LNYKLWLPP 

GYLGLLVPKDQKVRAVFLGM 


4782 


35150 


A 


4823 


1329 


1881 


AHLEAAGWSSSVQPGPSPRVLG 
RAEEHGQQSGRAKEIGHKIPKE 
TFDELT A ELETI SS K\C L Y L A K.K 
NQVIQQELLSMKEVQQKCKKL 
EE VNK.1 LEQEVVNLKTHEKNM 
VEFGDVEECK.LQLEERAGQEIE 

IvL £ 1. 1 IN L, yKA L> L o A tx. iv V tvA bUt, 

LEPRRHHNHTLGFTEGPWGLM 
SV1TGAYDLIR 


4783 


35151 


A 


4824 


176 


308 


LGNLTSPFFN*KHRSTKGFTTLS 
TVALLLTGHVGIKTSNCHPGY 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4784 


35152 


A 


4825 


1467 


1890 


DWFDELTAELETISSKACLYLAK 

KNQVIQQELLSMKEVQQKCKK 

LEEVNKiLEQEVVNLKTHEKN 

MVEFGDVEECKLQLEERAGQEI 

EKLEEINLQRACLSAKKVRAEG 

ELEPRRHHNHTLGFTEGPWGL 

MSV1TGAYDL1R 


4785 


35153 


B 


4826 




753 




4786 


35154 


A 


4827 


225 


410 




4787 


35155 


A 


4828 


225 


410 




4788 


35156 


A 


4829 


225 


41 1 




4789 


35157 


A 


4830 


141 


1001 


GGVRGVQQKETCAFKVLESIG 

KLG\LALSVAGGAENSALYNVD 

AGHRAVIFDRFRGEQDIVVGEG 

THFL1PWVQK/PPIIFDCRSRPRN\ 

VPVITGSKDLQNVNITLRILF\RP 

VASQLPRIFTS1GEDYDERVLPSI 

TTNENLKSVVAPFDAGELITQRE 

LVSRQVNSDDLATERAATFGLIL 

DDVSLTHLTFGKEFTEAVEAKQ 

VAQQEAQRARFVVEKAEQQKK 

AAIISAEGDSKAAELIANSLATA 

GDGL1ELRKLEAAEDIAYQLSR 

SRN1TYLPTG\QSVLLQLPQ 


4790 


35158 


A 


4831 


194 


453 


QPLPEPLELRPKAL*LTPSQIFSA 
*RLKTAARLPRKPWAVLPQGFT 
DTPPHFSQAQISSSSVTYLSIILV 
KTHVLCSPEFHRTGVV 


4791 


35159 


A 


4832 


1 


86 


PCESYLEHL*WSCRLLRRLGSV 
SLQLLS 


4792 


35160 


C 


4833 


191 


263 




4793 


35161 


B 


4834 


1 


741 




4794 


35162 


A 


4835 


3 


96 




4795 


35163 


A 


4836 


1 


301 


QEQQKMNTLQGPVSFKDVAVD 
FTQEEWRQLDPDEKITYGDVM 
LENYSHLVSLAYEVATSCTSEIL 
KPSNLPKSFFFSH*QDMISPSQT 
SSLSWSRERSCG 














VT 14 P 1 C A TAITP A UHnCUC DO I^P. 

V Lnr loAUiN i r AH^^cribr KisAj 

PNMLSKRKLLPAV\GPRVFHGE 
DRHL/LFSTRKE*ARSLCYVQG 
GVQAPAAAFCSLLSLWGWAGC 
AFWC 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


4797 


35165 


A 


4838 


3062 


3688 


RSVTRAPPRSTFPLAQAPSPRSH 
HIREPTPSPHLGPLRGSHRGPPS 
RPLPPALAALSLLETLQPRLLHP 
HLHL\LHDQGRACVRAYAHPS 
YLWRCHALGVWVES/ARLRPS 
ALPPAHSPPLAAPLLSSSVQPPA 
PALEPPPRPPAAGAAARCLAAQ 
HHHPSRLGVRQPPLAVGALGST 
WPPQAPAPPPELSALEQDRVGA 
QPPPPPSQGA 


4798 


35166 


A 


4839 




197 




4799 


35167 


C 


4840 


26 


358 




4800 


35168 


A 


4841 


84 


433 


PASAPLGLSATVSACFQEQQKJVI 
NTLQGPVSFKDVAVDFTQEEW 
RQLDPDEK1TYGDVMLENYSH 
LVSLAYEVATSCTSEILKPSNLP 
KSFFFSH*QDM1SPSQTSSLSWS 
RERSCG 


4801 


35169 


A 


4842 




372 


VQWLFMQIC1.GGKHQQLRHQG 
VQEKMLPLEGS*V1EAGSPTL1G 
ETLSLEI1NY1IGAGLESVHTHKS 
RQLGGWTRPGSHFQQVLIPAHT 
PMNLEPSQLSLEPRLVPAQQSL 
PSAPTPSKALSQ 


4802 


35170 


D 


4843 


7 


267 




4803 


35 1 7 1 


B 


4844 


213 


3895 




4804 


35172 


C 


4845 


141 


359 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4805 


35173 


A 


4846 


831 


3017 


rrrlhysgstrpwrtramlpr 

tlslrphlslslhlplpclllhla 

lpthlppgpkhqptvrel/arrc 

rlprachpaqnlleqqplrpsh 

lqrh/lsllpplglsqsgppg/la 

pqpll*lqtpdhfagadpcsihg 

tsh* hqgtsnpsgrdg yqtpsh 

1cp\spapkqsflfgtqntspssp 

aapaassappmfkpiftappk.se 

kegptppgpsvtatapsssslpt 

ttsttaptfqpvfssmgppasvp 

lpapffkqtttp at a pttta plf 

tglasatsavapitsaspstdsa 

skpafgfginsvssssvstttst 

ataasqpflfgapqasaasftp 

a mgs1 fqfgkppalptttt vttf 

sqslhtavptatsssaadfsgf 

g stlatsapatssqptltfsnts 

tptfnipfgssaksplpsypgan 

pqpafgaaegqppgaakpalap 

sfgssftfgnsaapapataptpa 

pastikivpahvptpiqptfggat 

hsafglkatasafgapassqpa 

fggstavfsfgaatssgfgatt 

qtassgssssvfgsttpspftfg 

gsaapagsgsfginvatpgssa 

TTGAFSFGAGQSGSTATSTPFT 
nni nnNAi httho^tppapxiv 

OvJl>\Jv 1 ^ rtl -'^ J 1 1 vJV/^ i trJW IN V 

G STTESK P VFGGTATPTFG QNT 
PAPGVGTSGSSLSFGASSAPAQ 
GFVGVAPFGNTFAHQQEHSPR 
KGPNNLSKRKLLPAVRAQGPPR 


4806 


35174 


A 


4847 


9 


935 


IPCFGCAMPMYQTRRQENDLR 

TASIAV*RRKQQDDH*KQRRW 

QNIQRKGPKRYIVIAGNSQSHQ 

PMIFSMLRKLPKVTCRDVLPEIR 

AICIEEIGCWMQSYSTSFLTDSY 

LKYIGWTLHDKHREVRVKCVK 

ALKGLYGNRDLTARLELFTGRF 

KDWMVSMIMDREYSVAVEAV\ 

RLLILILK\NMEGVLMDVDCES 

VYPI\V*ASN*ALASAVGEFLYW 

KLFYPECEIRTMGGREQRQSPG 

A^tv Irr^LLLorr ViliKorlr V 1 

GGGSGQFSAHRNLCLPGSGNFH 
VSASRVAGIAGAPPHTWLIYVF 


4807 


35175 


A 


4848 


1 


1749 




4808 


35176 


B 


4849 


282 


1227 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


4809 


35177 


A 


4850 


221 


907 


FEDSFNRGVKKKAAKRPLKTTP 

VAKYPKKGSQAVHRHSRKQSE 

PPANDIFNAAKAAKSDMQHRE 

VRVKCVKALKGLYGNRDLTAR 

LELFTGRFKDWMWSMIMDRE 

YSVAVEAVRLLILILKNMEGVL 

MDVDCESVYP1VLFYPECE1RT 

MGGREQRQSPGAQRTFFQLLLS 

FFVESKLHDHAAYLVDNLWDC 

AGTQLKDWEGLTSLLLEKDQS 

TCHMEPGPGTFHLLG 


4810 


35178 


B 


4851 


1 


2361 




4811 


35179 


B 


4852 


1 


878 




4812 


35180 


A 


4853 


1 


313 


MPHTPRCLFRPQASCLVHFLEQ 
QNKLLETKLQFFQNRECCKSNL 
EPLFEGYYTLRREAECMEANSG 
RLASELNHVQEVLEGYKKKYE 
EEVALKATAENEFVALKK 


4813 


35181 


A 


4854 


188 


354 




4814 


35182 


A 


4855 


405 


647 


LPL1SDQVSYSPPLMSKSLASLY 
QESY*TILARIPLPLISPFVNSLST 
DLF1LL1GNTSIA1FAEFGVSAISL 
PSCNSLE 


4815 


35183 


A 


4856 


1 


585 


MSSGEGKRTWLGSLWGGVRVP 

VPPP1CGLRVAVTSAGTSSFSLA 

PKPTRIRGERGKGQGRG/SSGN 

GGRGRAGASAGGSRGEVVSVA 

NDGRWRGRGRGVGCPRSSKRE 

DNRFAKHGRASGKAWEPHPPS 

QALRALFGPIRRRGRAAETRJV 

YW1KDRQLTNRDST1LELQKVL 

KTCCAQSMK1FCCLWNFVYKQ 


4816 


35184 


C 


4857 


12 


468 




4817 


35185 


A 


4858 


1 


1156 


MAFRKKIITAGCIDHVLSVSDS 
QQMQANLTQRTEAEIRKQTQIA 
PTFPAHSLPDKYLGFALLNRKI1 
GTFLVFNMCKRNHEDKNEAFT 
VLREKKVFNLEFCTLQNYSSEV 
KEKERQRFSDKQTLREFATRKP 
ALKEMLKVLQRYKERKHIRKR 
NVKYSADHTTDHTANQADPNQ 
QEPH V PG HAPDNKTI RQKQNQ 
HKDNTTRKHNQMTSDTSRTNT 
KVSGQPRGKQTRRRHERQQKA 
RERGQHRQK/RDAQTREHTQR 
QRQARAEEVQV1ENKREEKRTS 
ERTNDSTRREGTRRPRRTEKGE 
RQEEGDRATATHRKDHDRQQP 
HGAPHCSRSSRHGAPTGPLYCC 
SPLPGTPSCTICTVQYGRLWPH 
MATEQLNMAGPNQDFQDVVW 
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SEQ 11) 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4818 


35186 


A 


4859 


1 


1580 


MAPALLLLLLASGAAACPLPCV 

CQNLSESLSTLCAHRGLLFVPP 

NVDRRTVELRLADNFIQALGPP 

DFRNMTGLVDLTLSRNAITRIG 

ARAFGDLESLRSLHLDGNQAG 

GAGHPRALRGPVNLQHLILSGN 

QLGRIAPGAFDDFLESLEDLDLS 

YNNLRQVPWAGIGAMPALHTL 

NLDHNL1DALPPGA\FAQLGQLS 

RLDLTSNRLATLAPDPLFSRGR 

DAEASPAPLVLSFSGNPLHCNC 

ELLWLRRL ARPDDLETC AS PPG 

LAGRYFWAVPEGEFSCEPPLIA 

RHTQRLWVLEGQRATLRCRAL 

GDPAPTMHWVGPDDRLVGNSS 

RARAFPNGTLEIGVTGAGDAG 

GYTCIATNPAGEATARVELRVL 

ALPHGGNSSAEGGRPGPRTSPP 

PLALLPRYNSSEDETLIYRIVPA 

SSHHFLLKHLVPGADYDLCLLA 

LSPAAGPSDLTATRLLGCAHFS 

TLPASPLCHALQAHVLGGTLTV 

AVGGVLVAALLVFTVALLVRG 

RGAGNGRLPLKLSHVQSQTNA 


4819 


35187 


A 


4860 


2 


403 




4820 


35188 


A 


4861 


87 


442 


PVFPWHPYSKDQKEESQSVLVI 
WQKTAGGGWSTWWILSFSPET 

ekvvkk;ahvdtl*nemwdvt 
k*tafkipsct*hqqhp*sffrk 
sesqvivfagqgvkih*yillhs 
nvihymnei 


4821 


35189 


A 


4862 


2 


651 


EFIKQWDADKFEH1QTLEGHHQ 
E1WCLAVSPSGDYVVSSSHDKS 
LRLWERTREPLILEEEREMERE 
AEYEESVAKEDQPAWPGEIQG 
D\SYFT*KKTIETVK\AAERIMEA 

GKEVPLPSNPILMAYGSISPSAY 
VLEIFKG I KSSELEESLLVLPFS Y 
VPDILKLFNEFIQLGSDVELICR 
CLFFLLR1HFGQITS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4822 


35190 


A 


4863 




703 


MGLTKQYLRYVASAVFGV1GS 
QKGNIVFVTLRGEKGRYVAVP 
ACEH.VFfWDLRKGEKGLK.QEV 
TCLCPSPDGLHLAVGYEDGS1RI 
FSLLSGEGNVTFNGHKAAITTL 
KYDQLGGRLASGSK/RQPGGIV 
FTESILAYSSACQDKQNHYWGS 
SQ*CADFVIQLRQYCCSFSCS*F 
H*NMEQVYTAVYSHNDL*ICTL 
L1LCTW**TGSHRNKAPKTMFP 
RCTEGLDRGNRPATHS 


4823 


35191 


B 


4864 




2616 




4824 


35192 


A 


4865 


3 


674 


PECTGRTLRSASQQHDTFY1LA 

CELNSL ADDAQR\YD VP\N SC L 

YPPDLPWRPVMQAKKKELARR 

DD1EDGDSMISSATSDTGSAKR 

KSKKNIRKQRMKILFNVVLEAR 

EPGSGRRLCDLFMVKPSKKDYP 

DYY1IILEPMDLK11EHNIRNDKY 

AGEEGM1EDMKLMFRNARHYN 

EEGSQVYNDAH1LEKLLKEKRK 

ELGPLPDDDDMASPKLKLSKA 

ASHFII 


4825 


35193 


A 


4866 




425 




4826 


35194 


A 


4867 




1115 


LCSVPTLCLASSHLVSNLSTFKQ 
\TSSFIRHVVATLLGLYLALFCF 
GWYALHFLVQSG1SYC1MIIIGV 
ENMHNYCFVFALGYLTVCQVT 
RVYIFDYGQYSADFSGPMMIIT 
QKITSLACE1HDGMFRKDEELT 
SSQRDLAVRRMPSLLEYLSYNC 
NFMG1LAGPLCSYKDY1TF1EGR 
SYHITQSGENGKEETQYERTEP 
SPNTAVVQKLLVCGLALLFHLT 
ICTTLP VE YN 1 DEHFQ ATA S WPT 
KIIYLYISLLAARPKYYFAWTLG 
TAPRKWSPCPGPQCIQLRAADP 
SGPEPLLMLSSQERQPKAKPPK 
EAHAD1AGTPREGEKTRTGGPG 
KAFLRDPGASSSVELSRTQLWV 
LTPPPIAKAPCECLQ 
















4828 


35196 


A 


4869 


1 


180 




4829 


35197 


A 


4870 


12 


199 


GLFPLEPGANGI*GC/SGRJRAQ 
RWLPGRPKFTGESFIR*PPRVAK 
ESGQLIWFGCVPTQISS 
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SEQ ID 


SEQ II) NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4830 


35198 


A 


4871 




5058 


MKLRGVSLAAGLFLLALSLWG 
QPAEAAACYGCSPGSKCDCSGI 
KGEKGERGFPGLEGHPGLPGFP 
GPEGPPGPRGQKGDDGIPGPPG 
PKGIRGPPGLPGFPGTPGLPGMP 
GHDGAPGPQGIPGCNGTKGER 
GFPGSPGFPGLQGPPGPPGIPGM 
KGEPGSIIMSSLPGPKGNPGYPG 
PPGIQGLPGPTGIPGPIGPPGPPG 
LMGPPGPPGLPGPKGN MGI.NF 
QGPKG EKGEQGLQGPPGPPGQI 
SEQKRPIDVEF 


4831 


35199 


A 


4872 




1646 


EDEGRAKGHHTWQQTRENESQ 

AKGETPY KTI RFRETYYHKNSM 

GETTPMIQLSPTGSLPQHVGIM 

GAT1QDK1WVTPGLPGFPGTPG 

LPVKRGFPGSPGFPGLQGPPVIP 

GPTGIPGPIGPPGPPGLMVTPGP 

PGLPGPKVNMGLNFQGPKGEK 

VKQG LQGPPG PPGQ I SEQKRPI D 

VEFQKG DQV1PGDRG PPGPPGI 

RGPPVTPGGEKGEKGEQGEPG 

KRVKPGKDGENGQPGIPVMPG 

DPGYPGEPGRDG/EKGNAVMG 

PPGPPGFPGERGQKGDEGPPGIS 

IPGPPGLDGQPGAPGLPGPPGPA 

GPH1PPSNKGDTCFNCIGTGISG 

PPGQPGLPGLPGPPGMPGAPGA 

PGFPGSKGEPGDILTFPGMKGD 

KGELGSPGAPGLPGLPGTPGQD 

GLPGLPGPKGEPVR1TFKGERGP 

PGN PG LPGLPGNIG PMGPPGFG 

PPGPVGEKG1QGVAGNPGQPGI 

PGNKGDPGQTITQPGKPGLPGN 

PGRDGDVGLPGIPGLPGQPGLP 

GIPGSKGEPG1PGIGLPGPPGPK 


4832 


35200 


A 


4873 


110 


256 


CSGTYRCYSF/HSRDPYLWSAPS 
DPLE/LVVTGPARQYYTKGNLV 
RIASGL 


4833 


35201 


A 


4874 


2 


2888 


LSDPCSSRWDERSLSQRSRSWS 

YNGYYSDLSTARHSGHHKKRR 

KEKKVKHKKKGKKQKHCRRH 

KQTKKRRILIPSDIESSKSSTRR 

MKSSCDRERSSRSSSLSSHHSSK 

RDWSKSDKDVQSSLTHSSRDSY 

RSKSHSQSYSRGSSRSRTASKSS 

SHSRSRSKSRSSSKSGHRKRAS 

KSPRKTASQLSENKPVKTEPLR 

ATMAQNENV V VQP V V AEN I PV 

IPLSDSPPPSRWKPGQKPWKPS 

YERIQEMKAKTTHL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ot peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4834 


35202 


A 


4875 


350 


986 


LWGGGSARLLRLPRGPCLPPAS 

PSSPSSSSELS*SCSLGPSSSSSSS 

SSSCSLCPSSSSSSSSP*LPPSSSS 

SSSRPLPPPSSSSSSSSSSSSSSSSS 

SECLCSPSSRPRTTVAGLGPAPG 

FPSGPVDTCSVWLLRFTSTMIW 

DCSLRL*VPEPPSSSSNSSPPSSL 

HKLAGGPPASSTPPSFSSLKKG 

WAGPMVAGTVPPAVPAPSSTR 

TE 


4835 


35203 


A 


4876 


1 


496 


SQSYS\RGSSRSRTASKSSSHSRS 

RSKSRSSSKSAVLASTARCAGS 

RKQCVPLPIRLCQLQSRSLQPS 

MVPWRWGLTGPRGIALPPAAR 

PGPLHEAPRWGPPPRRAPRPWP 

PGARPGRRRRRAAASPAPSSCG 

PRASGAAGGGRGAPIGARASA 

GAAVWTPISTT 


4836 


35204 


A 


4877 


3 


4578 


TL A VF VPTLAG FSVALGGPAW 

GRRRRSVSGVGVWLQWQCFLF 

CSRGPAQAGGQPALAATSVAM 

GAQDRPQCHFDIEINREPVGRI 

MFQLFSDICPKTCKNFLCLCSG 

EKGLGKTTGK.KLCYKGSTFHR 

VVKNFMIQGGDFSEGNGKGGE 

SIYGGYFKDENFILKHDRAFLLS 

MAiNKUrvM 1 iNUot^rrJ 1 IK.rArri 

LDGVHVVFGLVISGFEVIEQIEN 
LKTDAASRPYADVRVIDCGVL 
ATKSIKDVFEKKRKKPT 


4837 


35205 


A 


4878 


1 


1689 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cntlon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4838 


35206 


A 


4879 


1 


1604 


MGISCPGSSKMLNSRALPVLKL 

TQGALRDCKERANYTNFNIYK 

AVESQGKFVCVLYNGQQSPEY 

VMIPCTSVSPTGQEVPEDRGMR 

MVMKNKPNKPSKMQSLKSSKH 

LTNSV1VIAVGIFFSVTLQARDP 

QLDDAIEQLRGVCIRAWEKITS 

GGEQYPSFSAIK.QGPKEPY1DFI 

ARLQESLKKMIADSAAQDIVLQ 

LLAFDNANPDCQAALRPIRGKA 

HLVDCIKACDDIGDGSSNGKAS 

YFGSKS1CVFQTSYTSAQKAELV 

AVIEVLTAFDMPINVISDSSYM 

VYSTQLIENAQLRFHTDEQLMT 

LFTQLQTAFRSTMHPFYITHIRA 

R\HTPLPGPLTEGNQMADCLVA 

NAISNARHFHNLTHVNASGLK 

HRYS1TWKEAKNIIQRCPTCQM 

VHSSSFRGGVNPRGLEPNSLWQ 

MDVTHIPLFGRLAYVHKRRRIR 

GGGGGEGEGEGEGEGEEEEEEE 

EEEEEEEEEEEEEEEEQEQEQEE 

QEQEEQEQEEQEQEERRRKDTE 

ELSYSLPLNRTQPCWHPDFGLP 


4839 


35207 


A 


4880 


1 


1146 




4840 


35208 


A 


4881 


1 


1577 


MGQVWALVHSTLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLNIK. 

AVQVQTGVTDSDYNGEIQ1VTS 

TSVPWKAKPGDHIAQLLIVPKK 

F\EGLKEPLQVERQSSCQGLGY/ 

PFLM AAI VK PPEP1PLKWLTDKP 

1 WTEQWPLSK.EKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVFIIKK 

KSAEQDCEWFVFTILAVNNLQL 

KPAKRFHWKVLPQGPNQQPIWI 

PSRYLKPYHK.PDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

HRTQPPTWGQIEKLPQMAEENL 

RKAGQPVTISNWILPRITKFKPI 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYSIT 

WKEAKAI1QRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

PITKSREIGKIITWGRGYACVSP 

GPNQQPIWIPSKHLKPYHKPDA 

GEKISGGNCGPHPHPRLQPCPD 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firs! 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4841 


35209 


A 


4882 


1 


420 


MTNISTTLKDLKDAGMIDPIKS 
TFNL/PIWIPQKPDGSWKTTANN 
/R/KLNQATISIAAIVLDVASLPG 
KARSYHGFSSHAGRVIDSNNQK 
D1EGCTYILNVAGKNMFGIQLR 
RSVIFPCPNLMYTDNCSSHGPR 
GPSDYDSDP 


4842 


35210 


A 


4883 


213 


687 


PEHILPGAQEGPSC/PLEPELE/V 
*NMSSWNTLSESCKMHGDLKY 
LFVITAKDQQ/VSIAAST/*GFC 
WNQ * VS A SPSQ A PGMPL V LG R 
RLWQGSRLGGLSISLSDDCHGA 
HNHSFKRVTTTLQVFSWTVPQ 
AEPAMDC1H TA/DSPRQRLP*QA 
HESVAEVI1T 


4843 


35211 


A 


4884 


1 


648 


MSS WNPLPESFK.K.1 IG YLL YLFV 
ITAKDQQ/VSITASTWGFYWNH\ 
SQGKNPEQMEASQKPVAGLWA 
WWLN1SLSAASHGAQNHPFKR 
VTTTLQSQGWNKDLWIMRELL 
CNNRPEQLLQETATIKAPIAPAD 
PWSQEV1YNFCKAVSSVSCMPF 
NIHFNSNIPPESSGDWRMQQPC 
KVEQSILGAQRGGGGCRPGSLR 
ELFPCLLAEPNMEEEVAALRA 


4844 


35212 


A 


4885 


3 


597 


GTLEPAAEWSVLLGV\HSQDGP 

LDGAHTRAVAAIVVPANYSQV 

ELGADLALLRLASPASLGPAV 

WPVCLPRASHRFVHGTACWAT 

GWGDVQEADPLPLPWVLQEVE 

LRLLGEATCQCLYSQPGPFNLT 

LQ1LPGM LC AG YPEGRRDTCQP 

SPEPGPMCIS/VSH1QRLRDAVS 

HTWQRGTEPARLGSWERRQRQ 

QQQGPV 


4845 


35213 


B 


4886 


387 


552 




4846 


35214 


A 


4887 


20 


612 




4847 


35215 


A 


4888 


792 


959 


TGLSSSQNPKATKSIPWHNRLL 
PNVDSQVQQNSQAIIYTN*GNS 
ESQYPFSKMDT 


4848 


35216 


A 


4889 


268 


500 




4849 


35217 


A 


4890 


1 


529 




4850 


35218 


B 


4891 


259 


1672 




4851 


35219 


A 


4892 


480 


657 




4852 


35220 


A 


4893 


2 


377 


WCDFSSSLHRSVQALRTFCVTL 
SGAFVRDCTTVLSSTTCEPSTD 
V/CWAMNIVTSVLLLYGSEEEA 
FWLLVALC\ERMLPDYYNTRV 
VVIRTYDQRYEQCVDLYDGLP 
TTLFTTDD WH V WPDLTG LP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4853 


35221 


A 


4894 




251 


TEARKAAAVMPK.TAVLAAORP 
KKAWGVLIPKKSTKRTPKAFA 
GGGCW/TKVGWSKVAKKVPKP 
EASKPKKAAPKTRRYKSTLKTK 


4854 


35222 


A 


4895 


283 


427 


PSVSKESPLNSPASQAGSATFAT 
TPLTPPK/PAATSSVAAAALLPA 
LPR 


4855 


35223 


A 


4896 


111 


1095 


SRGWSRLPVPCCAPALLSPWAV 

NGIRRRGAGDGTRRGGSGCAG 

AHSAGLVASGPESWIPGPVPPG 

AEPPRRGDSGLARCPAPGHPSR 

ASPQRPAEGFDALAAPSRVPGD 

SRQLSRNNTRSRCEGRGGKTPP 

AWAGVHRHGPPPAAPPGRARV 

HGHRLRGGLGPGGGKRGLPGC 

CPRAADPRGRP/GETSRSGERGP 

PGRSAPLSLQPRHRTGLET/RQP 

SPLARSRPGLGPRPSARRPSRPA 

PPPPPPELHRG APQRG R V ASQT 

RPGARARPAADTHSSLKSPASQ 

AG S A AF ATA PLTPQK PQLRAP 

WQPLHSFRPGRGVTSRLRTAPP 


4856 


35224 


B 


4897 


243 


452 




4857 


35225 


A 


4898 


3 


353 


RRYLSPKYIKMFVLDEADEMLS 
RGFKDQ1YD1FQKLNSNTQVVL 
LSATMPSDVLEVTKKFMRDPIR 
ILVKKEELTLEGIRQFYINVERE 
EWKLDTLCD\LSAMHGDMDQK 
ERDVIMR 


4858 


35226 


A 


4899 


3 


410 


NLQEWKLDTLCDLYETLT1TQA 
V1F1NTRRKVDWLTEKMHARDF 
TVSAMVCLPAASLLWVCPSEV 
SYLKPGFLEPRCLPGLLHICFLF 
QHGDMDQKERDVIMREFRSGS 
SRVLITTDLLVSRGN**QRQKG 


4859 


35227 


A 


4900 


1 


235 


MLSYVLEVTKKFMRDP1WILVK 
K.EELILESIHQFCINVEQEKWK.L 
DTLRDLYETLT1TQAWIFTNTR 
RKCCSKVREI 














XlQWVCPPn U/VI HTF Cr\\ VPTI 
INoIN VilKc-c. WrwLlJ 1 Lv^UL. Y c 1 L 

TITQAVIFINTRRKVDWLTEKM 
HARDFTVSAMHGDMDQKERD 
VIMREFRSGSSRVLITTDLLVSR 
GN**QRGTRGVEAGHTM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4861 


35229 


A 


4902 


2 


879 


AQFPTRLDLKATQALVLAPTRE 
LAQHIQKVVMALGDYMGASC 
HACIGGTNVRAEVQKLQMEAP 
HilVGTPGRVFDMLNRRYLSPK 
Y1KMFVLDEADEMLSRGFKDQI 
YD1FQKLNSNTQVVLLSATMPS 
DVLEVTKKFMRDP1R1LVKKEE 
LTLEGIRQFYINVEREEWKLDT 
LCDLYETLTITQAVIFINTRRKV 
DWLTEKMHARDFTVSAMHGD 
MDQKERDVIMREFRSGSSRVLI 
TTDLLARGIDVQQVSLVINYDL 
PTNR\ENYIHRJGRGGRFG RKGV 
A1NMVTEEDK 


4862 


35230 


A 


4903 


1 


1764 


MASLEEGIYSLKINSKRSSYNS 

MNPQFTAGSEGQNETEEPNKFQ 

SRKGRPQDSGSSLSLSVLQEILG 

DDIPKV K.EEA VI SSQSDLG ECPY 

CGERPARNATIFAPQKEKESAP 

EMSSSCDKRVTVN PPEKFSEGR 

PKTQNTLICEKCSQPSNFLDDY 

NPHV1IQKRLSNQSRVICEKSSP 

PLNVPDNYNSHSV1QKHKEKM 

AIERPSSGSDWSDVGGTTVIFSE 

EKPFSLCLPVVSEPPYYATDYT 

TFPPHYSPWHDYTSSWFSSTKS 

SCYPSLGSSSNTLQAGKSSCSSS 

SRSNNN 1 FQGERSSHQSFLSDYS 

TSFPVSSENTSRDLKMTEEGRS 

KNSSLFYYSRNVEAEAKEERVY 

QEETLGHPYGGRASSFPPRTIW 

QPEQPGFIDTHCHLDLLYSRLPF 

KGTFTKFRKIYSNTFPKEFQGCI 

SCFCNPQNLSDNLWEDQLKDD 

LVWGVFGCRPHFAHYYNNYQE 

RS1LKALRHPKAVAFGEMGLD 

YSSKCTTHIPEQQKVFKRLLRL 

AVSLK\KPMMIHCREADEDLLG 

ILK.KYVPSDHKMYQHCFTGSYP 

VIKPLLSCFPNLYVGFMAILTYS 

SAEQARETVKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Iinknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4863 


35231 


A 


4904 


125 


820 


VLAPNYHITFRNLSSVSSPVTSA 
EPVLQAGQARELSFSSLHPASPL 
LVPSTPALTLHAFNALVLFPSFP 
LEKAAKRERPKSKIQITARVGK 
MRRTWSPHTTISAGGSVNGAST 
LKNSLVWEAKPADTTNPTPPTT 
HPNPGPTPPTNTNRHPPPHHPLT 
N TPAPPHQPPATTP/SPQTQTPN 
YCPNTDHTTPTHDTPNPVPPTR 
RTPPNRTGICRTNTSQNYRLVSP 
APKIHWEA 


4864 


35232 


A 


4905 


407 


757 




4865 


35233 


A 


4906 


5 


426 


GKTSTKSQNASSPPKDHNSSPA 
REQN/WIENEFNELTEVGFRRIT 
SLEKNINDLMELKNTARELREA 
YTSINSQ1NQVEERISEIEDQLNE 
IKHEDKIREKRMKRNQQSLQEI 
WDYVKRPNLRLIGVPESDIENG 
TKLENTL 


4866 


35234 


A 


4907 


1 


2267 


MTGQFQDVVREEARPLPNRIM 

RLRFNHFATECSWDHLYVYDG 

DSIYAPLVAAFRCEVENRYQGN 

PLRGTCYYTLLIDYQFTFSLSQE 

DDRYYTA1MFVATPDEETPPIRG 

RQTAHTGELQLTSGGYPSGMK 

LPEEGTGERNRITINKKDVHTET 

PSKGHQHQRPKVDKSTKIKKN 

QRKKAENSKNKNASSSPEDHN 

SSPAREQNWMENEFDELTEVG 

FRRWVITNSSKLK.K.HVLTQCKE 

AKNLEKRLGQLLTR1TSLEKNV 

KELMELKNKAQELCEAYTSINS 

QIDQAEESISE1EDQLNEIKHED 

KIREK.RMKRNKQSLQEIWDYVK 

RPNLRLIGVPESDGENGTKLEN 

TLQDI VQDN FPSL ARQANIQIQE 

ILKTPQRYFSRRATPRNIIITFTK 

VEIKGKMLRAVREKDHSAIKLE 

LRIKKLTQNCTTMWKLNNLLL 

NEYWVHNEIKAEINKFFETNEK 

KDTTYQDLWDTAKAVFKGKFI 

ALNAHRRKWERSRIDTLTSQLK 

ELEKQEQTNSKASKRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

EKINKIDRLLARPIKKKREKNQI 

DTIKNDKGDITTEPTEMQTTIRE 

YYKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPTTSSE 

IEAIINSLPTKrCSPGPDGFTAKL 

YQRYKEEVVPLLLKLFQTVGK 

EGPLPNSFYWANIILIPKPGRHT 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


liod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4867 


35235 


C 


4908 


605 


760 




4868 


35236 


A 


4909 


94 


400 




4869 


35237 


A 


4910 


1 


1538 


MPIQMQYPQYKLVENKTQPPVI 

YQY WPPADLQYRPPPE VKY RP 

QVVCPVPNSTAPYQQPTAVVF 

NPTAPPSGQGIIAQNTDLVEWF 

FLPHSTIKTFTLYLDQMATLIGQ 

ARLR1IKLCESDSDKIIVPLNKEQ 

VRQAFINSGAWQIGLADFVGII 

DNHYPKTKIFQFLKLTTWILPK1 

TRHKPLENALTVFTDGSSNGKA 

A YTRPKERLIETQ YH W AQRAE 

LVAVITVL\QDFNQSINIVSDSA 

YVVQATKDVETALIKYS1DDQL 

NQLFNMLQQTVRKRNFPFYVT 

H1RAHTNLPEPLTKANEQVDLL 

VSSAFLEAQELHALTHVNATGL 

KNKFDITWKQAKNIVQHYTQC 

Q1PHLPTQEAGVNPREQHFTGK 

K.NSPHEGKLIWWKDKKNK.TW 

EIGKVITWERGFACVSQGENQL 

PGW1PTRNLKFYNEPLGDAK.KS 

ASA ETK.N PQLS1 1 DSPG 1CAPGCL 

MPTTQNWLVEVPTVSATSKFT 

YHMVYPPAPKRQRPARTGITND 

DGSFVKKGDM 


4870 


35238 


A 


4911 


1 


759 


FRMVIRCLPQRELDCDRGNWT 
ATSAELTG1KWRRYNFGGHGD 
CGP11S VPAQDDPI LLSFI RCLQA 
NLLCVWRRDV*PDC*ELWIFW 
WGDEPNLVGV\YIMNCRLWKK 
DSGKMAFPMNVGRC/FFKA1HN 
LLERCLMDKNFVRIGKWFVRP 
YEKDEKPVNKSEHLSCAFMFFL 
\HGESNVCTSVEIAQHQPIYLIN 
EEH1HMAQSSPAPFQVLVSPYG 
LNGTLTGQAYKMSDPATRKLIE 
EWQYFYPMVLKKKKK 


4871 


35239 


A 


4912 


' 


539 


MRHPCDGNSLYFDH1SVNMLA 
VMLYYGFGRVSIGKTGLRGVQ 
RHLWPLPLDASSTKTVSSSHSD 
KGEIFSPFPCSLINCNNFEMRNT 
TKCLMDKNFVR1GKWFVRPYE 
K.DEKPVNKRVTSQEIWLFDEYA 
GVSLPCFAVERCALLPLCLLPR 
LM1SISSTSRQPQYISRRGLKAK.I 
SWVV 


4872 


35240 


A 


4913 


198 


620 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4873 


35241 


A 


4914 


63 


1267 


RNRILRMEFFDWFWAFWSWLL 
NMTRSQNAKDSSSNSMENTDSP 
WCELFRELCKINALDVPDSLLV 
RGNEFSASVHNTFDHM WRTKE 
RYEAGWLLLSSADRVMK.ENDE 
LRDSVSWLQKQILSLKSAKIAL 
SGSLISYRERAEIVEKQTQTLIM 
RVADLQQKGYINSPALCHNL1W 
RDLDHFSFPYDITLFHYIDD1ML 
IGSSEQEVANTLDILKGQRFVLT 
VIDTYSRYWFASPECNASA/KT 
TIHGFTEC1IHYHGIPHSIASYQG 
THFMAEEPGWXSKNQGVEVTPF 
T1TPSDPVATFLLPVPMTLRSAG 
LEVLVPEGGTLPPGDTTMIPEN 
WMLRLPPGHFGLLLPLSQQAK. 
KGVTVLAVVIDPDYQDEISLLF 
HNGAIISDGNGVIL1GLLQWFST 


4874 


35242 


A 


4915 


2 


2210 




4875 


35243 


A 


4916 


1 


2036 


MDTFLDTYTLPRLNQEEVESLN 

RPITGAE1VAIINSLPTKKSPGPD 

GFTAEFYQRYK.EELVPFLLQLF 

QSIEKEGILPNSFYEASIILIPKPG 

RETTKKENFRP1SLMN1DAK1VN 

K1LAKRIQQHIKKLIHHDQVGFI 

PGMQGWLNTCKS1MV1QH1NRA 

KDKNHM1IS1DAEKAFDKIQQPF 

MLKTLKKLGTDGTYFKJVRAIY 

DKPTANIILNGQKLEAFPLKTGT 

RQGCPLSPFLFNIVLEVLARAIR 

QKEIKGIQLGK.EE VILSLFADD 

MIVYLENPIVSAQNLLKLISNFS 

KVSGYKTNVQKSQAFLYTNNI 

QTGSQIMSDLPFTIASKRJKYLG 

IQLTRDMKDLFKNYKPLLTEM/ 

KTKKWKNIPCS/WELEKTTLKFI 

/WNRKRAR1AKSILSQKNKAGG 

ITLPDFKLYYKATVTKTAWYW 

DQNRDIDQWNRTEPSEITPHIY 

NYLIFDKPEKNKQWGKESLFN 

KWCWENWLA1CRKLKLDPFLT 

PYTKINSRWIKDLNLRPKTIKTL 

EENLGITIQDIGMGKDFMSKTP 

KAMATQAKIDKWELIKLKSFCT 

AKETI IRVN RQPTK WEKIFTTY S 

SDKGL1SRIYNELKQ1YKKKKQP 

HQKDFAYHFTVFVFYFGAFLLE 

AAATSLHDLHCNTTITG/HATPE 

**PV*HKRSSLTiTYLCRSG*IIW 

WCDPHTHS 


4876 


35244 


A 


4917 




1359 
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NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ 11) NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4877 


35245 


B 


4918 




948 




4878 


35246 


A 


4919 




981 




4879 


35247 


A 


4920 




3747 




4880 


35248 


A 


4921 




1875 




4881 


35249 


A 


4922 




2238 




4882 


35250 


A 


4923 




3924 




4883 


35251 


A 


4924 




1068 




4884 


35252 


B 


4925 


62 


389 




4885 


35253 


B 


4926 




3663 




4886 


35254 


A 


4927 




1474 


MAVSTTVRVDMPCCAVMLYC 
WGRSGKEQQPDEALKGKGFTV 
CFEGLRFGQKPGSYFSLDQIGH 
VEIQMITPPWRGTTLSTKRGGR 
KRGKTESDREHNLAPPKGRDTP 
KKEGAHVRGGPLSGTPPTEKK 
GKARSPRYGDTHRGEGLNKTH 
RAPQNFSESPEPT1NKIDRPLAR 
LI RKKREKNQIDTIKN DKG DITT 
NPTEIQTTIREYYKHLY ANKLE 
N LEETDKFLDTYTLPRLNQEE V 
ESLNRP1TGSEIEAIIN S LP\TKK S\ 
PGTDG FTAKFYQRYKEEL VPFL 
LKLFQSIEKEG1LPNSFYEASIILI 
PKPGRDTQKKENFRPISLMNID 
AKIVSKILANRIQVHIKKLIHHD 
QVGFIPGMQGCVGSSARAIGQE 
KE1KGIQLGKEEAKLSLFADDTI 
ECLENP1VSAQNLFKL1SNFSKV 
SGYKIHVPKSVSFLYTNNIQAES 
QIKNAIPFTIASKRIKYLGIQLTL 
EVKELYNKNYKTLLKEIRDE 


4887 


35255 


A 


4928 


419 


1002 


CYQRWKVLKKSSGPLARL/IKK 
REKNQIDAIKNDKGDITTDPTEI 
QTTIREYYKHLYINKLENLEET 
DKFLDTYTLPRLNQEEVESLNR 
PlTGSEIEAIfNSLQTKKSPGPDG 
FT AKL YQRYKEEL VI Y RFN A I P I 
KLPMTFFTELEKTTLKFIWNQK 
RIRJAKSILSQKNKAGGITLPDF 
KLYYKATVTKTAWYW 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4888 


35256 


A 


4929 


1 


2502 


MFFETNENKDTTYQNLWDTFK 

AVCRGKFIALNTHKRKQERSKI 

DTLTSQLKEPEKQEQTHSKASR 

RQEITKIRAELK.EIETQKTLQKIL 

QKINESRSWFFEEINKIDRLLAR 

LIKKKREKNQ1DAIKNDKGD1TT 

DRTEIQTTIREYYKHLY ANKLE 

NLEEMDKFLDTYNLPRLNQEE 

VESL\HRLITGSEIEAIINSLPTKK 

SPGPDGFTAKFYQRYKEELVPF 

LLKLFQSIEKEGILPNSFYEANII 

LIPKPGTDTTKKENFRPISLMNI 

DVKILNKILANRJQQQIKKLIHH 

DQVGF1PGMQGWFNIHKSINVI 

QH INRTKDKN HMIISIDAEKAF 

DKIQQPFMLKSLNKLVLEVLAR 

AIRQEKEMKG1QLGKEEVK.LSL 

FADDMIVYLENPIISAQDLLKLI 

SNFSK.VSGYEINVQKSQASLYT 

NNRQTESQIMSELPFTIASKRIK 

YLG 1QLTRDVKDLFKEN YKPLL 

NEIKEDTNKWKNIPCSWVGRIN 

IVKMAILPKVIYRFNAILIKLPM 

TFFTELEK\TTLK.FIRNQKRACIA 

KS1LSKKE\KAGG1MLPEFKL*Y 

KATVTKTVWYWCQNRYIDQW 

NRTEPSEIIPH1YNHLIFDKPDKN 

KKWGK.DSLFNKWCWEHWLAI 

C R K L K.LDPFLTP YTK IN S RW I K 

DLNVRPKTIKTLAGHLGNTIRDI 

G LG KDFMTKTPKAMATKAKID 

KWDLIKLKSFCTAKETAIRVNR 


4889 


35257 


A 


4930 


1 


4187 


MG DFNTPLSTLDRSMRQKVNK 
DSQELNSALHQADLTDICRTLH 
PKSTEYTFFAAPHHTYSKIDHIV 
GSKALFSKCKRTEIITNCLSDHS 
AIK.LELRIKKLTQNRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETN EN KDTTYQN L WDTFKA V Y 
RGKFIAFKAVCRGKFIALNAQN 
RKQERSKIDTLTSQLKELEKQE 
QTHSKASRRQEITKIRAELKEIE 
TQKTLQKMSESRSWFFEKTNKI 
DRPLARLIKKKR 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4890 


35258 


A 


4931 




1818 


MSSRGPCTLETL1NPSPSVADDI 

PHLRPKPVYITTT RDN EN I Y ST K 

IPYMAARVVFIKWIVTFFLEKK 

YLTATQNTKNGVDVLPKIIQTV 

GGGAVQERAPELDGGGPTEQD 

KSHSNSSTLSDRRLSNSSLCSIE 

EEHRMVYEMVQRILLSTRGYV 

NFVNEVFHQAFLLPSCE1AVTR 

KVVQVYRKW1LQDKPVFMEEP 

DRKDVAQEDAEKLGFSETDSK 

EASSESSGHKRSSSWGTH\NSFT 

SAMSRGCVTEEG/TIQMLKAGV 

QALLQPVLCVFPLIPLPPLCNQA 

ARPAVVSIPLGDLLPWLSVLGG 

PADQWHLSYLK.PEGSSAYACIL 

EALESAGKGLWK.VSAVGRKP 

WTRGRSDRKGTVGHQVQFLFF 

KDEGRVDSRJLTLMVAWIRPNV 

LCVY1SRELWDDFLGVLS\SLTE 

WEELINEWANIMDSLTAVLAR 

TVYGVEMTNLPLDKLSEQKEK 

KQRGKGCVLDPQKGTTVGRSF 

SLSWRSHPDVTEPMRFRSATTS 

GAPGVEKARN1VRQKATAKRS 

QSISNCVHLSEALPATKSVPLLL 

HTLYKNKALKAALGQPVGKAD 

QLVVAGSPSVCCVEDQWGRSN 

LEAMVLWLYCIPPDGDVLYL 


4891 


35259 


C 


4932 


96 


278 




4892 


35260 


A 


4933 


1 


261 


KLRLPPGHFGLLLLLSQQAKKG 
VTVLAGVIDPDYHNEISLLLHN 
GGKKKTRPAEMLAEGKGNTE 
WVGEEVSHQYQL*PHDQLQKR 


4893 


35261 


C 


4934 


36 


385 




4894 


35262 


A 


4935 


1 


2349 




4895 


35263 


A 


4936 


207 


561 


QLA EPPHWIPGTRKDAQCLVGL 

pr.pwpnuiPUT nni i u/pivi?\/t 
rvjr WK^nlrrlLuuLLWrl YKV 1 

QKAASFEWGPE*EKALQQIQPS 
VQA ALPLGP* DL ADPMVLEVS 
MADRCAGWSLWQAP1GELQQ 
KPLGFWSKALP 
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SEQID 

NO: 


SEQID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


4896 


35264 


A 


4937 




1375 


MSTTQLDTMGAESLCNMETVQ 
VEDEGIQKLKEIRMVEWITPFRP 
THPSCEGPEDIPLTNALQNTFVR 
AAPASLK.SPVVALLLSPVGYRT 
HAVVISPVPECRFGIDILSSWQN 
PHIGSLAGRAHQKQFVGSWQG 
QQYAFTVLPQGHINSLALCHNL 
IWRDLDHFLLSQGITLVHYTDD 
I MLIG SN L ADPM VLE V SM AD RC 
AGWSLWQAPIGELQQKPLGFW 
SKALPSS A DN YSPFERQFF AC Y 
WALVETECLPTGHQLTMQPEL 
PIMNWVLSDPSSHKWVHGQSG 
HGGRDSGYSWTQQHGLPLTKG 
DLSMTTAECQIFQQQRPILSPRY 
GTIPWGDQPATWRQKWQRFVL 
TGIDTYSRYEFAYPACHASTKT 
TIHGLMEFLIHHHGIPHSIASDQ 
GTHLMAKEVRQWAHAHGIHW 
SYHVPHHPEVAGL1ERWNE\GL 
LKSQLQHQLVNRLRRELQCWL 


4897 


35265 


A 


4938 




324 


INCLRNCKT YQ A/RKP L WF YN T 
SLKFFLNKP/MLADVVFEIQGTT 
VPAHRAILV/ARCEVMAAMFN 
AG1FQAMCLLICAE/MYQVSRL 
QHICELFII/TQLQSMPSRELASM 
NL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4898 


35266 


A 


4939 


108 


2304 


VAAAYPPPASPPWSPARSLAGA 

APAPLCVGPAAVEAREGDAAG 

D ER1 AG EL A A RG PRE A V S RC F S 

PSRRPALGFEIMSIH1VALGNEG 

DTFHQDNRPSGLIRTYLGRSPL 

VSGDESSLLLNAASTVARPVFT 

EYQASAFGNVKLVVHDCPVW 

D1FDSDWYTSRNL1GGADI1VIK 

YNVNDKFSFHEVKDNYIPVIKR 

ALNSVPVIIAAVGTRQNEELPCT 

CPLCTSDRGSCVSTTEGIQLAKE 

LGATYLELHSLDDFYIGKYFGG 

VLEYFM1QALNQKTSEKMKKR 

KMSNSFHG1RPPQLEQPEKMPV 

LKAEASHYNSDLNNLLFCCQC 

VDVVFYNPDLKKVVEAHK.IVL 

CAVSHVFMLLFNVKSPTDIQDS 

SIIRTTQDLFAINRDTAFPGASH 

ESSGNPPLRVIVKDALFCSCLSD 

ILRFIYSGAFQWEELEED1RKKL 

KDSG DV SN V1EKVKCILKTPGKI 

NCLRNCKTYQARKPLWFYNTS 

LKFFLNKPMLADVVF\EIQGYG 

QCPAHRA1LWAPCEVMVAAMF 

NGNLHGKAKSVL1PVYGVSKET 

FLSFLEYLYTDSCCPA\G1FQAM 

CLLICAEMYQVSRLQH1CELF11 

TQLQSMPSRGTGHPWNLD1S/V 

DLL*KGPSFHHSWIAFSTWAYF 

HFHCYLTYLIFQFKRPGIFRDLF 

S/EGRNGSFLFGKRHRWGPSNM 

LLGRQL AG 1TGKYYFTSPGN VG 


4899 


35267 


B 


4940 


1 


3117 




4900 


35268 


A 


4941 


1 


1162 


MRVCARACVRTRTRMCVYAH 
TCVCVRTYAYVRVRVRVHVRA 
RVRVCAYARTRVRNSLSILPF1Q 
LTL ATPI HHIHQEEFNIRGI VPVL 
RRVKPDLAIG1DITPSCDTPDLH 
DYSEVRTNQGVGITCLNYHGRG 
TLAGLITPPRL1RMLEQTALEHN 
IPVQREVAPGVITETGYIQLFLP 
GWEIGFSPLALLLAFLCSTSPGF 
GDPDGLGVIAYQDTVRPNAAT 
AISELNALAVKGVILTGDNPRA 
AAAIAGELGLEFKAGLLPEDKV 
KAVTELNQHAPLAMVGDGIND 
APAMKAAA1GIAMGSGTDVAL 
ETADAALTHNH LRGLVQMIEL 
ARATHAN1RQNITIALGLKG1FL 
V TTL\M TGLWLAVLADTGATV 
LVTANALRLLRRR 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4901 


35269 


A 


4942 


1889 


3387 


QWA1KQFKHAEKENPYLFGGG 
HLRA1FR*SGFQ*RQLHTMHWG 
AS/QQAEHP/LAQPSTRAQLRTP1 
P/TA DS/QRAL VGSG MKPRLNG 
ERVLICAAGKHPADAFTGLINE 
LESAGQTVVLVVRNDDVLGVI 
ALQDTLRADAATAISELNALGV 
KGVILTGDNPRAAAAIAGELGL 
EFK.AGLLPEDKVKAVTELNQH 
APLAMVGDGINDAPAMKAAAI 
G1AMGSGTDVALETADAALTH 
NHLRGLVQMIELARATHANIRQ 
NITIA LG LKGIFLVTTLLGMTGL 
WLAVLADTGATVLFFPRLFEAR 
NSQVGNGETNQTRFRLCAAPG 
GTF1ADFTAGTGRRARPRRNRR 
RVVVSFDFHQNMRRFLMEIVA 
ARFVVSKVAAHFRTFHYGGVIF 
I SREN V I WRGFESI FDHLEQRFR 
LLFT1DNPVGVKNFVAAVLGVR 
LGKH1QFDVVRVTTKLCES1LQI 
VNFIFRQSQAKTQVSVDQRLTA 
LPQQINAGNRSRLMVGKQLLCI 


4902 


35270 


B 


4943 


1 


2104 




4903 


35271 


C 


4944 


1 


1215 




4904 


35272 


A 


4945 


3 


268 


YF.FNRPYPEIQRSGISVKLLEPLL 
FAATSDSQLSKTEISSIK1NSETV 
PVYQLRYNGNNALMFATYQD 
KMLVFSSTDMLFKDDQQDTEA 


4905 


35273 


B 


4946 


1 


1725 




4906 


35274 


A 


4947 


1 


1437 




4907 


35275 


A 


4948 


2 


736 


QCPYPY1AATGRILVVTHLICLA 
PQIVENQVTYPLTTTMLSVPGA 
KTVRGFSQFGDSYVYVIFEDGT 
DP Y WARSRVLE Y LNQ VQGMLP 
AGVSAELGPDATGVGWIYEYA 
LVDRSGKHDLADLRSLQDWIL 
KYELET1PCVSEVASVGGVVKE 
YQVVIDPQRLAQYGISLAEVKS 
ALDASNQEAGGS\SI\ELAEAEY 
MGGTCSAHGRALSRGVLWCRF 
SAIVRGPPRGMFCGAGAAPNLI 


4908 


35276 


A 


4949 


531 


632 




4909 


35277 


A 


4950 


532 


609 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4910 


35278 


A 


4951 


1 


525 


LGVEATA\1GDFGK\AAEKLPVP\ 
VELAQACAHAVMK.SGIDLAVS 
YCMQVNHGFAQPLEFLLGGLD 
KVPVLLVF1NGVATPLPGFQRT 
RMLGEAIGRFTSTPQYAGDTVN 
DEDISNT1RALFATGNFEDVRVL 
RDGELRKFPTCESDDNFRPVTF 
SVN Y V I RHDWVG 1 RRV VPEN E 


4911 


35279 


A 


4952 


1 


2769 




4912 


35280 


A 


4953 


1 


681 




4913 


35281 


A 


4954 


1 


1230 




4914 


35282 


A 


4955 


1 


774 


MLRTSDRPPYQYPKRCIPLSVL 
EVLRCARRWSLRPYKQLARAY1 
/ERYRHDRVDIEREKRGRLNQEI 
RGLVEQTNASLLNENANKDSK 
AHERGD1HYHDLDYSPFFPMF1M 
CMLIDLKGMLTQGFKMGNAEI 
EPPK.SI STATA VTAQI IG S VHI YG 
GTTINRIDEVLAPFVTASYNKH 
RKTAEEWNIPDAAGYANSRTIK. 
ECYDAFQSLEYEVNTLHTANV 
EGLTGDDG1AVEALKKNSQKPR 
MSASHNCELVSLRGRQYT 


4915 


35283 


A 


4956 


1 


1278 




4916 


35284 


A 


4957 


461 


1002 


SLSTKGYAAAKWCSTACAGS/T 
LLL1VLLWVFIPKGFFPGQDNGI 
1QGTLQAPQS1SFANMAQLQRQ 
VADV1LQDPAVQSLTSFVGVDG 
TNPSLNSARLQINLKPLDERDD 
RVQKVIARLHTAVDKVPGVDL 
FLQPTQDLTIDTQGSRTQYQFT 
LHATSLDALNTWVPQLMEKAQ 
QLPKLS 


4917 


35285 


A 


4958 


1 


291 


MNPVDRPLLDIGLTRLEFLR1SG 
KGLA\GLTIAPALLSLLGCKQED 
1 DSGTVGLINTPKG VL VTQRAR 
CTGCHRCE1SCTNFNDGSVGTF 
FSRJK.PH 


4918 


35286 


A 


4959 


1 


306 


MKNFE VLQPLQNS LSG LPL W V 
SERJLQQ1NQLTHYEPVIGIMGK 
TGAGKSSLCNALFAGEVSPVSD 
VAGCTRDPLRFRLQ1GEHFMTI 
VDL\PGVGESGVRD 


4919 


35287 


A 


4960 


2666 


2775 




4920 


35288 


A 


4961 


9 


308 


GDLDGSRHRAFLCHLPVELKTA 
LMFPVTLTRALMETAY/ATAVS 
A/NFRTESRGAH/SRFDFPD/RDD 
ENWL/CHSLYLPESESMTRRSV 
NMMPKLRPAFPPKIRT 


4921 


35289 


A 


4962 




1132 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4922 


35290 


A 


4963 


1 170 


1352 


RNLPDAAGQSCAGEIRLYRQQT 
QRSRLQRWLHLACFRRCNLHR 
RELDATA*QHVRSCRWR 


4923 


35291 


A 


4964 


1 


312 


MRKLTALFVASTLALGAAMLA 
HAADTTTAAPADAKPMMHHK 
GKFGPHQDMMFKDLNLTDAQ 
KQQIREIMKG\QRDQMKRPPLE 
ERRAMHD1IASDTFDKVKAEA 


4924 


35292 


A 


4965 




205 


KDHIKGVLEAQNSLSTQVSLFF 
* SFFG *NSNMRNLIQI YRSL/CTK 
AI*LMNFKRHKNQLVINYLSRS 


4925 


35293 


A 


4966 




915 


MTGVATARARGLRRPLSVGQV 
PPFARL WKG VQTVERHM L ANI 
GTGSQHPGCGFQLINQNSVIVF 
A AGEVNGF TSGDVQCLKMRSG 
DMNDIQRRQRLLPDGNKFGEIQ 
TTIREYYKHLYANKLEDLEEM 
DKFLDTYTLPRLNQEEVESLNR 
PITGSEIEAVVNSLPTKKSPGPE 
RLTAEFYQRYKEELVPFLLKLF 
QTTEKEGLLPNSFYEASVLLIPK 
PGKDTTKKENFRPISLIVTNIDVKI 
LNK1LANRIQQH1KKLIHHNQV 
GF1IGVQGWFNICKSTNVIYHV 
NRTNDKNHM1SIDTEKAFD 


4926 


35294 


A 


4967 


1 


1338 
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SEQ II) 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
coilon for peptide 
sequence 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4927 


35295 


A 


4968 


1 


1928 


PPLVIHRQTGSGEDLQQTPTDL 

QLRVLTIRRKTNKQKGHPHQNP 

ISSRRHEITK1RAELKETETQKTL 

QKKSMNPRSWFF\ERINK1DRLL 

ARL1KKKREKNQID\AIKNDK\W 

DITHRIPTEIETI1\REY\YKHLYT 

NKL\EN\LEEMDKFLDTYTLP\R 

LN\QEEVESL\HRLITGSEIEAITN 

SLT\TKKSPGPDGF\1AAEFYQRY 

KEELVPFLLKLFQSIEKEGILPNS 

F\YEASI1LISKPGRDTTKKENFR 

PISLMN1DAK1LNKILANQIQQHI 

KKLIHHHQVGFIPGMQGWFN1L 

KSINVIHHINRTKDKNHMHSIEA 

EKAFDK1QQPFMLKTLNKLGID 

GTYLTYLKIIRAVYEKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNVVL\EVLVGAIRQEKEIKG 

IQLGKEDVKLSLFADDMIVYLE 

NPIVSAQNLLK.LISNFSEVSGYK 

1NVQKSQAFLYTNNRQTESQIM 

SELPFTIASKR1KYLG1QLTRDV 

KDLFKENYKPLLNEIKEDTNK 

WKN1PCSW1GRINIVKMAILPK.T 

LNQKFSYWFRVNKHYIHQRTFP 

LKETEFNTIATLYNGASP/RTAP 

KSTGTNGHQASGLPRF*RIAFCS 

ALVKSKRKLYQGYLPGQTDRR 

EEGVSWCPGGP 


4928 


35296 


A 


4969 


2 


237 


QPVEDTWLSTPAAPMVDSLIAR 
VRVMARGNAITLPVCGRDVK/F 
TLE VLRGDS V E K.TS RV W\SG 1ET 
YQELVTEDALDDL 


4929 


35297 


A 


4970 




1752 




4930 


35298 


A 


4971 




723 




4931 


35299 


A 


4972 




1701 




4932 


35300 


A 


4973 




1446 




4933 


35301 


A 


4974 




403 


M KLMETLNQC IN AG HEMTKA I 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQA1RDAEKAGR 
LPHPDMEIRGRVEQRVGYT1EQI 
NHMRDVFGTRLRRAEDVFPPV1 
GVAAHKG\LALKGLRVLLVEV 
RHRV 


4934 


35302 


A 


4975 


1 


1374 
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SEQID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4935 


35303 


A 


4976 


1 


2259 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLAL/KGLRVLLVEVHKRWS*N 

DEGYRHCTV* * *\HPEARKITRR 

WRIGEAADLVGVSSQA1RDAEK 

AGRLPHPDMEIRGRVEQR\LV1Q 

LNKLIICVMCLVRDCDVLKTYF 

HR*SGLLPIKVAFTKP/HVSVHL 

AQDLALKGLRVLLVEEPPSAPN 

LGIGTINVVCAADVLIVPTPAEL 

FDYTSALQFFDMLRDLLKNVD 

LKGFEPDVRILLTKYSNSNGSQ 

SPWMEEQIRDAWGSMVLKNV 

VRETDEVGKAAPMVDSLIARV 

GVMARGNAITLPVCGRDVKFT 

LEVLRGDSVEKTSRCDNLKTCH 

TSHGSVMAETAVINHKKRKNS 

PRIVQSNDLTEAAYSLSRDQKR 

MLYLFVDQ1RKSDGTLQEHDG1 

CEIHVAKYAE1FGLTSAEASKDI 

RQALKSFAGKEVVFYRPEEDA 

GDEKGYESFPWF1KRAHSPSRG 

LYSVHINPYLIPFFIGLQNRFTQF 

RLSETKEITNPYAMRLYESLCQ 

YHPLTIEKVMKPLITSNTVTDEI 

ERANVFKMNGKWYLFTDSRGS 

KMTIDGINSND1YMLGYVSNSL 

TGPYKPLNKTGLVLQMGLDPN 


4936 


35304 


B 


4977 


1 


1744 




4937 


35305 


A 


4978 


1 


2367 




4938 


35306 


A 


4979 


1 


1215 




4939 


35307 


A 


4980 


1 


946 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDV1 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGQAPCMK\LTMRS 

SSSSAPSPWML 


4940 


35308 


A 


4981 


1 


1572 





580 
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NO: 


SEQ ID NO: 

sequence 


hod 


SCO ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4941 


35309 


A 


4982 




1617 




4942 


35310 


A 


4983 




550 




4943 


3531 1 


A 


4984 


1 


3818 




4944 


35312 


A 


4985 


607 


3777 




4945 


35313 


A 


4986 


671 


3091 


ARCQRVPGRPVPDLLRCLPRAT 

TPAPSPAPGLVVRRLAAPVPAA 

APVPAAAPVPAAAPVPAAAPVP 

AAAPVPAAAPVPVAAPVPVAA 

PVPAAAPVPAAAPVPAAAPVPA 

AAPVPAAAPVPVAAPVPAAAP 

VPRFQSPNQTASTSDSPHIGQLP 

HQTVP1SDSFHTGQSPHRTDSTP 

DSPHTGQLPHRTVPTPD/ELPHR 

TVPTPDSFHTRQSPHQTASTPDS 

PHIGQLPHQTVPISDSFHTRQSP 

HQTASTQDSPHTGQIPHRTVPT 

PDSFHTRQSPYRTASTPDSPHIG 

QLAHRTVPTPDSFHTGQSPHRT 

DSTPDSPHTRQLPHQTVPISDSF 

HTGQSPYRTASTPDSPHTRQLP 

HQTASTPDSPHTRQSPHRTVPT 

PDSSPHQTVSTPDSPHTRQLPH 

QTVPTPDSFHTRQSPHQTVPTP 

DSPHTRQLPHQTASTPDSPVTPD 

SPHTGQSPHQFPHQTVPTADSP 

H TRQLPHQTV PTADS PTPDSFH 

TRHSPHQTASTPDSPHIGQLPHR 

TVPTPDSFHTRQSPHQTASTPDT 

PHTRQLPQQTVPTADSPTPDSF 

HTRQSPHQTVPTPDSPHTRQSP 

H RTVP TPDSFHTRQYPQRTVPTA 

QTASTPGSPHTKQSPHQTVPTP 

DCPHTGQSPYQTVSTPDSPHTR 

Horny 1 Acs 1 rUarnlutjLrnl^ 1 

Ao 1 LUorrilUKrlr KV^IJVlAr I rtbr 

HARQLPCQMAPTPDSPTLDGPH 


4946 


35314 


B 


4987 


1 


891 




4947 


35315 


A 


4988 


157 


1990 




4948 


35316 


B 


4989 


1 


2157 




4949 


35317 


A 


4990 


1 


378 


MSIKGTYLKVIKAIYDKPTASSI 
LNGENLKAFLLRTGTRQGCPLY 
KINVYKSVALLYTTNDQGENQI 
NNSTPYTTAPRKIKY1GIYLTKE 
VKDLYKENYKTLLKEVIDDT/R 
WKHIPCSWMGRINIV 


4950 


35318 


A 


4991 


1 


392 
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SEQ II) 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4951 


35319 


A 


4992 




1570 


ETDFAFVGQAGVQWCDLSSPQ 

PLPPWVQA1LLPQPPRQGCWSG 

IPKWSGISEDVQVWKNCKLDL 

AAATGKNCLGQGEEALLTQMR 

TGNQREVSDWWEEFVYLRSRN 

PLMVNSNYYMMDFLYVTPTPL 

QAARAGNAVHALLLYRHRLNR 

QEIPPVRGPQWVRDGGVVLWP 

LGHVGPGRQLTA HGFI -QTLLM 

GMRPLCSAQYEKIFNTTRIPGV 

QKDY1RHLHDSQHVAVFHRGR 

FFRMGTHSRNSLLSPRALEQQF 

QR1LDDPSPACPHEEHLAALTA 

APRGTWAQVRTSLKTQAAEAL 

EAVEGAAFFVSLDAEPA\GLTL 

EDPAASLDAYAHALLAGRGHD 

RWF\DK\SFTL1VFSNGKLGLSV 

EHSWADCPISGHMWEFTLATE 

CFQLGYSTDGHCK.GHPDPTLPQ 

PQRLQWALPDH1HSS1SLALRG 

AK.1LSENVDCHVVPFSLFGKSFI 

RRCHLSLDSFIQ1ALQLAHFRDR 

GQFCLTYESAMTRLFLEGRTET 

VRSCTREACNFVRAMEDKKKT 


4952 


35320 


A 


4993 




1027 


MPAKSPGQDVLGTDN1KIDVFK 

QTNQKSHTGEKPYECPECGKAF 

SEKSRLRKHQRTHTGEKPYKC 

DGCDKAFSAKSGLR1HQRTHTG 

EKPFECHECGKSFNYKS1LIVHQ 

RTHTGEKPFECNECGKSFSHMS 

GLRNHRRTHTGERPYKCDECG 

KAFKLK.SGLRKHHRTHTGEKP 

YKCNQCGKAFGQKS\QLRGHH 

RIHSGEKP\YKCNHCGEAFSQKS 

NLRVHHRTHTGEKPYQCEECG 

KTFRQKSNLRG\HQRTHSGEKP 

YECNECGKAFSEKSVLRKHQR 

THT\GEKP\YNCNQCGEAFSQKS 

NLRVHQRTHTGEKPYKCDKCG 

RTFSQKSSLREHQKAHPGD 


4953 


35321 


A 


4994 


154 


331 


IPAAATCMGSLLGG*ETPGLWA 
RRSVKSRGLFPGLPSPSRASVRS 
LLLLPAWAAFLEGIVDTRPTAW 
RAFPWTLFLSVFCQFLDFPETSL 
DSQKLSLDTPSF 
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SEQ ID 

NO: 


SEQ ID [NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oMast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4954 


35322 


A 


4995 


657 


1455 


PEPKJPAAVAPPPESPLPAGDSEG 

CLQPGHLL\PASPRLPRPRQAAS 

LAHRPEKSAPGADCPSGRRAGR 

PWTCGGLSGPAAAPRPCPLAPA 

FAPAFLALGAQR\GPGPEQGGH 

ERQAERPGRRSRRTRAYSARIY 

LPVAAEWPMGPGPEPGAGGRR 

RGEVPGPGAQRSPARRRRGGPA 

AVSSGGRGVGGLRGAVLFQHP 

EQQQRPVGLAGLGAQQPAHV 

WRYGPLST/PPALGPPAAARGP\ 

GRRLFLPFSFSPSAGAPGAASRP 

SPRRSP 


4955 


35323 


A 


4996 




415 




4956 


35324 


B 


4997 


8 


211 




4957 


35325 


A 


4998 


1 


563 


mdpnheeipdlpek.efrrvk.sk 
nhmtisidaekafdniqhrfmi 
ktlsk1giqgthfn\i 1 ka1ydkp 
tasiilngenlkafplrtgtsivl 

EVLARAIRREKE1KGIQIGKEEV 

KLLLFADDM1VYLENPKDSYRK 

LLEQIKEFSKVSRYKINVQKSIA 

LLYANSDQAENQ1NNPTSFTIA 

AKNK1K 


4958 


35326 


A 


4999 


667 


960 




4959 


35327 


A 


5000 


317 


1157 


EFRMDPAIALVLALSLTVPKLT 

VPDSPLRLYRSFCTSACTSNLV 

VHFA*KEKWPDV*LYTDSWAV 

ANGLAGWSGTWKKHDWKIDD 

NEIWGRGMWIDLSEWSKTVK1F 

VSHESAHH1T*KSSAEEDFKNQ 

VDRMIHSVDTTRPLSPATPVITQ 

WAHEQSGHGDRDGGYAWAQQ 

HG L PLTKA DL AM VTA ECPICQQ 

QRPTLSP* YGTI PRG DQPATW W 

QVDYIGPLSSWKGQRFVLTGID/ 

TSGYEFAYPARSSANST1RGLM 

ECLIHHHGIPHSIASNQLYS 


4960 


35328 


A 


5001 


2 


15246 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4961 


35329 


A 


5002 


1 


951 


MALALNRYL/CLAVLPLITKCA 

PLFAG/TEHRAIMVDSMLHTVY 

R/LSRGRSLTKAQRDV1ED/CLM 

SLC\RLLRRLVFDVPILNEFA/K 

MPLKLLTNHYERCWKY/Y CLPT 

GWANFGVTSEEE/LHLTRKLFW 

G IFDSLAH/K.KY/DPELYRM AM 

PCLCAIAG/ALPPDYVDASYSSK 

AE/KKATVDA EGN F D PRP VET/L 

NV/IIPEKLDSFINKFAEYT/HEK 

WAFDK/DKEIYRWPIKESLKAM 

1/AWEWTIEKAREDLDPREGYN 

PQPPDLSAV/TLSRELQAMAEQ 

LAENYHN/TWGRK.KK.QELEAK 

GGGTHPLLVP/YDTLTAK.EK.AR 

DREKAQSY 


4962 


35330 


A 


5003 


273 


478 




4963 


35331 


A 


5004 


2 


622 


GAPRSLSEKERQLMGMINQLSS 
FREQLLHAHYEQKKLAASQIEK 
QRQHMKLGKQ\QQEQIARQQQ 
RLIQQQHKINLLQQQIQQLYAA 
QLAAMQVSPGGKLPG1PQGNL 
GAAVSPTSIHTDKSTNSPPPKSK 
TCCLLLWEDEHSASIPEVTNQQI 
HLHLASS1TDHGGKVIWERCLE 
ESGKGVTGFPDWSPRWGRIPPE 
GSKEGFTKE 


4964 


35332 


A 


5005 


3 


512 




4965 


35333 


A 


5006 


1 


642 


MHAQTYAHTDTRAQPCTSMEK 

QVSLKPTEEAHKKERKPQKPG 

KYICQYCSRPC/AKPSVLQKHIR 

SHTGYG\CEMYPHGLEMERJPG 

EEFEEPTEGESTDSEEETSATSG 

HPAELSPRPKQPLLSSGLYSSGS 

HSSSHERCSLSQSSTAQSLEDPP 

PFVEPSSEHPLSHKPEDTHTIKQ 

K L ALRLSERKKHQ VI DRLG SG I 

LAGLSWQLLPQGEAL 


4966 


35334 


A 


5007 


341 


1020 


TLNRRQGCCLGSWLTRSNGILL 
FEISRPTYLPILL1LFLV1CR/HKL 
KMSVLNMVVRHDPGSTESAKA 
KEELIFRCRSRHFRASPLFSQHA 
AADKHKFQRFLTADMALAVTV 
YAPTTFPPSSLLLFKQKSNGMH 
NLI ATGHLLLVDPNRMVIKRVV 
LSDPPFKICTKMAVVCYMFFNR 
EDVQWFKPVELRTKWSRRGH1 
QEPSGTHGRMKCSFDRKLKSQ 
NTELMNLYK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4967 


35335 


A 


5008 


1 


847 


EKAQALEDLAGFKDPAPGHTE 
ESMTHDKTTKIPCKSPPELVDT 
ATSSKK.WPRACGQKVEVKEEL 
LAVGK.LTQTSG ETTHTNKEPEG 
EGKGMKAFK.QPAKQKLDPENV 
TGSRRLPRVPKEXAQPLEDLAS 
FQELSQTPGHTEELANGADSFT 
SAPKQAPDSGKPLKISRRVLQA 
PKVEPVGDLVGTR/D/PVKSQSK 
SNTSLPPLPFKRGCGKDGSVTG 
TK.RPHCMPAPEEIIEELPASKKQ 
R/VVAPRVRGKSPEPLVIMKRSL 
RTSAKR1EPAEDLNSNNMKTNN 


4968 


35336 


A 


5009 


9 


1094 


1RHEEESMTDDKTTIIPCKSSPEL 

EDTATSSKRRPRTRAQKVEVKE 

ELLAVGKLTQTSGESTHTDKEP 

VGEG K\GTKAFKQPAKRKLDA 

EDVIGSRRQPRAPKEKAQPLED 

LASFQELSQTPGHTEELANGAA 

DSFTSAPKQTPDSGKPLKISRRV 

LRAPKVEPVGDVVSTRDPVKS 

QSKSNTSLPPLPFKRGGGKDGS 

VTGT\KRLRCMPAPEEIVEELPT\ 

SKKQRVVAPRARGKSSEPVVIM 

K\RSL\RTSAKRIEPAEELNSND 

MKTNKEEHKLQDSVPENKGISL 

RSRRQNK.TEAEQQ1TEVFVLAE 

RIEINRNEK.KPMKTSPEMD1QNP 

DDGARKP1PRDKVTENK.RCLRS 

ARQNESSQP 


4969 


35337 


A 


5010 


1 


459 


MAKPWRALCILLRSLDSFLQLS 
ASLTCFGFMHNTYKNRPWGVL 
RSSTERSPRKGTAGDMRAGGRF 
NAPL1GQDLLFKEHFASKALDT 
CTN I ARSAKTQGGPVAAILLLL 
AFGPC1FNLRVKFVSSRIKA1KL 
QM/RLTIYRGPLDRPAGPSTGL 


4970 


35338 


B 


5011 


1 j 


687 




4971 


35339 


C 


5012 


194 


418 




4972 


35340 


A 


5013 


17 


396 




4973 


35341 


A 


5014 


1 


70 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4974 


35342 


A 


5015 


1 


994 


MCFVKVVKNK.AYFKRYQVKF 

RRRREGKTDYYARK.RLVIQDK 

NKYNTPKYRMIVRVTNRDMICQ 

1AYARIEGIM1VCAAYAPELPKA 

YGVK\VGLTNYAAA\YCTGLLA 

GPAGFFHRFGMDKFYEG\QVEV 

TGDEYNVESIDGQPGCLHPAY 

WDARPLPRTSPLAIKVFWLP*R 

GAWDGGLVLFPPQYPNRFPWL 

WIPESQGNLNARRYHREGTIHG 

PR1VAGLHAPTLMEEDEDANYK 

KQFVRQYVKNS\VTPD\MMEE 

MYKKAHAAIRNENPVYEKKPK 

KEV\KRKRWNR\PKMSLAQKK 

DRVAQKKASPLVRAQERAAEKL 

NQTJFYKDFSDIAN 


4975 


35343 


C 


5016 


27 


308 




4976 


35344 


c 


5017 


68 


307 




4977 


35345 


A 


5018 


388 


1485 




4978 


35346 


A 


5019 


3 


1940 


RDRMILLKMEQEIIDFIADNNN 

HYKKFPQMSSYQRMLVHRVA 

AYFGLDHNVDQTGKSVII'NKTS 

STRIPEQRFCEHLKDEKGEESQ 

KRFILKRDNSSIDKEDNQSVCS 

QESLFVENSRLLEDSNICNETYK 

KRQLFRGNRDGSGRTSGSRQSS 

SENELKWSDHQRAWSSTDSDS 

SNRNLKPAMTK.TASFGGITVLT 

RGDSTSSTRSTGK.LSK.AGSESSS 

SAGSSGSLSRTHPPLQSTPLVAG 

\VAAGSPGCVP\YPENGIGGQVA 

PSSTSYILLPLEAATGIPPGSILL 

NPHTGQPFVNPDGTPAIYNPPTS 

QQPLRSAMVGQSQQQPPQQQP 

SPQPQQQVQPPQPQMAGPLVT 

QS1PAKKELNAFRVRNQEQRDT 

GTLHEGSGKISRMVLGWEPLSP 

YAPDRDDVATQFGQMTLSRQS 

SGETPEPPSGPVYPSSLMPQPAQ 

QPSYVIASTGQQLPTGGFSGSGP 

PISQQVLQPPPSPQGFVQQPPPA 

QMPVYYYPSGQYPTSTTQQYR 

PMAPVQYNAQRSQQMPQAAQ 

QAVLEVLSPLVSTVMPPKLAVL 

VMAGFRLRLELSESVLLQALW 

WSDHLSSFSELLCRLPDVLPEPS 

LLPLEYDHQKDAQGQDYLTCM 

VLVTLLLESPTGIQEDDSNEISVI 



586 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location or last 
of peptide sequence 


Amino acid sequence ( X=Unknotvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4979 


35347 


A 


5020 




1353 


GDAYALVLRVTLYCGKCHXNE 

VVLAP1FEILSTESIQDQI.PYSV 

MLMSMLAITEGRRSFSVSVENA 

CSMYVTTVQVK.EVNQMHISPN 

SCNAIHPRDH1LE1SGTPTHTLQ 

VEELEDAISQMSQTLLLL1EHDP 

VSRSPAQLRLDAWLSPHTQNA 

GHPHALSTLDTKDNLEGTLRRC 

SLRLSNSISKSPSPSSPKEPLLLS 

RDISC WESLCCSSTYSKQN FRSC 

DLIHGEVLGKGFFGQA1K.VTHK 

ATGKVLVMKELMRCDEENQK 

TFLTEVK.VTLPSNLLPPGHDLL 

QTGAREQTGILK.TGGLSVPGGA 

GHPAACRAGGVGPHCEHAVRP 

DPRLTPLALAQPPAGGCSTASIA 

PLFSIPAVSRVFRASRGLAACLE 

AEQAGRTILTCEVCKLVVGLSL 

DSQQQLSSV LCG WLCLSCPQL 

WSLNRHPQHQHHLVEMQNLKS 

HPRPGETESAL 


4980 


35348 


A 


5021 


1 


588 


MEYPDGGS 1'LDLLEPGPLDETQ 
1IT1LREILKGLDYLHSEKK1HRG 
VKAANVLLSEHCEVKLVDFGM 

agqladtqtkrntfvgtpfwi 

apennpptleenyskplkefve 

aclnkelsfrptakellk.hkf1l 

rdtkktsyltel1drykrwra 

kqsqedsssedsnsetdgqds\g 

gsdsgdwiftiqekdpk.nl 


4981 


35349 


A 


5022 




1380 


GPRASPPRADRRGPAVPSQEVA 

VLSAMAHSPVQSGLPGMQNLK 

ADPEELFTKLEKIGKGSFGEVF 

KGIDNRTQKVVAIKIIDLEEAED 

EIEDIQQEITVLSQCDSPYVTrCY 

YGSYLKDTKLWIIMEYLGGGS 

ALDLLEPGPLDETQIATILREILK. 

GLDYLHSEKK.1HRDIKAANVLL 

SEHGEVKLADFGVAGQLTDTQI 

KRNTFVGTPFWMVVPEVIKQAG 

YDSKADIWSLG1TAIELARGEPP 

HSELHPMKVLFLIPKNNPPTLE 

GNYSKPLKEFVEACLNKEPSFIP 

TAKELLKHKFILRNAKAKTSYLT 

EL1DRYK\RWKAEQSHDDSSSE\ 

DSDAEUDGQASGGSDSGDWIF 

T1REKDPKNLENGALQPSDLDR 

NKMKDIPKRPFSQWLSTIISPLF 

AELKEKSQXACGGELGGPLKEL 

RGAIYLAEEACPGISDTMVAQL 

VQRLQRYSLSGGGTSSH 



587 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4982 


35350 


A 


5023 


1 


346 


MAGEKVEKPDTKEKKPEAK.KA 
DAGGKVQEGTGRYSRSAMYSR 
KAMYKRKYSAAKSK.IEKK.KEK 
VLATVTKPVGGDKNGGTQVFV 
QIITYSSYTQKVQLPKSTLKQRQ 
GPCPQGAL 


4983 


35351 


A 


5024 


67 


599 


SAAKSEMAGEKVEKPDTKEKK 
PEAKKVDAGGKVKKGNLKAK 
KPK.KGKPHCSRNPVLVRGJGRY 
SRSAMYSRKAMYK\RKYSAAK 
SKVEKKKKEKVLRNLLQNQVG 
GDKN\GGTR/VGLNFRKMPRI\Y 
PTEYDVPVRKLLSHGQKNPFSQH 
V/REKLRASITPGTILIMLTGRHR 
GKRVVFLN 


4984 


35352 


A 


5025 


101 


202 


PVPGTSSCTDRYHYK.KH**KJN 
TKLVSKYILNM 


4985 


35353 


A 


5026 


2 


562 


LRTVPDLPGRRFRAMRTGQRR* 
PELPPDMNSLEQAEDLKAFERR 
LTE YIHCLQPATG R WRMLLI V V 
SVCTATGAWNWLIDPETQKVS 

r r 1 ctLs WIN Mr r r 1 ioUl 1 LlLiLvrr f\ 

G1HKRVVAPSUAARCRTVLAEY 
NMSCDDTGKL1LKPRPHVQ*QS 
SLIVMGLRJAFLR1SDTAKSHKG 
FLLRLDM 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
coJon Tor peptide 


codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4986 


35354 


A 


5027 


1 


2090 


MGAVFFMLFSWWITSGHIQLLC 

TRRRATVSTHQEFVVTVSPFSL 

GLVVSGCLDADTAMPGSAEEQ 

FQWQSQDGQKDIEDELTTGLEL 

VDSCI RSLQESG ILDPQDYSTGE 

RVIHFGKTLGLSSEDYSIMEKG 

QMVKEVTVTPQVSVLKANETM 

ASALCGQEGHDDPLLLTVQMS 

TGNHYIKDNSLFPWVKWPSLLS 

QSALQLNSKPEGSFQYPASYHS 

NQTLALGETTPSQLPARGTQAR 

ATGQSFSQGTTSRAGHLAGPEP 

APPPPPPPREPFAPSLGSAFHLPD 

APPAAAAAALYYSSSTLPAPPR 

GGSPLAAPQGGSPTKLQRGGSA 

PEGATYAAPRGSSPKQSPSRLA 

KSYSTSSPIN1VVSSAGLSPIRVT 

SPPTVQSTISSSPIHQLSSTIGTY 

ATLSPTKRLVHASEQYSKHSQE 

LYATATLQRPGSLAAGSRASYS 

SQHGHLGPELRALQSPEHHIDPI 

YEDRV YQKPPM RSLSQSQGDP 

LPPAHTGTYRTSTAPSSPGVDS 

VPLQRTGSQHGPQNAAAATFQ 

RASYAAGPASNYADPYRQLQY 

CPSVESPYSKSGPALPPEGTLAR 

SPS I DSIQKDPSKYPILCDGGNPF 

CALVYRPSSRERASSL/LKSMCY 

Q*NRLYPKFRRVLGSGFEGMQ 

RRPCASKGIKGRFCGSSLEQDC 

EHGGQHPCYPKLVPTLWNPHQ 

REGNQKNSERV 


4987 


35355 


A 


5028 


123 


3825 




4988 


35356 


A 


5029 


1 


593 


MQVCSSGGRILRVSGTERQLRR 

EGGRFCLGRGVRNLREGGALR 

APFTAPSLTA LPPDIVDIKPAN\ 

M EDLTE VTTA S E S H PHHCNLF V 

YSSSKGFLRLCDMRAAALCDK 

HSKHPCDDIGPIQIIQGHLRTSR 

GWMI1LPALQSTFRCRMDEQNL 

RAFLAPRLCDFSTSQPQPGSPEQ 

PVMSGLISPWTKPSRSSVFSM 


4989 


35357 


A 


5030 


1 


894 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4990 


35358 


A 


5031 




3115 


RQ1CSMASELGARDDGGCTELA 
K.PLYLQYLERALRLDHFLRQTS 
AIFNRNISSDDSEDGLDDSNPLL 
PQSGDPLIQVK.EEPPNSLLGETS 
GAGSSGMLNTYSLNGVLQSES 
KCDKGNLYNFSK.LKKSRKWLK 
SILLSDESSEADSQSEDDDEEEL 
NLSREELHNMLRLHKYKKLHQ 
NK.YSKDKELQQYQYYSAGLLS 
TYDPFYEQQRHLLGPKKKKFK 
EEKKLKAKLKKVKKKRRRDEE 
LSSEESPRRHHHQTKV 


4991 


35359 


A 


5032 




1522 


MVAQASGQT1REAEVGGSLTA 

QEVEATS1LLSDESSEADSQSED 

DDEEELNLSREELHNMLRLHK 

YKKLHQNKYSKDKEWMSQLA 

ALNYYLAGGDEQKLLDLSYSPP 

QNRQPAMAKAHNNNNNNNNN 

NNNNHNKNPKRLLDERELLTY 

STATQSFDTRNTRSFDEDAKES 

RAAALRAANKSGTGFGESYSL 

ANPSIRAGED1PQPTIFNGKLKG 

YQLK.GMNWLANLYEQRLERL 

RFLQLEQEHTCPQEGRAERLRG 

QPLKLWALLHF1MPTLFDSHEE 

FNEWFSKDIESHAENKSAIDET 

KLKKVKKKRRRDEELSSEESPR 

RHHHQTKVFAKFSHDAPPPGT 

KKKHLSIEQLNARRRKVWLS1V 

KKELPKKTLYTQDAPFHVV1TS 

NQL VVQD VKYFQRVKWQYM V 

LDEAQALKSSSSLTRSNARYPL 

VSSQRKIHDQQVTTDKSSKMDP 

KEEEY1PAKHEMENTKLQFYLS 

AIGEKQWRWKILLQFQCRNRL 

LLTGTPIQNTMAE 


4992 


35360 


A 


5033 


1 


974 


MGFHHVARAGLELLTSGMCCY 

FAQDLRPEQSIKASLQRIILRKY 

EKCGHHNLQLKKGYKSVDEYK 

VHKGSYNGFNQCLTTTQSKIFQ 

CDKYVKDFHrCFSNSNRHMTEK 

NPFKCKECGKSFCVLSHLTQHK 

RJHTTVNSYKLEECGKAFNVSS 

TLSQHMRIHTGQKHYQCGEM\ 

GIAFNKSSHLNTHKIIHTGEKSY 

KREECGKAFN1SSHLTTHKIIHT 

GENAYKCKECGKAFNQSSTLT 

RHK11HAGEKPY1CEHCGRAFN 

QSSNLTKHKR1HTGDKPYKCEE 

CGKAFNVSSTLTQHK.RIQQQQQ 

QTIKQTKNLLNN1MNKKLWV 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hid 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codun, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4993 


35361 


B 


5034 


22 


684 




4994 


35362 


A 


5035 




1338 




4995 


35363 


A 


5036 




596 


MGMTDMGKSKK.KSQGPPSFPP 
GGAPPPAIGAPAGRERPPGTGD 
PFNQRPCDNLKTCHTSHGSVM 
AETAVINHK.K.RKNSPRIVQSND 
LTEAAYSLSRDQKRMLYLFVD 
QIRKSDGTLQEHDGICEIHVAK 
YAEIFGLTSAEASKD1RQALKSF 
AG KE V VF YRPG EDAGHEK.GYE 
SFPW/FIKRSPE*RRGKFPFTQM 
GQD 


4996 


35364 


A 


5037 


787 


1692 




4997 


35365 


A 


5038 


289 


1338 




4998 


35366 


A 


5039 


982 


1347 




4999 


35367 


A 


5040 


1 


780 




5000 


35368 


B 


5041 


148 


334 




5001 


35369 


A 


5042 


2 


545 




5002 


35370 


A 


5043 




732 




5003 


35371 


A 


5044 




1110 




5004 


35372 


A 


5045 


1 


1170 




5005 


35373 


A 


5046 




870 




5006 


35374 


A 


5047 


1 


1254 




5007 


35375 


A 


5048 


614 


1236 


TARVAAARRRCQCWGSGACGS 
ALTLPRTSSLTLTETPIVQQTRM 
VVRCPTASLPSQWRSCPSSTWA 
VPKTPPTWTCWRNSAILSL/VVF 
IRDKLMERRNRRTGRTEK.ARIW 
EVTDRTVRTW1GEAVAAAAAD 
GVTFSVPVTPHTFRHSYAMHM 
LYAGIPLKVLQSLMGHKS1SSTE 
VYTKVFALDVAARHRVQFAMP 
ESDAVAMLKQLS 


5008 


35376 


B 


5049 


1 


1281 




5009 


35377 


A 


5050 


2 


893 




5010 


35378 


A 


5051 




1416 




5011 


35379 


B 


5052 


49 


768 




5012 


35380 


A 


5053 


1 ^ 


792 




5013 


35381 


C 


5054 


1 


1461 




5014 


35382 


A 


5055 


887 


1203 


RPEKAR/IWGVTDRTVRTW1GR 
AVAAAAADGVTFSVPVPPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKS1SSTEVYTKVFALDVAA 
RHRVQFAMPESDAVAMLK.QLS 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5015 


35383 


A 


5056 


740 


1431 


CCQTLPVFHPPHPSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKX 

PKGLEISA/RPAGALRHRHRLHR 

PQQPSPPLGIPHPSLLVTAQVFIR 

DKLMERRNRRTGRTEKARIWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


5016 


35384 


A 


5057 


1040 


1477 




5017 


35385 


A 


5058 




1422 




5018 


35386 


B 


5059 


1 


1404 




5019 


35387 


A 


5060 


353 


870 


AWSSPRSRCPLHSRTPSLPRVEG 
QAHIGPGL/HRYQQGHQDLFIL 
RSDLPSQVFIRDKLMERRNRRT 
GRTEKARIWEVTDRTVRTWIGE 
AVAAAAADGVTFSVPVTPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKSISSTEVYTKVFALDVAA 
RHRVQFAMPESDAVAMLKQLS 


5020 


35388 


B 


5061 


1 


1612 




5021 


35389 


A 


5062 


2 


429 


WGHWASPRLWWAWGSPGPAG 
LKPPGTV A ASTG FSQWLLY1ETI 
SRTPVELELKNSKVRKDVLS/R 
GPHSLYLVQDAQLEHAMEIAK 
VSVQALQAYRAPPPRMEQAN P 
KTPPDANLYKKGPSPSPRRANT 
TRLGSRATKT1HPDS 


5022 


35390 


A 


5063 


508 


1007 


PPLAQKQA V ASQSHSPCGGFH R 
RWFRMRLTGE1MK1ITCFKLVP 
EEQD1VVTPEYTLNFDNADAK1 

Cr*M7TM XT A It? A \ A CAI ATHnnClA 

ALTVGG\SLLQNSKVRKDVLSR 
GPHSLYLVQDAQLEHALPLDT 
AKALAAAIEKIGFDLLIWTSSR1 
QAVALASPLSNT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5023 


35391 


A 


5064 


1 


1670 


MN1EFFDPPRIVSGLTLNR1NIQH 

PFHLTGIRYCIDERQRTVNDVL 

QAHAGRVLQQYLPAPATATFR 

CQSRNRTENPQFLVCQWAGED 

Q1TQLLQEQWRVLIVMIFRTHN 

HMAGPRRWFRMRLTGE1MKIIT 

CFKLVPEEQDIVVTPEYTLNFD 

NADAKISQFDLNAIEAASQLAT 

DDDEIAA\LTVGGSLLQNSKVR 

KDVLSRGPHSLYLVQDAQLEH 

ALPLDTAKALAAALEKIGFDLL 

1FVKGTCLVLLVAFGLVTTHFQ 

PCLFGVQNGEQETVQILLVGVV 

GGMERAERIIIPFTLAINNQPTT 

RLTKTIAQGMPAIIQRNIPNPRJS 

LQPAPTPRHSANPATMQPHAQ 

ATPTPKPHTRTYPTRPPHPQRSA 

TPGTQRTPTPGPQTARDRAPKP 

DHTRPQTAHTAHHTSNDPQQR 

HRTRQRHTNKQHPHPAPPRLPT 

LPQNNKRQKPAESDTRKHHTP 

HMRQPTAHAETTARNTQAAQH 

CHTQNTPQANRHATGDRPEHH 

QARDRTRIDPKPNPDPRTITGHT 

KGTTYAHKHTPLATHHMTRPT 

TGHRHGTHH 


5024 


35392 


A 


5065 


548 


924 


GLLRPRFSVNSPI IFNTWLLSAN 

S1NWR*YGFMPSLL1LLL*LNPM 

GRYSGASLVSRRMASTTLPGHS 

1AMRQPVCG1FALTRA11SI/AM 

WDFHVEDFMPERMALNLVLNS 

APLPK1FPARWMKFS 


5025 


35393 


A 


5066 


33 


424 


CRFDESFWCDA\HAIFVAPTLY 
AYDFYADKTLVPLTDALANTW 
QKQFPLDYGKGRLWGSVAFVI 
G S A LTG KL VTMFD YR VI L ALLT 
LGVASMLLGFLIRPTIQPQGASL 
QQESTGWSAWLALVRQNWRF 
LA 


5026 


35394 


B 


5067 




265 




5027 


35395 


A 


5068 


142 


609 


CLFRQVSAPHITRVCITRSAAT1 
QT1DLNNLDTGD*LQPAFPPVW 
LISPGPFHPTPSVTRVPLEKEIRT 
FAQRLSVLHGINAPEFFDKPLFS 
SLVLTLRDEGY1SDSGDAEPAE 
TMKVYQLQTNIVIIHKCFKAGF 
TLAVGNQFLLINKQRASHQN 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of IhsI 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5028 


35396 


A 


5069 


983 


1387 


LVWKVIPWRPAWKITLCVLNS 
CRRACLFAPATTANRLQAVC/ 
WLQSANPSlNRGTLEKESRTVA 
QRLSVLHGINAPEFFDKAVFSSL 
VLTLRDEGYISDSGDAEPAETM 
KVYQLLAELITSDVRLTIESATQ 
GEG 


5029 


35397 


A 


5070 


1 


1815 




5030 


35398 


C 


5071 


1 


354 




5031 


35399 


A 


5072 


1 


678 


MTDKQQGEKQKQKTEDKTK.T 
KQKQRKNKTDKRRKTKTERNT 
QRTPERQTNTNQTRTKQ/RRPD 
TGVTQADTRQDTSARR\LMRQP 
RSAAAWMAALRGARDPKLITM 
VPHSKISRSIVRKGLPMTETQRR 
TETSKN Y RPREQQTRN RQQQD 
PRQQRTVQTHQQEERRETKDN 
NTHTKPHETLARRHRRHNIHAL 
AAADLVIEAASEVWKSKKRSL 
HSWRKFAPTNA1DH 


5032 


35400 


A 


5073 


93 


729 


SADPRNRRDTRAAKFTRDAGK 
TDC*NL*THIETPDPGDRYSRAG 
SCG PG/PLKRRLN V WKSKKRSL 
HSWRKFARHKRY*PLTLRQSLY 
TAIAAEIKNPERVAGLHFFNPAP 
VMK.LVEVVSGLATAAEVVEQL 
CELTLSWGKQPVRCHSTPGF1V 
NRVARPYYSEAWRALEEQVAA 
PEVIDAALRDGAGFPMGPLELT 
GPDWAGPPFCCHLFGV 


5033 


35401 


A 


5074 


145 


1038 


SILRLRQKRKQLTAYDFADNCD 
KALY*RNHRLIREILALVCAHD 
RQK.1C/YLPSLAGFL*LKNEINRL 
S V RG W/SRRRSFSVR*/PFTNTD 
RARSHFYQFVI1DELQSLFQSHA 
DRRNQNNGFVSTGSTHVGQFL 
TGQAVYSQVVRAAMNTDNLTF 
VN FCTVTEEQLTAILQTEQRER 
DRFTLTVRDQYAVLTLTHFTRT 
YVVVVAEGGVQQTSTGSHGHE 
LRTEANQTTAWDHVVETYAAF 
TV WIH VFQ V A LTF AQRLH Y RT 
LMLFFNVQSHVFIRLLFTTVDFT 
EDNFRTGYRQFETFTTH 
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SF.Q ID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


5034 


35402 


A 


5075 


39 


4329 


YAPATFSAATQPTPK.KINNPVP 
RNSAMHWQTRIQAQANGYWL 
EREQWLAVGEQWFWRMEWSG 
PHRAA AG RLCH HHGNDAT WH 
RG*FHLCFRPCV**RIEQPQEGY 
AIIMETTPPGTGVNFIFVSDPAF 
DKGYAFDFFCLEPMSHAPDDH 
HRPEGGDLIALAPGESTTSEMS 
LRVPVANCAVTTASLDSYYGE 
AMAIGERAPVALLDFAASARL 
AVGEALTNIAATQIGDIKRIKLS 
ANWMAAAGHPGEDAGLYEA 


5035 


35403 


A 


5076 


1 


625 


MRASGTDEAVVLVPPIRMTLEQ 
ALEFIDDDELVEGAAAAFEALE 
M M G SG RDREI \R Y G EG S P\ WFDI 
\VLPCGGG1TLTLHKLR\SAQPLL 
\AVLNRLEQK-KPVGLRYDPQAQ 
SLVCLPTQTRTGWNLNGFEASI 
THRALRTSRYDGQYYCQGPRT 
LT1RRTVIMTGSSDPHDTTDSNN 
DRVLGPSRYDGQYYCQGPRTL 
TIRRTVFMTGS 


5036 


35404 


A 


5077 




516 


ATLSCEVVLENLAASPVVTTLE 
YTLFDGERWVHSSAIDHLAIEK 
LTSASLAFTVEQPQQWSAESPY 
LYHLVMTLKDANGNVLEVVPQ 
RVGFRDIKVRDGLFWINNRYV 
MLHGVNRHDNDHRKRRGVGM 
DRVEKDLQLMKQHNINSVRNA 
HYRKRRNKEVRTKKK1ESIEEK 


5037 


35405 


A 


5078 


3 


678 


ASYYCTRMDLELVAVCDSRLS 
QRQ ALAEK YGN A S V WDDPQA 
MLLAVKPDVVSVCSPNRFHYE 
HTLMALEAGCHVI\QAREM/CD 
TARKLGKVLAYDFHHRFALDT 
QQL REQ VTNG VLGEI YVTTAR 
ALRRCGVPGWGVFTNKELQGG 
GPLIDIGIHMLDAA\MYVLGFPR 
/SVEDSLCGTIELHSGCILWLETS 
FALNIREHAIMNIRFCGDKAGA 
SVFPAHIYTATQR 


5038 


35406 


A 


5079 


2 


294 


YSFMV/PIFGGRRWTVFSTAILI/I 
PCVWLGIAVQNPNT/PFGIFIVIA 
LLCGFAGAN/FASSMGNISFFFP 

IVArVl^O A\r V r Ar/IAJ V 1NO V rl^A 

DGSVMSLAMPH 


5039 


35407 


A 


5080 


1 


834 




5040 


35408 


A 


5081 


2 


135 


QYASALVSTAIALLLV\CLAFLY 
PAAN\SE1HL\GVLSIFWGDPDG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5041 


35409 


A 


5082 


1 


324 


MQGGYNIHPLIDALDDAKLAPI 
AAKALSHTLLMFDNFYDVEEK 
AKRGNEYA\QVMQSWAD/AEW 
FLNRPALAEK.LTVTVFKVTGET 
NTDDLSPAPDAWSRPDIPLHAL 
GC 


5042 


35410 


A 


5083 




866 


MGLAQAKLLIEAPVNGGRNYN 
GPKVAKFLVGGASLNDVYLHQ 
HDKYRYDRYHLIRNREKTHMM 
PEWVTQNIMNGRGVNRLDDVN 
RPKSPE I KN DI RLFRQELRDA A Y 
HFQGDADNDQLSVTPLVGLGK. 
SSLLIKYTIFHRMRWAEQNLSICS 
SSFNRPAIFVRNIIQLLREGKKV 
EITVGDKHENDFYIPEDEPFICIIG 
ALPYLYEFNLRRFLSRLQYYVN 
TDQLVVRVW\KEDDN\TYHL\K 
GWWGDDKWMVITG\NKLDPR 
AWRLDLENAILIHDPQLELAPQ 
REKELE 


5043 


35411 


A 


5084 




3483 


VMFFFLPGLLMASWATRTPA1R 
DILSVSIAEMGGVLFGLS1GSMS 
GIL/SLGVVSETLWDT*C/HSWS 
RCPAH*SG**Y*/VLALWLTSPL 
LFAVGLGVFGASFGSAEVAINV 
EGAAGEREMNKTGLPMMHGF 
YSLGTLAGAGVGMALTAFGVP 
ATVH1LLAALVAQIAAWYKAL 
QEQIPDFIPRAPQRQM1ADVAK 
TLAGEEGRHLA1EAPTGVGKTL 
SYL1PGIAIAREEQKTLVVSTAN 
VALQDQIYSKDLP 


5044 


35412 


A 


5085 


1 


848 


MLVGKVVVSEGASFRTHGAVD 
TSKAYVSLENSGWTIIADITTTN 
QNTLLNLANLAMSDANVIMMD 
EPVTRSSVTASAENFITLTTNTL 
SGNGNFYMRTDMANHQSDQL 
NVTGQATAGDSLTLVTTGGGD 
AAFTLGNAGRVFDIGTYEYTLL 
DNGNHSWSLAENRAQITPSTTD 
VLNMAAAQPLVFDAELDTVRE 
RL\GSVKGVSYDTAMWSSA1NT 

KINIMV i 1 UAULKAV^AIrv I Vrirlrv 

QNRLIHFSLNGSTFNVYRHFRR 
TKTCPKDAETNGKEQGRCQPE 
CQT 


5045 


35413 


B 


5086 


75 


1777 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5046 


35414 


A 


5087 




860 


MKAPGLPADQQFFADLFSGLV 

LNPQLLGRVWFASQPASLPVGS 

LCIDFPRLDIVLRGEYGNLLEAK. 

QQRLVEGEMLFIPARAANLPVN 

NKPVMLLSL VFA PTWLG LSFY 

DSRTTSLLHPARQIQLP\SLQRG 

EGEAMLSVALTLFSRSPLEQNIIQ 

PLVLSLLHLCGSVVNMPPGNSQ 

PRGDFLYHS1CTWVQDNYAQP 

LTRESVAQFFNITPNHLSKLFAQ 

HGTMRFIEYVRWVRMAKARMI 

LQKYHLSIHEVAQRCGFPDSDY 

FCRVFRRQFGLTPGEYSARFQG 


5047 


35415 


C 


5088 


86 


601 




5048 


35416 


A 


5089 




870 




5049 


35417 


A 


5090 


305 


625 


VAPGDRHAFPLAPSGLSPELTLP 
QTQCCAQATVQG LEGTRS WSQ 
SGTSSLSPWSHTSLRRRRK.EEG 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEE/EEEGEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEAKTQ 


5050 


35418 


B 


5091 


1 


552 
















LTLN SH M A PAL1P1LAMSA PM T 

PMK.N/LSQVHAQGLV1RDLPLIA 

SNFRNTEDLSSYLKRHN1VAIA 

D1DTRKHAACAVPNTLVARGL 

RKHLKRVAAPQHWIAG 



597 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5052 


35420 


A 


5093 


2 


1902 


LKYPMK.RVGKRGEGKFERISW 
DEALDTISDNLRRILKDYGNEA 
VHVLYGTGVDGGNITNSNVPY 
RLMNSCGGFLSRYGSYSTAQIS 
AAMSYMFGANDGNSPDDIANT 
KLVVMFGNNPAETRMSGGGVT 
YYVEQARERSNARM1VIDPRYN 
DTAAGREDEWLPIRPGTDGAL 
ACA1AWVLITENMVDQPFLDK 
YCVGYDEKTLPANAPRNAHYK 
AYILGEGPDGIAKTPEWAAK1T 
SIPAEKIIQLAREIGSAK.PAYICQ 
GWGPQRHSNGEQTSRA1AMLS 
VLTGNVGINGGNSGVREGATG 
SAVGEVVFNTSMTGYQEILTD\ 
LPI\PSNRYS\SYP\ILAMSAPMTP 
MKN/LSQVHAQGLVIRDLPLIAS 
\NFRNTEDLSSYLKRHNIVAIA\ 
DIDTRKLTRLLREKGAQNGCIIA 
GDNPDAALALEKARAFPGLNG 
MDLAKEVTTAEAYSWTQGSW 
TLTGGLPEAKKEDELPFHVVAY 
DFGAKRNILRMLVDRGCRLTIV 
PAQTSAEDVLKMNPDG1FLSNG 
PGDPAPCDYAITA1QKFLETDVP 
VFG1CLGHQLLALASDVEKNVV 
M ITAQN H G F A VDE ATLPANLR 
VTHKS\LFDRYVTGHSSHR*TG\ 
FSFQRHPEASPGPHDA\AP\LFD 


5053 


35421 


A 


5094 


8 


456 




5054 


35422 


A 


5095 


377 


1228 


KQARGRLCPAKPQGWSCPRPW 
QPTFC/GQCDLKVRPGV1GDHF 
GALKFDCPTGFRTCLGRITPLFL 
PSSP1WNGCIFPIPVPGGDCGEG 
VQIRSLSCMVHSGSISHAAGRV 
EDALCGEMPFQDS1LKQLCSVP 
CPGDCHLTEWSEWSTCELTCID 
GRSFETVGRQSRSRTFIIQSFEN 
QDSCPQQVLETRPCTGGCSPQA 

Kr A AlKl^L 1 r ALKArr o Y U 1 l^uU 

VCGCEKGYTEIMKSNGFLDYC 
MK.VPGSEDKKADVKNLSGKNR 
PVNSKIHDIFKGWSLQPLDP 


5055 


35423 


A 


5096 


1 


519 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5056 


35424 


A 


5097 


1 


743 


MCPAIDAVLVYVNRKWTNLSD 

PMPVGQMGTVKYVLMSAPATT 

ASYIQLDFSPVVQQQKGKTIKL 

ADAGEALTFP/RGVMPKA/PPQL 

L VPATFLSA EL ALLQKSFHVNI 

QDTMIGELPPQTTKTLARFIPEV 

AVAYPKSKPLTTQIKIKKPPKV 

AMKTGKSLLHLHSTLEMFAAR 

WRRKAPMSLFLLEEHFNLKGQ 

HSLHENQLQMATSLDRRGN/YT 

GFITSYLEEAYIPVVNDVLQVG 

LPLPDFLAMNY 


5057 


35425 


A 


5098 


2327 


3435 


KTTTLEDNLGNTIQDIGPGKDF 
MMK1PKANATKIKIDEWDL1KL 
KSFCTAKATTKRVNKQDESLRS 
HYE*WGMLTDCVVMRDPNTK 
RSRGCGFVTYATVEEVDAATN 
ARPHKVDGKVVEPKRTVSRED 
SQRPGAHLTVKKIFVGGIKEDT 
EGFAFVTFDDHDSVDKIVIPKY 
HTVNGHNCEVRKALSKQEMAS 
ASSSQRGRSGRGGGFGGNENFG 
CGGNFSGHGGFGGSHDGGGYG 
GSGDGYNGFGNDGGYPGGGPG 
YSGGSRGYGSGGQGCGNQDSG 
YGRSGSYDSCNKGGRGGFGSG 
SGSNFGGGGSYNDFGNYNNQY 
SNFGPMKGGNF/GGRRSGP*GD 
GGQYFAKPPNHSGYGGSSSSSS 


5058 


35426 


A 


5099 


1 


636 


MRDPNTKRSRGFGFVTCATVE 
EVDAAMNARPCKVVGRTVEPK 
RAVSREDSQRPEDTEELHLRDY 
FEQYGKIEVIEIMTDQGSGKKR 
GFAFVTFDNHDSMDKTVIQKY 
HTVNGHNCEARKALSKQEMAR 
ASSSQRGRSGSGNFGGGRGGGF 
GGNDNFGRGGNFSGHGGFGGS 
HGGGGYGG/SGDGYNGFGNDG 
GGGSYNDFVNYNNQSSHFGPM 


5059 


35427 


A 


5100 


1 


3622 


MTGICYTEDERSYKKNAQPTA 
ASKKQKETQKFCLRVDGQQKV 
KLSVLQEKSAQLTVQLKSQKFL 
G HPTAGRGRSELCLDLPDPPED 
PVALETRSVGTWVRERDLGMP 
DGEAALAAKVAVLETQLKKAL 
QELQAAQARQADPQPQAWPPP 
DSP VR VDTV R VV EG PRE V E V V 
ASTAAGAPAQRAQSLEPYGTG 
LRALAMPGRPESPPVFRSQEVV 
ETMC P V PA A ATSN VHM V K K I SI 
TERSCDGAAEMKWEDQNIGD 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5060 


35428 


A 


5101 


1 


782 


MRRRLQLDSLLHPPSCFSSTLK 
CGKAAAAACDSSDQIQERLQT 
GHLPCEASHTICPPNHHSQSTLR 
PPLPPP\HNHTLSHHHSSANSLN 
RNSLTNRRSQIHAPAPAPNDLA 
TTPESVQLQDSWVLNSNVPLET 
RFWCCQRFLVFPGLQLQHLTLS 
LPVWSHGALPVSLCIF TWLSSH 
KDTSHFGLRVHLLSLPLEAKYS 
FYPGCPVLEPAPNPLKGPWCLW 
GVGTFRRYCTTFLFNESEPKDL 
VGEKFKSDRLCREAHLQE 


5061 


35429 


A 


5102 




1864 




5062 


35430 


B 


5103 




525 




5063 


35431 


A 


5104 


2 


351 


RPA V G AEKSNPS K.RH RDRLANA 
E\LDHLASLLPFPPDIISKLDKLS 
VLRLSVSYLRVKSFFQVKRQRR 
EIHGRNCQKKRNQNLKDRGWQ 
WQMPKMWMTTRANEGPCRSG 
GPEHWTPRP 


5064 


35432 


A 


5105 


1 


375 


RPLQKQRPAVGAEKSNPSKRHR 

DRLNAELDHLVASLLPFPPDIISK 

LDKLSVLRLSVSYLGVKSFFQG 

QGLAVADAEDVDDHTGERRP 

MSFRRPRALDTQALRRTQFGLH 

LLMVNIAGLIATDRL 


5065 


35433 


A 


5106 


407 


910 


NVTPAHYDEQQNFFAQ1KGY1R 
C1LFPPDQFECLYPYPVH H PC YR 
QSQV*LDNPDYERFPNFQNVVG 
YETVVGPG DVLY1PMYWWHH1 
ESLLNGGITITVNFWYKGAPTP 
KR1EYPLKAHNKVAIMKNIEKM 
LGEALGNPQEVGPLLNTMIKGP 
IQLACQGSRPPAR 


5066 


35434 


A 


5107 


237 


908 


HEKPGRQRETRSQNHHHHHHH 
HHHHQEK1RIQTFTERP*EDTER 
SDCPQ AKKRSPRRNQPC* HLDF 
ELPAARAATQPVNSGARAGRA 
GATVPRHTATLLLLHQRRDYA 
GGSLCDIDRAPDAKQGGKS*ES 
ETDSRFWKGTVC*DHTAGWVH 
GRPTTPHHSSPDSRNGGFQLHQ 
Q1ALAAGWREGASRPKQEPLQP 
GPEQGQRRGRREPVQGKAPSG 
HQSWPAE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5067 


35435 


A 


5108 


57 


873 


SGLCTAAFHHQMEVVHT*SVSS 
RS* R\PTTPV 1 AQW AH EQSGHG 
GRHGGYAWTQQHGLPLTKAD 
LAMATAECPICQQQKPTLSPRY 
GT1PQGDQPATWWQVDYIGPL 
ASRKGQRYGFAYLARNVSAKT 
TIHGLMECLIHHHGIPHIIASDQ 
GTHFVAKEVRQWAHAHGIHW 
FHHVAYHPEAGGLTEWWNGL 
LKSQLQRQLGDNTLQDWGKVP 
QKAMYALIQCPIYGIVSPIARIH 
RSRNQGVKVEMAPFTITPSDPL 
AKCLLPVLVTLRSAGL 


5068 


35436 


A 


5109 


1 


311 


Q1TMQPELPIMNWVLSVPSSHK 

MGHAQQH\QEVAQMPRVSTPA 

TLPSLPQPALMAPWTVPYDQL 

MEEEKARARYAGT1QKWTAAA 

LQPLSRTSLKDSGEGTSK.W 


5069 


35437 


A 


5110 


3 


591 


DPADPMVLEVSEADRDAWPIS 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

G HQVTMRPELPIINCVLSDPCSH 

KVGHAQQHS11KWRWYIHDWA 

EGTSK1.HEEVAQ1PMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RA WFTDG SA R H AG ATQK WTA 

VALQPLSGTSLQDSSEEKSSQW 


5070 


35438 


A 


5111 


1 


582 




5071 


35439 


A 


5112 




635 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5072 


35440 


A 


5113 


2 


1538 


FFPIGFWRQHIPRLSVLLQHIY* 

VT*KAASFEWGPKQEKAL*QV 

QAVVQVALPLGPYDPADPMLL 

EVSVADKDAGCSLWQAPIGES 

QWRSLGFRSKALPSSADNYSSF 

ERQLLACYWALVETECLTLGH 

QVTI*PELPIMNWVLSDPSSHKV 

GHEQQHSIIKWRWY1CDWAVV 

GRESTTNGLAGWSETWKKHH 

WEMGEKQIWGRSMWMELSEW 

SKTVKIFVSYVSAHQCVTSTEE 

DFNNQWDGMTCSVDTTHPLSL 

TTSVIAKWAHEQSDHGGRYGG 

YAGAQQHGLPLTKADLAMTTA 

ECP1CQQQRPSLSPQYGTISQGD 

QPATWWQVDYIGPLPSWKGQR 

FVLTVIDTYSGYGFAYPEHNTS 

AKTTVNGPMECL1HRHGIPHGI 

ASDQGTRFTAKEVWQWAHAH 

GIHWFYYVPHHPEAAGL1GWW 

NGLLKSQLQCQLGDNTLQGWG 

KVLQKAVCALNQHPIYGTVSP 

VAR1HGSRNQGVEVEVAPFIITS 

SDRLAKFLLPVSSTSCSAGL 


5073 


35441 


A 


5114 


488 


966 


ILVGSKGQSVCPGPSSSGTRGSS 
SPGVAVSNKAAATVGPQ*VTQ 
QEGGPGSRQRTRAGSPELVPAG 
PSAVEGEEGSWTPGGPQVPRKR 
SAAPSRQR*HWLRCTPA*QRRG 
DWPRAAGRCHAARPPAAGSRA 
PTKISARPTRISRLGPRAASKAQ 


5074 


35442 


A 


5115 


197 


421 


KLKATMNSFHKS*SCALVSTRP 
CSPRGDPRATLTTIPALVEPPCG 
TQDPKM A A E APQRPG KRLGRN 
LLTRRRPT 


5075 


35443 


A 


5116 




5649 


LLEKLRQRIHDKAVALERAIDE 
KFSALEEKEKLELRQLRLAVRER 
DHDLERLRDVLSSNEATMQSM 
ESLLRAKGLEVEQLSTTCQNLQ 
WLKEEM ETKFSR WQKEQESIIQ 
QLQTSLHDRNKEVEDLSATLLC 
KLGPGQSEIAEELCQRLQRKER 
MLQDLLSDRNKQVLEHEMEIQ 
GLLQSVSTREQESQAAAEKLVQ 
ALMERNSELQALRQYLGGRDS 
LMSQAPISNQQAEVTPTGRLGK 
QTDQGSMQIPSRDDST 


5076 


35444 


A 


5117 


2 


157 


YLGRHLCLFSEHEEHSSRKEMV 
LVEGLCSEQGRRG*TLASSSER 
KPLENER 
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SEQ ID 


SEQ ID NO: 
or peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5077 


35445 


A 


5118 


248 


621 


TDEPSLLSHTFCPKGALLSACSG 
ACPLSSGTQAGMPPSTEALQPC 
RGLTVPHQ/LG*RPQGMLWWK 
ALAADWSVEWQKGRRGLGKA 
LSVTSRTGRLLCR*GSAEAAAS 
PLAASPRRSSRALGAGIP 


5078 


35446 


A 


5119 


2 


157 


YLGRHLCLFSEHEEHSSRKEMV 
LVEGLCSEQGRRG*TLASSSER 
KPLENER 


5079 


35447 


B 


5120 


125 


994 




5080 


35448 


A 


5121 


1 


550 


RRYRPRRVQDPGGPAEAERGPP 
RRLLNARVHVCRAEASERAPGP 
CGRVSAHVERARDPRLE*QLED 
KAAPRQDFTQQLRGPEKQHRM 
VWQEKEDMHKQLVEASETLKS 
QAKELKDAHQQQKLALQEFLE 
LNELMAELYSQKQKVWDKEEE 
MEVAMQKADMMWQEI*RSK.K 
LRKRMLFSQMRWL 


5081 


35449 


A 


5122 


135 


638 


GSFPGPAPLGQTLVTLGLAWQS 

SGWILRGWLVPPRAKCSPRGQ 

ALA1CLSLRGLGARSTWAETRP 

QGPRGSLASLCPAHMDLSIWKT 

GDGGPRSAFSKVHQGSLNTFG 

VDTAARRLSQARTAPSPSV\SAP 

SSA A APASAG PPPAPG APPTPA 

QALRPAPPSPRPAER 


5082 


35450 


A 


5123 


193 


610 


VGELLPFRFKISLRPFLALCLSSL 
GPCRQPHSGSVPA*NPLLGPRA 
KSSPHSGCGLAPFAIPELLRRLP 
LEGSAHCPAPEGAASPPTSWDS 
ADPPCRETS1FAPPRVVLTPGPS 
APQASPSQPLLFLTPRWDRLPES 
VL 


5083 


35451 


A 


5124 


2446 


2630 


VGFFFFFWWGERGTGSYSVTQ 
ARVQ*YDLGSLQLLPPSFK.GFS 
CLSLPGSWYYRHGPPRLG 


5084 


35452 


A 


5125 


3 


710 


EDG D WDQRRGGE AG DQDQRR 
GGEDEDQDQRRGGEDGNRDQ 
KRDGENGDWDWKREDENK.DQ 
DEKREGEDGNQDQRRGGEDGD 
QDQRRGGEDGNQDQRRGGKD 
GDQDQGRGGEDGDQDQGREG 
EDGDQEQRRRGEDGE* DQRRG 
GEDGGQDQKRGGEDGNQDWS 
REG EDRD* H WRRGG E VG E * DQ 
RRGGEDGE*GQRRGSEDGDWD 
RSRGGEDGDQDQRSVGHLCHS 
QGPPASGCVS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5085 


35453 


A 


5126 


506 


882 


RCSGQGGFDGNKGTKALPTISA 
DTTRCWRTLRVTQMTCRFRRF 
KAFFIGIMSCGRTGR1LFPPCSS 
MSWIPCRAKNS*GNVISQSPSK 
NR/WQIMMVIQLLNFYLPGDFV 
SFRIMLK.GNWEVTRTRG 


5086 


35454 


A 


5127 


107 


1327 


ERRKRAVGGFDLVLGEQPSDK1 

FR*VIV*GLALWLPLSKSFVIPP 

AELAINPSAKCKTDMTVMEDA 

VEVR*VWLQD*GLDSLEVLLDS 

FGPVRDCSKDNGGCSKNFRCIS 

DRICLDSTGCVVGLPCKLVVDS 

SGCYDRHIGVDCSDGFNGGCE 

QLCLQQMAPFPDDPTLYNILMF 

CG * V ELP ARPLDGRSCQ L ITETC 

PEG SDCGESRELPMNQTLFGEM 

FFGYNNHSKEVAAGQVLKGTF 

R*TSYT*N*YQQLPDGLVVATV 

PLENQCLEEISEPTPDPDFLTGE 

CAFSTLFGYPVLQHWKVRSVM 

YHIKLNQVA1SQGEHCCRLSCD 

GATSRADFVALLDQFGNHYIQE 

A1YGFEESCSIWYPNKQVQRRL 

w/i cvcnicir,r\t/u a pu/hii ctc 
WLt i cUlaNUtwnAL wyiLs 1 r 

PWIVISLHNCLP 


5087 


35455 


A 


5128 


3 


23 


FYSAFLVADKVIVTSKHNNDTQ 
H1WESDSNEFSVIADPRGNTLG 
RGTT1T*VSIPPSL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


5088 


35456 


A 


5129 


1 


2462 


MRALWVLGLCCVLLTFGSVRA 

DDEVDVDGTVEEDLGKSREGS 

RTDDEVVQREEEAIQLDGLNAS 

QIRELREKSEKFAFQAEVNRM 

MKLIIHSLL*NKGIFLERLISNSS 

CVALDRLSLISLTDENALSVNE* 

LTVNMKCDKEKNLLHVQHTGV 

GMT\R£ELVKN\LGT1AQIWDQ 

ASFLNKMP*SHRKMGPVNLPEL 

IGPVWVSGFLFPPSLVADKVIVT 

SKHKQPIPQH1WGVWTPNGIFL 

*LLDPRGKHS*DRGNRQFTLCP 

♦KEEASDLPWNLDTIKNLRQKN 

IHSF1KLFLIYVW\SSK.TETV*GA 

PWGEEEAAKEEKEESDDEAAW 

EEEEEEKKPKTKKVEKTVWDW 

ELMND1KPIWQRPSKEVEEDEY 

KAFYKSFSKESDDPMAYIHFTA 

EGEVTFKSILFVPTSAPRGLFDE 

YGSKKSDYIKLYVRRVFITDDF 

HDMMPKYLNFVKGVVDSDDL 

PLNVSRETLQQHKLLKVIRK.KL 

VRKTLDMIKKIADDKYNDTFW 

KEFGTNIKLGVIEDHSNRTRLA 

KLLRFQSSHHPTDITSLDQYVE 

RMKEKQDKIYFMAGSSRKEAE 

SSPFVERLLKKGYEVIYLTEPVD 

pvtihai pppnrik'PTTOTvivAk'pr: 

C I dl^AL-r Cr UUlSJvr^lN VANCU 

VKFDESEKTKESREAVEKEFEP 
LLN WMKDKA LKDK1 EKAVVSQ 
RLTESPCALVASQYGWSGNME 
RIMKAQAYQTGKD1STNYYAS 


5089 


35457 










RWGLAMFPSLDNKSETLSQKK 
KKKDLCPH1SFEMDLTTADAR 
WVQDAATRLLATTRCPPNSRG 
SR**ISWRAGCCPGGWAGPHW 
GHDGCL*PSCVSSS 


5090 


35458 


A 


5131 


3 


477 


GRLPRHRGGEPGAAQPAGRQP 
RGGAAATAAGAPRAGGGAAA 
GNARRCREAAARDPHHGEGSG 
PEPSQCEGAAHQRAGRAQGD* 
GGSGATGEGGRRGHDSHNPLG 
RVRGSTLPPS**N*VGL*VPSWP 
QCGPAHPPGQHPALQEIHQRLP 
LESGGHRVV 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ll>NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5091 


35459 


A 


5132 




446 


RTGSWGWSASQQRHRKDRGL 
DSAGSGWVSHILPVPAPPPADA 
RPSASRWRRQGSHPLPGRTECP 
SVQPLCLPPPAGHHRNHSIASPS 
QTPPPRSLPGSQDKSLFLPRDRR 
TGEGEGHMN*APLSAPGTSCRS 
GGSTSWLPEILGPTQ 


5092 


35460 


A 


5133 


352 


588 


DIFKVGGCFLFK.RLRCQQRFFL 
L1FSSSTQSA*RVSNGPYH*EIK 
MAVYYGELRKNGLIQESCDN1Q 
PRQGSFNMDSMQ 


5093 


35461 


C 


5134 


13 


144 




5094 


35462 


A 


5135 


587 


1078 


LSQRFPLSSRJKLQRLSLQNG1P 
Q1KELDYLFRTNSNQINFNLLSH 
RVRARPPAPPGRPNPSPGPDRPP 
EPPARAGSSRRGPGEPPRRQPQ 
RRFRRRGPDRPGRLSRGL*RRR 
ARPASPQPRQHHSRGPAGRPGV 
APRRPAGLAAAAERLTARGAA 
ASPAIPRA 


5095 


35463 


A 


5136 


44 


455 


HLRNRTR/PSQITPH1YNHLIFDK 
/PLFN1WWWENWLAICRKLKLD 
PFLTPYTKINSRW1KD*NIRPKSI 
KNLEENLGNTIQHLG/IGKDFM 
TKTPKAMATKAKID1WDLIKLK 
SFCTAKET11RVNRLPT*WEKIF 
A1YP 


5096 


35464 


A 


5137 


101 


861 


LIGYQPKMSRTRRIHSR1LPERIK 

YLGSQL1RDVKDLLKENYKPLL 

NE1KEDTNKWKN1PCSWIGR1SI 

V KM A I L/PQAICG KL KLDPFLTP 

YTK1MSRWIKDLNVGPTTIKTLE 

ENLGNT1QAIGMGEDFMTKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTI R VNRQPTE WENIFTI YP 

SDKGLISRIYKELNQIYKKKYTR 

NP1KK*VRDMNRHFSKEDIYAA 

HRHMKKCSSLLDIREMQ1KTTM 

RYHLTP1 














LKSFCMAK.ETTIRVNR*PTEWE 
N1FAIYPSEKGLIYRIYNEATNK 
DLVRRSGPLKTPKKKSQLTVLN 
LVTFKRTPALSEEKESAQVLWQ 
FKKPECVLTSKRVH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5098 


35466 


A 


5139 




1278 


MNIDAKILNKILANRIQQH1KK.L 
IHHDQVGFIPEMQGWVNICKSI 
NI1QHINRTKDKNHMIIS1DAEK 
AFDKIQQRFMLKTLN KLG I DGT 
YLKIIRAI YDKPTAN 1 1 LNGQKL 
EAFPLKTGTRQGCPLSPLLFNIV 
LEVLARAIMQEKEIKGIQLGK.E 

T7\/VI CT T7 A nr»\4I\/VI C\TDT\/C A 

c, VKLoLrAUUMI V YL,ciNrlvoA 

RNLLKL1SNFSKVSGYKINVQK. 
SQTFLHTNNRQRESQIMSELPFT 
IASKRIKYLE1QLTRDVKDLFKE 
NYKPLLN 


5099 


35467 


A 


5140 


1 


430 


GGVFFLRTPTDCCGMLQGAAG 
STGFYASEARPRGPACSLDRGS 
SSLLSWGLHQDPLFPAAKQHRR 
EAGRADQNSPRPRLSTG*QTPT 
L*RRPAAATGRRRAQPPRATSV 
SAPASPPCPRARPPHHARPPRVL 
ACQP*ATAPGP 


5100 


35468 




514] 


i 


— 




5101 


35469 


— 
A 


5142 


3 


1336 


















5103 


35471 


A 


5144 




1368 




5104 


35472 


B 


5145 




838 




5105 


35473 


A 


5146 




962 




5106 


35474 


A 


5147 


19 


87 




5107 


35475 


A 


5148 


41 


831 


GLQNPKHQSSQLVDLKMKKSL 
LQCMFQYLIVLQ*YLK*YLGTQ 
LTRDVKDLFKENYKPLLKEIKE 
DTNKWKN 1 PCS WIG RJM VKM A 
ILPKDPTTAQLSPRG STAQKGH 
WRPCPLPPRGVPRSPRGPTSHP 
HHDPCPGGAPVRNTGSERWQR 
K.LRSGPKSDWAGRAQAPSLGE 
GGAK.NGKSHPGSHRAFSLPRAP 
RRLGPGSQPGRFRGFLKQARGR 
AGEGHSAILLAPESPNAQVSNV 
TSATYRSNLSGLPRPCSVVLLG 
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SEQID 

NO: 


SEQIDNO: 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 


location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5108 


35476 


A 


5149 




2233 


M KA El KTF F ETNEN KDTT YQN L 

WDAFKAVCRGKFTALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QK.ALQKINESRSWCFEKIHKID 

RPLARLIKKKREKNQIDAIKND 

KGDITTDPTEIQTT1REYYKHLY 

ANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITGSEIVAIINSL 

PTKNSPGPDGFTAEFYQRYKEE 

LRIKYLGIQLTRDVKDL\FKENY 

KPLLNEIKAEDTNKWKNIPCSW 

VGRINIVKMAILAQGNL*IYKFN 

A 1 SIKLPFTFFIGL/EKN LTFKFIW 

\NQK.RS\R1AKSILSQKNKAG\GI 

TLPDFQT1TYKATVTKTA\WYW 

YQNRDIDQWNRTEPSEITPHIYT 

IL1\F\DKPEKNKHGGKASL\FIK 

W\CWVENWLA\1CRKLKLDPFLT 

PYTTINSRWIKDLNLRCQIIKTL 

EENLDNTIQDTDIGKDFMTKTP 

KAMATKAKIDKWDLIKLKSFC 

TAK.ETTIRVNRQPIEREKIFAIYP 

SDKGLISKIYKELKQ1YKKKNK 

QPHQKVGEGYEQILLKRRHLCS 

QQTH ESMAHHH WPCREMQINT 

TMRYHLTPVRMAIIKKSGNNRC 

u/T?nrnpir,Ti i urwwnrvi \/ 

WKULutlU 1 LLrIC W VvfLKLV 

QPL WKS V WRFLRDLELE1PFDP 
AIPLLGIYPMDYKSCCYKDTCT 
RMFIAALFTIAKTWNQPK.CPTM 
IDW1KKMWHIYTMEYYAA1K1D 


5109 


35477 


A 


5150 


1390 


3491 


DLLTRTACAVPGWGCSSRATC 
QARGWRLLSSPPHPSGVQPLLC 
HLPYPPSPFSLLSNLTPFLRAFPR 
SLETS*KWART/WPGAVAHAC 

INrooLULiKOK W 1 1 LiKbrtliNL 

TNMEKPCLY 


5110 


35478 


A 


5151 


310 


445 


YLTK1WPGAVAHTCNPSTLGGR 
GGWIT*GQEFETSLANMVKPHL 
Y 


511 1 


35479 


A 


5152 


44 


1132 


PQVIHPPRAPKLLELQEPPRWIH 
DLNQDTPSALCQH*RTC*HRAE 
GVSWFKSWIHLGGSCNSSSLGA 

rvOvjWll Ov^nrc i 1 tNtvlAKr rl 


5112 


35480 


C 


5153 


183 


323 




5113 


35481 


B 


5154 


504 


2474 




5114 


35482 


C 


5155 


66 


269 




5115 


35483 


B 


5156 


2414 


3096 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5116 


35484 


A 


5157 


9 


239 


HHHYCQHHHHHHHHHHHHHH 
LPAPCRNLRV*PVCFRYKLWFH 
YGKQHLLFLDFLLSHSEWCEM 
VSHCGFDLHFSDD 


51 17 


35485 


A 


5158 




387 


TDTK.PLSCSSCPPRGKKPVSHR 

U\J KK WuKKLiVUDru 1 CALWo 

AG ALQF* KPRSRGGRTSKMTSG 
PSAEKGGG*AGRKPGRRHFGRR 
VLRHSCVLPVARELWGRHGPC 
GWRQKNVPWKWSELLPVVAP 


5118 


35486 


A 


5159 


1 


277 


M PPPPPPSESPGPGPVGS RLPPG 
PAVTGNEKELRGNP*VGLAPPR 
PRFRASRREGVTGKVHRPNRLQ 
LRAPPKG*SDQRGQNVPPSEAK 


5119 


35487 


A 


5160 


1 


3285 




5120 


35488 


A 


5161 


3 


194 


IPLSLQSKEVGQQLQDDLMKVL 
NELYSVNQMGCLAL*QAEGSSI 
WQLAAIVHQQQN*TPSWGQ 














VQAPGKCHAQMPAPAAPVPLG 
RSRNPGRLASAVPVSSLLRJFLPF 
LQP1PPSD1LPLSFEAVPSSPAAE 
SGLHPCTRRRKRARPSC*VPGL 
LLSPQPMPPPHVWRKGIL 


5122 


35490 


A 


5163 


1 


794 


FRGFLDRGDCAALPCTYPHSPC 
SH*GGNCLPSLLTRPCVKA*PQ 
MSGRKSSMRRWRRQSRLTAGT 
SS*TPTSSTMC*ALVGSSTWNC 
MLQAGSTAPGAGTPGSRPTWS 
SSSTCSWTAPSGRARCACASSS 
SCAMSAARRGWTSPACWRRTS 
RAWWTTSSPACASSATASVAA 

hta OTVtfD A A PTTrrTA CCC ADD 

alAalWrAAKI luu 1 AbiaAKr 
ARRASCTGSPARSCWRRRRPPT 
PSPGRPAPPSRRTRRAQAGTSA 
LSPGACFGPRSCC*SSTCSSLSV 














KIO^vJ Vr V VMl> V tuurlN Viol V 

LEYLRDTPPVPVVVCDGSGRAS 
DILAFGHKYSEEGG*VKVFLWC 
THKWKEDPM 


5124 


35492 


A 


5165 


1 


1326 




5125 


35493 


A 


5166 


2 


337 


Y S VTMTPGKLRTLCE I D WPALE 
VGWSSEGSLDRSLV*KVLCPEL 
VPSGGFLVSLTSRMKPQTLTGS 
VKVLKDGMSGVCSFRCSDVSR 
VSSFWWVRGLAGWSTTLLRKL 


5126 


35494 


C 


5167 


339 


548 
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SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5127 


35495 


A 


5168 




413 


SQAFLPAASRRERPPEPVDPKA 
TDPRSGTRRLPPRLPCQWTTPE 

MCUTQOT XII CD A ppI/C DXI D A A T 

Q*NPSGASPRERPHARAQEDRN 
GEC*EGNGSRPDLEEEASTPRA 
SPTPSD*PLWLHPPRPLVLETPL 
LQL 


5128 


35496 


A 


5169 


3 


479 


FLHSTHIYWAHSMHELLKTAV 
VSISGQCTSLNTESGIWGGVPE 
NAR/CPPAEGTVPASLQPRDPPR 
LPGSH/ASLPSASPPSRHVTWPP 
EP/EAAGPKPS*IRCRWPPAGAT 
TKANPKESG RL VESMLPLPKSR 
SAPVTFSAFACSGLPERVHEVF 
RVGK.LR 


5129 


35497 


A 


5170 


81 


329 


QSVSSPSWFPQFPVQVQKVPCY 
QVYRGDLVV*KHVAPPPSLPSS 
FSGHVRHDCFPFAFHDDRKFPE 
ASPAMLPVSSLGPHYL 


5130 


35498 


A 


5171 


335 


467 


MPSTPTARK.PESPEALARVESIA 
CLPSPAPVPHECSPQASEETG 


5131 


35499 


A 


5172 




2424 




5132 


35500 










CLTKNTS ATR EKQ VTELHRRSK 
LQPEPAKTKALQTVI E*KDITLC 
*VKEHLY1VACWALRLHLVFLP 
TK AG I SPALMKVS YPGKPLTLK 
QLGRLV1LQEQ 


5133 


35501 


A 


5174 


44 


286 


GVQNGVEEL1LVRRMQKSPGP 

GEMESGSLEKEPLGTQTGPVPS 

EGTE*TQGPPRTPSLQTQGPQRT 

PSLQTQGPPNTPSL * TQG PLRTL 

SLQTQGPPNTPSLQTQGPPRTPS 

LQTQGPQRTPSLQTQGPPNTPS 


5134 


35502 


A 


5175 


206 


384 


KRVFAHQADGRARSGFISSAGP 
GSQAGPGQGTG*QREDVEAAG 
QPGSTAEGVRT*SDPG 


5135 


35503 


A 


5176 


270 


818 


RNERKPSQRTAVGLGAGQLQP 
GQPGVQSEEPGPLEAGCAAGV 
LPGPAEQDREGIYSK*KRVFAH 
QADGRARSGFISSAGPGSQAGP 

U^U 1 U yKcU V cAAu^rUj I A 

EGVRT*SDPGSSHPAAAAFYEN 
IQDGEALGRCGAKRTATAAP*Q 
RG*EGF*AGPTAAEKNEEGPPP 
VFSLFNSHL 














LTSLFSAISTKAKVSPLCSARAC 
SPSPAARAALGSPGFTC*GAGV 
APTPVPVAAPAPATAPATAVAA 
AATTTVVSAAMFTRRATRAAA 
ATGAWGFVAGAPWPLQT 



610 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5137 


35505 


A 


5178 


20 


1341 


MRRCVAAPLAHRW*QKLGLPG 

CTPTVCSFLSPQPPPRARSSSAT 

LSSGAPRRAATPQPQTTPPSSVQ 

PCAATPCARGGRPAPAGVTWP 

TTRPSMA*RTS*ASTTAPRMAP 

PRSHACARSHRPETARSARTAP 

RSAITRRAFTSTRPPPTTRTVAS 

SGTHTSGLSPTASRLARCRAPG 

RSSTUT*TCRSPTRLCCPAQRPL 

PPASSPSSSRTSRSVWTRRCTRL 

RWTSSRPPSWMALRTVGTSTGP 

TA*RSLRRCQASTWRSRPSTSA 

PPSWCARWAAT*PLPSACQRK 

WSMLWRTGTARVSTSACGAAP 

STSRSTSRPSTPMLRAPVPAGW 

QPPALHPQPPRPSHTRQPWPSA 

RRSCRWRTCTTRPASSTSSPRA 

T*TSHWPPTTRWRMSRCSTPTK\ 

TNCTCMRGLGTCQAGRLRGCP 

WPPGPSWAPWSRSWPCSLCSA 


5138 


35506 


A 


5179 


47 


598 


ASGPASIVVLRQQF1KFFLDE1CS 

LEERVWCRKLCLLYILWK.EPR 

AVQAKSRCSDIRRELYRPVSLA 

GLSGDFLRAGRYSAHTVNGAW 

SAWTSWSQWA**SRGLLLALH 

NMLK.IIIAFCSLQVATRJQSTF1S 

SWHLSPSLLGSRSFSLYMSFGS 

VLCPLFISHDTSSYSTKSFQSFSC 

LGVW 


5139 


35507 


A 


5180 


236 


690 


LQNWSYLAEQCWNGGFIYLIM 
LRRFKHKAHSTYNGNSSNSSEP 

ut 1 r l Li LuUKl Ats.MjrvK 1 Kls.r 

GV1SRPPANKAPEESKGSAGCE 
VSSDPSTELENGPDPELGNGHV 
FQLENGPDSLKEVAGPHLERSE 
VDRGTEHRI PKTDA PLTTSN 


5140 


35508 


A 


5181 


2 


480 


WPFWAMVQRPSSAILCGPATLP 
PNCRGACCARCRATGALSAYP 
A1HRPATRPPAPPAPGPLTSPPPL 

CWfYMCMDriDI PC a odcd^.da a dd 
o V I^InoJN r L/rLr oAKr ur A ArK 

UADUCDCn DAI XI QAPf^CCAI 

MAKrlor jcLrAL 1 LoAKUooAL 

CTKLKVEAAA*SCSASAWNWR 
LLPRNHVDSRCQPEPDGARARD 

9^£L 


5141 — 


3~5509 


— 


5182 





153 




5142 


35510 


A 


5183 


3 


239 




5143 


3551 1 


A 


5184 


1 


394 




5144 


35512 


A 


5185 


1 


435 




5145 


35513 


B 


5186 


84 


2068 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


5146 


35514 


A 


5187 


149 


832 


DAGLSWREATRPGAPLHRPGC 
QDASTQMTRPGDPGSSALFPLP 
SP*PEREELPMSSRRSPKPELPG 
EACSRRPPTRPRPRTATRGPPLN 
GRLPRARLPVSAGAGALGGGR 
CRRRVAPRRVTPRLATRPSGVA 
PRGSG*AATTKLSLAFGVTPLA 
LTPWSRTPFRKREERPPF*YPRP 
ATPEASPAHVENFRSNQTRYTS 
AE* SGQQLERPSIAE1SAQATVE 
PRSTI 














AEAQGGAEAEGHGGGGGPAPS 
QGCPARAAGARGWQPAPSPQK 
P\TPSDTTPPP\RTQPPVTQPCHP 
VTQPPVTQPPVTQPRHPMKIPPP 
G 


5148 


35516 


A 


5189 


15 


549 


PRH KEPESQ A PG RRA PQ A A A Y 
QQAASPAR*QGGSCSRCPPG*A 
VEAAPAP*GQALGCVSQGPA*V 
GPTRSPHPTAGLSRPHGPPSVRS 
TGWSPSSRPLQAQEAPWPVAPT 
H 1 PPPLDPGQPHSCG LG AGCQP 
RAPAARAGHP*EGAGPPPPPWP 
SASAPPCASAQPVLWLRFPRET 
KT 


5149 


35517 


A 


5190 


' 


2445 




5150 


35518 


A 


5191 




708 


FSEGRNRFLNVGPTRFSTSRQTL 

MW1PDSFFSSLLSGRISTLRDET 

GA1F1DRDPAAFAP1LNFLRTKE 

LDLRGVSINVLRHEAEFYGITPL 

EKIKMEYCFSVCMYS*QVCFE 

MFLVRRLLLCEELERSSCGSVL 

FHGYLPPPGIPSRKINNTVRSAD 

SRNGLNSTEGEARGNGTQPVLS 

GTGEETVRLANT1DSKYVAND 

DWLIFQYVDEEDLMNA1KDFSS 

VTKERTTFTDTHL 














YGGTATVQRWAESRHVPFPPS 

QEQNANKICSVCQEEKDSADSY 

GEIPWWQGPERCWPVRLMLAT 

LGDYKWVLTGIGTDS*LGFTIPT 

DHANAFSAKEIPQ 



612 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5152 


35520 


A 


5193 


1 


734 


MISEVIVIQMLFLHAFSKVFSAL 
IKNNKKPLQDAQ1KWKAISGLS 
GGMRRSECNRERDQVTRTQCR 
DISQK\RGPGD*GMATSKNGAM 
A*QLGPGCQGDASTGNAEFGES 
AHAWSGGGRVPGVTGPDREEV 
GRSWQGTSCGGGTSGCGRLQ* 
DGVASRGRW/DPARPREQRAG 
VRQLAAPLGGP*SRRPWEPPGG 
SSCGRYLFAISSWSGVTVAQEG 
QRKRGSGK*RTERSGPGLGRRL 
PPLLLTV 


5153 


35521 


A 


5194 


3 


449 


EGQRSSSPATALSSSGPPSLKM 

ATSKNGAMA*QLGPGCQGDAS 

TGNAEFGESAHAWSGGGRVPG 

VTGPDREEVGRSWQGTSCGGG 

TSGCGRLQ*DGVASRGRWDRR 

DRASSGRESGSWLHHSGARSLG 

APGSRPVEAPAAGSEAKTPG 


5154 


35522 


A 


5195 


606 


841 


CTVGFALPVFY*GFSH*CSSG1L 
V*NSRFLLCLCQALVSG*CWPH 
KMS*GGFPLLLLTG1VSEGMVP 
ASLCISGRJQL 


5155 


35523 


A 


5196 


620 


930 


IPFJSFSCLIALARTSNTMLNRSG 
ERGHPCLVPVFKGNASSFCPFS 
MILAVGLS*IALIILKYVPSIPNL 
LRVFSMKGC*ILSKAFSASIEI1M 
WFLSLALF1 


5156 


35524 


C 


5197 


1 


819 




5157 


35525 


A 


5198 


591 


815 




5158 


35526 


A 


5199 


187 


387 


FFKT1CFMRVRVKRPPNRLCVS 
NMAVYFTWVQAGLHCESYPEH 
L*WSCRLPRRLGGVRL*PLEGE 


5159 


35527 


A 


5200 


1 


1 197 




5160 


35528 


A 


5201 


119 


375 


1 LD1SPLSDE* IAK.IFSHSVGCLFT 
LMVVSLAVQKLFSLIISHLSILA 
FVAIAFGVLDVK/CLVHAYVLN 
GIA*VFF*GFYGFRSNI 


5161 


35529 


B 


5202 


1 


1053 




5162 


35530 


A 


5203 


2 


157 




5163 


35531 


A 


5204 


12 


176 
















1 VLtUKbrKARWlr u U 1 

SIPIPSFWWFSSNLSHSFVCRSPP 
SSSPGGLPMCTCVSKFPWAVW 
PFSRY 


5165 


35533 


A 


5206 


61 


308 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


of peptide sequence 


*=Stop codon, /=possible nucleotide 


5166 


35534 


A 


5207 


487 


898 


DFAEVAYQLGISSGVCRTTDFH 
EPRMLLSDRSSGSFVTII\SVFLS 
FSSLKCL*SPLVHDALHQAFHP 
GKSRLRFLGSMACCMSKFTCPP 
TLSTVPSSTPFSFSCSLIKTRSAT 
LL1CLWSISLRFRLHSWSSAFRV 


5167 


35535 


A 


5208 


9 




IPQHIYPPKTKPGR1*ISE*TNNR 
L*NCGNDQ*LINQKESRTRWIH 
SR1LPK.TNREPNHE 


5168 


35536 


A 


5209 


1 


1989 




5169 


35537 


B 


5210 








5170 


35538 


A 


5211 


929 


1209 


IPFISFSCPIALARTSNTMLNRIC 
ERGHPCLVPVFKGNASSFCPFS 
M1LAVGLS*IAL1ILRYVPSILNL 
FRVFSMKGC*TLSKAFSVSIEII 


5171 


35539 


A 


5212 


242 


642 


FSLKRSFTSLVSW1PRYFILFEAI 
VNGSSLMIWLSVCLLLMYRNA 
CDFFPLILYPETLLKLLISSSSLY 
LW*NSAVNLSGPGLFLVGRLL1I 
ASISEPAIGLFRDSPSSWFSLGR 
VYVSRNLSISSRFSSLFV 


5172 


35540 


A 


5213 


747 


885 




5173 


35541 


B 


5214 


115 


1267 




5174 


35542 


A 


5215 


209 


322 




5175 


35543 


B 


5216 


1 


332 1 




5176 


35544 


A 


5217 


390 


655 


CLFPVHYPRLHAMMHQMKNP 
VLVLG1GGFILGILGV1GGPVSLF 
KGS*KLLGL1ETGKISLDHPVPG 
GTPTKMALYEHFMNTKEFG1E 


5177 


35545 


A 


5218 




221 




5178 


35546 


A 


5219 


798 


914 


FVFLWDRW*YPLYHFLLCLFDS 
SLFFSLLVLLAVYQFC 


5179 


35547 


A 


5220 


12 


460 


YLCMLHEVLVLCFSVPSGHFSF 
SLN*LF*LAVPVTFYQG\LSFLA 
QA*ASQVDFRQLCWQQEFQAS 
GS*LAGLHGSGIH*ARPLGSWL 
QLPFQESEWFCLSGVPGATVVS 
/CTF**SPF*LV*DGISLWF*FAFL 
* WPVM MSIFFMCLLA A 


5180 


35548 


A 


5221 


3 


508 


AERNGSRQGVGAGAGDHEVLQ 
LLPDKWKQKILCPVQLLRGAW 
SNYYSPDANRQP*VQGNAHLF 
AECWPHGEDSQPTVPTSQGRM 
LAGPARHLPHPHVPSPSGSLRG 
SDSEDTH*GTVAGSGCLHCLAP 
GHLHPGWPPSRVLPIPDRSVHQ 
GPGRKAPPTPPRVTPLFT 



614 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location nf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5181 


35549 


A 


5222 


584 


1052 


LRKAAASGSFVFVAPDPNTDTG 
SSQCSESESGSRGCSMGHQRSL 
QHHYHHHHHHHHQHHHHHHH 
HLDTGWRGE*SRHSAGLCPPSQ 
RRLHSCQTSPSCSPPSGHRC1*LT 
GIEAA*CHSL*PYQKDACHHFE 
EHSPPP*RPPHLPRHHLHPQPSS 


5182 


35550 


A 


5223 


1614 


2308 


LRKAAASGSFVFVAPDPNTDTG 
SSQCSESESGSRGCSMGHQRSL 
QHHYHHHHHHHHQHHHHHHH 
HLDTGWRGE*SRHSAGLCPPSQ 
RRLHSCQTSPSCSPPSGHRCI*LT 
G I EAAVWS* PLTLSKRC VSPLR 
RAQSSSVTSSTSAQASSAPPEKK 
*L*PERPYSSPHPASVADLQMC 
LPLNRITGQTNRPLHRAILLRW 
MRSCNLLTCTVLSNVSFSFSELS 
YSRNTMCRG 


5183 


35551 


A 


5224 




407 


SVGL1LPSSLQHHYHHHHHHHH 

QHHHHHHHHLHQRKLAPPLC* 

ADLPTCAPHQG1RPFGGFPQTS 

GSPGLPVYAEEQGTERLSLQGT 

GCGCQAGLLCWGPPVASTSVG 

FSLESSVSPEQVPLSPGPAGTDA 


5184 


35552 


A 


5225 


1 


1287 




5185 


35553 


A 


5226 




1315 


STMALLHSGRVLPGIAAAFHPG 

LAAAASARASSWWTHVEMGPP 

DPILGVTEAFKRDTNSKKMNLG 

VGAYRDDNGKPYVLPSVRKAE 

AQ1AAKNLDKEYLPIGGLAEFC 

KASAELALGENSEVLKSGRFVT 

VQT1SGTGALRIGASFLQRFFKF 

SRDVFLPK.PTWGNHTPIFRDAG 

MQLQGYRYYDPKTCGFDFTGA 

VEDISKIPEQSVLLLHACAHNPT 

GVDPRPEQVVKEIATVVK.KRNL 

FAFFDMAYQGFASGDGDKDA 

WAVRHF1EQGINVCLCQSYAK 

NMGLYGERVGAFTMVCKDAD 

EAKRVESQLKILIRPMYSNPPLN 

GARJAAAILNTPDLRKQWLQEV 

KGM A DRIMGH AGLQL VSNLQG 

REG\STH\N W ATH SPTKLGM FC 

FHRG*KLEQVERLIKEFS1YMTK 

DGRISVAGVTSSNVGYLAHAIH 












, , 




5187 


35555 


A 


5228 


1485 


1883 




5188 


35556 


B 


5229 


117 


641 




5189 


35557 


C 


5230 


1 


552 




5190 


35558 


B 


5231 


250 


378 
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SEQ ID 
NO: 


SEQ ID ISO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5191 


35559 


A 


5232 


3 


1117 


TPDPGQGCSEGGIVHETRPSPQP 

LCQGSCAVGCSPLGLLR*RMM 

ALGKIPPGHRGPAFLPAVESAH 

VVPGLPGLTRETLPAPLGPHRPP 

QPPQGPLSTAPPAPLVSPLGPHV 

PGLPGPPPGCPSPLPLRPCPPPS 

WLRPHRPVQPWWGT*GSGWRP 

RCRPGAAGRNPGLPRACCRGL 

CRGPH*RPGGPRPGHSGPRTSS 

WGRTMGNRPRPSASAG**PRHR 

RTSAERPGSPPQQSASRTGGRS 

PLSHPGSWWGVMGPPGLWAG 

APSMWG*GPGSRVAGGSGRRP 

TSPRPPHYPPHPPGTWPSGAQS 

GRR*QAQTPGAATEG*GGWGL 

PPKPWCPQDQFLGVQDWVLPP 

NGARVGGTWAWKRESVLVPG 


5192 


35560 


C 


5233 


229 


522 




5193 


35561 


A 


5234 




972 


MTAEYYKLKQVVTPIAAAVPD 

VVSLLEQINISLCTWYAVIDLG 

NACFYIPVHKAHQKQFAISRHG 

QQYTFTVLLQ/RRDLDLFSLPQ 

DITLWHYVDG1MLIGSSEQEVA 

STLDLLVRHLHARGWEINLTKI 

QGLATSVKFLGVQWYGACRD1 

PSKVKDKXLHLAPPTTKXEAQH 

LAASFEWGPEQKGLQQVQVAV 

QAALPLGLYDPADPMVLEVSV 

ADRDAVWSLWQAPIGESQWRP 

LGFQNKALPSADNYSPFERQLL 

ACYWALVETEATPV1TQRAHE 

QSGHGGRDGGYAWAQQHGLP 

LNKADLAVATAKCPISQQQRPI 


5194 


35562 


A 


5235 


3 


246 




5195 


35563 


A 


5236 


3 


841 




5196 


35564 


A 


5237 


1 


746 


RDLDLFSLPQDITLWHYVDGIM 
LIGSSEQEVASTLDLLVRHLHA 
RGWEINLTKIQGLATSVKFLGV 
QWYGACRD1PSKVKDKLLHLA 
PPTTKKEAQHLAASFEWGPEQ 
KGLQQVQVAVQAALPLGLYDP 
ADPMVLEVSVADRDAVWSLW 
QAPIGESQWRPLGFQNKALPSA 
DNYSPFERQLLACYWALVETE 
ATPV1TQRAHEQSGHGGRDGG 
YA WAQQHGLPLNKADLAVAT 
AKCPISQQQRP1LSS 


5197 


35565 


A 


5238 


1 


483 




5198 


35566 


A 


5239 


1 


1908 




5199 


35567 


B 


5240 


1 


2718 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=p»ssinle nucleotide insertion) 


5200 


35568 


A 


5241 


522 


693 


LDFFLVFLQQFLPRPSSSEI*MLP 
GFPAAAYGPVAAAAVAAARGS 
GRKVYGTGDSQA 


5201 


35569 


A 


5242 


1 


225 


MGRNQSRKAENSrCHESTYSPP 
KLDHSSSQAMEQSWTENGFEKL 
GFRRKE A L Y YLDLT ASCQSQ E L 
FQKWVSLCCPD*S*TYSPPKDH 
SSSQAMEQSWTENGFEKLGFR 
RKEALYYLDLTASCQSQELFQK 
WVSLCCPD 


5202 


35570 


A 


5243 


1 


1129 


PWISAPVPVDVVEGAMDSVTV 
LSFGGLMLYFC AG WPPARRWC 
FPESISCGSMERDQWWGLQVA 
KRAGLAGGQSGRTVLRERVRIE 
IASTHIALAARHSDWRCCRNGR 
YPARGPAALQNFQRYTGIQHV 
HR1GMAERMWCDRNRERHTVS 
SSGGNRLPNPGPDRSCDNLKTC 
HTSHGSVMAETAV1NHK.KRKN 
SPRIVQSNDLTEAAYSLSRDQK 
RMLYLFVDQIRK.SDGTLQEHD 
G1CEIHVAKYAEIFGLTSAEASK 
DIRQALKSFAGKEVVFYRPEED 
AGDEKGYESFPWFIKRAHSPSR 
GLYSVHINPYLIPFFIGLQNRFT 
QFRLSETKEITDPYAMRLYKASL 
CQYRAFVNGGGEEKARGKPIL 
CRYGVGM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5203 


35571 


A 


5244 


1 


1753 


MVDSL1ARVGVMARGNA1TLP 

VCGRDVKFTLEVLRGDSVEKTS 

RV WSGN ERDQELLTEDALDDL I 

PSFLLTGQQTPAFGRRVSGVIEI 

ADGSRRRKAAALTESDYRVLV 

GELHDEQMAALYRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAEN1SHLHIHAEDTFLPFY 

LGKKDDVTYAIKPTCWPGLDII 

PSCLALHGIEIELMGKFDEGKLP 

TDPHLMLGLA IETV A H D YDV IV 

IDSAPNLGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDIKGFEPDVRILLTKYSNS 

NGSQSPWMEEQIRDAWGSMVL 

KN VVRETDEVG K A V IN H KKG K 

NSPRMVQSNDLTKAAYSLSRD 

QKRMLYLFVDQ1RKSDGTLQE 

HDGICE1HVAKYAEIFGLTSAEA 

SKDI RQ A LKSL AGKE V VF YRPE 

EDAGDEKGYESFPWFIKQSEE/P 

QSGNFYTDTLGMAEFRRGGLR 

ATAGPRLSRTRDCQGTEKVHG 

K 1 Vr 1 Vis. 1 Vr/WV rrvKl J l\.^>rc>L-K 

NRWP*KMQKLSVCTASSPGQQ 
LSTVRVTQREICFPVVRREVLLL 
IGTLTQTRKGQISVRA 


5204 


35572 


A 


5245 


337 


1977 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5205 


35573 


A 


5246 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDG1C 

E1HVAKYAEIFGL I'SAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

H1NPYLIPFF1G\LQNRFTQFRLS 

ETKEITNPYAMRLYESLCQYRK 

PDGSGIVSLK1DW1IERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEK.KNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TVAHDYDV1 VI DSAPNLGIGTIN 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLK.GNSN 

GSQSPWMEEQ1RDAWGSMVLK 

NVVRETDEVGKGQIRMRTVFE 

QAIDQRSSTGA WRNALS1WEPE 

CNE1SIG VSLDQDGGSNSVLRK. 


5206 


35574 




5247 




1383 




5207 










nil 






fff^ — 




ll^l 








5209 


35577 


B 


5250 




3345 




5210 


35578 


A 


5251 




1959 




5211 


35579 


A 


5252 


3 


2356 




5212 


35580 


B 


5253 


334 


1710 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5213 


35581 


A 


5254 


1 


1302 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQ1 
NHMRDVFGTRLRRAEDVFPPV 
NVSKSDDTLKINGVEDHKTIFD 
GDGKTYQNVQQFIDEGNYTSG 
DNHTLRDPHYVEDKGHKYLVF 
EANTGTENGYQGEESLFNKAY 
YGGGTNFFRKESQKLLQQSAKK 
RDAELANGALGIIELNNDYTLK 
K VM KPL ITSNTC DNLKTCHTSH 
GSVMAETAVINHKKRKNSPRIV 
QSNDLTEAAYSLSRDQKRMLY 
LFVDQIRKSDGTLQEHDGICEIH 
VAKYAEIFGLTSAEASKDIRQA 
LKSFAGKEVVFYRPE/EDAGDE 
KGYESFPWF1KRAHSPSRRLYS 
VH1NPYL1PLLYRVPNRVTQFRL 
SETK/E1THPYAMPLYESLCQYS 
















5215 


35583 


A 


5256 




1323 




5216 


35584 


A 


5257 




1557 




5217 


35585 


A 


5258 




2259 




5218 


35586 


A 


5259 




2418 




5219 


35587 


A 


5260 


- 


1218 


MKLMETLNQCINAGHEMTKA1 
A I AQFNDDSPEA RKITRR WRI G 
EAADLVGVSSQAIRDAEKAGR 
LPHPDM E I RGRVEQR VG YTIEQI 
NHMRDVFGTRLRRAEDVFPPV! 
GVAAHKERNQN1SRY1SNRLAR 
RECHDSPEEGTGNTRSKERLQG 
RLPSRGLTESQEHLLDTRKQFW 
FEDFKDGLGPILKCDNLKTCHT 
SHGSVMAETAVINHKKRKNSP 
RJVQSNDLTEAAYSLSRDQKRM 
LYLFVDQ1RK.SDGTLQEHDG1C 
EIH VAKYAEIFG LTSAE ASKDIR 
QALKSFAGKEVVFYRPEEDAG 

L/tlvLi 1 tarrWrllVKArlciroKUL 
i oVrUlNr Y LIrrr lOLl^iNlvr I l^r K 
LSETKEITNPYAMRLYESLSAS 
NYQRMPDFRRRFLQV\CVMEI1M 
KQTSMRLSYI 


5220 — 


3558*1 


— 


5261 




202! 




5221 


35589 


B 


5262 


1 


1653 




5222 


35590 


A 


5263 


1 


1446 




5223 


35591 


A 


5264 


1 


1788 




5224 


35592 


A 


5265 


22 


1893 





wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 


5225 


35593 


A 


5266 


1 


2144 


MEKKITGYTTVDISQWHRKEHF 
EAFQSVAQCTYNQTVQLDITAF 
LKTVKKNKHKFYPAFIHILARL 
MNAHPEFRMAMKDGFIENMFF 
VSANPWVSFTSFDLNVANMDN 
FFAPVFTMGKYYTQGDKVLMP 
LAIQFFDMLRDLLKNVDLKGFE 
PDVRILLTKYSNSNGSQSPWME 
EQIRDAWGSMVLKNVVRETDE 
VGKDTGVRSKISGVIKMPMGV 
AVVNCCTYGSDYRVWLASWM 
MSQWLHYPEWYRKENKHKFY 
PAFIH1LARLMNAHPEFRMAMK 
DGELV1WDSVHPCYTVFHEQTE 
TFSSLWSEYHDDFRQFLHIYSQ 
DVACYGENLAYFPKGFIENMFF 
VSANPWVSFTSFDLNVANMDN 
FFAPVFTMGKYYTQGDKVLMP 
LA1QFFDMLRDLLKNVDLKGFE 
PDVRILLTKYSNSNGSQSPWME 
EQIRDAWGSMVLKNVVRETDE 
VGKGQIRMGTELEFFRLSETKEI 
TNPYAMRLYESLCQYRKPDGS 
GIVSLKIDW1IERYQLPQSYQRM 
PDFRRRFLQCDNLKTCHTSHGS 
VMAETAV1NHMKRKNSPRIVQ 
SNDLTEAAYSLSRDQKRMLYL 
FVDQIRKSDGTLQEHDGICEIHV 
AKYAEIFGLTSAEASMD1QHAL 
KSFSGKEVVFYRPEEDAGDEK/ 
GYESFPWFIKRAHSPSRGLYSV 
H1NPYLIPFFIGLQNRFTQFLLSE 


5226 


35594 


A 


5267 


1 


1167 


MNMN1KKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSH1TRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYNV 

VFALAGSPEDADDTSIYMFYQK 

CDNLKTCHTSHGSVMAETAV1 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDGICEIHVAKYAE1FGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGFYSVHINPYL1PFFIGL 

QNRFTQFRLSETKEITNPYAMR 

LYESLCQYRK\PDGSGIVSLK/ID 

WI1KRSQLPQSAFYQPFMGLRR 

ESFYFRWERRTLGPLKSFSVKR 

GTEAGKFRLAALLVRL 


5227 


35595 


A 


5268 


1 


1395 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5228 


35596 


A 


5269 


1 


1375 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQK.AYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

K1RRKNGPVSATFTSDGKIRLFY 

TDYSGKHYGKQSLTTAQCDNL 

KTCHTSHGSVMAETAVINHKK 

RKNSPRIVQSNDLTEAAYSLSR 

DQKRML YL FV DQIRKSDGTLQ 

EHDGICEIHVAKYAEIFGLTSAE 

ASKDIRQALKSFAGK.EVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVH1NPYLIPFFIGLQNR 

FTQFRLSETKEITNPYAMRLYES 

LCQYRKPDGSGIVSL/KIDW/IIE/ 

RYQLPKVPSPEARKITRRWRIYV 

KQRPLGFLLRLSEMPRK.QGDY 

RTR1WKFEDGLSNVLV1QLNKLI 

1CVMCLVRDCDVLKTYFHR 


5229 


35597 


B 


5270 


1 


1668 




5230 


35598 


A 


5271 


1458 


2675 


CDNLK.TCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRM LYLFVDQIRKSDG 

TLQEHDG1CEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGLYSVH1NPYLIPFFIGL 

QNRFTQFRLSETK E 1 TN PY AM/R 

I PLH * LFR* TLRQTK PDN SAG KC 

VKI**HTQNQRSGRSQNDF*RR 

GI 


5231 


35599 


B 


5272 




i 317 




5232 


35600 


A 


5273 




987 




.?, 233 


35601 


A 


5274 




571 




5234 


35602 


A — 


5T7I 




iMil 


















5236 


35604 


A 


5277 


387 


3466 




5237 


35605 


A 


5278 




6721 




5238 


35606 


A 


5279 




1651 




5239 


35607 


A 


5280 








5240 


35608 


A 


5281 


1 


231 


NHLAVRRLTELSGGQRQRAFL 
AMVLAQNTPVVLLDEPTTYLDI 
NHQVDLMRLMGELRTQGKTV 
VD*VRDLNQVSRYC 














CLRI LCP YPY J PLTEKTL A * PA L 
YTLELTADMAETCKQFLPEFSL 
TFSFQRGWEKETEYAEVLERNF 
ERDRQLTYTAHGPHKADLRIQE 
SGVPYNE1LVTL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


5242 


35610 


A 


5283 


1 


273 


TNSSVGPGDRLL*QTAAPHRGK 
LKVFFGACAGVGK.TWAMLAE 
AQRLRAQGLDIVVGVVETHGR 
K.DTAAMLEGLAVLPLKRQAYR 
GRHISEF 


5243 


35611 


A 


5284 


66 


1200 


H1LPAGHPTLRHSLFPHQQGRSS 

VQSALGAASGNGLKLVGRFEW 

G PSRRARSG YPDATG YDQVPKPI 

SAAVKEFFGSSQLSQFMDQNNP 

LSEITHKRRISALGPGGLTRERA 

GFEVRDVHPTHYGRVCPIETPE 

GPNIGLINSLSVYAQTNEYGFLE 

TPYRKVTDGVVTDEIHYLSAIE 

EGNYVIAQANSNLDEEGHFVE 

DLVTCRSKGESSLFSRDQVDY 

MDVSTQQVVSVGASLIPFLEHD 

DANRA LMGAN MQRQAVPTLR 

ADKPLVGTGMERAVAVDSGVS 

GGVVQYVDASRIG1K.VTKTRCI 

RVK.QVSTSTTLPLFLMESNPLF 

WMAVLVSAGILGQWPIGRLAD 

KFGRLLVLRVQVFVVILGS1AM 


5244 


35612 


B 


5285 


1 


862 




5245 


35613 


A 


5286 


1 


579 


DPRD*RLKVAK*MVTLFGPQFV 
RELQQRGFD1FLDLKFHDIPNTA 
AHAVAAAADLGVWMVNVHAS 
GGARMMTAAREALVPFRPDAP 
LLIAVPV*RS1KASDLVDLGMTL 
SPADYAERLAALTQKCGLDGV 
VCSAQEAVRFKQVFGQEFKLV 
TPG 1 RPQG SEAGDQRRIMTPEQ 
ALSAGVEYMENGRPGTQSVK 


5246 


35614 


A 


5287 


484 


978 


G1VRIPHRLADIKCWRAVLYNY 
THYSYQAN LCCANLE* ADLSGS 
VLDCANLQGVKMLCSNAEGAS 
LKLCNFEDPSGLK.ANLEGANLK 
GVDMEGSQMTGINLRVATLKN 
A KLKNCN LRGATL AGTDLENC 
DLSGCDLQEANLRGSNVKGAIF 
EEMLTPLHMSQSVR 


5247 


35615 


A 


5288 


3 


504 


YRLSQSSSKSLVSRSWLNMRFIS 

SVMFMEPTSSSENRFTSPSCSE 

MSSSEATLRSFFLGTTSPCRSM 

VP.I rvl Vk'QQAQQQVQQPQQHVRI 
V LiL.^L V I\jo^ooo V o5r oorl V rvL 

SQSSSKSKVSRLAGT*EGSEKRS 
FREEK.VPCLRLGLPESTLYAHC 
SV*SRTHVFSGTSHHSSKVAVG 
MSIVQMRKL 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5248 


35616 


A 


5289 


2 


442 


HVIWHMPRKTSKCRQLLCSGA 
SRNADTAARQSTCSSHRPPGKIP 
SLGPRRVPGCSSVPSSRGEQSTG 
SPAAPRCGDVTHTEASQEEQP* 
LRGTHGPASTPEQGTAK.AKVR 
DRRAVVHPGKTGIPSAAG*KGR 
GRPGEPPGAAVQVE 


5249 


35617 


A 


5290 


151 


1185 


YVDQVTHITESPLPSVSYSFAFG 

SLISAVDPVATIAIFNALHVEED 

TEKGHVRLTPASPSTFFFFFSTE 

EKYAPGSCCRKAAVL*LLHISH 

QLSLDSPSLTVV1YVLKH1DLRK 

TPSCRHCEI*VGDHTAVLSVLFS 

PSLG1MA1LFSGIVMSHYTPREA 

SP*SCCLFTVSSHTVCCHPGLRG 

AIPYALSLHLDLEPMEKRQLIGT 

TT1V1VLFTILLLGGSTMPLIRLM 

GLPGGAPRWCQLVAVGPPFLP 

AQGNTVESEHLSELTEEEYEAH 

YIRRQDQLSLFN*N*SCLWPSPC 

LPPPP*TPHTKHPVASPPFHGPA 

PDALTA WLCLSTQDLHHGRIQ 

MKTLT 


5250 


35618 


A 


5291 


5 


198 


VCGRQQSLEAGL*GAATPFAVF 
PRPWSAVRVKEYGYTRLHILN 
GTH1H1QQVSDDQAFAQCHPP 


5251 


35619 


A 


5292 


137 


308 


HLERTGPNLPPGARLATRPTTR 
LPAASPRGRD1APLPIP1SFYSETE 
AKGEAPY1EPE 


5252 


35620 


A 


5293 


612 


1078 


RPPEKKERGRRVRGRRGGGGK 
RRRRKRKKRKGSKGREDAAAA 
AAAAQSPRTRAPAPD*ERRPQP 

ADCAP APDPP1 I DA PDDCUDA C\\I 

PPDSASPWAAAAGLALPPPQCP 
GGGARPLRLLPQPPAPGGTAR 
WEPRRPRPAAAPGLLQSPGPLP 
RQS 


5233 


35621 


A 


5294 


515 


817 


1 M DUI DCMI I 1 M C U/J LTX V A *C 

DDCPTDCKT.*] CruX/I/" LI A I l/ - D I v 

DA/ITn 1 C\\-\C\V\ I^PrMCDVXfCT TI 
r VI I CLLl^nUrLlvrllNor Y 

r VLivrlJIvr I JVL Vl^L'LIvJLlIN^I V 

LP1HPMVSQA 


5254 


35622 


A 


5295 


1 


95J 




5255 


35623 


A 


5296 


1 


1077 




5256 


35624 


B 


5297 


87 


1423 ■ - 




5257 


35625 


A — 




% 


Wi 










mi — 








5259 


35627 


B 


5300 


1 


235 




5260 


35628 


A 


5301 


2 


2144 




5261 


35629 


A 


5302 


1 


855 




5262 


35630 


A 


5303 


845 


1057 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5263 


35631 


A 


5304 


1 


933 




5264 


35632 


A 


5305 


1 


954 




5265 


35633 


A 


5306 


1 


1603 


MEAEKFHQMPSVSRRTRKASG 
VIQSKSENLRTRGANSHALK.RL 
KPV1TRLLQHGLLK.PINSPYNSPI 
LPVLKPDKPYKRFLAFYGWSPR 
SLIVDSCSK.LEQHSTLSRVILV1Y 
KGFCRFRNHHQTGFSPAGANQ 
RGPLAATLSGPGGEGQSAVACL 
TGEKKNHPGAQYANRLSPRVG 
RFINAAGTTGFPTGKRAVSATQ 
LMDFADFGTTITQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQSSQLS 
SLRLTLPDRLRSPLDHHGRRAS 
GNSHSGSPKPPSCLPLISPHLNP 
QVWD1STPSLATDHMPITIPLKS 
N\TLTPLNLKCQYPIPQHALKRL 
KPVITRVLQHGVLKPTNSPYNS 
PILPVLKPDKPYKLVQDLRLINH 
IVLLPIHPMVPNPYTLLSSIPPST1 
HYSVLDLKHAFFT1PFI IPSSQPL 
LAFTW\TDPDIHQAQQ1TAWAVL 
P\QRFPRTGPHYFNQAQISSSSV 
TYLGIIL1KTYVLSLP1VSD 


5266 


35634 


B 


5307 


1 


874 




5267 


35635 


A 


5308 


144 


539 




5268 


35636 


A 


5309 


1165 


1639 


PH PAVASRRG RAG PGGLSAPER 

TPSSELSPLSKGDLRKTHRTFSP 

Q*GDLRKTHRTFSTR*GDLRKT 

HRTFCTR*GDLRKTHRTFSTR* 

GDLRKTHRTFSTR*GDLRKTHR 

TFSTR*GDLRKTHRTFSTR*GDL 

RKTHRTFCTR*GDLQKTHRTFS 

TR*GDLRKTHRTFSTR*GDLRK 

IHKlr b 1 K UULKIs.1 HKIrL IK 

GDLRKTHRTFSTR*GDLRKTHR 
TFCTR*GDLRKTHRNFSTR*GD 
LRKTHRTFSTR*GDLRKTHRTF 
CTR*GDLQKTHRTFSTR 


5269 


35637 


A 


5310 


235 


453 


SHWPWLCSSTSCSSQRSIVSSG 

MARGPFLRKRDLLFPPPPPGSH 

GLELLEIIFHQGISQVHHLLHLQ 

VWL*NLNVPDSSLPAENEATGP 

GFVPPPLAPVRGPLFPV\D\ARGP 

FLRKRDLLFPPPPPG\AM\FGASR 

DYFPPGDFPGPPPAPFASMAFL 

N 



625 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ 10 NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5270 


35638 


A 


5311 


2 


2333 


TGRGYCGDHESSFGAMEEPGA 

TPQPYLGLLLEELRRVVAALPE 

GMRPDSNLYGFPWELV1CAAV 

VGFFAVLFFLWRSFRSVRSRLY 

VGREKKLALMLSGLIEEKSKLL 

EKFSLVQKEYEGYEVESSLKDA 

SFEKEATEAQSLEATCEKLNRS 

NSELEDEILCLEKELKEEKSKHS 

EQDELMADISKR1QSLEDESKSL 

KSQVAEAKMTFQIFQMNEERL 

KIAIKDALNENSQLQESQKQLL 

QEAEVWKEQVSELNKQKVTFE 

DSKVHAEQVLNDKESHIKTLTE 

RLLKMKDWAAMLGEDITDDD 

NLELEMNSESENGAYLDNPPK 

GALKKL1HAAKLNASLKTLEGE 

RNQIYIQLSEVDKTKEELTEHIK 

NLQTQQASLQSENTHFENENQ 

KLQQKLKVMTELYQENEMKL 

HRKLTVEENYRLEKEEKLSKV 

DEK1SHATEELETYRKRAKDLE 

EELERTIHSYQGQI1SHEKKAHD 

NWLAARNAERNLNDLRKENA 

HMRQKLTETELKFELLEKDPYA 

LDVPNTAFGRGSRGPGNPLDH 

Q1TNERGESSCDRLTDPHRAPS 

DTGSLSPPWDQDRRMMFPPPG 

QSYPDSALPPQRQDRFCSNSGR 

LSGPAELRSFNMPSLDKMDGS 

MPSEMESSRNDTKDDLGNLNV 

PDSSFPVAKKEATGPGFVPPPLA 

PVRGPLFPVDARGPFLRRGPPFP 



626 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


5271 


35639 


A 


5312 


141 


2788 


GLRVPLSPSSPRSRLRSGPLRLP 

GADSGSGPKAVCSPPFIVAPTG 

RGYCGDHESSFGAMEEPGATP 

QPYLGLLLEELRRVVAALPEG 

MRPDSNLYGFPWELVICAAVV 

GFFAVLFFLWRSFRSVRSRLYV 

GREKKLALMLSGL1EEKSKLLE 

KFSLVQKEYEGYEVESSLKDAS 

FEKEATEAQSLEATCEKLNRSN 

SELEDEILCLEKELKEEKSKHSE 

QDELMADISKRIQSLEDESKSL 

K.SQ V AE AKMTFQ 1 FPMNEERLK 

1A1K.DALNENSQLQESQKQLLQ 

E AE V WKEQ V SELNKQK VTFE D 

SK VH A EQV LNDKESHIKTLTER 

LLKMKJDWAAMLGEDITDDDN 

LELEMNSESENGAYLDNPPKG 

ALKKLIHAAKLNASLKTLEGER 

NQ1YIQLSEVDKTKEELTEHIKN 

LQTEQASLQSENTHFENENQKL 

QQKLKVMTELYQEN EMKLHR 

KLTVEENYRLEKEEKLSKVDEK. 

ISHATEELETYRKRAKDLEEEL 

ERTIHSYQGQIISHEKK.AHDNW 

LAARNAERNLNDLRKENAHNR 

QKLTETELKFELLEKDPYALDV 

PNTAFGREHSPYGPSPLGWPSS 

ETRAFLSPPTLLEGPLTLSPLLP 

GGGGRGSRGPGNPLDHQITNER 

GESSCDRLTDPHRALSDTGFLS 

PPWDQDRRMMFPPPGQSYPDS 

ALPPQRQDRFCSNSGRLSGPAE 


5272 


35640 


A 


5313 


217 


447 


FQRMSGL*GYSPPLGGQPAL*E 
CQGAADSAGG\RGLDSERSLGR 
\PAASGPNTALGWQAQPWS*Q 
AGPELPRAEFLQA 


5273 


35641 










TLRN RHRELRTCLSG PG LGLPT 
QVSVVAGGCCVCPSSSQSPVPR 
PPALSAAPWHSHRAGCPPSGGL 
♦PQRPLILWNQPLSNTLLEKELA 
PPPAH 


5274 


35642 


A 


5315 


3 


468 


ALARSPAG*PQSPDGDLCFRHR 
KGERRPAAPAGQCPAGRQRHV 
PAAGRDGKPGRAPGADR*AGPI 
LHLYHLPAPCGGGTPGDSNPRR 
APAQRSE*CTPPPPQ*RNNRKPS 
TRAGLLLPS*HVQLSGGLTLCP 
GDRVS*WPQGVLAAPGPGPCT 
HL 


5275 


35643 


B 


5316 


64 


288 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( ,\=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5276 


35644 


A 


5317 


73 


265 


NGRTSRCFSPGKH*EYCSGTFH 
PLQVVGKIYSNLDKIL*ASRAR 
WGLCSRKPGYWSCTQPPTSS 


5277 


35645 


A 


5318 


125 


461 




5278 


35646 


A 


5319 


298 


593 


lgvevepvtggdavigashdaf 
lqvniesivpehstrckllgk.fi 
riw1kyfrhlvhgggsapvslv 
tgpvhgdsllgpvapepprvve 
parqvrahavvvagplrrgrg 
lgrhrlrarsg*gmpqsvrga 
cgaqghgpagedqrllprerg 
pagqvqqpg v vpglqdpegcl 
rvqdq*pglreqsphrarda*s 

ILSKFE*IFPTTCSGWNVPEQYS 
QCLPGEKHRDWPR*LHHLL*PA 
QLPPPVTTSTGHPSAIEGLETPL 
RSPLTPGPPGKSIIPHHPQSPDCD 
GTDCAAFPENIIRLRSRKICKRG 


5279 


35647 


A 


5320 


1 124 


1835 


HSLHFPKFPSFLFLTLITLGLLM 
AVPPGLITTHQQRQAML*YKPL 
ARLLEPLISFPSWKSILKEITSQC 
SICYSTTPQRLFRPPPFPTHQTR 
GFAPPR/HWQID1THMPQVRKL 
KYLLVLVDTGSKKATVVISSLL 
SDIIPRFGLPTSIQSDNGPAF1SQI 
TQAISLALGIQRTHGLLKTHLT 
NLSHQLKKDWTILLPLSLLR1Q 
ACPRNATGLHSDG/VGPKLLPG 
SPFQLH HTWDSP 


5280 


35648 


A 


5321 


1 


1758 




5281 


35649 


A 


5322 


1 


1967 




5282 


35650 


A 


5323 


76 


1908 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5283 


35651 


A 


5324 


524 


2144 


QSDLSASQHGLFPLATEVRSSG 

AASCPDSDSICPAPTIAPGRATP 

PQANCWASEGTLRYQALPGNR 

APVSQVSQAGGANLCVQQPKK 

HLTNFKSGKRPLFTLFSNLQGP 

RSRPVAFLSKQLDLTVLGWPSC 

LRAAAAAALIVLEALKITNYAQ 

LTLYSSHNFQNLFSSSHLTHILF 

CSPGSFSCTHSLLSLPQLPIVPGP 

DFSPASHIILDTTPDPHDC1SLIH 

LTFTPFPHISFFPAPHPDHA*F1N 

GSSTRPNRHTPAKAGYAIVQVT 

SPPLKTSHFLS1VEIYPQGNNFS 

VFHLLFYYSSGIIQAPLLSLHIKL 

RDLPPPRTGKSALLNMPRVRKL 

KYLLVLVDTGSK.KATVVISSLL 

SDIIPRFGLPTS1QSDNGPAFISQI 

TQA1SLALG1QRTHGLLKTHLT 

NLSHQLKKDWTILLPLSLLRIQ 

AtrKNA 1 uLn^UucAKwryAn 

HFNFITHGTVPDVFVPILQLLNE 
DFEDPCLGYLPSPEIS1CLEPTSW 
SKDRSCSSGEEGSAGQTVTGDL 
HKAQTPELDQPASLNCPDL 


5284 


35652 


A 


5325 


1 


420 


RTRGGEKE*EEK.QRSRR*RIK*E 
EEEK*RRSRGAGDKG*NERRRR 
KiDr*^ PDVcvcnnnu i? d w t? ruin? u 
n c p c v q u t? c i? xt c n n n c. c. p p v p 

LVSFLPCVFGFFGAPAVVFARF 
RGLRAFCRF 


5285 


3565j 


A 






















Wi 




5287 


35655 


A 


5328 


2443 


2627 


VGFFFFFWWGERGTGSYSVTQ 
ARVQ*YDLGSLQLLPPSFKGFS 
CLSLPGSWYYRHGPPRLG 


5288 


35656 


A 


5329 


57 


394 




5289 


35657 


A 


5330 


33 


311 


EPPTESRDPAPRLPRSP*SADPP 
WRSQRPQGLTRPPPEPLRPHGS 
PPAHLSLFCQRSCPG PQERPHPS 
TM 


5290 


35658 


A 


5331 


226 


406 




5291 


35659 


B 


5332 


51 


90 




5292 


35660 


A 


5333 


1 


348 


PPSQRV*GWHEMRQGGRQHAQ 

LACDVRPVVYEKVSRDHGLVS 
GQHN/PAPESQGQSTSPPRHTGR 
KQARAGGEKJCVTSDPANTAQH 
NPNTGSRGRP 


5293 


35661 


A 


5334 


109 


380 
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SEQ1D 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5294 


j>5662 


A 


5335 


448 


724 


VUDCDCdl A ACdQTA PTDDCD A 
Wr&K5ALAAULiK 1 Ar 1 1 KorCAO 

PPA R* RAG RESA RGTS* G 1 RPRS 

PPDD A A PPPPPPPP A A AUTCDD 
rrrKAArKDrrKLKAnAn 1 !brvr 

AGS 


529 1 


35663 


B 




1 


]554 




5296 


35664 


B 


53j7 


99 
















7T5 




5298 


35666 


C 


5339 


391 


689 




5299 


35667 


A 


5340 


2 


614 




5300 


35668 


A 


5341 




461 




5301 


35669 


B 


5342 


45 


1148 




5302 


35670 


A 


5343 


215 


849 


IKRLPLMKRMWL*LQPESLEIA 
GILVQ*MIE*QPK.KGTNSIPVSK 
PSP/VVQKPNGQWRQVQDLRLI 
SDAVIPLYPAVSNPYTLLSQILE 
EAEWFTVLDLKDAFFCIPLRSD 
SQFLLAFEDPTDHTSQLTWTVF 
TQGFMDTPHLFGQSLAQDLGH 
FSSPGTLVLQYVDDLLLAKQQA 
TLDLLNFLANQGYKLSKLKAQ 
LCELLVFSSCARMHS 


5303 


35671 


A 


5344 


1 


1035 


MGQVWALVRSTLELFHTDDEE 
EGEYDEVTEEVTEQVYLPAKA 
KVAQEEEVHPYPSAPPHYYFEE 
KEWPDPPDLSFLEDTGRKVVAP 
VTEQHLERLLSVLFRQEFSRLD 
ERDDAVEQLRGVCIRAWEK1TS 
GGEQYPSFSAVKQGPKELYADF 
IAWNLLRQESLKKVISDSAAQD 
IVLQLLAFGNVNLDCQAALRPI 
RGKAHLVDY1KACDGIGAKQD 
SERFAFT1PVVNNLQPAKHFHY 

i;' rn; X't.'M c~ v a v: v o f"CLTn\:f \f \ 
r 1 UUbblNLjJvAo Y bOorvUt^Nt^/ 

PIW1LSRHLKPYHEPDAKEE1PG 

G/CPRTPWLQPCRD*C*GGP*/P 

VTSNTR*TQPPTWGQ1KKLSQM 

V tr-NLKJvAuyL V IM1 V Y WIN 


5304 


35672 


A 


1)345 


1566 


1767 


WAIvtLr^ru 1 rr rvr tvr Vurn 

KSDCSTHLAANPRAPGTLAQGS 
L 


5305 


35673 


B 


5346 




3429 




5306 


35674 


A 


5347 


1 


1776 




5307 


35675 


A 


5348 


1 


933 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 




Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5308 


35676 


A 


5349 


1 


1743 


MGKVWAVVRS TLELFHTDDEE 

EGEYNEVTEEITEQVYLPAKAK 

AVK.EREQRGNITATFEPFPFKLL 

KEFKQAINQYGPGSHFVMGLL 

KNVAVSSQMIPTDWDALTQAC 

LTPAQFLQFKT WWAH EASIQA 

ACN AQ AQPQINITTGQLLG VGG 

WAGLDAQVVMQDDAIEQLRG 

VCIRAWEKIPLCGEQYASFSAIK 

QGPKEPYVDF1AWLQESLKKV1 

ADSAAQD1VLQLSAFDNANPDC 

QAAL*PIRGNAHLVDYIKACDG 

IRGNMHKATLLVQAMAGLRVD 

KGNPLLPGACFNCGK.HGHTK.Q 

ERRKKSVSQAARWGKRK.TADP 

E1CPKCKKGKYWANQCHSKFD 

KDGTLISGNAMRAEQDCEWFT 

FTI PAVNN LQPAKHFH RFTDV S 

SNGKASYSGSKGGQARVQLFE 

NASVRATNSDLPQSSLWCRRKT 

SVSVAVLVSATIPISRVQGPSQV 

LGQGEKQTNQN V V PN PYTLLS 

QIPEEAKWFTALDLKDAFFCIPL 

HSDSQFLFAFEDLTDHTSQLTW 

T1LPQGFRDSPHLFGQALAQDL 

GHFSSPGTLVLQYVDDLLLATS 

SEASCQQATLDFLSFLAN 


5309 


35677 


A 


5350 




1085 




5310 


35678 


A 


5351 


1 


3105 




5311 


35679 


A 


5352 


1 


5172 




5312 


35680 












5313 


35681 


A 


5354 


18 


270 


KLSQVCIDLL*1REGERDMYPG 
WAKFPSPYSLKGT*PIAQGVLW 
SFGDFFYC/1PSTLPTPKSWRLFE 
SPFPESLTPVSLVWWPC 


5314 


35682 


A 


5j55 


80 


384 


dhvti Tincnpinpi t htp.a apc 
r\^Y 1 Li I LUoKli^lLfr L,L,JJ I vj/VAr o 

VL1SCPEQLSSRSVTI*G1LGQPV 
TRYFSHLLSCNWETLLFSHAFL 
VMPESPTPLLGR 
















5316 


35684 


A 


5357 


388 


476 


KVCPRPCRTSM/LPIRII*KLPQV 
CLDLL*I1EGEGDMYPG*AKFPS 
PYCLKGT*PGTIAGSWARGVSA 
AASPSYSSPSY 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offirst 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5317 


35685 


A 


5358 


254 


849 


LQPESLEIAGILVQ*M1E*QPKK 
GTNS1PVSKPSP/GVQKPNGQW 
RQVQDLRLISDAVIPLYPAVSNP 
YTLLSQ1LEEAEWFTVLDLK.DA 
FFCIPLRSDSQFLLAFEDPTDHT 
SQLTWT VFTQG FMDTPHLFGQ 
SLAQDLGHFSSPGTLVLQYVDD 
LLLAKQQATLDLLNFLANQGY 
KLSK.LKAQLCELLVFSSCARMH 


5318 


35686 


A 


5359 


1 


909 




5319 


35687 


A 


5360 


153 


436 


CFCCCVEGNKPRNLQRTTKTPR 
LSVMSPSSCRGRGIWPNPGTC/R 
PSPSL1*SRSRQTWRITTPCQQG 
NKTGQRMNLTN*QEQASEGG* 
*QTPLS 


5320 


35688 


A 


5361 


1 


1632 




5321 


35689 


C 


5362 


1 


675 




5322 


35690 


A 


5363 


604 


1047 


SNNRTDNPTSVAYLSKETDVV 

AKGWPHCLWVVVAVAILVLEA 

IKIIQGKDFTVWTSHDVNGILG 

AKGNSWLSDKRLLRYQALLLE 

GPVLQ1HTCVALNPAIFLPEDGE 

P1KHDYQQIVAQTYVT*EDLLE 

VPLANPDLNLYTNGSSFV 


5323 


35691 


A 


5364 


749 


1002 


QLKKGTNSLLVSKPSPVWIPTG 
TLTQIMGTGVAN1C*PVF*KD*G 
ELGKMNYAMMST1TQGKEENP 
AFLKWLWEALRKYTPLSP 


5324 


35692 


B 


5365 


114 


2309 




5325 


35693 


A 


5366 


413 


1 157 




5326 


35694 


A 


5367 


105 


478 


YGHCCYDHRJCCFFPATEQKVC 
PCAAQG*PL*LRGDDPEMSVYI 
*QLPLYYSSDLLSAANEVQ1LAF 
FQGDVSFFPVATTTDTLSVTFN 
FPFNYQGVNDFDFDFKQFLHSS 
FDFCFGRVFSNFE 


5327 


35695 


A 


5368 


531 


1087 


RLQPPGAPVEDITRPVSAKPRD 
ADRNSTGCYLVLQHQRQTES 
GRQLSGL*GPGCNGVH/ASLYR 
TSAMFAERFGSYSRRSTTAG1PS 
LLRLKSTIRRSDRSRRKAQRKR 
CGQVMPQHRRSIRPLLQPITPSL 
NRNLHRSPHRSRNRWSRLNRR 
LKHHLRRSQNRSRSWK.KKLHR 
RVKPMLCNWVR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


■Mel 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pos.sible nucleotide insertion) 


5328 


35696 


A 


5369 


544 


1381 


VNPALQVLVVA1TPPPSLPSPSCI 
RVLTRVSNAIAAKPLCLAVCAV 
VEGGRIRALVAVAAWGAGVTG 
GPAGLIACGPVSPSVIRGQFRHA 
G1SFFLYAIGGEMVPAVRRQNH 
TPA*HKRFAKAFQLAHPNAVN 
AEHFAGGDRHLFSHLNQGCVV 
KHHVRRD1TFIGYRFTQFA 


5329 


35697 


A 


5370 


81 


863 


AYGNPVEIAGGARQAGVNFTG 
VFRPRFSRRWRR1SGETCKLWW 
RRWRSAWASINQTFASWSTLIF 
RA1SNP11RKPDAPGVMACPRKR 
CCFT1 RLI WRGC A V VWKRSR/E 
GQLQD1ERHKLN AMGAFA EAQ 
TCRRLVLLNYF/GRRASGAVRE 
LRYLPRSAETVRRFNRCSDCPF 
HHWSCESAVWDGLCGGSDSCC 
GVSRARLFASPVNLPITGEIPER 
GFHPFCGRTTENGK.NHPRNLFI 
WRSNCSVLPVKVMSLCSSTPCP 


5330 


35698 


B 


5371 


12 


273 




5331 


35699 


A 


5373 


145 


336 


SEEEEEDEEEEEEEEEEEEEEEE 
E*EEGESAIICAKVCISVFPRRK 
NELNMA1TPNTIPKLNHW 


5332 


35700 


A 


5374 


294 


657 


VAPGDRHAFHGGGSGLSPELTL 

PQTQCCAQATVQGLEGTRSWS 

QSGTSSLSPWSHTSLACPQKEE 

GEEEEEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEEAKTQ*KSG 

QKITDSPQKK 


5333 


35701 


A 


5375 


2 


588 


SRPG1TGSTISYGDPGHGAGPPG 
A DLGPARSLKPERA AG AQL A A 
GEARQSGDPGLPGGPGHSLGTA 
PC*VDKGWGHPVSTVHHQRQP 

AGPWEPQPQRGVRVLGGRRDS 
*VGGG*GQHNKALWGPR*PHT 
EQKPDRKLSRIPLRAAGGEKRG 
CGCDRAGCLVLGPPQLPAQGL 


5334 


35702 


A 


5376 


1 


445 


SLSHRAGGGGGVGGGAVCLFS 
PPRTKRESAPESPSRVLGHSPVP 
S*GAPSTRGSVSRILTSGGTHER 
SNGLTCHRNQAGTGPSALRSGR 
P*CLSRANPPGSKRSAGPVHEE 
RT* PCRLSGSAGITQ*DGN*KAG 
PRVPEAPERGCATC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in V SSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5335 


35703 


A 


5377 




313 


QNDEVAFRKLKLIIEDVQGKSY 
LI NrHLiMlNL 1 n Uls.lv] L.MV1 V KK. 

WQTVIEAHVDVKTTNGYLLCL 
FCVGFTKKCNNQIWKTSLF*QQ 
SNMEDFFVLTTGIISHLHEPFLV 
VTDYDQ 


5336 


35704 


A 


5378 


45 


764 


TSFLTTGGKKGS\KKXVVDPFS 

KXD/WL*YVKHRAMFN1RNIGK 

DVGSPRTQGTKIAS\DGLKG\RV 

FEWSLADLQNDEVAFRKPKLIT 

\EDVQGK\NC\LTNFHGMDLTP* 

QKCCSM VKKM/WQTM I * SSPL 

MVKTT\DGLLASVCSCVGFTKK 

\RNNQIRJCTSYAQHQQVRQIRK. 

K.MMEI MTRE VQTN DLK.E V VN K 

LIPDSIGKDIEKACQSIYPLHDVF 

VRKVKMLKRPKFELGKLMELH 

GEGS 


5337 


35705 


A 


5379 


3 


501 


SSARFVSSSSSGGYGGGYGGVL 
TA SDG LL AGN EK LTM QNLNDR 
LASYLDKVRALEAAKILSDMRS 
QYEVMAEQNRKDAEAWFTSRT 
EELNREVAGHTEQLQMSRSEV 
TDLRRTLQG LEIELQSQLSMKA 
ALEDTLAET/EGDVRADSERQN 
QEYQRI.MDIKSRLF.QF. 


5338 


35706 


A 


5380 




716 


AQLKVKFWY WPEAGAGGLRR 
FKHY\YTPFKDCRDKILGATIKN 
SRIVLQ1DNAGLAADDFRTKFE 
TEQALRMSV*ADITGLRRVLDE 
LTLARTDLEMQIEGLKEELAYL 
KKNHEEEISTLRGQVGGQVSVE 

VUaAru 1 ULARlLoUtvlKaLJ I tv 

MAEQNRKDAEAWFTSRTEELT 
REVAGHTEQLQMSRSEVTDLR 
RTLQGLEIELQSQLSRLWGFCC 
PLEGVFWVEGWEGRDPYPRLF 


5339 


35707 


A 


5381 


3 


832 




5340 


35708 


B 


5382 


141 


1067 





634 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


5341 


35709 


A 


5383 




1316 


GVAPSVLRLAMTSYSYRQSSAT 

SSFGGLGGGSVRFGPGVAFRAP 

SIHGGSGGRGVSVSSARFVSSSS 

SGAYGGGYGGVLTASDGLLAG 

NEKLTMQNLNDRLASYLDKVR 

ALEA ANGELEVK1 RDWYQKQG 

PGPSRDYSHYYTTIQ\ELRDK1L 

GATIENSRIVLQIDNARLAADDF 

RTKFETEQALRMSVEAD1NGFR 

\RVLE*S*TLAQEPNLEDAR1EG 

LKEEMAYLKKNHEEEISTLKGP 

KCEAQV\SVEVD\SA\PGTRSSPK 

ILSDMRS\QYEVMAEQ\NRKD\A 

EA\WFT\SR\TER1ETREVAWPHR 

SSFQMSQAPRLLDLAAATPQGS 

*DLSCQSQLEPLKAALGKTPLA 

ENRKAUIFGNPQLAPYPQALDS 

AVI* KPQLG/DIVAKLDSSTGRI 

QEYQ\RL\MDIKFARLEQEIAHP 

NRSLA/LEGQEDHYNN\LFASK 


5342 


35710 


A 


5384 


23 


279 


GCLRGSLERCGTLCK1\SLHEISG 
PESRVQXQPLSSREEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEERKK 
ECSKAQCKHFPLSEVL 


5343 


35711 


A 


5385 


1 


507 


MEKNEKEQEEEEKKEKNSKK.K 
EEEEEEEGGGEEEEEEGEGGEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEE/EEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEKKKKKK 
ft ft ft ft. Is. ft ft ft ft Is. ft ts. IV ft ft Is. ft ft ft ft 

RKKKKKEEEEKVVEEEDEF1WF 
LGNSLYFPSFSHFAWSQIPSRED 
EGERRLRVNSMIMDFTSNTNH 


5344 


35712 


A 


5386 




259 




5345 


35713 


A 


5387 


53 


387 


LEEEK.EEEKEEEKEEEKEEEEEE 
v n ir\ per pcr.cnr.nr.c'c'r.ncr c 

DLDtCtLtCtCCEDtCtttDDtt 

EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEMIVLKIIVAKQLF 


5346 


35714 


B 


5388 


1 


1446 




5347 


35715 


- — < 


5389 




— 




5348 


35716 


A 


5390 


2^9 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEK1 
FLGHRVGI 


5349 


35717 


B 


5391 


1 


1269 




5350 


35718 


B 


5392 


44 


244 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5351 


35719 


A 


5393 




626 


EEGEVEEEGEEEEEEEEGEGEE 
EEEEEGEGEGEGEGEGEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEQEEEEEEEEEEEEE 

cpyce a A A A A A A QRT^CP-ITCT CI 

TY WPPCPALRDTLVSNCSLSSL 
CTSGDSFHW*ETTIPAMSSCSH 
QHSLHQLGIIPRQILMRMASLM 


— 


35720 











1 


— 




5^55 — 


~ 


— 






— 








— 


J596 




492 




5355 


35723 


A 


5397 




870 




5356 


35724 


A 


5398 


111 


407 




5357 


35725 


A 


5399 




651 




5358 


35726 


B 


5400 




2427 




5359 


35727 


A 


5401 


571 


966 


SPFTNSRLTIFISFSECGQIAEIYI 
LSQPFMVR1MATEPPIINLQPGN 
FTLDIVSRDHTTAL*PGRQEQNS 

pppppcprcppEppccpccpppp 
ppppppppppppppcpppppppp 

PCPPPPPPpCCPPPPPPpfl/ M V 


5360 


35728 




5402 


-! 







5j6\ 


j5729 


— 


5_03 





~TT 






5 j 62 


35730 


— 
A 


5404 


2 


431 




5j6j 


35731 


A 


5405 


1 







5364 


j5732 




5406 


J 






5365 


35733 


— 




\% 




i% 
























HZlr 


, 













.p^Z — 







51TT 





6^5 




5369 


35737 


A 


5412 


344 


481 




5370 




A 


5413 








5371 


35739 


A 


5414 




501 


















5373 


35741 


A 


5416 


302 


567 


MLCCLEISSTRYPKSSLSSSKFH 
KSLGQGQNAASLFAKT*RESPL 
LQFPASSSSPSETTSAWTLLFISL 
SAFLTKAFNKSLGGSKLSH 


5374 


35742 


A 


5417 


251 


844 


NLGRGSQTSILDFCAPAGLIPCG 
SCQGLGLPHSEATARAVYWPL 
SAMAGVAGTQGTKSLDSSLFA 
K.T*QESPLLRFPTSSSSPSETTSA 

LSHIFVSSSEPSKLSQPLHMPIQ 
ARISSFTSGHTDDSTVLFSVLLK 
LPLPVPSQAFSLKPGSIVMLLSS 
WSDNFNIPS1SDSDA 


5375 


35743 


A 


5418 


1 


1113 




5376 


35744 


A 


5421 


1 


337 





636 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5377 


35745 


A 


5422 


2 


680 




5j78 .. 


35746 




542j 


















Wi 




5380 


35748 


A 


5425 




3319 




5381 


35749 


A 


5426 




612 




5382 


35750 


C 


5427 


46 


168 




5383 


35751 


A 


5428 




663 




5384 


35752 


A 


5429 


10 


417 


1A1MNDTVAIRTRKFMTNRLLE 
RKQMVIDVLHPGKATVPKTEIL 
EKLAQMYKTTPDVIFVFGFRTH 
CGGGKTTGFGMIYDSLDYAEK 
NEPKHRLARHGLYEKKKTS*K 
QRQERTNRMKKVRGTAKANV 
VAG*KPNE 


5385 


35753 


A 


5430 


67 


263 


GKTTG\FGMIY\DCLDYAKXNE 
PKHRRARHGLYEKKKTSRKQR 
KERKNRMKKVRGTAKANVGA 
GKK 


5386 


35754 


A 


5431 


2 


537 


TPG STTTTK FPTASTSEDRSPIM 
ND\TVTIPH*EKFMTQPTYFRGN 
QMVI\DVLSPPGKGDQCPKHRK 
FGK.K.LAQNVPRPTPDWIFVFWI 
QNFIFGGGKTT\GF\GMIYGFPGI 
YAKEK.MNPDHRLCKDMGLVL 
RKEKGPSRKANGKGTARNRIG 
RXVPGGTGKGPNVGCWAKRR 
NEVSSS 



637 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possil)le nucleotide insertion) 


5387 


35755 


A 


5432 




2195 


ARGLSMGH*FP/PHFQCALA*M 

PAPGRGPPPPLPP/CPDAPPACA 

ATMERPF.AGLRVAPRSPVQPGC 

TSVLPVAKRFNARILWLK.RPQR 

QLWSLWRAQATVSLGGFHVM 

LSLQVHRINARVKEAWQLPPRF 

QMMYQKAWVLRQKPAAAVEP 

SQRNSPRAMLGGNVGLEPPPRV 

STRALPSGAVGRGLPPSRPKND 

TATGSLHPELGKAAD1QFHPVR 

AATGASPCKS1GTELPKALGAH 

VLLQCALDVGHGVEGELWSFK 

TRQPSDFS1 FSPPFPPFYSTKPPLS 

SWPIPNEPLGTPPRRGRGGAEG 

LLTSQCS1 11LNGLCFTGGINSNE 

CENVSRKKKMSEEFEANTMDS 

LVDM PFATVD1QDDCG IFFDVW 

KLRVNCQEILANRHPGRAMRK 

VVLTKTSWEGESLAVGKLPLK 

RLVSLDCQLRCLQCECGIL1RQ 

HVVWLERTTGHWHPRSSQSCR 

LNTTSTAL EHCN A F 1 YNTVCSH 

KLKDHSHDNGKSSGFLNPVAA 

PHSC1VMGHLTLLITTSYYTPLT 

KPDTDPTLKKEGLISQDSSSLEV 

LLHTDPLGKRGTPDPRVDDDSL 

GKFPVTNSQARKRILEPDDFLD 

DLDDEYCEDAPKHRGKGCGSA 

HKELDASNLEDQDKPYACDTC 

GKRYKNRPGLSYHYAHSHLAE 

EGEDKEDSQPPTPVSQRSEEQK 

SKKGPDGFALPNNYCNFCLGNS 


5388 


35756 


A 


5433 




580 


FSPL1HL1LSGHSTCFREHRVGG 
KVTDQQDPKAEEFFLVQNKMK 
SLPCLLLSTQTRQPSDFSIFSPPF 
PPFYSTKPPLSSWPVLNELLGTP 
PRRGGGRAEG/PPHFPVG\GPGR 
GAPSPPRRGGWPGGGLTPQPPS 
RTG RL AG RGADPPTSLPDG AA 
G RAG G * PH HLPPG RGGW PGRG 
APHFPVGVAGQRRLFIC 


5389 


35757 


A 


5434 


405 


685 


KVSHVYFYPHRPRNHPISQFFPH 

PSRLS1PQNRHCHHGPS/RNEPL 

GTPPR/PGSWPGRGAPHFPETFN 

HGRRWKGSRHVFTWPEQERE 

WGSATHF 












654 




5391 


35759 


A 


5436 




426 




5392 


35760 


A 


5437 




548 




5393 


35761 


A 


5438 




459 




5394 


35762 


A 


5439 




346 





638 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5395 


35763 


A 


5440 




1248 




5396 


35764 


A 


5441 


1 


1257 




5397 


35765 


A 


5442 


1 


1659 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRSLH 
AK.STEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELR1KNLTQNRSTTWKLN 
NLLLNDYWIHDEMKAEIKMFF 
ETNENKDTTYQNLWDAFKATA 
SKTNKEKEKNQIDTIKNDKGDI 
TTDPTEIQTTIREYYKHLYANK 
LENLEEM DKFLDTYTLPR LN QE 
EVESLNRPITGAEIVAIINSLPTK 
KSPGPDGFTAEFYQRYKEELHI 
NRAK.DKNHMIISIDAEKAFDK.I 
QQPFM LKTLNKLGIDGTYFKJ IR 
AIYDKPTANIILNGQKLEAFPLK. 
TGTRQGCPLSPLLFNIVLEVLAR 
AIRQEKE1KGIQLGKEEVKLSLF 
ADDMTVYLENPIVSAQNLLKLI 
SNFSKVSGYKINVQKSQAFLYT 
NNRQTESQ1MSELPFTIASKR1K 

Y LOlv^L I KU V KL/Lr tS.E,JN Y KrLL 

KEIKEDTNKWKNIPCSWVGRIN 
IMKMAILPKVIYRFNAIPIKLPM 
TFFTELEKTTLKFIWNQKARARI 
AKATLSQKNEAGGITLP 


5398 


35766 


A 


5443 


1007 


1719 


TEPKTKTT*LSQ*MQKKPLTKF 
NNPSC*KLS1N/IVLEVLARAIRQ 
EKEIKGIQLGKEEV1CLSLFADD 
M1VYLENPIVSAQNLLKLLSNFS 
KVSGYKINVQKSQAFLYTNNR 
QTESQIMSELPFTIASKRIKYLGI 
QLTRDVKHLFKENYKPLLKEIK 
EDTNKWKN1PCSWV\GRINIVK 
MAILPKVIYRFNAVPIKLPMTFF 
TELEKTTLKFIWNQKRACIAKSI 
LSQKNKAGGITLP 


5399 


35767 


B 


5444 


1 


1020 





639 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5400 


35768 


A 


5445 




1576 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVA1INSLPTK.KSPGPD 

GFTAEFYQRLISNFSKVSGYRIN 

VQES\QAFLYT1NRQTESQIMSA 

LPLTIASKRIKYLG1QLTRDVKD 

LFKENYKPLLNEIKEDTNKWK 

NIPCSWVGRINIVKMAILP/KEL 

E ETTLKF 1 WNQKR A R 1 AKS I L SQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRDRDQWNRTEP 

SE1MPHIYNYLIFDKPEKNKQW 

GKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTRINSRW1KDLHV 

RRKTIKTLEENLGNTIQDIGMG 

KDFMSKTPKAMATKAK.1DKW 

DL1KLKS FCTAKETTI RVN RQPT 

KWEKIFATYSSDKGLISRIYNEL 

KQIYKKKTNNPIKKWAKDMNR 

HFSKEDIYAAKK.HMKKCSSSLA 

IREMQ1KTTMRYHLTPVRMAI1 

KKSGNN/R/CAPGTPERQNHSLS 

WKGS*SQEPSGLAQW1PLPWSP 

AS*DPLA*NSCCQHSCLKSTWD 

AQACARKLRTLIKGYRNCQLE 




35769 












5402 


35770 


A 


5447 




1563 




5403 


35771 


A 


5448 




1449 




5404 


35772 


B 


5449 




1605 




5405 


35773 


B 


5450 




1569 




5406 


35774 


A 


5451 




690 


MSELPFT1ASKR1KYLG1QLTRD 
VK DLFKEN YN PLLN EIKEDTNE 
WKNIPCSWVGRINIVKMA1LPK 
ATVTK1AWYWYQNRDIDQWN 
RTERSE1MPHIYNYLIFKKPEKN 
KQWGKDSLFDKWCSENWLA1C 

KIVLIUjUrr Llr i 1 lVlINoK WIKJJ 

LNVRPKTIKTLEENLG1TIQDIGI 
GKDFMSKTPKAMATKAKIDK 
WDLIKLK\FCTAKETTIRVNRQS 
TKWEIISSLD 


5407 


35775 


A 


5452 


1 


1919 





640 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5408 


35776 


A 


5453 


1 


1416 


MIILIDAEKAFDKIQQPFMLKTL 
SKLGTDGTYLKIIRA1YDKPTAN 
IILNGQKLEAFPLKTGTRQGCPL 
SPLLFNIGLEDLARAIRQEKEIK 
GIQLGKEEVKLSLFADDM1VYL 
ENP1VSAQNLLKL1SNFSKVSGY 
KINVQKSQAFLYTNNRQTESQI 
MSELPFTIASKRIKYLGIQLTRD 
VKDLFKENYKPLLKE1KEDTNK 
WKNIPCSWVGRINIVKMAILP\R 
DIDQW/NRTEPSEIMPHTYNYLI 
FDKPEKNKQWGKDSLFHKWC 
WENWLAVCRKLKLDPFLTPYT 
KINSRWIKDLNIRPKTIKTLEEN 
LGITIQDIGVGKDFMSKAPKAM 
ATKAK1DKWDLIKLKSFCTAKE 
TTIRVNRQPTTWEKIFATYSSD 

RU-LlbUl 1 INcLiS.^! Y iS.ls.rv 1 IN JNrl 
IS. IS. W A is. L) 1V1 IN K n r 3 IS. t, U 1 HA A IS. 

KHMKKCSSSLAIREMDIKTTMR 

Y rll- 1 r V KJVIAI llS-lviLiININKL. WK 

npr;pir;TT 

UtUClU 1 L. 


5409 


35777 


B 


5454 








5_4I0 


j5778 


B 


5455 




"T"t 




541 1 


35779 


B 


5456 


130 









5412 


j5780 


A 


5457 




□95 




5443 


35781 




5458 




J64 




54J4 — 


j5782 


— 










5415 


3578j 


- — 

A 




5460 


2821 




578] 




5416 — 


35784 




^9 











I 


— 






- — - 






544 8 — 


j5786 







5463 








5419 


j5787 


— 






2217 




5420 


35788 


- — 

A 


- 

5465 






2478 




5421 


35789 


— 


5466 









5422 


i£Z22 








2^6~ 




lr~ — 


35791 


— 


— — — 












±L_1 


j — 






2I4I 




_ 

5425 — 


35793 







5470 




— 

— ^ 




5426 — 


35794 


— 






ikr 




— 


H^ll 




-— 












— 


5473 




L527 




5429 


35797 


A 


5474 




1293 . 




5430 


35798 


A 


5475 




1038 




5431 


35799 


A 


5476 




1572 




5432 


35800 


A 


5477 




1290 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


5433 


35801 


A 


5478 




524 


MSELPFR1ASK.RIKYLG1QLTRD 
VKDLFKENYKPLLNEIKEDTNK 

wkniscswvgr1nivkmailpk/ 
vk.hr/fsaclqslgrsgttgle 

ALAM*PIWPQEVE*VKFPALPS 
GASSTKGGCVP*QIQVEERLLS 
WKL*QA*TSW\YQRQRRSDSSL 
RERK*PKSIQRNVRRLSYYTP 


5434 


35802 


A 


5479 


2 


1547 




5435 


35803 


A 


5480 




2376 




5436 


35804 


A 


5481 . 




1824 




5437 


35805 


A 


5482 _ 




1071 




5438 


35806 


B 


5483 




1839 




5439 


35807 


B 


5484 




1368 




5440 


35808 


A 


5485 




1884 


















5442 


35810 


B 


5487 




2532 




5443 


35811 


A 


5488 




2373 




5444 


35812 


A 


5489 




2361 




5445 


35813 


A 


5490 




2274 




5446 


35814 


A 


5491 




1686 


MASPGPAPTASPKJHSELLTATR 

EAQRHHPVPRGQDLVTSESFSL 

SFCFSAA1FIFELLGSNSEGVTDL 

RLWLCQPAPRCGEWTYNPLEQ 

CCDDGV1LDLNQTRLCGSSCTF 

WPCFQHCCLESLGSQNQTVVRF 

KVPGMKPDCKSSPITRICAQAG 

VQ1SNFSKVSGYKINVQKSQAF 

LYTNNRQTESQIMSELPFTIASQ 

R1KYLGIQLTRDVKDLFKENYK 

PLLKEIKEDTNKWKNIPCSWVG 

RINIVKMAILPKVIYRFNA1PIKL 

PMTFFTELEKTTLKFI WNQKRA 

LIAKSILSQKNKAGGITLPDFKL 

YYKATVTKTAWYWYQNRD1D 

QWNRTEPSE1TPHIYNYLIFDKP 

EKNKQWGKDSLFNKWCWENW 

LA1CRKLKLDPFLTPYTKINSRW 

IKDLNVRPKTIKTLEENLGITIQ 

DIGMSKDFMSKTPKAMATK.DK 

IDKWDLIKLKSFCTAKETTIRVX 

NRQPTKWEKIFATYSSDKGLIS 

RIYNELKQIYKKKTNTNPIKKWA 

KDMNRHFSKEDIYAAKKHMK 

KCSLSLAIREMQIKTTNQNH\M 

RYHLTPGHG 


5447 


35815 


A 


5492 




1872 





642 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5448 


35816 


A 


5493 


195 


1494 


PPGQHLQRRCLLRVSGFSENAK 

KGMLEVLARAI\RQEKKIKGIQS 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLLKL1SNFSKALGYK1SV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLNEIK.EDTNKWK.NI 

PCSWIGRJNIVKMAILPK.V1YGF 

NAIP1KLPMTFFTELEKTTLKFI 

WNQKRARIAKSILSQKDKAGGI 

TLPDFKLYYKATVTKTACNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQ1RMRTVFE 

QAIDQRSSTDTSLSTPAAPMVD 

SLIARVGVMARGNAITLPVCGR 

DVKFTLEVLRGDSVEKTSRVW 

SGNERDQELLTEDALDDLIPSFL 

LTGQQTPAFGRRVSGV1E1ADG 

SRRRKAAALTESDYRVLGGEL 

DDEQMAALSRLGNDY 


5449 


35817 


A 


5494 


1 


1845 




5450 


35818 


A 


5495 


1 


2109 





643 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nuclfolide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5451 


35819 


A 


5496 




2535 


MKSGHPEKEQDNSDVQETREIT 

1RGLLCTALMRHSTGAIAYLGV 

LSGSASLKLAGVPLRCCEGDKD 

AGH PLETQTALCERG RGARSL V 

GNT1MTSQPVPNETIIVLPSNVIN 

FSQAEKPEPTNQGQDSLKKH LH 

AEIKVIGVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSV1TGLQIQVFSG 

KEADSVIKRS1GWGPFFKPRTK 

DKNHMIISIDAEKAFDKIQQHF 

MLKTLSKLG1DGTYLKIIRAIYD 

K.PTAN11LNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSDQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK. 

EDTNKWKNIPCSWVGRINIVK 

MAILPKV1YRFNAIP1KLPMTFF 

TELEKTTLKFIWYQKRARITKSI 

LSQRNKAGD1TLPDFKLYYKAT 

VNKTAWYWHQNRHIDQWNRT 

KPSE1TLHIYNYLFFDNPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTK1NSRW1KDL 

NIRPKT1KTLEENLG1T1QD1GMG 

KYFMTKTPKAMATKAKIDKW 

DLIKLKSFCTGKETTIRVNRQPT 


5452 


35820 


A 


5497 


3 


2284 




5453 


35821 


A 


5498 


1 


1245 




5454 


35822 


A 


5499 


1 


1140 




5455 


35823 


A 


5500 


383 


1185 




5456 


35824 


A 


5501 


1 


3159 


MLEVLAWAVRQEKEIKGIQLG 
KEEVKLSLFADNMTVYLENPIV 
SAQNLLKLISNFSKVSGYKVSG 
QKSQALL YTNN RQTESQIMSEL 
PFTIASKRIKYLGIHLTRDVKDL 
FKENYK.PLLKE1KKDTNKWKN1 
PCSWVGRINIVKMAILPKDIIQE 
NFPNLARQANIQIQEIRKTPQRY 
SSRRATPRHI1VRFTKVEMKEK 
MLRAAREKASHHTYSKIDPILG 
SKPLLSKCKRTE1ITNYLSDHSA1 
K.LEFRIKNL 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5457 


35825 


A 


5502 


583 


2515 


MQKKPLTKFNNPSC*KLSIN*LI 

SNFSEVSGYKISVQKSQAFLYT 

NNR/QESQIMSELPFTIASKR1KY 

LGIQLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGRJNI 

VK.MAILPKAIYRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGG1TLPDFKLYY 

KATVTKTAWYWYQNRDIDQW 

NRTEPSEITPH1YNYLIFDKPEK 

NKQWG KDSLFNKWC WEN WLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVGPNTIKTLEENLGITIQDI 

GTGKDFMSKTPKAMATKAK[D 

K RDLIKLN S FCTA KETTIRVNR 

QPTKWEKIFTTYSSDKGLISRIY 

NELKQIYKKKTNNPIKKWAKD 

MNRHFSKEHIYAAKKHMKKCS 

PSLAIREMQIKTTMRYHLTPVR 

MAIIKKSENNSLLAAGGGNRRT 

ANVVAHGFANLLTLDKKTLQEI 

LVHYPDSER1LMKKARVLLKQ 

KAKTAEATPPRKDLALLFPPKE 

ETPKLFKTLLGGTGKASLARLL 

KLKREQAAQKKENSEGGEEEG 

KF.NEDKQKENEDKQKF.NEDKG 

KENEDKDKGREPEEKPLDRPEC 

TASPIAVEEEPHSVRRTVLPRGT 

SRQSL11SMAPSAEGGEEVLTIE 


5458 


35826 


A 


5503 




2463 




5459 


35827 


B 


5504 




1221 




5460 


35828 


A 


5505 


] 


4494 




5461 


35829 


A 


5506 


] 


2825 


MARTSYGQHFFPTLISMNIDSG 

RQNN G IPKLSTS Y SLKPMNTLC 

YLVKRDLEGVLKLRILTWESSL 

DYPGGPSVITKVLIRQKEGQSQ 

RTRYDNGSRGWSDAIAVKRPQ 

AKECGWPLEAGKGKEWILRKE 

C 1 PANTLML AQC PPTLRVGGS V 

CSAWRMIQNSDGERRrCRNRIQL 

QAVRLSKVIHDTFRNFPRFVHS 

RELSKGAEKSSSLKKGLEQVII 

WTKCRQCGESRCTKKVEERKV 

LHNTFISTSTTITTLG 



645 
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SEQ 11) 

NO: 


SF.Q ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5462 


35830 


A 


5508 


1184 


4791 


TSMQKSS1KYWQTESSS TSKSLS 
TMIKWASSLGCKAGSVYANQ* 
M*SSI*TEPKTKTI*LSQ*MQKK 
PL/YK1QQPFMLKTLNKLAQNL 
LKLISN FSKVSG YK1N VQKSQA 
FLYTNNRQTESQ1MSELPFTIAS 
KRIKYLG1QLTRDVKDLFKENY 
KPLLKEIKEDTNKWKN1PCSWV 
GRINIVKMAILPQVIYRFNAIPIK 
LPMTFFTELEK.TTFKFIWNQKR 
ARIAKSILSQKNKAGGITLPDFK 
LYYKATVT 


5463 


35831 


A 


5509 


516 


2233 




5464 


35832 


B 


5510 


286 


4131 




5465 


35833 


B 


5511 




4911 




5466 


35834 


A 


5512 


1080 


3119 


SSGLHPWDARLVQYTQINKCN 

PAYKQSQRQKPHDYLNRCRKK 

AFDK1QQPFMLQTLNKLGIDGT 

YFKI1RAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSLLLFNIVL 

EVLARA1RQEKEIKG1QLGKEEV 

KLSLFADDM1VYLENPIISAQNL 

LKLISNFSKVSGYKINVQKSQTF 

LYNNNRQTESQIMSELPFTIALK 

RIKYLG1QLTRDVKDLFKENYK 

PLLKE1KEDTNKWKNIPCSWVG 

RIN1VKMA1LPKV1YRFNAIPIKL 

PMTFFTELEKTTLKF1WNQKRA 

R1AKSILSQKNKAGGITLPDFKL 

YYKATVTKTAWYWYQNRDID 

QWNRTEPSE1MPH1YNYL1FDKP 

EKNKQWGKDSLFNKWCWENW 

LAICRKLKLDPFLTRYTKINSR 

W1KDLNVRPOIKTLEENLGITI 

QDIGVGKDFMSKTPKAMAAKA 

K 1 DKWDLIKLKS FCTAKETTIRV 

NRQPTTWEK.1FATYSSDKGLISR 

1YNELQQ1YKKKTNNPIKKWAK 

DMNRHFSKEDIYAAKKHMKK\ 

CSSSLAIR\EMQIKTTMRYHLTP 

VRMAIIKKSGNNRIRRHFQPRS 

AMFFCCCPGGEGSGLQWELLL 

AAWTVLPYPCPAATVGRFLKQ 

AQTADHSFLGHVWRVPSSRSW 

TDKE1LSLVVNRQNQEVVQLIG 

GLCGTHTISPTQHPATG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion. \=possible nucleotide insertion) 


5467 


35835 


A 


5513 


2494 


4549 


LQT1LQGYSNSK.QHGTGTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPDKNKKWGKDS 

LFNKWCWENWLVIC1KLKLDP 

FLTPYTKINSRWIKDLNVRPKTI 

KTIEENLGNTIQDIGMGKDFMS 

ETLKARATKAKIDKWDLIKLK.S 

FC i AKETTIRVNRQPTKWEKIF 

AIYSSDKGLIPRIYK.ELKQIYKK 

KTNSPIKXWVKDMNRHFSKEDI 

YAAKKHMKKCSSSLAIREMQI 

KTAMRYHLTPVRMAI 


5468 


35836 


A 


5514 




5582 


MGDFNTPLSTLDRSTRQKVNK 
DTQELN SALHQA DL1DI YQTLH 
PK.STEYTFFSAPHHTYSK.1DH1L 
GSKALLSKCKRTQI1TNYLSDHS 
AIKLELRIKNLTQNMSTTWKLN 
NLLLNDYWVYNEMKAEIKMFF 
ETNEN E DTTYQN L WD AFKA VC 

DT.I/TIA I M A U 1/ D l/ACD C VTr^TT 
KOJvrlALlN AnKKK^cKblVllJ i L. 

TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKE1ETQKTLQKINESR 
SWFFERJNKIDRPLARLIKKKRE 
KNQIDT1KNDK 


5469 


35837 


A 


5515 


3371 


5375 


TDTSQKKTFMQPKKHMKKCSP 

SLA1REMQIKTTMRYHLTPVRM 

A1IKKSGNNRSWYFEKINKIDRL 

LARLIKKKREKNQIDAIKNDKG 

DITTDPTE1QTTTREYYKHLYA 

NKLENLEEMDKFLDTYNLPRL 

KQEEVESLNRPIRGSEIVAIINSL 

PTKKSPGPDGFTAEFYHRYKEE 

LVPLLLKLFQSIEKEVILPNSFYE 

ASIIL1PKPDRDTAKKENFRPISL 

MNIDAKILNK1LANRIQQHIKKL 

1HHDQVG 



647 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5470 


35838 


A 


5516 


314 


2695 


GSACRDPDPDPLRLVGGGAAA 
PPCSSVSPSAWRQSRPREYYEG 
GRGLHAPDRETALGLGIATSER 
MLGICRGRRKFLAASLSLLCIPA 
ITWIYLFSGSFEDGK.PVSLSPLE 
SQAHSPRYTASSQRERESLEVR 
MREVEEENRALRRQLSLAQGR 
APSHRRGNHSK.TYSMEEGTGD 
SENLRAGIVAGNSSECGQQPVV 
EKC\RRNPLHFHLIADSIAEQILA 
TLFQTWMVPAVRVDFYNADEL 
K.SEVSWIPNKHYSGIYGLMKLV 
LTKTLPANLERVIVLDTDITFAT 
DIAELWAVFHK.FKGQQVLGLV 
ENQSDWYLGNLWKNHRPWPA 
LGRGYNTGVILLLLDK.LRKMK 
WEQMWRLTAERELMGMLSTS 
LADQDIFNAVIKQNPFLVYQLP 
CFWNVQLSDHTRSEQCYRDVS 
DLKVIHWNSPKKLRVKNKHVE 
FFRNLYLTFLEYDGNLLRRELF 
GCPSEADVMSENLQKQLSELDE 
DDLCYEFRRERFTVHRTHLYFL 
HYEYEPAADSTDVTLVAQLSM 
DRLQMLEATCKHWEGPISLALY 
LSDAEAQQFLRYAQGSEVLMS 
RHNVGYHIVYKEGQFYPVNLL 
RNVAMKHISTPYMFLSD1DFLP 
MYGLYEYLRKSVIQLDLANTK. 
KAM1VPAFETLRYRLSFPKSKA 
ELLSM LDMGTLFTFRYHVWTK 
GHAPTNFAKWRTATTPYRVEW 



648 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54(1,217 


Nucleotide 
location of first 
codnn lor peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5471 


35839 


A 


5517 




2079 


GK.PVSLSPLESQAHSPRYTASS 

QRERESLEVRMREVEEENRALR 

RQLSLAQGRAPSHRRGNHSKT 

YSMEEGTGDSENLRAG1VAGNS 

SECGQQPVVEKC\RRNPLHFHLI 

ADSIAEQILATLFQTWMVPAVR 

VDFYNADELKSEVSW1PNKHYS 

GIYGLMK.LVLTKTLPANLERVI 

VLDTDITFATDIAELWAVFHKF 

KGQQVLGLVENQSDWYLGNL 

WKNHRPWPALGRGYNTGVILL 

LLDKLR KMKWEQ M WRLTAE R 

ELMGMLSTSLADQDIFNAVIKQ 

NPFLVYQLPCFWNVQLSDHTRS 

EQCYRDVSDLKV1HWNSPK.KL 

RVKNKHVEFFRNLYLTFLEYD 

GNLLRRELFGCPSEADVNSENL 

QKQLSELDEDDLCYEFRRERFT 

VHRTHLYFLHYEYEPAADSTD 

VTLVAQLSMDRLQMLEAICKH 

WEGPI SLALYLSDAEAQQFLRY 

AQGSEVLMSRHNVGYH 1 V YKE 

GQF YP VM LLRN V AMKHI STPY 

MFLSDIDFLPMYGLYEYLRKSV 

1QLDLANTKKAM1VPAFETLRY 

RLSFPKSKAELLSMLDMGTLFT 

FRYHVWTKGHAPTNFAKWRT 

ATTPYRVEWEADFEPYVVVRR 

DCPEYDRRFVGFGWNKVAHIM 

LLUV^t Y brlVLrlNA Y MlnmrH 

APSFD1TKERSNKQYRICLKTLK 

bbr l^UM »KK I (j r A A L Is. Y L I A 


5472 


35840 


A 




403 


2757 1 




5473 


35841 


^— 


iMb" 


128 




















5475 


35843 


B 


5521 


25 


1359 




5476 


35844 


B 


5522 


1 


1113 




5477 


35845 


A 


5523 


1 


2526 




5478 


35846 


A 


5524 


3 


555 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5479 


35847 


A 


5525 


1 


1710 


MSQGTTPWGPTPAGTTPESEVH 

RPFPFPVPVPVPETSERSFPVRG 

VCGQAKSGLRRGAARLAPAAY 

LFTRQQTRELIHSACVSISVNTM 

HGLSVA1NSRRCTYYRKYVIDF 

SK.SEIIG1P1SKNIDLTVGTTVTQ 

LQNLNTVGIIGSRGGRGQVAAL 

NCDRQGHLWLFTRVTVHWRM 

GNDRTFWGLLDTVSELMFIPGN 

PKHHCGPPVKVGAYGVTFLGV 

HWCGACQDTPCKMKDKLLHL 

APPTTKKKAQYVVGLLGFWRPI 

YRVTQKAASFEWGPEQDKALP 

QVQAAVQPALLFGPYDSADPM 

VLEASVADRDAVWSLWQAP/1S 

HKMGHAQQHSIIKWK*YICDW 

ARAGPKGTTUPMASWGVLYD 

QLTEEEKTRAWFTDGSARYAG 

TTQKWTAAALQPLSRTSLKGS 

GEGKSSQWAELQAVHLVVHFS 

WKDKWPDVRLYIDSWAVANG 

LAGWSGTWKKHDWK.IGDKEI 

WGRGMWMDLSEWPKPVK.IFG 

SI 1VSAHQWV1SAEEDFNNQVD 

KMTCSVDITQPLSPATPV1TQW 

AHKQSGHGGRDGGYTWAQQH 

G LPLTKTG LAM ATA ECPI 


5480 


35848 


A 


5526 




438 




5481 


35849 


A 


5527 




612 




5482 


35850 


A 


5528 


2 


736 


EK.CAMTALSSKLISQQKAFFAK 

MVVDAVMMLDDLLQLKMIGI 

KKVQGGALEDSQLVAGVAFKK 

TFSYAGFEMQPKKYHNPKIALL 

NVELELKAEKDNAEIRVHTVED 

YQAIVDAEWNILYDXKLEKIHH 

SGAKVVLSKLPIGDVATQYFVA 

UKIJlVirL/AOKVrc,iiL>LK.Kl MM 
a rrrcmTf\/M a i c a rwn d rr\ 

VrfcfciyiOULKYiNrr lUCrlvAiv 
I U 1 rlLKuuAc^rlvltD 1 t-KoLn 
UA1MI VKJvA. 


5483 


35851 




5529 


3 


474 




5484 


35852 


— — 

A 


553 _? 


374 


968 




5485 


35853 


^— 




| 












5l3l 




2T3I 




5487 


35855 


A 


5533 


1 


240 




5488 


35856 


A 


5534 


248 


1034 




5489 


35857 


A 


5535 


1 


1602 




5490 


35858 


A 


5536 


120 


340 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 


5491 


35859 


A 


5537 


2 


408 


DEDDDDDDEEDDDEDDDDDDF 
DDEEAEEK.APVKKSIRDTPA\K 
NAQKSNQNGRDSKP\SSTPRSK 
GQESFKKQEKTPKTPKAGPSSVE 
DIKAKMQASIEKGGSLPKVEAK 
FINYVKDCF\RMTDQEAI\QDLW 
QWRKSL 


5492 


35860 


A 


5538 


194 


1027 


WSFISIHLLSYLSACHHLMEDS/ 

MDMGMRPLRPQNYLFSCELKA 

NKDYHFKVDNNENEHQLPLTTI 

NLGAGAMDELDTVEAEAMNYE 

GSPIKVILATLKMSVQPTVSLG 

G\FEITPPVV\LRLKCGSGPVHIS 

GQHLVAVEEDAESEDEEEEDV 

KLLSISGKRSAPGGGSKVPQKK 

VKLAADEDDDDDDEEDDDED 

DDDDDFDDEEAEEKAPVKK.SIR 

DTPAKNAQKSNQNGK.DSKPSS 

TPRSKGQESFKKQQKTPKTPKG 

PSSVEDI1CAKMQASIEKAH 


5493 


35861 


C 


5539 


212 


367 




5494 


35862 


A 


5540 


14 


1515 




5495 


35863 


A 


5541 


1 


540 




5496 


35864 


A 


5542 


1 


1881 


MDAALDDLIDTLGGPEETEEEN 

TTYTGPEVSDPMSSTYIEELGK 

REVTIPPKYRELLAKPIGPDDAI 

DALSSDFTCGSP*LYPSQVFHLL 

DLLPFSPGYQPRLLQHHLA/AVP 

FKVAGSGGADCILHMEVRDTA 

SDTGAGAAALDSSVFSVGLDGF 

SLMSDRSKSSESSSMSSDSLRGL 

GFSSGSGNSGFPSLSVAGFNLYS 

L1ERRSSSGSACRVPSEADRASS 


5497 


35865 


A 


5543 


1 


930 




5498 


35866 


A 


5544 


1 


183 




5499 


35867 


A 


5545 


1 


555 




5500 


35868 


A 


5546 


162 


499 


FPGSGNMAKDAGLIEANGELK 

\/pinrv\n QPf^kTlVVQT VAVUPQ 

TVNPLGKQLLPKTFGQSNVNIA 
QQVVIGTPQRPAASNTL/VWVG 
SPHTPSTHFASQ\NQPSDSSPW\S 
AGKR 


5501 


35869 


A 


5547 


2 


451 


LVAEFSAADNHILPNESAYDQK 
NIRRRVYDALNVLMAMN1ISKE 
KKE1K WIGLPTNSAQECQNLEV 
ERQRRLERIKQKQSQLQELILQ 
QIAFKNLVQRNR\HAEQQASRP 
PPPNSVIHLPF1IVNTSKKTVIDC 
SISNDKFEYLFNFDNT 


5502 


35870 


A 


5548 


37 


162 





651 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


5503 


35871 


A 


5549 


205 


616 


RK.L1IGSQSSIT1AVFGKQNTYIR 
LEPFKINVLEQITKHIEKLQCGG 
VVKQLSRRGNNQHISSTYDINR 
ADAQVRRAVNNYDllVMSNSF 
NGQSEHQVWIGGQFTFIKF\PIN 
SVSIRCRARQEGIMSSPGQQVG 


5504 


35872 


B 


5550 




1407 




5505 


35873 


A 


5551 


3 


416 


MLPARMCCGIVSG*QFHTGNSY 
DHDYEFELGTRS*A*LK.LLFS*T 
LPD*QLPAGSGEGPYHLEGQLS 
YCHRGGEKALAALLSSPTSKTR 
SPSEPDPEQDEQKLRFCKRHLY 
GQQPRSPVE1RLQHVAIAYQTH 
HAYD 


5506 


35874 


A 


5552 


1988 


2137 


L V ITTLLPLACGTAK* E* VN VTS 
FGSRP1CSTSPVLFSGL*GPVKEF 
DT 


5507 


35875 


B 


5553 


1 






5508 


35876 


A 


5554 


1 , .. 


5 92 .. 




5509 














5510 


35878 


A 


5556 


1 


634 




5511 


35879 


A 


5557 


1 


723 




5512 


35880 


A 


5558 




384 




5513 


35881 


A 


5559 




792 




5514 


35882 


A 


5560 


3 


1607 


HCTRMSVKWTSV1LLIQLSFCFS 

SGNCGK.VLVWAAEYSHWMNI 

KTILDEL1QRGHEVTVLASSASI 

LFDPNNSSALKIEIYPTSLTKTEL 

ENFIMQQ1 KR WSDLPK.DTF WL Y 

FSQVQEIMSI FG D1TRKFCKDVV 

SNKKFMKKVQESRFDVIFADA1 

FPCSELLAELFN1PFVYSLSFSPG 

YTFEKHSGGFIFPPSYVPVVMSE 

LTDQMTFMERVKNMIYVLYFD 

FWFEIFDMKKWDQFYSEVLGR 

PTTLSETMGKADVWLIRNSWN 

FQFPHPLLFNVDFVGGLHCKPA 

KPLPKEMEDFVQSSGENGVVV 

FSLGSMVSNMTEERANVIASAL 

AQIPQKVLW\RFDGD\KPDTLGL 

NTRLYKW\IPQN\DLLGHPKTRA 

F1THGGANG1YEA1YHG1PMVGI 

PLFADQPDNIAHMKARGAAVR 

VDFNTMSSTDLLNALKRVINDP 

SYKENVMKLSRIQHDQPVKPE 

DRA VFWIEFVM RHKG AKH LRV 

AAHDLTWFQYHSLDVIGFLLV 

CVATVIF1VTKCCLFCFWKFAR 

KAKKGKND 


5515 


35883 


A 


5561 


2 


1600 





652 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5516 


35884 


A 


5562 


2 


1624 


AATGKQALHCIRMSMKWTSAL 

LLIQLSCYFSSGSCGKVLVWPT 

EFSHWMNIKTILDELVQRGHEV 

TVLASSAS1SFDPNSPSTLKFEV 

YPVSLTKTEFEDIIKQLVKRWA 

ELPKDTFWSYFSQVQE1MWTFN 

DILRKFCKDIVSNKKLMKKLQE 

SRFDVVLADAVFPFGELLAELL 

K1PFVYRPRFSPGYAIEKHSGGL 

LFPPSYVPVVMSELSDQMTFIE 

RVKNMIYVLYFEFWFQIFDMK 

KWDQFYSEVLGRPTTLSETMA 

KADIWLIRNYWDFQFPHPLLPN 

VEFVGGLHCKPAKPLPKEME\E 

FVQSSGENGVVVFSLGSMVSNT 

SEERANVIASALAKIPQKVLWR 

FDGNKPDTLGLNTRLYKWIPQ 

NDLLGHPKTRAF1THGGANGIY 

EAIYHGIPMVGVPLLADQPDNI 

AHMKAKGAAVSLDFHTMSSTD 

LLNALKTVINDPLYKENAMKLS 

R1HHDQPVKPLDRAVFWIEFVM 

RHKGAKHLRVAAHDLTWFQY 

HSLDVTGFLLACVATVIFIITKC 

LFCVWKFVRTGKKGKRD 


5517 


35885 


A 


5563 


i 


225 




5518 


35886 


A 


5564 




3210 




5519 


35887 


A 


5565 


1 


835 




5520 


35888 


A 


5566 


222 


477 


HPRCLSPKG I LKY LTKKYLKKN 
NLRDWLRVVANSKESYELRYF 
Q1NQDEEEEEDED*ISFIWK1LYE 
FLNKTWDPKKKKTKKKKK 


5521 


35889 


A 


5567 


1 


778 


MAAAAAAAGDSDSWDADAFS 
VEDPVRKVGGGGTAGGDRWG 
GEDEDEDVKDNWDDDDDEKK 
EEAEVKPEVKISEKKKIAEKIKE 
KERQQKKRQEEIKKRLEEPEEP 
K V LTPEEQL A DKLRL KKLQEES 
DLELAKETFGVNNAVYGIDAM 
NPSSRDDFTEFGKLLKDIMTQYE 
ESLYYARFLEVLVRDVCISLE1D 
DLKKITNSLTVLCSEKQKQEKQ 
SKAKKKKKGVVPGGGLKATM 
kTint invr.r.vnr.r.vvnrivcn 


5522 


35890 


A 


5568 




897 




5523 


35891 


A 


5569 


1 


2658 




5524 


35892 


A 


5570 


1 


441 




5525 


35893 


A 


5571 


3 


427 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5526 


35894 


A 


5572 


1 


952 


PRLVLLKMAPLDLDKYVEIARL 

CK.YLPENDLK.RLCDYVCDLLL 

EESNVQPVSTPVTVCGDIHGQF 

YDLCELFRTGGQVPDTNYIFMG 

DFVDRGYYSLETFTYLLALKAK 

WPDRITLLRGNHESRQITQVYG 

F\YDDCLTKYGVNANAWRYCTK 

VFDMLTVAALIDEQILCVHGGL 

SPDlKTL\D\QIRTlERNQElPHKG 

ARCDL\VWS\DPEDVDT\WAI\S 

PRGAGWLFGAK\VTN\EFGS*ST 

NLKLICRAHQLVHEGYKFMFD 

EKLVTVWSAPNYCYRCGNIASI 

MVFKDVNTREPKLFRAVPDSE 

R V I PPRTTTP YFL 


5527 


35895 


A 


5573 


54 


588 




5528 


35896 


A 


5574 


1 


4287 




5529 


35897 


A 


5575 




507 




5530 


35898 


A 


5576 


1 


1416 




5531 


35899 


A 


5577 




841 


ILLWDVDGGLTQIDKYLYSSED 
YIKSGALLACGIVNSGVRNECD 
PALALLSDYVLHNSNTMRLGSI 
FGLGLAYAGSNREDVLTLLLPV 

mgdsk.ssmevagvtalacgmi 
avgscngdvtstilqtimek.se 
telkdtyarwlplglglnhlg 
kgeai ea1 laalevvsepfrsfa 
ntlvdvcayagsgnvlkvqql 
lhicsehfd\skekeedkdkkek 

KDKDKKEAPADMGAHQGVAV 
LGIAL1AMGEEIGAEMALRTFG 
HLLRYGEPTLRRAVPLALAL 


5532 


35900 


A 


5578 


2 


391 


AFGVTEPGCYGV1DVDTGKSTL 
FVPRLPASHATWMGKL/HSVLT 
SQKPSVLLTLRGVNTDSGSVCR 
EASFDGISKFEVNNT1 LHPEI VE 
CRVFKTDMELEVLRYTNKISSE 
AHREVMKAVKVGMKEYELER 



654 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5533 


35901 


A 


5579 


18 


1541 


RRCRANMAAATGPSFWLGNET 
LK.VPLALFALNRQRLCERLRKN 
PAVQAGSIVVLQGGEETQRYCT 
DTGVLFRQESFFHWAFGVTEPG 
CYGV1DVDTGKSTLFVPRLPAS 
1IATWMGK1HSKEHFKEKYAVD 
DVQYVDEIASVLTSQKPSVLLT 
LRGVNTDSGSVCREASFDGISK 
FEVNNTILHPEIVECRVFKTADM 
EL\EVLRYTNKISS\EAHREV\MK 
AVKSGEWKEYGVGKASFEHY\ 
CYSRG\GMRH\TSYT\CILRAVG 
*GTSAVLTFTGH\AGAPNDRTIQ 
NGDMCLFDMGGEYYSVASDIT 
CSFPRNGKFTADGAKAVYEAVL 
LSSRAVMGAMKPGDWWPDM\ 
HRLAYRIHLEELAHMGILSGSV 
DAMVQAHLGAVFMPHGLGHF 
LGIDVHDVGGYPEGVERIDEPG 
LRSLRTARHLQPGMVLTVEPGI 
YFIDHLLDEALADPARASFLNR 
EVLQRFRGFGGVRIEEDVVV1D 
SGIELLTCVPRTVEEIEACMAGC 
DKAFTPFSGPK 


5534 


35902 


A 


5580 


1 


98 




5535 


35903 


A 


5581 




810 
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SEQ1D 

NO: 


SEQ ID NO: 


Vice 
liod 


SEQIDNO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5536 


35904 


A 


5582 


I 


861 


MLKE 1 1 D DTN K WKH 1 PCS WMG 

RISIVKMTILPKAIYKFNAVLIKI 

PPSFFTELEKTILKFLCNEKRAS 

RAKARLNKKNKSGG1TLLDFKR 

YYSAIVTKTVWYWYKNRHIHQ 

RNR1ENPEINPNTYSQL1FNKAN 

KN1KWGNDTLFSKWCWDNWL 

ATCRRMKLDPHLSPHTKIN SRW 

IKDLILRPETTKILEDNIGKTLLD 

VGLGKDFMTKNP1CANARKAK.1 

N1WDLIKLKSFFTAKGTVSRVN 

RQPTEWEKIFIIHTSDEGLLISRI 

YNELKQI SKKKATNN PIKK WAK 

DMNRQFSKEDVQMANKYMKK 

CSTSLIANLICREMQ1KTTMQY 

HLTPARMAI1KKSKISRCWHGC 

GDQGTLLHCWWECKLVQPLW 

KTVWRFLK.ELKVELPFDPAIPL 

LGTHPEEKKSLCKKDTCTCMLL 

AAQFTIAKSWNQPKCPSVNEWI 

KKLCPRWLLSKWASA*NKWK 

H1PCSWMGRISIVKMT1LPKA1Y 

KFNAVL1KIPPSFFTELEKTILKF 

LCNEKRASRA1CARLNKKNKSG 

GITLLDFKRYYSAIVTK.TVWY 

WYKNRHIHQRNRJENPEINPNT 

YSQLIFNKAMKNIKWGNDTLFS 

KWCWDNWLATCRRMKLDPHL 

SPHTK1NSRW1KDLILRPETTK1L 

EDNIGKTLLDVGLGKDFMTKN 

PKANAR1CAKIM1WDLIKLKSFF 

TAKGTVSRVNRQPTEWEKIFIIH 


5537 


35905 


B 


5583 


473 


1694 




5538 


35906 


A 


5584 


1 


429 




5539 


35907 


A 


5585 


572 


1149 


PPVSHSMTLGNSYLFAPNWTIT 

PAW/CNTLDPSEGFGWQASLSL 

PSHQQFEHTCPEWLPTYSWPCK 

VGPDYLSE1CQPECKQHFQESL 

TESSKQN1YETCA1YVSSPGERIL 

NQRFGPHGAFILVREYDD1RFS 

HSGPPSTCPNFPGPSYYTARESA 

YALKLRALEIIQISQSTKMQRNL 

GNPILPAIHQQPPQ 


5540 


35908 


A 


5586 


1 


804 




5541 


35909 


D 


5587 


1 


1995 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5542 


35910 


A 


5588 


74 


1128 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVY1SRNL 

*NRVJCAIM/VGKAEWKT1ELPL 

PRKTVNQKQYRIPGGIAEISTTI 

KELNNAGMVIPTTSPFNSP1WP 

VQKIDGSWRMTVDYCKLNQV 

VTPIAATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSRLLHKLLCHL 

GHMTQQI*CFLRCQWHIGMLF 

GPEICGCTSLSGQKL/WK.IFVSH 

A ASFEWSPEQEKALQQ VQA V V 

Q A ALPLGP YDP A DP VL LE M S V 

ADRDAVWILWQAPISESQWRPP 

GFWSK.ALPSSADNYSPFERQLL 

ACYWTLVETERLTMGHQVTIPP 

ELP1MNWVFSDLSSPKMCHPQQ 


5543 


35911 


A 


5589 


] 


1337 


M1ISIDAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEEINPVLPE'l TVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEGIQRLK 

KIGMVEWISHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTALLFMSDLTVGTTFSQLQN 

LNTMG1FGSSCDRSQVAALNHQ 

RQVPECK1VIDILNIWRIPHIGSL 

TGRVREIMVGKAKWKPLEQPP 

PRKIVIQKQYH1PGA1TE1SATIE 

DLKETG VVILTTSPFKSSI WPLQ 

KTDGSWRMTVNYHKLNQVET 

PIAAAVPDVVSLLEQ1NTSPGT 

WYAA1DLVNVFFSIPVYKAHQK 

QFAFSWQGQQYTFTFLPQGYIN 

SPDITLVHYIDDIMLIGSSEQEV 

ANTLDLLPARVASWGVPYDQL 

T/GGRED*GLLHRWSCR1CRHH 


5544 


35912 


A 


5590 


2 


693 


KIVN/QKQYHIRGG1AEISATIKD 

SKDTG V VIPTTSPFNSPI WP V W 

KTDGSWTITVDYHK.LDQVVTPI 

AAAVPDVVSLLEQINTSPGTWY 

AAINLENAFFSIPVHKANQ/K.QF 

AFSWQGQQYTIAVLPQWKFLG 

IHWFVACQDIPSKIKDKLLHLA 

PPTNKKEAQCLVGLFGFWRQHI 

PHLRVLLQPIYQVTLKAAIFEW 

GPEQEKALQQVQAAVQAALPL 

GPYDPTDPMVLE 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5545 


35913 


A 


5591 


1 


101 1 


MVSTPATLPSLPKPALMASWG 

VPYDQLTKEEKTRVWFTDGSA 

RYAGTTQKWTAVALQPLSRTS 

LKDSSEGKSSQWAELQAVYLV 

VHFAWKEKWPDVGLYTDSWA 

VANGLAGWSETWEKQDWKJG 

DKEIWGRGMWMDLSEWSKAV 

K1FVSHVSAHQRVTSAEEEFNN 

QVDRPL/PVFTQWAHEQSGHSG 

RDGGYSWAQQTAGLPFTKADL 

AMATAECPICQQQRPTLSPLYS 

TIPQGDQPATWWQIDYIGPLPS 

WKGQKFVLTVIDTYSRYRFAY 

PAHNASAKTTIHGLIECLIHCYG 

IPHSIASDQSIHF/TTKEVQ*WAH 

AHG1HWSYHVSHHPEAAGL 


5546 


35914 


A 


5592 


7 


278 


SASCTAAFHHQMEVVYTRSGS 
SRS* RVPTIPVI AQWDYDHNGHG 
GRDGGYPWAQQHELPLTKADL 
ATATA ECP1CQQQRPSLSPRCGT 
IPR 


5547 


35915 


A 


5593 


1 


237 




5548 


35916 


C 


5594 


63 


116 




5549 


35917 


A 


5595 


2 


739 


HKMGHAQQHSIIK.WK+YICDW 
ARAGPKGTT\APMASWGVLYD 
QLTEEEKTRAWFTDGSARYAG 
TTQKWTAAALQPLSRTSLKGS 
GEGKSSQWAELQAVHLVVHFS 
WKDKWPDVRLYIDSWAVANG 
LAGWSGTWKKHDWKIGDKEI 
WGRGMWMDLSEWPKPVKIFG 
SHVSAHQWV1SAEEDFNNQVD 
KMTCSVDITQPLSPATPV1TQW 
AHKQSGHGGRDGGY rWAQQH 
GLPLTKTGLAMATAECPI 


5550 


35918 


A 


5596 


i 


354 




5551 


35919 


A 


5597 


3 


592 




5552 


35920 


A 


5598 


126 


365 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


5553 


35921 


A 


5599 


1 


483 




5554 


35922 


A 


5600 




1908 




5555 


35923 


B 


5601 


141 


1569 




5556 


35924 


B 


5602 


46 


1533 




5557 


35925 


A 


5603 


61 


448 


WRFLGPWR1VSCWFCGWEERR 
EGSAFFVG1PARMSAARESHPH 
GVKRSASPDDDLGSSNWEAAY 
LGNEERKQKFLRLMGA/GKGEE 
DQKINEELESQYQHSMDSKLSG 
RYRRHCGLGFSEVEDHDGEGD 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5558 


35926 


A 


5604 




404 


PWR1VSCWFCGWEERREGSAFF 
VGIPARMSAARESHPHGVKRSA 
SPDDDLGSSNWEAADLGNEER 
KQKFLRLMGAGKKEHTGRLV1 
GDHKSTSHFRTG\EDHDGEGDV 
AGDDDDDDDDSPDP*SPDDSES 
DSESE 


5559 


35927 


A 


5605 


2 


434 


LGPWR1VSCWFCGWEERREGS 

AFFVGIPARMSAARESHPHGVK 

RSASPDDDFFLFA1MNGK*KIV 

NSHRCSVKAKSRQQLGSSNWE 

AADLGNEERK.QK.FLRLMGAGK 

KEHTGRLVIGDHKSTSHFRTGE 

ED*K1NEELESQYQH 


5560 


35928 


C 


5606 


909 


1096 




5561 


35929 


A 


5607 


1 


309 


PQPAAMAAY1WVL1RHGESAW 
N LETSFSG WYDATLSLAGHKE 
AKRGGQALRGLFQVPLAPEAV 
GTVWCSWRTPCALKQL*PRPL 
KRRLRILADRHATQPRPQQ 


5562 


35930 


A 


5608 


93 


914 


SQSVPHPQPAAMAAYKALVLGV 

RHGESAWNLENRFSGWDDADL 

SPAGQRGGERFAAQALQDAGY 

E FD1CFTS V\QKRAIRTLW\TV L\ 

DAFDQMWLASGEGLWGFNER 

HYWGS*PGLN*KQKLAAK1G*G 

PRLK1\WRRSY\D\VPPPPMEPDH 

PFYSN1SKDRRYADLTEDQLPS 

C\ESLKDT1ARALPFWNEEIVPQI 

KEGKRVLIAAHGNSLRGIVKHL 

EGLSEEAIMELNLPTG1PIVYEL 

DKNLKPIKPMQFLGDEETVRKA 

M E A VA AQGKAKK 


5563 


35931 


A 


5609 


2 


450 


V1MKAGGL1YQLDSYAP/RAEAE 
KTFSYPLDLLLKLHDERVLVAF 
GQRDGIRVGHAVLAINGMDVN 
GRYTADGKEVLEYLGNPANYP 

\/CIt?"Emi>DC>I TQXIPVI \J1l ACKytp 

HS\IKFVVLADP\RQAGIDSLLRK 
IYEIYSDFALKNPFYSLEMP 


5564 


35932 


A 


5610 


1 


663 




5565 


35933 


A 


5611 


1 


2034 





659 
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SEQID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of Inst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


5566 


35934 


A 


5612 


374 


1106 


IPVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTF\S 

YPLDLAGSS*HDERVLVAFGQR 

GRHPEWGHAVL\AINGM\DVNG 

RYTADG\KEVLEYLG*PLLNYP 

VS1RF\GRPRL\TSNE\KLMLGLP 

CFHSLFAIGVSQACLPGTREASR 

HLKI LGRQ DTFK\LH\C YQTL1AG 

1KFVVL\ADPR\QAG1\DSLLRKI 

YE\1Y\SDFALK.NP\F\YSLEMPIR 

CELFDQNLKLALEVAEKAGTF 


5567 


35935 


A 


5613 


1 


336 




5568 


35936 


R 


5614 


60 


2175 




5569 


35937 


A 


5615 


2 


198 




5570 


35938 


A 


5616 




449 




5571 


35939 


A 


5617 


1 


771 




5572 


35940 


A 


5618 


18 


736 


E AM SSKV SRDTL YEAVREVLH 
GNQRK.RRKFLETVELQISLKNY 
DPQKDK.RFSGT/VQVGTVLIPPS 
PQCPRACPSPAGSR*AGGGHVG 
TDVLG*FRPPAPGRRGWTDPHP 
GS*NMRGGVGRPRPSPPASLRS 
QAGCW*M*TLRVRLG WLLRSQ 
TLHRALGTPGLGVTCWCCPPK 
RRLKSTPRPKESVCVLGDQQHC 
DEAKAVDIPHMDIEALKKLNK 
NKKLVKKLAKKYDAFLASESLI 


5573 


35941 


A 


5619 


24 


698 


EAMSSKVSRDTLYDAVREVLH 
GNQRKRRKFLETVELQISLKNY 
DPQKDK.RFSGTVRLKSTPRPKF 
SVC VLG DQQHCDEAKAVDIPH 
MDIEALKKLNKNKKTGSRSWP 
KKYDAFLA/SQSPLIQADSPKSL 
GP\SLNKGRKSSPSLLTH\NKNM 
VAKVDEVKSTIKFPNWRRCLCL 
AVAVGHVK.MTDDELVYNIHLA 
VNFLVSLLKKNWQNVRALYIK 
SPMGKPQRLY 


5574 


35942 


A 


5620 


1 


843 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5575 


35943 


A 


5621 




1215 


LLIMADPRDKALQDYRKK.LLE 
HKEIDGRLKELREQLKELTKQY 
EKSENDLKALQSV\GQ1\VGEVL 
KQLT\EEKFIVKATNGPRYVVG 
C\RRQL*QKVSLK.PGTR\VAL\D 
MTTLTIVM EDI LPR\E VDPL V YN 
MS\HEDPG\NVSYSEIGGLSE\QI 
RGPGEVIGLPLYKPQSYFQRVG 
IIPPKAGCLLYG\PPGTGKNT/LLA 
RAVASQLDCNFLKVVSSS1VDK. 
YIGESARL1REMFNYARDHQPCI 
IFMDEIDAIGGRRFSEGTSADRE 
1QRTLMELLNQMDGFDTLHRV 
KMTMATNRPDTLDPALLRPGR 
LDRK1HIDLPNEQARLDILAKIHA 
GPITKHG\E1DYEAIVKLSDG\FN 
GADLRNVCHEAGMFAIRADHD 
FVSTGKTSLKAV\RKVADSK.KL 
ESKLDYKPV 


5576 


35944 


A 


5622 


104 


173 




5577 


35945 


A 


5623 




1140 




5578 


35946 


A 


5624 




528 




5579 


35947 


A 


5625 




1083 




5580 


35948 


A 


5626 




471 




5581 


35949 


A 


5627 




2322 




5582 


35950 


A 


5628 




678 




5583 


35951 


B 


5629 


213 


1477 




5584 


35952 


A 


5630 


2 


339 


FGLHKWGLGLEASSPCGPLTPS 
YLGFPRPHPGTLGLGRFWPFLA 
LQSLSETPSHARMPRVTVARTS 
PETLEISPLRAAT*NHRSSGHTC 
FRERMLRVSCRLSLDLSSSWVR 


5585 


35953 


A 


5631 


1 


783 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5586 


35954 


A 


5632 


92 


2746 


ASRMTVLQEPVQAA1WQALNH 

YAYRDAVFLAERLYAEVHSEE 

ALFLLATCYYRSGKAYKAYRL 

LKGHSCTTPQCKYLLAKCCVD 

LSK.LAEGEQILSGGVFNKQKSH 

DDIVTEFGDSACFTLSLLGHGII 

VQTERAAKGTAFSPKRLCLHTF 

P\WTPLEPLVEIGERPLPHQTFN\ 

FTS* RNFANCL HTSGTKQ VTN\ 

HVFSHRQPETVLTETPQXDTIEL 

NRLNLESSNSKYSLNTDSSVSYI 

DSAV1SP\DTVPLGTG\TS1LSKP 

VQYNKPK.TGRSLLGGPAALSPL 

TPKFWGFLPIRKPP\SPG\DGS\Y 

LQNYTNTPPVIDVPSTGAPSKK 

TFRVLQSVARIGQTGTKSVFSQ 

SGN SRE VTPI L AQTQSSG PQTST 

TPQVLSPTITSPPNALPRRSSRLF 

TSDSSTTKENSKKLKMKFPPKIP 

NRKTKSKTNKGGITQPNINDSL 

EITKLDSS1ISEGKISTITPQIQAF 

NLQKAAAEGLMSLLREMGKG 

YLALCSYNCKEAINILSHLPSHH 

YNTGWVLCQ1GRAYFELSEYM 

QAER1FSEVRRIENYRVEGMEIY 

STTLWHLQKDVALSVLSKDLT 

DMDKNSPESGTQRGRESPRMC 

r 1 a r\crMtrvcriccvi7ir\rM cDcnv 
OADbyitrvot^bb Y f lyULbKrUY 

VKFAVVTK1RAWCAAGNCFSL 
QREHDIAIKFFQRAIQVDPNYA 
YAYTLLGHEFVLTEELDKALAC 
FRNA1RVNPRHYNAWYGLGMI 


5587 


35955 


A 


5633 


260 


678 


GEFSI FF WV WN * LLLWHQETFS 
I*NLFSSH*TSITYQATEEGFDFII 
QMKLIHFGDS1FIYLKLLILNRK 
P**EAAISI*V*TWRSRFSHFQLR 
*HQTQVTNHSWETEAR*LTDLV 
KSKSPTIPCSRFKANTLF**SDP 


5588 


35956 


A 


5634 


I 


1452 




5589 


35957 


A 


5635 


2 


1563 




5590 


35958 


A 


5636 


1 


444 




5591 


35959 


A 


5637 


2 


345 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5592 


35960 


A 


5638 


2 


1721 


RSREAAAVAAAAATTAFGCRI 

WNPCAALTMKQSSNVPAFLSK 

LWTLVEETHTNEFITWSQNGQS 

FLVLDEQPvFAKElLPKYFKHNN 

MASFVRQLNMYGFRK.VVH1DS 

GIVK.QERDGPVEFQHPYFKQGQ 

DDLLENIKRKVSSSKPEENK1RQ 

EDLTKI 1 SS AQKVQIKQETIESRL 

SELKSENESLWKEVSELRAKHA 

QQQQVIRKIVQFIVTLVQNNQL 

VSLKRKRPLLLNTNGAQKKNL 

FQHI V K.EPTDNHHHKVPH SRTE 

GLKPRERISDDIIIYDVTDDNAD 

EENIPVIPETNEDVISDPSNCSQY 

PDIVIVEDDNEDEYAPVIQSGEQ 

NEPARESLSSGSDGSSPLMSSA 

VQLNG SSSLTS\EDPV\TM DGFP 

FGM DN 1QSFWGRVEL\LDY\LDS 

IDCSLEDFQAMLSGRQFSIDPDL 

LVDLFTSSVQMMPTDYINNTKS 

ENKGLETTK\NNVVQPVSEEGK 

ENLKSKP\DK\QLIQYTAFPLLAF 

LDG\NPASSV*TGRGTTASFRKF 

CPL*DKPIEVDELLDSSLDPEPT 

QSKLVRLEPLTEAEASEATLFY 

LCELAPAPLDSDMPLLDS 


5593 


35961 


A 


5639 


2 


251 




5594 


35962 


A 


5640 


70 


297 


QLRSPLKWKKAQRQPLAIAHV 
LLLRPRKKRQNGFFTVRYARLL 
STLPRSWRR\KQWY*AQNHVRS 
PEWKWHYQSLS 


5595 


35963 


A 


5641 




985 




5596 


35964 


A 


5642 


1 


3501 




5597 


35965 


A 


5643 


1 


1752 




5598 


35966 


C 


5644 


1 


879 




5599 


35967 


A 


5645 


21 


519 


LHIPVRTLSCRFVGVCWRSTPG 
PVCLGISSGGCRTVDIAALQLW 
LRGLALPEQLLRVDPHPQACRR 
LPREPP\GPGQTFGTREPPQAVS 
TKEASSSNLHAPERTVAGLTFT 
TEQVRALEGVFRHHQYLGPLE 
RNWLAREMQLS\RSR*KPGFKI 
AG*NTNGKCRTPS 


5600 


35968 


A 


5646 


90 


2401 




5601 


35969 


A 


5647 


776 


1018 




5602 


35970 


B 


5648 


1 


1296 




5603 


35971 


A 


5649 




1257 




5604 


35972 


A 


5650 


731 


4841 




5605 


35973 


A 


5651 


325 


9497 




5606 


35974 


A 


5652 


1 


322 




5607 


35975 


A 


5653 


1 


819 
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NO: 


of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5608 


35976 


A 


5654 


56 


251 




5609 


35977 


A 


5655 


149 


701 




5610 


35978 


A 


5656 


3 


415 




5611 


35979 


A 


5657 




467 


AIASPRAAGIRHELTSTMAAGK 

NKRLTKGGKKGAKKKAV/DNII 

NIGKTLVTRTQRTKIASDGLK.G 

RVFEESLADLQND\TDGYLLRVI 

*VAFTTERTNQI/REVFNKL1PDS 

IGK.DIEKACQSIYPLHDDFARK 

VKMLKKPKFELRKLMELHGEG 


5612 


35980 


A 


5658 


2 


418 


PRVRADGKNFRLTKGGELGAR 
NKVVDPFSKKDWYDVKAPAM 
FNIRN1GKTLVSRTQGTKIASDG 
LKGRVFEARLADLQNDEVAFIK 
CKL1TDDVHGKNCLTIFHGMDL 
TRDKM\CSLGKKWQTMIEAHV 
DVKTTDGYLL 


5613 


35981 


A 


5659 


3 


121 




5614 


35982 


A 


5660 


1 


237 




5615 


35983 


A 


5661 


25 


967 


FSPAAGIRHEGSLTSTMAVGKN 
KRLTKG\GKKG S\KKKV VDPFP 
R\KDWY*RRKHPLMFHYKN\IG 
K.T\L VTQ DPKG PK I A\SDG LQGF 
VCLKVSLADLQYNDEVASRKF\ 
RLITEVCFRGKNLP*LTSHGAW 
DLYPVTKMCSHGQKNWQTVMl 
DSSR*MFKTNPMGYLALRLFLC 
/VGFT*KNRNQFRLRKAPPYAS 
ATQQVPPKSRKKMXMEMMTPR 
GARQNDLEKKWVNKL1PRQAL 
GKDIRKGPAQSYFIPUHDVLRL 
EKLKLLEGSPKF*IGESSLGASM 
GGRAVVPGKSHLGTQTGAKVG 
TSLMGYEPPVPRILV 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5616 


35984 


A 


5662 




2142 


MIILIDAEKAFDK1QQPFMLK.TL 

NKLG1DGTYLK1TRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KG1QLGKEEVKLSLFADDMILY 

LENP1VSAQKLLKLISNVSKVSG 

YKINVQK.SQAFLYTNNRQTESQ 

IMSEFPFT1 ATKRIKYLG IQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGK.RGGIALVD1PNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDM1VYLENS1V 

SAQNLKL1SNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATK.RIKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKN1P 

CSR1GRIN1MKMAILPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWG7MDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

K1HSRWIKDLNVRPKTIKTLEEN 

LGNTIQD1GMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETT1RVSRQPTEWEK1FAIYPS 

DKGLISRIYKELKQIYRKKVTNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLV1REMQIKTTM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5617 


35985 


A 


5663 


1391 


2742 


KKRESSLTHVMRPASF*YQSQA 

ETQQKICRILDQYP**TLMQKSS1 

K/YL A KRI QQHI KKL1HHDQVGF 

IPGMQGWFNIRKSINVIQHINRA 

KDKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLELEETTVKFIWNQ 

KRAHIAKS1LSQKNKAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEITLHIYNYLI 

FDKPEKNKQWGTDSLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKTIKTLEENL 

G1TIQDIGMGKDFMSKTPKAMA 

TKAKIDKWDLIKLKSFCTAKET 

TIRVNRQ PTK WEKI FTT Y SSDK. 

GLISRIYNELKQIYKKKTNNPIK 

KWAKDMNRHFSEEDIYAAKKH 

MKKCSSSLA1REMQIKTTMRYH 

LTPVRMA1IKKSGNNRHAPFSIH 

THIMFGSLYLQIQKDLSILGFW 

YPRGILEP1Y 


5618 


35986 


A 


5664 




1910 


MTIIINIIIIIITIITnilVHIITINIVIT 

TTILTTVIISSTUIIITIFVFETGAI 

KLEIRIKKLTQNRSATWKLNNL 

LLNDYWVHNEMKAEIKMFFET 

NENKDTTCQNLWDTFKAINKID 

RPLARLIKKKREKNQ1DA1K1MD 

KGDITTDTTG1QTTIREYYKHLY 

ANKLENREEMDKFFDTYTLPRL 

NQEEVESLNRPITGSKIEEIINSL 

SIKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGIILNSCCE 

ASIILIPKPGRDTTK.KENFRP1SL 

MNIDAKILNKTLANRJQQHITK 

LIHHVQVGFIPGMQGWFNIRKS 

INNWKKTTLKLIWNQKRACITK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTA WY WYQNRDI DQ WN 

RTEASEIIPHTYNYLSFDKPDKN 

K.K.WGNNSLFNKWCWENWLAI 

CRKLKLDPFLTLYTKINSRWIK 

DLNFGTETIKTLEENLGNTIHDI 

GMGKDFMSKTPKAKATKAKID 

KWDLIKLKSFCTAKETTJRVNR 

QPTEWEK.IFAIYPSDKGLISRIY 

KELKQVYKKKTKNPIKKWAKD 

TNRHFSNEDIYAANRHMKKCS 

SSLAIREMQIKTTMRYHLAPVR 

MTIIKKSGSNRQ/W*ASGHVRC 
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SEQ II) 

NO: 


SEQIUNO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 


5619 


35987 


A 


5665 




2460 


MPHAGHARSPGHTLIK.LAEWW 

MSRWMEWNPGFPLSIDAKCHK 

DLPRDIQFDSEKGVDFVLNYSK 

ALNQEEVESLNRPITGSEIEA I IN 

SLPTQKSSGPDGFTAEFYQRYK 

EELVPFLLKLFQSIEKEGILPNSF 

YEASI1L1PKPGRYTHKKNNFRPI 

SLMNIDAKILNK1LANRIQQHIK 

KLIHQDQVGIIPGMQSWFNIHK 

SINVIQHINRTKDKNHM11S1DAE 

KAFDKIQQPFMLKTLNKL\GIK 

YLRIQLTRDVKDLFK.ENYKSLL 

NE1KEDTNKWKNIPCSWIGRMN 

IIKMA1/LPKVIYRFNVIPIKLPMT 

FFSELEKSTLKFIWNQKRARIAK 

TILSQKNKAGGIMLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWN 

RTEPSEMTPH I YN H LI FDKPDKN 

KQWGKDSLFNKWCWENWLAI 

G RQLKLDPFLTP YTKINS R W I K 

DLNVRPKT1KTLEENLGNTIQDI 

SMGKDFMSKTPKAMATKAKM 

DKWDLIKLKSFCTAKETTIRVN 

RQPTEWEKTMFAIYSSDKGLISRI 

YKQLKQIYKKKTNNPIKKWAK 

DMNRHFSKEDVYAANRHMKK 

CSSSLAIREMQIKTIMIYHLTPV 

TMA1IKKSGNNRCWRGCGEMG 

TLLYCWWDCKLVQPLWKTLW 

QFLRDLELGIPFDPA I PLLG I YPK 

DYKSCCYKDTCTPKLARDDQI 

HILKQHRRKELETRQKQYRAW 


5620 


35988 


A 


5666 


689 


1909 


LIAYQPKKSRTRWIHNQILPERI 

K YLG I Q LTRDVKDFLKEK.YKPL 

LNEIKEDINKWKNIPCSWIGRIN 

LVKMAIL/PQAICRKLKLDPFLT 

TYTKINSRWIKDLHVRPKTTKT 

LEENLGNTIQDIGMGKDFMSKT 

PKAMATEAKIDKWDLIKRKSFC 

AAKETTTRVNRQPTDWEKMFA 

IYSSDKGLISRIYEELKQIYKKK 

TNNPINKWAKDMNRHFSKEDI 

YAANRHMKKCSSSLAIREMQIK 

TTVSPFAAQWVSQRYGKWQEA 

HPSNNDGKGYRGKPRFQSLSD 

VHGPQDQKKIIKESALPPTPTFI 

NILMNAKTIENGQFPYLLNALK 

QQQPHDAENLFTWGKENAAIV 

SPCIEVSAALSQWKVPAWPQRS 

GIPNRILRSPIPGLGSWVAFLDL 

VWVRGDPTALK 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5621 


35989 


B 


5667 


1 


1962 




5622 


35990 


B 


5668 




1851 




5623 


35991 


A 


5669 


1 


1947 


MN I D A K.I LN KI L AN RIQQHI KK.L 

IHHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDKIQQLFMLKTLNKLG1 DGTY 

FKIIRAIYDK.PT AN I ILNGKKLE A 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARA1RQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKL ISN FSKVSG YKIN VQKSQ 

AFLYTNN RQTESQ1MSELPFTIA 

SKR1KYLGIQLTRDVKDLFKEN 

YKPLLKE1KEDANKWKNIPCSW 

VGRJN1VKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAHITKAILSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQ WN RTQPSEITPHI YNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

ITIQDIGMGMDFMSKTPKAMAT 

K.DK1DKWDLIKLKSFCTAKETT 

IRVNRQPTKWEKIFTTYSSDKG 

L I SRI YN ELKQ1 YKKKTNN PI KK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMA11KKSGNNRCWRGC 

GEIGTLLHCW\W1NWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLET1I 


5624 


35992 


A 


5670 


2 


1967 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5625 


35993 


A 


5671 


1039 


2272 


KKRESSLTHVMRPASF*YQSQA 

ETQQKKRILDQYP**TLMQKSSI 

K/YLAK.RIQQHIKKLIHHDQVGF 

IPGMQGWFNIRKSINV1QHINRA 

KDKNHMI1SIDAEKAFDKIQQPF 

MLKTLNKLELEETTVKFIWNQ 

K.RAH1AKSILSQKNKAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEITLH1YNYLI 

FDKPEK.NKQWGTDSLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

IN SR W I KDLN V RPKTI K.TL EEN L 

GIT1QDIGMGKDFMSKTPKAMA 

TK A K.1 DKWDLIKLKS FCTAKET 

T1RVNRQPTKWEKIFTTYSSDK 

GLISRIYNELKQIYKKKTNNPIK 

KWAKDMNRHFSEEDIYAAKXH 

MKKCSSSLAIREMQ1KTTMRYH 

LTPVRMA1IKK.SGNN 


5626 


35994 


A 


5672 




3477 




5627 


35995 


A 


5673 




2814 




5628 


35996 


A 


5674 




2093 




5629 


35997 


A 


5675 




2724 




5630 


35998 


A 


5676 




4680 


MDKFLDTYTLPRLNQEEVESLN 
RPITGSE1VA1IN SLPTKKDPG P D 
GFTAEFYQRJKYLGIQLTRDVK 
DLFKENYKPLLKEIKEDTNKW 
KNIPCSWVGRINIMKMAILPKVI 
YRFNA1P1KLPMTFFTELEKTTL 
KFIWNQKRAR1TKS1LSQKNKA 
GGITLPDFKLYYKATVTKTAW 
YWYQNRDIDQWNRAEPSEIML 
PIYNYL1FDKPDKNKQWGKDSL 
FNKWCWENWLAICRKLKLDPF 
LTPYTKINSRWIK 


5631 


35999 


B 


5677 


1 


1989 




5632 


36000 


A 


5678 


1 


2784 




5633 


36001 


B 


5679 


1 


3573 




5634 


36002 












5635 


36003 


A 


5681 


5339 


10577 




5636 


36004 


A 


5682 


1 


873 




5637 


36005 


A 


5683 


1 


672 




5638 


36006 


A 


5684 


1 


435 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5639 


36007 


A 


5685 


1 


1011 


MVRFGDELGGRYGGPGGGERA 
RGGGAGGAGGPGPGGLQPGQR 
VLYKQSIAQRARTMALYNPIPV 
KQNCFTVNRSLFVFSEDNVVRK 
YAKR1TEWPPFEYMILATIIANC 
I VL A L EQHL PDG DKTPM S E RLD 
DTEPYFIGIFCFEAGIK1IALGFV 
FHKGSYLRNGWNVMDFVVVL 
TGRKAGLGCCGSGVESGGWGD 
RSSSPAMEQSRMENDFDELTEV 
GFRKSVITNFSELKE\DVRTHRK 
EAKNLEKRLDKMWNRINSVEK 
TLNDPMELKTMARELCDACTS 
FSS*FNQVEEKVSV1EDQMDEM 
K*EEKFREKRVKRNEQSLQEIW 
DYVKRPNLRL 


5640 


36008 


A 


5686 




1539 




5641 


36009 


A 


5687 


' ' 


756 


MDDPRLNVKPLTESLETYSGKS 
KGLEGDV1TDSKLNDCRCPSGT 
KLPEEGLGSN1CCSA1FAVLQPL 
LVIPRQTGSGVDHQQTPTDLRM 
TVRRKMNKQKG1ASTSTKRTK 
KDIHTKTPSVCHQHQRPKDCSP 
SPATEQSWMENDLEELTEIGFR 
RSVITNFSELKEDVRIHHKKAK 
NLGKRLDEWLTRINSVEKTLND 
LMELKTMARELHDSCTSFNSRS 
NQAEEKVSVIEDQFNEIKREEK 
FREK\RVKRN 


5642 


36010 


A 


5688 




1008 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQNCFTVNRSLFVFSEDNVVRK 

YAKRJTEWPPFEYMILATI1ANC 

IVLALEQHLPDGDKTPMSERLD 

DTEPYFIGIFCFEAG1KIIALGFV 

FHKGSYLRNGWNVMDFVVVL 

TGRKAGLGCCGSGVESGGWGD 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKEDVRTHRK 

EAKNLEKRLDEWLTRMNSVEK 

TLNDLMELKTMARELRDACTS 

FSSQFDQVQEMVSVIQDQISEM 

KREEKFREKRVKRNE/QSLQ*I 

WDYVERPNLRL 


5643 


36011 


A 


5689 


1 


672 




5644 


36012 


A 


5690 


1 


807 




5645 


36013 


A 


5691 


1 


1617 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


todon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5646 


36014 


A 


5692 


1064 


1893 


LLEGS1NINKKDIYTKTQSVGRQ 
HQRPKVDKTTKMGRNQNRKA 
ENSKNQSASSPPKDQSSSPAME 
QSWMENNFDELTEIGFRRSVIT 
NFSELKEDVQTHCKEAKNLKK 
RLDECLTRINSVEKKTLNDLME 
LKTMAQELHDTCTSFNTQFDQ 
VEERVSVIEDQINEIK*EEKFRE 
K\RVKTNE*SCQEIWD*VKRPNI 
HLITVPESDGEKGTKLENTLQDI 
IQENFFTNIARQANIQIQE1QRTA 
QRYSSRTATPRHIIVRFAKVEM 
KEKVLRAARKKG 


5647 


36015 


A 


5693 




620 


EAGWLLLSSVDEVMKENDELR 
DSI SQLQKQ1LSLKSAKIALTESL 
ISFRERAE1VEKQTQALIM*VAD 
LQQGN DQTFQG LLDTG SELTL I 
PGDPKHHCGPPGPKVRAYGDQ 
VFNGVLAQVQLIVGPVGPWTHP 
V VISPVPECV1GI A I LNSWQNPH I 
GSLTGRVRAIMVGISWQGQQY 
TFTVLPQRYINFPALCHKTAKR 
HTARR 


5648 


36016 


A 


5694 




1098 




5649 


36017 


A 


5695 


2 


563 


IIRRAVFRWFWG*RSWGLNM1R 
PQNTKDSNSNCLEKTDSPWCEL 
FKELYKINAFDTPDSLLMRGNE 
FSDPIHHTFDHMWRTKEHNEA 
GWLLLSSVDKVMK.ENDELGDS 
ISQLQKQILSLKSAKIALSESLIS 
CRERAE1VEK*T*ALIMLVADL 
Q*KVHAQPHHAQPRQVSTVKV 
RAL1VLQEVTDP 


5650 


36018 


A 


5696 




499 


FVLVDVNNMWHRYASMLYER 

RLL1ICSKLSTLTACIHGFAAML 

YPMYWQHVYI\PVLPPHLLDYC 

CAPMPYLIGIHLSLMEKVRNMA 

LDDVVILNVDTNTLETPFDDLQ 

SLPNDVISSLKNRLKJCVSTTTG 

DGVARAFLKAQAAFFGSYRNA 

LKIEPEEPITFCEEA 


5651 


36019 


A 


5697 




795 




5652 


36020 


A 


5698 


103 


3531 




5653 


36021 


A 


5699 




2073 




5654 


36022 


A 


5700 




901 




5655 


36023 


A 


5701 


148 


639 




5656 


36024 


A 


5702 




318 


REYGTPQEQLNLALLTLNFLSL 
PKGQMLSAAEQHLQKPAAKTE 
A/GRMIWQRDP1TKIWE1GKIIT 
WGRGYACVSPGQNHQSVWTPS 
RHLKSCHGPDAKEE1PGGS 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5657 


36025 


A 


5703 




612 


PTRP1KHITDIPYNSEGQA 1 VER 

MNLSLKQQLQKHKKGGK/SKD 

YGTPHMQLNLALLTLNFLSLPK 

GQILSVAEQHLQK.PAAKTEAEQ 

LVWWRDPITKS*EIGKIITWGK 

GYACVSPGLTQQPIWIPSRHLK 

P YHEPD AEEE1PGGSRG PPPPP V/ 

DSHVETDAEEEPHCHEQHLSNT 

ATHLGTDQEAVTAGGRKPEES 

KTTSHNK 


5658 


36026 


A 


5704 


2 


791 




5659 


36027 


A 


5705 


2301 


2620 


DGQQLIALHRLALRELQQAGH 

AGLPQQAKILFDGGSEIGKIRGL 

QRPRAKNRLSGRGPLREPSPK*F 

FGVQGRKTLNRTLKGAPH*NL 

AAKAGKPLSPCTSGR1RM 


5660 


36028 


A 


5706 


1 


1010 


MDD1PQEAGRYRHNQAYAYSI 

QGDGAEDDDERIVRFHTRVTV 

DSDTL A S D A ARLTCRHGLGNQ 

GSDLVLYGTSTPKNL1WVRVH 

VVGHRPDRRFFAFDVWSPRSLI 

VDSCSKLEQHSTLSRAILLIYKG 

FCRFRNHHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGE 

KKNHPGAQYANRLSPRVGRFIN 

AAGTTGFPTGKRAVSATQLMD 

FADFGTT1KQDFRLLGQTSVDR 

LLQLSQGQAN VQQFI DEGN YTS 

GDNHTLRDPHYVEDKGHKYLV 

FEANTGTENGYQGEESLFNKA 

YYGGGTNFFRKESQ1CLQQSAK 

KRDAELANGALGI1ELNNDYTL 

KKVMKPL1TSNTVTDEIERANV 

FKMNGKWYLFTDSRGSKMT1D 

GrNSNDl YMLG Y VSNSLTG PY K. 

PLNKTGLVLQMGLDPNDVTFT 

YSHFAVPQAKGNNVVITSYMT 

RGSSR*RQRP*IPCIRSQHGNRK 

rClrK/ilS.fNL YL 1 1S.K 1 1 AAAKIoS 

VKKARSFSRALKNAMLS*RTAP 


5661 


36029 


B 


5707 


1 


1149 




5662 


36030 


B 


5708 


55 


3947 




5663 


36031 


B 


5709 


4 


885 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5664 


36032 


A 


5710 


461 


1560 


SLQTRDLPISEPPSNR1 F AC WG K 
PAWTACCNSLRARR*RAISCCP 
SH*KRIPRRRIFI*PKRTTAAART 
SSVKKARSFSRALKNAMLS*RT 
APSVS*S*IMITH*KK**SR*SLQ 
TRDLP1SEPPSNR\FSPAGANQR 
GPLAATLSGPGGEGQSAVARLT 
GEKKNHPGAQYANRLSPRVGR 
FINAAGTTGIPDWKAGSERNAI 
NGA1ALIEGFRPLTLEPSSLIVNS 
CSKLEQHSTLSRAILL1YKGFCR 
FRN H HQ TGFSPAGPNQRGPLA A 
TLSGPGGEGQSAVARLTGEKK 
NHPGAQYANRLSPRVGRFINAA 
GTTGFPTGKRAVSATQLM 


5665 


36033 


B 


5711 


1 


1458 




5666 


36034 


B 


5712 


1 


3573 




5667 


36035 


A 


5713 


606 


1005 


GGMLCGTLSGPDGEGQSAVAR 
LTGEKK H PRG DQ* QKAPLL A R 
W/RNPLMQLAQ/PDFPTGKRAI 
DTHRSVSHAHI11TIHSSTLSSDIS 
HTDAPNTSSNNYVIA1TSPSDTA 
PTSRTPLHRIHHTTP1PIATLARP 


5668 


36036 


B 


5714 


1 


1566 




5669 


36037 


C 


5715 


29 


2314 




5670 


36038 


A 


5716 


597 


1384 


ISYTVPEALSARSNPAACQHAS 

CRPAACPVASVGSPRQPAPGGA 

GGHRHWPRRRWRLRQRPRPSA 

PGRPRRPRPRPRRHRRRPRPHP 

HHAPPPRPSCAETRS\RRGGGRR 

PLPRPLPPGAAGAGHREVGDK 

AGAAGCGRRVVALAAVPVSPPS 

SPSSPSPSLLSAAVGVAGCFSAE 

LSDSRRLLAPGGEGPLARSPAR 

CDPAAGSACPAGWSSRQRSRC 

ELMCAAGISCWHTGHCTWCSL 

SFMPLVLMILAASFRPVAVSSH 


5671 


36039 


B 


5717 


1 


3873 




5672 


36040 


C 


5718 


356 


784 




5673 


36041 


A 


5719 


1303 


1664 


KRRDEI IPCVLSKQLL VTFITC R 
AQriwpQA\iAor,PA\/r\/i r.AR 

AoUHNtoAIN At\LlE,A Vv_. V LuAK 

VV/SSFHQ*DGQQLIALHRLALR 
ELQQAVHAGLPQQAK1LFDGGS 
EIGKIPYKSKE*PENRLSVVPVW 
EQESTLASV 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


5674 


36042 


A 


5720 


453 


915 


TVSRWAMLEHILLFSREPSNKE 
PET*AHSM*ADDKRFAAYKKK 
TK.GGTERWDKYGRRPANGIRT 
GENNAKTEHLRDRDQKR/PRER 
ERAR*TTEITEQEGSG*GEPVEQ 
MRK.RRAQAWSRRKSTGSQTET 
RSVRVTRVGLKTASESRRIRTM 
EQN 


5675 


36043 


B 


5721 


319 


1469 




5676 


36044 


B 


5722 


164 


3112 




5677 


36045 


A 


5723 


1 


1102 


MRWTPGHEITKALQTFQRYTG1 

QHVHRIGMAERMWCDRNRER 

HTVSSSGGNRLPNPEHFEAFQS 

V AQCTYNQTVQLDITA FLKTV 

KKNKHKFYPAFIHILARLMNAH 

PEFRMAMKDVDSCSKLEQHST 

LSRAILLIYKGFCRFRNHHQTGF 

SPAGANQRGPLAATLSGPGGEG 

QSAVARLTGEKKNHPGAQYAN 

RLSPRVGRFINAAGTTGFPTGK 

RAVSATQLIYRELFPQPLVQLD 

PCSVPCMQPPTSPKSRAWVSDI 

ALLEFQKKKEMEKKKEKERKK. 

ELQGGRGRRRGGGWGKGRER 

GGRGK.ICRRGGGEA.RDAEKAG 

RLPH PDME1RGRVEQRVG YTIE 

Q1N HM RD VFGTRLRRAEDVFPP 

VIGVAAHKGGVYKTSVSVHLA 

QDLALKGLRVLLVEGNDPQGT 

ASMYHGWVPDLHIHAEDTLLP 

FYLGEKDDVTYAIKPTCWPGL 

D11PSCLALHRIETELMGKFDEG 

K L PTDPHLMLRL AIET V AH D YD 

V1V1DSAPNLGIGT1NVHPAWGS 

AISLLEYSPGHLAGFVASIPAPL 

QLVPRWDTKPVLEDASASSRFS 

IPQRNPTHLHPTTSFPSCNPDTV 

riA \A/l\/tl?CT ITU/PI VT5PVCT1 \/f 

GELFPFYQGMLLESTKQGSQVR 
KVFVWTLVPNWNNTQPYSRAI 

L Li Y Mjr UKr KIN H H<^ 1 U r b r AO 
AiNl^KUrLAA 1 Li>Ur(jl_jt,oyoA 


5678 


36046 


B 


5724 


90 


6258 




5679 


36047 


A 


5725 


837 


1485 




5680 


36048 


A 


5726 


1 


2993 




5681 


36049 


A 


5727 


1 


123 




5682 


36050 












5683 


36051 


A 


5729 


507 


755 


NKRGYKQMEEHSMLMGRKNQ 
YRKMGHTAQGNL*IQCHPHQA 
TODFLHR1GKNDFQVHMEPKK 
SPHRQVNPKPKEQSWRHHAT 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5684 


36052 


A 


5730 


274 


882 


PDQVDRGGAHWQTDADDPWL 

ADHLQHCQRCGEILRHYSGGIR 

GNVSAVKCAEHHVPAFARLRN 

PQCGDFQRLDYRLFDSPGVKRR 

EL*TAYRFCHVAP*LMDLRSG 

WAAGAVYRYQSH*FTADRLRS\ 

VDMDEAGNHHSQQT\SQDQKI 

KQRTFSLISGS*TTRTHGHREGN 

ITHRGLSRPNTAR1LCASKAHLG 

LPLRSSLP 


5685 


36053 


A 


5731 


114 


329 




5686 


36054 


C 


5732 




1983 




5687 


36055 


C 


5733 




588 




5688 


36056 


A 


5734 




597 




5689 


36057 


A 


5735 




721 


MTSYNEQNKKPVTDPNEMAIH 

EDSNQEFKIAVVNETQRSPRSSP 

TEHLMTPPPLPTREQQPPLTVIF 

H Y LPK.S YKTAPPLSPFPDSLFGL 

SQPAPRDMDEAGNHHSQQT\K 

QEQKTKHCMFSLTSGS*TMRTH 

GHREGTV1HRGLLGQFSQQLIN 

KSEFSNTVCREKSGRVLQVNM 

ESPL*MIQDALQDQTTPK.GPITV 

FL*LFYLDHLLRSSHKVASYLST 

ESRSRGSITVLF1RCSEP 


5690 


36058 


A 


5736 


417 


696 


DRNRK.ANTACFQHSQVGVHQ* 
EHMDTGKV*SI*YGNYEHTSTC 
ERME1QKATTEHLNL*S*SGSFL 
RFTWKMLQFSKISRSFYQVLKH 
QQKIM 


5691 


36059 


A 


5737 


325 


1489 


RSPTLLMHVHYIKVISWRELLLI 
WLRAANAS1MPGVEQSPSGDPK 
TVTGFPFLRLEAADWVEEASVP 
K.GVHIALSSQEQRAGDPRDLEA 
PSNLVISERTHRSFRVSWTPPSD 
SVDRYKVEYYPVSGGKRQEVV 
RTPGVPDLRLPAIIPQAAWLLA 
HLPAPSAPPTELPTKHTEAQSQ 
RCWSLLLCSVTEVAAPSQVVK 
EAPPSFHTGTENGYQGEESLFN 
KAYYGGGTNFFRKESQKLQQS 
AKKRDAELANGALGIIELNNDY 
TLKKVMKPLITSNTVTDEIERA 
NVFKMNGKWYLFTDSRGSKM 
TIDENK I PRN PT YKGREGPLQG E 
LQTTAQGNKRGYKQMEEHSM 
LM DRKNQY RENGLTAQA\PQPP 
PSGI*GYTAPCFPWENLI 


5692 


36060 


B 


5738 


1 


873 
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SEQID 

NO: 


SEQID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5693 


36061 


A 


5739 


274 


716 


QACYIYTTEYYAAIKNDEF/TVL 
CRDMDEAGN H HSQQTVTRTKN 
QTPHVLTHRWELNNENTWTQE 
GEHHTPGPVMLDSAPPTLGHQT 
PGSSAFGLWDLHQRJLRLPRPQT 
KGSTVGFPGSEAFKLGLGHYW 
LSFFPSLQTAYRGTLPFNH 


5694 


36062 


B 


5740 


134 


2283 




5695 


36063 


A 


5741 




872 




5696 


36064 


A 


5742 


1 


480 


SKLNSGDGCWSGARRGSAHSR 
SPLPSPLRPRAK.MATEGLHENE 
TLASLKSEAESLKGK.LEEERAK 
LHDVELIIQVAERV/VGPGAVC 
HEDQKDPQRPREQSPVHGLVQ 
R*EEDRELVTGWEGDRVGFLH 
HKQGARGHHALHVGDGMCLC 
PIGMCHCLWWFG 


5697 


36065 


A 


5743 




387 


AKMATEGLHENETLASLKSEA 
ESLKGKLEEERAKLHDVELHQ 
VAERV/VGPGAVCHEDQKDPQ 
RPREQSPVHGLVQR*EEDRELV 
TGWEGDRVGFLHHKQDPDSER 
RWHMCPVGRGERAAAAELPRT 


5698 


36066 


A 


5744 


1 


1575 




5699 


36067 


A 


5745 


20 


510 




5700 


36068 


A 


5746 




1392 




5701 


36069 


A 


5747 




1560 




5702 


36070 


A 


5748 




325 




5703 


36071 


C 


5749 


206 


409 




5704 


36072 


A 


5750 




855 




5705 


36073 


C 


575 1 


233 


571 




5706 


36074 


A 


5752 




3600 




5707 


36075 


A 


5753 




4137 




5708 


36076 


A 


5754 




1357 




5709 


36077 


A 


5755 




194 




5710 


36078 


A 


5756 




269 


















5712 


36080 


A 


5758 


164 


411 


RKNRKPNTAFLTHKWELNNEN 
TWTQGGNITHQG\CWGVQG*R 
RDSIRRNT*CKCRVPGCSKPPW 
HVYTYVTNLHILHMYPRT 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5713 


36081 


A 


5759 


1 


3095 


MKMADAKQKRNEQLKRWIGS 

ETDLEPPVVKRQKTKVKFDDG 

AVFLAACSSGDTDEVLK.LLHR 

GADINYANVDGLTALHQACID 

DNVDMVKFLVENGAN1NQPDN 

EGWIPLHAAASCGYLD1AEFLIG 

QGAHVGAVNSEGDTPLD1AEEE 

AMEELLQNEVNRQGVDIEAAR 

KEEERIMLRDARQWLNSGHIN 

D VRH AKSG GTA L H V A A A KG Y 

TEVLKLLIQAGYDVN1KDYDG 

WTPLHAAAHWGKEEACRILVD 


5714 


36082 


A 


5760 


1 


591 


FTVTRCYAVAQEGTYFDGSGY 

AALVKEGYKVQSDVNITLEVS 

NVPRRNGVFLGISTAIVHAIGLEL 

VDGKVLFHVNNGAGRITAAYE 

PKTATVLCDGKWHTLQANKSK 

HR1TLIVDGNAVGAESPHTQSTS 

VDTNNPIYVGGYPAGVKQKCL 

RSQTSFRGCLRKLALIKSPQVQS 

FDFSRAFELHGVFLHSCPGTES 


5715 


36083 


A 


5761 


340 


739 




5716 


36084 


A 


5762 


1234 


1897 




5717 


36085 


A 


5763 


1 


4070 


VTPRAAWLGLGFRGSAVLGLC 

WQPRSPPSRAAGMMNRTTPDQ 

ELVPASEPVWERPWSVEE1RRS 

SQSWSLAADAGLLQFLQEFSQQ 

T1SRTHEIKKQVDGLIRETKATD 

CRLHNVFNDFLMLSNTQFIENR 

VYDEEVEEPVLKAEAEKTEQE 

KTREQKEVDLIPKVQEAVNYG 

LQVLDSAFEQLDIKAGNSDSEE 

DDANGRVELILEPKDLY1DRPLP 

YLIGSKLFMEQEDVGLGELSSE 

EGSVGSDRGSIVDTE 


5718 


36086 


A 


5764 


1 


972 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5719 


36087 


A 


5765 


1 


2193 


MVPYSLLVTWLQK.ALGVRQY 

HVASVLCQRAKVAMRPFEPKY 

IHYDLLEKNINIVCK.*LNRPLTL 

SEKIVYRHPDDPTSQE1ERGGTY 

LQQWPDSVTMQD/ATAQMAM 

LQFISSRL/SKVTMPSTIHCDHLI 

E AQLG SEKDLHQA KDIN HEVY 

NFLATGSVKYGLSFWKPGSGII 

HQIILENYEYPGVLLIGTDSHTP 

NGGSLGGICIGVGGA/DAVDVM 

TG1PWELKCPKVIGVKLMGSLS 

GWTSPKDVILK.VAG1LTMKGG 

TGAIVEYHGPVVDSISCTGMVT 

VCNMGLE1GTTTSVFHYNLRM 

KKYMSKTCQADIANLADEFKD 

HLVPDPGCHYDQL1EVNPSELK 

LHINGPFTPDLAHPVAEVGKVA 

EKEEWPLD1*VGLWGSCTNSSY 

EDMGCSAGVAKQALAHGLKC 

KSQFT1TPCSEQIRASIEQDGYA 

QTLRDVGGIVLANACGPCIGQL 

HRKDIN KQEKN 1 1 VTSYNRNFM 

GHNDTNPETHAF1TSPETVTAL 

AIVGTLKFNPETNYLTGKDGKK 

FKLEAPDADELPQAEFGPGQDT 

YQHP\PWGTTDH1SAAGP*LKFR 

GHLDT1SNNLLSGAIN1ENGKAN 

SVHDAVTHEFGPFPDTARYKK 

YG1SWVVIGD*NYGKGSSWEH 

AALEPRJHL\GGRAIITKSFAR1HE 

TN L R RQG LLPLTF A DP A DN KI H 

LVDKLTIQSLKDLT/PGKPLKYI 


5720 


36088 


D 


5766 


3 


1205 




5721 


36089 


A 


5767 


435 


1428 




5722 


36090 


A 


5768 


1 


615 




5723 


36091 


A 


5769 


79 


381 


DKPQPHLQHTRTSKRLNRSSQA 
FLQN LLPQEL ATS AGNL A IRPR 
NACSLGFLVSRVPSLAATPRAP 
WNSGPRLSD*LLPRSSRLSS*RL 
TLPDRLG SPVDH 


5724 


36092 


A 


5770 


38 


452 




5725 


36093 


A 


5771 


435 


524 




5726 


36094 


A 


5772 


284 


411 




5727 


36095 


A 


5773 


1 


354 




5728 


36096 


B 


5774 


1 


942 




5729 


36097 


A 


5775 








5730 


36098 


A 


5776 


88 


279 


EDLGRSQSESLGPEFQG*VVAIE 
T1WPTEPKIFTICLSGSHSQSPW 
NSGPRLSD*LLPRSSQLSS*RLT 
LPNRLRSLQDHHRCSR 
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SEQID 

NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5731 


36099 


A 


5777 


206 


816 


FIDSMLSPSRYQ*LSSQNWKKL 

L*ISYGTKNEPA*PKQS*AQRTK 

LEASH*LTSNCTTSLH*SK.QHGT 

GTKTEKKT*AI PFRT* AWAKTS* 

LKHQKQWQQKPK*TKKIKYLG 

IQLTTDVKDLFKENYKPLLNEI 

KEDTNKWKN1PCSWIGGIN1MK 

MAILPKVIYRFNALPIKIPMTFF 

TELEKTTLNFIWNQKRARIAKTI 

LSTKNKAGGITLADFKLYYKPT 

LVKTA WYWYQNREEN LGNTIQ 

D1GMGKNFMTKTPKAMATKA 

KIDKRDL1KPKSFCIAKETTIRM 

NRQPTEWEKLFAIYPSDKALIS 

G1YKDLKQ1YKKKNNP1KKWA 

KEMNRHFSKEDIYAANRHVrCN 

AHHHWSSEKCKSKPQ 


5732 


36100 


A 


5778 


502 


600 




5733 


36101 


A 


5779 


51 


452 


ADKQLQQSLRJQNQCTKITSILI 
HQQQTNREPNHE*TPIHNCFKE 
NKIPRNPTYKGCEGPLQGELQT 
TAQGNKKGYKQMEEHSMLMG 
RKNQYRENGHTAQELEKTKVH 
MEPKKSPHRQVNPKPK.EQSWR 
HHTT 


5734 


36102 


A 


5780 


381 


528 


LPPPLPAGLC**DQQQNSNAPL1 
H * EKERPPDDSYRJFLPRYHFHD 
DR1 


5735 


36103 


A 


5781 


1 


477 




5736 


36104 


A 


5782 


180 


496 


TP1HMCYKENKIPGNPTYKGCE 
GPLQGELQTTAQ*NKRGQKQM 
EEHSMLMDRKNKYHEN/EPYSP 
R*F1DSMPSPSNYQ*LSSQNWK 
KLL*GPYGTKKEPT*PRQS 


5737 


36105 


A 


5783 


1 


533 


MGPE1CTSDKLSDEADVTVLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENPIVSAQNLL 

KLISNFSKVSGYK1NVQKSQAF 

LYTNNRQTESQIMSELPFTIASK 

R1KYLGIQLTRDVKDLFK.ENYK 

PLLKEIKEEHSIKWKNIPSSWVG 

RISIMKTAILPKVYIR1KDDEWN 

IYRRYTEFRSLHHKLQNKYPQV 

RAYNFPPKKAIGNKEAVLCHG 

R*HDCISRKPHRLSPKSP*ADKQ 

LQQSLR1QNQCAKITS1LIYQ*QT 

NREPNHE*TPIHNCFKENKIPRN 

PTYKGCEGPLQGELQTTAQGN 

KRGTFHQMEEHSILMGRKNQY 

HENGHTAQGLHPDKRR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5738 


36106 


A 


5784 


599 


870 


TPANQQHYRRMTLQLK.ENQTN 
RKRQQKQHQQKRPHKNPIQRS 
ATSKIKGDGSIQP*MLPWGQSP 
QKALTLATAPEQRKDTPPVRGL 
SLQD 


5739 


36107 


C 


5785 




1170 




5740 


36108 


A 


5786 


317 


960 


KWPYCPRQFIDSMPSPSSYQRL 
SSQNWKKLL*SSYGTKKEPTSP 
SQS*AKRTKLEASRYLTSNYTT 
RLQ*PKQHGTGTKTEI*INGTQQ 
SPQK*/QPHVYNYLIFNKPEKKK 
QWGKDSLFNKWDMDEVGNHH 
SQQTITRTGNQTPHVFTHRWEL 
NNEITWTQGAGHHTPGPVVGL 
GAGRGIALREIPNANDELMVQQ 
TNM AH I YLC1KPA RC A DVP 


5741 


36109 


A 


5787 


903 


1050 


LPPPLPAGLC**DQQQNSNAPLI 
H*EKERPPDDSYRIFLPRYHFHD 
DRI 


5742 


361 10 


A 


5788 


281 


491 


SFGYIPSNGMAGSNGISSSRSLR 
NRHTDFI-rNG*TSLQSHQQCKSV 
PISPHPLQHLLFPDFLM1AILTGV 
R 


5743 


36111 


A 


5789 


1 


381 




5744 


361 12 


A 


5790 


1 


3231 




5745 


361 13 


A 


5791 


1312 


1463 


KG SATCSPPQAN ATTTTALQM L 
GGIPWGNACGIFTRPPPQTYLN 
THLSTR*RPLLLLLKCVR*KGSA 
TCSPPQANATTTTALQMLGGIP 
WGNACG1FTRPPPQTYLNTHLS 
TR 


5746 


36114 


A 


5792 


811 


1065 


IS*VSFMS1TH**WKKK.EQQLLG 

CWLA*M*SMLICV*RERI*THKL 

E*LIILCI*RMKKILEIQKGMFKL 

LPY*TKRIMLK/TLNRQLNSTVS 

SLHSRVDSLEKSNTKL1EELAIA 

KNNIIKLQEENHQLRSENKLIL 

MKTQQHLEVTKVDVETELQTY 

KHSRQGLDEMYNEARRQLRDE 

SQLRQDVENELAVQVSMKHEI 

ELAMK.LLEKDIHEKQDTLIGLR 

QQLEEVKAINIEMYQKLQGSED 

GLKEKXEIIVRLYWSALCG 


5747 


36115 


A 


5793 


1 


1353 




5748 


36116 


A 


5794 


78 


503 


TKELLHSKRNYHQSEQATYRM 
GENFCNLLI*QRANIQNLQ*TQT 
NLQEK.NKQPHQKVGEGYQQTL 
LKRRHLCSQKTHEKMLIITGHQ 
GNTNQNHNE1PSHTS*NGDH*K 
VRKKQGHG*SWKPSFSANYRK 
DKKPNTSCSHSQ 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5749 


36117 


A 


5795 


2 


200 


YGLMIRTIPVDPTIRTTSVSLTV 
RLATMNPRSRPAPVDT\APGPP 
HLHKNQKSSQHSQYLDLTSYC 


5750 


36118 


A 


5796 


76 


195 




5751 


36119 


A 


5797 


1 


2445 




5752 


36120 


A 


5798 


207 


475 


TNLQEKNKQPHQKVGKGYEQT 
LLKRKHSCSQQTYEKML11TGH 
QRNANQNHND1PSHSS*NNDH* 
KDRKQQMLERM* RN RNAFTLL 
VGV 


5753 


36121 


B 


5799 


1 


681 




5754 


36122 


A 


5800 


1 


798 




5755 


36123 


C 


5801 


78 


245 




5756 


36124 


A 


5802 


16 


491 


EPYPDRPREPKRDPEWSWGLW 
DKGGLWLSLGRTRTEAHTALS 
RLRASMWIDRSTRAVSVHFTLY 
NPPTQLFTSVSLRVEILPTGSLV 
PSSLVESFS1FRSDSALQYHLML 
PQLVFLALSLIHLCVQLYRMMD 
KGVLSYWRKPRNWLEVASLVS 
FSFEK 


5757 


36125 


A 


5803 


3 


2791 




5758 


36126 


A 


5804 


219 


392 




5759 


36127 


A 


5805 




1044 




5760 


36128 


A 


5806 




360 




5761 


36129 


A 


5807 




528 




5762 


36130 


A 


5808 


127 


360 




5763 


36131 


A 


5809 




421 


GRRSRLAMRPLSMSYSFDLSDV 
TTPESTKNLVESSMVNGGLTSQ 
TKENGLSTSQQVPAQRKKLLR 
APTLAELDSSESEEETLHKSTSS 
SSVSPSFP\EEPVL\EAVFTRKKP 
PKFLPISSTPQPERRQPPQRRHSI 
EKETP 


5764 


36132 


A 


5810 


328 


1086 




5765 


36133 


A 


5811 




2076 




5766 


36134 


A 


5812 


1 


450 




5767 


36135 


A 


5813 


901 


1506 




5768 


36136 


C 


5814 


17 


106 




5769 


36137 


A 


5815 


24 


330 


ARDQPI/PKKGTVEGFEPADNK 
CLLRATDGKKKISTVVSSKEVN 
KFQMAYSNLLRANMDGLKKR 
DKKNKTKKTKTSSSSSSSSSPA 
A ATA ATT A ATTA ATA AQ 


5770 


36138 


A 


5816 


1 


2247 




5771 


36139 


A 


5817 


1 


339 




5772 


36140 


A 


5818 


3 


463 




5773 


36141 


A 


5819 




83 




5774 


36142 


A 


5820 


1 


642 




5775 


36143 


A 


5821 


2 


583 




5776 


36144 


A 


5822 


193 


409 





681 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5777 


36145 


A 


5823 


3 


425 




5778 


36146 


A 


5824 




450 




5779 


36147 


B 


5825 


82 


2096 




5780 


36148 


B 


5826 




1554 




5781 


36149 


A 


5827 


129 


522 


LCTDN1E1TSKVHLHCSHHGAG 
LGTCSPLCLSLPPPPWAPVQPEP 
PR*APPPAPQRPVPSTIQGRKRL 
QLHS*SQ*DH/DAHAKVCSFTPE 
PA RPRTHQKEETPNTSEHQKKQ 
TPDTPPLRTVTLTARLHGF 


5782 


36150 


A 


5828 


1 


541 




5783 


36151 


A 


5829 


1 


714 




5784 


36152 


A 


5830 


188 


287 


KELPSGGHYNCRAPSSPHPAGS 
S*SGHQPNSQQ 


5785 


36153 


A 


5831 


71 


689 


SPVLDDCPQGPLPSEESW/EQPV 
TRQYPLRPEVHKGLQNIVKHLK 
APGLVRKCSSHCNTPILGVQKP 
NGQWRLVQDLRLINEAVVPLY 
PVVPNPYTLLSQTPEEAEWFMV 
LDLKDAFFC1PLHSDSQFLFAFE 
DPTDHTSQ1TWMVLPQGFRDSP 
YLFGQALAQDLGHFSSRGTLVL 
QYADDLLFATSSEASCQQATLD 
LLNFLANQ 


5786 


36154 


B 


5832 


45 


1148 




5787 


36155 


C 


5833 


233 


319 




5788 


36156 


C 


5834 


11 


133 




5789 


36157 


A 


5835 


215 


849 


IKRLPLMKRMWL*LQPESLE1A 
GILVQ*M1E*QPKKGTNSIPVSK 
PSP/VVQKPNGQWRQVQDLRLI 
SDAVIPLYPAVSNPYTLLSQILE 
EAEWFTVLDLKDAFFCIPLRSD 
SQFLLAFEDPTDHTSQLTWTVF 
TQGFMDTPHLFGQSLAQDLGH 
FSSPGTLVLQYVDDLLLAKQQA 
TLDLLNFLANQGYKLSKLKAQ 
LCELLVFSSCARMHS 


5790 


36158 


A 


5836 


1 


449 


MNKELGlSSYKFCGMGRKTSVS 

AAKSVSATIPISRVQGLLQVLG 

QEVFLLLCQDQEEQAKREKRD 

QRKATALAMALRQTNLGGSER 

1ENGAGQSPSRACYQCGLQGHF 

K.K.D YPTR/EPA A PC PLC* GN H W 

KMHCPRGQRSCDSHLA1THL 
















5792 


36160 


A 


5838 


186 


602 




5793 


36161 j 


A 


5839 




843 




5794 


36162 


B 


5840 




1779 




5795 


36163 


A 


5841 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hoil 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5796 


36164 


A 


5842 


23 


302 


LSQWK.NRWTRTFLASLSVIAN1 
LEPLLNILHVAVWLMLPN*S*V 
KKQVIMVFWNWWVLGLTDFKN 
EATDPRVCSWPCWLRSEAADL 
CGECYSS 


5797 


36165 


B 


5843 


1 


2622 




5798 


36166 


A 


5844 


279 


1024 




5799 


36167 


A 


5845 




3619 




5800 


36168 


B 


5846 


1 


1898 




5801 


36169 


A 


5847 


1 


420 




5802 


36170 


A 


5848 


1 


1632 




5803 


36171 


A 


5849 


1 


597 


KYLTKKTQAASVEAVKMLDEI 
LLQLSASVPVDVMPGEFDPTNY 
TLPQQPLHPCMFP/LATAYSTLQ 
LVTNPYQAT1DGVRFLGTSGQN 
VSDIFRYSSMEDHLEILE*LRVR 
HISPTAPDTLGCYPFYFCGNTPS 
FGSKIIRGPEDQTVLLVTVPDFS 
ATQTACLVNLRS/LACQPISFSG 
FGAEDDDLGGLGWAPDSKKW 


5804 


36172 


A 


5850 


1 


1490 


RDAARRALNLLGLGEAVWTKQ 

VRSV A M FSEQAAQRAHTLLSPP 

SANNATFARVPVATYTNSSQPF 

RLGERSFSRQYAHIYATRLIQM 

RPFLENRAQQHWGSGVGVKKL 

CELQPEEKCCVVGTLFKAMPL 

QPS1LREVSEEHNLLPQPPRSKY 

IHPDDELVLEDELQRIKLKGT1D 

VSKLVTGTVLAVFGSVRDDGK 

FLVEDYCFADLAPQKPAPPLDT 

DRFVLLVSGLGLGGGGGESLLG 

TQLLVDVVTGQLGDEGEQCSA 

AHVSRVILAGNLLSHSTQSRDSI 

NKAKYLTKKTQAASVEAVKM 

LDEILLQLSASVPVDVMPGEVFD 

PTNYTLPQQPLHP\CMFPLATA 

YSTLQLVTNPYQATIDGVRFLG 

TSGQNVSDIFRYSSMEDHLEILE 

WTLRVRHISPTAPDTLGCYPFY 

K.TDPFIFPECPHVYFCGNTPSFG 

oKllKUrtL'V 1 V LLV 1 VrUroA I 

QTACLVNLRSLACQPISFSGFG 
AEDDDLGGLGLGP 


5805 


36173 


B 


5851 


13 


441 




5806 


36174 


A 


5852 




279 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5807 


36175 


A 


5853 


23 


841 


EKAKEFRRAEEKKKEVPAVPET 

LKKK\*RNFAELKIKRLRKKFA 

QKMLQRARRKFIHEKAKHWH 

KEYRQMYRT\EILMA\RMARKA 

GNFYVPAEPKLAFV1R1RGINGV 

SPKVRKWLQLLRLRQ1FNGNLL 

*SSTKAS\INMLRDCRSHILAWG 

VPQILKSVNELIYKARGYGKINK 

K.RIA\LTDN\AL1ARSLGK\YGIL 

L A WEDLIHEI YTV\G KARFKEAN 

NFPVGPSNLS SPPR WK * KKKTT 

HFCKKVEDAGNREGRTRSNRP 

YLEGMDLRCLP 


5808 


36176 


C 


5854 


57 


287 




5809 


36177 


A 


5855 


1 


450 




5810 


36178 


A 


5856 


1 


549 




5811 


36179 


A 


5857 


3 


581 


EQRKIPLVPENLLKKRICAYQAL 
KATQAKQALLAKKEQKKGKG 
LRFKRLESFLHDSWRQKRDKV 
RLRRLEVKPHALELPDKHSLAF 
VVRIERIDGVSLLVQRTIARLRL 
KK1FSGVFVKVTPQNLKMLRIV 
EPYVTWGFPNLKSVRELILKRG 
QA\KVKNKT1PLTDNTVIEEHLG 
ECYSLGVSWGRKPGSLKL 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5812 


36180 


A 


5858 




2652 


MFGRSRSWVGGGHGKTSRNIH 

SLDHLKYLYHVLTKNTTVTEQ 

NRNLLVETIRSITEILIWGDQND 

SSVFDFFLEKNMFVFFLNILRQK 

SGRYVCVQLLQTLNILFEN1SHE 

TSLYYLLSNNYVNSIIVHKFDFS 

DEEIMAYY1SFLKTLSLKLNNH 

TVHFFYNEHTNDFALYTEAIKF 

FNHPESMVRJAVRT1TLNVYKV 

DNQAMLHYIRDKTAVPYFSNL 

VWF1GSHVIELDDCVQTDEEHR 

NRGKLSDLVA EHLDHLH YLN D 

ILIINCEFLNDVLTDHLLNRLFLP 

LYVYSLENQDKVFLIIHHAPLV 

NSLAEVILNGDLSEMYAKTEQD 

IQRSSVLPTLSSLWQGSHLSLNQ 

LQSGLHKCSSHLCGAQAAADS 

VTGEIPAIRSLEWL1SAGSKART 

FFFLKMLIGFWEKVDCEYQRR 

QVLSTRLQEALPSNRLTDVAAV 

HSSCMLGFGSTAPRGSWIGDPA 

AVHLPLPGELAEHLGSKGTTTV 

TKHQPQA KPSI RCFI K.PTETLER 

SLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAE 

KAKGTEGGSKGIKTSGESEEIE 

MV1MERSKLSELAASTSVQEQN 

TTDEEKSAAATCSESTQWSRPF 

LDMVYHALDSPDDDYHALFVL 

CLLYAMSHNKENLLKKRKAYQ 

ALKATQAKQELLAKKEQKKGK 

GLRFKLLESFLHDYWQQKPDK 


5813 


36181 


A 


5859 


1 


405 


LE1S1MAASISGYTFSAVCFHSA 
NSNADHEGFLLGEVRQEETFS1S 
DSQISNTEFLQVI\KVIGWYRFR 
RNTQQQMSYREQVLHKQLTRI 
LGVPDLVFLLFSFISTANNSTHA 
LEYVLFRPNRRYNQRISLAIPN 


5814 


36182 


B 


5860 


1 


843 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5815 


36183 


A 


5861 


3 


1260 


E1SIMAAS1SGYTFSAVCFHSAN 

SNADHEGFLLGEVRQEETFSISD 

SQISNTEFLQV1Q1YNHQPCSKL 

FSFYDYASKVNEESLDRILKDR 

RKKVIGWYRFRRNTQQQMSYR 

EQVLHKQLT\RILGVPDLVFLLF 

SFISTANNSTHALEYVLFRPNRR 

YNQRISLAIPNLGNTSQQEYKV 

SSVPNTSQSYAKVIK.EHGTDFF 

DKDGVMKD1RAIYQVYNALQE 

KVQAVCADVEKSERVVESCQA 

EVNKLRRQITQRKNEKEQERRL 

QQAVLSRQMPSESLDPAFSPRM 

PSSGFAA EGRSTLGDAEASDPP 

PP Y SDFH PNNQESTLS HSRMER 

SVFMPRPQAVGSSNYASTSAGL 

K Y PG SG ADLPPPQRAAGDSGE 

DSDDSDYENLIDPTEPSNSEYSH 

SKDSRPMAHPDEDPRNTQTSQI 


5816 


36184 


A 


5862 


1 


742 




5817 


36185 


A 


5863 


1 


3063 


M SLEVDRSV ETMCSGDE1LLPD 
LPKADVADPLWGPFPVQNCLS 
LARSDSREQGLVLVMESRNRE 
VVPPGVSYSKDGAKSLKGDVP 
ASEVTSKDSTFSQFSPISSAEEC 
GDDEKIKVDDPLTRRTCNQASG 
SAPQQDYDKLKAFGGENSSKT 
GLSPSGNMEKNKVVKREAEAN 
SINLSVYEPFKVRKAEDKLKEN 
SDNVLENRVLDGKLSSEKNDT 
CLPGTAPSK.TK.SSSKLSSCSSAI 
MALSAKKAASDSCKEPV 


5818 


36186 


A 


5864 


2 


626 


LCQHNRIKHKGIRKVYACSHCP 
DSRRTFTKRLMLEKHVQLMHS 
LKDPDLKE/TDRCHQ*GGNRNK 
RRH/LSSPVPSGSWKNQFSR/CA 
MCGFTTENLLQFHEHIPQHKSD 
SSSYQCQECGLWYTSHVSLSRH 
LFIVHKLKEPQPVSKQNGAGED 
NQQENK.PSHEDESPNGTVSDRK 
CKVCVKTFETEAALNTHMRIH 
GMAF1KSKRMSSAKK 



686 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


5819 


36187 


A 


5865 




765 


MQRDVYISHVRKEHCKQMKK 
QPCCQRDKPFSSSHSLCWHNRI 
KHKVIRKVYTCSHCSDSRGTFT 
KQLMLEKHVQLTHGIKDPDLK 
E/TDRRHQ*GGNRNKRRPQG PQ 
SQVEVERTGSGVQASQ\GAITQ 
PLKKLKJNVFKVHKCARA\GFT 
TENLLQFHEH1PQHKSDGSSYQ 
CREHLFVVHK.LKEPQPVSKQN 
GAGEDNQQENKPSHEDESPNG 
AMSDRKCKVCAKTFETEAALN 
THMQTHGMAFIKSK. RMSSDEK 


5820 


36188 


A 


5866 


878 


1095 


AFFLDTLYTQFSRC*SRAFVPFA 
HPTAMACSSRR/LIRVQEQDAA 
QVTHQSFK.DDLCVVLGDTLHH 
RFFL1FRH 


5821 


36189 


A 


5867 


1 


1 137 




5822 


36190 


A 


5868 


1 


1380 




5823 


36191 


A 


5869 


55 


558 




5824 


36192 


A 


5870 


1 


897 




5825 


36193 


A 


5871 


1 


565 




5826 


36194 


R 


5872 


22 


1696 




5827 


36195 


A 


5873 


295 


522 




5828 


36196 


A 


5874 




3678 


IPAPVSGRPPPGLLAEGKLSGPR 
PMCRTRLGSHTAASAPARMWL 
FHTLLC1ASLALLAAFNVDVAR 
PWLTPKGGAPFVLSSLLHQDPS 
TNQTWLLVTSPRTKRTPGPLHR 
CSLVQDE1LCHPVEHVPIPKGRH 
RGVTVVRSHHGVL1CIQVLVRR 
PHSLSSELTGTCSLLGPDLRPQA 

CYSNKEGGGEDDVNTARQRRA 
LEKEEEEDK.EEEEDEEEEEAGT 
E1AI1LDGSGS1D 


5829 


36197 


A 


5875 


1 


3189 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


5830 


36198 


A 


5876 


1119 


2463 


LRAGGPGQGGKGPAHPGRRVD 

ELLLGHPTAVGCAKGTDCPTPT 

PGGLWV*GVQEESSDLPTAVDS 

SRPDIRDQAWASVHWELYVHG 

SSFINT*GERGAGY/AVITW/STV 

VEARSMPQGTSAQKAELIAFIR 

ALELSEALAKTVRQRCVSCRQ 

HHARQGPAVPPGIQAYGAAPFE 

DLQVDFTEMPKCGD1RKIVTGD 

VNTPAILGVVSSSPPSHIGNNITE 

DPELQPILAGLSLSMYLVTVLR 

NLLIILAVSSDPHLHTPMCFFLS 

NLCWAD1GFTLATVPKMIVDM 

QSHTRV1SYEGCLTRISFLVLFA 

CIEDMLLTVMAYDCFVAICRPL 

HYPV1VNPHLCVFFLLVYFFLSL 

LDSQLHSWIVLQFTI1K.NVEISN 

FVCDPSQLLKLACSDSVINSIFM 

YFHSTMFGFLPISGILLSYYKIVP 

SlLRlSSSDGKYrCAFSTCGSHLA 


5831 


36199 


B 


5877 


1 


1830 




5832 


36200 


C 


5878 


109 


245 




5833 


36201 


B 


5879 


1 


801 




5834 


36202 


B 


5880 


171 


288 




5835 


36203 


B 


5881 


49 


502 




5836 


36204 


B 


5882 


1 


639 




5837 


36205 


A 


5883 


1 


821 


MSGQFDFLLWTPEEDNSDESD 

AEGEHGDGAEEEAPPPVPRPGP 

KPAGLGRRPCPYEQAQGGDGP 

EEQWMSFCWDIPRKSGAPRERI 

TLRRHLEDCGCKVSKKKAQICR 

QQKDPQEESPAQFYERLCEAYG 

MYTPFDPDSPENQRMIHMALV 

RQSAEDMRRKLQKQAGLAGM 

N PSQLLERASQVFVN RDA V/TP* 

/"* is MflD EW/DVDH* VFlCflVD D r- f 
OlS.yi^Kb WKcKU I U!>K( ■ rvKOO 

TQPCDIVPNIRRERR*YHSQYRR 
RARPPGPH*SERGALRPGSLPRQ 
AA*RVPSGPADGQ 


5838 


36206 


A 


5884 


1 


1860 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5839 


36207 


A 


5885 


2745 


3732 


IRIGKNYFKVHMEPKKSPHRQV 

NPKPKEQSWRHHTT*LQTILQG 

Y SNQNSMPG PTPQAPSTPA PG G 

NLRNPQSSDLLQVTKQQGQAL 

AIQREAPLHRIPAPEA1PWYFQP 

QPATQLGSPPVDPPSSAMM/SR 

RAHRSRG PDRQG YPLQGD* PG E 

PRPQEH*RGHSQERLPSSEKQTP 

ICPPAQATQHPEEPDAHQPYKH 

LFQVCAHQGHPVAQRRN*PGY 

WERYHSAEDPELQPILAGLSLS 

MYLVTVLRNLLIS 


5840 


36208 


B 


5886 


1 


2379 




5841 


36209 


B 


5887 


1 


6741 




5842 


36210 


B 


5888 


165 


928 




5843 


36211 


A 


5889 


56 


2028 




5844 


36212 


B 


5890 


1335 


3804 




5845 


36213 


A 


5891 


365 


1573 




5846 


36214 


A 


5892 


1 


1491 




5847 


36215 


A 


5893 


25 


458 




5848 


36216 


A 


5894 


1 


1194 


MGGNAADKFRAGVELALQSG 

NKVCVCSPRTT1SGDAVAPRSV 

LPGCRHIPGEISQHSHCWAGRS 

LSSRKRGSLFRRMGFIKVVKNK. 

A Y FKRYQ VKFRRRVR KG K.TAD Y 

Y A RKR\L V IQDKNK YNTPK Y\R 

M1V\RVTNRD1\1CQMLYA/RRIE 

GDMI VCAAYCTPNLPKI WV* RV 

GLTNYAAAY\CTGLLL\ARRLL 

NRFGMDKIYEGQV\ELTGDEYN 

VES1DGQPGAFTCYLDAGLAR\ 

TTTGNKVFGAPEGKLWMGGLS 

I PHSTK\RFPG\YDSE\SKEFNA\E 

VTSGKH1MGPKCLQNYM\RYL 

ME\ED\EDAYKK\QFS\QYIK\N S 

VT\PDMM\EEMYK\KAHAA1RE 

ESSSMEKKAQGKKFKKKRWNR 

P\KMSLAQKKDRVAQKKASFL 

QSSRSGLLESLTPAIFP 


5849 


36217 


A 


5895 


1 


1191 




5850 


36218 


A 


5896 


21 


159 


PRSSVRPAGGFSSTCPPSWAAS 
RSCTTSHGCGHQ*CAGTGTQTR 
L 


5851 


36219 


A 


5897 


1 


1062 




5852 














5853 


36221 


A 


5899 


I 


642 




5854 


36222 


A 


5900 


2 


648 




5855 


36223 


A 


5901 


1 


555 




5856 


36224 


B 


5902 


151 


513 





689 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5857 


36225 


A 


5903 




2915 


VSLAFCQPLSLSLSPLLPLASSL 

APERTHLPGPGSLLLSPPSFPAR 

PREPRGCVTAAPPDKMDTAEE 

DICRVCRSEGTPEKPLYHPCVC 

TGSIKFIHQECLVQWLKHSRKE 

YCELCKHRFAFTPIYSPDMPSRL 

P1QD1FAGLVTSIGTA1RYWFHY 

TLVAFARWEVVLLPACRJYKCL 

FLGSVSSLLTLPLDMLSRKNLL 

ADCLQGCFWVTCTLCAFISLV 

WLREQIVHGGAPIWLEHAAPPF 

NAAGHHQNEA 


5858 


36226 


A 


5904 




907 




5859 


36227 


B 


5905 


102 


406 




5860 


36228 


B 


5906 




5241 




5861 


36229 


A 


5907 


1 


519 




5862 


36230 


A 


5908 


1 


3067 


TRDAAMAEAALEAVRSELREF 

PAAARELCVPLAVPYLDKPPTP 

LHFYRDWVCPN RPCI 1 RNALQH 

WPALQKWSLPYFRATVGSTEV 

SVAVTPDGYADAVRGDRFMM 

PAERRLPLSFVLDVLEGRAQHP 

GVLYVQKQCSNLPSELPQLLPD 

LESHVPWASEALGKMPDAVNF 

WLGEAAAVTSLHKDHYENLYC 

VVSGEKHFLFHPPSDRPFIPYEL 

YTPATYQLTEEGTFKVVDEEA 

MEKAEVSRTCLLTVRVLQA 


5863 


36231 


A 


5909 




429 




5864 


36232 


A 


5910 




690 




5865 


36233 


A 


5911 




376 




5866 


36234 


A 


5912 




471 




5867 


36235 


A 


5913 




606 




5868 


36236 


A 


5914 




2756 


SPGGRTPAARDSIVREV1QNSK.E 

VLSLLQEKNPAFKPVLAIIQAG 

DDNLMQEINQNLAEEAGLNITH 

ICLPPDSSEAE1IDEILKINEDTRV 

HGLALQISENLFSNKVLNALKP 

EKDVDGVTDINLGKLVRGDAH 

ECFVSPVAKAVIELLEKSGVNL 

DGKKILVVGAHGSLEAALQCLF 

QRKGSMTMS1QWKTRQLQSKL 

HEADIVVLGSPK.PEEIPLTWIQP 

GTTVLNCSHDFLSGKVGCGSPR 

IHFGGLIEED 


5869 


36237 


A 


5915 




404 


RLKEKKLVKEV1AVSCGPAQCQ 
ETIRTALAMGADRGIHVEVPPA 
EAERLGPLQVARV/AVVTADLR 
LNEPC YATLPN I MKAKKKKIE V 
IKPGDLGVDLTSKLSV1SVEDPP 
QRTAGVKVETTEDLVAKLKEIG 



690 
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NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5870 


36238 


A 


5916 


1 


334 




5871 


36239 


A 


5917 


88 


870 


MADVRVLVAVK.RVIDYAVKIR 
VKPDRTGVVTDGVKHSMNPFC 
EIAVEEAVRLKEKKLVKEVIAV\ 
SCGPAQCQET1\RTALA\MGA\D 
RG1HVEWPPAEAERF/GVPLQV 
ARVLGQAWQRRRRLDLVLLGK 
QA\IACTDCNQ\TGQMTAGFLD 
WPQGTFVASQVTLEGDKLKVER 
EIDGGLETLRLKLPAVVTADLR 
LNEPRYA\TLP\NIMKAKKKKIE 
VIKPGDLGVDLTSKLSVISVEDP 
PQRTAGVKVETTEDLVAKLKEI 


5872 


36240 


A 


5918 


1 


774 




5873 


36241 


A 


5919 


1 


1557 




5874 


36242 


A 


5920 


1 


759 




5875 


36243 


A 


5921 


305 


638 




5876 


36244 


A 


5922 


364 


540 




5877 


36245 


A 


5923 


9 


1 1 1 




5878 


36246 


A 


5924 


1 


594 




5879 


36247 


A 


5925 


169 


594 




5880 


36248 


A 


5926 


37 


936 




5881 


36249 


B 


5927 


91 


2043 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5882 


36250 


A 


5928 


1 


2298 


MSRKGPRAEVCADCSAPDPGW 

AS1SRGVLVCDECCSVHRSLGR 

HISIVKHLRHSAWPPTLLQMVH 

TLASNGANS1WEHSLLDPAQVQ 

SGRRK.ANPQDKVHPIKSEFIRA 

KYQMLAFVHKLSCREADDGVT 

AKDL\SKAN*HSSVR\TGKPWK 

TCLRLLS\LGA\QANFFHPEKGT 

TPLHVAAKAGQTLQAELVLVVY 

GADPGSPDVNGRTPIDYA\RQA 

GHHELAERLVEC\QYE\LTERLA 

FYLCGRKPDHKNGHY1IPQMAD 

SLDLSELAKAAKK.KLQALSNRL 

FEELAMDVYDEVDRRENDAV 

W LATQN H STL VTE RSAVPFLPV 

NPEYSATRNQGRQKLARFNAR 

EFATLI1DILSEAKRRQQGKSLSS 

PTDNLELSLRSQSDLDDQHDYD 

SVASDEDTDQEPLRSTGATRSN 

RARSMDSSDLSDGAVTLQEYL 

ELKKALATSEAKVQQLMKVNS 

SLSDELRRLQRE1HKLQAENLQ 

LRQPPGPVPTPPLPSERAEHTPM 

APGGSTHRRDRQAFSMYEPGS 

ALKPFGGPPGDELTTRLQPFHS 

TELEDDA1YSVHVPAGLYRJRK 

GVSASAVPFTPSSPLLSCSQEGS 

OJJrljL.OL.tOiS.Kr LL.LOlS.L.L.L'l ri 

PELESLDGDLDPGLPSTEDVILK 
TEQVTKN1QEI.LRAAQEFKHDS 

r VrCL>n.l^lriLAV 1 CiVlAoLrrlvtvr 


5883 


36251 


A 


5929 


1 


924 




5884 


36252 


A 


5930 


214 


387 


RRAFHPTPVTSARSTLHSFGQL 
RLPHSM*SGGTLLISMMQANQS 
LSLEFSKWTSFPLD 


5885 


36253 


A 


5931 


1 


1639 




5886 


36254 


A 


5932 


1 


1098 




5887 


36255 


A 


5933 


1 


546 


NSSQVLQF*YLWVNEAPFRLLT 
MPQPYPQIN1TADQLWGSVAVL 
V*MH\NGLPGLCI*AWEKTTSG 
GEQYPSSSAIKQGPKEPYADFIA 

ivLLJL. 3 LN. IV V IAULA A.LJ1JI V L W L 

LAFDNANPECQAALRPIRGKAH 
LVDYTK.VCDG I RDKLHKATLL 
AQAMAGLRMGKGNTPFPGACF 
NCGRHGH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l!nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5888 


36256 


A 


5934 




648 


MGQVWGLVHFTLEVFHTGDEE 
EQEYSEVTEDVTEHVYLPAKA 
KVAKEEEAG1QQARQEGDLEA 
WQFPVRIHPPDQQENITATFEPF 
PFKLLKELKQAINQYGPGSPFV 
MGLLKNVTVSSQMIPTDGDPLT 
RACLTPAQFLQFK.TWWADEAS 
IQA ARNA WAQPQIN ITA DQLLG 
VGGWAGLDAQFVMQDDAIEQ 
LRGVCIRAREK\IT*CGEQYPSF 


5889 


36257 


A 


5935 


120 


254 




5890 


36258 


C 


5936 


366 


479 




5891 


36259 


A 


5937 




933 




5892 


36260 


A 


5938 




840 


MGKVWGLVHSTLELFHTDVEE 
EGEYNEVTEEVTKHVYLPAKA 
KAAKEGEVHPYHSAPPHYYFE 
ENDPPDLSFLEDTGTPRLAAAA 
TTKANA\KQPLLLSPSMHR/PLP 
TRPL.LAG\QATALPQGV*PLIAP 
PTRPHLEHCSTQ*RPQPAPTLGE 
ITPVTVPQAPLHPRAVQPW/HST 
PTRSWLQ A VM PGIAPPSRSPPW 
AVQLR1LTYLGCLSTTPAAVQS 
LSQPPAS VRQARVPQA PA SSLC 
QEKPPSPPPVAPHGAAAAARPP 
SYHSSCASVAVVAANVL1G 


5893 


36261 


A 


5939 




134 


MGQVW*KSQSPKA*EPGVSCP 
RAGRREASVPRWYSS 


5894 


36262 


A 


5940 




1158 




5895 


36263 


A 


5941 




673 


MGIALGSPTTGPKAMKQNLSIG 

PAGILLPQPVMTPGCPAAAPPV 

APRCGYVLSEDAWGNLQGLCT 

GLSCGQPVAPWATDSGGAQDP 

VALLPPFPSRGLLGPSCMQRSQ 

VVKGGRQSE1SSQNKKVIADLA 

AQDI VLQLLA FDN ANPDCQ AA 

t rptrhv a hi vnpik' a inr.i 
LdvrllvOivArlL v ur iis.j\y^u v loui 

PNLLLHPRGLRAITIAVFGKQMR 

TSG SN PLRSTFLSRSRSI SKNCS A 

EV 


5896 


36264 


A 


5942 


1 


1182 





693 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5897 


36265 


A 


5943 


1056 


2128 


TQPPTWGQ1KKLSQMVEENLR 

KAGQLVTMNNLMVAMIVVITT 

TEEQEYSEVTEEVTEQVYLPAK 

AKVAKEGEVHPYPSAPPHYYFE 

EKEWPDPPDLSFLEDTRQKVVA 

PVTVRAAPRATVLSS1QAGIQQ 

AR*EGDLEAWQFPVRIHPPDQQ 

GNI1VTFEPFPFKLFKEFKQAVN 

QYGPGSPFVMGLLKNVAVSSW 

MIPTDWDALTRACLTPAQFLQF 

KTCAMKQGPREPYVDFIARLQE 

SLKKM1ADSAAQE1VLQLLAFD 

MAHPDCQAALRPJRGKAHLVD 

YVKACDGIGEYTPSTYEKKVN 

CKTA SCR SFRR YPEEG I V ITG D D 

SSMRVVVPEDLPVGQDVEVED 

RDIDDPDPV 


5898 


36266 


A 


5944 


1 


300 




5899 


36267 


A 


5945 


1 


373 




5900 


36268 


A 


5946 


1 


2976 




5901 


36269 


A 


5947 


287 


544 




5902 


36270 


A 


5948 


831 


4555 




5903 


36271 


C 


5949 


108 


434 




5904 


36272 


C 


5950 


145 


402 




5905 


36273 


A 


5951 




1104 


GSRPGGHTLQSHRGRHAQGLR 
SPLLAPVCLGCGTWGQRRLFW 
SLK1* RLLC WF/CRRLQINCKN K 
PAIPRGPT/GPSEKSGLLLQDQG 
DTTNTEEENSKSLENIFGRVIKE 
NFQSLVRDLDAQYKKHKEHPG 
NSSQKDHHLGTLSSGYPKLRQR 
KES+ELSDRSTRKISQS/YNLYTP 
NTGAPRFIKQLLTDLRNEIDSNT 
IIVGYFSTPLTALDRSSRQKVND 
ETVDLNYTLEQMDLTEIYRTFH 
PTTTEYTFYSTVHGTFSKIDHMI 
CHKMSLNEFKK.TEIISSTLSDHS 
G IKLEINSKMNLQNH ANTWKL 
NNLLLNEHWVKNEIKMEIEKFF 
KLNDSNDTTYQNLWDMAKAV 
LRGKFI ALNTY 1 K.KMM 


5906 


36274 


B 


5952 


1 


2367 




5907 


36275 


A 


5953 


21 


132 


WREGARQCQEDPAEFLSD*DW 
ADPGPPHNAPGQNWH 


5908 


36276 


A 


5954 




1461 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5909 


36277 


A 


5955 


31 


802 


SAWWNSRELLDPQSRSRSGFCF 

♦EYPPTSGTEQESVSGNRALCSS 

LRMNGDQNSDVYAQEKQDFV 

QHFSQIVRVLTEDEMGHPE1GD 

AIARLKEVLEYNAIGGKYNRGL 

TVVVAFRELVEPRKQDADSLQ 

RAWTVGWCVELLQAFFLVAD 

D1MDSSLTRRGQICWYQKPGV 

GLDAINDANLLEACIYRLLKLY 

CREQPYYLNLIELFLQSSYQ1EI 

G ADPGPPHSPPR AM W1LSDSLK 

RGTNLLSSTRQLSTPSTFL 


5910 


36278 


A 


5956 


1 


532 


RLNEAEQKYKDIQDKLQIISEET 
NARAPECMALKADVV AKKRA 
YNEAEVLYNRSLNEYKALKKD 
DEQLCKRIEELK.K7RVLTN/RLE 
PERLERQKKISWLKERVKAFQN 
QEN S VNQEI EQFQQA LE KDKEE 
HGKIKREKLDVKHALSYNQRL 
LKELKDSKTDRLKRFGPNVPAL 
LEAIDD 


5911 


36279 


A 


5957 


121 


475 




5912 


36280 


A 


5958 


131 


2891 




5913 


36281 


A 


5959 


131 


3101 




5914 


36282 


A 


5960 


44 


292 


CQDYRWLLASSVLCWLY*KTQ 
QSDTEDLLCSAPTGPPNPEEDD 
GKS*PEKCRQMT*KKWSINCKC 
FFASSHNTTLSIGLFLR 


5915 


36283 


B 


5961 


26 


239 




5916 


36284 


A 


5962 


131 


3121 


LVSFLLFQDALPEGDASPLGPY 
LLPSGAPERGSPGKEHPEERVV 
TAPPSSSQSAEVLGELVLDGTA 
PSAHHDIPALSPLLPEEARPKHA 
LPPKKKLPSLKQVNSARKQLRP 
KATSAATVQRAGSQPASQGLD 
LLSSSTEKPGPPGDPDPIVASEE 
ASEVPLWLDRKESAVPTTPAPL 
Ql SPFTSQPYV AHTLPQRPEPGE 
PGPDMAQEAPQEDTSPMALMD 
KGENELTGSASEESQETTTSTIIT 
TTVITTEQAP 


5917 


36285 












5918 


36286 


A 


5964 


495 


636 


PSVVLDINVSFNHWSAIFLTME\ 
PFCHRVRSHAMESR*GSVLP*N 
KPQ 


5919 


36287 


A 


5965 


2 


376 





695 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5920 


36288 


A 


5966 




688 


GTSAGDGCPHPHTVLWPPDIMP 
PKK.DVPVKKPAGPSISKPAAKP 
AAAGAPPAKTKAEPAVPQAPQ 
KTQEPPVDLSKVVIEFNKDQLE 
EFKEAFELFDRVGDGKILYSQC 
GDVMRALGQNPTNAEVLKVLG 
NPKSDEMNVKVLDFEHFLPML 
QTVAKNKDQGTYEDYVEGLRV 
FDKEGNGTVMGAEIRHVLVTL 
GEKMTEEEVEMLVAGHEDSNG 
CINY\EELVRMVLNG 


5921 


36289 


A 


5967 


54 


540 


AVYMCDLTENQTADLIPSTAEF 

KEA\FQLFDRTGDGK.ILYSQCG 

DVMRALGQNPTNAEVLKVLGN 

PKSDEMNVKVLDFEHFLPVMLQ 

TVAKNKDQGTYEDYVEGLRVF 

DKEGNGTVMGA EI RH VL VTLG\ 

EKMTEVEDVHMLVAGHEDSNG 

C1NYEAFVRHILSG 


5922 


36290 


A 


5968 




405 




5923 


36291 


A 


5969 


93 


506 




5924 


36292 


B 


5970 


43 


615 




5925 


36293 


A 


5971 


2 


598 


TRTSLHAALFSWDPVGTSLETF1 
SHLEVKKGMLVG1VGKVGCGK 
SSLLAA1AGELHRWEQVQCGG 
HTLH*APEQMLRGHVAVRGLS 
KGFGLATQEPWIQFATIRDNILF 
GKTFDAQLYKEVLEACALNDD 
LSILPAGDQTEVGEK.GVTLSGG 
QRARJALARAVYQEKELYLLD 
DPLAAVDADVANPPACTGCNP 


5926 


36294 


B 


5972 


137 


371 




5927 


36295 


A 


5973 


1 


1398 




5928 


36296 


A 


5974 


1 


915 




5929 


36297 


A 


5975 


40 


564 




5930 


36298 


A 


5976 


62 


280 




5931 


36299 


A 


5977 


17 


744 




5932 


36300 


A 


5978 


1 


537 




5933 


36301 


A 


5979 


242 


576 


AANSLYKGSNSAALIILVGP*IS 
CLTHPV YM K* APS*TICLL YSM 
VILKALFFPQNINFIFLPVKSRHS 


5934 


36302 


A 


5980 


924 


3473 




5935 


36303 


A 


5981 


1 


604 




5936 


36304 


A 


5982 


288 


732 


RNCIANYDFLILPTSF*WCSFFV 

LLFLFLSLSLSSLKLHSDLDKGE 

GTAKYTLSGDGAGPWFTIDETT 

GD\IHA1RSL\DREEKPFYTLR\A 

Q\AVDIETRKPLEPESEF\IIKVQ 

DIVNDNEPKFWGWDLMVATGP 

QKWSPVG*VGQ1KIL 


5937 


36305 


A 


5983 


1 


1510 





696 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


5938 


36306 


A 


5984 


1 


603 




5939 


36307 


A 


5985 


250 


505 


GFSPTWQ*MNTHPSLMCFSPSR 
TTGSAAAN*RGQQKSGVPFWS* 
SH V KG K.DQI P V PI C PCTTAP VT 
MESTCIC*PTHVSCKTLMV 


5940 


36308 


A 


5986 


3 


131 


RVLVPD1RGA1*AVPKSPS1KSYP 
ALPRALFLLPPYPDDLG1 


5941 


36309 


A 


5987 


1 


913 




5942 


36310 


A 


5988 


5 


177 




5943 


36311 


A 


5989 


3 


383 




5944 


36312 


A 


5990 


1 


132j 




5945 


36313 


A 


5991 


342 


594 




5946 


36314 


A 


5992 


1 


321 




5947 


36315 


A 


5993 


3 


601 




5948 


36316 


A 


5994 


1 


1023 




5949 


36317 


A 


5995 


1 


606 




5950 


36318 


A 


5996 


1 


1536 




5951 


36319 


A 


5997 


2 


1394 


















5953 


36321 


A 


5999 




360 




5954 


36322 


A 


6000 


1 


636 




5955 


36323 


C 


6001 


1 


861 




5956 


36324 


A 


6002 


1 


711 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


5957 


36325 


A 


6003 


18 


2446 


AGSPPRADAAAGLWERGHLLS 

AAVAAMGKRDRADRDKKK.SR 

KRHYEDEEDDEEDAPGNDPQE 

AVPSAAGKQVDESGTKVDEYG 

AKDYRLQMPLKDDHTSRPLWV 

APDGHIFLEAFSPVYKYAQDFL 

VA1AEPVCRPTHVHEYKLTAYS 

LYAAVSVGLQTSDITEYLRKLS 

KTGVPDGIMQFIKLCTVSYGKV 

KLVLKHNRYFVESCHPDVIQHL 

LQDPVIRECRLRNSEGEATELIT 

ETFTSKSAISKTAESSGGPSTSR 

VTDPQGKSDIPMDLFDFYEQM 

DKDEEEEEETQTVSFEVKQEMI 

EELQKRCIHLEYPLLAEYDFRN 

DSVNP\D1NIDLKPTAV\LRPYQE 

KSLR\KMFGNGRARSGVIVLPC 

GAGKSLVGVTAACTVRKRCLV 

LGNSAVSVEQWKLAQFKMWSTI 

DDSQICRFTSDAKDKPIGCSVAI 

STYSMLGHTTKRSWEAERVME 

WLKTQEWGLMILDEVHTIPAK 

MFRRVLTIVQAHCKLGLTATLV 

REDDKIVDLNFL1GPKLYEANW 

MELQNNGY1AKVQCAEVWCP 

MSPEFYREYVAIK.TK.K.RILLYT 

MN PNKFRACQFL I K FH ERRN DK 

IIVFADNVFALKEYAIRLNKPY1 

YGPTSQGERMQILQNFKHNPK1 

IN 1 Ir I0K.VU1J 1 jrULrtANVLl^l 

SSHGGSRRQEAQRLGRVLRAK 
KGMVAEEYNAFFYSLVSQDTQ 


5958 


36326 


A 










5959 


36327 


A 


6005 




879 




5960 


36328 


A 


6006 




727 




5961 


36329 


A 


6007 




1509 




5962 


36330 


A 


6008 




1698 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


5963 


36331 


A 


6009 


2465 


2751 


VPTSSAPMPWPSRQWERSSRT 

MTV1SSSQLMALGP*RTAQVLA 

AAPA*LGASSAARGIDPQAGKT 

QK\ETDIATMQLCANKLDKKDF 

FGKSDPFLVFYRSNEDGTFTICH 

KTEVVKNTLN PV WQPFSIPVRA 

LCNGDYDRTVKIDVYDWDRD 

GSHDFIGEFTTSYRELSKAQNQ 

FT V YE VLN PRKKCKKKK Y VN S 

GTVTLLSFSVDSEFTFVDYIKGG 

TQLNFTVAIDFTASNGETRMSE 

KVGGNPLQPTSLHYMSPYQLS 

AYAMALKAVGEIIQDYDSDKL 

FP A YG FG A KLPPEG RI SHQFPLN 

NNDEDPNCAGIEGVLESYFQSL 

RTVQLYGPTYFAPVINQVASLP 


5964 


36332 


A 


6010 




1059 




5965 


36333 


A 


6011 


255 


405 




5966 


36334 


A 


6012 


251 


1 199 




5967 


36335 


A 


6013 


1 






5968 


36336 


A 


6014 


335 


984 




5969 


36337 


A 


6015 




127 


LPLRLSYEIYLYFTF*KPEHNKS 
HFLESHLIRNTRSALNTRK 


5970 


36338 


A 


6016 


1 


774 





699 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5971 


36339 


A 


6017 


186 


2699 


PRGAKPAVPAGPERPGPGPGPC 
SPRPMVLPTCPMAEFALPRHSA 
VMERLRRR1ELCRRHHSTCEAR 
YEAVSPERLELERQHTFALHQR 
C IQ AKAKRAGKH RQPP AATAP 
APAAPAPRLDAADGPEHGRPA 
THLHDTVKRNLDSATSPQNGD 
QQNGYGDLFPGHKKTRREAPL 
GVAISSNGLPPASPLGQSDKPSG 
ADALQSSGKHSLGLDSLNKKR 
LADSSLHLNGGSNPSESFPLSLN 
KELKQEPVEDLPCMITGTVGSIS 
QSNLMPDLNLNEQEWKELIEEL 
N RSVPDEDMKDLFNEDFEEKK. 
DPESSGSATQTPLAQDINIKTEF 
SPAAFEQEQLGSPQVRAGSAGQ 
TFLGPSSAPVSTDSPSLGGSQTL 
FHTSGQPRADNPSPNLMPASAQ 
AQNAQRALAGVVLPSQGPGGA 
SELSSAHQLQQIAAKQKREQML 
QN PQQATPA PA PG QMST WQQT 
GPSHSSLDVPYPMEKPASPSSY 
KQDFTNSKL/PHDA*CE*EFPSA 
RRPLPPAQPCEPAESPATE*LES 
ELRE/YTRGLCWMRQYKTPFSL 
QSGLWARQPGVWPEQASPDGL 
SSPAAVPYKSRAELPVSDEAKA 
RKYAFP1TGSTWPGAEPFQCPC 
ASPGYQCWDPAACRVRGQLPQ 
QLPLSQQPATGRCNEAASVAFG 
PTETKGAAAKAFTATAVPSEAT 
APSRGTGEATVSAPSDPPTTPVP 


5972 


36340 


A 


6018 


1 


1062 




5973 


36341 


A 


6019 


3 


566 


ASRPPVTLRLVVPASQCGSLIG 

KGGCKIKEIRESTGAQVQVAGD 

MLPNSTERAITIAGIPQSIIECVK 

QICVVMLESPPKGVTIPYRPKPS 

SSPV1FAGGQAYT1QGQYAIPQP 

DLTKLHQL\AMQQC\HFPMTHG 

\NTGFQWALES\SFPEV\KGYW\ 

AGLDASAQTTSHELTIPNDLIGC 

I1GRQGAKIN 


5974 


36342 


A 


6020 


2 


531 


TLRSSWQVVRTGTAQAATVRG 
FPPHPPRP\SASTLTLEGPPLEAY 
T1QGQY AI PQPDLTKLHQLAAM 
QQSHFPMH/GDGIHSDYSAG\LD 
ASA\QTTSH\ELTISKRILIGLA*S 
GRSRAPrClNGGSRQMSGAQI\KI 
ANPV\EGSTD*GRFTITGSAASIS 
LAQYL1NVRLSSETGGMGSS 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiM 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 


Nucleotide location of Inst 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stnp codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


5975 


36343 


A 


6021 




1369 


PLKVQLPRTLLDMDTGVIEGGL 
NVTLTIRLLMHGK.EVGSI1\GKK 
GESVKKMREESGARIYNISEGNC 
PERIIXTLAGTH * LPSFKAFAM I\l 
DKLGRRDISSSMYTNSTAAQLGP 
PVTLKLG\APAS\QCGSLIGKGG 
CKIKEIRESTGAQVQVAGDMLP 
N\STE AG HH YLLG IPQS1I\EC V\K 
QILRGSCWETLFPSSPPKGVTIP\ 
YRPK\PSSSPV\1F\AGGPGQVPA 
QAATVRAFPTPPRPCGSTLTWE 
GPPLEAYTIQGQYAIPQPD\LTK. 
L\HQL\AMQQSHFPMTHGNTGF 
SG\I ESSFVPEVKG Y W\AGL\DAS 
AQTTSHELT1\PNGFDWAGIIGA 
FKGAKINVEIRQMSGAQIKIANP 
VEXGSTDRQVTITGSAASISLAQ 
YLINVRLSSETG\GMGNN 


5976 


36344 


A 


6022 


1 


690 




5977 


36345 


A 


6023 


1 


399 




5978 


36346 


A 


6024 


3 


397 




5979 


36347 


A 


6025 


3 


249 




5980 


36348 


A 


6026 


177 


477 




5981 


36349 


A 


6027 


49 


451 




5982 


36350 


A 


6028 


1 


1305 




5983 


36351 


A 


6029 


1 


568 




5984 


36352 


A 


6030 


207 


1053 


PLTFG PA R WRETPPSL YKEFSG 

LFGSFFLSSAWGAHNLRALFLL 

LPSSR1QPTPWVFGDLKSPAGL 

QVLNDYLADKSY1EGYVPSQA\ 

DVAVFEAVSSPPPADLCHALR 

WYN H 1 K.S YEKAEKASLPG V KKA 

LGKYGPADVEDTTGSGATDSK 

DDDD1 DLFGSDDEE\ESEKPKRL 

\REERLAQYESKKAKKPG\LVA 

KSSILLLVKPWV D\ DETDM AKLE 

ECVRSIQADGLVWGSSKLWPV 

GYGIKfCLQIQCVVEDDKVGTD 

MLEEQITAFEDYVQSMDVAAF 


5985 


36353 


A 


6031 


1 


211 




5986 


36354 


A 


6032 


27 


241 


EVFGSWWQVPHEWLGSVLVV 
MSEFLFH*LM*ELVLKRV*CLS 
HLSLAPFLAM*YACSSSSPSTMI 
VSFFFF 


5987 


36355 


A 


6033 


1 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


5988 


36356 


A 


6034 


279 


1333 


LIFCGCWLFASLTVMEAAHFFE 
GTEKLLEVWFSRQQPDANQGS 
GDLRTIPRSEWDILLKDVQCSI 1 
SVTKTDKQEAYVLSESSMFVSK 
RRFILK.TCGTTLLLKALVPLLK.L 
ARDYSGFDS1QSFFYSRKNFMK 
PSHQGYPHRNFQEEIEFLNAIFP 
NGAGYCMGRMNSDCWYLYTL 
DFPEERWISQPDQTLEILMSELD 
PAVMDQF*HEDG\VTAKDVTRE 
SGIRDLIPGSVIDATMFVNPCGYS 
\MNGMKS\DGTYWT\IHITPEPEF 
SYVSFETNLSQTSYDDLIRKVV 
EVFKPGKFVTTLFVNQSSKCRT 
RLGLPQKUEGFKRMLDCQEGWF 
KDSNFFF\TSFAKKQQQQQS 


5989 


36357 


A 


6035 




687 




5990 


36358 


A 


6036 




894 




5991 


36359 


B 


6037 




1458 




5992 


36360 


A 


6038 




1062 




5993 


36361 


A 


6039 




1218 




5994 


36362 


A 


6040 


277 


3508 


RSGRIAWAQEMDAAGRGCHLL 

PLPAARGPARAPAAAAAAAAS 

PPGPCSGAACAPSAAAGAGAM 

NPSSSAGEEK.GATGGSSSSGSG 

AGSCCLGAEGGADPRGAGSAA 

AAGAAALDEPAAAGQKEKDEA 

LEEKLRNLTFRKQVSYRKA1SR 

AGLQHLAPAHPLSLPVANGPA 

KEPRATLDWSENAVNGEHLWL 

ETNVSGVDLCYLGEENCQVRFA 

KSALRRKCAVCK1VV/HTTACIE 

ELEK1NFRCK.PTFREG\GS 


5995 


36363 


A 


6041 


45 


155 




5996 


36364 


A 


6042 


1 


979 




5997 


36365 


A 


6043 


3 


1042 




5998 


36366 


A 


6044 


2 


401 




5999 


36367 


A 


6045 




5772 




6000 


36368 


A 


6046 


16 


5678 


VTSGRLLFYFRSMGPGCDLLLR 
TAAT1TAAA1MSDTDSDEDSAG 
GGPFSLAGFLFGNINGAGQLEG 
ESVLDDECKKHLAGLGALGLG 
SLITELTANEELTGTDGALVND 
EGWVRSTEDAVDYSDINEVAE 
DESRRYQQTMGSLQPLCHSDY 
DEDDYDADCED1DCKLMPPPPP 
PPG PM K K DK DQDS ITG EK V DFS 
SSSDSESEMGPQEATQAESEDG 
KLTLPLAGIMQHDATKLLPSVT 
ELFPEFRPGKVLRFLR 


6001 


36369 


A 


6047 




354 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in liSSN 
09/540,217 


codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6002 


36370 


A 


6048 




666 




6003 


36371 


A 


6049 


129 


456 


TYPAVGESSRRPERSRGVPGPD 
AAAESHFRPGRISNPLHRAGEQ 
GHARAEGSGVFRPHRGRGLRL 
LFVQAPDQVDAPVHG*VAPPAP 
GARDAQTCRSHECPRTRPLDEV 


6004 


36372 


A 


6050 




1095 




6005 


36373 


A 


6051 


171 


619 




6006 


36374 


A 


6052 




621 




6007 


36375 


B 


6053 




181 




6008 


36376 


A 


6054 




905 




6009 


36377 


A 


6055 




855 




6010 


36378 


A 


6056 


2 


244 




6011 


36379 


A 


6057 


3 


829 


LTDCLKDVDL1PPFNRMLLEVT 
FGKLYA WTVQN ILNVLMDASA 
KFKELG IQP VPLQTITS EN PLG P 
SLGSIPQARFLLMMLSMLTLQH 
SANNLDLLLNSGTLALTQTALR 
L1VLPDVELLI*DHLL*MQTSIV* 
LPVLALLLAQHRSFGPSCDNVE 
EDMNASAQGASATVLEATRKE 
TAPVHLPVSGPELAATMKIGTR 
VMRGVDWKWGD/QEAEQTER 
NIHPTTMMFTST1NLLQTLCLPA 
RVHAEIMQSEATKTLCGLLQIL 
VESGTTDKTRME 


6012 


36380 


A 


6058 


133 


5421 


IFVFGCPGSPRLQMVENRYTES 
FFTGQNCRNNEKVTLVRIADLE 
NHNNDGGFWTVIDGKVYDIKD 
FQTQSLTENSILAQFAGEDPVV 
ALEAALQFEDTRESMHAFCVG 
QYLEPDQEGVT1PDLGSLSSPL1 
DTERNLGLLLGLHASYLAMSTP 
LSPVEIECAKWVQSSIFSGGLQT 
SQIHYRYNEEKDEDHCSSPGGT 
PASKSRLCSHRRALGDHSQAFL 
QA1ADNN IQDHNVKDFLCQIER 
YCRQCHLTTP1MF 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6013 


36381 


A 


6059 




2607 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALA1L 

LELAVQRGTLSQMLSAILLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQSIICSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTLICKADLENHNK 

DGGFWIVIDEKVYDIKDFQTQS 

LTGNS1LAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

LYALSDAEDGRG\TL*WLQSSIF 

SG/GLQTSQIHYSYNEEKDEDH 

CS/SPVGTPASKSR\CSHRWALG 

DH SQAFLQA1 ADNN IQDHN VKT 

HQEQGRSYKEVCTPVTERLRFL 

SNELRPAVGNDLSIISEFKLLSSL 

PRWRR1AQK11RERRKKR1PKKP 

ESTADEEKIGNEESDLEEACILP 

HSPINVDKRPIAIKSPKTITSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLLNSGTLALTQT 

ALRL1GPSCDNVEEDMNASAQ 

GVSATVLEATRKETAPVHLPVS 

GPELAATMKIGTRVMRGVDW 

KWGDQDGPPPGLGRVIGELGE 

DGWIRVQWGTGSTNSYRMGK 

EGKYDLKLAELPAAAQPSAEDS 

DTEDDSASPNRLVYREQHRSW 

CMLGFVRSIALTPQVCGALSSP 

QWITLLMKVMKGHAPFPAASL 

QRQRWVAVSLPHALVKSGTVP 


6014 


36382 


A 


6060 


1 


7297 




6015 


36383 


A 


6061 


32 


259 


SLRVTPGGRNVSEKKDRKKTG 
R/PPELERKSHTERL YLEEGSA E 
PA * VGRRAPES VNDRGGAIQRA 
QRGQPAPPLPR 


6016 


36384 


A 


6062 




437 




6017 


36385 


A 


6063 


1 


425 


MTELPTLWKPLKNSPMFRVIAR 
AFCVTFILVSTHQEMLTITSENP 
LGPSLGSIPQARFLLMMLSMLT 
LQHSANNLDLLLNSGTLALTQT 
ALRLIGGTPVELPAELAAPAFR 
AAAA/VDKNPRRRGQKVAVAK 
SGGDRGKKSR 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6018 


36386 


A 


6064 


2 


14566 


RRGGRALRVRPETWEEAGEKM 

PSESFCLAAQARLDSKWLKTDI 

QLAFTRDGLCGLWNEMVKDG 

El V YTGTESTQNG ELPPRKDDS 

VEPSGTKKEDLNDKEKKDEEET 

PAPIYRAKSILDSWVWGKQPDV 

NELKECLSVLVKEQQALAVQS 

ATTTLSALRLKQRLVILERYF1A 

LNRTVFQENVKVKWK.SSGISLP 

PVDKKSSRPAGKGVEGLARVG 

S R A AL SF AF AFLRR A W RSGED A 

DLCSELLQESLDALRAL 


6019 


36387 


B 


6065 


75 


581 




6020 


36388 


A 


6066 


517 


5495 


ESFFTGQNCRNNEKVTFVRIAD 
LENHNNDGGFWTV1DGKVYDI 
KDFQTQSLTENS1LAQFAGEDP 
VVALEAALQFEDTRESMHAFC 
VGQYLEPDQEG VT1 PDLGSLSSP 
LIDTERNLGLLLGLHASYLAMS 
TPLSPVE1ECAKWLQSSIFSGGL 
QTSQIHYSYYEEKDEDHCSSPG 
GTPASKSRLCSHRRALGDHSQA 
FLQA1ADNM1QDHNVKDFLCQI 
ERYCRQCHLTTP1MFPPEHPVEE 
VGRLLLCCLLKH 


6021 


36389 


A 


6067 




1851 




6022 


36390 


A 


6068 


53 


423 


YHLTLLIHGTKVSATRPGHCSP 
GKLPSWVPISLQCTPSSPECRSV 
*RQL*HGHMHELLYIITKADSVI 
TASCL1SRSEWXWGDGGTVSLV 
QRFVDYGSSQCQRPHRTGCASS 
SAPQRASSVAPG 


6023 


36391 


A 


6069 


1 


49 


EWSGTRTWWRPWSCRT*CRT 


6024 


36392 


A 


6070 


1 


726 




6025 


36393 


A 


6071 


368 


485 




6026 


36394 


A 


6073 


1 


414 




6027 


36395 


A 


6074 


3 


535 


RRREFPAKERESASMSSPEE*P/ 
DMAKG A PPSQPPPNS VPAD/CS 
RSVRLSSSNFEESLRPTEDDEGQ 
EGQDSMSRAKAN WLRAFN K V 
RMQLQEARGEGEMSKSLWFKG 
GPGGGL1 1 1DSMPDIRKRKP1 PL V 
SDLAMSLVQSRKAA1TSALASS 
TLNNEELKNHVYKKTLQALIYP 
ISC 


6028 


36396 


A 


6075 


1 


222 




6029 


36397 


A 


6076 


2 


284 


NGIPDFSNTTLLRGLQMPGARG 
PCCGSQRHINLLMGTGVFLVK 
MKA/NEFFFLDSETRLCK1APEG 
WREQPQKTSMNTFTLFLRIKFF 
VSHYGLL 
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NO: 


of peptide 
sequence 


hid 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiikno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6030 


36398 


A 


6077 


91 


749 




6031 


36399 


C 


6078 


1 


380 




6032 


36400 


A 


6079 


1 


877 


MPRPDLAPALLVAVLVLLYLL 

VSAAAPAPSSDSTPENVCPVET 

TTNFIWELSSPHNTSAVLLVVF 

HKGPSPKFEVKLKKNANGLGFS 

FVQMEKESCSHLKSDLVRJKRL 

FPGHPAEENGAIAAGD1ILAVN 

GSPRKASSSRCRGSWAMQLSV 

QAGPSFASYYPAAVEVLHLLRG 

APQEVTLLLCRPPPGALPELEQE 

WQGQKYKCAWAIVNEAEVEE 

VVEVAGTVEFFGDQ\GA*CHHP 

ACSGKPLGWHGGLSRKCPRLFF 

RGATRVTGAQGLKEVKQQSFR 

SNMMWLGLRL 


6033 


36401 


A 


6080 


1 


1683 




6034 


36402 


B 


6081 


66 


1214 




6035 


36403 


A 


6082 


1 


5694 




6036 


36404 


A 


6083 


3 


483 


SSLTSSMEDPAAPGTGGPPANG 
NGN\GGGKGKQAAPKGREAFR 
SQRRESEG SVDCPTLEFE YGDA 
DG H A AELSEL YS YTENLEFTNN 
RRCFEEDFKTQVQGKEWLELE 
EDAQKAY1MGLLDRLEVVSRE 
RRLKAARAVLYLAQGTFGECD 
SEVDVLHWSRY 


6037 


36405 


A 


6084 


1 


2646 




6038 


36406 


A 


6085 


115 


1289 


FSPLEPRLCSLGGWGALQAGEP 

CQPSRAGCGREGATMGCTLSA 

EERAALERSKAIEKNLKEDGIS 

AAK.DVKLLLLGAGESGKSTIVK 

QMKIIH\EDGFSGEDVKQYKPV 

V\YSNTIQSL\AAIVRAMDTLGIE 

YGDKERKADAK.MVCDVVSRM 

EDTEPFSAELLSAMMRLWGDS 

GIQECFNRSREYQLNDSAKYYL 

DSLDRJGAADYQPTEQDILRTR 

VKTTGIVETHFTFKNLHFRLFD 

VGGQRSERKKW1HCFEDVTAII 

FCVALSGYDQVLHEDETTNRM 

HESLMLFDSICNNKFFIDTSMLF 

LNKICDLFGEKIKKSPLTICFPEY 

TGPNTYEDAAAYIQAQFESKNR 

SPNKEIYCHMTCATDTNN1QVV 

FDAVTDI1IANNLRGCGLY 


6039 


36407 


A 


6086 


1 


1053 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Vict 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6040 


36408 


A 


6087 


2 


377 


IYDGFDGFAKGQIKEIGWTDVG 

GWTGQGGSILGTKRVLPGK/Y 

MEEIATQMRTHSINALLI1GGFE 

AYLGLLELSVFVTLKLFYQHFM 

HVLLTLIPNRRVPICPTSPSACC 

LWSVSHAFRCAYEQN 


6041 


36409 


A 


6088 




591 




6042 


36410 


A 


6089 




2391 


PGRAAPLGLLAMDADDSRAPK 

GSLRKFLEHLSGAGKAIGVLTS 

GGDAQGMNAAVRAVVRMGIY 

VGAKVYF1YEGYQGMVDGGSN 

IAEADWESVSSILQVGGTI1GSA 

RCQAFRTREGRLKAACNLLQR 

GITNLCV1GGDGSLTGANLFRK 

EWSGLLEELARNGQIDKEAVQ 

KYAYLNVVGMVGSIDNDFCGT 

DMTIGTDSALHRIIEVVDAIMTT 

AQSHQRTFVLEVMGRHCGYLA 

LVSALACGADWVFLPESPPEEG 

WEEQMC VKLSENR A RK.KRLNII 

IVAEGAIDTQNKPITSEK1KELV 

VTQLGYDTRVTILGHVQRGGTP 

SAFDRILASRMGVEAVIALLEA 

TPDTPACVVSLNGNHAVRLPL 

MECVQMTQDVQKAMDERRFQ 

DAVRLRGRSFAGNLNTYKRLA1 

KLPDDQIPKTNCNVAVINVGAP 

AAGMNAAVRSAVRVGIADGH 

RMLAIYDGFDGFAKGQIKEIGW 

TDVGGWTGQGGSILGTKRVLP 

GKYLEE1ATQMRTHSI\NALL1IG 

GF\EAYLGLLELSAAREKHEEFC 

VPMVMVPATVSNNVPGSDFSIG 

ADTALNTITDTCDRJKQSASGT 

KRR VFI IETMG G YCG YL ANMG 

GLAAGADAAY1FEEPFD1RDLQ 

SNVEHLTEKMKTTIQRGLVLRN 

ESCSENYTTDFIYQLYSEEGKG 

VFDCRKNVLGHMQQGGAPSPF 


6043 


36411 


A 


6090 


1 


459 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6044 


36412 


A 


6091 


1930 


5781 


RAKSPANIIMTGSNSHITILTLN 
VNGLNSPIKRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQK.KAGVAILVS 
DKTDFKPTKIKRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RFIKQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELNSALHQADLIDIYRTLHPKST 
E YTFFSAPHHSYSKIDH 1 LG SEA 
LLSKCKRTEIITNYLSDHSAIK.L 
ELR1KNLTQSR 


6045 


36413 


A 


6092 


1 


3654 




6046 


36414 


A 


6093 




5127 




6047 


36415 


A 


6094 




3663 




6048 


36416 


A 


6095 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDL1DIYRTLHPKS 

TEYTFFSAPHHTYSK1DHIVGSK 

ALLSKCKRTE1 ITNCLSDHSA1K 

LELRIKNLTQNRSTTWKLNMLL 

LNDYWVHNEMKAE1KMFFETN 

ENKDTTYQNLWDTFKAVCRGK. 

F1ALNAHKRKQERSK1DTLTSQL 

KELEKQEQTHSKASRRQE1TK1R 

AELKEIETQ 


6049 


36417 


A 


6096 




5073 




6050 


36418 


A 


6097 


1 


3489 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLTDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIV 
GSKALLSKWK RTE1ITNYLSDH 
SA1KLELR1KNPTQSRSTTWKLN 
NLLLNDYWVHNKMKAEIKMFF 
ETN ENKDTTYQNLWDAFKAVC 
RGKFIPLNAHKRKQERSKIDTL 

ITKIRAELKEIETQKTLQKINESR 
SWFFERINKTDRPLARLI ICKKR 
EKNQ1 DTIKNDK 


6051 


36419 


A 


6098 


1 


3235 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


6052 


36420 


A 


6099 




3070 


matl1pllfhkhphltqryqfn 
vrggcptstsaiatldprtavfp 
lmsvfqtsap wpfwg fthqtp 
vpqplk.vk1hssadtaadiqan 
rvwsgppansk.rpaaeegk.lt 
nrkdihtknpsvrhhhqrpkv 
dkttktgkkqrrktgnskxqs 

ACPPPKERSSSTATEQSWTEND 
FDKLREGFRRSN YSKLQDE1 QT 
KGKEVENLEKSLDECITR1TNTE 
KGLKKLENYVKNEETSGANA1 
NWKKGINKIDRPLARL 


6053 


36421 


A 


6100 


1 


3297 




6054 


36422 


A 


6101 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRPITGAEI 

GAirNSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPNSFYEAS1IL1PKPGRDTTKKE 

NFRP1SLMN1DAKILNK1LANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFN I RKSIN V1QMINRA KDKN H 

M11SIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDM1VYL 

ENP1VSAQNLLKL1SNFSKVSGY 

KIN VQKSQA FLYTSN RQTESQ1 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKN1PCSWVGR1NIVKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKF1WNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRD1DQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSRW1KDLNVRPKT 

IKTLEENLGITIQDIGMGKDFMS 

RTPKAMATKAKIDKWDL1KLK 

SFCTA KETTI RVNRQPTT WEK 1 F 

ATYSSDKGLISRIYNELKQIYKK 

KTNNPIKKWEKDMNRHFSKED 

IYAAKKHMKKCSSSLAIREMQI 

KTTMRYHLTPVRMAI1KKSGNN 


6055 


36423 


A 


6102 


1 


3417 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide locution ot last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6056 


36424 


A 


6103 


1 


3579 


MPGHNLKWKLNRGTVLIETGI 

QLSTSTI LGSASEPPSAPIP1CAQV 

SSTEKLRNCIDDLKPFPALASEL 

SRRAKALQIAGFPPMKVPRDT1 

SKVCLDKTVGKLCHSGEESRK 

CTL1CNNKHYPIQDNLQGYKTQ 

NKFLNKEILELSALRRNAERRE 

RDLMAKYSSLEAKLCQIESKYL 

I LLQEMKTPVCSEDQGPTREVI 

AQLLEDALQVESQEQPEQAFV 

KPHLVSEYDIYGFRTVPEDDEE 

EKLVAKVRALDLK 


6057 


36425 


A 


6104 


1 


4371 




6058 


36426 


A 


6105 




1825 


MVKG S IQQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTE11TNYLSDHSA1K 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

FIPLNAH K.RKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

A ELKEI ETQKTLQKINESRS WFF 

ER1NKIDRLLARL1KKKREKNQI 

DA1KNDKGDITTDPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRP1TGAE 

1VAI1NSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASIILIPKPGRDTTK 

KENFRPISLMNIDAKILNKKLA 

KR1QQH1KKL1HHDQVGFIPGM 

QGWFNIRKSINV1QHINRAKDK 

NHMIISIDAEKAFDKIQQPFMLK 

1 LlNlvLvUIlvYHjIriL IKDVIViJLr 

KENYKPLLKEIKEDRNKWKNIP 
CSWVGRINIVKMAILPKNILITL 
QLLLVLPELSTLIPLWLPALAGQ 


6059 


36427 


A 


6106 


1 


4449 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of hist 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6060 


36428 


A 


6107 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YT/FFSAPHHTYSKIDHIVGSKA 

LLSKCKRTEIITNYLSDHSAIKL 

ELRI KNFTQSRSTT WKLNN LLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ERITKSDRPLARLIKKKREKNQI 

DTIKNDKGDIT 


6061 


36429 


A 


6108 


1 


3297 




6062 


36430 


B 


6109 


1 12 


3300 




6063 


36431 


A 


6110 


3 


3316 




6064 


36432 


A 


6111 




3457 




6065 


36433 


A 


61 12 




3170 


MVKGSIQQEELTILN1YAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEIITNYLSDHS 

AIKLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKTEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKEERSKIDTL 

TSQLKELEKQEQRJ 1SKPSRRQE 

ITKMRAELKEIETQ 


6066 


36434 


B 


61 13 




4753 




6067 


36435 


B 


61 14 




3384 




6068 


36436 


A 


6115 




3345 




6069 


36437 


A 


6116 




3780 




6070 


36438 


A 


6117 




3720 




6071 


36439 


A 


6118 




3894 




6072 


36440 


A 


6119 




3335 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQ 


6073 


36441 


A 


6120 




3780 




6074 


36442 


A 


6121 




3852 




6075 


36443 


A 


6122 




3345 




6076 


36444 


B 


6123 




6136 




6077 


36445 


B 


6124 




3924 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


jViiclt'olitle locution of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6078 


36446 


B 


6125 


295 


4185 




6079 


36447 


A 


6126 




405 




6080 


36448 


A 


6127 




1059 




6081 


36449 


A 


6128 


2 


518 


EKATCDENDSVSNIATE1K.EGQ 
QSVVHVSPQKQSAWKVIFKKKV 
SLLNIATRITGGGKSGTVSSQKQ 
PPSKATSDKTDSALNIATEIKDG 
LQCGTVSSQKQPALKATTDEED 
SVSNIATEIKDGEKSGTVSSQKQ 
PALK ATTDEKDSVSNI ATE I KD 
GEKSVTVSSQK.QPASK 


6082 


36450 


A 


6129 


1 


843 




6083 


36451 


A 


6130 


1 


432 




6084 


36452 


A 


6131 


2 


835 


CG S AQAA AA A A AEE ATEKIPAL 

RP/ASAVGAAGALAVLRDPRA 

WREAGSKS/PETPFS*CQGA/HG 

GGQFCPSGTAFPGKMKVMMR 

KRKKKGQCLPGICRSLKRRKSP 

RSPGM/IG YSTLS 1 PPEML AS YQ 

S Y S STFH SLEEQQ VCM A/G * HR 

QMPGADKPVRACQRVLAGVW 

AGFTMRHQSRLY*ECSICGVIFR 

HRCVAHLLGRAIGAGLFVITPA 

GERGMCCKAIKLGNARVFPVT 

TL*NDGQCQACMHAG/TTLEDP 

GKNYISSSPSSSSSSSPSSPRVPS 


6085 


36453 


C 


6133 


278 


446 




6086 


36454 


A 


6134 


1 


1 152 




6087 


36455 


A 


6135 




639 




6088 


36456 


A 


6136 


12 


1436 




6089 


36457 


A 


6137 


367 


1056 




6090 


36458 


A 


6139 


1 


4263 




6091 


36459 


A 


6140 


1 


131 1 




6092 


36460 


A 


6141 


1093 


1358 


MQKKPLTKFNNPSC*KLSIN*V 

I MHOICfc'tiUTTTATTTTrTTTTT 
LMOtvlorv VllfAlllillllfl 

TTTTTTMGPTLPLIPIGLGS 


6093 


36461 


A 


6142 


1 


699 




6094 


36462 


A 


6143 


1 


489 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6095 


36463 


A 


6144 


5 


916 


ALGGTPMLGKLAMLLWVQQA 
LLALLLPTLLAQGEARRSRNTT 
RPALLRLSDYLLTNYRKGVRPV 
RDWRKPTTVSIDVIVYAILNVD 
EKNQVLTTY1WYRQYWTDEFL 
QWNPEDFDNITKLSIPTDS1WVP 
DILINEFVDVGKSPN1PYVYIRH 
QGEVQNYKPLQVVTACSLDIY 
NFPFDVQNCSLTFTSWLHT/SPG 
HQHLFVALARKGEIRQECLHEP 
GRVGVAGGAALLSGVQHGKQ* 
LLCRNEVLCGHPPAAPLLCGQP 
ATAQHLPHGHGHRGLLPAPQQ 
WREGLFQNYTPPGLLGLPDHRF 


6096 


36464 


A 


6145 


5 


756 




6097 


36465 


A 


6146 


1 


471 




6098 


36466 


A 


6147 


184 


1097 


ALGGTPMLGKLAMLLWVQQA 
LLALLLPTLLAQGEARRSRNTT 
RPALLRLSDYLLTNYRKGVRPV 
RDWRKPTTVS1DV I V Y Al LNVD 
EKNQVLTTYIWYRQYWTDEFL 
QWNPEDFDNITKLSIPTDSIWVP 
DILINEFVDVGKSPN1PYVYIRH 
QGEVQNYKPLQVVTACSLDIY 
NFPFDVQNCSLTFTSWLHT/SPG 
HQHLFVALARKGEIRQECLHEP 
GRVGVAGGAALLSGVQHGKQ* 
LLCRNEVLCGHPPAAPLLCGQP 
ATAQHLPHGHGHRGLLPAPQQ 
WREGLFQDYTPPGLLGLPDHRF 


6099 


36467 


A 


6148 


3 


672 




6100 


36468 


A 


6149 


3 


398 


LRKIKIDLGKFSDNPDGY1DVLQ 
GLRQSFDLTWRDI MLLLDQSLT 
PNEKSAAKTAAREFGDLWFV/S 
FQN*SCKTTNRSSNGAPDAVHD 
*D/PTADPWTGPLAHALMLMTL 
KAPLTRKSQLHDPYYAP1QQEA 
V 


6101 


36469 


A 


6150 


1 


420 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


6102 


36470 


A 


6151 


1 


878 


TLLPPRPGVGSDYPNIPGCPMW 














GNKDPGEGTLERGKVEDASQR 














TSRTLKETSGKAEFIRKJCQDGK. 














CSPQGKNALKMYSGEFDPVRV 














CVPFSLSDLK.QLKIDLGRFSDNP 














DGYIDVLQGLGQSFDLTWRDI 














MLLLDQTLTPNERNAT1TAARE 














FGDLWCLSQVNDRMTTEERER 














FPTGQQ A VPS ADPH * DTES EHG 














DWCCRHLLTCVLEGLRKTRKK 














AVNFSVMSTVTQGKEENPTAFL 














ERLREALRKHTSLSPDSIEGQLI 














LKIKFITRSAAD1RKQTSKVHLR 














PGAKLKTPY 


6103 


36471 


A 


6152 


1 


417 




6104 


36472 


A 


6153 


1 


415 




6105 


36473 


A 


6154 


1 


234 




6106 


36474 


A 


6155 


I 


335 


TCPI VPG/QEMI IEISKGRSG LG L 














SIV*GKDTPLNA1V1HEVYEEGA 














AAVDGRLWAGDQILEVNGVDL 














RNSSHEEA1TALMQTPQKVRLV 














VYRDEAHYRDEENLEIFPVDLQ 


6107 


36475 


A 


6156 


109 


4687 




6108 


36476 


A 


6157 


109 


4991 




6109 


36477 


A 


6158 


3 


862 




6110 


36478 


A 


6159 


1 


1857 




6111 


36479 


A 


6160 


3 


100 




6112 


36480 


A 


6161 


1 


537 




6113 


36481 


A 


6162 


125 


1 184 




6114 


36482 


A 


6163 


875 


1506 


LSIYLVTQKAA/SSEWGPEQEK 














ALQEVQAAVQAAL1LEPYDPA 














GPVVLEVSLADRDAVWSLWQ 














APIGESQQRPLGFWSKALPSSA/ 














DHKACHAQQHS1IKWK.WY1HD 














RARAGPEGTNSSARYAATM*K 














WYTASALQPLSRKSLKDSSEGK 














SSQWAELRAVHLAVHVAWKE 














KWPDVRLDTDSWAV/ANGLAR 














WSGTWKEHDRKIGDKEVWGR 














GTRI 


6115 


36483 


A 


6164 


1 


1566 




6116 


36484 


A 


6165 


1 


1098 


















6118 


36486 


A 


6167 


410 


625 


LTLVPFSFSVVLTPLPKGNTIRY 














*TGIL*GWNLSWKGTLGFSVTA 














QPSSGTPRTALGSRTTKPLLVSL 














LQV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of tirst 
codon for peptide 


Nucleotide location or last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6119 


36487 


A 


6168 


821 


1428 


QVTDVQDFPLKCKIQWRRTVR 
GDLQ/PFTRVTVHWGKGNDQT 
FQGLLDTG SELTL1 PG DPKRHC 
GPPVKIGAYGGQIINGVLAQVQ 
LTVDAVGPWTHPVV/I/SPVPECI 
IGIDILSSWQ/NSHIGSLTGRVRA 
TM VGKAKWKPLE LPLPRKI VN 
QKQYH IPGGI AEIGATI KDLKDT 
G\ VIPTSPFN SPI * PMQKTDGS W 
RMTVDYL 


6120 


36488 


A 


6169 


203 


850 


DVEHVGKMRRRWRRRVVVAD 
GN V VKPMSCAGDLQ/PFTR VTV 
HWG KGNDQTFQDLLDTG SELT 
LIPGDPKRHCGPPVKIGAYGGQI 
INGVLAQVQLTVDAVGPWTHP 
VV/I/SPVPECIIG1DILSSWQ/NSH 
IGSLTVHLSSDPKGCHSEWGPE 
QEKALQEVQAAVQAALILEPY 
DPAGPVVLEVSLADRDAVWSL 
WQAPIGESQQRPLG F WSKALPS 


6121 


36489 


A 


6170 


1 


864 




6122 


36490 


A 


6171 


1 


205 


VPDFPAKPIQGPHFNSRYL/REA 
VHGEAVHAPFIAGQPLT**ELM 
SIFPQFQFFLYRRLDSHSGQSWQ 


6123 


36491 


A 


6172 


1 


3039 




6124 


36492 


A 


6173 


1 


1364 


MIISIDAEK.AFDK1QQPFMLKTL 
SKLEET A S PSP V V ATYTPQPM L 
PSAFPPLSEE1NPVLPETTVMAS 
PEAVTRQDNVDSPQKJPPPTPMF 
ASRPITRLKPRRAPSEEGIQRLK 
K.1GMVEW1SHFRPTPLSMEGPE 
H1LLTNTLLNRYVKAAPASLKS 
PLTALL FM SDLTVG TTFSQLQN 
LNTMGIFGSSCDRSQVAALNHQ 
RQVPELIIGIDILSSWQNPHIGSL 
NGRGYINSLALCHNLIRRDLDR 
FLLPQDITLVHYIDHIMRLDSVK 
DK.WLHLAPPTTKKEAQCLVGL/ 
FGFWRQHIS\LWRQPLACYWAL 
VETEHLTMGHQVTMQPELPIM 
NWLLSDPSSYKPAPMASWGVP 
YGQLTEEEK.TRAWFTDGSARY 
TETTRK WTA V A I QPLSRTS LKD 
SN EGKSSHQQAKNG ITVL AG VI 
DPDYQDEISL/LTPQWRCHPGSS 
VWRASSLGISHPP 


6125 


36493 


A 


6174 


114 


1996 





715 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6126 


36494 


A 


6175 




475 


MGRNQNRKAENSKNWNASSPP 
KEHNSSPAREQNWREDEFNELT 
EVGFRRSV1TNFSDLKEHVLTH 
CKEAKILEKRLDKWLTKITSVE 
KS/CK*PDG/D*KPQYENFMKHT 
QAS1ADL1KRKKRYQ*LKIKLM 
K*SrCKTR*EKKKYKLPSENTTN 
TSMQ1Y 


6127 


36495 


A 


6176 


179 


393 


NKRGYKQMEEHSMLMDKKNQ 
YYENGHTAQGN*AGEGNKGYS 
IRKTGSQIVPLCR*HDCISRKPD 
CLSPKSP 


6128 


36496 


A 


6177 


1 


710 


MARELRDECTSFSSQFHQLEER 

VSV1EDQMNEMKQEEKFREKGI 

KRSEQSLQEIWDYMERPNLCLI 

GVPESDGENGIKLEDTLQDIIQK 

DFPNLGRQANIQIQEIQRMPQR 

YSSRRATPRHI1VRFTKE1QTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPITGS 

E1EA1INSLPTKKSPRPDGFTAEF 

YQRYKEELVPFLLKLFQS1 EKE 

G1LPNSFYEASIILIPKLGRDTTK. 

K EN FRPI SLMN1 D AKILN K I LAN 

QMQQNIKNLIRHDQAGFIPGMQ 

CWFNIRKSINVIQHINRTKDKN 

HMI IS1 DAEKAFYKIQQPFILKTL 

NKLENK1PRNPTYKGCEGPLFK 

ENYKLMLKEIKEDTSKWKNIP 

WSWIGRIN1VKMAILPKV1YRLS 

AIPIKLPMIFFTELEKTTLKFIWN 

QKRACIAKSILSQKNKAGGIML 

PDFKL Y YKATVTKA A WY W YQ 

NRDIDQWNRTEPSETIPHIYSHL 

IFDK.PDKNKKWGKDFLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKTIKTLEENL 

GNTIQDIGMGKDFMCKTPKAM 

VTK AKIDKWDLIKLKSFCTA KE 

TTVRVNRQPTEWEKIFAIYSSD 

KRLISRIYKELKL*PCSIV*SQVA 

*CLQLCSFGLGLTWQCRLFFGSI 


6129 


36497 


A 


6178 


464 


724 


IGEVLLDNILQRVFQLGSILPITF 
RYTNQT*IWSWTLFWLVSY 


6130 


36498 


A 


6179 




2022 




6131 


36499 


A 


6180 




882 




6132 


36500 


C 


6181 




1935 




6133 


36501 


A 


6182 




672 




6134 


36502 


B 


6183 


140 


2195 




6135 


36503 


A 


6184 


26 


354 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6136 


36504 


A 


6185 


86 


747 


SLEDAMSLKDDDSGDHDQNEE 

NSTQKDGEKEKTERDKNQSSS 

K.RKAVVPGPAEHPLQYNYTFW 

YSRRTPGRPTSSQSYEQNIKQIG 

TFASYV EQFWRFYSHMV RPG DL 

TGHSDFHLFKEG1KPMWE\DDA 

N KN G\G K WI IRLARKG FG S RC\W 

ENLILAMLGEQFVMVGEEICGG 

CGVCPAFQEDIISMWNKTASDQ 

A TT A Rl RDT1ARR V L\NL P ANTI 

MEYKN 


6137 


36505 


A 


6186 


23 


127 




6138 


36506 


A 


6187 


2 


419 




6139 


36507 


A 


6188 


1 


714 




6140 


36508 


A 


6189 


19 


373 


AVFFFFFFFFFFFFFFFFFFFFFFF 
FFFFFFFFFFF\SSSSSSFFFFSFFL 
FFFFKLKELRLVI*PLNPEN*ESC 
PLFSPVNLDMP*TFKDKRWKV 
NWARSTSRQQLLESARTKSWA 
EREGGTRWRAW 


6141 


36509 


A 


6190 


227 


420 


KNFLPNCSAKELFFFFFFFFFFFL 
LLLLLLLYFKF/M1*WFYKHLAF 
PLLAFILSPTAL*RGVFHH 


6142 


36510 


A 


6191 


400 


582 




6143 


36511 


A 


6192 


1202 


1678 




6144 


36512 


A 


6193 


2 


109 


FTFWHDFAAAGTGCSFPCLVLP 
SWW*QNLSAFACL 


6145 


36513 


A 


6194 


110 


377 


QW1SRQKPYKPEKRGDQYSTFL 
*EC* 1 LVPPLFWLVGFLPRDPLL 
V*WAYGCP*HFFLHFNLGESNN 
YVSWGCSS 


6146 


36514 


A 


6195 


1 


381 




6147 


36515 


A 


6196 


1 


759 




6148 


36516 


A 


6197 


1 


609 




6149 


36517 


A 


6198 


2 


1178 




6150 


36518 


B 


6199 


159 


290 




6151 


36519 


A 


6200 


716 


1001 


SMPASTHL1LVGSCSWKMVIVL 
PLVTHFLFTALTVPWNLPWVEL 
YWNM*TM*LRSMKESLMATIF 
TLPELKA\VLHEKLQ*LQSTEDL 
*HGLLGG 














TANIIMTGSNSH1T1LTLNVNRL 
NARIKRHRLENCIKSQDPSVCCI 
* ETHLMCRDTYRLKIKG WSN 


6153 


36521 


A 


6202 


1 


974 




6154 


36522 


A 


6203 


1 


600 
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SEQID 

NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6155 


36523 


A 


6204 


51 


424 


MAPKQDPKPKFQEGERVLCFH 
GPLLYEAKRVKVA1KD/1TREI/H 
SYITVVGIKIGMNGFRRAKYSN 
TWTP1CRNSENFKKPISKFVL*T 
EY*GEMPVD*FWTWNEQWRSC 
WLPCLYN DTSDLS AG V 


6156 


36524 


A 


6205 




3827 


MQKA IRLN DG H V APLG LL ARK 
DGTRKGYLSKRSSDNTKWQTK 
WFALLQNLLFYFESDSSSRPSG 
LYLLEGCVCDRAPSPKPALSAK 
EPLEKQHYFTVNFSHENQKALE 
LRTEDAKDCDEWVAA1AHASY 
RTLATEHEALMQKYLHLLQIVE 
TEKTVAKQLRQQIEDGEIEIERL 
KAE1TSLLKDNERIQSTQTVAPN 
DEDSD1KKIKK VQSFLRG WLCR 
RKWKTIIQDYIRSPHADSMRKR 
NQVVFSMLEAEAEY 


6157 


36525 


A 


6206 


1 


900 




6158 


36526 


C 


6207 


172 


501 




6159 


36527 


A 


6208 


499 


848 


KIRVPAAVAGLSPPLGPWSLRS 

PSQPERCCPWRNSSWWTAPRTS 

11TAAKGVSPARLSSISCTTRGS 

WVKTPTPTRARMV1ASSNLERP 

SALSRM*PTSQSMTRKRWWRL 

WPSTTL 


6160 


36528 


A 


6209 


3 


495 


SCAQTFPKLDTFLEHIKSHQEEL 
SYRCHLCGKDFPSLYDLGVHQ 
YSHSLLPQHSPKKDNA/CLQVF 
PCERYLRRHLPTHGSGGRFKCQ 
VCKKFFRREHYLKLHAHIHSGE 
KPYKCSVCESAFNRKDKLKRH 
ML1QYDEVRQGLGMVPGTQKV 
LNKCFCHNVKKKK 


6161 


36529 


A 


6210 


667 


2142 




6162 


36530 


A 


6211 


1 


396 




6163 


36531 


A 


6212 


213 


446 




6164 


36532 


A 


6213 


101 


580 


VAGVGSLPRSMEDDAPVIYGLE 
FQARAXLTPQTAA ETDAIRFLVG 
TQSLKYDNQIHIIDFDDENN1IN 
KNVLLHQS/AGEIWHISASPADR 
GVLTTCYNRTSDSKVLTCAAV 
WRMPKELESGSHESPDDSSSTA 
QTL\ELLCHLDNTAHGNMACV 
VWEPMGDG 


6165 


36533 


A 


6214 


1 


933 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6166 


36534 


A 


6215 


3 


404 


RLKEKKLVKEVIAVSCGPAQCQ 
ETIRTALAMGADRG I H VEVPPA 
EAERLGPLQVARV/AVVTADLR 
LNEPCYATLPNIMKAKKKKIEV 
IKPGDLGVDLTSKLSV1SVEDPP 
QRTAGVKVETTEDLVAKLKEIG 


6167 


36535 


A 


6216 


1 


408 




6168 


36536 


A 


6217 


88 


871 


MADVRVLVAVKRVIDYAVKIR 
VKPDRTGVVTDGVKHSMNPFC 
EIAVEEAVRLKEK.KLVKEVIAV\ 
SCGPAQCQETI\RTALA\MGA\D 
RG1HVEWPPAEAERF/GVPLQV 
ARVLGQLAKKAEKVDLVLLGK 
QA\1ACTDCNQ\TGQMTAGFLD 
WPQGTFVA SQ VTLEGDK.LKVER 
EIDGGLETLRLKLPAVVTADLR 
LNEPRYAYTLPYN I M KA K.K.KK.I E 
VIKPGDLGVDLTSKLSV1SVEDP 
PQRTAGVKVETTEDLVAKLKEI 


6169 


36537 


A 


6218 


1 


1023 




6170 


36538 


A 


6219 


110 


842 




6171 


36539 


A 


6220 




122 




6172 


36540 


A 


6222 




1257 


nwdatavqegsqmyswqk.lt 
ptgpfimqpegmgrlfainkma 
egpfpehyep1etplgtnplhpn 
vvsnpvvrlyeqdalrmgk.k.e 
qfpyvgttyrltehfhtwtkh 

ALLNA1AQPEQFVEISETLAAAK 

G1NNGDRVTVSSKRGFIRAVAV 

VTRRLKPLNVNGQQVETVGIPI 

HWGFEGVARKGYIANTLTPNV 

GDANSQTPEYKAFL/GQHREGV 

RN*LHHAAFSGA*LQCFQYAH 

NSRKNN 


6173 


36541 


A 


6223 


737 


941 


WLRMMEHRILFPLWKRESKKA 
HYVQSSVLLCLGMLR*KYKGK 
KGKKERKKKDEKRKGNGKKRI 
KIHSI 


6174 


36542 


A 


6224 


1 


1072 




6175 


36543 


A 


6225 


1 


585 




6176 


36544 


A 


6226 


1 


930 




6177 


36545 


A 


6227 


28 


392 


AGEVPLQLPPAAVCSACLQRPA 
LWWNSSFFL*SCLHALFH*VDL 
QSL1AFLLLD*SSY*YLCMLHEV 
LVLCFSAPSGHLCSSLS*LF*LAI 
HLTFFQGS*LPC1GLEHASLAQR 
SLLLPTF 


6178 


36546 


A 


6228 




271 


SAIVTFVCFMrCFSCCVFQLHQV 
FHVL\FKLVILVSSSCNLFSRFLA 
SLHWVTTCSFSSEEFV1THLLKP 
APVNSSNSFSVQFCSLAGKEL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6179 


36547 


A 


6229 


1 


1089 


MGWRPRWLPYLYWGFQSDLC 
PHCKRKAQEEDSLAAQAASHP 
RLSANSKNNSWGKQYSYALFK 
AMRHMLC1GYGRQAPAAVSDV 
WLTMLSMMVGATCYAMFIGH/ 
ATALIQVLDCSRRQYQEKVVLP 
REHPNIGSSQEGGTWHQTVGL 
QQTSDKFDANDP1LKDQTQEW 
SGSATFTSDGKIRLFYTDYSGK 
HYGKQSLTTSAANTGTENGYQ 
GEESLFNKAYYGGGTNFFRKES 
QKLQQSATTRDAELANGALGI1 
ELDNDSPLKKRGATQRSSEENI 
TLKAYKRDVRSLLMLTRNEDV 
ADSLNSSKKRQNYQLPSIRSVT 
RCKKIGVCAKGIGCGQGTHYLS 
VSILNTADRDRRK.LGFTRTSMY 


6180 


36548 


B 


6230 


1 


1140 




6181 


36549 


A 


6231 


3 


204 


GSDYELGLW*PWLTSEATDLH 
GECYSS*SGASGVVRSSLWARG 
LAGFRSEAADLRGRESVAVTN 


6182 


36550 


A 


6232 


1 


1296 




6183 


36551 


B 


6233 


1 


1686 




6184 


36552 


A 


6234 




627 




6185 


36553 


A 


6235 


570 


736 


SATFGRSSRSGCSG\FPAASRRG 
RLPLSPPPWPAV\RVYPCGMLD 
NKASAAHPPKKK 


6186 


36554 


A 


6236 


1 


103 




6187 


36555 


A 


6237 


699 


887 


G LQPPAPRETRPLY * TL A WN LH 
FLFVSPLDSCDLVRSVLTCLSPP 
GNSPSFDMHRYQLPCVH 


6188 


36556 


A 


6238 


2 


803 




6189 


36557 


A 


6239 


2 


1277 


YKETYL1HLFH TFTGLSIAYFNF 
GNQLYHSLLCIVLQFLILRLMG 
RTITAVLTTFCFQMAYLLAGYY 
YTATGNYD1KWTMPHCVLTLK 
LIGLAVDYFDGGKDQNSLSSEQ 
QKYAIRGVPSLLEVAGFSYFYG 
AFLVGPQFSMNHYMKLVQGEL 
IDIPGKIPNSIIPALKRLSLGLFYL 
VGYTLLSPHITEDYLLTEDYDN 
HPFWFRCMYMLIWGKFVLYKY 
VTCWLVTEGVC1LTGLGFNGFE 
EKGKAKWDACAMMK.VWLFET 
N PRFTGTI ASFNINTN A WV A RYI 
FKRLKFLGNKELSQGLS\MLFLF 
LWHGLHSGYLVCFQMEFLIV1V 
ERQAARL1QESPTLSKLAAITVL 
QPFYYLVQQTIHWLFMGYSMT 
AFCLFTWXDKWLKVYKSIYFLG 
H1FFLSLLFILPY1HK\AMVPRKE 
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NO: 


SEQ II) NO: 
or peptide 

sequence 


hod 


SEQ 10 NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6190 


36558 


A 


6240 


56 


324 




6191 


36559 


A 


6241 


68 


487 




6192 


36560 


A 


6242 


52 


457 




6193 


36561 


A 


6243 


263 


787 


SLEV*KWPGVACRLQL*P/MVP 
APKS*ESKSAGSLNTPSA1CRDA 
SGRGLARPWLRKSKCLACHLV 
DTRSKTAGGLAPVPSAHLISVR 
EREPGLCAVLVSQLEFRVGVGL 
VGPTLGARREPCWPQAMGDLA 
PEP VA ALRLI SRRALPA FP WG R 
ARDLQPAMPEPPTHSMGSCAPE 
PPR 


6194 


36562 


A 


6244 


3 


236 




6195 


36563 


C 


6245 


1 


1608 




6196 


36564 


B 


6246 


1 


1083 




6197 


36565 


A 


6247 


823 


1055 


KQKDGTGAPWSRGRRSSGRLG 
THRSPRRGWEAQAWRAAGPET 
CPAGRQLRPGEKSSAAPG*RSR 
RK.DAYEMDTAKKK 


6198 


36566 


D 


6248 


1 


390 




6199 


36567 


A 


6249 


27 


363 




6200 


36568 


B 


6250 


1 132 


1268 




6201 


36569 


A 


6251 


1 1 


489 




6202 


36570 


A 


6252 


356 


638 




6203 


36571 


A 


6253 


1 


507 




6204 


36572 


A 


6254 


80 


336 




6205 


36573 


B 


6255 


100 


912 




6206 


36574 


B 


6256 


821 


2992 




6207 


36575 


A 


6257 


2 


602 




6208 


36576 


A 


6258 


1 


519 




6209 


36577 


A 


6259 


3 


228 


STGVPVSQ\RTCLLEKASVLFNT 
GALYTQIGTRCDRQTQAGLESA 
IDAFQRAADMSPPGLTRRSLGP 
TRWHQGTPH 


6210 


36578 


A 


6260 


1 


963 




6211 


36579 


A 


6261 


1 


925 




6212 


36580 


A 


6262 


1 


397 




6213 


36581 


A 


6263 


1 


2625 




6214 


36582 


A 


6264 


1 1 


241 


SLQHLNPATFLPVSKSPVKHNC 
VEVLDSVYSSGPNHRDHP*TSV 
DWELYMDGSSFTNPCKVTLKK. 
TTSPAPVTPGS 


6215 


36583 


A 


6265 


1 


1662 




6216 


36584 


B 


6266 


1 


897 




6217 


36585 


A 


6267 


3 


258 




6218 


36586 


A 


6268 


1 


279 




6219 


36587 


A 


6269 


! 


258 




6220 


36588 


A 


6270 


1 


639 




6221 


36589 


B 


6271 




1935 




6222 


36590 


A 


6272 


698 


1643 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6223 


36591 


A 


6273 


91 


386 


IFDFLFLLYVSGCNSIAEPQHFT 
TTVTRCSPTVAFVEFPSSPQLKN 
DVSEEKDQK\KP\ENEMSGKGG 
SWVLFTKGEVQEWRESGLNPT 
KFNMGPLIYS 


6224 


36592 


A 


6274 


1 


2538 




6225 


36593 


A 


6275 




471 




6226 


36594 


A 


6276 


152 


520 


CPLTLLLPSRGAGLGTCSPPCLS 
LPPTPWAPVRPEPPRRAPPPAPR 
RPVPSTGKEQTTQGLRNASARR 
GTGRQLH LASPG VG STG * SQGL 


6227 


36595 


A 


6277 


831 


1449 


HPGQWLRRVCWVSSGAGPLAL 
CSISCPALAAFPRVGLGTCSPPC 
LSLPPTPWAPVRPEPPRRAPPPA 
PR/PPSPIDHPRAEEYE/PHGAGL 
AGSSTCSPSAESTG*SQLGS*VV 
RVRGFILEVSETKNPPIPDTFGL 
PPGSSSAASTLVQVTRL*ISAISL 
PHLLSRPCSNTARGPVPAPVPG 
AAVRAPAAGGRWCGGARGRG 
RRGGGH 


6228 


36596 


C 


6278 


1 


426 




6229 


36597 


A 


6279 


I 


535 


MKHSGAQLASPSGS\PLGPQVE 

LPASPVPCACTSQPLGGRWDW 

APWSRGWCSSGRLGPHRSPWS 

GWE\LRHGGLQVPSPAPREGS* 

GPARNP/GTAPGRPAAPS\GGPP 

SPRPPRTPAGPQALRAAPVP\LA 

PLPPHLPAS*GSGLQPWPA*KE 

APTVQCQAEGLLKCRQSGSPGR 

GGAESE 


6230 


36598 


B 


6280 


1 


1743 




6231 


36599 


A 


6281 


1 


428 


G TREEHLKRSGRE1ALP1EACV 

MLLLETGMKEEGLFR1GAGASK 

LKKLKAALDCSMLTWDEFYSD 

PHAVAGXALKSYLRELPEPLMT 

FNLYEEWUQVASVQDQGQKT 

FKDLWRTCQKLPPQNFVNFRY 

LIKFLAKLAQTSDV 


6232 


36600 


A 


6282 


135 


512 


LPFRGAGLETCSPPCLSLPPPPW 
APVRPKPPR*APPPAPRRPVPST 
TQGSLGPHCFYEL*HSP*RSAAS 
LLKPARP*AHREERTTP/GRSAL/ 
TSCNTHREGLQ/PSLRKKETPNT 
SEHQKEQTPDAPP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop todon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6233 


36601 


A 


6283 


698 


2233 


1QAAMQAAPQFGPSTED*CCP1T 
SEAPWAIMDAKLRXLKPPSHPPL 
VSPHLNPQVWDTSSPSLATEHA 
SLT1SLKPNHPYPAQSQYSIPQH 
ALKGSKPVITRLLEHGLLKPINS 
PYNSP1LPVQKLDKSYRLVQHL 
CLIYQIVLPIHPMVPNPYTLLSSI 
PFTTHYSVLDLKHAFFTIPLYPS 
SQPLFAFTWTDPDTHQAQQ1TL 
AVLPQCFIDSPHYFSQAQ1SSSS 
VTYLG11LMKTHIGLGAVEQGV 
VLVGEARAAQEPMEWVGGSG 
MVGCRSRALPRGKAAKARREI 
ERSAVTIVPVLDFNPAFHIIPDT.T 
PDHHDCISLIHLTFTPFPHISFFP 
VPHLEHTWFIDGSSTRPNCHSP 
AKAGYAIVSSTSIIEATALPRST 
TSQQ AKLIA YTDSKC AFH ILHH 
HAV1WEERNFLTMQGASI1NAF 
LIKTLLKDILLPKEAGV1HCKGH 
QK A SDPITQDNA YADK V AKKQ 
LAFQLLSLTAVFLLLIRPLSPTSP 
LKLPLFNLFPHKANDS 


6234 


36602 


A 


6284 


I 


1239 




6235 


36603 


A 


6285 


1 


477 


QRPPHGVFVLGVAGRVHGPEL 
ASHKAGPQLGDVG VCAGQGG 
QVGPLVLQPVVEH1QQLPG/AG 
HCAHQ*QGSPS*SSLPRPERSLQ 
CRRPQGATATIRSTWWGPRGP 
VCTAALVPLCWPGWPVQKDEL 
QAVRSHSALASAMQTCSLAGP 
GLGSSHARLTA 


6236 


36604 


A 


6286 


I 


1134 




6237 


36605 


A 


6287 


673 


836 




6238 


36606 


A 


6288 


i 


225 




6239 


36607 


A 


6289 


1 


468 




6240 


36608 


A 


6290 


495 


1637 


ESQVLSNVSPHVKV*NMASWE 
G KDLTV PQPDTRKG S VLRRIS K 
RGRNASCS*DKRKASVSCLSLG 
NGMSRYKTRLYAPSTE1GKNRL 
RAGGGTCGQQYCFVKH 


6241 


36609 


A 


6291 


1 


507 




6242 


36610 


A 


6292 


215 


389 




6243 


36611 


A 


6293 


1 


255 




6244 


36612 


B 


6294 


69 


1055 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6245 


36613 


A 


6295 


23 


1596 


1K.PQRWGETRAEMLKILKTREP 

FLLQRIASPRQQWNK.AGQRRS 

WFFERL/NK1DRLLARL1KKKRE 

KNQIDA1KNDKGDITTDPTEIQT 

T1REYYKHLYANKLENLEEMD 

KFLDTYTLPRLNQEELESLNRPI 

TGSEIEAIISSLRTKKSPGPDGFT 

AEFYQRYKEELVLFLLK.LFQSIE 

KEGILPN S FY EA SII LIPKPG RDT 

TKKENFRLISLMMDVKILNKIL 

ANRJQQHIKKLVHHDQVGFIPG 

MPDWFNICKSINIIHH1NRTNGK 

NHMI1SIDAEKAFEKIQQCFMLK 

TLNKLG1DGMYLKIIRAIFDKPT 

ANVILNGQKLEAFPLKTGTTQG 

CPLSPLLFKIVLEVLARAIRQEK 

E1KR1QLGKEEAKLSLFADDMIV 

YLENPIVSAQNLLQLRSNFSKV 

LGYK1NMQKSQAFLYTKNKQT 

ESQIMSELPFTIATKRIKYLGIQL 

TRDVKSLFKENYKPLLSKIKED 

TNKWKN1PSSW1GRISIAKMAIL 

PKV1YTFNA1PIKLPMTFFTELEK 


6246 


36614 


A 


6296 


I 


1488 




6247 


36615 


A 


6297 




1401 




6248 


36616 


A 


6298 


2 


1256 




6249 


36617 


B 


6299 


84 


955 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6250 


36618 


A 


6300 


735 


2718 


rsfprsrpspflllsrylrihmv 
fsvlpfglqnpkyllsgslqek 
frtpginshktldpnrviikvrr 
rlekekalrayvgksevrnmh 
lrerckl* kkreknqi dti k.nd 
kg dittd ateiqtti rey ykh l y 
anklenleemdkfldtyilprl 
nqeeveslnrpitgseieaiinsl 
ptkrspgpdgftaefyqtyk.ee 
lvpfplklfqstekegilpnsfy 
e as1ilipkpg rdttkken frpi s 

LMMDAKILNKILANRIQQHIKK 

LIHYDQVGFIPGMQGWFNKRK 

SINV1QHINRTNDKNHMI1S1DAE 

KA FDK1QQPFMLKTLNKLGIDG 

TYLKVIRA1YDKPTAN1ILNGQK 

LEAFPLKTDTRQGCPLSPLLFNI 

VLEVLARAVRQEKEIEGIQLGK 

EEVKLSLFADDM1VYLENPIVS 

AQNLLKLISMFSKVSGYKINIQK 

SQAFLYTNMRQTESQ1MSELPFT 

TASKK1KYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKN1PC 

SWVGRINIMKMAILPKV1CRFN 

A1PIKLPMPFFTELETTTLKFIWN 

QKRARKSILSQKNKAGGITLPD 

FKLYYKATVTKTAWYWYQTSR 

DIDQWNRTEPSEIMPI 11YNYLIF 

DKPEKNKQWGKDSLFNK*CWE 

NWLAIWRKLK 


6251 


36619 


B 


6301 




2907 




6252 


36620 


A 


6302 




2358 




6253 


36621 


A 


6303 




1866 




6254 


36622 


A 


6304 




885 




6255 


36623 


A 


6305 




1059 


MKNNSESFEPLLLIPRQRGSGV 
DLQQTPTDLQLRVLTVRRKTN 
KQDIHTKTPTVRHHHQRPKNP 
WDTFKAVCRGKFIALNAHKRK 
QERSKIDTLTSQLKEVEKQEQT 
QSKASRRQEITKIRGELKEIETQ 
KTLQKINESRSWFFEKINK1DRL 
LARLIKKKREKNQ1DT1KNDKE 
D1TTDSTEIQTT1REYYKHLYAN 
KLENLEEMDKFLNIYTLPRLNQ 
EEVESLNRP1TGSE1EAIINSLPT 
KKSPGPDGFTAEFYQSYQEELV 
PFLLKLFQSIEKEG1LSNSFYKA 
NllLIPKPGRDTTKKENFRPISLM 
NIDAKILNKIL/ANRIQQHIKKLI 
HHDQVGFIPGMQGWFN1 


6256 


36624 


A 


6306 




1692 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6257 


36625 


B 


6307 


1 


2871 




6258 


36626 


A 


6308 


2 


2315 




6259 


36627 


A 


6309 




1210 


MMSFHELSVHTAIDGHSHSSCS 

AWCSP1DRDYFEQENNSSSSCC 

CCCYHCH RKHCGG KGLSFPG E 

MPLSPGHFNKMMYSVSELMQG 

SGSGTFIPLPAELSLWLLVTNTK 

GQRM IKND AEIQTTI R EYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRP1TSSEIVAIIN 

SLPTKKSPGPHGFTAEFYQRYK 

EELVPFLLKLFQSIEK.EGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLMNSDAK1LNKILANRIQQH1K 

KL1HHDQVGFIPGMQGWFNICK 

S1NVIQH1NRTKDKNHM1ISIDAE 

KAFDK1QQPFMLKTLNKL\GIK 

YLGIQLTWDVKDLFKENYKPL 

LKE1KEDTNKWKNIPCSWVGKI 

NIMKMA1PPKATSPLESYKREK 


6260 


36628 


A 


6310 


1 


2745 


MEGEMNEMKREGKFREKRIKR 
NEQSLQEIWDYVKRPNLRLIGV 
PESDGENGTKLENTLQD1IQENF 
PNLARQANVQ1QEIQRTPQRYS 
SRRATPRH 1 IVRFTKVEMKEKM 
LRAAREK.DRSTRQKVNKDTQE 
LNSALHQADLID1YRTLHLKSTE 
YTFFSAPHHTYSKIDH1LGSKAL 
LSKCKRTEI1TNYLSDHSAIKLE 
LRJKNLTQNRSTTWKLNNLLLN 
DYWVHNKMKAEIKMFFETNEN 
K.DTTYQNLWDTF 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6261 


36629 


A 


6311 




2052 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNENKDKTYQNLWDAFNAV 

CRGKFVALNAHKRKQEGSKID 

TLTSQLKELEKQEQTHSKASRR 

QEITKVRAELKEIETQKTLQKIN 

ESRSVARLIKKKREKNQI/DAIKN 

DKRDITIDPTE1QTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRP1TGSEIVAIIN 

SLPTKKSPGPEGFTAEFYQRYK 

EELVPFLLKLFQSTEKEGILPNS 

FYEAS11LIPKPGRDTTKKENFRP 

ISLMNIDAK1LNKILAKRIQQHI 

QKLIHHDQVGFIPGMQGWFNIC 

KSINVIQHINRTKDKNHMIISID 

AEKVFDKIQQRFMLKTLNKLV 

LEVLARAVRQEKKIKG1QLGKE 

ELKLSLFADDM1VYLENPIVSA 

QNLLKLISNFSKVSEYKINVQK.S 

QAFLYTKNRQTESQIMSELPFT1 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDVNKWKNIPCS 

WVGRINIVKMAILPKVIYRFNAI 

PIKLPMTSFTELEKTTFKFI WNH 

KGARJAKS1LSQKNKAGGITLPD 

FKLYYKATVTKTAWY 
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SEQ1D 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6262 


36630 


A 


6312 


2 


2143 


SSDGSWWTGFQWREWRQAGR 

SVNSWDNPKQEVRASSKDKSR 

GSIQEAMRMQSSAKLLCSAWT 

LAYS1AVRTLSSDSEGQPPLVIH 

RQTGSGEDLQQTPTDLQLRVLT 

IRRKTNKQKGHPHQNPISSRRQ 

EITKIRAELKKIETQKPFKKINES 

RSWFFEKINKIDRLLARLIKKKI 

EKNQIDA I KNDKGNITTNPTEIQ 

TTIREYYKHLYANKLEHLEEM 

DKFLDIYTLPRLNQEEVESVNR 

P1TGSEIEAIINSLPTKK.SPGPDRF 

TA EL YQRYKEEL VPFLLKLFQSI 

EKEG1LPNSFYEASIILISKPGRD 

TTKKENFRPISLMNIDAKILNKI 

LANQIQQHIKKLIHHHQVGFIPG 

MQGWFNILKS1NV1HHINRTKD 

KNHMIISIEAEKAFDKIQQPFML 

KTLNKLGIDGTYLTYLKI1RAIY 

DKPTANIILNGQKLEAFPFKTGT 

RQGCPLSPLLFN1VLEALARAIR 

QEKEIKGIQLGKEDVKLSLFAD 

DMIVYLENP1VSAQNLLKLISNF 

SEVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRINIVKM 

AILPKTLNQKFSYWFRVNKHYI 

H QRTFPLKETEFNTI ATL YNG A 

SP/CTAPKSTGTNGHQASGLPRF 

*RIAFCSALVKSKRKLYQGYLP 

GQTDRREEGVSWCPGGP 


6263 


36631 


A 


6313 


1 


3018 




6264 


36632 


A 


6314 


1 


2016 




6265 


36633 


B 


6315 


1 


1215 





728 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6266 


36634 


A 


6316 


1 


2268 


MAGYPSETKPPEERSDSNICSSA 

IFTVLHPPLL1PRQTAFGMDLQQ 

MPTDLQLRVLTVKRKTNKQKG 

HPHQNPIRTSPSSKTEDFQPTK1 

KRD1CEGHYIMVKGS1QQEELTI 

LNIYAPNTGAPRFIKEVLRDLQ 

RDLDSHTIIMGEFNTRLSTLDRS 

MRQKVNKDIQELNSALHQADL 

IDISRNLHPKSTEYTFFSAPHRT 

YSKIDHIVGSKALLSKCKRTEII 

TKCLSDHSA1KLELRIKNLTQNC 

STTWKLNNLLLNDYWVHNEM 

KAEIKMFFETSENKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKTDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELQEIETQ 

RTLQK1SESRSWFFEKINK1DRS 

LARLIK.KKREKNQIEAIKNDKG 

DITTO PTETQTT1KEYYKHLYK 

NKLENLEEMDK.FLNTYTLPRLN 

QEEVESLNRPITGSE1VAIINSLP 

TKKSPGPDGFTAEFYQRCKEEL 

VTFLLKLFQS1EKEG1LPNSFYE 

AS1NLIPKPGRDTTKKENFRPISL 

MN1DAKILNKILANRI/WGN*AE 

ERNKEYS1RKRGSQIVPVCR*H 

DCVSRK.PHHLSPQSP*ADKQLQ 

QSLRIQNQCTKITSILIHQ*QTNR 

c: DXt u r: * nr t> i ltm r 1 u v r:xt v I t>d xt dt 
brlNJifc 1 rlnNLrrvtlNrvIrKJNr 1 

YKGCEGPLQGELQTTAQ*NKR 
GHKQMEEHSMLMDRKNQHRE 
NRHTAQGNL*1QCHSHQATNDF 


6267 


36635 


A 


6317 


1 


1797 




6268 


36636 


A 


6318 


2 


2063 




6269 


36637 


A 


6319 


1 


1212 





729 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6270 


36638 


A 


6320 


1 


2718 


MALFRVGMTTRRLGHANKFTR 

DLLVICRLLLYEFVVEIIPGLRTK 

TTLVGPLETGYTSSDSVNSPHF 

MLDIALSHNVKSTQLLLRPWR 

NIDCSRNHKNAKKEEQMGDDE 

1NRQQECSSSPAMEQSWTENDF 

DELREEVFRRSNYSELQEE1RTN 

GKEVKSFEKKLDEWITRITNAE 

KSLK.HLTELKTKARELQLEKQE 

LTHSKASRRQEITKIRAELKEIE 

TQKTLQK.1NESRSWFFEKINKID 

RPLARLIKKKREKNQTDTIKND 

KGDI1TDPTEIQTT1REYYKHLY 

TNKLENLEEMDK.FLDTYVLPRL 

NQEEVESLNRPITGSEIEAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

L VPFLLKLSQS1 EKERILPNSSYE 

AS1ILIPK.PGRDTTKKENFRP1SL 

MNIDAKILNKILANRTQQHIKK 

LIHHEQVGC1PGMQGWFNIRKS 

INV1QHINRTKDKNHMIISIDAE 

KLISKFSKVSGHK1NVQKSQAF 

LYTDNRQTESQIMSELPFTIASK 

RIKYLG1QLTRDVKDLFKENYK 

PLLNE1KEDTNKWKN1PCSWVG 

R1NIVKMALLP\RFSA1PIKLPMT 

FFTELEKTTLKFIWNQKEP/CIA 

KSFLSQKNKAGG1TLPDFKLYY 

KATVPKTAWYCYQNRDIDQW 

NRTEPSE1MLLIYNYLIFDKPDK 

KKE WGKDSLFN K.WC WENWLA 

ICRKLKLDPFLTPYTKMNSRWI 


6271 


36639 


A 


6321 




2307 




6272 


36640 


A 


6322 




1989 




6273 


36641 


A 


6323 


1 


3285 




6274 


36642 


A 


6324 


3 


4732 




6275 


36643 


B 


6325 


1 


2693 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6276 


36644 


A 


6326 


603 


2976 


DNTARGTIRQQHLLFTNIRCSA 

ASAADTQANRVWSGPPANSNR 

PAA\RVLTVRRKTNKQKGHPH 

QNPICTSPSSKTKETQTT1REYY 

KHLYANRLENLEEMDKFLDTY 

TLPRLNQEEVESLNRR1TESD1E 

AIINSLPTKKSPGPDGFTAEFYQ 

R YKEELVPFLLKLFQSIEKEG 1L 

PNSFYEASIILIPKLGRDTTKK.E 

NFRPISLMNIDAKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFN1CKSINVIHHMKRTKDKNH 

M11SIDAEKAFDKIQQPFMLKTL 

NKLG1DGTYLKIIRAIYDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GFQLGKEEVK.LSLFVDEMILSL 

ENPMVSAKNLLKLISNFSKVSG 

YKINVQKSQAFLYTSNRQTESQ 

IMSELPFTIASKR1KYLGIQLTGD 

V K DFFKEN YKPLLNEIKEDTDK 

WKN1PCSRVGRJNIMKMAILPK 

VIYRFNA1P1KLPMTFFTELEKTT 

LKFIWNQK.RAR1AKS1LSQKNK 

AGGITLPDFKLYYKA TVTKTAC 

HRVGRAQQHS1SKWKWYIHDW 

SQVGPEGTNDSARYPDTTQKW 

TAAALQPLSRTSLKDSHEGKSS 

QWAELRAVHLVLRFAWKEKW 

PDVQLYTDSWAVASGLAGWS 

GTWKKHDWKIGDKEIWGRATP 

VIAQWAHEQRGHGGRDGDYA 


6277 


36645 


A 


6327 


3193 


6107 


SMKTGLEKKMKRNEQSLQEIW 
DYVKRPNLPLIGVPESDGDNAT 
KLENTLQDIIQENCPNLARQANI 
Q1QEIQRTPQRYSSRRATPRHIIV 
RFTKVEMKEKMLRAAREKGRV 
THKGKP1RLTAALSAETLQARR 
DRRPI FN I LKEKNFQPR] S YPAK 
LSFVSEGEIEYFTDKQMLRDFL 
MTRPALKELLKEALNMETTGA 
PRFIKQVLRELQRDLDTHTIITG 
DFNTPLSTSDRSTRQK.VNKDIQ 
ELNSALHQADL 


6278 


36646 


A 


6328 


1 


1808 




6279 


36647 


A 


6329 


1 


4695 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6280 


36648 


A 


6330 




2915 


MIMGDFNTPLSTLDRSTRQKVN 
KDTWELNSALHQADLID1YRTP 
HPKSTEYTFFLAPHHTYSKIDH1 
AGNrCALLSKCERTEIITNCLSDH 
SA1K.LQLR1KK.LTQNHSTTWKL 
NNLLLND YWVHN EMKAEIKIF 
FETNKNKDTTYQNLWDTFKAV 
CRGKFIALNAHKRKQERSKTDT 
RTSQLKHLENQEQTHSKASRRS 
WFFEKINKIHRPLARLIKKKREK. 
NQIDA1KNDKGDITTNPTEIQTTI 
REYYKHLYTN 


6281 


36649 


B 


6331 


1 


6730 




6282 


36650 


A 


6332 


1 


378 




6283 


36651 


A 


6333 




1700 




6284 


36652 


A 


6334 


1 


1759 




6285 


36653 


A 


6335 




409 




6286 


36654 


A 


6336 


1 


2051 


MFGRSRSWVGGGHGKTSRN1H 

SLDHLKYLYHVLTKNTTVTEQ 

NRNLLVETIRSITEILIWGDQND 

SSVFDFFLEKNMFVFFLNILRQK 

SGRYVCVQLLQTLNILFENISHE 

TSLYYLLSNNYVNSIIVHKFDFS 

DEEIMAYY1SFLKTLSLKLNNH 

TVHFFYNEHTNDFALYTEAIKF 

FNHPESMVRIAVRTITLNVYKV 

DNQAMLHYIRDKTAVPYFSNL 

VWFIGSHVIELDDCVQTDEEHR 

NRGKLSDLVAEHLDHLHYLND 

1LI1NCEFLNDVLTDHLLNRLFLP 

L Y V YSLENQDKVFLIIHHA PLV 

N SL A E V I LN GDLSEM YAKTEQD 

1QRSSVLPTLSSLWQGSHLSLNQ 

LQSGLHKCSSHLCGAQAAADS 

VTGEIPAIRSLEWL1SAGSKART 

FFFLKMLIGFWEKVDCEYQRR 

QVLSTRLQEALPSNRLTDVAAV 

HSSCMLGFGSTAPRGSWIGDPA 

AVHLPLPGELAEHLGSKGTTTV 

TKHQPQAKPSIRCFIKPTETLER 

SLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAE 

KAKGTEGGSKGIKTSGESEEIE 

MVIMERSKLSELAASTSVQEQN 

TTDEEKSAAATCSESTQWSRPF 

LDMVYHALDSPDDDYHALFVL 

CLLYAMSHNK/GKSPEKEEGLS 

GTQSHPGKAGTFGKEGAEERK 


6287 


36655 


A 


6337 


2 


2753 




6288 


36656 


A 


6338 


1 


577 




6289 


36657 


A 


6339 


1 


849 
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NO: 


SEQ ID NO: 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon,/=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6290 


36658 


A 


6340 


1 


1293 




6291 


36659 


A 


6341 


1 


861 




6292 


36660 


A 


6342 


154 


6208 


RRAPGKIPGQASAFLGRTWSRP 
CLRTQLCVIVSCLAKAGVQGYL 
VGSPGGAKRFLFSERTGSFSKL 
AAMSSWLGGLGSGLGQSLGQV 
GGSLASLTGQISNFTKDMLMEG 
TEEVEAELPDSRTKEIEAIHAIL 
RSENERLKKLCTDLEEKHEASE 
IQIKQQSTSYRNQLQQKEVEISH 
LKARQIALQDQFLKLQSAAQSV 
PSGAGVPATTASSSFAYGISHHP 
SAFHDDDMDFGDIISSQQEINRL 
SNEVSRLESE 


6293 


36661 


A 


6343 


3810 


5310 


SQGTCVPDRPCNVSG*R1\SIEE1 

EAGR1PNPHLGPVEERLALHVL 

QQQGLVPEHVESRPLYSPLQPD 

IEQAFPSFGRKSRW1RVIPFPRFF 

LRC1 1 WNTRDVILDDLSLTGEK 

MSDIYVKGWMIGFEEHKQKTD 

VHYRSLGGEGNFNWRFIFPFDY 

LPA EQVCT1 A KKDAF WRLDKT 

ESKIPARVVFQ1WDNDKFSFDD 

FLDPYA1VSFLHQSQKTVVVKN 

TLNPTWDQTLIFYEIE1FGEPAT 

VAEQPPS1VVELYDHDTYGADE 

FMGRCICQPSLERMPRLAWFPL 

TRGSQPSGELLASFELIQREKPA 

IHHIPGFESEDTDLPYPPPQREA 

N I YM VPQN1 KPALQRTA1EIL A 

WGLRNMKSYQLAN1SSPSLVVE 

CGGQTVQSCVIRNLRKNPNFDI 

CTLFMEVMLPREELYCPPITVK 

V 1 DN RQFG RRP V VGQCTIRSLES 

FLCDPYSAESPSPQGGPDDVSL 

LSPGEDVLIDIDDKEPLIPIQNYA 


6294 


36662 


A 


6344 


1 


527 




6295 


36663 


A 


6345 


5251 


5711 


PPQRGPPSSSCYSRSQRSVSRCP 
SRHRPSAASPRPGRPSGRSGLLA 
GLRLWAGAGCFQCPPCLQRGL 
FSPEALRPQAPAHK.GLFSGSLW 
PQQRSHQGLRAAATS*DRRAG 
ALCKWCPRPSGTPRGEHLS*EN 
ESLPP**RWAHQTAPQESQTS 


6296 


36664 


A 


6346 


1 


924 




6297 


36665 


A 


6347 


1 


894 




6298 


36666 


A 


6348 


1 


525 




6299 


36667 


A 


6349 


6 


343 




6300 


36668 


A 


6350 




2693 




6301 


36669 


A 


6351 


26 


353 




6302 


36670 


A 


6352 




9182 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6303 


36671 


A 


6353 




8655 


EAAKDLADIAAFFRSGFRKNDE 
MKAMDVLPILKEKVAYLSGGR 
DKRGGPILTFPARSNHDRIRQE 
DLRRLISYLAC1PSEEVCKRGFT 
V1VDMRGSKWDSIKPLLKILQE 
SFPCCIHVAL1IKPDNFWQKQRT 
NFGSSKFEFETNMVSLEGLTKV 
VDPSQLTPEFDGCLEYNHEEWI 
EIRVAFEDYISNATHMLSRLEEL 
QDILAKKELPQDLEGARNM1EE 
HSQLK.K.KV1KAPIEDLDLEGQK 
LLQRIQSSESF 


6304 


36672 


A 


6354 


1 


1338 




6305 


36673 


C 


6355 


152 


404 




6306 


36674 


A 


6356 


137 


1278 


MDSQPNSTRGQSGRR/MEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

A\TSQPK1SLS**ATSAKSQDTKS 

MCKNHKHSYTPITDKQRAKS* 

VNSHSQLLQRE*NT*ESNL*GT* 

RTSSRKTTNHCSMK*KRJQTNG 

RTFHAHG*EESIS*KWPYCPR*F 

IDSMPSPSSYQ*LSSQNWKKRL 

SSSYGTKKEPASPSQS*AKRTKL 

EAS/LLPDFKLYYKATVTKTAW 

DMDEAGNHHSQQTITRTKNQT 

PHVLTHRWELNNENTWTQEGE 

HHTPG L V VRRSPDPEQN FKAVR 

CLDLPD/PSSSFLAVLTFHFKPA 

FLQSLR*DKPRS/SPALGTWHKP 

*KITPKKQ/HQA1TKPNTEYRTA 

VKPSVVGALPDINSFLKLGGLH 

RITNGCLLD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6307 


36675 


A 


6357 




2569 


MRTKTQHTRISWDAFKAVCRG 
KF1ALNAHKRKQERSKIDTLTS 
QLKELEKQEQTHSKASRRQEIT 
KIRAELKEIETQKSLQKINESRS 
WFFERINNIDRPLARLIKKKREK 
NQ1DTIKNDKGDITTDPTEIQTTI 
REYYKHLYANKLK.NLEEMDKF 
LDTYTLPRLNQEEVESLNRPITG 
SEIVTIINSLPTK.K.SPGPDGFTAE 
FYQRYKEELVPFLLKLFQSIEKE 
GILPNSFYEASIILIPK.PGRDTTK 
KENFRP1SLMNIDAKILNKILAN 
RIQQHIKKLIHHDQVGFIPGMQ 
GWFNIRKSINVIQHVNRAKDKN 
HMIISIDAEKDFDKIQQPFMLKT 
LNKLGIDGTYLKIIRAIYDKPTA 
NIILNGQKLEAFPLKTGTRQGCP 
LSPLLFNIVVEVLASAIRQEfCEI 
KAQNLLKLISNFSKVSGYKINV 
QKSQAFLYTNNRQTESQIMSEL 
PFIIASKRJKYLGIQLTRDVKDLF 
KENYKPLIKEIKEDTNKRKNIPC 
SRVGRINIVKMAILPKVIYRFNA 
IPIKLPMTFFTELEKTTLKFIWN 
QKRAHIAK.SILSQKNKAGGITLP 
DFKLYYKA IVTK.TAWYSYQNR 
DIDQWNRTEPSEITPHIYNYLIF 
DKPEKNKQWGKDSLFNKWGW 
ENWLAIWRKLKLDPFLTPYTKI 
NSRWIKDLNVRPKTIKTLEENL 
GITIQD1GMGK.DFMSKTP/TSNG 
NKRQN*QMGSNETKELLHSKR 


6308 


36676 


A 


6358 


1702 


2252 


FLSLFFF1SLASSLSILLIHIMNSW 

IPHSPIFTDLNVESSRLCPLGDIM 

M*IPLTWYLIVTCTHLSREITTV 

PRGLARLWSFTRICPRTHCKPIP 

AWLLRAGCPPSCWWDQDTHS 

QLPSKRSSYTLFFCTVTEYPFLD 

*WP*NHGTPC*TAPLWSMF/PCS 

CWYPVTGPGVSCSPSCVQVFSL 

FISHL*VRTCGVWFFVLAIVC*E 

*WFPASSMSQAVLVTVAL*YSL 

KSGS VMPPA\FS FG LGLTWRCR 

LFFGSIRTLK*IFPIL*RK.SLVA* 

WGWH*IYKLRWAVWPFSRY*F 

FLPMSM/VMFFHLFVSSFISLSS 

GL*FSLKRSFMSLVSWIPKYFIL 

FEAIVNGSSLM1WLSVCLLLLH 

KNACDFCTLILYPETFLKLLISL 

RRFWAETMGFSRYTIMSSANR 

DNLTSSFPN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6309 


36677 


A 


6359 


207 


1209 


IPRHIHPPKTKPGRS*/TP*IDQ*Q 

ALKLRQ/CINSLPTKKSPGPDGF 

TAKFYQSPSLTGKNDKEPE1LPY 

FHADFLVVPGTHQASPVLMVL 

GHKSFPHRNSPPSVCMANFFTQ 

KPPSQSIHNAVNTHTDPPLFLVL 

LKDRGLLVIWCHESQGDELWH 

LVLLDSKCCFGSMTHRMEWSG 

PSAAGLLEFAGGPLQTLFAWVS 

AVEAAEQRILLNSKCCCLIIPLE 

ALSQRG1WPWQGSPVPRPWTTT 

TLWPVRNQATQQETSLMPCQL 

EG KEPL ALPTKE A E I EG RRTG EI 

KKVERDSNTNKEELLLDLAFK 

VSSLFDKLEEVVELLVIGELQL 

YPSK 


6310 


36678 


A 


6360 


544 


678 


AFFHVSFGCINVFF*EVSVHML 
CPLFDGVVFFLVNLFEFFVDSG 


6311 


36679 


A 


6361 


7 


94 


VRTSGVWFFVLA1VC*E*WFPA 
SSMSLIY 


6312 


36680 


A 


6362 


381 


431 


ATKQDSVSKKKEEEEEEEEEEE 
EEEEEEEEEEEEEEEEKEK7GNK. 
ERKK/DKGKARQVQARQ1YLLS 
LHLGRIRKVPNNNKA*SSCP 


6313 


36681 


B 


6363 


, 


603 




6314 


36682 


A 


6364 


1 


987 




6315 


36683 


B 


6365 




444 




6316 


36684 


A 


6366 


977 


1177 


RTS1 SSP VSSTCSPL VMPTLLPQP 
TVPWRM WRPCTQ* RNAGTFSP 
AVAMGLPVEAV1CLSV*DSPA 


6317 


36685 


A 


6367 


1148 


1395 




6318 


36686 


A 


6368 


33 


663 


VH VLCGDTDETGM HH SQQTIA 
RTKNQTPHVLTHRERLSLRRGL 
H SC A YSLHRWLG ARHAQKGSR 
NTKGCGGQGPRTSERGPASGEF 
SENCTSLLGQRGVFSPGRRALL 
HSPSDG\SVPLGAVDSSP\PASTR 
RDWSHWAVGKPSPEREPAGK.V 
T* TTRQLQP ASP* REHPL LN SQH 
GHCLKISLPLLPTVLSPSPPLSLC 
SNVTFSTRPLT 


6319 


36687 


A 


6369 


1 


1314 




6320 


36688 


A 


6370 


120 


410 




6321 


36689 


A 


6371 




492 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6322 


36690 


A 


6372 


3 


945 


EEVPRSMSKKKKRKRRKSRKR 

EEEEEEEEEEEEEEEEEEEEEEE 

EERR\EGEGEEEEEEEEGKEKID 

PSHLELKMVRNKNTMYEVCLM 

P1GIKPQVNVGAMQCILVAPYIS 

P1VGV1NFNDQVNSQGGGSKME 

DGIHFRGKVMLHVGKRKQRVK 

KGLGYAF1SSMKTNEYTKLVPV 

EWGLAEKIPKNVEATLELGNRR 

SKKTGGILPLLLWNFELERDEL 

GYLVEE1SKQPSIQQMTWVLLK 

AFRFIQEAEPKSSENLNPDNVIE 

KKNPFSEGKFMLAAEICISNEE 

WNGNVNPQDYGGKWLQGMA 

EVFTATPSITGLEA 


6323 


36691 


B 


6373 


1 


792 




6324 


36692 


C 


6374 


348 


884 




6325 


36693 


A 


6375 


1 


588 




6326 


36694 


B 


6376 


1 


5339 




6327 


36695 


B 


6377 


520 


3146 




6328 


36696 


A 


6378 


1 


2044 




6329 


36697 


A 


6379 


1 


585 




6330 


36698 


A 


6380 




2433 




6331 


36699 


B 


6381 


53 


441 




6332 


36700 


A 


6382 


2 


425 




6333 


36701 


A 


6383 


1386 


2569 


FLRKHRESGKDEEMTALCSFPG 

VAGEDELQVIQPEKSVSVAAGE 

SATLRCAMTSL1PVGPIMWFRG 

AGAGRELIYNQKEGHFPRVTTV 

SELTKRNNLDFS1SISNITPADAG 

TYYCVKFRKGSPDDVEFKSGA 

GTELSVRAKPSAPVVSGPAVRA 

TPEHTVSFTCESHGFSPRDITLK 

WFKNGNELSDFQTNVDPAGDS 

VSYS1HSTARVVLTRGDVHSQV 

ICEIAHITLQGDPLRGTANLSEAI 

RVPPTLEVTSQPl\RAENQANVT 

WQVSNFYPRGLQLTWLENGNV 

S RTET A STL 1 EN KDG T YN WM S 

WLLVNTCAHRDDVVLTCQVEH 

DGQQAVSKSYALEISAHQKEH 

GSDITHEPALAPTAPLLVALLLG 

PKLLLVVGVSA1YICWKQKA 
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SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID iNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6334 


36702 


A 


6384 


! 


2453 


MEPAGPAPGRLGPVLCLLLAAS 

CAWSASRQLPAVQVLRGDVTC 

GSDHVFLLAYIK.HLAVAGRRA 

LK.ATVHVHQRTLLRPGGCGSV 

PGKRAVTLISKCSDGQPAFPGA 

PAGNTNTFLVCSCGFPDLQSSR 

GPERALCAFIQCLMVRPEEQRE 

KNWPGPRGRSMARPGWNAKPP 

VVQAKAFKNWAVLELSTVSAR 

N LTG SRJPRENTK V 1LIGTI WVL 

CFLGSALGVCDPGG THSHLAM 

HVVIFGPVGSNNPSIVIIIIIIRPIL 

QIKSQRSRVGETFPGVSWVAEL 

ESKSKHTFSQCQALLQPWGRK 

LSSCSQRTYNLLLVCIQSMNVI 

DKHLRKHRGSRVAGEEELQVI 

QPDKSVLVAAGETATLRCTATS 

LIPVGPIQWFRGAGPGRELIYNQ 

KEGHFPRVTTVSDLTKRNNMD 

FSIRJGNITPADAGTYYCVKFRK 

GSPDDVEFKSGAGTELSVRAKP 

SAPVVSGPAARATPQHTVSFTC 

ESHGFSPRDITLKWFKNGNELS 

DFQTNVDPVG\ESVSYSIH\STA 

KVVL\TREDVNSQSFW*GPTVT 

LQGDPLRGTANLSETIRVPPTLE 

VIQQPVRAENQVNVTCQVRKF 

YPQRLQLTWLENGNVSRTETA 

STVTENKDGTYNWMSWLLVN 

VSAHRDDVKLTCQVEHDGQPA 

VSKSHDLKVSAHPKEQGSNTA 

AENTGSNERN1YIVVGVVCTLL 


6335 


36703 


A 


6385 


1 


405 




6336 


36704 


A 


6386 


91 


2926 


PACPSPRLPFTNTDTH1DTSSPA 
SRSTRCLCISTHGVLAQSGGSSG 
GPAVPTVQRGIIKMVLSGCAIIV 
RGQPRGGPPPERQINLSNIRAGN 
LARRAAATQPDAKDTPDEPWA 
FPAREFLRKKLIGKEVCFTIENK 
TPQGREYGMIY LGKDTNGENI A 
ESLVAEGLATRREGMRANNPE 
QNRLSECEEQAKAAKKGMWSE 
GNGSHTIRDLKYTIENPRHFVD 
SHHQKPVNAIIEHVRDGSVVRA 
LLLPDYYLVTV 


6337 


36705 


A 


6387 


2 


448 




6338 


36706 


A 


6388 


1 


645 




6339 


36707 


A 


6389 


1 


294 
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SEQ 1I> 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


6340 


36708 


A 


6390 


23 


321 


RGREHTQGIPGAGKRWH*FKV 
L LTQ/C W * S E FS V I RQF KAG PG G 
LDQFRDRSK7RWLRDLRGRLLG 
SLNASLVLRALFSGNWGLTAN 
QL*LAVGAKGDPEA 


6341 


36709 


A 


6391 


1 


1599 




6342 


36710 


A 


6392 




561 




6343 


36711 


A 


6393 


1 


1833 


STLASSEGQGGFWRGPRALILL 

LLFLGPCHARSHDGKYSREKN 

QPKPSPKRESGEEFRMEKLNQL 

WEKAQRQERYPCRRRRRVKQV 

AAGTPRVFLKTPEMGVFELCRP 

SGPHYLISNAGVRLDLLNSPVL 

S1PESLRGKVNDLQNKKELLER 

KGRGETGLARPMHDLTAAQGG 

YGCALVHGAQVEGAGAQGWA 

GTVHATCRGETGTACQEALVT 

ATACSSCQRGQTRAPQGQHTL 

ESMGLNCLPQGAASGSDHHCG 

PRISDLPGSAARTSRWPASSELH 

LPPVRLAELHADLK1QERDELA 

WKKLKLDGLDEDGEKEARLIR 

NLNGHWRAEDAHQDGGVNK 

WD1PTVVGVGVAA1ALVAVKL 

FFLP1MRCVLSESPATLHSLQV 

ASVLWSLEFLPYGSRSPVVIQET 

VILAKYGLDGKKDARQVTSNS 

LSGTQEDGLDDPRLEKLWHKA 

KTSGKFSGEELDKLWREFLHH 

K EK V H E YN VLLETL SRTE VH PG 

PQDGVASTGREHSPMETLFQEE 

LKHFEAKIEKHNHYQKAQLEIA 

HEKLRHAESVGDRRSV*SASPR 

ESTPCLEGRTKGAGLPR*KKHL 

QD\LSGR1\SRARHKRTLKALGS 


6344 


36712 


A 


6394 


1 


185 


DFFDNSAQVT1AGIPCDIRHVSP 
RKIECTTRAPG K\ V * G S PPLSQ A I 
EGFFLKLEMLLRDWN 


6345 


36713 


A 


6395 


1 


1512 




6346 


36714 


A 


6396 


117 


268 


QSLLLEYLHLYLHLCYLHLANK 
QELTLTWYKE*CTFFLPSV*NPF 
HQNLA 


6347 


36715 


A 


6397 


1 


500 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hnd 


SEQ ID NO: 
in (JSSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6348 


36716 


A 


6398 


1301 


2565 


TLLTILPFYLFKNRTSLTGYLRI 
WILSTKLFCLSTLWLAPTLFLIP/ 
LPDPHDCISL1HLAFTPFPHTSFF 
PIPHPDHTWFIDGSSTWPNRHSP 
AKVGYAIVVSSTSILEATALPPS 
TTSQQAELIALTRALALAKGLH 
VN1YTDSKYAFHILHHNAVIWA 
ERGFLSTQRSSIIIASUKTLLKA 
ALLPKEAGV1HCKGHQKASDP1 
AQGNAYADKTKFLDLAFPPLR 
LSFTCQITQAVSQALGIQWNLH 
TPYRPQSSGKDWTVFLPLALHR 
1RARPREATGYSPFELLYGRTFL 
LSPNL VPDTSPLG DYLP VLWQA 
RQEIHQAANLLLSTPDSQLYED 
TLAGRSVL1KNLTPQTLQPRWT 
GPYLVIYSTPTAVRLQDPPHWV 
HRSRIKLCPSDNQPNLSSSSWKS 
QVLPTTSLKVTLISEEQ 


6349 


36717 


A 


6399 


581 


2517 


LFLGYSHTSLLPFPPVQSLLHLL 

PLY LHTLTHK YGIPLLPPWRPI M 

HPLPSH*NL1TLTLLNANIPSCST 

L*KD*SLLSLTCYSMAF*/QPINS 

PYNSPILSVQKPDKPYSSFRYVY 

SLFVESPT1TIVPGPDFNLASHIIP 

DTTPDP Y DC I S L 1 H LTFTPFPH V S 

FFPVPHPFHTWF1DGSSTRPNCH 

TPAKAGYAIVSSTSIIEVTTLPHS 

TTSQQAELIALTRTLTLAKGLC 

VNIYTDPISCTTMLFYGLKCFLT 

MQGSSIINASLIKTLLKAALLPK 

EAGV1HCK.GPQKASDPIAQDNT 

YADKVAKKAASVPTSIPHSSFS 

PSHLVTPTYSPTETSTYQSLPTQ 

GKWFLDQGKYLLPASQAHSILS 

SFCNLFHVGYKPLARLSELL1SF 

PSWKSILKEITSQCSICYSATPQ 

GLFRPPPFPKHQAWGFVPTQD 

WQIDFTHMPQVGKLKYLLVW 

VDTFTGWVEAFPTGSEKATVV1 

SSLLSDVIPRFCLPTSIQSNNGLA 

MISQITQAVSQALG1QWKLCTP 

YHPQSSGKVKWANGLLKTHLT 

KLSLQLKKDWTVLLPLALLRIR 

ACLRNATGYSPFELLYRCSFLL 

G PS L I PDTRPTWT A PPKTWH PY 

YLLSSHTP1HRSQLLIHALLLFTL 

PVYTVSPSHHS 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6350 


36718 


A 


6400 


281 


1095 


DCSKRNRHSQVIAEGNICK1QE 
VRRKEDTQGGEKDPESLLLPPL 
LAPGPTE/YSTYYNISVAKAELL 
NKLKDQPEMAEIGLGEEEVDH 
ELAQKKIQL1ESISRKLSVLREA 
QRGLLEDINANSALGEEVEANL 
KAVCKSNEFEKYHLFVGDLDK. 
VVNLLLSLSGRLARVENALNSI 
DSEANQEKLVLIEKKQQLTGQL 
ADAK.ELKEHVDRREKLVFGMV 
SRYLPQDQLQDYQHFVKMKSA 
LIIEQRELEEK1KLGEEQLKCLR 
ESLLLGPSNF 


6351 


36719 


A 


6401 




972 




6352 


36720 


A 


6402 


514 


736 




6353 


36721 


B 


6403 


446 


991 




6354 


36722 


A 


6404 


521 


903 


NIKPASQISPG*I*VHSSPTQRLS 

APPSAA/GRLLSLSLPAGLVGGD 

TARC1PAGRLRPLCSWLDPGKL 

LHLSLKSKGSGGRSGAGTLQEG 

NQSVC1QAEKPPLKPA1QTQSG 

MNVLRCRAYSWV1DWD 


6355 


36723 


A 


6405 


1 1 


545 




6356 


36724 


A 


6406 


3 


2920 




6357 


36725 


A 


6407 


1 


2388 




6358 


36726 


A 


6408 


275 


479 




6359 


36727 


A 


6409 


1 


3810 




6360 


36728 


A 


6410 


7 


1047 




6361 


36729 


A 


6411 


1 


705 




6362 


36730 


C 


6412 


304 


638 




6363 


36731 


A 


6413 


99 


759 


WAYLDFWM*H1PHLGVLL/SAH 

LLSDLNSCQF*MGSRTEGSATG 

PGSCSAALPLGPYDPADPMVLE 

VSMADRDASPHDPLAKFLFPVP 

MTLHSALLEVLVPEGGTLPPGD 

TTT1PLNW/IVKIAT*TLWVPPTF 

KFTGCRLNTMWKLPRLGASTL 

♦SNSLRCTLTSFSHDWSGWDAG 

HQVIRPHGFAGYNTCGCFHRL 

MLSACGFSRQM VQAVNG STTL 

GSGG 


6364 


36732 


A 


6414 


1 


685 




6365 


36733 


A 


6415 


1 


1359 




6366 


36734 


A 


6416 


3 


7714 




6367 


36735 


A 


6417 


1 


723 




6368 


36736 


A 


6418 


1 


528 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6369 


36737 


A 


6419 


38 


530 


HSPRRSAASLLSQRDHEPHQKE 
ETPNTSEHQKEKTPDTPPLRTV 
TLTVRVHGF1LEVSETKNPPIPD 
TKLRG/ERLQGFGLAGFRSE/GC 
RPSP*VLQL1KAVWTQRPLGGR 
WDWAPWSRRWCSSGRLRPHR 
NQWSGWEAQAWGLQVPEPCP 
AG RQLRPGEKSSTA P 


6370 


36738 


A 


6420 


1 


649 




6371 


36739 


A 


6421 


1 


987 




6372 


36740 


A 


6422 


1 


924 




6373 


36741 


A 


6423 


1 


435 




6374 


36742 


A 


6424 




147 




6375 


36743 


A 


6425 


1 


1107 




6376 


36744 


A 


6426 


3 


913 




6377 


36745 


A 


6427 




159 




6378 


36746 


A 


6428 


313 


1083 




6379 


36747 


A 


6429 


1 


1245 


MAQELRDTCTSFSSRFDQVEER 

VMV1EDQ1NEMKQEEKFREKR 

VKRNKQSLQE1WDYVKRPNLR 

L1GVPEKTMLEETDKFLDTYTLPR 

LNQEEVESLNRPITDSEIEA1INS 

LPTKKSSGPDGFTAEFYQRYKE 

ELP/RQRHNKKREF*TNIPDEHR 

CKSPQ*NTGKPNPAAHQKAYPP 

♦SSGLHPWDARLVQHTQ1NKRN 

PAYKQNQGQKPHDYLSRCRKG 

L*QNSAALHAKNSQ*IRY*WD1 

SQNNKSYL*QTHSQYHTEWAK 

AGS1FFENWHKRGMPSLTTP1Q 

HSVGSSGQGNQAGERNKGYSI 

RK.RGSQ1VPVYR*HNCISRKPH 

HLSPKSP*AGKQ/SSAKSQD/DKI 

N VQKSQAFLHTNN RQTESQ1MS 

E/APIHNCYKENKISRNPTYKGC 

EGPLQG ELQTTAQRSKKG H KQI 


6380 


36748 


A 


6430 


39 


314 


KSECLIYTKGSQRLASNGTKLD 
GE* L* * VDRI RLQKIGNDKLLPA 
KGGCSNPSQRS*KPRKKIRQMA 
N*NKQHRGDLK*PDGAENHGT 
RTT 


6381 


36749 


A 


6431 


213 


843 


V DRSRLQKV SNNKL L* AKGECS 
NPLQGS*KP*KKIRRMAN*NKH 
CREDLK*PDGVEMNGTRTS*FM 
HKLQ*PI*SSGRKGISD*R*N**N 
K1HQG*NEGKSVKGSQRERSSY 
PQRKAHQTNSGSLSRNPTSQKK 
VGAN1QHS*RKEFSTQNFISSQT 
KLHK*RRNKIFYRQADAERFCH 
HQACVTRAPEGSTKHGKKQPV 
PAPAKTGQIV 



742 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6382 


36750 


A 


6432 


1 


2112 


MRAFVVLMDVSKLPSERGGPG 
LRSNQQHMRMFLTSVDRGSVS 
LLADAVAAATPQGTKSQPRGPS 
NLAADLRVAEESSGMENLFLK 
MSFDSIRPAQDGQC TPEISMVTP 
SPGWSVHTGDLDGHPLPRMVS 
AHRRSRWSPPPQDGQCTPEISM 
VIPSPGCSVHTGDLDGHPLPRM 
LSAHRRSRWSPPPQDAQCTPEIS 
MVTPSPGWSVHTGDLDGHPLP 
RM V S AH RRSRWSPPPQDAQCT 
PE1SMVTPSPGCSVHTG 


6383 


36751 


A 


6433 


1 


648 




6384 


36752 


A 


6434 


1 


1539 


ML V SF V SLG SLCLQPGSQTLLE 

KNRTVKPHVSFTLLPALSHVSE 

KNEAESMNSLIPPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE/ 

SAN*NQQCREDLK*PEAEIHGT 

RTS*HMHKLQ*P1*SSGRKGVSD 

*GSNQ*NK*WGEW r NQVGKHSA 

GYYPGELPQPSKAGQHSNSGNT 

ENTTKILLEKSNPK.THNCQIHQ 

G*NEGKSVKGSQRERTREARA 

NKFK.S*QKARYN*DQCRTERD 

RNTENPSKN**IQEPVF*KDQQN 

**NASKTNKEEKREESNRRNKK 

**KNRTVKPHVSFTLLPALSHVS 

EKNEAESMNSLIPPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVG FRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE 

WLTR1NSVEKTLNDLKLKSMA 

RELHDTCTSFNSRFDQVEERVS 

A I EDQTN EINNGENGTKLENTL 

QDIIQENFPNLARQANIQIQEIRR 

TPQRYSSRKATPRHIIVRFTKVE 

M K E IC VL RA ARE KG L E RQEQTN 

SKASRRQD1TKISAELKEIETQK 

1 LyiVlNfcrK&Kr hls.ls.irNI\-lL)rvl L 

D1TTDPTE1QTTIREYYKHLYAN 
KLEN LEEMDKFLDTYTLPRLNQ 
EEAESLNRT1TGSE1EA1INSLPT 


6385 


36753 


B 


6435 


137 


586 




6386 


36754 


A 


6436 


129 


506 




6387 


36755 


A 


6437 




237 




6388 


36756 


A 


6438 


182 


1034 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6389 


36757 


A 


6439 


203 


650 


SAIVCGSPLRLRMQAVSSRINSA 
HSRGAIYSQASSSAACPSVSIAF 
LRR*1EANVSAVIRTLLSTLCTPK 
CGPGFKHRIVLCKSSDLSKTFPA 
AQCPEESKPPVRIRCSLGRCPPP 
RWVTGDWGQ/CDSRDPRPGRR 
RRDFCRNGRAGAGH 


6390 


36758 


A 


6440 


207 


426 


AECTRCAIPK/HSCYPVLL1VVS 
P*KKQ\NCSLGELSCWRRESCRS 
SWSNKALPSLTRCLRGFVCGLS 
CYKGSS 


6391 


36759 


A 


6441 


524 


783 


TAVLAAR1SNQW1LSCWS/AVG 
CTPKCGPGFKHRIVLCKSSDLS 
KTFPAAQCPEESKPPVRIRCSLG 
RCPPPRWVTGDWGQLSPTREK 


6392 


36760 


A 


6442 


1 


1524 




6393 


36761 


A 


6443 


1 


8738 




6394 


36762 


A 


6444 


1 


642 




6395 


36763 


A 


6445 


1 


549 




6396 


36764 


A 


6446 


8 


434 




6397 


36765 


A 


6447 


1 


2922 




6398 


36766 


A 


6448 


18 


1158 


FLDFDCPYGSAHITGLRFWLPW 
YRKRQRYWGSHGNCMPPPSLR 
VPERCPSHTEPRNLTGA*ELLLL 
GLSEDPELQP1LAGLSLSMYLVT 
VLRNLL1SLAVSSDSHLHTPMC 
FFLSNLCWADIGFTSAMVPKM1 
VDMQSHSRVISYAGCLTQMSLF 
AIFGGMEEYNMLLSVMAYDWF 
VA1CHPLHYPVIMNPHLGVFLD 
LGAFFLSLLDSQLHSWIVLQFTF 
FKNVEISNFV*DPSQLLNLACSD 
SVINSIFIYLDSIMFGFLPISGILW 
SYANNVPSILR1SSSDRK.SKAFS 
TCRSHLAVVCLFYGTGIGVYLT 
SAVAPPLRNGVVASVTYAVVT 
PMLNPFIYSQRNRDIQSALRRLR 
SRTVESHDLLHPFSCVGKKGQA 


6399 


36767 


A 


6449 


2 


1535 




6400 


36768 


A 


6450 


1 


635 




6401 


36769 


A 


6451 


222 


1040 




6402 


36770 


A 


6452 


2 


1135 




6403 


36771 


A 


6453 


1 


576 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiikno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6404 


36772 


A 


6454 


2 


694 


QCGGIQRSHGSWSQEASDSVW 
QLQSMWMLDKLTGVFAPRPST 
GPHKLR\ECLSRJ1F\LRNRLKYA 
LTGDEVKKI\CMQRF1KI\DGKV 
RT\DITYPVG\FMDVI\SIDKTGR 
EFPVLIYDTKG/RAFAVHR1TP\E 
EAQVPSCAKVRRDLCGAQKGIP 
HL VTH\DA RT1PLPRSPSSK VN D\ 
TIQIVDLEDW ARFT* FSSKFDN W 
*TCCMGDWEGA*P*GRNWVLI 
HQQRRRAPWDLF 


6405 


36773 


A 


6455 


1 


243 




6406 


36774 


A 


6456 


3 


766 




6407 


36775 


A 


6457 




741 




6408 


36776 


B 


6458 


500 


8643 




6409 


36777 


A 


6459 




7863 


MKPRTLTVRVTALKVARLESV 
PSDVQMCSEFLPSDSAAQLASP 
SGSRTGAAGGAAYQSCAVLPH 
SSALWVVDGTRCRGAGGSAHQ 
GGSATQEPTERVEGSGMAGCR 
SRVLPHWKAANVLGMSVESAP 
AVEEEKGEELEQKEKEKEEDTS 
GNTTHSLGAEDTASSQLGFGVL 
ELSQSQDVEENTVPYEVDKEQL 
QSVTTNSGYTRLSDVDANTA1K 
HEEQSNEDIPIAEQSSKDIPVTA 
QPSKDVH V VKEQN PPPA 


6410 


36778 


A 


6460 


2 


669 


ERRRRKLT1PCPPPHPAPPTGGQ 
ACRENAEGIL*AANTSEPGKDA 
EK*KIKV*LAP/CSHSGSSLQSDP 
HFGCSLGPS/DPALGLSGCILPPC 
SGSYLAPAPNSRJPKPGLKPW/H 
/ESYLPSAVRPHGTQAPGLWPE 
RGL*PAGFLLRPEPVRAASER/Q 
EAVSPER*VPRPPKAQQLHGQS 
PDPSSLCTALRQDHTHWLDARS 
VYPDWRGQPWPPLHQDCGHG 
GWR 


6411 


36779 


B 


6461 


241 


369 




6412 


36780 


A 


6462 


1 


510 




6413 


36781 


B 


6463 


1 


630 




6414 


36782 










SCRGYSRILLLFHKSSWCSQV1S 

IFRYNIICSRLPRSWKWRLPVY 

MNWL*YHWFKQYHSSINF1SFR 

SMWFII11NFK.RSPAF1LSGSWSIS 

IARWQIFVFFTTFGSRTKV 
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NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 








09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


6415 


36783 


A 


6465 


1271 


1710 


TEGLGHRSSETPGGAALDALTG 














ERPRVACFPAARGRGLRPRPRL 














M1GPFETGGGQRLLTLRPRRRR 














QRRRP/WQGLERPHVRNWG1EL 














ETLRDAFRPQPSVWRTARGEA 














GKRKGRLVECLGSQRKVLEGV 














LL Y A VTRG S FPNLFTPRD 


6416 


36784 


B 


6466 


1 


772 




6417 


36785 


A 


6467 


1 


1272 




6418 


36786 


A 


6468 


3 


236 




6419 


36787 


C 


6469 


1 


457 




6420 


36788 


B 


6470 


148 


324 




6421 


36789 


A 


6471 


1 


1407 




6422 


36790 


A 


6472 


1 


651 




6423 


36791 


A 


6473 


619 


835 




6424 


36792 


A 


6474 


52 


535 




6425 


36793 


A 


6475 


319 


647 


LCRRJYMYFCVMKNWMQSLW 














KLCTNKR*RIDKPTLHQVVVRK 














*LTPLGMKNQVDSLELLETRSL 














KKDPVELGSKSLRRCCCQTEPV 














NLLPHVSIGTLKI*SRILRLQRP 


6426 


36794 


A 


6476 


39 


515 




6427 


36795 


B 


6477 


1 


807 




6428 


36796 


A 


6478 


3 


247 


GANICCW*GLQE/VFHSW*KTQ 














EPSWLHLVDPTTGLQVELPASP 














APFAR1PQPLGGRWDWAPWSR 














GWCSSGRLGQHRSPWSG 


6429 


36797 


A 


6479 


27 


363 




6430 


36798 


B 


6480 


1132 


1268 




6431 


36799 


A 


6481 


1628 


2008 




6432 


36800 


A 


6482 


953 


1087 




6433 


36801 


A 


6483 


2 


443 


QLAGRCGGRGMSGNRGCYWGA 














CGPAGVPGG/CWAWCALHSEE 














PASPALRSISRRALAAFPRGRAR 














DLQPAMPEPPTPSVGSCAAQAS 














PTSAAPCSMAPSPIDHPRAEECV 














ARRGTGRHDELIVALPFMMIPW 














H S S 1 QPFT I H PFN WNFG 


6434 


36802 


C 


6484 


175 


423 




6435 


36803 


B 


6485 


122 


608 




6436 


36804 


A 


6486 


644 


1149 


KTMHWKAPLMSWHMHRASSQ 














KQTRTGTQT/MEAQLQQLQRY 














QEALLQVLRKGEKICAFNMGNI 














SEVLQRADESCSQFYERLYEAF 














QLCSPFDPEATENQCMVNAVF 














VGQTQGDI RRKLQKLECFTG M 














NVTQVLEVATKVYTNCEEETQ 














GKGQFAGGSTYGKGGECPKTK 


6437 


36805 


A 


6487 


1 


2847 




6438 


36806 


B 


6488 


329 


742 




6439 


36807 


A 


6489 


1 


1035 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6440 


36808 


A 


6490 


13 


630 


1NPPPPPFRPEPPSSSNSPKMTDH 
KGERGEATRYMFSRPF\RKYHG 
VVPLGPHICRIWRKGDIVDMKG 
MGYCSK.KG1APTKCY\HGQNLE 
GVLPMLPQHACWPFVVNQPVL 
GQSFFPRELMCRIEHPALLRAR 
DKLPETVLKENDSEKERSPNEK 
GTWGSNLKRHPGSTPEEAHFV 
RTQWGRSLELAGTLFPMNFMG 
I1GVKEIK 


6441 


36809 


A 


6491 


1 


1020 




6442 


36810 


A 


6492 


1 


330 




6443 


3681 1 


C 


6493 


250 


372 




6444 


36812 


A 


6494 




345 




6445 


36813 


A 


6495 


2 


335 


TVRAYNVPQHAVGIVVNRQVK 
G K1PAKRIN VGI KHFKHSTS*EN 
FLKRMKENDQKKKEAKEKVT 
W1QLKHQSAPPRE/AQCERTNG 
KEPELLEPLPYEFMHNTYIH1YV 
CVH 


6446 


36814 


A 


6496 


2 


490 




6447 


36815 


A 


6497 


150 


536 


NCKISFLHFCYIFVKALKRISAL 
SRGK1LAKRINVR1EHIKHSKSR 
DSFLKRVKENDQKKKEAKEKG 
TWVQ/RKAPGKNLVYISLVLRA 
L*G*DLTHHI1ILFPFFFL**PAPP 
REAHFVRTNGKEPELL 


6448 


36816 


A 


6498 


54 


553 




6449 


36817 


A 


6499 


131 


803 


TMFCQTGSSVRRVGPGPWAEN 

RTAMLRPCGGTFARKTRLSRLG 

NSPKMNEQQRGKRRGTP11MFS 

KGLLRK.HG\VVPLAHIFMR\IYK 

\KGDIVRHPRGMGYLVPKRELP 

PQSCYPWPKPGRSLTNVTPAML 

VGHLL*NKQV*GQRFLPKRNL 

MWRI*APFRHFLRSPRLASLKT 

CGRENGSRKKERKPKGGKVTW 

GFQLKRRHLGFPPQEEATFLLK 

EPIGGREP 


6450 


36818 


A 


6500 


1 


489 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
0!)/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6451 


36819 


A 


6501 


29 


2028 


ENEEEGEKMASTDYSTYSQAA 

AQQGYSAWTAQPTQGYAQTT 

QQAYGQQSYGTYGQPTDVSYT 

QAQTTATYGQTAYATSYGQPP 

TG YTTPTA PQ A Y\SQP VQG\YGT 

GAYDTTTATVTATTQASYAAQS 

AYGTQPAYPAYGQQPAATCPT 

RTED*\NKPTETSQPQSSTGGYN 

QPSLGYGQSNYSYPQVPGSYP 

MQPVTAPPSYPPTSYSSTQPTSY 

DQSSYSQQNTYGQPSSYGQQSS 

YGQQSSYGQQPPTSYPPQTGSY 

SQAPSQYSQQSSSYGQQSSFRQ 

DHPSSMGVYGQESGGFSGPGE 

NRSMSGPDNRGRGRGGFDRGG 

MSRGGRGGGRGGMGSAGERG 

GFNKPGGPMDEGPDLDLGPPV 

DPDEDSDNSAIYVQGLNDSVTL 

DDLADFFKQCGVVKMNKRTG 

QPMIHIYLDKETGKPKGDATVS 

YEDPPTAKAAVEWFDGKDFQG 

SKLKVSLARKKPPMMSMRGGL 

PPREGRGMPPPLRGGPGGPGGP 

GGPMGRMGGRGGDRGGFPPRG 

PRGSRGNPSGGGNVQHRAGDW 

QCPNPGCGNQNFAWRTECNQC 

KA PKPEGFLPPPFPPPGGDRG RG 

GPGGMRGGRGGLMDRGGPGG 

MFRGGRGGDRGGFRGGRGMD 

RGGFGGGRRGGPGGPPGPLME 

QMGGRRGGRGGPGKMDKGEH 


6452 


36820 


A 


6502 




693 




6453 


36821 


A 


6503 


3 


657 




6454 


36822 


A 


6504 




434 




6455 


36823 


A 


6505 


208 


443 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


6456 


36824 


A 


6506 




2650 


LLPAFLLLCSDSHFLQFCSQFAP 

RKTQGSGSVNNIQANI1AKKSN 

NHLMKK.NDQKFKDLPQMAGH 

PIHHQAQGPPGAKNPQEQQRRP 

MGQTTLPAEQEESRVKCKNCG 

AFGHSARNKTCPIKRWSGALPL 

QVLGSHKEKENLKPAKAQLPFT 

TPGPFTTNDREKERSPSSTMNPS 

EMQRKASPRRWKHHNQTPSIH 

KVNKMVMSEEQMKLPSTKKA 

EPPTWAQLKKLTQLPK.KSLEN\ 

TKVTQTPENTLLAALMIVST/A 

GAAAANYTYWAYVPFPPLIRA 

VTWMDNPIEVYVNNSAWVPGP 

TDDRCPDKPEEEGMMINISTGY 

RYPPICLGRAPACLMPAIQNWL 

VEVPT VGTTS RFTY HTG LLTFR 

DVAIEFSQEEWKCLDPALEDSY 

TRRKANSCG KPYKCN ECGKAF 

TQNSNLTSHRR1HSGEKPYKCS 

ECGKTFTVRSNLTIHQVIHTGE 

KPYKCHECGKVFRHNSYLATH 

RRIHTGEKPYKCNECGKAFRGH 

SNLTTHQL1HTGEKPFKCNECG 

KLFTQN SHLI SH WRI HTG EKPY 

KCNECGK-AFSVRSSLAIHQTIHT 

GEKPYKCNECGK.VFRVGRGVSI 

GTTCLLSVFQV1TVSSRKSRASP 

ENRATQSILILAPPTSRGSGPGP 

ASVLRRLAQTRICRMAWTESCT 

AACAFPSCLVLLYRGRGVPTDL 

QVPAPLFSTQSKLKRPGSRTKSS 


6457 


36825 


A 


6507 


54 


360 


CSTMNPSEMQRJAPPRRQRHRS 
RAPSAHKMNRMVMSEEQMKL 
PSTKKAEPPTWAQLKKLTQLA 
KKK\LENTKVTQTPENMLLAAL 
K.TVSTVSAGVPSSSEESD 


6458 


36826 


A 


6508 


525 


3656 


SSTMNPSEMQRKAPPRRRRHR 
NRAPLTHKMNKMVTSEEQMK. 
LPSTKKAEPPTWAQLKKLTQLA 
TKYLEN\TKVTQTPENTLLAAL 
MIVSMVVSLPMPAGAAAANYT 
YWAYVPFPPLIRAVTWMDNPIE 
VYVNNSAWVPGPTDDHCPVAK 
PEEEGMMINISTGYRYPPICLGR 
APACLMPAIQNWLVEVPTVGT 
TSRFTYHTIDLMTEKWVVLASV 
EVLLRFPLKPGEDPTARYVSNK 
KCQPSVDWPTTISQRRGY 


6459 


36827 


A 


6509 


1 


246 




6460 


36828 


A 


6510 


1 


246 
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NO: 


SEQ II) NO: 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6461 


36829 


A 


6511 


1 


279 




6462 


36830 


A 


6512 




363 




6463 


36831 


C 


6513 


109 


245 




6464 


36832 


A 


6514 


2 


429 


LMTFCWDTPRQSGVPRERMPH 
TGTWRTVGIRCPKKKLRSANSS 
MMRGKVQPFRP/DIQAYGAAPF 
EDLQVDFREMPKCGGNKYVLV 
LGRTYSGWVEAYPTRTEKTRE 
VTPVLLRDLIRRFRPPLWIGSDN 
GPAFLAALVQKTAK 


6465 


36833 


C 


6515 


31 


895 




6466 


36834 


A 


6516 


2 


4735 




6467 


36835 


A 


6517 


263 


418 




6468 


36836 


A 


6518 


120 


295 


YDPLPTWILGK1SQRGAEEPAQ 
HPGCQL*LPPP/SPPRTSSSPSCA 
GLTSVSPRPRFPR 


6469 


36837 


A 


6519 




1758 


MKIRRRFPSSLQLSADLQVPVR 

KAPRQGVSQEKRTKPSLELMIS 

GT1SQED1RMNVTRGCTPPAIQR 

VISSSPLLAIRNNVTEGVYTPCD 

TGGRVHLPVILLLISRDGGHD1S 

FN1AVDVHSPCDTDPNIQGVEY 

DMTPNIAMNVQPPGTISQKRCT 

LPA1LGLISYASSVN1RSN1TGWL 

YIDRYVGSHVILYPLGIRMGVT 

GEMKGERRRGLHAATKWLEE 

HAPADYQNPQEYGRTQLPGTQ 

PQLDPHEREDMQRLNRDREAL 

LEGFKRGAQKATNVNKVSEVI 

QGKEESPAQFHQRLCEACAKQ 

VLVNGDAVSREEKRKENERQA 

RRNADLLVSCSNQSGPPKEARE 

ELWTKDYRPGQDLRLLSQATL 

TFHPTVPSPSTLLGLLPAEDSWF 

TCLDLKDAFFPIRSAPESQKLFA 

FQWEDPESALAKTVRQRCVSC 

RQHHA\GKVQPFRP/DIQAYGA 

AA FEDLQVDFTEMPECGGN KY 

LPVLGRTYSGWVETYPTRAEK 

AREVTRVLLRDLIPRLELPFRIG 

SDNGPAFVADLLQKTATVLG1T 

RKLHAASRPQSSGKGIQNNRTG 

GVYTPCDIESHVILFRSGY 


6470 


36838 


A 


6520 


1111 


1342 


MF VPHIGFQNTA ALC LL RLG VL 
FP*PVGFPAGSCLLI*WNRHWH 
VPDFSCVTTPQEWCGGVSDVC 
CGHPHAEPFHLQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for las! amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6471 


36839 


A 


6521 


1 


1144 


MRGAQKATNVNKLSEDIQGKE 

ESPTQFYERLWEAYRMYTPFDP 

DSPENQRMIPMALVRQSAEDM 

RRKLQK.QAGLAGMNPSQLLE1 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQAKLTFHPTVPNPSTLL 

GFPP A EDSWFTCLDLKDAFFP1 R 

LAPERQKLFAFQWEDPESGWPP 

CWRALAATALLVQEANK.LTLG 

QKLN1KASRAVVTLMNTKGHH 

WLTNATLTDYQTLLCENPRJTIE 

VCNTLHPATLLPVSKSPVKPGC 

VEVLDS1DSSRPDLWDQPWASV 

DWELYLDGSSFFNPQGEVEG\S 

RGDTSELPPCWVCGIPALTQRL 

EKQHLPPSGHQGSLKHLIWDLL 

LLTKKRTFSSM1 


6472 


36840 


A 


6522 


1 


554 




6473 


36841 


B 


6523 


63 


620 




6474 


36842 


A 


6524 


1 


796 


SRTKN YQPVQDLRLLHQAK LT 

FHPTVPNPSTLLGFPPAEDSWFT 

CLDLKDAFFP1RLAPERQKLFAF 

QWEDPESGWPPCWRALAATAL 

L VQE ANKLTLGQKLN 1 KA SRA 

VVTLMNTKGHHWLTNATLTD 

YQTLLCENPR1T1EVCNTLHPAT 

LLPVSKSPVKPGCVEVLDSIDSS 

RPDLWDQPWASVDWELYLDG 

SSFFNPQGEVEG\SRGDTSELPP 

CWVCGIPALTQRLEKQHLPPSG 

HQGSLKHLIWDLLLLTKKRTFS 


6475 


36843 


A 


6525 


3 


2640 




6476 


36844 


A 


6526 


2745 


3732 


IRIGKNYFKVHMEPKKSPHRQV 

NPKPKEQSWRHHTT* LQTILQG 

YSNQNSMPGPTPQ\PSTPAPGG 

NLRNPQSSDLLQVTKQQGQAL 

AIQREAPLHRIPAPEAIPWYFQP 

QPATQLGSPPVDPPSSAMM/SR 

RAHRSRGPDRQG YPLQGD* PG E 

PRPQEH*RGHSQERLPSSEKQTP 

ICPPAQATQHPEEPDAHQPYKH 

LFQVCAHQGHPVAQRRN*PGY 

WERYHSAEDPELQPILAGLSLS 

MYLVTVLRNLLIS 


6477 


36845 


A 


6527 


1 


I860 




6478 


36846 


A 


6528 




1458 




6479 


36847 


B 


6529 


1 


1503 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6480 


36848 


A 


6530 


3 


515 


TISQKRCTLPA1LGLISYASSVNI 
RSN1TGWLYIDRYVGSHVILYP 
LGIRMGVTGEMKGERRRGLHA 
ATKWLEEHAPADYQNPQEYGR 
TQLPGTQPQLDPHEREDMQRL 
NRDREALLEGFKRGAQKATNV 
NKVSEVIQGKEESPAQFHQRLC 
EAYRMYTPLDHDSPENQRMIH 
MALVRQSAEDMRRKLQKQAG 
LAGMNPSQLLEIASQVFVNRDA 
VSPKENSKENGGQARRHDDLF 
SPVEPDCVEVLDSIHSSRPDLRD 
QPWPSGDW/RT1CGWEQLLQPP 
RRERCRVCSDNPGH/WLLKPHR 
CPRPLQARKLNSLLSLGP*NSTR 
DCVRP1VCILPLIT1ALKISA 


6481 


36849 


B 


6531 


96 


2524 




6482 


36850 


B 


6532 


61 


2025 




6483 


36851 


A 


6533 


674 


2913 




6484 


36852 


B 


6534 


120 


1849 




6485 


36853 


A 


6535 


1 


426 




6486 


36854 


A 


6536 


2 


475 




6487 


36855 


A 


6537 


1 


501 




6488 


36856 


A 


6538 


15 


593 


SMWWNSAREPCPWR1VDDCGG 
AFTMGV1GGGVFQAIKGFRNAP 
VCRLLSEAPLFIYSCSRSVSPTV 
NVSSERAESRPTLFMAVSLHMA 
WCLAHIG1RHRLRGSANAVR1R 
APQIGGSFAVWGGLFSTIDCGL 
VRLRGKEDPWNSITSGA\LTGA 
V1AAARSAPLAMWGSAMMGGI 
LL/ALIEGVSILL/TR*TATV 


6489 


36857 


A 


6539 


2 


557 


RRFRASAMEEYAREPCPWRIVD 

DCGGAFTMGVIGGGVFQA1KG 

FRNAPVG I RHRLRGSAN A VR]R 

APQIGGSFAVWGGLFSTIDCGL 

VRLR\GKEDPWNSIT\SGA\LTG 

AVLVAAR\SGPLAMGGLQQ*WG 

GILFAPHLRAFGILLTRYTAQ\Q 

FRNAPPFLEDP\SQ\LPPKDGTPA 

\TGYP\SYQQYH 


6490 


36858 


A 


6540 


223 


2274 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6491 


36859 


A 


6541 


2795 


3762 


FLHFHLRNAVPHQQWNKAGW 
RMTLRS*EKKASDDQITLSYGR 
TFKPK/DK.EVENFEQNLEECITR 
ITNTEKCLKELMELK.TKARELR 
EECRSLRSRCDQLEERJSVMED 
EMNEMKREGKFREKR1KRNEQ 
SLQEIWDYVKRPNLRLIGVPES 
DGENGTKLENTI.QHIIQENFPN 
LARQANVQ1QEIQRTPQRYSSRI 
A IPRH11 VRFTKVEMKEKMLRA 
AREKGRVTLK.GKPIRLTADLSA 
ETLQARREWGPIFNILKENNFQ 
PR1SYPAKLSFISEEEIKYLTDKQ 
MVRDFVTTRPALKELLKEALN 
MERNNRYQLLQNHAKF 


6492 


36860 


A 


6542 


245 


1293 


TGAVPIRPSWQRWGKNRTEKL 
ETLKRRAPLLLQRNAVPHQQQ 
NKAGWRM1LTS*EKKASDDQIT 
LSYGRTFKPK/DKEVENFEKNL 
EECITRITNTEKCLKELMELKTK 
APELREECRSLRSRCDQLEERV 
SAMEDEMNEMKREGKFREKRI 
KRMEQSLQE1WDYVKRPNLHLI 
GVPESDVENGTKLENTLQDI1Q 
ENFPNLARQANVQIQE1QRTPQ 
RYSSRRATPRHIIVRFTKVEMK 
EKM LR A AREKGRVTLKGKPIR 
LTADLSAETLQARREWGPIFNIL 
KEKNFQPR 1 S YPAKLSF1 SEGEIK 
YFIDKQMLRDFVTTRPALKELL 
KEALNMERNNRYQPLQNHAK 


6493 


36861 


C 


6543 


1 16 


283 




6494 


36862 


A 


6544 


51 


281 


KSQNQLLSSKGEYADGQQDQV 
S1PAPSPYTLSGPQTQSCPVRPE 
LGL*GASSAVQAPAVRYLTRFL 
LFVMSNLHSP 


6495 


36863 


B 


6545 


1 


897 




6496 


36864 


B 


6546 


91 


8030 




6497 


36865 


A 


6547 


126 


362 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6498 


36866 


A 


6548 


936 


2064 


ERADCLFKRKTNNQKGHLHRK 
PICTSPSSKTKSR*NHK.DGEKTE 
QKNW1CL*NAERLSSS/IRNAVP 
HQQQNKAGWRMILTS*EKKAS 
DDQ1TLSYGRTFK.PK/DKEVENF 
EKNLEECITRITNTEKCLKELME 
LKTKARELHEECRSLRSRCDQL 
EERVSAMEDEMNEMKREGKFR 
EKRIKRNEQSLQEIWDYVKRPN 
LRLIGVPESDVENGTKLENTLQ 
DI1QENFPNLARQANVQIQEIQR 
TPQRYSSRRATPRHIIVRFTKVE 
MKEKMLRAAREKGQVTLKGK 
P1RLTADLSAETLQARREWGPIF 
NILKEKNFQPKJSYPAKLSFISEG 
EIKYFIDKQMLRDFVTTRPALK 
ELLKEELNMERNNRYQPLQNH 


6499 


36867 


A 


6549 


1 


767 


MAGAPPPASLPPCSLILDCCASN 

QRDSVGVGPSEPGVGYSLVVR 

RFLSRSEKRN1RVGVTRFSSEM 

NPVPQMEMQKSPSSASLTLGA 

VDRSCSYSAILAPPLGFCFYPLY 

ENSTLQSAKKRDAELANGALGI 

IELNNDYTLKKVMKPLITSNTV 

TDEIERANVFKMNGKWYLFTD 

SRGSK.MTIDG1NSNDIYMLGY/D 

IKLFNRPLQAAEQNRACAANGS 

*SKRCDIHLLSLRSAASQRQQC 

GYHKLHDKQRLLRG 


6500 


36868 


B 


6550 


50 


327 




6501 


36869 


A 


6551 


333 


1301 


FLHFHLRNAVPHQQWNKAGW 
RMTLRS*EKKASDDQITLSYGR 
TFKPK/DKEVENFEQNLEECITR 
ITNTEKCLKELMELKTKARELR 
EECRSLRSRCDQLEERISVMED 
EMNEMKREGKFREKR1KRNEQ 
SLQEIWDYVKRPNLRLIGVPES 
DGENGTKLENTLQHIIQENFPN 
LARQANVQIQEIQRTPQRYSSR1 
A1PRHIIVRFTK.VEMKEKMLRA 
AREKGRVTLKGKPIRLTADLSA 
ETLQARREWGPIFNILKENNFQ 
PRISYPAKLSFISEEEIKYLTDKQ 
MVRDFVTTRPALKELLKEALN 
MERNNRYQLLQNHAKF 


6502 


36870 


A 


6552 


352 


2304 




6503 


36871 


A 


6553 


1 


1617 
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SEQ ID 

NO: 


SEQ II) NO: 

sequence 


Met 


SEQ II) NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
cudon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6504 


36872 


A 


6554 




257 


MGPIHKISHYVYANISKSEK.VL 
KSEHFRSQAFQPGQQSETVSEK. 
KKKTRKKRKKRKKKRK.KKKK 
KKKKKKK.KKKKKKKKKKKKK 
SE*DRLGKK.EEDEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEEI 


6505 


36873 


A 


6555 


5 


156 


RKKGGG/EREEEGEGEEEEEEE 
EEEEEEEEEEEEEEEEEEEEVVL 
LTPGTGAEDFKK.H 


6506 


36874 


A 


6556 




279 




6507 


36875 


A 


6557 


3 


120 


TEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEGEEEE\EEEEE 


6508 


36876 


A 


6558 


3 


123 




6509 


36877 


A 


6559 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEK1FLGHRVGI 


6510 


36878 


A 


6560 


1 


588 




6511 


36879 


A 


6561 


1 


204 




6512 


36880 


A 


6562 


75 


234 




6513 


36881 


B 


6563 


100 


2510 




6514 


36882 


A 


6564 


47 


4976 




6515 


36883 


A 


6565 


3 


4755 


SCRCRRRRRGPAPAMAQILPVR 

FQEHFQLQNLGINPANIGFSTLT 

MESDKFICIREKVGEQAQVTIID 

MSDPMAPIRRPISAESAUVTNPAS 

KVIALKAGKTLQIFN1EMKSKM 

KAHTMAEEVIFWKWVSVNTV 

ALVTETAVYHWSMEGDSQPM 

KMFDRHTSLVGCQVIHYRTDE 

YQKWLLLVG1SAQQNRVVGA 

MQLYSVDRKVSQPIEGHAAAF 

AEFKMEGNAKPATLFCFAVRN 

PTGGKLHI1EVGQPAAGNQ 


6516 


36884 


B 


6566 


47 


482 




6517 


36885 


A 


6567 


1 


555 


MNARPHKVD/GRVVEPKRAV* 
EDSQRP\A FVAGIKEDTEEHHLR 
D YFQQ YG KM E V I EIMTDRG SG 
K.KRGFAFVTFDNHDSVDKTVV 
QKYHTANDHNCEGRKALSKQE 
MASASSSQRGHSSSGNFRGGHG 
GGFGGNDIFGYGENFSGHGGFS 
GSCGGGGYGSSGGGYNEFGND 
GSNTGGGGSYNDFGN 


6518 


36886 


A 


6568 


1 


645 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6519 


36887 


A 


6569 


2 


944 


GRGLRKLF1GGLSF*FIDESLKS 
QVGEWGTLTDCVVMRDPNTK 
RSRGFGFVTYATYVEEVDAAMN 
ARPHKVDGRVVEPKRAVSRED 
SQRPGAHI/TLVKKIFVGGIKED 
TEEHHLRDYFEQYGKIEVIEIMT 
DRGSGKKRGFAVFVTFDDHDSV 
DKIVIQKYHTVNGHNCEVRKA 
LSKQEMASASSSQRGRSGSGNF 
GGGRGGGFGGNDNFGRGGNFS 
GRGGFGGSRGGGGYGGSGDGY 
NGFGNDGSNFGGGGSYNDFGN 
YNTNQASNFGPMKGGNFGGRSS 
GPYG\GGGQYF\AKPR\NQGGY 
GGSSSSSSYGSGRRF 


6520 


36888 


A 


6570 




1512 




6521 


36889 


A 


6571 


2864 


3677 


RCQLDHLPCHLCCCCHR/C1PSL 

RDPQQ APGSTRLSRA PH 1 ESR V 

GRKPPEEPANPTIVTNSLTLRDKQ 

/HDASTC/DWKRAL*VPESGLPR 

ALLKYIRCPNMSSAQKPRELSK 

RRN*K* PCVKRTPFRPT* E/DLP 

YSGKKTGVKGLICPVPGTAVK 

APQRPPGPQQPHPAPQSASETA 

WFPVADRRVFSENPGWTAAKT 

LGTLSSPCQAGAGVGRQDGDP 

GQELTSQEKPWVGRK1PEHAV 

ADKGYRQQCGAGEARGGPVF 

WAAAPRTSWQQASYT 


6522 


36890 


A 


6572 


1 


666 




6523 


36891 


A 


6573 


2926 


3304 


EYSLGHRHYNWKC*ALGQKDQ 
VTFATKFAPTSHRTRKQPELWR 
/QDPG S Y G E K.QP A WC S V PPG RF 
SGGLVGLGFLDGGIVVQPLRRP 
CCQDCVCGFPTLRSSTKTSTEL 
G PSFLPCERQGKETIS VT 


6524 


36892 


A 


6574 


1 


665 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6525 


36893 


A 


6575 




1121 


SSTFPRMPWRLVTSWTAYIPEL 

EGSTSDPDSPAVAQKGEKPVKL 

GNSLWGSHTEPVPRPGTGPRPL 

SFVHRLPTMDPHKVNALRAFV 

KMCKQDLSVLHTKEMHFLRE 

WVESMGGKLSPATQKVKSEEN 

TKEEKPDSKKVEEDLKADEPSS 

EESNLLIDNEDVIEPDPDAPQEM 

GDENAEITEEMMDQANHKKVA 

AIEALNDGELQKAIDLFTDAIKL 

NPQLAILYAKRASVFIKLQKPN 

AAIRDCDRAVEIY\SAQPYKWR/ 

GKYEQKREEREIKER1ERVKKA 

REEQERAQREEEARGQSVAQY 

GSFPDGLPGGMLEMRGGMPGK 

PGITGLNE1FSDPEVLAAVQDPK 

VMV/AFFQDVAQNPANMSQYQ 

GNPKVM 


6526 


36894 


A 


6576 


3 


1351 


PEAGGERERERAQREEDSTRQS 

RAQYGSFTGGFPGGMPGNFPG 

GMPGMGGPSARSRRAQRLSLE 

PDRSPPSYAHHLPTMDPRRVNE 

LRAFEKMCKQDPSVLHTEEMR 

FLARECVESMCGKVPPATHKAM 

SEENTTEEKPDSEKAEEDLQA D\ 

EPSSEESDLRKL1KEGVIEPDTD 

APQEMG DEN AE1PEE\MM DQA 

NDKKVAA1EALNDGELQKAIDL 

FTDAIKLNPRLAILYAKRASVF 

VKLQKPNVAA1RDCDRAIEINPD 

SAQPYKWRGKA HRLLG H WEE 

AAHDLALACKLDYDEDASAML 

KEVQPRAQKIAEHRRKYERKR 

EEREIKERI ERVKKAREEHERA 

QREEEARRQSGAQYGSFPGGFP 

GGMPGNFPGGMPGMGGGMPG 

MAGMPGLNEILSDPEVLAAMQ 

DPEVMVAFQDVAQNPANMSK 

YQSNPKVMNLISKLSAKFGGQ 


6527 


36895 


A 


6577 


2 


433 


GPPLNLSSPRGG1LKTYGCELCG 
KRFLDSLRLRMHLLAHSAGAK 
AFVCDQCGAQFSKEDALETHR 
QTHTGTDMAVFCLLCGKRFQA 
QSVALQQHMEVHAGVRSYICSE 
CNRTFPSHTALKRHLRSHTGDH 
PYECEFCGSCFRDE 


6528 


36896 


A 


6578 


1 


687 




6529 


36897 


A 


6579 


2 


449 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6530 


36898 


A 


6580 


852 


1084 


TDAGCYYAARQCGTAVPSRDV 
HIRHQGTPVPQF*TAPLRARS/E 
VSPARRRARMLSSSASFASANIT 
TSSAWSDTLQP 


6531 


36899 


A 


6581 


1 


681 




6532 


36900 


A 


6582 


1 


483 




6533 


36901 


A 


6583 


1 


273 


TRGPWCDSVLRGCSLEQRSFIS 
VRLLSYLSACRHPMEDSMDMD 
MSPLRPQNYLFG\SLGAGAKDE 
LHIVEAEAMNYEGSPIKVTLAT 
LKMS 


6534 


36902 


A 


6584 


1 


678 




6535 


36903 


A 


6585 


3 


634 




6536 


36904 


A 


6586 


4 


479 


CSAKTA1RGVSECLIHHHGIPHS 

TASDQGTHFTAKEVWQWAYA 

HGIHWSYHVLHHPEEA/GKER 

WNGLLKSQLQCQLGDNTLQG* 

GKVLQQAVYVLN*HPIYGTVSP 

IARIH/GSRNQG/VETELTPLT1TP 

SDPLAKFLLPVPPTLHSAGLEIL 

VPEGEIR 


6537 


36905 


A 


6587 


1 


1539 


MVGKAKWKPLELPLPRKMVSQ 

KQYRILGGTAEISVTIKDLKDA 

RVVIPSTSPFYSP1WPVQKIDGS 

WRMTEDYRKLNQVVTPTAAA 

VPDVVSLLEQINTSPGTRYAAID 

LTNAFFS1PFHKAHQKLFAFSW 

QGQQYTFTVLPWGDINSPALCH 

NLI RRDPDCFSLPQD1TL VH HID 

D1MLTGSREQEVADTRDFLVKD 

KLLHLAPPTTKKQAQHLVGLF 

G F WRQH I PLLG VLLQPI YRVTQ 

KVASFEWSQEQKTALQQVQAA 

VQAVLPLGPYNPADPMVLEVS 

VADRDAVCSLWQAPIGESQWR 

PLGFWSKALPSSADNYSPFERQ 

LL A/CHK VGHAQQHSISKWK* Y 

IHDRAQADYHPWT\QACLIHCQ 

GIPHSIASDKDAHFTTKEVWQW 

THAHEIHWCYHVLHHPEAAGL 

TERWNRLLKSQLQRQLGDNTL 

QGSGKVLQKAMYALNQHPIYG 

TISPIARIHGSSNQGVEVAPLTIT 

PSDPLAKFLLCVPTTLRSAGLD 

VLVPEGGMTQQQFH 



758 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6538 


36906 


A 


6588 


1 


566 


MGRNQSRKAENSKNWSASSPP 

KDHSSLPAMEQSWMENDFDEF 

TEVGFRRSVITNFSELKEHVLTY 

CKEAICNVEK.RIYRSRNQGMEV 

KVAPLTITPSDPLANFFASVPAT 

LHSAGLEVLVPEGGTLPLGDTT 

MIPLNWKLRLRTGYFGLLLRLS 

QQAKKGAMVLA/GVVDPDYQ 

NEISLLLHN*GKTHDH 


6539 


36907 


A 


6589 


221 


357 




6540 


36908 


C 


6590 


228 


342 




6541 


36909 


A 


6591 


745 


849 




6542 


36910 


A 


6592 


1 


240 




6543 


36911 


A 


6593 


2 


495 


FVRLVGRGDCDPLLSVCLTTMP 
LYEGLGSGGVEKTAVVIDLGEA 
FTKCGF AG ETGPRCI I PSG I K.RA 
GMPKPVRVVQYNINTEELYSYL 
KEFIHILYFRHLALVNPRDRRVW 
I1ES\VLCPS\HFREDTHSCFFFKY 
FE\VPSVLLA\PS\HLMALLTLGI 
NSWHGPRL 


6544 


36912 


A 


6594 




579 




6515 


36913 


A 


6595 




621 




6546 


36914 


A 


6596 




351 




6547 


36915 


A 


6597 




447 




6548 


36916 


A 


6598 


1 14 


880 




6549 


36917 


A 


6599 




2625 




6550 


36918 


A 


6600 




1674 




6551 


36919 


A 


6601 


1035 


2235 


QTHSQYHTEWAKTGSIPFENW 

HKTG1PSLTTPIQHSVGSSGQGN 

QAGEGNKGYSIRKRGSQIVPVC 

RRHD/VYI*KTPLSQPEISLS**A 

TSAKS/LG Y K.I N VQKSQAFL YT 

NNRQTESQIMSELPFT1ASKR1K 

YLGIQLTRDVKDLFKENYKPLL 

KEIKEDTNKWKNIPCSWVGRIN 

1VKMAILPKVIYRFNAIPIKLPM 

PFFTELEKTTLKFIWNQKRARIT 

KS1LSQKNKAGG1TLPDFKLYY 

KAT VTKTA W Y W YQNRD 1 DQ W 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKMNSRW1 

KDLNVRPKTIKTLEENLGITIQD 

IGMGKDFMSKTPKAMATKAKI 

DKWDLIKLKSFCTAKETTIRVN 

RQPTK 
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SEQID 

NO: 


SEO ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6552 


36920 


A 


6602 


369 


1917 


AGEGNKGYSIRKRGSQIVPVCR 

RHD/VYI*KTPLSQPKISLS**AT 

SAKS/LGYK.1NVQKSQTFLYTN 

NRQTESQIMSELPFTIASK.KIKY 

LGIQHTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGRINI 

VKMAILPKVIYRFNAIPIKLPMT 

FFTELEK.TTSK.FI WNQKRARITK 

SILSQKNKAGGITLPDFKLYYK 

ATVTKTAWYLYQNRDIDQWN 

RTEPSEMTPHTYNYLIFDKPEK 

N KQWG KDSLFNKWC WEN WLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVRPKT1KTLEENLGITIQDI 

GMGKDFMSKTPKAMATKDKID 

K WDLI KLK SFCTA KETTIRVNR 

QPKKWEKIFATYSSDKGLISRIY 

NELKQ1YKKKTNNPIKKWAKD 

MNRHFSKEDIYAAKKHMKKCS 

SSLAIREMQIKTTMRYHLTPVR 

MAIIQKSGNNRCWRGCGEIGTL 

LHCWWDCKLVQHILTHRWEL 

NNE1TWTQEGEYHTLGTVVGW 

GEGGGIALGDIPNAR 


6553 


36921 


A 


6603 


1 


2781 





760 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6554 


36922 


A 


6604 


1320 


2403 


LQTILQVYSNQNSMVLVPKQR 

YRSMEQNRALRNNATYLQLSD 

L*QT*EKQAMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NSKKQSPSP 

PPKERSSSPATEQSWTENDFDE 

LREEGFRRSNYPELREDIQTKG 

KEE1QTTIREYYKHLYANKLEN 

LEEMDKFLNTYTLPRLNQEEVE 

SLNRP1TGSE1VAV1NSLPTK.KSP 

GPDGFTAEFHQRYKVELVPFLL 

KLFQSIEKEG1LPNSFYEASIILIP 

KPG RDT1 KKENFRPI SLTNIDAKT 

LNKILANRIQQHIKKLIHYDQV 

GFIPGMQDWFNIRKSINV1QHIN 

RTKVKNHMIIS1DAEKAFDKIQ 

QRFMLKTLNKLAQNLLKLISNF 

SKVSGYK1NVQKSQAFLYTNNR 

QTESQIMSELPFTIASKR1KYLG1 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKN1PCSWVGRLNIVK 

MAI LPKVI YRFNAIPIKLPMTFF 

TELEKTTVKF1WNQKRACITKSI 

LSQKNKAGGITLPDFKLYYKST 

VTKTAWYWYQNRD1DQWMRT 

EPSEIMPHIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKIN SRW1KDL 

NVRPKTIKTLEENLG1TIQDIGV 

DKDFMTKTPKAMATKPKIDKW 

DL1KLKSFCTAKETTIRAFDELD 

DVHPHEEIEACRVWQNYGTHP 


6555 


36923 


A 


6605 


2202 


2515 


KSLQCEHSSHIQDLPLACLGLR 
KHYMVAQYL*HSHS/ASGGGSR 
YDVLK1SVSCSST1DI*LAFVSLG 
*DKRTS**TNLAESSPNFFHWV 
W I FLASKKFCS VP A R 


6556 


36924 


A 


6606 


1934 


2077 


AI PFR1QA WARTSCPKHKKQWQ 
QKPKLTNG I * FN* RAS AQQKKL 
PSE 


6557 


36925 


B 


6607 


1 


2325 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6558 


36926 


A 


6608 


1524 


2877 


IRKRGSQIVPVCRRHD/VFV*KT 

PSSQPKISLS**ATSAKS/LGYKI 

NVQKSQAFLYTNNRQTESQ1MS 

ELPFT1ASKRIKYLG1QLTRDVK 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGRINIVKMAILPKVI 

YRFNAIPIKLPMTFFTELEKTTL 

KFIWNQKRARIAKSILSQKNRA 

GGITLPDFKLYYKATVTKTAW 

YWYQNRD1DQCNRTEPSEIMPH 

IYNYLIFDKPERNKQWGKDSLF 

NKWCWENWLA1CRKLKLDPFL 

TPYTKINSRWI KDLNVRPKTIKT 

LEENLGITIQDIGVGKDFMSKTP 

KAMATKDKIDKWDLIKLKSFC 

TA K.ETT1RVNRQPTTWEK.1 F AT 

YSSDKGLISRIYNELKQIYKKKT 

NNPIKKWAKDMNRHFSKED1Y 

AAKKHMKKCSSSLAIRERQIKT 

TMRYHLTPVRMAIIKKSGNNR 

DMDE1GNHHSQ 


6559 


36927 


A 


6609 


: 


2226 




6560 


36928 


A 


6610 




674 


MGKKQNRKTGNSKTQSASPPP 
K.ERSSSPATEQSWM ENDFDELR 
EEGFRRSNYSELREDIQTKGKE 
VQNFEKNLEEC1TRITNTEKCLK 
ELMELKTKARELREECRSLRSR 
CDQLEERVSAMEDEMNEMKRE 
GKFREKR1KRNEQSLQEIWDYV 
KRPNLR L1GVPESDV ENGTKLE 
NTLQD1IQEN/CPQSSKAGQRSD 
SGNTENATKILLEKSNSKTHNC 
QIHQS 


6561 


36929 


B 


6611 




5175 




6562 


36930 


A 


6612 


1666 


2032 


LQTILQGYSNQNSMVLVPKQR 
YRSMEQNRALRNNATYLQLSD 
L*QT*EKQAMGKGFPI**MVLG 
KLASHM*KAETGSLPYTLYKN 
QFKMD*RLKH*T*NHKNPRRKP 
RHYHSGHRHGQGLHV 


6563 


36931 


A 


6613 


1596 


2169 


AGEGNKGYSIRKRGSQIVPVCR 
*HD/VYI*KTPLSQPKISLS**ATS 
AKS/LGYKINVQKSQAFLYTNN 
RQTESQ1MSELPFTIASKRIKYL 
GIQLTRDVKDLFKENYKPLLKE 
1KEDTNKWKN1PCSWVGR1NIM 
KMAILPKVIYRFNAIP1KLPMTF 
FTELEKTKVHMEPKKCPHHQG 
NPKPKEQSWRHHTT 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6564 


36932 


A 


6614 


1667 


3103 


AGEGNKGYSIRKRGSQIVPVCR 

*HD/VYI*KTPLSQPKISLS**ATS 

AKS/LGYKINVQKSQAFLYTNN 

RQTERQ1MSELPFT1ASKRIKYL 

GIQLTRDVKDLFKENYKPLLQE 

IKEDTSKWKNVPCSWVGRINIV 

KMAILPKVIYRFNAIPIKLPMPF 

FTELEKTILKFIWDQKRARJAKS 

ILRQKNKAGGITLPDFKLYYKA 

TVTKTAWYWYQNRD1DQCNR 

TE PS E ITPH 1 Y N YLIFDKPE KN K 

QWGKDSLFNKWCWENWLAIC 

RKLKLDPFLTPYTKINSRW1KD 

LNIRPKTIKTLEENLGITIQDIGM 

GKDFMSKTPKAMATNAKIDK 

WDLIKLKSFRTAKETTIRVNRQ 

PTKWQK1FATYSSDKGLMSRJY 

NELKQIYKKKTNNP1KKWAED 

MNRHFSKED1YAAKKHMKKCS 

SSLAIREMQIKTTMRYHLTPVR 

MAIIKKSGNNRLTLLNNHNNPQ 

PLISIKEPREKEELNLQV 


6565 


36933 


A 


6615 


3134 


3288 




6566 


36934 


A 


6616 


1 


2630 




6567 


36935 


B 


6617 


877 


7936 




6568 


36936 


A 


6618 




1589 




6569 


36937 


A 


6619 


1 


240 




6570 


36938 


A 


6620 


200 


486 




6571 


36939 


A 


6621 




558 




6572 


36940 


A 


6622 


1 


3885 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6573 


36941 


A 


6623 


1 


2302 


KLPVTNRAAHGLCASLGPDFM 
TFKVPSSWRHSDSICREWFTLA 
GAPSRDVLLVSAUTVSLSVTVV 
LCGLCHWCQRKLGKRYKNSLE 
TVGTPDSGRGRS EK KAI K V S R P 
C PPP A K.ASATH PTC KSPRSQEK 
VESPGDLDRDFWNNNESTVQQ 
KWSSYPPK.EFILNISPYAPYGDP 
RLSLNGTLLSGAKVAAAAGLA 
VEREGRLGEKPAPVPPPGEDAL 
RSGGAAPSEPGSGGKAGRGRW 
RTVQSHLAAGKLNLSNFEDSTL 
STATTLESIPSSTGEPKCQRPRT 
LMRQQSLQQPLSQHQRGRQPS 
QPTTSQSLGQLQAHMASAPGP 
NPRAYGRGQARQGTSAGSKYR 
AAGGRSRSNPGSWDHVVGQIR 
N RGLDMKSFLTTSSRAAK WNF 
TNSETVPALDLDSAVVL1PWISS 
KEDTGDSHYGRVAIYHKGLSFS 
SDGLVYPGAKGREGRMVVLSL 
VLGLSEQDDFANIPDLQNPGTQ 
QNQNAQGDKRLPAGGKAVNT 
APVPGQTPHDESDRRTEPRSSV 
SDLVNSLTSEMLMEDWPPAVF 
SSGWAIATAHPASLHSPLIGYSF 
LAARGGLLLFEADFCWCKRSG 
STFPDCDGVANLAATEMALSQ 
LRFSKETAMRESLVMLSPGSEE 
DEAHEGCSRENLGRIQFSVGYN 
FQESTLTLKIMKAQELPAKDFS 
GTSDPFVKIYLLPDKKHKLK.TK 


6574 


36942 


A 


6624 


1 


576 




6575 


36943 


A 


6625 


1 


155 




6576 


36944 


A 


6626 


4746 


5258 


DAGAQPSLPRYLIYHQPSRFFRI 
TSTVTPFSKPISSLLWLWGLHG 
D1LL/RLLQS*RC*CRSHPEYHSG 
PPGRWQGPSPAPQKCSRTTSRS 
RSSR*HPPPPRPGGSAPSSPASYS 
WTPPRT V PG S W ARR WRRH L S R 
PSWATQPSWTATLWSQPLWRL 
KWEDCLSPGRSRLQ 


6577 


36945 


A 


6627 


1 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6578 


36946 


A 


6628 


444 


1056 


G PLLREPHQLCH FPVAG FVLDA 

GLPEAAAAPHDRGPELAGPQA 

AGQHPAQVAHQPRAAAQQRQ 

G RRA REE AG AQAQEEPRGPQE 

RRRRLAEGLRRQCGHPAGRDG 

RGGYRRAAQGPARGGRTPEWQ 

QSGGARRTPSVGHPRRARAD\W 

CLTGANDALSCSSPTCGKFLKT 

VSKVPVCRRGLAVNRKEAEGR 

SSESPTSSATFQSPALSWMLVS 

QRLLLPHMIGAQSSPGPKRPGN 

TLRKWLTSPVRRLSSGKADGH 

VKKLAHKHKKSREVRKSADAG 

SQKDSDDSAATPQDETVEEDTV 

AQPRGRREGAGRQSGSRAAGP 

GGRRASAIRGGHARTDVGKRN 

GTRTRKELMPLHGKRKDAAEH 

DEPTSASRPAGERPELTLAAVQ 

TEYNCSFPS 


6579 


36947 


A 


6629 


128 


1103 




6580 


36948 


A 


6630 


1 


602 




6581 


36949 


A 


6631 




1618 




6582 


36950 


A 


6632 


1 


602 




6583 


36951 


A 


6633 




1618 




6584 


36952 


A 


6634 


1 


912 




6585 


36953 


A 


6635 


195 


396 


VLPLHRQI * *LLH* SKKHNH YK 
G KQQDLR/CSSTVPRRPQGILPI I 
SFSNVPVGSRRLKAPLVFIGPG 
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SEQ ID 

NO: 


SEQ 11) NO: 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSIM 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6586 


36954 


A 


6636 


2 


1813 


FNTPLSTLDRSSRQKVNKDIQD 

VISALHEAGLIDIYRTLHPKSTE 

YTFFSAPHHTYYKIDHIVGSKA 

LLSKCKRTEITTNCLSDDRAIKL 

ELRI KK.LTQN YTTT WKLNNLLL 

SDYWVNNEMKAEIKMFFETNE 

NKDTMYQNI.WDTFKAVCRGK 

FIAVNAYKRKQERSKIHTLTSQ 

LKEPEKQEQTHSK.ASRRQEITKI 

RAELK.EIDTQK.TLQKISVSRSW 

FSERINKIDRLIARLMKKKREK 

NQIDAIKNDKGDITIDPTEMQTT 

IRE Y YKN L Y AN KL ENLEEMDK 

FLDTYILPRLNQEEVELPNRPIT 

GSENEAIINSLP/TKKSPGPDEFT 

AKFYQRYKG\LARAIRQEKERE 

DTQLGKEEVKLLLFAEDMIVYL 

ENP1VSAQNLLKLINNFSKVSGY 

KINVQKSQAFLHTNNRQTESQI 

MSECPLTIASKR1KYLG1QLTRD 

VKDLFKENYKPLLNKIKEDTAN 

KWKN1PRSWLGRNNIVKMTILP 

KVI/YKKTTLNF1WNQERARIAK 

T1LSKKNKAGGITLPDFKLYYK 

ATVTK.TARY WTLTI KKG S V WPI 

SLKSEKRGHRTRPLWKLCHND 

VQG ELLKTIQFLFGSPLG HSSLD 


6587 


36955 


A 


6637 


1 


2988 


MPPHSEQPHSPSTRQKRKVPLF 

VRQCPSFVIQAPKAKMDTFDGR 

KKQFTRFLFLFSMDQLGQGRFS 

MQTLSFALAVYRKDSPLVACQ 

VQALGNLEPSSVEAHVSSHGIAI 

DRKGWHVSLFSIQPGDCFPKAL 

VEDSPRDRARRQQSSKEEGWC 

RDRRRLKFHSKKGAAAIVVKS 

KKYESPSFGVCFESLLNPPRLTS 

RREKTISSSKRCRQCHAEETTV 

VFWAKESQTGEQTGRGAGQRR 

MGM11CKACSMLPAE 


6588 


36956 


B 


6638 


362 


1463 




6589 


36957 


A 


6639 


1 


1061 




6590 


36958 


A 


6640 


1 


1581 





766 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6591 


36959 


A 


6641 


46 


862 


AAFPAPRTLFFLSRPLRPTACAA 
FRPEFWRLNMKLPARVFFTLGS 
RLPCGLAPRRFFSYGTKILYQN 
TEALQSKFFSPLQKAMLPPNSF 
QGKVAF1TGGGTGLGKGMTTL 
LSSLGAQCVIASRKMDVLKAT 
AEQ1SSQTGNKVHAIQCNVKYP 
DMVQNTVSEL1KVQGHPSTVIT 
N*STERSSISFLLPT1YA*DWFRF 
CSTQVLLPKQVWrCPMSKSLAA 
EWGK1WNA1QC 


6592 


36960 


A 


6642 


1 


2902 


MVKGSLQQEELTILN1YAPNTE 

APRFIKQVLRDLQRDLDSHTL1 

MG DFNTPLSTLDRSTRQKINKD 

TQELNSALYQADLIDIYGTLHP 

KST\EYTFF\SAPHHTYSQNWTT 

IVGSKALLSEHKRTEI1T\NYLSD 

\HSA\1KLELRIKKLTQN\RSATW 

KLNNLLLNDYWVHNDMKAEI 

KMFFETK\ENK\DTTYQNLW\DT 

FKAVCRGKFIAKYNAHNRKQE\ 

RSKIDTLTSQLKELEKKEQTYL 

KASRRQEIT 


6593 


36961 


A 


6643 




5127 




6594 


36962 


B 


6644 




3570 




6595 


36963 


A 


6645 




3663 




6596 


36964 


B 


6646 


143 


3122 




6597 


36965 


A 


6647 




3235 




6598 


36966 


A 


6648 




3249 




6599 


36967 


A 


6649 




3297 
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SEQ ID 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6600 


36968 


A 


6650 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRP1TGAEI 

GAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEE1 

LPNSFYEASIIL1PKPGRDTTKKE 

NFRPISLMNIDAK1LNK1LANR1 

QQHIKKLIHHDQVGFFPGMQG 

WFN1RKSINVIQHINRAKDKNH 

MIISIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

11LNGQKLEAFPLKTGTRQGCPL 

SPLLFN1LLEVLARA1RQEKEIK 

G1QLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

K1NVQKSQAFLYTSNRQTESQI 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKN1PCSWVGRJNIVKMA1LPK 

V1YRFNA1P1KLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGlTLPDFKLYYrCATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLK.LD 

PFLTPYTKINSRWIK.DLNVRPKT 

IKTLEENLG1TIQDIGMGKDFMS 

RTPKAMATKAK1DKWDLIKLK 

SFCTAKETTI RVNRQPTT WEK I F 

ATvccrtvni icdivmci i/ riivi/ 1/ 
All bbJJKuLlSKJ I NbLK.^1 I Jvlx 

KTNNP1KKWEK.DMNRH FSKED 
IYAAKKHMKKCSSSLAIREMQI 
K 1 1 MRYHLTPVRM AI1KKSGNN 
















6602 


36970 


A 


6652 




3288 




6603 


36971 


A 


6653 




3168 




6604 


36972 


A 


6654 




3516 




6605 


36973 


A 


6655 




3693 





768 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


6606 


36974 


A 


6656 


1577 


3354 


TEPKTKTT*LSQ*MQKRPLTKF 

NNLSC*KLSIN/IVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

M1VYLENPIVSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNMR 

QTESQ1MSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELGKTALKFIWNQKRARITKS1 

LSQKNKAGGITLPDFQLYCKAT 

VTKTAWFPSGDVGLEADFSPSH 

TLKTQFFSCLAEFAAASCFFQR 

MNGFGMAMTTTYSTGAAESPL 

PSCSIDQGDDTKLHRARSPGRT 

FPAAAGIPAAAAPDGPPLSLLH 

KLWFPVELGGRALPRAEESHGE 

VAALGVMVVAQGGKNQGEEA 

RSTPWLRPTSHLPPCSSSSAWW 

TEQTDAHPLLFLLCLGIYLLNA 

LSNLSMVALVRSDGALRSPMY 

YFLGHLSLVDVCFTTVTVPRLL 

AGLLHPGQAISFQACFAEMYFF 

VALGITESYLPAAMSYDRATAA 

CRPLRYGALVTPWALRLAARY 

DRLAS V V Y A VITPTLN PFIN S LR 

NKEVKGALKJIGLRWRAAPQE 


6607 


36975 


A 


6657 


1 


3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQD1IQENFPNLARQAN1QIQEI 

QRTPQR Y SLRRATPRH 1 1 VRf TK 

VEMKEKM LRA AREKDRSTRQK 

VNKDTQELNSALHQADLIDIYR 

TLHPKSTEYTFFSAPHHTYSKT 

DH1VGSKALLSKCK.RTE1ITNYL 

SDHSAIKLELRIKNLTKSRSTTW 

KLNNLLLNDYW 


6608 


36976 


A 


6658 


3 


3316 




6609 


36977 


A 


6659 




4794 




6610 


36978 












661 1 


36979 


B 


6661 




3384 




6612 


36980 


A 


6662 




3429 




6613 


36981 


A 


6663 




3780 




6614 


36982 


A 


6664 




3894 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location ot'last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6615 


36983 


A 


6665 




3335 


MVKGSIQQEELT1LN1YAPNTG 

APRF1KQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSK1DHIV 

GSKALLSKCKRTEIITNYLSDHS 

A1KLELRIKNLTQSRSTTWKLN 

N IX LND Y WVlfN EM KAE I fCMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITK1RAELKEIETQ 


6616 


36984 


B 


6666 




3145 




6617 


36985 


A 


6667 




4398 




6618 


36986 


A 


6668 


523 


3852 




6619 


36987 


A 


6669 




3934 


MGKKQNRKTGNSKTQSASPPP 
KERSSSPATEQSWMENDFDELR 
EEG FRRSN YSEL WEDIQTKGKE 
VENFEKN LEECITRITNTEKCLK 
ELMELKTKA RELHEECRSLRSR 
CDQLEERVSAMEDEMNEMKRE 
GKFREKRIKRNEQSLQEIWDYV 
KRPNLRLIGVPESDVENGTKLE 
NTLQDIIQENFPNLARQANVQI 
QEIQRMPQRYSSRRATPRH1IVR 
FTKV EMKEKMLRA ARQKAPH 
HTYSKIDHIVGSKAL 


6620 


36988 


B 


6670 


1 


5215 




6621 


36989 


A 


6671 


1 


7171 




6622 


36990 


A 


6672 


3 


493 




6623 


36991 


A 


6673 


1 


729 




6624 


36992 


A 


6674 


3 


800 




6625 


36993 


A 


6675 


1 


327 




6626 


36994 


A 


6676 


2 


462 


KSS WLEEDDDPV VA RVN RRMQ 

H1TGLTVKTAELLQVANYGVG 

GQYEPHFDFSRRPFDSGLKTEG 

NRLATFUNYMSDVEAGGATAVF 

PDLGAAIWPKKGTAVFWYNLL 

RTGEGDYRYTRHAACPVLVGCK 

WYSN K W\FHES\GQEFLRPCG ST 

EVD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6627 


36995 


A 


6677 




717 


RHRLRNRLKDVGGEAFYPLLE 

DDQSNLPHSNSNNELSAAATLP 

LIIREKDTEYQLNRHLFDRLLKA 

YPYKKNQIWREARVD1PPLIRG 

LT W A ALLG V EG A IH A K YD A ID 

KDTP1PTDRT/QLKWDIPRCHSV 

R*TV1HAPEGHAKFRRVLKVAW 

V V SH PDL V Y WQG LDSLCAPFL 

YLNFNNEALVYACMSAF1PKYL 

YNFFLK.DNSHVIQEYLTVFSQM 

IAFHDPELSNHLNEIGFIPD 


6628 


36996 


A 


6678 


1 


508 




6629 


36997 


A 


6679 


1 


888 




6630 


36998 


A 


6680 


2 


584 




6631 


36999 


A 


6681 


2 


152 


QVAKGMDALLQHLEDCGYR/S 
SKK.KAQICRQQVTKWGDGSAL 
MGTSTTASL 


6632 


37000 


A 


6682 


733 


894 




6633 


37001 


B 


6683 


1 


1626 




6634 


37002 


A 


6684 


1 


1971 


MAQVWANDNPPGLAVNQAPV 

LIDVKPGAQPIRQKQYPVPREA 

LK.GIQPGTKDYQPVQDLRLVN 

QATVTLHPTVPNPYTLLGLLLA 

EDSWFTCLDLKDAFFSIRLAPES 

QKLFAFQWEDPQSDLGC1LLLY 

VDDLLLGHSTAVECAKGMDVL 

LQHLEDCRYKMSKKKAH1CRQ 

QVRYLGFTIRKGERS\WEREKM 

AVGVLTQTVGPWPRPVAYLSK 

QLD/EVSKGWPLCLRTLAATAL 

LAQEADKLTLGQNLNIKAPHA 

V VTLMTTEG H H WLTN ARLTK Y 

QSLPCENPHITIEVCNTLNPTTL 

LPVSESPGEHNCVEVLDSVYSS 

RPDLRDQPWASSVDWELYMD 

GSSFINSQGERCAGYAVVTLDA 

VI KAKL WLQGTSAQKAELIALT 

RAVELSEGQESLEELLGRYFYV 

SHLPAFAKAVAQLC1TCRQHNA 

RQSPTVSPH1QAYGAAPFEDLQ 

VDFTEMPKCGGNKYLLVLTCT 

YSGWVEAYPTRTEKPYKKGKN 

DPSCTKGQCNPLELVITNPLNP 

HWKKGERVTLGIDRARLDPRV 

N 1 LVRGGEV YERSPEPVFQTF Y 

DELNVPVPEIPGKTRNLFLQLA 

ECVAQPLNVTSCYVCGGTVTG 

YQWPWKARELVPVDPVPDEFL 

AQKNYPDNFWVLKPSITGQYCI 


6635 


37003 


A 


6685 


1 


1461 




6636 


37004 


A 


6686 


1 


1005 
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NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6637 


37005 


A 


6687 




174 




6638 


37006 


A 


6688 


519 


588 




6639 


37007 


A 


6689 


2 


4527 


GRAGLGWSSGGRGSRACSEGP 
AEARGREGDKGSAALSPPLPLT 
LGEEMAAERGARRLLSTPSFWL 
YCLLLLGRRAPGAAAARSGSAP 
QSPGASIRTFTPFYFLVEPVDTL 
SVRGSSVILNCSAYSEPSPKIEW 
KKDGTFLN L V SDDRRQLLPDGS 
LF1SNVVHSKHNKPDEGYYQCV 
ATVESLGTIISRTAK.LIVAGLPR 
FTSQPEPSSVYAGNTMAILNCEV 
NADLVPFVRWEQNRQPLLLDD 
RV1KLPSGMLVI 


6640 


37008 


A 


6690 


1 


879 




6641 


37009 


A 


6691 


407 


594 




6642 


37010 


A 


6692 




3621 




6643 


37011 


B 


6693 




609 




6644 


37012 


B 


6694 


1335 


1599 




6645 


37013 


A 


6695 




354 




6646 


37014 


A 


6696 


181 


683 


SRYFILLRK.PTFPAMALLPVLFL 

VTVLLPSLPAEGKDPAFTALLT 

TQLQVQRE1VNKHNELRKAVSP 

PASNMLKMEWSREVTTNAQR 

WANK/CTLQHSDPEDRKTSTRC 

GENLYMSSDPTSWSSAIQSWY 

DE1LDFVYGVGPKS/PQYCPAG 

NNMNRKNTPYQQGTPCPG 


6647 


37015 


A 


6697 


199 


969 




6648 


37016 


A 


6698 


1 


564 




6649 


37017 


A 


6699 


153 


427 




6650 


37018 


A 


6700 


1 


978 




6651 


37019 


A 


6701 


3 


419 




6652 


37020 


A 


6702 


9 


255 


VRAPAQGPDLAGGRRRCGSGA 
SCTPSPRGPASWSRSAAQVPRS 
SRWRAGSASS*N/GRQPAPPTSQ 
PPRAQPFAQPPGPWPLS 


6653 


37021 


B 


6703 


96 


283 




6654 


37022 


A 


6704 


172 


365 


PTYHLYPCH F WYQHRTRRIPRK 
SERLFPTPPPQLSWKGTWDY*I 
CLLCCNDSEGRDFLVLRVLK 


6655 


37023 


A 


6705 


3 


1171 




6656 


37024 


A 


6706 


2 


740 




6657 


37025 


A 


6707 


256 


461 




6658 


37026 


A 


6708 


1 


414 




6659 


37027 


A 


6709 


1330 


1386 


Y1DSILPK*NHDTLQSYCRYM\H 
SRQRA AS* PLSTGKLQQCLGLD 
LVLC 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6660 


37028 


A 


6710 


207 


1173 


GGDRDRMTANHESYLLMASTQ 
NDMEDWVKSIRRVM3DLSGGG 
IFGQKLEDTVRYEKRYGNRLAP 
MLVEQCVDFIRQRGLKEEGLFR 
LPGQANLVKAELQDAFDCGEKP 
SFDSNTDVHTVASLLKLYLREL 
PEPVIP Y A K. YEDFLSC A KLLS KE 
EEAGVKELAK.QVKSLPVVNYN 
LLKY1CRFLDEVQSYSGVNKMS 
VQM L ATVFGPN 1 LRPK VEDPLTI 
MEGTVVVQQLMSVM1SKHDCL 
FPK.DAELQSKPQDGVSNNNEIQ 
KKATMGQLQNKENNNTKDSPS 
RQCSWDKSESP/TEKQHEQWIP 
HSS1 RQQNQQPKEQWSQAI 


6661 


37029 


A 


6711 


173 


881 




6662 


37030 


A 


6712 


1605 


1844 




6663 


37031 


B 


6713 


123 


699 




6664 


37032 


A 


6714 




462 




6665 


37033 


A 


6715 




2607 




6666 


37034 


A 


6716 




918 




6667 


37035 


A 


6717 




549 




6668 


37036 


A 


6718 




687 




6669 


37037 


A 


6719 




258 




6670 


37038 


A 


6720 


90 


1621 


HGLDLRTMMRSRQVTC V A WV 

RCGVAKETPDKVELSKGGVKR 

L1AEAEEKLQEEGGGSDEEKTG 

SPLEEG\MQSARTQARP\REPLE\ 

DGDPEDYDRTLDDDELAEYDLD 

KYDEEGDPDAETLG\ESLLGLT 

V YG SN DQDPYVTLKDTEQYER 

EDFLIKPSDNLIVCGRAEQDQC 

NLEVHVYNQEEDSFYVHHDILL 

SA YPLSVE WLN FDPSPDDSTGN 

YIAVGNMTPVIEVWDLDIVDSL 

EPVFTLGSKLSKKKKKKGKKSS 

SAEGHTDAVLDLSWNKLIRNV 

LASASADNTVILWDMSLGKPA 

ASLAVHTDKVQTLQFHPFEAQT 

LISGSYDKSVALYDCRSPDESH 

RMWRFSGQ1ERVTWNHFSPCH 

FLASTDDGFVYNLDARSDKPIF 

TLNAHNDEISGLDLSSQIKGCL 

VTASADKYVKIWDILGDRPSLV 

HSRDMKMGVLFCSSCCPDLPFI 

YAFGGQKEGLRVWDISTVSSV 

NEAFGRRERLVLGSARNSSISGP 

FGSRSSDTPMES 


6671 


37039 


A 


6721 


1 


549 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6672 


37040 


A 


6722 


1 


1318 


AK.QQLNLRTHMADENKNEYA 

AQLQNFNGEQHKHFYVVIPQIY 

KQLQEMDERRTI1CLSECYRGFA 

DSERKV1PUSKCLEGMILAAKS 

VDERRDSQMVVDSFKSGFEPPG 

DFPFEDYSQH1YRTISDGTISAS 

KQESGKMDAKTTVGKAKGKL 

WLFGKKPKPQSPPLTPTSLFTSS 

TPNGSQFLTFSIEPVHYCMNEIK 

TGKPRI PSFRSLKRGWS VKMG/ 

AALEDFSHLPPEQRRKKLQQRI 

DELNRELQKESDQKDALNKMK 

DVYEKNPQMGDPGSLQPKLLAE 

TMNNIDRLRMEIHK.NEAWLSE 

VEGKTGGRGDRRHSSDrNHLVT 

QGRESPEGSYTDDANQEVRGPP 

QQHGHHNEFDDEFEDDDPLPAI 

GHCKAIYPFDGHNEGTLAMKE 

GEVLYIIEEDKGDGWTRARRQ 

NGEEGYVPTSYIDVTLEKNSKG 


6673 


37041 


A 


6723 


1 


741 




6674 


37042 


A 


6724 


1 


1063 


MPFY1SDI.S1CGDRILRALCPQD 

LPTYSLHSRGKMRASCSRKFLD 

WNSSRLVSCNMGAL1S1WGTTT 

PPLHATILDSQPTVHPPLAKDCL 

PCGLQASASDLRARALQRLCQ 

QLPWVGSQPHTRSPSPQRGGKT 

GLFAGLASSVSMRPASPPSPAA 

DSCSACRFFARRPPLRVTWVKP 

SSALALCVSISDSIPGNLKALPA 

ETRAQLHH A E ASLSQPPLQLRP 

FPKTSQAGDLQDLGPYVCVRK 

AVGKGDKQIRAVVK.EHSVRSQ 

ERIWHYPG1TTANMPGHLGQNT 

ESGRDK.LPMFGVWFPGCRFWG 

LWVWRLP*LKLAAPCRPSRSLR 

SSPISRRASTTRCLTVSGCPAAP 


6675 


37043 


A 


6725 


25 


573 




6676 


37044 


A 


6726 


1 


483 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
1 nee 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6677 


37045 


A 


6727 


1 


996 


MVGKAKWKPIELPLLRKIVNQ 

KQYHIPGGVAKJSATIKDLKDV 

G V VI PTTS PFNS PI WP VQKTDG S 

WRKW\LS*QGQQFT/FTVLPHG 

YINSLALCHNLIRRDLDHFSLPQ 

DITLVHYIDDIVLTGSSEQEVAN 

TLDLLTSLDWALVETECLTMG 

HQVTMQPELTIMNWALSDPSN 

YKVGCAQQHSIIKWKWYIRDQ 

ARAGTTCKWTAAALQPLSRTS 

LKDSGERKSSQWAELRAVHLI 

MHFAWKEKWPDVQLYTDSWA 

VANGSAGWSGTWKNHDWKIA 

TTVIAQWAHEQSSHGSRNGGY 

TWAQQHGLPLTKADVATATDE 

CPICQQQRPTLSP 


6678 


37046 


A 


6728 


2 


1380 


CLAGLFGFWSPCIPHLGVLLQSI 
Y LVTQKA A/SSEWGPEQEKALQ 
EVQAAVQAALILEPYDPAGPVV 
LEVSLADRDAVWSLWQAPIGE 
SQQRPLGFWSKALPSSA/DHKA 
CHAQQHSIIKWKWYIHDRARA 
GPEGTNSSARYAATM*KW\TAS 
ALQPLSRKSLK.DSSEGKSSQWA 
ELRAVHLAVHVAWKEKWPDV 
RLDTDSWAVANGLARWSGTW 
KEHDRKIGDK.EVWGRGTRIELS 
EWSKTVTIFVSH/VLLPRLPSIRG 
LTECL1HQHGIPHSIASDQGTHF 
TAKELQQWAHAHGIHWSYHVP 
HHPG\WGKVLQKAVYALNQRP 
IYEWKEESCLHTGVADALRGN 
WAEGHREHKALWLGLWSTWS 
QHPLRSLKTTRHHPGLGVLSED 
ICEAGGATEELSRASGFATGYG 
KRKEDTKKHKQIISVSDIIEQQH 
SLGLTEKTVKGTPTQGISMRPG 
LYHKATEFQE 


6679 


37047 


A 


6729 




2229 




6680 


37048 


A 


6730 




789 


RDLQPFTSVTVHCRKGNDQTF 

GGPLDAGSELTLIPGDPKHHCG 

PPVKVGAYGGQVINGVLA\HPL 

I WLVQKTDGS/WRMTVD YCKL 

NQVVI PIAAA VSDVVSLLEQINT 

SPGTWYAAIDLANAFFSIPVHK 

AQQKQFAFSWQGQQYTFTVLP 

QWYINSPALCHNLIRRDLDCFS 

LPLDITLVHYIDDIMLIGSSEQE 

V ANTLDLFVRHLR A RG WE INPT 

KIQGPSTSVKFLGFQWCGACQA 

IPSKMRDKLLHLVPPTTKKEAQ 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6681 


37049 


A 


6731 




553 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQINTSPGTWYAAIDLA 

NAFFSIPVHICAQQKQFAFSWQG 

QQYTFTVLPQWYFNSPALCrTNL 

1RRDLDCFSLPLDITLVHYIDDI 

MLIG\PRQLLACY/WALVETEHL 

TISHQVTMRPELPIMNWVLFDP 

SSHKVGCAQQHSIIKWKWYVH 

DWARAGPEGT 


6682 


37050 


A 


6732 




266 




6683 


37051 


A 


6733 


3 


582 




6684 


37052 


A 


6734 




403 




6685 


37053 


A 


6735 


1 


2712 




6686 


37054 


A 


6736 


875 


1506 


LSIYLVTQKAA/SSEWGPEQEK 
ALQEVQAAVQAALILEPYDPA 
GPVVLEVSLADRDAVWSLWQ 
AP1GESQQRPLGFWSKALPSSA7 
DHKACHAQQHS11KWKWY1HD 
RARAGPEGTNSSARYAATM*K 
WXTASALQPLSRKSLKDSSEGK 
SSQWAELRAVHLAVHVAWKJE 
KWPDVRLDTDSWAV/ANGLAR 
WSGTWKEHDRKIGDKEVWGR 
GTRI 


6687 


37055 


A 


6737 


1 


633 


MTVDYRKFMQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFSIPVHEAHQKQFAF\LPQ 
GY1NFPALCHNLIRRELDFFLLL 
QD1TLVHY1DDILLIGSSEQEVV 
NTLDLLJHKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVPSS 
GDIKEYFPNAFVLLTTASLQGQ 
DNTSQLQLTWKAPEDIKMSKT 
DA DADEEIEALRG 


6688 


37056 


A 


6738 


2 


1103 


DLWPFTRVTLHRGKRNDQTFQ 

GLLDTGSELMLIPEDTKHHCGP 

PVKVEAYGGQVINGVLAQIQLT 

VGPVGSGTHPVVIYPVPECIIGI 

GILSSWQNPHIGSLTSRKTDGS 

WRMTVHYHKLNQMVTPIAAAI 

PDVVSLLEQVNTSPGSWYAAID 

LANAFFFIPVHKAHQKQFAFSW 

QGQQYTFTVLPQWYINSPALCH 

NLIRRDLDCFSLPLDITLVHYID 

DIMLIGSSEQEVANTLDLFVRH 

LRARGWE1NPTKIQGPSTSVKFL 

GFQWCGACQAIPSKMRDKLLH 

LVPPTTKKEAQCL\QLLACY/W 

ALVETEHLTISHQVTMRPELP1 

MNWVLFDPSSHKVGCAQQHS1I 

KWK.WYVHDWARAGPEGT 
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NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6689 


37057 


A 


6739 


1 


2058 




6690 


37058 


A 


6740 


2 


1173 


WEVRQYTFTVVPQGH1NSLVLC 

HDVVRRDLGHFFLPQDITLVHY 

1DDIML1GSTPP1TKKKLAQHLVG 

LFGFWRQLVPHLGVLLWPIYQ 

VTQQAASFEWGPEKEKALQQV 

QA A VQ A A LPLG PY DPADPM VL 

EVSVADRDAVWSLWQDPIGES 

QWRSLGFWSKALPSSADNYSPF 

ERQLLACYWVLVETERL\QWV 

TP A E EDFNNQ VDRMTHS V DTT 

QPLSPATHVITQWAHEQSGHG 

GRDGGYTRVQQHGLPLTKADL 

ATAGKVFQKAV*ALN*HSIYGT 

LSL1AR1HRSRNQGVEVEVAPLT 

ISPSDPPAKFLLPVPPTLRSAGLE 

FLVPEEGMLPSGDTTVPLNWKL 

RLPPGHFGLLFPLHQQANKGVT 

VLVGVTDLDYQDEISLLPHNG 


6691 


37059 


A 


6741 


823 


2487 


KELKLWKNRHKLLSYPTVGAA 

VTQLQNLTAMGVIGSHGARGQ 

V V A LNRQRQG DLQPFTRVTVH 

WGKG/NMQIFGGLLDTGSELTL 

1 PG DPKHHCGPPVK. VGAFGG\Q 

V1NGALARVQL1VGPVGPWAHP 

VV1SPVPECI1DIDILSSWQNPHIS 

SLTGRVRAIMVGKAKWKSLEL 

PLPRK1VNQKQYHIPGGIVE1SA 

T1KDLK.DAGEVIP1PTTFPLNSPI 

WPVRKTDGCWRMTVDYCELN 

QV VTPTA AT VPD V VSLLEQINT 

SPGTWYADIDLANAVFSIPVHK 

AHQKQFAFSWQGQQYTFTVLP 

QEY1NSLGLCHNL1QRDLDHFSL 

LQDITLVHYIEDIMLIGSTEQE1A 

NTLDLLFM AKEVWQWA H AHG 

IHWSYHVSHHPEAAGLIEWWK 

GLLKLQLQCQLGDNTLEGWGK 

VLQKTVYALNQHPIYGTVSPIA 

RIHRSRNKGVEVAPFT1TPSDPL 

PQFLLPV P ATLCS AGLE V LA PE 

GGTLPPGDRTTIPLNWKLRLPP 

EDFG LLPSLSQQAKKG VTVLAG 

VIHPDYQDEISLLLHNGCKEDL 


6692 


37060 


A 


6742 


3 


350 




6693 


37061 


A 


6743 


1 


3339 




6694 


37062 


A 


6744 


1 


2271 
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SEQID 

NO: 


SEQID NO: 

sequence 


Mel 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6695 


37063 


A 


6745 




1377 


AHLAADDFCTK*GWVSG\LPQG 

LDKLTLPGANLEMQPENLKED 

LVYLK.K.NHEELSMAIKRNESM 

AKGLQRALLQQQPEDDSKCFP 

RPQDLIRLYDIILQLTLEDREGK 

GLSFSFACVDKDVSVK.MDTVP 

GVNLSCILNEMRDQDKKLVEK 

SCKDAQGWFFSLKALLEGSLVE 

TEVCYRTQLAQLQGLIRSMEQQ 

LCELCCDAEHQDHEHQVLLDV 

KTQLEQEIATYSRLLEVEDAQL 

ATQYSLSLASQPTREDLEKAIL 

KF1WNQNRAQ1AKT1LSKKSKA 

RGIMLPSFK1YYKTTVTKTAWC 

WYKNRHIDQWNRIENPEIRPHT 

YNHVIFDKPDKRKQWGKDSLF 

NKWCWENWLAICSKLTLDPFL 

NPYTKVNSRW 1 K.DLN LQPKTIK 

ILKENLGNA1QDTGKGKDFMTK 

MPKAIATKAKIDKWDLIKLKSF 

CTALRNYQQSKPTTYRMGENF 


6696 


37064 


A 


6746 


1 


882 




6697 


37065 


A 


6747 


13 


1402 


STGSTHACDLLFSPSPVCLPPAA 

ATMTTSIR\QFTSSS\SIKGSSGL 

GGG\SSRTSCRLSGGLG\AGSCR 

LGSAGGLGSTLGG\SSYSSCYSF 

GSGGGYGSSFGGVDGLLA\GGE 

KA\TMQNL\ND\RLGSYLDKVPC 

PWKEANTELEVKARDLVTRGR 

APGPARDYSQYYRT1EELQNKI 

LTATVDNANILLQIDNARLAAD 

DFRTKFETEQALRLSVEADING 

LRRVLDELTLARADLEMQ1ENL 

KEELAYLKKNHEEEMNALRGQ 

VGGEINVEMDAAPGVDLSR1LN 

EMRDQYEKMAEKNRKDAEDW 

FFSKTEELNREVATNSELVQSG 

KSEISELRRTMQALEIELQSQLS 

MKASLEGNLAETENRYCVQLS 

QIQGLIGSVEEQLAQLRCEMEQ 

QNQEYKILLDVKTRLEQEIATY 

RRLLEGEDAHLTQYKKEPVTTR 

QVRTIVEEVQDGKVISSREQVH 


6698 


37066 


A 


6748 


2 


452 


FLLPSSFSCTHSLLSPTITIVPGP 

DFNLASHIIPDTTPDPHDC1SM1H 

LTFTPFPH1SFFPVPHPDHA*F1D 

G SSTRPNRHTPAKAG Y Al AQAT 

IPPLRTSHFLSIVEIYPQGNNFSV 

FHVLFYYSSGI1QAPSLPYTLRR 

DRRPGTSRA 


6699 


37067 


A 


6749 


1 


1791 
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SEQ ID NO: 




SEQ ID NO: 








NO? H> 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


6700 


37068 


A 


6750 


1 


219 




6701 


37069 


A 


6751 


2 


528 


TLTVESKSIKAYKLSLQFPHFTC 














PKTGHALQVSSGFVESPTVTIVP 














GLD1NLASHTIPDNTPEPHDC1S 














LIHLTFTPFPHVSFFPVPHPDHT 














WFIDGSSTRPNCHSPAKTGYA1 














VSSTL11DATALPPSTTSQQAEL1 














ALTRALTLAKGLPINIHTDSKY 














AFHILHHHAV1*AER 


6702 


37070 


B 


6752 


1 


1744 




6703 


37071 


A 


6753 


1 


1376 


MCKRMPGLQASQTVCPFYDKN 














YLDLKRKGTEIKRRERLK.CGTK 














IERRKRLRDSERLEKR1KRGCLP 














DLKLSTE1QINRLRGLYTLLRKE 














RRFGLQET1NYAEVTGIYVKELI 














EDREHLNSGKYIFN1FDIKVPRV 














VFG1IDPYMLWEKKEGTKEGIK 














EGMKRESQKRIKWERSFITFIAL 














NTADRTLMSSAGCYRKQVK1HI 














DALPPPNSQTLKKRGGASL1ISF 














RRQSGPSAAGLWEFARGPFQTL 














FAWLSPAEAAEQQRLLPASSAE 














SFIAEGDPPDAGQSSPPSSLHAA 














AATALMLLEALK1TNYAQLTLY 














SSPNFQNLFSSSHLTHILSADWL 














LQLYSLFVESPTITIVPGPDFNPA 














FHFIPDTTPDPHDC1 SLIHLTFTP 














FPHI SFFPVPH PDHTWFIDG SST 














RPNRHTPAKAGYA/DGRNTSYC 














VLSPVGNSPLVPNPGSARCTEG 














GLLYARA 


6704 


37072 


B 


6754 


400 


820 




6705 


37073 


B 


6755 




1 190 




6706 


37074 


A 


6756 




1002 




6707 


37075 


B 


6757 




3216 




6708 


37076 


A 


6758 




4020 




6709 


37077 


A 


6759 




1155 




6710 


37078 


A 


6760 


2 


346 


SSYLMHILSAPNLLQLYSLFVES 














PTITIVPGPDFNLASHIILDTTPD 














PHDYLSDPPD1HS/TFP/DISFFPV 














PHPGHTWFNDGSSTRPNRHSPA 














KAGHAIVFSTSIIEATALPPSTT 


6711 


37079 


A 


6761 


189 


1201 




6712 


37080 


A 


6762 


1 


231 




6713 


37081 


A 


6763 


1 


834 




6714 


37082 


A 


6764 


470 


479 


PRNPSSFLQVQVQHRFLQLFVP 














FHFVFFLASLYVMVTLTTWFR* 














DPCVSGMALNCSFLKIASSSGE 














YLRPTPSYLNQVVRVTMT 


6715 


37083 


A 


6765 


21 


706 




6716 


37084 


A 


6766 




158 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6717 


37085 


C 


6767 


78 


401 




6718 


37086 


A 


6768 


536 


694 




6719 


37087 


C 


6769 


1 


1410 




6720 


37088 


B 


6770 


1 


1836 




6721 


37089 


A 


6771 


306 


487 


VGFLGILF/CFEAIVNVSSLMIW 
LSVCLLSVYKNACDFCTLILYP 
ETLLKLLISSSSLYLW 


6722 


37090 


A 


6772 


714 


1096 


FFLPMSMECSS1CLYPL/CISLRS 
GL*FSLKRSFTSLVSWIPRYFILC 
KSQGMRWLGLGSEA*YSCLL1L 
IRKITQNSVEVLGRRKFLGGGM 
EREWVMFLRAASSGIRGSVGT 
NFKSESRHQISCASV 


6723 


37091 


C 


6773 


1 


2796 




6724 


37092 


A 


6774 


126 


490 


FFLPMSMECSSICLYPLLFPGAV 
VCSSP*RGPSHPL*VGFLGILF/C 
FEAIGNGSSLMIWLSVCLLLVY 
KNACDFCTLILYPETLLKLLISL 
RRFWAETMGFSRYIIMSSANRD 
NLTSSFPN 


6725 


37093 


A 


6775 


1 


550 




6726 


37094 


A 


6776 


578 


865 


mcprdygmlclcsh\cfk:ehly 

FCLHFVMYPVV1QEQVVQFPCS 
* A VLSEFLNPEF*FDCTVV* etv 
CYNF*SFTFAEKSFTSNSVVNFG 
IGVVWC 


6727 


37095 


A 


6777 


1 


2091 




6728 


37096 


C 


6778 


1 


1458 




6729 


37097 


B 


6779 


1 


504 




6730 


37098 


A 


6780 


70 


511 


NHASPG1RNLFLHPRGLRAIT1A 
VFCKQNTYIRLEPFKINVLEQIT 
KH1EKLQCGGVVKQLSRRGNN 
QH1SSTYDINRADTQVRRAVNN 
YD1I\A*ATVSMASRSIRCGSVGS 
LPSSNLPINSVSIRCRARQEGIM 
SSPGQQVGFIA 


6731 


37099 


A 


6781 


3 


306 




6732 


37100 


A 


6782 




3567 


MHIVVETALSASWQNKAKPPA 

RVLLQVVPNVWFLVAVVWEL 

YPSLDLMDRSIECSSSPATEQS 

WTENDYDKLREEGFRRSNYSE 

LQEDIQTKGKDVENFEKNLEEC 

ITRITNTQKCLKELMELKTKAR 

ELREECRSLRSRCDQLEERVSV 

MEDEMNEMKQEGKFREKRIKR 

NEQSLQEIWDYVKRPNLRL1GV 

PESDGENGTKLKNTLQDIIQENF 

PNLARQAKVQ1QEIQRMPQRYS 

LTRATPRH11VRFTKVE 


6733 


37101 


A 


6783 


386 


550 




6734 


37102 


A 


6784 


1 


594 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6735 


37103 


A 


6785 




1324 


MGKKQSRKTGNSKRQSASPPP 

fCERSSSPAMEQSWMENDFDEL 

REEGFRRTNYSELQEGIQTKGK 

EVKNFEKNLDECITRITNTEKCL 

K.ELMELKAKARELREECRSLRS 

RCDQLEERHHTTPI PKLTTYLE 

VKLSPANVKEQ VITNCLSDH SA 

IKLELRI KKPTQNPSTTWKLNN 

LLLNDYWVNKEMKSEIKMFFE 

TNENK.NTTYQNLWDAFKAVCR 

GKF1ALNAHKGKQERSK1DTLT 

SQLRELEKQEQTHSKVSRRQEI 

TKIRAEPKE1ETQKTLQKINESR 

SWFFER1NKIDRRLARLIKKKRE 

KNQRDA 1 K.NDEG DITTDPTEIQT 

TIREYYKHLYANK.LENLKEMD 

KFLNTYTLPRLNQEEAESLNRPI 

AGSEIVAIINSLPTK.K.SPGPDGFT 

AEFYQRYKEKLVFGAGYFGM 

WALAALPSNLLKLSQLCQEAA 

EVNVLVQFVCIC*SCLNSVRRQ 


6736 


37104 


C 


6786 


1 


1719 




6737 


37105 


B 


6787 


1 


1098 




6738 


37106 


C 


6788 


1 


1782 




6739 


37107 


A 


6789 


3095 


3217 


CRCLQMAM*WS*AIALSMKIS 
MSPRKPEV*1K.VLAGLCCL 


6740 


37108 


A 


6790 


1 


5364 




6741 


37109 


C 


6791 




2505 




6742 


371 10 


A 


6792 


37 


1214 


K.LLQDLPFSINSSAVEK1SMSTT 

GQVIRCKAAILWKPGAPFS1EEV 

EVAPPKAKEVR1KVVATGLCGT 

EMKVLGSKHLDLLYPTILGHEG 

AG1VES1GEGVSTVKPGDKVITL 

FLPQCG ECTSCLNSEGNFCIQFK 

QSKTQLMSDGTSRFTCKGKSIY 

HFGNTSTFCEYTV1KEISVAK1D 

A VAPLEKVCLISCGFSTG FGAAI 

NTAKVTPGSTCAVFGLG\GVGL 

SVVMGCKAAGAARD/IIGVDVQ 

QGRKF*GRAQELGATEC\LNP\Q 

ALKKPHFKEVLFDMTD AG I DFC 

FEAIGNLDVLAAALASCNESYG 

VCVVVGVLPASVQLK1SGQLFF 

SGRSLKGSVFGGWKSRQHIPKL 

VADYMAEKLNLDPL1THTLNL 

DK1NEAVELMKTGKW 


6743 


37111 


B 


6793 


1 


2280. 




6744 


37112 


A 


6794 


1498 


1764 


LVYLKVMGRMEPSWKTLCRJL 
SRRTSANLSKAGQCSDSGNTEN 
TTKILLKKSNSKTHNCQIHQS*N 
EGKNVKGSQRERSGYPQRGRPS 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6745 


371 13 


A 


6795 


3 


640 




6746 


37114 


A 


6796 




996 




6747 


371 15 


A 


6797 




933 




6748 


37116 


A 


6798 


74 


1128 


LLLDL*VD*SPSRPLEMRFRV*P 

MKRCTTLKKNYLSFLVY1SRNL 

*NRVKAIM/VGKAEWKT1ELPL 

PRKTVNQKQYRIPGGIAEISTTI 

KELNNAGMVIPTTSPFNSPIWP 

VQK1DGSWRMTVDYCKLNQV 

VTPIAATVPYVVSSLEQIN/TSPG 

T/WNRKRFCNRSRLLHKLLCHL 

GHMTQQPCFLRCQWH1GMLF 

GPEICGCTSLSGQKL/WKIFVSH 

AASFEWSPEQEKALQQVQAVV 

QAALPLGPYDPADPVLLEMSV 

ADRDA VW1 L WQAPISESQ WRPP 

GFWSKALPSSADNYSPFERQLL 

ACYWTLVETERLTMGHQVTIPP 

ELP1MNWVFSDLSSPKMCHPQQ 


6749 


37117 


A 


6799 


1 


229 




6750 


37118 


A 


6800 


1 


1011 


MVSTPATLPSLPKPALMASWG 
VPYDQLTKEEKTRVWFTDGSA 
RYAGTTQKWTAVALQPLSRTS 
LKDSSEGKSSQWAELQAVYLV 
VHFAWKEKWPDVGLYTDSWA 
VANGLAGWSETWEKQDWK1G 
DKEIWGRGMWMDLSEWSKAV 
KIFVSHVSAHQRVTSAEEEFNN 
QVDRPL/PVFTQWAHEQSGHSG 
RDGGYSWAQQ-RGLPFTKADL 
AMATAECPICQQQRPTLSPLYS 
T1PQGDQPATWWQIDYIGPLPS 
WKGQKFVLTVIDTYSRYRFAY 
PAHN ASA K.TTIHGLIECLIHCYG 
IPHSIASDQSIHF/TTKEVQ*WAH 
AHGIHWSYHVSHHPEAAGL 


6751 


37119 


A 


6801 


2 


739 


HKMGHAQQHSIIKWK*YICDW 
ARAGPKGTTVAPMASWGVLYD 
QLTEEEKTRAWFTDGSARYAG 
TTQKWTAAALQPLSRTSLKGS 
GEGKSSQWAELQAVHLVVHFS 
WKDKWPDVRLYIDSWAVANG 
LAGWSGTWKKHDWKIGDKEI 
WGRGMWMDLSEWPKPVKIFG 
SHVSAHQWVISAEEDFNNQVD 
KMTCSVDITQPLSPATPVITQW 
AHKQSGHGGRDGGYTWAQQH 
GLPLTKTGLAMATAECPI 


6752 


37120 


A 


6802 


1 


354 




6753 


37121 


A 


6803 


3 


592 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6754 


37122 


A 


6804 


126 


365 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


6755 


37123 


A 


6805 


1 


636 


MEFNDSMHNTFDHIWRTKEYD 
EAGWLLLSSLDKAMKENDELR 
DSNSQIQKQILSLQSSKIILNLTE 
GTVVTQLQNLNSVGIIGSQGGR 
GQVAALSLQRQGASFEWSPEQ 
EKALQQVQTAVQAALPLGPYD 
PSDPMVFEVSVADGNAVWSLW 
QAPIGELQWR TLEFWSKALPSS 
ADNYSPFGRQLLACYWALVET 
EHLTVDMQVT/M*PELPIM 


6756 


37124 


A 


6806 


1 


672 




6757 


37125 


A 


6807 


308 


470 




6758 - 


37126 


A 


6808 


I 


1908 




6759 


37127 


A 


6809 


1 


1218 


MGIIGSRGGRGQVAALKRQRQ 
VTKKAASFEWGPEEEKALQQV 
QAAVQAALPLGPYDPADP1VLE 
VSVADRGAVWSLWQVPIGESQ 
QRPLGFWSKALPSSADNDSPFE 
RQLLACYCAI.VETERLDMGHQ 
VTMRPEVLIINCVLSDPSSH/Q\G 
WRLCMDSATWTSTYQ/A*PGY 
GHC*VPNLPAAETNTDPSIWHH 
S/YG*LASYLV1G*LHWTSS1ME 
GAEVCPHWNRHLLRJ*VCLSCT 
QCFCED/SHPW1HE/ASYLPSWH 
ST*HCL*SRHSPYS*RSVAVGSC 
SWNSLVLPCSPSS* SSWINRMV 
EWPFEVTITMPTR*QYSAGLGK 
SSSEGCVCSESASNIWYCFSRSQ 
DSWVQESRGGSGSGTIHHHF** 
PTSKIFASCFLDIMFCWT*GCS/S 
* WRN A ATRRHNNNFI 


6760 


37128 


A 


6810 


901 


1 142 


GPEDLQGLFILSFQDPLL/SHPV 
CLEALAPFPSPPVVPISSFPPHVA 
GEFWLYPSGAA/RASSDAQSWT 
VIAVSPLRGLNSWG 


6761 


37129 


B 


6811 


1 


1452 




6762 


37130 


A 


6812 


122 


1838 




6763 


37131 


A 


6813 


101 


249 


MTHVTALRTSSNLMRN*RKVG 
EAKSQQEH*S*QACHLKSRMSS 
SRLWIN 


6764 


37132 


A 


6814 


1 


1074 




6765 


37133 


A 


6815 


310 


397 


LT1 WQDSNPGSCL*GCSVCAH A 
/CVGGQHMVCF*PSYSLYLKSE 
PKEGTGRNKDPDLNSQNRKGF 
LEQIHFQ 


6166 


37134 


A 


6816 


1 


583 
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NO? 10 


SEQ ID NO: 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6767 


37135 


A 


6817 


1 


486 




6768 


37136 


A 


6818 


2 


1001 




6769 


37137 


A 


6819 


1 


2307 




6770 


37138 


A 


6820 


3 


393 




6771 


37139 


A 


6821 


1 


1776 




6772 


37140 


A 


6822 


1 


1140 




6773 


37141 


A 


6823 


1 


558 




6774 


37142 


A 


6824 


2 


798 


PRVR1FFSITWYSLRVLTEISLW 
GGLI L V VIITIQ YDMTRTRNKY L 
HTNSLVALANMSAQFR\SLHQY 
A A\QR1 1 RLFSLLSKKHNKVLEQ 
ATQSLRGSLSSNDVPLPDYAQD 
LN VIEEVIRMM LAEIINSCLATNS 
LHHNPNLGITPWLLQ\RRSLWN 
NFR\THPSFQGINGKILIWVIF/LS 
/SRLQGLAGKLGAELSVERVLE1 
IKQGVR\SLPKDRLKKFPELKFK 
YVEEEQPEEFFIPYVWSLVYNF 
SSRPVLG1PQD1PAVSPWVSD 


6775 


37143 


A 


6825 


3 


206 


PSASRPAWHAPALHPSPVPARG 
WQPPTGLHPLREQRGLGQHM* 
QSSGQQPQGGVGPGSHFPGAL 
WAQL 


6776 


37144 


A 


6826 


200 


601 


EMGSCDQWQRPCVPWEAVVM 
PRDP/LKMALAVVWPKMKAPR 
VTK.RTP* LTSTHQLAG LTSS1SE 
SLA*MRHSPGKTKMKQAARPP 
MTEITLPMSGMKS/VQQQGEQE 
PDQRLQHSPPPLPPHVLLHWHP 
LVAQPQA 


6777 


37145 


B 


6827 


25 


1407 




6778 


37146 


A 


6828 


1786 


1795 


H C * LN ALPSG ETWG QKRGLPG 
TQLPLPL/VPLRAPKGRSPKGSK 
GPTHHTWALSSFSLTPSQVTVG 
TEDQATSASGRPWLRIGTGPGG 
GRVWAGRDS\RGVPALTVLHV 
LSSLGRETP*RPCLRGPTAPAGP 
K.RAPGKWLPWSQAPPCGCCPR 
*LSHVL*DRNRCAW*KGGGRG 
L/LRAPTPVPELAPHPCGPAPTL 
SKPLSSPNMPAQGLTQE*PGSV 
ANLPPYGPALLCLGRREWDER 
GQVG*VPTESEME*RRTEPLKT 
PGDCSAAASKIPSFFSNRTPFPPL 
CPHKNKLKGT 


6779 


37147 


A 


6829 


1 


311 




6780 


37148 


A 


6830 


1 


402 




6781 


37149 


A 


6831 


1 


750 




6782 


37150 


C 


6832 


130 


450 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6783 


37151 


A 


6833 


1 


875 


MRLLRLKLKVEQHVELYQKYS 
NNSWRYLSNRLLAPSDSPEWLS 
FDVTGVVRQW/VWSRGGEIEGF 
RLSAXHCSCDSRDNTLQ V DING F 
TTGRRGDLATIHGMNRPFLLFM 
ATPLERAQHLQSSRHRRALDTK 
YCFS\STEKNCCVRQLYIDFRKD 
LGWK\WIHE\PKGYHANFCLGP 
CPYIWSLDTQYSKVLALYNQH 
NPGASAAPCCVPQALEPLPIVY 
YVGRK.PKVEQLSNMIVRSCKC 
NLGPAPPRPAPAGPAPPRPAPV 
ALPMGAVFKDTRAPSPPGAPLK 
MERGKKKKKK 


6784 


37152 


B 


6834 


162 


635 




6785 


37153 


A 


6835 


2 


1846 




6786 


37154 


A 


6836 


322 


2104 




6787 


37155 


A 


6837 


1 


352 




6788 


37156 


B 


6838 


92 


1774 




6789 


37157 


A 


6839 


260 


1016 




6790 


37158 


A 


6840 


479 


1937 


DVEHVGKMRRRWRRRVVVAD 

GNVVKPMSCAGDLQ/PFTRVTV 

HWGKGNDQTFQDLLDTGSELT 

L1PGDPKRHCGPPVK1GAYGGQI 

ING VL AQ VQ LTV DA V G P WTHP 

VVIFPVPECIIG1DMLSSRQNPHT 

GSLTGRVWTIMVRKAKWKPLE 

LPLPRKIVNQKQYHIPEG1VEIS 

AT1KDLKDAGVV1PTTSPFNSPI 

WPVQKTDGSWRMTVGYCKLN 

QVVTPIAAAVPDVVSLLEQINT 

PPGTW Y A A 1 DL ANDF 


6791 


37159 


B 


6841 


20 


26 




6792 


37160 


B 


6842 


2 


207 




6793 


37161 


B 


6843 


187 


405 




6794 


37162 


A 


6844 


451 


770 


LFLFLLSSHPRRSSASWYRHRH 
PHHPSAARLPVADSASSSSSPSS 
SSPSPSSSSSSSSPPSSSSFVYPHC 
QPPAPHFPH * H SR* QGRLFHFLP 
LPQLPSSPLSPWW 


6795 


37163 


A 


6845 


1 


417 




6796 


37164 


A 


6846 


191 


314 




6797 


37165 


A 


6847 


129 


212 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6798 


37166 


A 


6848 




192 


CALNAGL/IGENEAKXRRSKVT 
QEADFPGSMDGASNFVRGDAI 
AG1LIMVINIVGGLLVGVLQHG 
MSMGHAAESYALLTIGDGLVA 
Q1PALVISTAAGV1VTRVSTDQD 
VGEQMVNQLFSNPSVMLLSAA 
VLGLLGLVPGMPSLVFLLFTAG 
LLGLAWWIRGREQKAPAEPKP 
VKMAENNTVVEATWNDVQLE 
DSLGMATGLLT*PIFRAQWTGQ 
VTLFAAMPSPGSSSWSLTLSAG 
CWSACCNMA 


6799 


37167 


D 


6849 


65 


1129 




6800 


37168 


B 


6850 


46 


1038 




6801 


37169 


A 


6851 


2 


413 


PSFQGPVSLPS1TVVSIDSQASKP 

LKTPQLWCQLRQYSFKHSFLV 

VPTCPVPLLG*DTLTKLSASLTI 

PGLQPHLIATHLNPQVEDTSIPS 

LATYHAPLTISLKPNHPYPSQC 

QYPIPQHALKGLK.PV1THLLQH 


6802 


37170 


C 


6852 


35 


346 




6803 


37171 


C 


6853 


239 


484 




6804 


37172 


A 


6854 


I 


1020 




6805 


37173 


A 


6855 


3 


131 




6806 


37174 


A 


6856 


1 


956 


MAGALPPASLPPCSLISDCCASN 
ERSSMGIGPSEPCAGYNLLVCR 
LTKKKR1RSTNKVWDYVKRPN 
LRIIGVPEEEENSKSCENILGEIIE 
ENFPSLATDLDIQIQEAQRTPQK 
FITERSLPRYIVIRLSKVKTKERI 
LRAVRQKHQ1FLTQRLKTNTAQ 
SPQKLPGPSQTLLVTLTRE1TIVP 
GLDFNPASHI1ADTTPDPHDC1S 
LIHLTFIQFPHISFFPVPHPDHTW 
FING SSTRPNRH SPAKAG Y A I V S 
STS1IEATTLPSSTTSQQAEFIAL 
TQAI.ILAKGLCIN1YADSKY/AF 
HILHHHA VI WA ERDTFTG 


6807 


37175 


A 


6857 




1269 




6808 


37176 


A 


6858 


1 


741 




6809 


37177 


B 


6859 


411 


1257 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6810 


37178 


A 


6860 


438 


3997 


SPLPHSTPISHPAACFKKIKACY 
HLPATAWPFKAYK.LSLQFPHFT 
CPKTRQGLQHNSHKNTRALPD 
YRLRL1SQTPIPSTKQQLLSFLG 
MVSKVRILTQELGPRPIAFLSKQ 
LDLTVLTQPSCLHAAAAAALIL 
LKALKITKYAQLTLYSSHNFQN 
LFSSSYLMH1LSAPWLLQLYSLF 
VESPTITIVPGTDFNPASHIILDT 
TPDPHDCISLIHLTFTPFPRISFFP 
VPHPNHIWFIDGSSTRPKCHSPA 
KAGY 


6811 


37179 


A 


6861 


245 


505 




6812 


37180 


A 


6862 


346 


522 


PAPEFWVHG*NVSPLSL*SKEQ 
EDRGFISQGRSPDLSHGTKFHV 
RPCEETTKQALCEQH 


6813 


37181 


A 


6863 




879 


SGDLPWEINPPSSYTLLCEKDPP 

T FSGPQTNQPKKHALTNFKSETK 

ETRFI RG PTTPAP VTD WEG SLPL 

VFNHSRDTSLI1HPGFRGVRPRR 

DACLGPSPLAASPTFLGKGPAA 

PRQTELGPNSSSASAPPPYNPFI 

ASPPHTWSGLQFPSMTSPPPPA 

QQFTLKKVA G A KG 1 V K.DLINLT 

FKVYNNRKKLQFLASTVRQTP 

ATSPAHKNFQTPELQQPGVPPE 

PPPRGACYKFQKSGHRAKECLQ 

PRIPPKPHP1CVGPHWKSDCPTH 

LAATPRAPGTLAQGSLTPSQIFL 


6814 


37182 


A 


6864 


143 


331 


DTSTPSLVTDHASLT1SLKPNHF 
YPD*CQ Y PIPQH ALKG LKP VITC 
LLQHGLLKPINSPYPRA 


6815 


37183 


A 


6865 


1 


783 




6816 


37184 


A 


6866 


32 


415 


WRHALKGLKPVITRLLQHGLL 
RPINSPYNSPFLLVLEPDKPYRK 
RK*1SPPNRHILASVEVLKNQVN 
SHEFERSALIHTLTSGLAPCSLH 
KMCSKLPRSFLSVGSGTGKEAR 
SKILTFRTASRHLVL 
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SEQID 

NO: 


SEQID NO: 

sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6817 


37185 


A 


6867 


1 


1374 


MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMA1LPK 

VI Y RFN A 1 PI K.LPMTFFTELEKTT 

LKFIWNQKRAR1AKSILSQKNK 

AGGITLPDFKLYYKPTETKTAW 

YWYLNRDIDQWNRTEPSEITPH 

TYNYLIFDKPEKNKQWGKDSL 

FNK.WCWENWLAICRKLKLDPF 

FTPYTKIN SRWIKDLN VRPETIK 

TLEENLG1T1QD1GVGKDFMSKT 

PKAMATKDK.TGK.WDLIKLKSF 

CT AKETT1 R VNRQRV A A L LN S A 

V FQN A VE V VV WPSSE VHVKFL 

FCKJISCAGQKQPIKFDGSSSLS 

GVATAMMSATIAHLKR1KACY 

RSPVTAWTFKAYKLSLQFPHFT 

CPKTGQALQ*HT*KGLKPVIAH 

LLQHGLLKP1NSPYNSLILPVQK 

PDKPYRKLESFTSKA1KWHQIPS 

\PGKHLC**GS*RSPVTAWTFKA 

YKLSLQFPHFTCPKTGQALQEA 

GV1HFKGHQMASDPITQGNTYA 

NK.VAKEAASVLTSVPHGQFFSF 

SSVTPTYFPTEIDFTYMPQVRKL 

KHLMV 


6818 


37186 


A 


6868 


122 


281 




6819 


37187 


A 


6869 


2 


2144 




6820 


37188 


A 


6870 


224 


418 


LSQWRHALKGLKSVITRLL*HG 
L LKPIN SP YN SP1 VP VLKPDKTY 
RKVESFTAKTIKRCQ1PLL 


6821 


37189 


A 


6871 


5 


289 




6822 


37190 


A 


6872 




2205 




6823 


37191 


C 


6873 




2082 




6824 


37192 


B 


6874 




1614 




6825 


37193 


A 


6875 




2067 




6826 


37194 


A 


6876 




1152 




6827 


37195 


A 


6877 




798 




6828 


37196 


C 


6878 


488 


788 




6829 


37197 


A 


6879 


90 


765 


NTVFGLVVLPLELKLRIFRLLD 

VRSVLSLSAVCRDLFTASNDPL 

LWRFLYLRDFRGDFRND1YSWT 

TKDFEYYINLVDKTEARFEKVD 

SDFESFTVGKMPSNSIACTEKSF 

MKGRVSQCDKKPVITRLLQHG 

LLKPINSPYNSPILPVLKPDKPY 

KL VQDLHR1NQIVLPI H PCGAQP 

HTLFCPQYLPPQLTIPVPDLKDA 

FFTIPLQPSSQ\PLFAFT*TDPDT 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ 10 NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6830 


37198 


A 


6880 


1824 


2286 


PRVLRPNSPRN1SPISNRIFSD*R 
CP1ASEASWT1TDALG/RLLQWR 
HGLLNP1NSPYNSPILPVQKPDK 
PYRLVQALLSLPQLPLFLAWTSI 
WPPTLFRITLLNPMTVSL*ST*H 
SLHFPMFPSFLFLTLITLGLLMA 
VPLGLIATHQQRRAML 


6831 


37199 


A 


6881 


930 


1289 


LSQWTDGLLKPMNSPYNSPILP 
VLKPDKPYK\*VQDLRLINQIVL 
P1HPVV\PNPYTLLSSIPPSTTHY 
SVLDLKLAFFT1PLHPSSQPFFAF 
TWTDPDTHQAQQIT*AVLPQSF 
SDSPHE 


6832 


37200 


A 


6882 


2 


196 


IHGCKFIQCKRILSNFTEVADHV 
HDQIRL*TGIRLLTQPQPRLSCR 
HQVAQHSVCRYLCQLPLL 


6833 


37201 


A 


6883 


2 


1441 


LNQEEGESLNRP1TGSEIEAIINS 
LPTK.KSPGPDGITAEFYQRYKE 
ELVPFLVKLFQSTEKEGILPNSF 
YEASIIL1PKPGRDTTKKENFRPI 
SLMNIDAKILNK1LANRIQQHIK 
KLIFTNGQH 1MRTNDKSHIIISIDA 
EKTFGK.IQQPFMLKTLNKLGID 
GTYLK.IIRAIYDKPTANIILTGQ 
KLEAFPMKTGTREGCPLSPLLF 
N1VLEVLARAIRQEKEIKG1QLG 
KEEVKLSLFADDMIVYLENP1V 
SAQNLLRLISTFSKVSGYKINVQ 
KSQAFLYTNNRQTESQILSELPF 
TIASKRJKYLGIQLTRDVKDLFK 
ENYKALLNEIKEDINKWKNIPC 
SWVGRJNIVKMAILPKVIYRFN 
A1PIKLPMTFFTELEKTTLKFIW 
NQKSARIAKSILSQKNKAGGIM 
LPDFKLYYKATVTKTAWYWY 
QNRDIDQWNTTEPSEIMLHIYN 
Y/L I FN KPEKNKKWGKDSLFNK 
WCWENWL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6834 


37202 


A 


6884 


69 


2415 


DKTSRGTI RQQRLRFTN I RCSAA 

TAADIQANRVWRGPPANSNRP 

AAXRVLTVRRKTNKQKGHPHQ 

KPICTSPSSNTKE1QTT1REYYKH 

LYANK.LENAEERDKFLN1YTLP 

RLNQKEVESLNRP1TGSE1EAIIK 

SLPTKKSPGPDGFTAK.FYQRYK 

EELVPFLLK.LFQSIEKEGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLMNIDAR1LNKILANLIQQHIK 

KLIHHDQVGFIPGMQGWFNICK 

SINIlQHNfNRTKDKNHMlISIDA 

EKPFDKIQQPFMLKTLNKLDID 

GTYLKIVRAKYDKPTANIILNG 

QKLEAFPLK.TGTRQGCPLSPLL 

FNIVLEVLAREIRQEKEIKGIQL 

GKEEVKLSLFVDDMIIYLENPIV 

SAQNLLKLISNFSK.VSGYKISVQ 

KSQAFLYTNNRQTESQTMSELP 

FT1ASKRJKYLG1QLTRDVKDRF 

KENYKSLLSE1KEDTNKWKNIP 

CSWVGRINIVKMAILPKVIYRF 

N A I P 1 KL PMTFFTELEKTTL KFI R 

NQKRAR1AKSILSQKNKAGG1T 

LLDFK L Y Y (CAT VTKTA WYWY 

QNRHVDQWNRTEPSEIMLHIY 

NYLIFEKPDINK.QWGKDSLFNK 

WCWENWLAICRK.LKLDPFLTS 

YTK1NSRWIKDLNVRPKT1KTLE 

exit r > Mxir^r*ir^A/ir^k' r*CN/tcvnri>v 

AMATKAKLDKWDLIKLKSFCT 
AK ETT1 R VN RQPTG WE KI F AT Y 


6835 


37203 


A 


6885 


1 


2358 




6836 


37204 


B 


6886 


1 


1443 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
endnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6837 


37205 


A 


6887 


452 


2913 


KMGLAREWILRFLVLILQEIRS 

MRQKENKD1QDLNSALHQADL 

1D1YRTLHPKSTEYTFFSAPHCI/ 

RTYSK1DHTLGSKALLSKCKITE 

IITDSQTTVLSELRIKKLTQYNRS 

AT WKLN/M LLN D Y WVHNEMK 

AEIKMFFETNENKDTTYQNLW 

DTFKAVCRGKFIALNAHKRKQ 

ERSK.1DTLMSQLKELEKQEQTH 

SKVSRRPIPSSEIEAIINSLPTKKS 

PGPDGFTAEFYQRYKEELVPFL 

LKLFQSIEKEGILPNSFYEAS1ILI 

PKPGRDTTEKENFRPISLMNIDA 

KILNKILANRIQQH1KKLLHHDQ 

VGF1PGMQGWFNICKSINVIQHI 

NRTSDKNHTI1S1DAEKAFNKIQ 

QLFM LKTLNKLGTNGM YLKI V 

RA IYDK.PT ANIILNGQKLEAFPL 

KTGTRQGCPLSPLLFNIVLEVLA 

RAIRQEKEIQGIQLGKEEVKLSL 

FADDMI VYLEN PI VSAQNLLK.LI 

SNFSKVSGYK INLQKSQAFLYT 

NNRQTESQIMSELPFTTASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NE1KEDTNKWRNIPCSWVGRIN 

IVKMAILPKVTYRFNAIPIKLPM 

TFFTELEKT1LKFRWNQKRAHI 

A KTI LSQKNKAG G 1 RLPDFKLF 

YKATVTKTARYWYENRD1DQ 

WNRTEPLEIMPHI YNHL1FDKPD 

KNKQWGKDSLFNKWCWENWL 

AICRKLKLDPFLTSYTKINSRW1 


6838 


37206 


A 


6888 


1 


1677 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6839 


37207 


A 


6889 


2 


2400 


SMRQKENKDIQDLNSALHQAD 

L1DIYRTLHPKSTEYTFFSAPHCI 

/RTYSKIDHTLGSKALLSKCKIT 

EIITDSQTTVLSELRIKKLTGANR 

S ATWKLN/MLLN DYWVHN EM 

KAE1KMFFETNENKDTTYQNL 

WDTFK.AVCRGKFIALNAHKRK 

QERSKIDTLMSQLKELEKQEQT 

HSKVSRRPIPSSEIEAIINSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEASII 

LIPKPGRDTTEKENFRPISLMNI 

DAK1LNKILANRJQQHIKKLLIII 1 

DQVGFIPGMQGWFNICKSINVI 

QH INRTSDKN H TI I S1DAEKA FN 

KIQQLFMLKTLNKLGTNGMYL 

KIVRAIYDKPTANIILNGQKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARA1RQEKEIQG1QLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKL1SNFSKVSGYKINLQKSQA 

FLYTNN RQTESQIMSELPFTTA S 

KR1KYLG1QLTRDVKDLFKENY 

KPLLNE1KEDTNKWRNIPCSWV 

GRJN1VKMAILPKVTYRFNAIPI 

KLPMTFFTELEK.TILKFRWNQK. 

RAHIAKTILSQKNKAGG1RLPDF 

KLF YKATVTKTA R YWY EN RD1 

DQWNRTEPLE1MPH1YNHL1FD 

K.r UK. IN K.l^WtjrvDbLr NNWLWb 

NWLAICRKLKLDPFLTSYTKIN 
SRWI E D LN VRPKT1 ETLEEN LG 


6840 


37208 


A 


6890 


1 


1515 




6841 


37209 


A 


6891 


1 


1428 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


6842 


37210 


A 


6892 


150 


1920 


NYQCREVLKGPDGAENHGTRT 

T*RMHK.\LSSQFSQLEERVSGM 

EDQTNETKDTHRLKIKGWRKIY 

QANGKQKKAEAAILVLDKTDF 

KPTKIK.GDKQGHYIMVKGSJQQ 

GQLTILN1YAPNTGASRLIKQVL 

RDLQRDLDSHTIIMGDFNTRLS 

TLDRSTRQRLNKDIQELNSALH 

QVDL1DIYRILHTKSTEYTFFSA 

PHHTYSKIDHTVGSKALLSKGK 

RTEIITNRLSDHSAIKLELRIKEL 

TQNRSTTWK.LNNLLLNDYWNL 

WDTFKAVCRGKFIALNIQK.RK 

QERSKIDTLTSQFKELEKQEQT 

HSKASRRQEITKIRAELKERETQ 

KSLQKISESRSWFFEKINMDTP 

LARLIKKKREKNQIDTIKNDKG 

DITTDPTEIQTTIRQYYKHLYAN 

KQENLEEMNKFLDTYTLPRLN 

WEEAESLNRPITGSEFEA1INSLP 

IKKSPGPDGFTAKFYQSYK.EEL 

VPFLLKLFQSIEKEGILPNSFYE 

ASIILIPKPGRDTTKKDNFRPISL 

MN1DAK1LNKILANKIQQHSKK 

LIHHNQVGFIPGMQGWFNTCKS 

IN11QHINRTKDKNHMIISIDAEK 

AFDK.IQQPSC 


6843 


37211 


A 


6893 


1 


1797 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6844 


37212 


A 


6894 


2 


1880 


APNTGAPRF1KQVLSDLQRDLD 

SHTIIMGDFNTPLSTLDRSMRQ 

KVNKDIQELNSALHQADLIDIY 

RTLHPKSTEYTFFSATHHTYSKI 

DH1VGSKALLSKCKRTEIITNCL 

SDHSAIKLELRIKKLTENRSTTW 

KLNNLLLNDYWVHNEMKAEIK 

MVFETNDTLPRLNQEEVESLNR 

PKTGSEIEAIINSLPTKK.SPGPDG 

FTAEFYQRYKEELVPFLLKLFQ 

S1EK.ERILPNSFYEASIILIPKPGR 

DTTKK/EENFRPISLMNIDAKIL 

NK1LANRIQQHIKKLIHHDQLGF 

IPGMQGWFN1CKSMNVIQHINS 

PKDKNHMIISVDAEKAFDKIQQ 

PFMLKTLNKLG1DGTYLKIIRAI 

YDKPTASIILNGQKLEAFTLK.TG 

TRQGCPLSPLLFNIVLEVLARAI 

RQEKE1KGIQLGKEEVKLSLFA 

DDM1VYLENPIISAQNLLKLIGN 

FSKVSGYTINVQKSQAFLYTNN 

RQTESQ1MSELPFTIASKRIKYL 

GIQLTRDVK.DFFKENYKPLLNE 

IKEDKNKWKNIPCSWVGRINIV 

KMAIPPKVIYRFNAIP1KLPMTF 

FGM1FLSQKYGHVTLLFRLLQW 

LLNVARNNNKVFYK1YKVGHK 

LSSAYVLCLTCSHFSVSFL 


6845 


37213 


B 


6895 


13 


1506 




6846 


37214 


A 


6896 


1 


6635 


MTPESRDTTDLSPGGTQEMEGI 

VIVKVEEEDEEDHFQKERNKVE 

SSPQVLSRSTTMNERALLSSYL 

VAYRVAKEKMAHTAAEKIILP 

ACMDMVRT1FDDKSADKLRT1P 

LSDNTISRRICTIAKHLEAMLIT 

RLQSGIDFA1QLDESTD1ASCPTL 

LVYVRYIPLKLRLGGLLQPEKPI 

VLKVESRDGTIQYNSQQHINLS 

AAWLKTAVQGREAPGKQPSKQ 

QHSAKRKTHRTQLKKESGDGP 

HPKFGGGNLASP 


6847 


37215 


B 


6897 


1 


3045 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cotlon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6848 


37216 


A 


6898 




2764 


MARELHDKCTSFSSRFDQLEES 

LSAMEDQMNEMMREEK.FREK 

RRKRNEQSLQEIWDYVK.RPNL 

HLIGVPESDRENGPK.LENTLQDI 

IQENFPNLARQGNIQIQEIQRMP 

QRYSSRRATPRHUVRFTKVEM 

KEKMLRAAREKEIQTTIREYYK 

HFYANELENLEEMDKFFETYTL 

PRLNQEEVESLNRPITGSAIEAII 

NSLPTKKSPGPDGFTAEFYQRY 

KEELVPFLLKLFQSIEKEG1LPNS 

FHEASI1L1P 


6849 


37217 


B 


6899 




3549 




6850 


37218 


A 


6900 


387 


541 




6851 


37219 


A 


6901 




545 




6852 


37220 


A 


6902 


71 


370 


RRCKVRPSARG VLRY A VCVC V 
CVCVYPCVHVCTCVRMCLCVC 
VCVCE/CSVEIHCGGQGCARCIC 
LQPQEGGCTEQAVALHCAAQL 
WRNRLKLMKQPVARV 


6853 


37221 


A 


6904 


1 


738 




6854 


37222 


A 


6905 




567 




6855 


37223 


A 


6906 




1416 




6856 


37224 


A 


6907 


3 


1267 




6857 


37225 


A 


6908 




552 


NALPGRKSRVFSGCVSADTWK 
PPSSAKVTETKGASPAFLRAGQ 
PRLVPGETLEKSLGPGKDPQVE 
PQHPVHLPGISSEGFPWDGFNE 
QTPKD\LPNRDGG A WV LG YRA 
GPACPFLLHEEREKSNRSELYL 
DLH PDH SLTEQDDRTPGRLQA 
VWPPPKTKDTEEKVGLKYTEA 
EYQAA1LHLKRE 


6858 


37226 


A 


6909 




561 




6859 


37227 


A 


6910 


219 


1343 


RRLCHTQPTLGMRERSELVNV 

CVHSVFSLPSVQAMQEKDEAK 

AETIQALYHQTLEALQTLLKAL 

FIEDPTPAGLKSILEALGPWMNS 

GKAHERARAVNTNVSVLNHM 

LLTLPFFMPLGFPALGLLLGRLI 

LHIGDPDEEIGCEALDG11ILYTI 

LELQKRARDKEETNKKELYES 

NKHFLGPYNPVSPCQNILRVIEE 

FGDFLGPQQ1KDLLLAALEGLK 

GSSEAPGKDSREMMQLASEVM 

LSSVLEWYRHRALEVIPEIMQGI 

YMQLSHIQEPRARQVALLPVSL 

LASSFMTEVVVALLMCPLPLNR 

QPAACASSCPSTAAWAV*GAST 

LSCSWPCSFRSITTSASTCLAAW 

LLPRTPRRVHSPLPSYLCAGW 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


6860 


37228 


A 


691 1 




730 




6861 


37229 


A 


6912 


2 


1218 


ERKCMQGKYAGAMESEPCVCT 

EADFDCDYGYERHSNGQCLPA 

FWFNPSSLSKDCSLGQSYLNST 

GYRKVVSNNCTDGVREQYTAK 

PQK.CPGKAPRGLRWVTADGKL 

TA\EQG HNVTLMVQLEEGDVQ 

RTLIQVDFGDGIAVSYVNLSSM 

EDGIK.HVYQNVGIFRVTVQALV 

RLPPH1SQCDEVFRFFEARPEDV 

NPPKDQALLLGELGPAVELCLK 

EERFADAIILAQAGGTDLLKQT 

QERYLAKKKTK1SSLLACVVQK 

NWKDVVCTCSLKNWREALAL 

LLTYSGTEKPPELCDMLGTRME 

QEGSRALTSEARLCYVCSGSVE 

RLVECWAKCHQALSPMALQD 

MHVISTDENQVFAAVQEWNQN 

DTYNLYISDTRGVYFTLALENV 

QSSRGPEGNIMIDLYEVT1 


6862 


37230 


A 


6913 


1 


1659 




6863 


37231 


A 


6914 


540 


824 


KPRLENYVKNAEASGADA1NW 
KKGY/LVMEDEMNEMKREGKF 
REKRI KRN EQSLQE1 WD YVKDQ 
IYVRLVYLK.VTGRMEPSWKTL 
CR1LSRRTSP1 


6864 


37232 


A 


6915 


1 


939 




6865 


37233 


A 


6916 


285 


458 


QVFSQLEGR1ALGKFQRPSSLPT 
GKWTQRCWWGAQWE*D*LFG 
LHGWWVRPVIAGFP 


6866 


37234 


A 


6917 


32 


171 




6867 


37235 


A 


6918 


294 


461 




6868 


37236 


A 


6919 


2 


255 


L1PCPA rVNNVSDIMGMYMKE 
CSASLITREMQIRTTIMRHHLTS 
IGTEMIRK7SKNNECWSGRECQ 
TVGAGQCVRAPCASRSRARH 


6869 


37237 


A 


6920 


2 


393 




6870 


37238 


B 


6921 


87 


633 




6871 


37239 


A 


6922 


78 


260 


TQYLRWKCRNHRLLRRSCWEL 
♦TRAVPIRPSWLQNRYQGTSRF 
CVCFEESSGTPSTQLEI 


6872 


37240 


A 


6923 


1 


369 


FVLHEKCLGPFIWTGNTNVEM 

VKKICAPT*TKHVVW*LES*M 

WEEPRWPMGKAPVYSSQREQR 

RRRVISAFPSEGVLPSTFKNKKF 

TVKQPQVGRSVGIPEEGIVI1GD 

GQLQGCLLPLKTF 


6873 


37241 


A 


6924 




201 


LKEMQINTTMRYHS\TPSRTS*\I 
KKTDNNKFWMRMTEKLETSY 
CWWECETMQPRWKVSLQYLL 
PLI 



796 
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SEQ ID NO: 




SEQ ID NO: 




Nucleotide location of last 




NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


6874 


37242 


A 


6925 


1 


2064 




6875 


37243 


A 


6926 


95 


752 




6876 


37244 


A 


6927 


2237 


5072 


RAKSPANI1MTGSNSHITILTLN 














VNGLNSPIKRHRLASW1KSQDP 














SVCCIQETHLMCRDTHRLKIKG 














WRK1YQANGKQKKAGVAILVS 














DKTDFKPTKIKRDKEGHYMMV 














KGSIQQEELTILNMYAPNTGAP 














RFIKQVLSDLQRDLDSHTL1MG 














DFNTPLSTLDRSTRQKVNKJDTQ 














ELNSALHQADLIDIYRTLHPKST 














EYTFFSAPHHSYSK.1DHILGSEA 














LLSKCKRTEIITNYLSDHSAIKL 














ELRIK.NLTQSR 


6877 


37245 


A 


6928 


3 


331 




6878 


37246 


A 


6929 


364 


853 




6879 


37247 


A 


6930 


2 


531 


RPRVRELVGGSAIQALKEWNTT 














GKLRINH* KRCG STQHHGSKY A 














TDKEERPDUCPLQPQPPQIQNG 














PMNGCEKDSSSTDSAN EKPALI 














PREKKISILEEPSKALRGVTGPNI 














EKSAKDLQRCTVSLTRYRVMIK 














EEVDSSVK.K1TAAFAELHNCIID 














KE A SLM A EM GTVNEQ A M RC. 


6880 


37248 


A 


693! 


1 


456 


1SILEEPSKALRGWTEGNRLLQ 














QKLSLDGNPKP1 HGTTERSDGL 














QWSAEQPCNPSKPKAKTSPVKS 














NTPAAHLEIKPDELAKKRGPN1 














EKSVKDLQRCTVSLTRYRVM1K 














GEVDSSVKN1KAACAEFPIC1ID 














KEVSLMAEM\DKVKGRKPW 


6881 


37249 


A 


6932 


333 


964 




6882 


37250 


A 


6933 


240 


691 




6883 


37251 


A 


6934 


1 


2076 




6884 


37252 


A 


6935 


14 


485 


RRSLESV LSRKLNPF* KATGTSR 














SESAVWAIIDAVSSPQK.RLLDSE 














F1DPLMNKKARISHLTNRVPPTL 














NGHLNPTSEKSAAGLPLPPAAA 














AIPTPPPLPSTYLPISHPPQIADS 














HSPAAPVQGIQPFLTADQYWLE 














NRYPSQHLSRVTASRARHQT 


6885 


37253 


A 


6936 


1 


643 




6886 


37254 


B 


6937 


1 


408 




6887 


37255 


A 


6938 


2 


197 




6888 


37256 










CLWLFQEEEEEEEEEEEED*EEE 














EEE/EEEEEEEEEEEEEEEEEEEE 














FLGHRVG1 


6889 


37257 


A 


6940 


117 


257 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6890 


37258 


A 


6941 


46 


219 


LKECNCIVCNSKNKCLKG*KKK 
EEEEEEEEEEEEEEEE\EEEEEEE 
EEEEEEEEEEEGRRGRGRGRRR 
RRRRRRKKK 


6891 


37259 


A 


6942 


1 


1314 


MVSRIWSWISEAQCPLCRPSGT 
YGPGEAALLLWLC1EAAAAAA 
AARSTTTPIITNHQSNTIAEQNP 
PRHENGDPKTYIIHVLAEQVLE 
RLPHGVALRHDPLAPVVSRAG 
GVGHQRCAADDALQPLLQGRP 
EPGLAERHGVQDNLILKVSHTH 
TQKSAEKRAVSDPSSTVHRPQP 
LPPSTVHQSTIPSNPDSSSAYCL 
PSTRHGFSSYTDSFVPPSGPSNP 
MNPTIGNGLSPQRVHYQHLPTII 
AGGKRNAALEYGVPRKYYHM 
LK1TASDYEKTKPFQVGDKVM 
GSGWRKVGMQT*FL*LKKEEE 
EEREEEE\EEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEENSLSLTE 


6892 


37260 


A 


6943 


1 


160 




6893 


37261 


A 


6944 


1 


306 




6894 


37262 


A 


6945 


1 


933 


MWLARELEESLAVSLQGEPGL 
LAGAGRLQGSPFSHPMEPGRQS 
ETLSQKKKKKEEEEEEEEEEEE 

EEEEEEEEEEEEEGEEEEGEEEE 
DQLDTMWGTHQQTSPTQRSAR 
RRPCSVQGPRS*SPFSIIPMEPGR 
QSETLSQKKKKKEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEGEEEEGEE 
EEDQLDTMLWDSSTNLTNTAL 
SKEKTMFSSRAKIVKPNGEKPD 
EFESG1SQALLELEMNLDLKAQ 
LWELNITAAKE1EVGGGRKAIII 
FVPVPQLKSFQKTQVQLRRILP 
JCPTQKSCTNNKQKLPRSCTLTA 
VHDAILEDLVFPSEIVGKRIHVK 
LDGSHLIKIHLDEAQQNNVEHK 
VEPFSGVYKK.LMGKDVNFEFP 
















6896 


37264 


A 


6947. 


416 


610 


EFKKPVLEGG A* RGEGGSPC V 
WSFFDPVHFNYQAGLFRVALP 
GEQCRTGRLVARVYTG1SGASF 


6897 


37265 


A 


6948 


1 


846 
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SEQID 
NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. \=possible nucleotide insertion) 


6898 


37266 


A 


6949 




620 


HVTLL1VVTQSHLVIHNLFEGMI 
WFIVPISCVICNDIMAYMFGFFF 
GRTPLIKLSPKKTWEGFIGGFFA 
TVGFGLLLSYVMSGYRCFVCP 
VEYNNDTNSFTVDCEPSDLFRL 
QEYNIPGVIQSA\IGW\K.TVRMY 
P\FQIHSIA\LSTFASLIGPFGGFF 
ASGFKRAFKIKDFANTIPGHGGI 
M DRFDCQ YLM ATFVN V YI AC V 
LRPL 


6899 


37267 


A 


6950 


50 


554 




6900 


37268 


B 


6951 


446 


625 




6901 


37269 


A 


6952 


1 


2149 




6902 


37270 


A 


6953 


1 


1704 




6903 


37271 


A 


6954 


1 


1853 




6904 


37272 


A 


6955 




1305 


MVKGSIPQEELT1LNIYALNTGA 

PRF1KQVLRDLQRDLDSHTIIMG 

DFNTPLSTSDRSTRQKVNKDIQ 

ELNSALHQAD1IDIYRTLHPKST 

EYTFFSAPHHTYSKIDHIVGSKA 

LLSKCQR1EIITNCLSDYSAIKLE 

LR1QKLTQNCSTIWKLNNLLLN 

DYWVHKEMKAEIKMFFETNEN 

KDTTYHHLWDTFKAVCRGKFI 

ALNAHKRKQERFEMDTLTSQL 

KELKKQEQTHSKASRRQEITKI 

RAERKEIETQKTLQK1NESGSW 

FVEK1NKIDRPLARL1KKKREK.N 

QIDA1KNDKGVITTDPTEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DT YN LRRLNQGE V E SLNRP1TG 

SEIEAIINSLP/TKKSPGPNGFTA 

KF*QEELTILNIYALNTGAPRFI 

KQVLRDLQRDLDSHTIIMGDFN 

TPLSTSDRSTRQKVNKDIQELN 

SALHQADIIDIYRTLHPKSTEYT 

FFSAPHHTYSKIDHIVGSKALLS 

KCQRIEIITNCLSDYSAIKLELRI 

QKLTQNC STI WKLNNLLLND Y 

WVHKEMKAEI1CMFFETNEN1CD 

TTYHHLWDTFKAVCRGKFIAL 

NAHKRKQERFEMDTLTSQLKE 

LKKQEQTHSKASRRQEITK1RA 

ERKEIETQKTLQKJNESGSWFV 

EKINKIDRPLARLIKKKREKNQI 

DAIKNDKGV1TTDPTE1QTTIRE 

YYKHLYANKLENLEEMDKFLD 


6905 


37273 


A 


6956 


1 


1926 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6906 


37274 


A 


6957 


2 


1025 


WRR1YQANGK*KNK7QKKAGV 

VILVSDKTDFKPTK1K.RDKEGH 

YIMVKGSIQQEELTVLNIYAPN 

TGAPRFMKQVLRDLQRDLDPH 

TTIMGDFNTPLSTLDRSARQKV 

N K.DIQELN SALHQADLINI YRIL 

HPKSTEYTF1SAPHRTYSKIDHI 

VGRKALLRKYKRTEIITDCLSD 

HSAIKLELRIKKLTQNSSTTWK 

LNNLL LND Y WI UNKTK AEIKM 

CFETSENKDTTYQNLWDTCKA 

VCREKFIALNAHKRKQERSK1D 

TLTSQLKE/LEKQEQTHSKASRR 

YNL EEM DK YLDTYTLPRLNQEE 

FESLNRP1TGSEI EAI INSLPTKKS 

SGPDGFTAKFYQ 


6907 


37275 


A 


6958 


1 


1661 




6908 


37276 


A 


6959 


2 


1632 


WRK1YQANGK/HKKAGVAIRV 
SDKTDFK.PTK1KRDKEGHYLM 
VKGSIQQEELT1LNIYATNTGAP 
GFIKQVLSDLQRDLDSHTIIMED 
FNTPLSTLDISMRQKVNKDTQE 
LNSALHQEDLIDIYRTLHPKSTE 
YTFFSAPHHTYSKIDHILGSKAL 
LSKCKRTEIITNYLSDHSAIKLE 
LRI KN LTQSRSTT WKLNNLLLN 
D Y WVHKEMKAD1 KMFFETNES 
KDTTYQNLWDAFKAEELESLN 
RPITASE1VAIINSLPSKKSPGPD 
GFTAKFYQRYKEELVPFLLKLF 
QS1EKEGILPNSFDEAS1ILIPKLG 
RDTTKKENFRPISLMNIDAK.ILN 
KILANQIQQHIKKLIHHDQVGF1 
PGMQGWFNIHKS1NVIQHINRT 
KDKNHMIISIDAEKAFDKIQQSF 
MLKTRNKLGIDGTYLKI1RAIYD 
KPTAN11LNGQKLEAFPLKTGTR 
QGCPLSPLLFN1VLEVLARAIRQ 
EKEIKGIQLGKEDVKLSLFADD 
MIVYLENPIVSAPNPLKLISNFS 
KVSGYKINVQKSQAFLYTNNR 


6909 


37277 


A 


6960 


1 


2169 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 


6910 


37278 


A 


6961 


2 


1255 


EGK.FRENRIKRNEQSLQEIWDY 
VKRTNLRLIGVPESDWENGTKE 
ENTLQDIIQENFPNLAR*AK.IQRI 
RSQDPSTHLTSRDTHRLKIKGW 
RKIYQANGKQKKAAVT1LVSD 
KTNFKPTKIKRDNEGHY1MVKG 
SNQQEELTILNIYAPNTGAPRFI 
KQ V LRDLQRDLDSHTIITGDINI 
PLSTLDRSTKQKVNKDTQELNS 
ALHQVDLIDIYRTLHPKS1EYTF 
FSAPHHTYSKVDHILGSKALLS 
KCER1EIITNCLSDHSAIKLELRI 
KN LTQNHS1TWKLNNLFLNDY 
WVHN EMKAEIKMFFETSENKD 
TTYQNLWDAFKAVCRGKFIAL 
NAHKRKQERSKIYTLTSQLKEL 
EKQEQTHSKASRRQEIIKIRAEL 
KE1ETQKTLQKLNESISHQLEW 
QSLKSQKTTGAGEDVEK 


6911 


37279 


A 


6962 


1 


1122 




6912 


37280 


A 


6963 


551 


1536 


EILSPPGLPYKSS*KKH*TWKGT 
TGTSCC/1NHAK1VTHRLKIKGW 
RKIYQANGKQKKAGVANLVSD 
KTDFKPTK1KRDKEGHYIMVKG 
SIQQEELTTLNIYAPNTGAPRFI 
KQVLSDLQRDLDSHTLIMGDFN 
TPLLTLDRSTRQK.VNKDTQELN 
SALHQADL1DIYRTLHPKSTEYT 
FFSAPHH1YSKTDH1LGSKALLS 
KCKRTEI1TNYLSDHSA1KLELR1 
KNLTKNRSTTWKLNNLLLNDY 
WVHN EMKAEMKMFFETNENK 
DTTYQNLWDTFKAMCRGKFIA 
VNAHKRKQERSKIDTLTSQLKE 
LEKQEQTH SK A SRRQE1TKJ 


6913 


37281 


B ... 


6964 


28 


1209 




6914 


37282 


A 


6965 


1 


1284 




6915 


37283 


D 


6966 




9^r 












Th 






6917 


37285 


A 


6968 


3 


1162 




6918 


37286 


A 


6969 


1 


1364 




6919 


37287 


A 


6970 


1 


1003 




6920 


37288 


B 


6971 


1 


1129 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6921 


37289 


A 


6972 


1 


1917 


MVKGS1QQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

G DFNTPLSTLDRSTRQK VN K.DT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSAIK. 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

F1PLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHS1CASRRQE1TK.IR 

AELKEIETQKTLQKINESRSWFF 

ERINKIDRLLARLIKKKREKNQ1 

DA1KNDKGDITTDPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVA11NSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

G1LPNSFYEASIIL1PKPGRDTTK 

KENFRPISLMN1DAKILNKKLA 

KR1QQH1KKLIHHDQVGF1PGM 

QGWFNIRKSINV1QHINRAKDK 

N H Ml IS1DAEKAFDKIQQPFMLK 

TLNKUGIKYLGIHLTRDVKDLF 

KENYKPLLKE1KEDTNKWKN1P 

CSWVGRIN1VKMA1LPKMCL*R 

RWTPLCLLTAAASLNRE*ERLV 

QPLLWRQMYCGPRHCRQVPQH 

RRLNWSPSLRLS 


6922 


37290 


A 


6973 


1 


2673 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


6923 


37291 


A 


6974 


261 


2667 


TWCSGRYMVGCR/DWHLLLV/ 

KGLRKLTIVAEGEGGAGMSLG 

ESGNKIKRDKEGHY1MVNGS1Q 

QEELTILNIYAPNTGAPRFIKQV 

LRDLQRDLDSHTI1MRDFNTPLS 

ALERSTREKVNKDIQELNSALH 

QADLVD1YRTLHPKSTEYTFFS 

APHRTYSMDHIVGSKALLSNC 

KRTEIITKCLSDHSTIKLELRJKK 

LTQNRSTTWKLNNLLLNDYWV 

HN EMKAEIKM FFETIEN KDTTY 

QNLWDTFKAECRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAELKET 

ETQKTLQKI1MESRSWFFERINKI 

DRPLARLIKKKREKNLIDAIKN 

DKGD1TTDPTEIQTTIREYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITGSEIVAIIN 

SLPTKKSPGPDGFTAEFYQRHT 

VSILISYCQGGSLMSQVYWNQQ 

EKPPSSSNAPPGLSVNKAQHRH 

VCCRGEMLK.RVQVHYVRAGES 

DSASFHCVAQGPRAFGKPLILS 

KENHLLTVTA I A KLNH KLCEIK 

SMG VF1NTEPLY DSCLEQKHAL 

FASPPATTHSTTM1SKAKV1PML 

SLTPGSFQTVESSLAPSAGKFQG 

TETSSLKTLINLCCPKLPSPSPA 

HLGGLPGGSQERPSRQYLYESA 

RTTVLLGLGCPLKQIQLRSQHS 

SPLEYLESLPKKDRKK.REK1Q1N 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6924 


37292 


A 


6975 




1687 


MLKGSIQQEELTVLNIYAPNTG 
APRCIKQVLSDVQRDLDSNTL! 
MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSK1DHIL 
GSKALLSKCKRTEIITNSLSDHS 
AIKLELRIKNLTQNRSTTWK.LN 
NLLLNDYWVHNEMKAEIKMFF 
ETKENKDTTYQNLWDAFKAVC 
RGKFIALNAYKRKQERSKIDTL 
TSQLKELEKQEQTHSKEIQTTIR 
EYYKHLYTNKLENLEEMDKEL 
DTYTLPRLNQEEVESLNRPITGS 
E1VAI1NSLPTKKSPGPDGFTAEF 
YQRYKEEMHINRAKDKNHMI1S 
IDAEKAFDKIQQPFMLKTLNKL 
GIDGTYFK11RAIYDKPTVNT1LN 
GQKLEAFPLKTGTRQGCPLSPL 
LFNIVLEVLARAIRQEKEIKGIQ 
LGKEEVKLS\LFADDMIVYVEN 
PLPSQPQNLL*GWLSNFSK/MSS 

r*iVVTXT\/rf"^VCr* A CI VTWXIDATCC 
ui PvlIN Vl^Ko^At L. Y J IN 1 Jbo 

QIMSELPFTIASKR1KYLGIQFTR 
DVKDLFKENYKPLLNEIKEDTN 
KWKNIPCSWVGRINIVKAMAILP 


6925 


37293 


B 


6976 


1 


2431 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6926 


37294 


A 


6977 


1 


1921 


MGESVQSLLTLAQKRSMMIQV 

AVAPRTPTLLLKLYKEKASKTQ 

LKKVNLVVQDGQSLESIEVHD 

HEPADTYKLLSLVKEPAEEIPR 

VIQNVFGHRSK.KENLKDSYGLR 

QSSTMVATTWNNVSLMQHHSL 

RRPNRHLTASYPHFHFQEIPVNF 

FHSGRDSESFGWNQHIKKDKE 

GHHIMVKGSIQQEELTMLNIYA 

PNTGAPRFINQVLSDIERDLDSH 

Kl 1 MGDFNTPLSTLDRSTRQKV 

NKDTQELNSALHQADLTDIYRT 

LHPKSTEYTLFSAPHHTYSKIDH 

IVGSKALLSK.WKRTEIITNCLSD 

PRAIKLELRIKK.LTQNRSSIWKL 

NNVLLNDYWVHNEMKAE1K1F 

FETNENKDTSCQNLWDTFKAV 

CRGKFIALNAHRRKQERSKIDT 

LTSQLKELEKQERTHSKASRRQ 

EITK1RAEMKE1ETQK\TLQKINE 

SRSWFFEKINKIDRPLARLIKKK 

REKNQ1DA1KNNKGDITTDPTEI 

ETTIREYYKHLYTNKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

P1TG SEW A I IN SLPTKKSPGPDG 

FTAEFHQRYKEKL1SELLPMPN 

HTALKKQTQDLSDCK.AMFLYY 

QSVSVQTAirNYHRLRGLNNRN 

LFLTVLEYSSLRSGCEHSRVL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6927 


37295 


A 


6978 




1848 


MSLTKMLICAALLGLFCMLLGL 

RWQVAELIGMTLALSSTAIAM 

Q A MN ERN LM VTQMGRS AF A V 

LLFQDIAAIPLVAMIPLLATSSA 

STTMGAFALSALKVAGALVLV 

VLLGRYVTRPALRFVARSGLRE 

VFSAVALFLVFGFGLLLEEVGL 

SMAMGAFLAGVLLASSEYRHA 

LESDIEPFKGLLLGAVFTPRVVV 

N I Y S SELRT A KN YQ AN G KQKK 

PGVAILVSDKTAF/KPTEIK.RDK 

EGHYUMVKGSIQQEELTILNIY 

APNTGAPRFIKQVLSDLQRDLD 

SHTLMMGDFNTPLSTLD\RSTR 

QKVNKDTQELNSALHQADLIDI 

YRJLHPKSTEYTFFSAPHHTYSK 

IDHIVGSKALLSKCKRTEIITNY 

LSDHSAIKLELRIKNLTQSRSTT 

WKLInNLLLNDYWVHNEMKAE 

IKMFFETNENKDMTYQNLWDT 

FKAVCRG KFI ALN AHKRKQERS 

KI DTLTSQLKELEKQEQTHSKA 

SRRQEITKIRAELKEIETQKAIQ 

KrNESRSWGPPGNCQQNYRNSE 

SGEKSAPEGQAQHAGPTEGKV 

PTFLYVGKEKFPPSYLLTRK.SSH 

LPTCGDPICGEKCWRVPTTSGQ 

GNKADQWGGVGIGDTDHDSA 


6928 


37296 


A 


6979 


1 


2235 




6929 


37297 


A 


6980 


1 


2955 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


6930 


37298 


A 


6981 




2156 


KSLKDLMELKIMAQELCDEWT 

SLSSRCNQLEERVSVMEDEMN 

EMKDKHRPKIKEWRKIYQANG 

QQKKTRVANLVSDKTEFK.PTKI 

KRDKEGHY1MVKGSIQQEELTI 

VNIYAPNTGAPRFIKKVLSDLQ 

RALDSHTIIMGDFNTPLSTLDRS 

TRQKVNKDIQELNSALHQADLI 

DIYRTLHPKSTEYTFFSAPHYTY 

PKIDHIVGSKALLSKCKRTEI1T 

NCLS\DHSA1KLELKIKKLTQNL 

STTWKLNNLLLKDYWVHK.EM 

KAEIKMFFETNKNKDTTYQNF 

WDTFKAVCRGKF1ALNAHKRK 

QEGFKIDTLTLQLK.ELEKQEQT 

HSKASRR1NK1DRPLARL1KKKR 

EKNQIDTIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGAEIVA1INSLPTKKSPGPDG 

FTAKFYQRYKEELVPFLLKLFQ 

SIEKEGILPNSFYEASIILIPKPGR 

D1TKKENFRP1SLMMIDAEILNKI 

LASQMQQHIKKLIYHMQVGFIH 

GMQGWFNIHKSUNVIQHINRTK 

DKNHT1ISLDAEKAFDK1QQPF 

MLKLKTLNKLG1DGMYLK1IRA 

IYDK.PTANULHWQK.LEAFPLK.T 

GTRQGCPLSPLLFNIVLEVLAR 

AVRKEK.EIKRTQIGREEIKLSLF 

ADDMIVYLENP1VSAQNLLKLIS 

NFTKVSGYK1NVKKSQAFLYN 


6931 


37299 


A 


6982 


3721 


8717 


MLP1KRHRLANW1K\SQDP\SVC 
CIEETAHLTCRDAHRHKIKGWR 
KIYQANGKQNKTKQQKKQGLQ 
ILVSDKRDFKPTKIKRDKEGHYI 
MVKG PI QQVEELTILNI YAP\NTG 
APRFIKQVLSDLQRDLDSHTLI\ 
MGD\FNTPLSTLDRSMRQKVNK 

PKSTEYTFFSAP\HHTYSKIDHIL 
GSKALLSKCKRTEIIT\NYLSD\H 
SAMKLKLRJKNLTQNHSTIAWK 
LNNL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6932 


37300 


A 


6983 


599 


1074 


NPRAWEKQQPPTSPQEFCLVCF 
VVHLQKSTREALNNKNIKPLLS 
TFSQVPG/SINHSSCENVLA1ISL 
AIGGVTEG1CTASTPFVLLGDVL 
DCLPLDQCDTI FTFVEKNVATW 
KSGTASLPAAFMAGVEHLWLF 
QVNGANCQWIYPSGVWRTVAL 
FSQLH 


6933 


37301 


A 


6984 




312 




6934 


37302 


A 


6985 


2 


484 


QSRALLWPMLVDVIQPKPWKA 
PGSLGLPSC1SAITVQSSPGLRLC 
SCGQGPRVNTPGTKLPQPNRPV 
SLSFSQMKLLTSSHWK.SFHCPA 
*INPAQSSPGPWP*PQLSGCPAF 
QFLSFG*KSLLSSGNTASSSPLW 
FLCWCFLNLVLQAKLPDGFRPA 
HRV 


6935 


37303 


A 


6986 


234 


405 


ELKICSCDPITVRYNADDSTVSL 
SFSQMKLLTSSHWKSFHCPA*I 
NPAQSSPGPWP 


6936 


37304 


A 


6987 


1 


2021 


PTRPAAAQWRARAAEKMSPTP 

PLFSLPEARTRFTKSTREALNNK 

NIKPLLSTFSQVPGSENEKKCTL 

DQAFRGILEEEI1NHSSCENVLAI 

USLAMGEVTEGICTASTHFVLL 

GDVLDCLPLDQCDT1FTFVEKN 

VATWKSNTFYSAGKNYLLRMC 

NDLLRRLSKSQNTVFCGRJQLF 

LARLFPLSEKSGLNLQSQFNLE 

NVTVFNTNEQESTLGQKHTED 

REEGMDVEEGEMGDEEAPTTC 

SIPIDYNLYRKFWSLQDYFRNP 

VQCYEKISWKTFLKYSEEVLAV 

FKSYKLDDTQASRKKMEELKT 

GGEHVYFAKFL 1 SEKLMDLQL 

SDSNFRRH1LLQYLI LFQYLKGQ 

VKFKSSNYVLTDEQSLWIEDTT 

KSVYQLLSENPPDGERFSKMVE 

HILNTEENWNSWKNEGCPSFV 

KERTSDTK PTRI I RKRTAPEDFL 

GKGPTKK1LTGNEELTRLWNLC 

PDN M E ACKS ETRE HMPTLEEFF 

EEAIEQADPENMAENEYKAMN 

NSNYGWRALKLLARRSPHFFQP 

TNQQFKSLQEYLENMVIKLAKE 

LPPPSEEIKTG EDEDEEDN DA LL 

KENESPDVRRDKPVTGEQ1EVF 

ANKLGEQWK1LAPYLEMKDSEI 

RQIECDSEDMKMRAKQLLVAW 

QDQEGVHATPENL1NALNKSGL 

SDLAESLTNDNETNS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


6937 


37305 


A 


6988 


155 


811 


EFYRTGKVHRAPGVQEVTEDP 

RDPLAQLATRDRKERRGSLDH 

LALRVREAQLDQLVPPESVAA 

KDLKA PRA PICA PVVPLGSPALR 

APVGTQAPRAHQAKRDSPALR 

ALLASRDFRAPLGSLGCLDLGD 

CQACLGYQACQAPRAPPALLA 

HQERWCPWPCRMSQPQHRRT 

MA ARLTGRTSQTN ATIFQ L RKK 

FLRMQSFSVKTSLHILFS*TLER 

NSNG 


6938 


37306 


A 


6989 


91 


918 




6939 


37307 


A 


6990 


199 


380 


CSTSSRTY*IPSRCFSKG*FIWRH 
TVN SN FGPMGN PSHPTTSS AHH 
TVPLIESQPSSTSKK 


6940 


37308 


A 


6991 




483 




6941 


37309 


A 


6992 


178 


298 




6942 


37310 


A 


6993 


864 


1298 


RLQNRTILASDLSGSDRWRRTY 
RCL*RHGPRFSSCRLSCRRPFDK 
TCRLMCHQRLSGFPQEQTQRDS 
RCIQLLFRQRFAAASCPTHQVH 
VHRWRKPMVFLILESDLKYTV 
LSLPEECHTGAHEQSSHCLLLSL 
ASVDVHCSQRP 


6943 


37311 


A 


6995 


2 


348 


KKKRKKK1EEEEEEEEEEEEEE\ 
REEEGDEEQEEEEE\EEEEEEEE 
EEEEEEEEEEDDDDDNGLLQTL 
PGLHEMRVNLTRSDGIISVWHF 
PFWHFSFLMPYEEGALLRLHLP 


6944 


37312 


A 


6996 




192 




6945 


37313 


A 


6997 


1 


507 


M EKN EKEQEEEEKKEKN SKKK 

EEEEEEEGGGEEEEEEGEGGEE 

EEEEEEEEEEEEEEEEEEEEEEE 

EEE/DKEEEEEEEEEEEEEEEEE 

EEEEEEEEEEEEEE\EEEEKVVE 

EEDEFIWFLGNSLYFPSFSHFA 

WSQ1PSREDEGERRLRVNSMIM 

DFTSNTNHVQLIVAR 


6946 


37314 


A 


6998 


1 


257 


MGPIHKISHYVYANISKSEKVL 
KSEHFRSQAFQPGQQSETVSEK7 
EEEDEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEI 


6947 


37315 


A 


6999 


1 


156 




6948 


37316 


B 


7000 


1 


757 




6949 


37317 


A 


7001 


1 


279 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6950 


37318 


A 


7002 




1226 


MPSSKGVHVHSPPRYLAAKDF 

KMINKELTAATFMEVIAEDNRF 

IYDGIDSNFEPELVFLEFFEALLS 

FAFICVTDQMTKSYTNVPADD 

VSGNKHET1YTILNQDAQNKSP 

SAVMSHESDAAHSDSARSSSSK 

LELSPDVNKIRKSEAMVKEKK.K 

ADKKGEKSARSPSSLSDNLDFS 

KQDGNTTRQEMSPAGVPLLGM 

QLNEVKPKKDRQNVQQNE/GC 

HPIRRVHSDQTHSGKL*RGKGS 

W/DCMREKASQPFKAVVPIV*V 

/VPFENLQEGEEGRLCEECPDEP 

RRVHVAGRSMYEGEVVNGMR 

NGFGMFKCSTQPVSYIGHWCN 

GKRHGKVGEVATWRAEKKKK 

EEEEEEEEEEEEE\EEEEEEEEEE 

EEEEEEEEEEEEE\EEEEEEEEEE 

EEEEEEEEEEEEEEEKIRP 


6951 


37319 


A 


7003 


3 


123 




6952 


37320 


A 


7004 


2 


458 




6953 


37321 


A 


7005 


239 


432 


CLWLFQEEEEEEEEEEEED* EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEKIFLG H R VG I 


6954 


37322 


C 


7006 


7 


162 




6955 


37323 


A 


7007 


39 


2154 




6956 


37324 


A 


7008 


1 


639 




6957 


37325 


A 


7009 




651 




6958 


37326 


B 


7010 


1 


684 




6959 


37327 


A 


7011 


3 


428 


TRFQGVYLPLLWEQSF/CWKSPI 
ALGYTRGHFSALVAMENDGYG 
NRGAGANLNTDDDVTITFLPLV 
DSERKLLHVHFLSAQELGNEEQ 
QEKLLREWLDCCVTEGGVLVA 
MQKSSRRRNHPLVTQMVEKW 
LDRYRQIRPCTSLF 


6960 


37328 


A 


7012 


2 


800 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6961 


37329 


A 


7013 


1 


930 


DHNSSPAMEQNWMENAFDELT 
EVGFRRWViTNFSKLKEHVLTQ 
CKEAKKLEKRLEELLTRITSLEK 
NINDLMELKNTSQELREAYTTE 
ERISE1EDQLNEIKHEDRIREK/R/ 
VKRNEQSLQEIWDYVKRPNLH 
LT/GVPESDGENGTKLENTLQDI 
IQENFPNLARQANIQ1QEIQRTP 
QRYSSRRATPRHIIIRFTKVEMK 
EKMLRAAREKGQVTHKGKPIR 
LTADPLAETLQARREWGPIFNIL 
KEKNFQHRMSYPAKLSFISVGE 
I K. YFTDKQMLRDF VTTRPALQE 
LLK.DALNMERNNQNQSLQKHA 
KL 


6962 


37330 


A 


7014 


1 


870 




6963 


37331 


A 


7015 


1 


585 




6964 


37332 


A 


7016 


1 


1032 




6965 


37333 


A 


7017 


2 


770 




6966 


37334 


A 


7018 


1 


2910 




6967 


37335 


D 


7019 


239 


462 




6968 


37336 


A 


7020 


3 


694 




6969 


37337 


A 


7021 


1 


1212 




6970 


37338 


A 


7022 


1 


1140 




6971 


37339 


A 


7023 


1 


570 




6972 


37340 


A 


7024 




486 




6973 


37341 


A 


7025 


1 


1476 


MEVNREKQLNELEVIGSEEQNL 

EEEGLM1GGVAVRLVPDD1V1P 

GGVNATNGTEARDALRVKVA 

MSVTLLSG1IQYLLSALGWSYY 

TVDGVSQKNPRALGVTADQLH 

A IFTTM SDEQA SFRFGF VAIYLT 

EPLVRGFTTAAAVHVFTSMLK 

YLFGVKTKRYSGIFSVVYSTVA 

VLQNVKNLNVCSLGVGLMVFG 

LLLGGKEFNERFKEKLPAPIPLE 

FFADHNSSPAREQKWMENEFD 

EWTEVSFRRWVITNSSELKEH1 

LTQCK.E AKNLEKRLE EL LTR1TS 

LEKNINDLMELKNTAQEFHEA 

YTSINS/RNQTEERVSE1EDQLN 

EI*CKDKIR\EKKRMKRNEQSLQ 

EIWDCVKRPNLRLTGVPESDGE 

NGTKLENTLQDIIQENFHNLAR 

QANSQIQEIQRTPQRYSSRRATP 

RHIIIRFTKVEMKEKMLRAARE 

KGRVTHKGNPIRLIADLSADTL 

QARRQWEP1FNILKENFQTR1SH 


6974 


37342 


A 


7026 


1 


1080 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


6975 


37343 


A 


7027 




3501 


MIVYLENP1VSAQNLLKLISNFS 
KVSGYK1YK1DVQKSQAFLYTN 
NRQTESQIMSELPFT1ASKRIKY 
PGIQLTRNVKDLFK.ENYKPLLN 
E1KEDTNKWKNIPCSWIGRTNIV 
KMA1LPKVIYRFNAIPIKLPMTS 
FTELEKTTLKF1WNQKGARIAK 
T1LSKKNKVGGITLPDFKLYYK 
ATVTKTAWYWYQNRDIDQWN 
RTEASEITPPIYNHLIFDKPDKN 
KKWGKDSLFNK.WCWENWLAI 
CRKLKLDPFLTS 


6976 


37344 


A 


7028 


164 


714 


IGVNRHLIQESPSWNLAGAPLE 
QIFQRKEQAAIFAILQPLLV1SRQ 
TGSGVDPQQTPADLQK/SGSDS 
REQNKTENEFDELTEIGCRRWV 
ITNSSELKEHVVTQCKEAKNLE 
KMLQELLTR1TSLEKNINDLME 
LKNTAQELREAYTIINSQTDQA 
EER1 SEI EDQLNE1 KGEDNIREKT 
VKRNE 


6977 


37345 


B 


7029 




579 




6978 


37346 


A 


7030 




927 




6979 


37347 


A 


7031 


1 


1362 


MAAGRHLPVGADRHLIQESTG 

WHLAGAPLGWSFQRKEQTA1F 

AVLQPLLV1PRQTGYGVDLQQ 

MPADLQQRFLTVRRKTNKQKG 

IVSTSTKRTSSEGHQHQRRKVD 

KFTEMGRNQHKKAENSKNQN 

ASSP\PKDHNSLPAREQNWTEN 

EFDELTEIDFRRWV1TNSSQTKG 

SMF*P*CKEAKNLEKRLDELLT 

R1TSLEKNINDPMELK.NTAREL 

REANKSINS*IDQGRKERV\SE1E 

DQLNEIKREDKIREKRMQRNK 

QTLQEIWDYVKRPNLHLIGVPE 

SDRENGTKLENTLQDII\QENFP 

NLARQANIQIQEIQRTPQRYSSR 

RATPRHI1VRFTKVEMKEKMLR 

AARKKGQVTHKGKSIRLSADFS 

A ETLQ A RRE WG PI FN IL KEKN F 

QPK1SYPAKLSF1SEEE1TSFTDK 

QTLRDFVTTRPALQELLK.EAVN 

MERKNQYQPLQKHTKM 


6980 


37348 


A 


7032 


1 


598 




6981 


37349 


A 


7033 


3 


787 




6982 


37350 


A 


7034 






RLLEPQGPLRAGSSPAGK/IGGT 
L E RRG M P WPG P/H SEG G LSPL L 
LGASLAAAPHGEMPSVRVHPV 
RPSSRDCSSRV 


6983 


37351 


B 


7035 


743 


1683 





812 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


6984 


37352 


A 


7036 


1 


1 137 




6985 


37353 


A 


7037 


1 


663 




6986 


37354 


A 


7038 


1 


197 




6987 


37355' 


A 


7039 


1 


291 




6988 


37356 


A 


7040 


3 


342 




6989 


37357 


A 


7041 


1 


439 




6990 


37358 


A 


7042 


3 


253 




6991 


37359 


C 


7043 


1 


210 




6992 


37360 


A 


7044 


1 


165 




6993 


37361 


A 


7045 


1 


346 




6994 


37362 


A 


7046 


1 


389 




6995 


37363 


C 


7047 


1 


464 




6996 


37364 


A 


7048 


1 


1806 




6997 


37365 


A 


7049 


491 


1640 




6998 


37366 


A 


7051 


188 


383 




6999 


37367 


A 


7052 


1 


759 




7000 


37368 


A 


7053 


1 


1683 




7001 


37369 


A 


7054 


1 


972 




7002 


37370 


A 


7055 


1 


429 




7003 


37371 


A 


7056 




753 


DQTFWGLLETG/S/ELMLJPGDP 

KCHCGPPVKVGAYGGQE1KGV 

LAQVQITVGPVGTRTHPVVISP 

VPECI1G1DILSSWQNPHTGSLTG 

RVRVIMVEKAKWKPLELPLPR 

K1VNQKQYCIPGGIAEISAT1KD 

LKDTGVM1PTTSPFNSP1WPVQ 

KTDGSWRITVDYQVVTPIAAA 

VPDVVSLLEQ1NTSPGTWQHIT 

HLDVLLWR1YQVTQKAASFEW 

GPEQEKALQQVQAAVQAVLCH 

LGHMTQQIQWCL 


7004 


37372 


A 


7057 


2 


430 




7005 


37373 


A 


7058 


1 


1515 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7006 


37374 


A 


7059 




1523 


MGEERRWRPSSNGKHGAFAEL 

DKGWLVWLEGKGVIGARRSW 

RAHSALIKICVQQIKDSLPGKM 

SKGLLQQQQKPKHLLHDLYKA 

MSTRWGVQKARLNCTALPPTG 

CVTLDPSFLTEPQFPRQLSEDLL 

LTREALEKEVQLRRQLQQEKEE 

LLYRVLGANASPAFPLAPVTPT 

EVEKERELELRDRLDEQQRVLE 

GK.NEEALQDPRLVDPLTSCTVH 

FEK.PQMLNARLWKHAGREAV 

ACKVRGSELPKTMGTYPLHQH 

DLDVRHGVKGDHFGALRFDCP 

AGFWTCMGPLAPSFWPISPIWN 

GPPLDISGYPATSTQKSTMCLRI 

I DTRLHPE SRLKQQ SNF A LN A R 

EKALQQVQAAVQAALPLGPYD 

PADPMVLEVSLADRDAVWSL 

WQAP1GESQQRPLGFWGKALPS 

SADNNSPLERQLLARYWALVE 

TEYLTMG HQVTM * P/ELPIMN W 

VLSDPSSHKVVYAWQHSIIKW 

K\DRA*AGLAGTSKLHEEVAQ 

MPIVSTPATLPSCRIL 


7007 


37375 


A 


7060 




2190 




7008 


37376 


A 


7061 


286 


430 




7009 


37377 


A 


7062 


205 


514 


LWSLCAPVLQVPCLRAAFPVFT 
RRHAPSAGRGFTRSYVSAGSW 
TETQQGLWGSLTKLGADGLLL 
GISKHLVEFLQ1FQISGCWGHYC 
YLQILFFALNS1SPSYHVLLFNV 
QFGFIFNFMVLCVP*AGTHIAPC 
KSSSRTRGMSSCEN WK.GCSKA 
RHLQYWSTKTPQSLSFFCCGIH 
FVTAVCQP 


7010 


37378 


A 


7063 


1 


487 




7011 


37379 


A 


7064 


1 


1212 




7012 


37380 


A 


7066 


140 


453 




7013 


37381 


A 


7067 


1 


3341 


MGKKQNRKTGNSKNQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRLSNYSELPEDIQTKGKE 

VENFEKNLEECITRITNKRNFKP 

TKIKRDKEGHY1MVKGS1QQEE 

LTILNIYAPTGAPRFIKQVLSDR 

QRDLDFHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLID1YRTLHSKSTEYRFFSAPH 

HTYSKIDHLLGSKAFLSKCKRT 

EIITNYLSDHSAIKLELRJKNLTQ 

NRSTTWKLNN 


7014 


37382 


B 


7068 


1 


1785 





814 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


7015 


37383 


A 


7069 


1 


1141 


MVTWNFIQERNGSGMDQCDD 
GGGK1LDPVYILTVELTGFAKG 
WKMFSVKDQSVNVLGFAGYPL 
ITQTARKGAGKIPTWASLRQYQ 
KGLGSKYQLRRALRPDCALGN 
GQGVRYCNSLDEEEKRELKLFS 
SQRKRENLGRGNVRPFPVTMT 
GAICEQCGGQINGGDIAVFASR 
AGHGVCWHPPCFVCTVCNELL 
VDLIYFYQDGKIYCGRHHAECL 
KPRC AACDE 1 1 F ADECTE A EGR 
H WHMKHFCCFECETVLGGQRY 
IMKEGRPYCCHCFESLYAEYCD 
TCAQHIGHAGSFIKEC/SRRLLP 
GEAE1/SRRATVICLVRVSVRPE 
AASKSPNMRRK.RKRKGACPLS 
SVGPVIPSVP*NTQRT*RPQSRP 
LGAPWNPWPCLMQ 


7016 


37384 


A 


7070 


1 


2388 


VHQYYSCLPEEKVPYVNSPGEK 

LR1KQLLHQLPPHDNEVRYCNS 

LDEEEKRELKLFSSQRKRENLG 

RGNVRPFPVTMTGAICEQCGG 

QrNGGDIAVFASRAGHGVCWH 

PPCFVCTVCNELLVDLIYFYQD 

GKIYCGRHHAECLKPRCAACD 

E11FADECTEAEGRHWHMKHFC 

CFECETVLGGQRY1MKEGRPYC 

CHCFESLYAEYCDTCAQH1GID 

QGQMTYDGQHWHATETCFCC 

AHCKKSLLGRPFLPKQGQIFCS 

RACSAGEDPNG SDSSDS AFQNA 

\GPRSPGAVPKLARTRARR\GAH 

AEPAQPAASEF*PAVSRRRPPVT 

ADGHAQPVQPDTQPQPGPHLE 

EPGRALPLWEQDGAEPDPEPSA 

APVRQCNIRTSYSPGGQGAGAQ 

PEMWGKHFSNPKRSSSLAMTG 

HAGSFIKECREDYYPGRLRSQE 

SYSDMSSQSFSETRGSIQVPKYE 

EEEEEEGGLSTQQCRTRHP1SSL 

K.YTEDMTPTEQTPRGSMESLAL 

SNATGLSADGGAKRQEHLSRFS 

MPDLSKDSGMNVSEKLSNMGT 

LNSSMQFRSAESVRSLLSAQQY 

QEMEGNLHQLSNPIGYRDLQSH 

GRMHQSFDFDGGMAGSKLPGQ 

EGVR1QPMSERTRRRATSRDDN 

RRFRPHRSRRSRRSRSDNALHL 

ASEREAISRLKDRPPLRAREDY 

DQFMRQRSFQESMGHGSRRDL 


7017 


37385 


A 


7071 




807 





815 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,2 17 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7018 


37386 


A 


7072 


500 


2666 


YCLRLAQVG1FPAPSRAWPVDL 

DPESRLCC FPSLG SL AN PTA VG 

LEEDREQDVGTSSRGGAWDTR1 

KRELEKMSEKCGGQINGGD1AV 

FASRAGHGVCWHPPCFVCTVC 

NELLVDLIYFYQDGKIYCGRHH 

AECLKPRCAACDEIIFADECTEA 

EGRH WH MKH FCCFECET VLGG 

QRYIMKEGRPYCCHCFESLYAE 

YCDTCAQHIGEAIFGSQLGPSV 

MRSPLFWGVGIAAAALDAVLIR 

AHQRTQGCHHELSALLAFEKG 

SEKKEEEEGGQVSRSSSLKVQA 

QELS ATEDKGH I SPFFWEA V YH 

YASGECRGPGPPYSHSLRLYSQ 

QALPTGRGPSSSQFPFCQFYCC 

YKKSLLCDCLSKSPALEKAMR 

G1DQGQMTYDGQHWHATETCF 

CCAHCKKSLLGRPFLPKQGQIF 

CSRACSAGEDPNGSDSSDSAFQ 

NA\GPRSPGAVPKLARTRARR\G 

AHAEPAQPAASEF*PAVSRRRP 

PVTADGHAQPVQPDTQPQPGP 

HLEEPGRALPLWEQDGAEPDPE 

PSAAP\RQCN1RTSYSPGGQGAG 

AQPEMWGKHFSNPKRSSSLAM 

TGHAGSFIKECREDYYPGRLRS 

QESYSDMSSQSFSETRGS1QVPK 

YEEEEEEEGGLSTQQCRTRHPIS 

SLKYTEDMTPTEQTPRGSMESL 

ALSNATGTKTCSVTFQAKETCR 

YQDAQFGKVKARVKERQSLWS 


7019 


37387 


A 


7073 




2239 




7020 


37388 


A 


7074 


1 


282 




7021 


37389 


A 


7075 


2 


430 


GFGAQDPKSLALRTHCQTSGW/ 
SLTEQDPYNNVIRTTIEALAATL 
GGTQSLHTNVFDEALGLPTDFS 
APvIARNTQIlIQEESELCRTVDPL 
AGSYGGAIIQQIDVAGGLAKRI 
EAGLSKRM1EEASAREQALIDQ 
GKRVIVGVT 



816 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7022 


37390 


A 


7076 




1561 


MVTL1LYFRFYRLNGDTLRR1QI 

HLLDKYRKVPPEPVHAD1PVGA 

RRFSRPCSWFLRITKRGYRRTV 

HAMAGQKEKLLGAGMSDYLA 

KPIEEERLHNLLLRYKPGSG1SS 

RVVTPEVNEIVVNPNATLDWQ 

LALRQAAGKTDLARDMLQML 

LDFLPEVRNKVEEQLVGENPEG 

LVDL1HKLHGSCGYSGVPRMK 

N LCQL1 EQQLRSGTKEEDLEPEL 

LELLDEMDNVAREASKILGPDK 

THLRRI RRD VL ATDPRPARDRR 

KACLHACVLRTPPLGAARAI1Q 

QIDEAGGMAKAIEAGLPKRMIE 

EASA REQSLIDQGKRVI VGVNK 

YKLDHEDETDVLEIDNVMVRN 

EQ1ASLERIRATRDDAAVTAAL 

NALTHAAQHNENLLAAAVNA 

ARVRATLGEISDALEVAFDRYL 

VPSQCVTGV1AQSYHQSEKSAS 

EFDAIVAQTEQFLADNGRRPRJ 

LIAKMGQDGHDRGAKVIASAY 

SDLGFDVDLSPMFSTPEEIARLA 

VENDVHVVGAVSSLAAGRSR 


7023 


37391 


A 


7077 




354 




7024 


37392 


A 


7078 




1 1 16 




7025 


37393 


A 


7079 




450 




7026 


37394 


A 


7080 




252 




7027 


37395 


A 


7081 




242 




7028 


37396 


A 


7082 




242 




7029 


37397 


A 


7083 




9228 




7030 


37398 


A 


7084 




664 




7031 


37399 


A 


7085 


3 


718 




7032 


37400 


A 


7086 


380 


1038 


WTRWRASAADNLAHGRWGEQ 
KLVVTTGASGAPDRQAARCAA 
SAKISWYRSKGSKHPLTPKEVE 
KTGWGLKIPG/MGQQQLPERV 
KEAARILELDGLLKRRPRELSG 
GQRQRVAMARAIVRDPAVFLF 
DEPLSNLDAKLRVQMRLELQQ 
LHRRDQVEAMTLAQRVMVMN 
GGVAEQIGTPVEVDGDDTLEIL 
GADNLAHDAGRAEAGGDWRI 
RSARRSSTCAH 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7033 


37401 


A 


7087 


380 


920 


WTRWRASAADNLAHGRWGEQ 
KLVVTTGASGAPDRQAARCGC 
IWRKISWYRSKGSKHPLTPKEV 
EKTGWGLKIPG/MGQQQLPERV 

GQRQRVAMARAIVRDPAVFLF 
DEPLSNLDAKLRVQMRLELQQ 
LHRRDQVEAMTLAQRVMVIV1N 

r:r;\/ a cfvr:TP\/i; 
uu V Aci^/JO 1 rvc 


7034 


37402 


A 


7088 


1 


258 




7035 


37403 


A 


7089 


3 


208 




7036 


37404 


A 


7090 


34 


125 




7037 


37405 


A 


7091 


1 


393 




7038 


37406 


A 


7092 


1 


690 


MVAPVY1RDQYSAL1TNIGKGD 
HTTFVKPNIPATGEFKGVGFLE 
APRGMLSHWMV1KDGI1SNYQ 
AVVPSTWNSGPRNFNDDVGPY 
EQSLVGTPVADPNKPLEVVRTI 
HSFDPCMAWVGNILLTDEAIGV 
RJVEALEQRYILPDYVEILDGGT 

AUlvlfcLLOlJlVIAINKJJrILlIAlJAl V 

SKKNAPGTMMILRDEEVPALFT 
NKISPMQLGLADVLSDLRh 1\GE 
FPKKLPWVQA 


7039 


j 7407 


A 


7093 




224 




2212 — 


J-—08 






— 






7041 


j 7409 


— 
A 




7095 




_ 








^FfT 




7^P 








ToT — 










T067 




7044 


37412 


A 


7098 




1545 




7045 


37413 


A 


7099 




2820 




7046 


37414 


A 


7100 




1223 




7047 


37415 


A 


7101 




3087 




7048 


37416 


A 


7102 




1182 


MDKFLDTYTLPRLNQEEVESLN 

RP1TGSEIVAIINSLPTKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEG1LPNSFYEASIILIPKPG 

RDTTKKENFRPISLMN1DAKILY 

KILAKRIQQHIKKLIHHDQVGFI 

PGMQGWFNIRKS1NVIQHINRA 

KDKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLAQNLLKL1SNFNKV 

SGYKINVQKSQAFLYTSNRQTE 

SQ1MSELPFTIASKR1KYLGIQLT 

RDVK.DLFKENYKPLLKEIKEDT 

NKWK.NIPCSWVGR1NIVKMAIL 

PKVIYRFNAIPIKLPMTFFTELE 

KTTLKFIWNQKRAHIAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYCYQNRHIDQWNRXPSEI 

TPH1YNYLIF 



818 
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NO: 


SCQ ID NO: 
of peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7049 


37417 


B 


7103 


1 


1722 




7050 


37418 


A 


7104 




3513 




7051 


37419 


A 


7105 




2546 


MSELPFTIATKRIKYLGIQLKSD 

VKDLFKENYKPLLNEIREDTYK 

WKNTPCSWIGRIN1MNMAILPK 

V 1 YGFN AI L 1 K.LPLTF FTELEKTT 

LKFTQSLKRAHIAKTILSKKNK 

AGGIMLPDFKLYYKATVTKTA 

CTIHNSKDLEPTEMPSNDTLDK 

ENVAYIHHGILCSHSK.GRVHIL 

CRDMDEAGNHHSRQTNTGTEN 

QTLHVLTHKWELNDENTWTQ 

GGEHH1SGPVRTNNKNHMIISIG 

A EKAFDK 1 QQPFMLKTLNQLGI 

DGTYLK 1 1 R DI FD RPI ANILLNGQ 

KREASPLKTGTRQGCPLPPLLF 

NIVLE1LARAIRQEKEIKG1QLG 

KEEVKLSLFADDMIIYLENPIVS 

AQNLLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQILSELPF 

TIASKRJKYLGIQLTRDVKDLFK 

ENYKPLLNE1KEDTNKWKNIPC 

LS1GKINIMKMAILPKVIYRFNAI 

PIKLPMTFFTELEKTTLKFIWNQ 

KRARJAKTILSQKNKDGGITLPD 

FKLYYKATVTKTAWYQYQNR 

DIDQWNRTEPSEIIPHVYMHLIF 

DKPDKNKKWGKDSLFNKWCW 

ENWLAICGKLK.LDPFLTPYTKI 

NSRWIKDLNVRPKTIKTLEENL 

GNTIQD1GMGKDFMSK1PKAM 

ATKAKIDKWNL1ELKSFCTAKE 

TTI SVNRQPTEWEKIFAICLSDK 

GL1SR1YKELKQRHKKKTNNPIK 


7052 


37420 


A 


7106 




2575 




7053 


37421 


A 


7107 


1 


875 




7054 


37422 


B 


7108 




3421 




7055 


37423 


A 


7109 


1 


3790 


MELKTKARELREECRSLRSRRN 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQEDFPNLARQANVQIQE 

IQRTPQRYSSRRATPRHIIVRFT 

KVEMKQKMLRAAREK.DFKPT 

K1KRDKEGHYIMVKGSIQQEEL 

T1LNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTE 


7056 


37424 


A 


7110 


134 


307 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hud 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon tor peptide 
sequence 


.N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7057 


37425 


A 


71 1 1 


2 


173 


RPPRSEVPGPLSPGRPPAAGLRG 
R*PAGVRGLREPRAFSGVRVER 
RSLF1GKDMFDS 


7058 


37426 


A 


7112 


888 


1016 


VPGEIHALHSADRQHENA*NAR 
TRWQHAQSGRSPLFLALSRE 


7059 


37427 


A 


71 13 


573 


872 


SPSLLPDPDAHVGC*SRSRKRPD 
RIRRFDSR*NGLFYCRKTS*PFH 
*G*MCQ*YQTDPRSNAQCHPVL 
LRLWWPGDEYDFLCRSGSVGS 
VRQSGRASGL 


7060 


37428 


A 


7114 




654 




7061 


37429 


A 


7115 


71 


2776 




7062 


37430 


A 


7116 


31 


1016 


TVLPERPYNRKSSRRNRCGNGP 
PARSFCPSSGRSRRRSSSPATGP/ 
HTAIASALPRIAFGK1SDSSTQH 
TGPQDMAKAAT*NSLRGSMRY 
SFK.PMVGRWIKSCLRPVWC 


7063 


37431 


A 


7117 


279 


1243 


SVLLMCAADYLPRPPDVQTCN 
AVRVWLRYHRSNHGTPPDFSP 
GPVSAWYYAH/QPKIP1WSQ/QR 
GFTD/R*TRHKCPQRFAVPDK*I 
SSPD*AMNYYRKIHRPAPRHTA 
PTQKARLMADKSSLRHRHNSA 
NK.RRSASPLSSAGYP/GKRIRAQ 
NLIPASTTNGQLR1RQRR1SQAR 
**TKRMARKGS!SPISAVSNSLN 
SS*AS1IVSSCIRCSALSPLSN1HK 
S*TAGPWGASSRKTNIGLSRQRJ 
FPAWQSPCSRRTVKSSRQCAVT 
AAISSSVAFRNAAFNPEGISVAS 
SNSLRGSMRYSFKPMVGRW1KS 
CLRPVWC1RPK 


7064 


37432 


B 


71 18 


1 


726 




7065 


37433 


A 


71 19 


1 


138 


















7067 


37435 


B 


7121 


1 


1524 




7068 


37436 


B 


7122 


1 


1521 




7069 


37437 


A 


7123 


1 


1494 




7070 


37438 


B 


7124 


4 


1698 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7071 


37439 


A 


7125 




1725 


melktkarelreecrslrsrcd 

qleerpnlrjligvpesdgengt 

klentlqdhqenfpnlakqvn 

vqiqeiqrtpqryslrratprhii 

vrftkvemkekmlraarek.gr 

vtlkgkpirltadlsaetlqar 

rewgpifnilkeknfqprisypa 

klsfisege1ksftdkqmlrdfv 

ttrpalqellkealnmernnrs 

wffekinkidrplarvikkkre 

knqidaikndkedittnpteiqti 

ireyykhlypnklenleemdtf 

ldtytfprlnqeeveslntsitg 

seivaiisiayqpkkvqdqmdpq 

pnstrvlevlarairqeke1kg1 

qlgkeevklslfaddmivylen 

pivsaqnllkl1snfskvsgyki 

nvqksqaflytnnrqtesqims 

elpftiaskrikclgiqltrdvk 

dlfkenykpllke1kedtnkw 

knipcswvgrinivkmailpkvi 

Y RFNAIPIKLPMTFFTDLEKTTL 
NFIWNQKRARITKSILSQKNKA 
GGITLPDFKLYYTATVTKTAW 
YWYQNNRWYWYQIMRDIDQWN 
RTEPSE1TPHVYNYI .IF 


7072 


37440 


A 


7126 


1 


2478 
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SEQ ID 

NO: 


SEQ IB NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7073 


37441 


A 


7127 


1 


1746 


METQKTLQKINESRSWFFEK.1N 

KIDRPLARLIKKKREKNQIDTIK. 

NDKGDITTDPTE1QTT1REYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEEAESLNKPITGPE1EAI1 

NSLPTKKIPGPDGFTAEFYQRY 

KEELQH1KKLIHHDQVGFIPGM 

QGWFNIHKLINVIQYINRTKDK 

NHMIISIDAEKASDKIQQPFMLK 

TLNKLGIDGTYLKIIRAIYDKPT 

AN 1 1 LNGQKLE AFPLKTGTRQG 

CLLSPLLFNIVLEVLARAIRQEK 

EKKC I RLGKEEVKLSLFADDMI 

VYLENP1VSAQNLLKL1SNFSKV 

SGYKINVQKSQAFLYTNNRQIE 

SQIMSELPFT1ASKRIQYLG1QLT 

RDVKDLFKENYKPLLNEIKEDT 

NKWKNIPCSW1GRFNIMKMAM 

LPKVIYRFDAIPIKLPMTFFTELE 

KTTLKFIWNQKRAR1AKSILSQ 

KNKAGG1TLPDFKLYYKAIVTK 

1 A WYWYQKRDVOQ WNR1EPS 

ETI PH1CNHLIFDKPDKNKQWG 

KDSLFNKWCWE1WLAIGRKRK 

LDPFLTPYTKINSRW1KDFNIRP 

KTIKTLEESLGMQDISMGKKFTS 


7074 


37442 


A 


7128 


1 


1908 — 












[ - 


m 




— 


Tfiti 


^— 


TeII 








ion 


37445 


B 


7131 


1 


1569 




7078 


37446 


A 


7132 


1 


1593 




7079 


37447 


A 


7133 


1 


1520 




7080 


37448 


B 


7134 


1 


2796 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7081 


37449 


A 


7135 


101 


1686 


S1AYQPKRVQDQMDSQPNSTR 

AN 1 1 LNGQKLE AFPLKATGTRQF 

SKENFE\PLSPLLFNIVLEVLARA 

IRQEKEIKGIQLGKEEIKLSLFA 

DDMIVYLENPIVSAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTNN 

RQTESQIMSELPFTIASKRIKYL 

G IQLTRD VKDLFKQN YKPRLKE 

IrCEDTNKWKNIPCSWVERIYIV 

KMAILPKVIYRFSAIPIKLPMTFF 

TELEKTTLKFIWNQK.RAR1AK.SI 

LSQKNKAGGITLPDFKLYYKDT 

VTKTAWYWYQNRDIDQWNRT 

EPSE1MPHIYNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLALCR 

KLKLNPFLTPYTKINSRWIKDL 

NVRPQTIKTLEENLGITIQDIGM 

GKDFRSKTPKA MATKAKSDK 

WDL1KLKSFCTAKETTIRMNRQ 

PTK.WEKIFATYSSDKGL1SRIYN 

ELKQIYKKKTNNP1KKWAKDIN 

RHFSKEDI YAAKR1 IMKKCSSSL 

AIRQMQ1KTTMRYHLTPVRMAI 

IKKSGNNRDMDEIGNHPSQ 


7082 


37450 


A 


7136 


1364 


3024 


TEPKTKTT*LSQ*MQKRPLTKF 
KNASC*KLS1N/IVLEVLARAIRQ 
EKE1KGVQLGK.EEVKLSLFADD 
MIVYLENP1VSAQNLLNLISNFS 
KVSGYKINVQKSQAFLYTNNR 
QTESQIMSELPFTIASKRIKYLGI 
QLTRDVKDLFKENYKPLLNER 
KEDTNKWKNIPCSWVER1NIVK 
MAILPKVIYRFNAIPIKLPMTFF 
TELEKTTLKFIWNQKRARJAKSI 
LSQKNKAGG1TLPDFKLYYKAT 
VTKTAWYSYQNRDIDQWNRTE 
PSEILPRIYNYLIFDKPEKNKQW 
GKDSLFNKWCWENWLAICRKL 
KLDPFLKPYTKIKSGWIKDLNV 
RPKTI KTLEEN LGITIQDIGMGK 
DFMSKTPKAMATKAKIDKWDL 
I1CLKSFCTAKETTIRVNRQPTER 
EKIFATYSSDKGLISRIYKELKQI 
YKKRTNNL1KKWVKDMNRHFS 
KEDVYAAKrCHMKKCSSSLAlR 
EMQIK.TTMRYHLTPVRMA1IKK 
SGNNRITIVLLPGSLIVRSFHVTL 
NAJLLHPGLTLFSPSAGRRDIPR 
VAFSYLAFSAQPSHNTPVN 


7083 


37451 


A 


7137 


1 


2274 




7084 


37452 


A 


7138 


2 


2348 
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NO: 


SEQ ID NO: 
of peptide 


hod 


in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7085 


37453 


A 


7139 


1 


2202 




7086 


37454 


A 


7140 




2823 




7087 


37455 


A 


7141 


1052 


3831 


RHKKPFKKSMN PGAGFFERINK 

1 D RPL A RLTKRK REKNQIHA1K 

NDK.GDITTDPTEIQTTIREYYKH 

LYANKLENLEEMDKFLDTYTL 

PRLNQEEIESLNRPITGAEIVAII 

NSLPTKKSPGPDGFTAEFYQRY 

KEELVPFLLKLFQSIEKEGILPNS 

FYEASINLIPKPGRDTTKKENFR 

P1SLMNIDAKILSK1LANRJQQHI 

KKLIHHDQVGFIPGMQGWFN1C 

KSrNVIQHINRTKDKNHMlISID 


7088 


37456 


A 


7142 




327 




7089 


37457 


A 


7143 




446 




7090 


37458 


A 


7144 


382 


1485 




7091 


37459 


A 


7145 




378 




7092 


37460 


A 


7146 




217 




7093 


37461 


A 


7147 




483 




7094 


37462 


A 


7148 




1260 


















7096 


37464 


A 


7150 




182 


RQGLLVSPRLVQKGEIRTPGLK 
RSSRLDLQKC*DYRHEPSSLAS 
EAPSVWVLLPPWRQS 


7097 


37465 


A 


7151 


1 


1914 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7098 


37466 


A 


7152 




2200 


MKLTTHRENMALTNGFCHHIA 

AQQNLYTNTLLAAR1KQRLTEQ 

FELMLRQAQIDFAGKAHSLTEA 

QANTTQVSAERDRLFKNYQRY 

LKGSQAAVNPFSERDIDDARQN 

FLAQDALAQ1QSQLDSLVNGEQ 

SQ1VSLKAQLAEAKYNLEQTIV 

RAPSNGYVTQVLIRPGTYAASL 

PLRPVMVFIPDQKRQ1VAQFRQ 

NSLLRLAPGDDA E V VFN ALPG 

KVFSGK.LAA1SPAVPGGAYQST 

GTLQTLNTAPGSDGVIATIELDE 

HTDLSALPDGIYAQNPKNLK1V 

ELKAPQLPRSLDDAQI A L A V1N 

TTYASQIGLTPAKDGIFVEDKES 

PYVNLIVTREDNKDAENVKKF 

VQAYQSDE1PCRTRSKHCTPAE 

SGACKTESAARHAGPNLYQCR 

R1RS ANRSA I SVKG WRTPC1PDS 

LPAVEWLTYGSGYLAGMKLGD 

TPLVEYTRDRLHRETLRSFGRY 

ELTTAYTPAGQLQSQHLNSLLS 

DRD Y T WN DNGEL1RISS PRQTR 

SYSYSTTGRLTGVHTTAANLDI 

RJPYATDPAGNRLPDPELHPDST 

LSMWPDNRIARDDNYLYRYDR 

HGRLTEKTDL1PEGVIRTDDERT 

HRYHYDSQHRLVHYTRTQYEE 

PLVESRYLYDPLG\RRVAKRVW 

RRERDLTGWMSLSRKPQVTWY 

G WDG DRLTTIQNDRTR1QTI YQ 

PGSFTPLIRVETATGELAKTQRR 


7099 


37467 


A 


7153 


719 


1575 




7100 


37468 


A 


7154 


1 


239 




7101 


37469 


A 


7155 


1 


735 


FNDDSPEARKITRRWRIGEAAD 
LVGVSSQA1RDAEKAGR\LP\HP 
D\MEIRGRVEQRVGYTIEQFNH 
MRDVFGTRLRRAEDVFPPVIGV 
AAHKELNNDYTSKKVMKPLIT 
SNTVTDEIERANVLKMNGKWY 
LFTDSRGSKMTIDGrNSNDIYM 
LGYVSNSLTGPYKPLNK.TGLVL 
QMALDPNDVTFTYSHFAVPQT 
KGNNVVITSYMTNRGFFEDKK 
ATFAPSFLMNIKGNKTSVVKNS 
ILEQGQLT 


7102 


37470 


A 


7156 


1 


4368 




7103 


37471 


A 


7157 




1452 




7104 


37472 


A 


7158 


1 


516 




7105 


37473 


A 


7159 




743 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


7106 


37474 


A 


7160 




1743 


DSPEVARKITRRWRIGEAADLV 

GVSSQAIRDAEKAGRLPHPDME 

1RGRVEQRVGYTIEQINHMRDV 

FGTRLRRAEDVFPPVIGVAAHK 

GNDPQGTASMYHGWVPDLH1H 

AEDTLLPFYLGEKDD VTY A 1 KP 

TCWPGLDIIPSCLALHRJETELM 

GKJFDEAQPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

KYSNSNGSQSPWMEEQ1RDAW 

GSMVLKNVVRETDEVGKGQIR 

MRTVFEQAIDQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLP VCGRD V KFTLE V LRGDS VE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIE1ADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSA YERGQRYA SRLQN EFAG 

KYFLRWLMRK1FHIITRCINTAK. 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAGVIFEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMVLNLDRSRVPTECIEKI 

EA1LKELEKPAP 


7107 


37475 


A 


7161 


1 


438 




7108 


37476 


A 


7162 


1 


3216 


MKLMETLNQCINAGHEMTKAl 
A1AQFNDDSPEARKITRRWR1G 
EAADLVGVSSQAIRDAEKAGR 
LPHPDME1RGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPG 
FGDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
S L V K.RKTTL A PN TQTA S PRA L A 

UoLlvl^LAKt^V olvb/ V JvKAr 1 

WPGLDI1PSC\LALPRIETELMGK 
FDEGKLPTDPHLMLRL AI ETV A 
HDYDVIVIDSAPNLG 


7109 


37477 


A 


7163 


1 


513 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of'last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


71 10 


37478 


A 


7164 


1 


2027 


MRGHREKAAACK.PRTRASEGT 

TPASTFILDFQPPNCNYTSGDNH 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGIIELNNDYTLK.K.VM 

KPLITSNTVTDEIERANVFKMN 

GKWYLFTDSRGSKMTIDGINSN 

DIYMLGYVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTFTYSHFA 

V PQ A KGILCEEDN YTAGDNHM 

MRAPHCEEDRAHKFVVFDANA 

GTESGHQGESSLFNRACGGGGT 

FFFSKESQKLQQS AKKRDC IN A 

GHEMTKAIAIAQFNDDSPEARK 

ITRRWR1GEAADLVGVSSQAIR 

DA EK AGRLPHPDMEIRGRVEQ 

RVGYTIEQINHMRDVFGTRLKR 

AEDVFPPV1GVAAHKGGVYKT 

SVSVHLAQDLALKGSLLLPKND 

FLFKLGLEGHLPLGK1HSPPTGA 

DVARGSSGLPKSELFLPERNTQ 

ELQQDSEEGPLALQVLQSNLM 

DFADFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQNNDGIC 

EIHVAKYVE1FGLTSAEASKDIR 

QALKSFAGKLVVFYRPE/VGCR 

R*KRL*1FSLVYQTCAQSIQRAL 

QCTYQPISHSLLYRVTEPVYAV 


7111 


37479 


A 


7165 




750 




7112 


37480 


A 


7166 




723 




7113 


37481 


B 


7167 




1156 




7114 


37482 


A 


7168 




999 




7115 


37483 


A 


7169 




529 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQA1RDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRDVFVAGDEKGYESFPWF 

lis. 1 L-ANrirorvUL Y avrllNr I Llro 

LSGYRTGLRSFGLVKQKKSPIR 
MPCVYTNPCVSIVSRMAQASSL 


7116 


37484 


A 


7170 


1 


1038 




7117 


37485 


A 


7171 


1 


1098 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7118 


37486 


A 


7172 


1 


838 


MKLMETLNQCINAGHEMTKA1 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQA1RDAEKAGR 

LPHPDMEIRGRVEQRVGYT1EQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTE 

TMYHGWVPDLHIHAEDTLLPF 

YLGEKDD VTY A I K.PTC WPGLDI 

IPSCLALHRIETELMGKFDEGSL 

PTDPHLMYYYQAPCMKSNNAL 

IVILGTVTLDAVGIGLVMPV\CR 

ASCG1SSIPTASPVTMACC 


7119 


37487 


B 


7173 


1 


1212 




7120 


37488 


A 


7174 


1 


738 




7121 


37489 


A 


7175 


1 


654 




7122 


37490 


A 


7176 


1 


448 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQA1RDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPVI 
GVAAHK\AGNLSCQLH**IGQR 
AGRGGLRIGRQGGFSFIIQ 


7123 


37491 


B 


7177 




753 




7124 


37492 


A 


7178 




345 




7125 


37493 


A 


7179 




516 




7126 


37494 


A 


7180 




1989 




7127 


37495 


B 


7181 




1 191 




7128 


37496 


A 


7182 




669 




7129 


37497 


A 


7183 




574 




7130 


37498 


A 


7184 




934 




7131 


37499 


A 


7185 




1281 




7132 


37500 


A 


7186 




324 




7133 


37501 


A 


7187 




817 




7134 


37502 


A 


7188 




587 




7135 


37503 


B 


7189 




610 




7136 


37504 


A 


7190 




882 




7137 


37505 


A 


7191 




1077 




7138 


37506 


A 


7192 




418 




7139 


37507 


A 


7193 




840 




7140 


37508 


A 


7194 




337 


MKLMETLNQCINAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRNWFGSGLRRPTAELKCA 
SQT 


7141 


37509 


A 










7142 


37510 


A 


7196 




1080 




7143 


37511 


A 


7197 




1170 




7144 


37512 


B 


7198 




1296 




7145 


37513 


A 


7199 




1179 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


7146 


37514 


A 


7200 




507 




7147 


37515 


A 


7201 




41 1 




7148 


37516 


A 


7202 




793 




7149 


37517 


B 


7203 


366 


1502 




7150 


37518 


A 


7204 




1 107 




7151 


37519 


A 


7205 




2388 




7152 


37520 


B 


7206 




2260 




7153 


37521 


A 


7207 




1067 




7154 


37522 


B 


7208 


563 


1467 




7155 


37523 


B 


7209 




1272 




7156 


37524 


A 


7210 




1722 




7157 


37525 


B 


7211 




1917 




7158 


37526 


A 


7212 




2679 




7159 


37527 


A 


7213 




1207 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

E AADLVG VSSQA IRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPG 

FGDFA\HFGNHHQNRJFALLGQ 

TSVDRLLQLSQGQAVKGNQLL 

PVSLVKRKTTLAPNTQTASPRA 

LADSLMQLARQVSRLESGQAIR 

DAEKAGRLPHPDME1RGRVEQ 

RVGYT1EQ1NHMRDVFGTRLRR 

AEDVFPPV1GVAAHKGGVYKT 

SVSVHLAQDLALKGLRVLLVE 

AARGLKKRGLAGTAQGPGEPG 

EAPKGKKGKTEPGHERKGNWT 

GKGPQ1REGTSPNPPREHGGEC 

APPPPSAKRKQPKAQKRK AN SN 

A H PRQPKPKKKRPKRQTN SRTN 

TRSGKRQNKQPEEPK 


7160 


37528 


A 


7214 


1 


2757 




7161 


37529 


A 


7215 


1 


2984 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


7162 


37530 


A 


7216 




2387 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARK1TRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDME1RGRVEQRVGYTIEQ1 
NHMRDVFGTRLRRAEDVFPPVI 
GVAAHKAKGLTALSPQTDWNR 
KRNSSKPLAQVQEEDSAWHPE 

clqktrqawcdnlktchtshg 
svmaetavinhkxrknsppjvq 
sndlteaayslsrdqkrmlyl 
fvdqirksdgtlqehdgice1hv 
aky aeifg lts a e ask.d i rq a l 
ksfagkevvfyrpeedagdek 
gyesfpwfikrahspsrglysv 
hinpylipffiglqnpltqfrt.se 
tkeitnpyamrlyeslcqyrkp 
dgsgivslkidw1ieryqlpqsy 
qrmpdfrrrflqcinaghemt 
kaiaiaqfnddspearkitrrw 

RIGEAADLVGVSSQA1RDAEKA 
GRLPHPDMEIRGRVEQRVGYTI 
EQ1NHMRDVFGTRLRRAEDVFP 

pvigvaahkggvykmlisvhl 
aqdlalkglpgllr\egndpqg 
\ttsmyhgwvpdlhihaedtll 
pfylgekddvp\ya1kptcwag 
awhfflpcralhrietelmgkf 

DEGKLPTDPHLMLRLAIETVAH 
nvnvivinc.Ap\ii p.ip.tiisjvx/i^a 

ADVLIVPTPAELFDYTSALQFFD 
MLRDLLKNVDLKGFEPDVFIRD 
KLMERRNRRTGRTEKAR1WEV 


7163 


37531 


A 


7217 


1 


917 





830 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


7164 


37532 


A 


7218 




1862 


MKLMETLNHCINAGHEMTKAV 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQ A I RDAEKAG R 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPV1 

GVAAHKGGVYKTSVSVHLAY 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYA1KPTCWPGLDI 

IPSCLALHRIETELWGK/FDEGR 

SFMPGPP/HHHPLGRSSQ*QVSN 

SLDRAAKGN*KPLCHCPCSGTT 

HATLRLIKEQRPYVPYAHLQQA 

VVDPRRGGHMVLI/NVVRVTG 

DVGKGQIRMRTVVEQA1DQRSS 

TGAWRNALSIWEPVCNEIFYRL 

IKPRWEIRWGKRAPVIPKHTLN 

TQPVEDTSLSTPAAPMVDSLIA 

RVGVMARGNAITLPVCGRDVK. 

FTLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDL1PSFLLTGQ 

QTPAFGRRVSGVIE1ADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

1SRK1ITRC1NTAKLPKSVVALFS 

HPGEAICPVRMFRM KLM ETLN 

QC1NAGHEMTKA1AIAQFN DDS 

PGSEENNPALENR 


7165 


37533 


A 


7219 


1 


2724 




7166 


37534 


A 


7220 


1 


3252 


FNDDSPEARKITRRWRIGEAAD 
LVGVSSQAIRDAEKAGRLPHPD 
MEIRGRVEQRVGYTIEQ1NHMR 
DVFGTRLRRAEDVFPPFNDDSP 
EARKITRRWRIGEAADLVGVSS 
QAIRDAEKAGRSTATRILEIRGR 
VEQRVGYTIEQ1NHMRDVFGTR 
LRRAEDVFPPVIGVAAHKGGV 
YKTSVSVHLAQDLALKGLRVL 

L V c,U Kor r t^l I At_-L Ll^ Y 30 W JJ V 

SSEKPAALNKNKSEMRGDFAD 
FGTTIKQDFRLLGQT 


7167 


37535 


A 


7221 


1 


465 




7168 


37536 


A 


7222 


1 


291 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


7169 


37537 


A 


7223 




1710 


MLCTKWDKLGLEKNAGKNKN 

AYKWYGWPANAPDEPH1EQLV 

GECRVMRQLKRLISRIAPSPSSV 

MVVGESGTA1PVVSHAEFKGGF 

AD1GVHYLDWTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

RYTFKNTNRIYLGDTGFNLYLH 

AYGTYGSANRVNFHDDM\FLA 

GFGFQF*PAGGW/WGSNPFFAK\ 

RYTRSKPYYTAGDNGYVVAGWV 

AGYNFMLGSEKFTLTNWNEYE 

FDRDATYAADFLPLYDVDCQD 

NGNLEYDTYSQPEWrCHNLFDH 

YLAVLYRFKDESGKEQFSGAV 

VKTREATPGKEIEAITRRMLDFS 

PRLKKLADCPSPRPVFEALCICS 

MLDALLLLCPLDYHASCDNYS 

YALLDPQGFPLPHRRLWGPYID 

VDVPMLHLIQHAWAQDALLSC 

LYSDLLYMSSFPYPAGTLTRLM 

GVTSYNHKNTLLTYCITLMSTI 

RFAYDGDEEIAMKYTDFLKGE 

LSMNIRPLHDRVIVKRKEVETK 

SAGGIVLTGSASAKSTRGEVLA 

VGNGRILENGEVKPLDVKIGDI 

VFFNDGYRGEI 


7170 


37538 


A 


7224 


678 


1588 


RTQHKASLHGRASAFCPPRLFA 
PQAPRLFDHRGFLTFASANFAA 
VAFCPPRLFPPTGAAAVCPLPLF 
APRRFLPPPPPRLFRCHGFFPPC 
LGFLTSAAFFLPPPRLFALRRRG 
FLPFAAAAAFFPTRLFAPPPTQL 
FAPSPPWLFAAAAFCPPWLSAP 
TPPRLFVPAAAAFCCRDFLPPSP 
PLFRHRDFLPPPPRIFVPAAAAL 
RAGAADSAAGSTGVLGQDLWS 
RCVVGTGMEAPGSRGGGGGLR 
EDIPLPPEFPSGPALSSCR*GNRR 
PEGEMTCQEPLLS/CSWIP*VKE 
FETNPDNIVRPH 



832 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7171 


37539 


A 


7225 




1627 


MTK.QLELPQSPGEVPGSDYPLL 

1ACAY1GFLTWGGGFSGSMPLL 

AATPGNPVEHIAGLIPVGDTLFS 

GFN1F1TVALIVVMPFITRMMMP 

KPSDVVSIDPKLLMEEADFQKQ 

LPKDAPPSERLEESRILTLIIGAL 

GIAYLAMYFSEHGFNITINTVNL 

MFMIAGLLLHKTPMAYMRAIS 

AAARSTAGILVQFPFYAGIQLM 

MEHSVTGIEAAMLDLLGQHLG 

VNVASLLGDGQQRSEVEMLGY 

LFFVGNRKATPLPYQSQPDDSC 

DWYRLRHEEAMTPDAVVRLAE 

AAYEKYGFNDFKLKGGVLAGE 

EEAESIVALAQRJFPQARITLDPN 

GAWVSLNEAIKIGKYLKGSLAY 

AEDPCGAEQGFSGREVMAEFR 

RATG LPTATNMI ATN WREMG H 

AV1AQ\SVDIPLADPHFWTMQG 

SVRVAQMCHEFGLTWGSHSNN 

HFDISLAMFTHVGAAAPGNPTA 

1 DTHW1WQEG DCRLTQNPLEIK 

KGKIAVPDAPGLGVELDWEQV 

QKAHEAYKRLPGGARNDAGP 

MQYLIPGWTFDRKRPVFGRH 


7172 


37540 


A 


7226 


3 


655 




7173 


37541 


A 


7227 


1 


633 




7174 


37542 


A 


7228 


1 


630 




7175 


37543 


A 


7229 


362 


1491 


PTLSVIHESMRFFIRHQPENLTL 

vvlsrnlpqlalpicvfvincw 
klavsnwhlpistgcavtkdg 
rwspeftitgqa/wdlpvvgyr 
ngvaqplrlwqathahpfdlt 
kfndgdflraeqqg1naekltk 
vlypndnhtagkklrlmqqyf 
qcacsvadilrrhhlagrklh 
el a d ye viqlndthpti a i pel l 
rvlidehqmswddawaitskt 
faytnhtlmpealerwdvk.lv 
kgplprhmqiineintrfktldl 
qdaeh rplkmrgcllcqchtl 

FQGKHRFFTGAGGNRQNNVIE 
HLVAASRYRFTTASRRPLFTAG 
FTLLTAFLFHSNFAEGVNSLMF 
MKNLT1SGGFLLLAITGPGAYS1 
DRLLNKKW 


7176 


37544 


A 


7230 


1 


660 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7177 


37545 


A 


7231 


545 


1322 


KHAEHLGQATHAHPFILTKFNP 
GYFIARRQTTRGfNAEKALAKIFF 
\PICANHFAGKKLRLMQQYFQC 
ACSVADILRVRHHLAGRKLHEL 
ADYEVIQLND THPTIAIPELLRV 
L1DEHQMSWDDAWAITSKTFA 
YTNHTLM PEALER WDVKLVKG 
LLPRHMQIINEINTRFKTLVEKT 
WPGDEKVWAKLA V VHDKQ VH 
MANLCVVGGFAVNGVAALHS 
DLVVKDLFPEYHQLWPNKFHN 
VTNGITPRRWUKQCNPALAALL 


7178 


37546 


A 


7232 


641 


874 


KYPTPGRDLRMF1TGLSERL*EI 
TSLLKRSITGDKYSLRPLTANSV 
TSVTHFSFGRVALKSLSSVRAV 
SLDLNRCFK 


7179 


37547 


A 


7233 


1 


693 




7180 


37548 


A 


7234 


980 


1305 


TWLRICSIRHSKSLILTSI/HVLH 
SDQGWQYRMRRYQN1LKEHG1 
KQSMSRKGNCLDNAVVECFFG 
TLKSECFYLDEFSTMISELKDAVT 
EY1EYYNSRRISLKLKGSDSN 


7181 


37549 


A 


7235 


1 


3219 




7182 


37550 


C 


7236 




7521 




7183 


37551 


A 


7237 


1351 


2117 


CDRILCSACCAEPQPVSHLHRL 

RRSFSERQPDGNGSQNPASRDR/ 

DVVDVTVIAW1EHRGGHEAPS 

GPGEDGMDAPAIAAGTFSPREA 

STLPVQVS*VCRLNCCSRDVPK 

ATRVPL/EK.LAGPLRHPLFMLF 

QTCLHLSLFTHHFADDSRRLQIF 

SVGFVAGLKQQYRRDLLQGDV 

NPRMATAVGNDQVWFQSGNG 

FQARLRARSDGLPRFQVRTH FG 

QDAFCIV1VGNTDRDDVHGGQ 

RIGEREFQHHNPLWRFFEC 


7184 


37552 


A 


7238 


690 


868 





834 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7185 


37553 


A 


7239 


2607 


3692 


TWLRICSIRHSKSLILTSI/HVLH 

SDQGWQYRMRRYQN1LK.EHGI 

KQSMSRKGNCLDNAVVECFFG 

TLKSECFYLDEFSNISELKDAVT 

EYIEYYNSRRISLK.LK.GLTPIEY 

RNQTYM PRVNCPLFDTLRI PDI 

GGVVRARAIAKLLNDTDMAIID 

KRRPRANVSQVMH11GDVAGR 

DCVLVDDMIDTGGTLCKAAEA 

LKERGAKRVFAYATHPIFSGNA 

ANNLRNSVIDEVVVCDTIPLSD 

EIKSLPNVRTLTLSEKYTAARFT 

RDLIAGITVGI1AIPLAMALAIGS 

GVAPQYGLYTAAVAGIVIALTG 

GSRFSVSGPTAAFVVILYPVSQ 

QFGLAGLLVATLLLGDLFDSDG 


7186 


37554 


A 


7240 


1326 


3930 


NVLRGISAAFFVG*AKAPRNGT 
Q 


7187 


37555 


A 


7241 


3 


195 


RVDDFVGGAGAPASPGL*QCG 
QLQKL1G I SIG SL RG LGTKCAVS 
NDLTEQEIRTLEHCPNSFF 


7188 


37556 


R 


7242 


75 


402 




7189 


37557 


A 


7243 




309 




7190 


37558 


A 


7244 




187 




7191 


37559 


A 


7245 


383 


1778 




7192 


37560 


A 


7246 


2 


447 


IREKL1RLQHENKMLKLNQEGS 
DNEKIALLQSLLDDANLRKNEL 
ETE/Q*VLVPINFPLTTAFAVSH 
RFRLVNQRLLEVQSQVEELQKS 
LQDQGSKAEDSVLLKKKLEEH 
LEKLHEANNELQKKRA1IEDLE 
PRFNNSSLKIEELQEALR 


7193 


37561 


B 


7247 


80 


1042 




7194 


37562 


A 


7248 


1 


192 




7195 


37563 


A 


7249 




62 




7196 


37564 


B 


7250 


219 


230 




7197 


37565 


A 


7251 


246 


594 




7198 


37566 


A 


7252 




316 




7199 


37567 


A 


7253 


1 


1059 




7200 


37568 


A 


7254 


1 


516 


EDALEQEK.KELQIQVEHYEFQT 
RQLELKAKNYADQISRLEERES 
EMKKEYNALHQRHTEMIQTYV 
EHIERSKMQQVGGNSQTESSLP 
GRSRKERPTSLNVFPLADGT/CT 
CTDRGQARACGGPLAPE*PRPA 
AVQLQLPGFVAVPWSERLLPV 
AGVPRSLGREPRLQAALHGS 


7201 


37569 


A 


7255 


1 


1176 




7202 


37570 


A 


7256 


1 


749 




7203 


37571 


A 


7257 


1 


691 





835 
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SEQ ID NO: 




S£Q II) MO: 






Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


^cation of first 


codon for last amino acid 


*=Stop codon, /=possibIe nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


7204 


37572 


A 


7258 


2 


810 


VMMTGYNNGRCPRNSLYSDCII 














EEKTVVLQKKDNEGFGFVLRG 














AKADTPIEEFTPTPAFPALQYL\ 














ESVDEGGVAWQAGLRTGDFL1 














EVNNENVVKVGHRQVVNMIR 














QGGNH\LFLKVVTVTRNLDPDD 














TARKKAPPPPKRAPTTALTLRS 














KSMTSELEELVDKASVRKKKD 














KPEEIVPASK.PSRAAENMAVEP 














RVATIKQRPSSRCFPAGSDMNS 














V YERQGI A VMTPTV PG SPK APF 














LG1PRGTMRRQKSIGKKCGTPP 














QKLPLGFQTQP 


7205 


37573 


A 


7259 


1 


1416 




7206 


37574 


A 


7260 


2 


1 142 




7207 


37575 


A 


7261 


1 


576 




7208 


37576 


A 


7262 


21 


289 




7209 


37577 


A 


7263 


2 


372 




7210 


37578 


A 


7264 


170 


655 


VRRRILGALFTWICSVTRESTSK 














PLSSALLSAKLLHRARSRTGLS 














GRN PKT1 SQDLQF A AIGS PLTES 














LNLHSRQALRDCCWTHTIPPNP 














*ICTHARR/WRDCCWTHT1PPNP 














DTVWRFPLSSPVSAAPKQERAS 














SEPCSWSHWCRCSLSWLSSIPTE 














GCTPVCSSICLLMATFPMFSLIK 














IVR 


721 1 


37579 


A 


7265 


1 


1725 




7212 


37580 


A 


7266 


307 


686 


PRRTPMKSCKIKEVPIFVFPLRT 














TRENCLRP1KGYAIYEKAPRSIL 














KDVHLTRNQCVPIPDRYKWWS 














WQVCRRPKQWGWTQGPVAPK 














RSAEFFAAHA*KRRRVMLNLR 














GLDVDSLVIEH1QVNKAP 


7213 


37581 


A 


7267 


1 


276 




7214 


37582 


A 


7268 


1 


726 




7215 


37583 


A 


7269 


3 


231 




7216 


37584 


A 


7270 


1 


217 




7217 


37585 


A 


7271 


3 


283 


KRKTEGDAKGDKAKVKDESQR 














RSARLSAKPAPPKPEPKPK.KAP 














AKKGEKVPKGKKRKADAG1CE 














iyevj Y WKol^ VrvClrir L u Y r W L 














YSLKYYFI 


7218 


37586 


A 


7272 


1 


1188 




7219 


37587 


A 


7273 


5 


365 




7220 


37588 


A 


7274 


1 


453 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7221 


37589 


A 


7275 




441 


RQPAHPGTSSAAAAPRKRSAAA 

HAGVAVAASARLPPCAGCGLR 

AAPPLLASSARLRALRRP\GGL 

WAAGCAPAAGQLCTAAGSAAP 

GALQRCGGRHG1TRPWCAEIAS 

AG * G SGG SRWGC WPCPCLLRT 

CTSHPLSSPLPFTHGSLQASFSL 

TRDCVSSTKTLWVWLEVQR 


7222 


37590 


A 


7276 


2 


1957 




7223 


37591 


A 


7277 


1 


678 




7224 


37592 


A 


7278 




720 




7225 


37593 


A 


7279 


190 


2947 


QALQRGLLSR/DRAPCSSKLSW 

RS/SPRRRAGTGPVQEEVALKP 

VLLRHPVQPVIRVKLPRICLLEE 

AGQLRGVHRLESVEEYYEADG 

AEWGPPDTAMLESLPEMAGKH 

SLPQLLDSSSASQPGAIQIIYSML 

YQ1HYLKHLLSSYWGASQWKH 

TRHTHYFESLW*EHLPS*KYQK 

REKWADLTRSLENP\GQQPRDS 

WEPSGFWALPQAGDSCQTSQSP 

RKPTGPPKPSPPPEEGRLLR/CPT 

MPVMRKSLTE 


7226 


37594 


A 


7280 


3 


439 




7227 


37595 


A 


7281 


1 


273 




7228 


37596 


A 


7282 


2 


1664 




7229 


37597 


A 


7283 


1 


7511 




7230 


37598 


A 


7284 


1 


5046 




7231 


37599 


A 


7285 


42 


8716 




7232 


37600 


A 


7286 


2 


201 




7233 


37601 


A 


7287 


2 


797 


CS/GSPPTCRQAQTSLEVALYM 

FLQNPDTEAVLVAMSCFCHLCE 

EADTQCGVDEVSVHNLLPNSN 

TFMEFACQQCDVNSPPVGPVSE 

HKGSMISVMSSEGNADTPVSK. 

YMDQLLSLMVCNLEKVGLQIP 

TNDKDLVLLTDTNTQFVEQTL 

DIM KNLLDN HTEGSPEHLEQAS 

IETMMLNLVRNKMVEYLTDW 

VMGTSNQAADDDVKCLTSRI/D 

HPGGTLL*GQPRPELPAGLPRQ 

PASPGPRHPGASCGWPRAPPDS 

APGGPGRER 


7234 


37602 


A 


7288 


56 


8669 




7235 


37603 


B 


7289 


278 


2333 




7236 


37604 


A 


7290 


1 


423 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7237 


37605 


A 


7291 


2 


1688 


PLYFHSPPAWLCSPSPPSARLYL 

ELRKLPATLPWSSVTDTGSYSA 

GRRERGGEGEGRGRRVRVADH 

RSALPRTGPQGSEEELANMQGL 

WERLERAVSRLESLASAESHRPP 

GN\CG E VNG VI A\G V APSRG KPL 

HKLMDSMVAEF\LKNSRILSGD 

VETLAEIVHSAFQAQRAFLLMA 

SQYQQPHENDVAALLKPISEKI\ 

K. E I QTFQRE/RTRG SNMFNHLSA 

VSESIPALGWUAVSPKPGPYVK 

EMNDAATFYTNRVLK.DYKHSD 

LRHVDWVKSYLNIWSELQAYI 

KEHHTTGLTWSK.TGPVASTVS 

AFSVLSSGPGLPPPPPPLPPPG PP 

PLFENEGKKEESSPSRSALFAQL 

NQGEAITKGLRHVTDDQKTYK 

NPSLRAQGGQTQSPTKSHTPSP 

TSPKSYPSQKHAPVLELEGKKW 

RVEYQEDRNDLVISETELKQVA 

YIFKCEKSTIQIKGKVNSIIIDNC 

KKLGLVFDNVVGIVEVINSQDI 

Q1QVMGRVPT1SINKTEGCHIYL 

SEDALDCEIVSAKSSEMNILIPQ 

DGDYREFPIPEQFK.TAWDGSKL 


7238 


37606 


B 


7292 


44 


355 




7239 


37607 


A 


7293 


1 


3623 


SEKEKEELERLQK.EEEERKK.RL 

QLYVFVMRCIAYPFNAKQPTD 

MARRQQKISKQQLQTVKDRFQ 

AFLNGETQIMADEAFMNAVQS 

YYEVFLKSDRVARMVQSGGCS 

ANDSREVFKKH1EKRVRSLPEID 

GLSKETVLSSWMAKFDAIYRG 

EEDPRKQQARMTASAASEL1LS 

KEQLYEMFQNILGIKKFEHQLL 

YNACQLDNPDEQAAQIRRELD 

GRLQMADQIARERKFPKFVSKE 

MENMYIEELKSSVNLLMA 
















7241 


37609 


A 


7295 




1056 




7242 


37610 


B 


7296 


54 


2173 




7243 


37611 


A 


7297 


1 


984 




7244 


37612 


B 


7298 


95 


1350 





838 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7245 


37613 


A 


7299 




2569 


MDGAKAFFSAVAAGFVIILTCQ 

LQWQWQHGGVHAHQLWQLA 

SGYRDACFCVSTYSSGPSEFPGP 

TLGTLNELAIDLEERKHRRKAK. 

VWK.GEGGGLRSPRQSLLAFRA 

VLASRGTRSCHVSPYLGVSGAL 

SSPNPHPSTTGAGPIPPVQRWGL 

PQINQKNREIAIPLTLGMSTHLR 

RGCKNMSRFSPSLHCCTTPISTN 

FTDPGSHCKGAHGDICLLIQNL 

KGALPMSINRSYFNAHPLLQISE 

AVTFKDVAVVFTEEELGLLDPA 

QRKLYRDVMLENFRNLLSVGN 

QPFHQDTFHFLGKEKFWKMKT 

TSQREGNSGGKIQIEMETVPEA 

GPHEEWSCQQIWEQIASDLTRS 

QNSIRNSSQFFKEGDVPCQIEAR 

LSISHVQQKPYRCNECKQSFSD 

VSVFDLHQQSHSGEKSHTCGEC 

GKSFCYSPALHIHQRVHMGEK 

CYKCDVCGKEFNQSSHLQTHQ 

RVHTGEKPFKCGQCGKGFHSRS 

ALNVHCKLHTGEKPYNCEECG 

KA Fl HDSQLQEHQRIHTGEKPF 

KCDICGKSFRVRSRLNRHSMVH 

TGEKAFRCDTCGKNFRQRSAL 

NSHSMVH1EEKPYKCEQCGKGF 

ICRRDFCKHQMVHTGEKPYNC 

KECGKTFRWSSCLLNHQQVHS 

p.nvcFfcTPFPni^r.FVTxiQPDC'C 

U^XorNl/fctL/UlVur I 1 fNoKxvjj 

HQRSHNGEKPYNCEECGKDYK 
RRLDLEFHQRVHTGERPYNCK 


7246 


37614 


A 


7300 


2 


326 




7247 


37615 


A 


7301 


166 


443 





839 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

eodon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssible nucleotide 
deletion, \=possible nucleotide insertion) 


7248 


37616 


A 


7302 




2692 


MDPGTLQS A SQG PTA IN PCDY V 

LKRRMQTSWQRLTP1IKWHVYI 

LMIGPGEKEAGRNLGIFGKWTP 

FPK.1PAKRLRESNCPVDAQEIW 

LPQAFREYLGRRGNFGPGRRTC 

EFWEVESICSVESWELWLRQA 

DSGDSGKCSPDACGIIDTSGLR 

AGHCYLTRLWHVSGRIPPSFKL 

HHPGVCK.FPKVGGK.MTTFK.EA 

VTFK.DVAVVFTEEELGLLDPAQ 

RKLYRDVMLENFRNLLSVGHQ 

PFHQDTCHFLRE\EKFWMMGT 

ATQREGNSGGKIQTEMETWPE 

AGTHEEFSCKQIWEQIASDLTR 

SQDTT1SNSQLFEQDDNPSQIKA 

RLSIIHVKTETSEGRTCKKSFSD 

VSVLDLHQQLQSREKSHTCDEC 

GK.SFCYSSALR1HQRVHMGEK.L 

YNCDVCGKEFNQSSHQQIHQRI 

HTGEKPFKCEQCGKGFSRRSGL 

YVHRKLHTGVKPHICEKCGKA 

FIHDSQLQEHQRJHTGEKJ'FKC 

D1CCKSFRSRANLNRHSMVHM 

REKPFRCDTCGKSFGLKSALNS 

HRMVHTGEKRYKCEECGKRFI 

YRQDLYKWQIDHTGEKPYNCK 

ECGKSFRWASGLSRHVRVHSG 

ETTFKCEECGKGFYTNSQRYSH 

QRAHSGEKPYRCEECGKGYKR 

RLDLDFHQRVHRGEKPYNCKE 

CGKSFGWASCLLNHQRIHSGEK 

PFKCEECGKRFTQNSQLYTHRR 


7249 


37617 


A 


7303 


' 


585 


KRTA I SPKDAFETRQDLNEEEA 
AQVHGVKDPAP/ASTQSVLADG 
TDSAGN*ARQEPHKAAL*PIQN 
YQANLVNTFPYSNNSGGRG/RL 
MKTV/TQGSQQPSLADPASHLP 
VGDHLTYSN ETEP VRA LLPDEK 
KEVKPPALSMSNLHEATMPVL 
LDHLRETRADKK.RLRKALREFE 
EQFFKQTGRSPQKEDRIPMADE 
YY 


7250 


37618 


A 


7304 


1 


366 





840 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


7251 


37619 


A 


7305 




1265 


RYRPGIPGST1SSLVEEHAPPSW 
EPQHQNVEATVLVDSVLRPSM 
GNFKSRKPKSIFKAESGRSHGES 
QETEHVVSSQSECQVRAGTPAH 
ESPQNNAFKCQETWRLAQPRID 
QRTATSPKDAFETR\QDLNEEE 
AAQVHGVKDPAPASTQSVLA\D 
GTDSADPSPVHKDGQNEADSA 
PEDLHSVGTSRLLL/Y H I TDG DN 
PLLASPRLFPLSGQSQRFNLDPES 
APSPPSTQQFMMPRSSSRCSCG 
DGKEPQTITQLTKHIQSLKRKIR 
KFEEKFEQEKKYRPSHGDKTSN 
PEVLKWMNDLAKGRKQLKEL 
KLKLSEEQGSAPKGPPRNLLCE 
QPTVPRENGKPEAAGPEPSSSG 
EETPDAALTCLKERREQLPPQE 
DSKVTKQDKNLIKPLYDRYRII 
KQILSTPSL1PT1VSQDTCMLLLC 


7252 


37620 


A 


7306 


797 


1390 


PRMGARPRAPAAQPPPAAAQR 

PPARPATPTACGSSAHRAPSPA 

RSRRS PCTPRAAPAAPGP K A AR 

QWAGTATRSSRPQRSARRSPRD 

SSRCWAISSRSKRAATACTPGA 

K.RRVATKARGALWSKPKSK.A 

MRLWPWCLSGRLGS*KAQEVA 

QDPGSDEGRGRLVESGLQDEG 

WVPQGGEGGVAGQDASHRGSF 

RGALK 


7253 


37621 


A 


7307 


605 


697 




7254 


37622 


A 


7308 


1 


1263 




7255 


37623 


A 


7309 


257 


1190 




7256 


37624 


A 


7310 


394 


485 




7257 


37625 


A 


7311 


21 


674 




7258 


37626 


A 


7312 


277 


396 


GLLPGWKI*CSRVFVTSAIHVE 
VAELEANLPCTCKVHFPDPNKL 
HCFQLTVTPDEG YYQGG KFQF 
ETEVPDAYNMVPPKVKCLTK1 
WHPNITET 


7259 


37627 


C 


7313 


74 


316 




7260 


37628 


C 


7314 


211 


390 




7261 


37629 


A 


7315 


1 


2601 




7262 


37630 


A 


7316 


1 


1365 




7263 


37631 


A 


7317 


358 


760 


SIPLLFRKSSLSRK*CSAASIFSG 
SSKFKRSVNKEFNPQTTSFNVL 
VGAQPVPSIECSLNKLRHISPVS 
V1VGVPDSLVQAFHFGRHHVV 
RIRELQFQTEIFHPGSNPHLGLL 
LAENNEACLDQENALYMYKV 


7264 


37632 


A 


7318 


1 


1728 




7265 


37633 


A 


7319 


1 


558' 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7266 


37634 


A 


7320 


2 


1884 


PAGAGPGQEAGAGPGPGAVAY 
ATGAEEGEMKPVAAGAAVPPG 
EGISAAPTVEPSSGEAEGGEAN 
LVDVSGGLETESSNGUCDTLEG 
AGDTSEVMDTQAGSVDEENGR 
QLGEVELQCGICTKWFTADTFG 
IDTSSCLPFMTNYSFHCNVCHH 
SGNTYFLRKQANLKEMCLSAL 
ANLTWQFRTQEEHPKTMFSKD 
KDIIPFIDKYWECMTTRHRPGK 
TTWPNNIVKTMSKERDVFLVK 
EHPDPGSKDPEEDYPKFGLLDQ 
DLSNIGPAYDNQK.QSSAVSTSG 
NLNGGIAAGSSGKGRGAKRKQ 
QDGGTTGTTKKARSDPLFSAQR 
LPPHGYPLEHPFNKDGYRYILA 
EPDPQAPDPEKLEIDCWAGKPIS 
GDLYRACLYERVLLALHDRAP 
QLKISDDRLTVVGEKGYSMVR 
ASHGVRKGAWYFEITVDEMPP 
DTAARLGWSQPLGNLQAPLGY 
DKFSYSWRSKKGTKFHQSIGKH 
YSSGYGQGDVLGFYINLPEDTE 
TAKSLPDTYKDKALIKFKSYLY 
FEEKDFVDKAEKSLKQTPHSEII 
FYKNGVNQGVAYKDIFEGVYF 
PAISLYKSCTVS1NFGPCFKYPP 
KDLTYRPMSDMGWGAVVEHT 
LADVLYHVETEVDGRRSPPWE 


7267 


37635 


A 


7321 


1 


267 




7268 


37636 


A 


7322 


60 


888 


RGAALARTRLSVRPVGPAGTRR 
SHALGPRPGARSSFRLRCELRR 
CMCGNNMSTPLPA I VP AARKA 
TAAV1FLHGLGDTGHGWAEAF 
AG1RSSHIKYICPHAPVRPVTLN 
MN VAMPS WF\DIIGLSPDSQED 
ESGIKQAAEN1KALIDQEVKNGI 
PSNRIILG\GFSQGGALSLYTALT 
TQQKLAGVTALSCWLPLRASFP 

VPLMFGSLTVEKLKTLVNPAN 
VTFKTYEGMMHSSCQQEMMD 
VKQFIDKLLPPID 


7269 


37637 


A 


7323 


1 


1182 





842 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7270 


37638 


A 


7324 


1 


2469 


MVDRARPTVLVTEVPLKSKHT 

AQMGLVLTANESQPLVHETAL 

KNKKPQSWFPNPCVSYNRKPG 

LQD*GRAERPELGEQATEAALL 

KAPAESVRQEHRSTNT/PQTRSC 

CPQYFPRAGCLPSRGHDVEPQH 

EAGDGPCRGIRNG*KLLSSFFG 

QQVRT**R/CSELTPKQEFFKGS 

ESSNRTSGGLFGVVPGAAETGD 

VCVYTFKELEGQTSDEEGSRLE 

NDFLEITDEDKKKSTKDRYDKY 

KEVGEHPPLSSSPVEHEGVLKG 

QKSYRCDECGKAFNRSSHLIGH 

QRIHTGEKPYECNECGKTFRQT 

SQL1VHLRTHTGEKPYECSECG 

KAYRHSSHL1QHQRLHNGEKPY 

KCN ECA KAFTQSSRLTDHQRT 

HTGEKPYECNECGEAFIRSKSL 

ARHQVLHTGKKPYKCNECGRA 

FCSNRNLIDHQRIHTGEKPYECS 

ECGKAFSRSSGL1SHHRVHTGE 

KPYSCIECGKAFNQNSQLIEHQ 

RMHRGKKVYKCKECGKAFGLS 

KCLIRHQRLHTGEKPYKCNECG 

KSFNQNSHLIIHQRIHTGEKPYE 

CNECGKVFSYSSSLMVHQRTH 

TGEKPYKCNDCGKAFSDSSQLI 

VHQRVHTGEKPYECSECGKAF 

SQRSTFNHHQRTHTGEKSSGLA 

CQEGNKE1SKGPQKPPGYRLCP 

LQAVGGGEFGPTRVHISFSLSD 

LKQ1KVFFPGGPLMLEKQK.KKS 


7271 


37639 


A 


7325 


1 


1596 




7272 


37640 


A 


7326 


2 


3394 


MAHAGGGSGGSGAGGPAGRG 
LSGARWGRSGSAGHEKLPVHV 
EDALTYLDQVKIRFGSDPATYN 
GFLEIMKEFKSQS1DTPGVIRRV 
SQLFHEHPDLIVGFNAFLPLGY 
Rl Dl PKNGKLNIQSPLTSQ EN SH 
NHGDGAEDFKQQVPYKEDKPQ 
VPLESDSVEFNNAISYVNKIKTR 
FLDHPEI YRSFLEI LHTYQKEQL 
NTRGRPFRGMSEEEVFTEVANL 
FRGQEDLLSEFGQFLPEAKRSLF 
TGNGPCEMHSVQ 


7273 


37641 


A 


7327 




738 




7274 


37642 


A 


7328 




399 




7275 


37643 


A 


7329 




223 




7276 


37644 


A 


7330 




1040 




7277 


37645 


A 


7331 




465 




7278 


37646 


A 


7332 




288 
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NO 2 ' 0 


SEQ ID NO: 

sequence' 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7279 


37647 


A 


7333 


109 


4770 




7280 


37648 


A 


7334 


109 


4687 




7281 


37649 


A 


7335 


109 


4860 




7282 


37650 


A 


7336 


1 


336 




7283 


37651 


A 


7337 


1 


441 




7284 


37652 


A 


7338 


305 


446 




7285 


37653 


A 


7339 


2 


461 




7286 


37654 


A 


7340 


59 


620 


FQKIGL**/F1DLKDGLFTIPLAE 
QDCEWFAFTIPVVNNLQPAKRF 
HCFTDGSNNGKASYSGSKNKV 
FQMSYTSAQK.AELVAVIELIEN 
AQLRFHTDEQLMTLFTQLQTA 
VRSRMHPFY1THIRAHTPLPGPL 
TEGNQMADRLVANAISSARHF 
QQHLL/THSHPPGDRSRSCHRW 
RK.KLEESGTSSHE 


7287 


37655 


A 


7341 




1410 




7288 


37656 


A 


7342 


1 


1740 


MGQVWA LVH STLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPGESPQKVPTG 

AGGPLPAGMTGLLLGRSSLNIK 

AVQVQTGVTDSDYNGE1QIVTS 

TSVPWKAKPGDHIAQLLIVPKK 

F\EGLK.EPLQVERQSSCQGLGY/ 

PFLMAAIVKPPEPIPLKWLTDKP 

IWTEQWPLSKEKLEALEDLITQ 

QLKKGHIAPTFSPWNSPVF1IKK 

KSA EQDCEWFVFTILAVNNLQL 

KPAKRFHWKVLPQGPNQQP1WI 

PSRYLKPYHKPDAKEEIPEGSQ 

GFPVAAMSRLTLRRTPTVTSNT 

HRTQPPTWGQ1EKLPQMAEENL 

RKAGQPVTISNWILPRITKFKPI 

EGAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKVISNA 

RHFHNLTHVNASGLKRRYS1T 

WKEAKAIIQRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

P1TKSREIGKHTWGRGYACVSP 

GPNQQPIW1PSKHLKPYHKPDA 

GEKIPGESRGPPVAAMSRLTLR 

RMPTVMSNTHRTQPPTWGQIK 

KLSQMAEENLRKAGQPVTMNN 

LMIAV1TTAFNKG 


7289 


37657 


A 


7343 


1 


1239 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7290 


37658 


A 


7344 


1 


777 


MPQNSLEECALELGKKSLQEN 

VNNFPKTKLFQFLKLTNWILPKI 

TKFKPIEGAENVFTDGSSNGKA 

SYFGLKGKVFQTPYTAAQKVE 

LVA VI E V LTAFDMPVSMI SDST 

YVVHSTQLTENAQLRLHTDEQ 

LMTLFSQLQTAVR\CFAVMGIP 

ASTTT/DNAPGYTSQALATFFS 

MWNIICRITGIPYNSQGQAIVER 

MNLSLKQQLQKQTEGDREYGT 

PQMQLNLALLTLNFLSLPKGQ 

MLSAAEQHLQKPAVKTEAEQLI 


7291 


37659 


A 


7345 


1 


1307 




7292 


37660 


A 


7346 


1 


2040 




7293 


37661 


A 


7347 


1 


1898 


MAGAPPPAWLPHCSSISDCCAR 

NERG S VG VAPSKPARSA A VDL 

CCTKAVSLLPGEPPQKVPARVC 

GPLPAGTVGLLLGRSSLSLKEV 

QIHTGV1DSDYKVEIQIVVSTSV 

P WKAEPG ERI AQLLV VPYVGT 

GKSEIKQTEGFGSTNKQGKAAY 

WVNQITDKHLTCEITIQGKKFK 

GLVDTGADVSIISLQHWPSMWP 

1QSTQFNIVGVDGSSNGKASYF 

GSKCKVFQMPYTSAQKVELVA 

IIEVLTTFDMPINVISDSSYVVHS 

TQL1ENAQLQFHTDEQLMTLFT 

QLQTAVRSRMHPFYITHIRAR\H 

TPLPG PLTEGNQM ADCL V ATA 

VSNARHFHNLTHVNASGLKCR 

YSNTWKAAKAIIQRRPTCQMV 

HSSSFTGGVNPQGLEPNSLWQ 

MDVTHVPSFGRLAYVHVCVDT 

FSHFVWATCQSGESSACVKHH 

LLQGFVVMGIPASIKTDNVPGY 

TSQALATFFSMLNIKRITDIPYN 

SQDVEADANADVGVDVDADA 

DVD A E E E VFTDADADAE VD VD 

ED ADA ERLRCNADEDSDLDLD 

VDAEMDADVDTNLDVDAAVD 

VDVDADADVDADTDVDVDTG 

LNLEADLDLDVDADVDTDADV 

DRDADVEVAVDADATVNADV 

DYVDVDTDSD 


7294 


37662 


A 


7348 


2 


565 




7295 


37663 


A 


7349 


1 


996 




7296 


37664 


A 


7350 


18 


260 




7297 


37665 


A 


7351 


1 


594 




7298 


37666 


C 


7352 


232 


603 




7299 


37667 


A 


7353 


1 


1236 




7300 


37668 


A 


7354 


568 


1370 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7301 


37669 


A 


7355 




1800 




7302 


37670 


A 


7356 




498 




7303 


37671 


A 


7357 




3400 


MDCSEKWRDPLDAVCVLPATE 

EPVVQGSALYLVAHHDDYCV 

W YSLQRTSPEKN ER VRQMRPV 

CDCQAHLLWNRPRFGE1NDQD 

RTDRYVQALRTEIPLTLKGAKL 

QREEKEGDMPCRANILVTELFD 

TELIGEGALPSYEHAHRHLVET 

SLGEQVIVPPVDVESCPGAPSV 

CDIQLNQVSPADFTVLSDVLPM 

FSIDFSKQVSSSAACHSRRFEPL 

TSGRAQVVLSWWDIEMDPEGK 

IKCTMAPFWAHSDPEEMQ 


7304 


37672 


A 


7358 


1 


687 




7305 


37673 


A 


7359 




660 




7306 


37674 


A 


7360 


112 


474 




7307 


37675 


A 


7361 


352 


441 




7308 


37676 


B 


7362 


1 


831 




7309 


37677 


A 


7363 


460 


612 




7310 


37678 


A 


7364 


251 


496 


LFVSI/WQV FH * GRRGFLLVRN 
DCVQ1WCEM1SHSGFDLHFSDG 
Q*/WMS1SSC/DFLAA*MSSFEK 
CLFMSFAHFLMGLFVFFL 


7311 


37679 


B 


7365 




729 




7312 


37680 


A 


7366 




774 




7313 


37681 


B 


7367 




516 




7314 


37682 


A 


7368 


10 


504 




7315 


37683 


C 


7369 


520 


1656 




7316 


37684 


B 


7370 




1206 




7317 


37685 


A 


7371 


677 


1126 


AVTLTTKVCSFTPEASETTNPPG 
G TNN S RRTA LRA V ALTAK VRS 
FTPRGSAASFLK.SVRPRTHQFRT 
Q*HVHQ1EFSPGGLWESCPRAS 
SSTGDPGRPPERRGAAARKTVG 
VQGVGYSLPRKLCPLFSRTTYP 
HTSLRKDCLESDTTAE 


7318 


37686 


A 


7372 


2 


394 


HLFIYLLVVLLWCPGWPQTAG 
LKGSSCLSLLSNWNYRPPL*AL 
LLGTQKLPRVWNFIMVRRIQDG 
VKPSVS1AEREMKSRKSAASLL 
SQRDHEPTRRKKLRTHPNIRRN 
KLQTRHLKSCNTHCEGPWRHS 


7319 


37687 


A 


7373 


1 


204 




7320 


37688 


A 


7374 


1 


879 




7321 


37689 


A 


7375 


139 


4488 




7322 


37690 


A 


7376 


1 


933 




7323 


37691 


A 


7377 


335 


582 


VLQLLRQHVWSCSFLLVGSWS 
HWLQERSCRSSQ*VLQL1KAV 
WTQRTQEPSWLHLVDPAPGLQ 
VELPASPTRYAHTPQPLGG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7324 


37692 


B 


7378 








7325 


37693 


A 


7379 


365 


625 


VAKIFSHVVGCLFTLMVVSFAV 
QKLFSLIRSHLSILAFVAIAFGVL 
DMKSLPTPMS*MVMPRFSSRVF 
MVLGLKFKSLIHLELIFV 


7326 


37694 


A 








NKGGHKQMEEHSMLMDRKNQ 
YRENGHTAQGNL*IQCHPHQAT 
NDFLHRJGKNKLASNM 


7327 


37695 


C 


7381 


143 


3529 




7328 


37696 












7329 


37697 


A 


7383 


1662 


1919 


LLNVFALAFLVLLIEMLGCQFW 
IFPAFSCRHLVL*ISLYTLL*MRP 
RDSGMWCLCSRWFQRTSLFLA 
SFRYVPSSHSGAGCSVSM 


7330 


37698 


A 


7384 


63 


1650 


SPGHI*SSV*REIYSTKCPQEKA 

GKI*NSHPN1T1KRTGEARANTF 

KS* QKARNN * DQSRTEGDRDT 

KNPSKNQ/CNPGAGFLKRSTKLI 

DR*QD**RRK*RR1K.*T**KMIK 

GI/VTTDPTEIQTT1REFYKHFYA 

NRLK.NLEEMDEFLETYTLPRLN 

QEEVESLNRPITG SE1EA I INSLP 

TKKSPGPDGFTAEIYQRTNDKN 

HMI1S1DEEKAFDK1QQPFMLEM 

LMKLG1YGMY1KI1RTIYDKSTA 

Nil LN VQKLEAFPLKTGTRQGCP 

LSPLLFN1VLEVLARAIRQEKEI 

KGIRLRKEVFK.MFLFADDM1VY 

LENP1ISAPNLLK.L1SNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFT1ATKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTNK 

WKN1PCSW1GRIN1VKMAILPKV 

IYRFNA1PIKLPMTFFTELEKTTL 

KFIWNQKRALNAKTILSQKNK 

AGGIMLPDFK.LPYKATWYWNQ 

NTEIDQWNKTEASEITPHIYNHL 

VFDNPDKNKK 


7331 


37699 


A 


7385 


392 


493 




I 332 


37700 


A 


7386 


1 


1223 
















KMIKGISPLIPQRYKLPSENTINT 
STQIN*KI*KKWIHSSTHTPSQD* 
TRK.K.LNL 


7334 


37702 


B 


7388 


285 


1581 




7335 


37703 


A 


7389 


I 


1473 




7336 


37704 


A 


7390 


755 


1042 


SSYATKKEPALPSQSEAKKTKL 

c. 1 YL1 £>IN Y 1 1 tvLt^ r N.^HU 1 

GTKTEI*ANGTEQSPQK*YHTA 
TT1WSLTNLTKTRNGERIPYL1N 
GVGKTG 


7337 


37705 


C 


7391 


1 


2334 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7338 


37706 


A 


7392 




1539 




7339 


37707 


B 


7393 




2361 




7340 


37708 


A 


7394 


5071 


5535 


GTAFLWRRRGALRFRVSSFSVL 
FFPHLCGF1YFWSLMMVMYRC 
VFGVDVLSVC*FSF*QTGPSAA 
GLLEYPAV*GVSVPLLGGASQL 
GCSGVRGQGPT*GGSLPVLRSP 
AACWENHCSLQSCQTGTFKSA 
EVTAVFLFVCALPPEVEPTEAG 


7341 


37709 


A 


7395 


1 


459 




7342 


37710 


A 


7396 


3 


1063 




7343 


37711 


A 


7397 


39 


895 




7344 


37712 


A 


7398 


2 


277 




7345 


37713 


A 


7399 


34 


845 




7346 


37714 


A 


7400 


1 


3399 




7347 


37715 


A 


7401 


1 


3126 




7348 


37716 


A 


7402 


1 


387 




7349 


37717 


A 


7403 




3578 


RDLVVGCGGFVKSDVEINYSLI 

EIKL YTKHGTLK YQTDCA PNN 

GYFMIPLYDKGDF1LKIEPPLGW 

SFEPTTVELHVDGVSDICTKGG 

DINFVFTGFSVNGKVLSK.GQPL 

GPAGVQVSLRNTGTEAKIQSTV 

TQPGGKFAFFKVLPGDYEILAT 

HPTWALKEASTTVSVTNSNAN 

AASPLIVAGYNVSGSVRSDGEP 

MKGVKFLLFSSLVTKEDVLGC 

NVSPVPGFQPQDESLVYLCYTV 

SREDGSFSFYSLPSG 


7350 


37718 


A 


7404 


34 


460 




7351 


37719 


A 


7405 


105 


245 


VSSEKVSLGVPCPAASAAASGD 
ASR*MATGRGGGGGGVAALPE 
SAP 


7352 


37720 


A 


7406 


1 


1289 




7353 


37721 


A 


7407 


462 


5250 




7354 


37722 


A 


7408 


714 


887 




7355 


37723 


A 


7409 


1 


109 


PLRQLLCVKRGFC*HH*HEGCQ 
SRLLLRCLLCSTAT 
















7357 


37725 


A 


7411 


192 


1507 




7358 


37726 


A 


7412 


2 


688 




7359 


37727 


A 


7413 


1 


518 




7360 


37728 


A 


7414 


1 


276 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7361 


37729 


A 


7415 


984 


3112 


MWQETFFRMENLQLIIILILGSP 

SQLHFPVIRNNQGWTLYHQWP 

HFLNRFSSRLSNSSLLNQLKFTC 

ANCrCKPLQKGQTAYQRKGSAH 

LFCSTTCLSSFSHKPAPKKLCV 

MCKKDITTMKGTI/VLAQVDSS 

ESFQEFCSYTSCLISL/YEEQQNP 

TKGVALNKSRCTICGKLTEIRHE 

V SFKNMTH KLCSDHCFN RY RM 
ANGLIMNCCEQCGEYLPSKGA 
GNNVLVIDGQQKRFCCQSCVSE 

Y KQVG SHPSFLKE VRDHMQDS 
FLMQPEKYGKLTTCTGCRTQC 
RFFDMTQCIGPNGYMEPYCSTA 
CMNSHKTKYAKSQSLGIICHFC 
KRNSLPQYQATMPDGKLYNFC 
NSSCVAKFQALSMQSSPNGQFV 
APSDIQLKCNYCKNSFCSKPEIL 
EWENKVHQFCSKTCSDDYKKL 
HCIVTYCEYCQEEKTLHETVNF 
SGVKRPFCSEGCKLLYKQDFAR 
RLGLRCVTCNYCSQLCKGGAT 
KELDGVVRDFCSEDCCKKFQD 
WYYKAARCDCCKSQGTLKERV 
QWRGEMKHFCDQHCLLRFYCQ 
QNEPNMTTQKGPENLHYDQGC 
QTSRTKMTGSAPPPSPTPNKEM 
KNKAVLCKPLTMTKATYCKPH 
MQTKSCQTDDTWRTEYVPVP1P 
VPVY1PVPMHMYSQNIPVPTTV 
PVPVPVPVFLPAPLDSSEK1PAAI 
EELKSKVSSDALDTELLTMTD 


7362 


37730 


A 


7416 


1 


1071 




7363 


37731 


A 


7417 


88 


2118 




7364 


37732 


A 


7418 


2 


2930 




7365 


37733 


A 


7419 


1 


1677 




7366 


37734 


A 


7420 


172 


13329 




7367 


37735 


A 


7421 


2 


946 




7368 


37736 


A 


7422 


255 


933 


WIEAAPQAQEVQGDG LWLPCG 
AAGAGGLQSARSYGTVGEASV 
AEHPW/CAPGGCMAGCGSLAA 
AASPGLVPGHLP/QPTAAPSHPH 
RASLRVALLSGQWGLTCGQLL 
ASAPLLQSWAWDTRLLMCRRL 
SCSSEEGERIAQLLLLPYLK.LGS 
STVKRTGGFGNTNPAGKAVYW 
VNQVSDKRP1CTVAIQGKDFEG 
LVDTEADVSIIAINQWPQHWPK 
QKAS1GIVGVGAA 


7369 


37737 


A 


7423 


718 


2385 




7370 


37738 


A 


7424 


1 


180 
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NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for hist amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7371 


37739 


A 


7425 


1 


1713 




7372 


37740 


A 


7426 


1 


774 




7373 


37741 


A 


7427 


2 


158 




7374 


37742 


A 


7428 


1 


174 




7375 


37743 


A 


7429 


252 


1245 


ELGECGCRQGSVSHCGRGSRPL 

LPRVRGKRHLPRARLARCQEAL 

SPWGFCRFRNHHQTGFSLAGA 

NQRGPLAATLSGPGGEGQSAV 

ARLMGEKKNHPGAQYATRLSP 

RVGRFINAAGTTGFPTGKRAPT 

C WPG AD\II PSCL ALPRIETELM 

GKFDEGKLPTDPHLMLGLAIET 

V A H D YDVIVIDSAPNLGIGTIN V 

VC A AD V L I V PTP AELFD YTS AL 

QFFDMLRDLLKNVDLKGFEPD 

VRILLTKYSNSNGSQSPWMEEQ 

IRDAWGSMVLKNVVRETDEVG 

KGQ1RMRTVFEQAIDQRSSTGA 

WRNALS1WEPVCNE1FDRLIKPR 


7376 


37744 


A 


7430 


1 


1113 




7377 


37745 


B 


7431 


56 


1234 




7378 


37746 


A 


7432 


667 


1048 


LLLFRDLGIGTINVVCAADVLIV 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLKG FEPDVRJ LLTKYSN 
SNGSQSPUAMEEQIRDAARFPV 
GKPVVPAALMNRPTRRGEAVC 
VLGARVVFLFTSETGNS 


7379 


37747 


A 


7433 




1428 




7380 


37748 


A 


7434 


; 


1125 




7381 


37749 


A 


7435 




756 


SDRRYEWDRGPSLI1RPTIRVGP 

WSQTNNQTDDTSGTVV/RRPFP 

PV1 G V V FH KG G VYKTS VS VHL 

AQDLALKGLRVLLVEGNDPQG 

TASMYHGWVPDLHIHAEDTLL 

PFY\DPHLMLRLAIETVAHDYD 

V1V1DSAPNLGIGTINVVCAADV 

L1VPTPAELFDYTSALQFFDMLR 

DLLKNVDLKGFEPDVRILLTKY 

SNSNGSQSPWMEEQ1SDALRIS 

QRRNISSKFILQSACITLTTF1ST 

CWAI1VTQSG 


7382 


37750 


A 


7436 




1329 




7383 


37751 


A 


7437 




1 185 




7384 


37752 


A 


7438 




1065 




7385 


37753 


B 


7439 


67 


1033 




7386 


37754 


A 


7440 




1 192 




7387 


37755 


A 


7441 




1413 




7388 


37756 


A 


7442 




1176 




7389 


37757 


A 


7443 




1302 




7390 


37758 


B 


7444 


1169 


3356 




7391 


37759 


A 


7445 


14 


3974 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQIUNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7392 


37760 


A 


7446 


677 


1033 


RATASS1STTRPCESTSNAPSCN 
SP1RSRSPLP1IRPRAS1TLILVSM 
MRMVRAT1SCA1LVSRCQPAISP 
PLCTAFFRPICAAGVPVFTLFTT 
TP*SLPLLLISAPSMPLKMELES 
T 


7393 


37761 


A 


7447 


1558 


1748 


CSN ASARFFAAVNPSGLGM 1 LM 
*SRFIVFTKLSAIPLLSGLRTAVF 
FGSSPNIRANWRVSLAR 


7394 


37762 


A 


7448 


1 


595 


LKNSKPQVVMAAAGIFL1MCG 
VWLGFGGVLDPTKSSGYLIVD1 
YNEIICMLSNRIAGLGLSIMAVG 
GYARYMEGTPASRAMVSLLSR 
PLKLIRSPYIILSAT*VIGQIMP\Q 
FITSASGLGMLLMVPLFPTLVSL 
GVSRLSAVAVIATTMSIEWG1L 
ETN SIFAAQVAGMK1 ATFFCH A 
HNPVASRVILSVAISGTRAR 


7395 


37763 


A 


7449 


1 


978 




7396 


37764 


C 


7450 


32 


316 




7397 


37765 


A 


7451 


1 


2465 




7398 


37766 


A 


7452 


1 


1416 


MIILIDAEKAFDK1QQPFMLKTL 

SKLGTDGTY LK 1 1 R A I YDKPTAN 

IILNGQKLEAFPEKTGTRQGCPL 

SPLLFN1GLEDLARAIRQEK.EIK. 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

K1NVQKSQAFLYTNNRQTESQI 

MSELPFT1ASKRJKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKN1PCSWVGR1NIVKMAILP\R 

DIDQW/N RTEPSEIMPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

K. IN SRW1 KDLNIRPKTIKTL EEN 

LG1TIQD1GVGKDFMSKAPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTIRVNRQPTTWEKIFATYSSD 

JvLiLlbOl Y JNxiLlVl^I Y rvivPv 1 IN INK! 

KKWAKDMNRHFS1CEDIHAAK 
ICHMKKCSSSLAIREMDIKTTMR 
YHLTPVRMAIIKKSGNNRCWR 
GCGE1GTL 



851 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7399 


37767 


A 


7453 


3 


2272 


RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHLKSTEYTFFSAPH 

HTYSKIDHILGSKALLSKCK.RTE 

IITNYLSDHSAIKLELRIKNLTQ 

NRSTTWKLNNLLLNDYWVHN 

KMKAEIKMFFETNENKDTTYQ 

NLWDTFK.AVCRGKFIALNAHK 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITKIRAELKEIE 

TQKTLQK1MESRSWFFER1NKID 

RPLARLIKKK.REKNLIDAIKND 

KGDITTDPTEIQ TTIREYYKHLY 

TNKLENLEEMDKFLDTYTLPRL 

NEEEVESLNRP1TGAEIVAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGILPNSCY 

EASI1LIPKPGRDTTKKENFRPIS 

LMNIDAK1LNK1LAKR1QQHIKK 

L1HHDQVGF1PGMQGWFNIRKS 

INVIQHINRAKDK.NHM11S1DAE 

KAFDKIQQPFMLKTLNKL/DIGR 

NYCKVHMEPKKSPHRQVNPKP 

KEQSWRHHTT*LQT!LQGYSNQ 

NSMVLVPKQRYRSMEQNRALR 

NNAAYLQLSDL*QT*EKQAMG 

NGFP1**MVLGKLASHM*KAET 

GSLPYTLYKNQFKMD*RLKR*T 

*NHKNPRRKPRHYHSGHRHGQ 

GLHV*NTKSNGNKSQN*QMGS 

N*TKELLHSK.RNYHQSEQATY 

KMGENFHNLLI*QRANIQNLQ* 

TQTNLQEKN KQPHQKVGKGHE 


7400 


37768 


A 


7454 


1 


3020 




7401 


37769 


A 


7455 


1 


3046 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKJDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


7402 


37770 


B 


7456 


197 


1917 




7403 


37771 


B 


7457 


1 


1954 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, V=possihlc nucleotide insertion) 


7404 


37772 


A 


7458 


1 


1947 


MNIDAKILNKILANRIQQHIKKL 

1HHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDK1QQLFMLKTLNKLGIDGTY 

FKIIRAIYDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARA1RQEKE1KG1QLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKL1SNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDANKWKNIPCSW 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RA H 1TKAILSQKNKARG ITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTTKTLEENLG 

1TIQDIGMGM DFM SKTPK.AMAT 

KDK1DK WDLI KLKSFCTA KETT 

1RVNRQPTKWEK1FTTYSSDKG 

L1SRJYNELKQ1YKKKTNMPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

L 1 r VrUVlAIlKKoUININrvC WKOL 

GE1GTLLHCW\WINWMKKTWH 
IYTMEYYASIKKNEFMSFAGA* 
MKLET1I 


7405 


37773 


A 


7459 


1 


1713 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7406 


37774 


A 


7460 


281 


2882 


KPRLENYMKNAEASRADA1NW 

KKGY/LVMEDKMNEMKREGKF 

REKRIKRNKQSLQEIWDYVKRP 

NLRL1SVPESDRENG TKL EN TL 

QD1IQENFPNLARQAN1Q1QEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKE1QTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSE1 

VA1INSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQSIEKEGI 

LPNSFYEASIILIPKPGRDTTKKE 

NFRTISLMNIDAKILNKILANRI 

QQHIK.K.LIHHDQVGFIPGMQG 

WFN1RKSINV1QH1NRTKDKNH 

VIISIDAEKAFDKIQQLFLLKTL 

NKLGIDGTYLK1K.RAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLARAIRQEKEI 

KG1QLGKEEVKLSLFADDMIVY 

LENPIVSAQNLLKLISNFSKVSG 

YK1NVQKSQAFLYTNNRQTETQ 

1MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRJN1MKMAILHK 

VIYRFNAIP1KLPMTFFTELEKTT 

LKFTWNQKRAR1AKSILSQKNK 

AGGIMLPDFKLYYKATVTKTA 

W Y W YyiNKJJllJ'^WfNK 1 hrafc.1 1 

PHIYNYL1FDKPEKNKQWGKDS 
LFNKWCWENWLAIWRKLKLD 
PFFTPYTKINSRWIKDLNVRPKT 


7407 


37775 


B 


7461 


1 


2633 




7408 


37776 


A 


7462 


3 


1336 





854 
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SEQ ID 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7409 


37777 


A 


7463 


2 


2458 


SWFFEKINK.IDRPQARLIKKKRE 
KNQIDTIKNDKGDITTDPTE1QIT 
IREYYKHLYANKLENLEEMDK 
FLDTYTLPRLNQEEVESVNRPIT 
GSEIEAITNSLPTKKSPGPDGFT 
A EFYQRY KEEL VPFLLKLFQPIE 

kegilpnsfyeasiilipkpgrdt 

tkkgnfrpislmnidakilnk.il 

anqiqqhikklihhdqvgfipg 

mqgywlevlara/irqekeikgi 

qlgkeevklslfaddmivylen 

ptvsaqnllklisnfskvsgyki 

nvqksqaflytnnrqtesqims 

elpftiaskrikylgiqltrdvk 

dlfkenykpllneikedtnkw 

knipcsw1grinivkmailpkvi 

ytfna1p1 klpmtfftelekttl 

kfiwkqkrshiaksilsqknka 

GDITLPDFKLHYKATVTKTAW 
YWYQNRDIDQWNTTEPSEIML 
HIYNHL1FDKPDKNKQWGNDS 
LFNKWCWENWLAICRKLKLDP 
FLTSYTK1NSRW1KDLNVRPKTI 
KTLEENLGNTIQDIGMGKDFMS 
KTPKAVATKAKIDKWDVIKLK 
SFCTAKETT1 RVNRQPTEWEKIF 
ATYSSDKGL1SRIYNELKQIYKK 
KTNNPIKKWAKDMNRHFSKED 
IYAAKRHMKKCSSSLAIREMQI 
KTTMRYHLTP1RMVI1KKSGNN 
RAPGGRGGCGCSFGRLKRSCVP 
ALKRVADLPAQRSSSAKGETAS 


7410 


37778 


A 


7464 


2 


210! 




7411 


37779 


A 


7465 


196 


792 


G1LSFAKDMNRHFSKEDIYAAK 

KHMKKCSSSLAIREMQIKTTMR 

YHLTPVRMAUKKSGNNRCWR 

GCGEIGTLLHCWLDCKLVQPL 

WKSVWRFLRDLELEIPFDPA1PL 

LG I YPNEYKSCC YKDTCTRMFI 

AALFTIAKTWEPPKCSNMIDWI 

K/KMWH/IYTRDTMRPKNDEVQ 

SLVG/TWVNWETTFSVTIAVQK 

PTRLSH 


7412 


37780 


A 


7466 


3 


610 




7413 


37781 


A 


7467 


1 


1986 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


7414 


37782 


A 


7468 


965 


4421 


TWK.GT1 S TSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTK.STEYTFFSAPHHTYSKI 
DH1LGSKALLSKCKRJEIITNYLS 
DHSA1KLELRIKNLTQSRSTTW 
KLN1MLLLNDYWVHNEMKTE1K 
MFFETN EN K.DTTYQNL WDAFK. 

DTLTSQLKELEKQEQRHSKPSR 
RQEITKMRAELKEIETQKTLQKI 
NESSSWFFERINKIDRPLARLIK 
KKREKNQIDT 


7415 


37783 


A 


7469 




1674 


MGQLQRNARDLQESVMS1RM 

MPMEYVFSRYPRLVRDLAGKL 

GKQVELTLVGSSTELDKSLIERI 

I DPLTHL VRNSLDHGIELPEKRL 

AAGK.NSVGNL1LSAEHQGGNIC 

IEVTDDGAGLNRERILAKAASQ 

GLTVSENMSDDEVAMLIFAPGF 

STAEQVTD V SGRG VG M D VVKR 

NIQKMGGHVE1QSKQVTGTTIRI 

LLPLTLA1LDGMSSLLTHGIGQF 

ADVACAGPLLAAELDALGKAL 

KEPARPMVAIVGGSKVSTKLTV 

LDSLSK1ADQL1VGGGIANTFIA 

AQGHDVGKSLYEADLVDEAKR 

LLTTCN1PVPSDVRVATEFSETA 

PATLK.SVNDVKADEQILD1GDA 

S AQEL A El L K.N AKTIL WNGPVG 

VFEFPNFRKGTE1VANA1ADSEA 

FSIAGGGDTLAAIDLFR1ADKNS 

YISTGGGAFLEFVERLTTLTQLL 

HDQGYVTQAIGKWHMRETTEP 

l^ri^/iN Vur JJJJrJtvOrlNo V oL/JVI t 1 

A W KD V rl V IN rt V ALorJJKrA 1 1 

IN t^J J> r L o IV L) U V rLA J_» Kvj vj U \£ A 1 

ADMTPKYMADLDQRCTEYGAQ 
LLDKMAKSA 


7416 


37784 


A 


7470 




3360 




7417 


37785 


A 


7471 


2 


543 




7418 


37786 


A 


7472 


1387 


1805 


QA1AFDVQPGRGDYAGNQRHH 
NQYNQHQAH*SWQRCGIGDGL 

A OPAPUXIATk'PAMV Dr.PTP.nD 

FNHQKNHGGQQDPVLHQLIEV 
MLVGRGGDQAVGQATLGIDTN 
VGLHAKV/LTDCLSWSDASPDR 
VAALCSWSSWVPQ 


7419 


37787 


A 


7473 


4088 


4228 


SPPSA*VKALPGPKHHGGLKPV 
HPIPGASLVLARRWSMFRRWG 
LIT 


7420 


37788 


A 


7474 


332 


538 
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NO: 


of peptide 


hod 


in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7421 


37789 


A 


7475 


] 


1983 




7422 


37790 


A 


7476 


856 


964 




7423 


37791 


A 


7477 


1 


1563 




7424 


37792 


B 


7478 


1 


1086 




7425 


37793 


A 


7479 


372 


886 




7426 


37794 


A 


7480 


2028 


2368 


RPPGNSLNVSRMGTRSSYSCRR 
HSPAFLSWGKGRCHLCNKAHL 
LAGA*HYSFLSGSAPY*N*VNG 
QI**R*TAHRSTPDAPTGH*NCC 
S*L*CHSY*QRA*PGYRHD*CR 
MCC 


7427 


37795 


A 


7481 


146 


402 


LGFLLRLSEMPRKQGDYRTRI/C 
EIRGRVEQRVGYTIEQINHMRD 
VFDRRYEWDHGPRLIIRPTIRVG 
PWSQSDYQTDDTSGTVVPD 


7428 


37796 


A 


7482 


3 


149 




7429 


37797 


A 


7483 


5 


753 


ARKVVAVAARHKCPA/CISFSA 
SHRLYRYWEEEMNPAPVEAMR 
TFQQF1DEGNYTSGDTHTLRDP 
HYVEDKAHKYLVFEANTGTEN 
GYQGEESLFNKAYYGGGTNFF 
RKESQKLQQSAK.KRDAELANG 
ALGIIELNNDYTLK.KVMKPL1TS 
NTVTDEIERANVFKMNGKWYL 
FTDSRGSKMTIDGINSND1YML 
GYVSNSLTGPYKPLNKTGLVLQ 
MGLDPNTNIQTDDTSGTVVQT 
NNQTADTSGTMVPD 


7430 


37798 


C 


7484 


182 


709 




7431 


37799 


B 


7485 




1488 




7432 


37800 


A 


7486 


2 


1034 


YL1SQRGL1RRSKISLQTGSQIER 

AFLQAPVEER*SMACSK/YSSHP 

DLTFTNFIRFTYN I F*N H ASPGIP 

NLLLHPRGLRAITIAVFGKQNT 

Y I RLEPFKINVLEQITKHIEKLQC 

G/ECSQTTQQAWEQSAHQQHIR 

H*SCRYPG*ARCQ*VHQARTL* 

DQRS*ADHEAYRKTAVRRCSQ 

TrQQA WEQSAHQQH 1 RH * SCR 

YPG*ARCQ*L*HHSHEQQFQWP 

VG/C1RCGSVGSLPSS\ICPLTQF 

QYGAEPDRKE*CQAPASKWAL 

LHK*HRPFPQDRKAGECLLHEY 

EDLVPIRDTLRLFPGGRYLPRA 

KHVAPSEPDPT1RVGPWSQSDY 

QTDDTSGTVVPD 


7433 


37801 


A 


7487 


2 


426 




7434 


37802 


A 


7488 


138 


346 


RWRLQNLSFCSSC/SRIWL*RGY 
VFCSWKPREQSSQSPLACSAAC 
LTLRTQSCLGTAGQTDDTSGT 
MVQY 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in LSSN 
09/540,217 


location or first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7435 


37803 


c 


7489 




1290 




7436 


37804 


A 


7490 


48 


439 


HHHSGLDD/HRRKILNTAYRSR 
KLQASC*KSAERAWKTKASLT 
VNGWMK.KIRCKTPMCRPTVR* 
SIRILIITTPLPRVPSRS*LKPPTS 
CT*CIFTQPTRC*K.MTTCWRCS 
TSRKSSGHVCVSPGSVAVTI 


7437 


37805 


A 


7491 


1 126 


1340 


KARWMLQTRKRAVRRSNWRK 
RNIWCAPAA1CKRSTTLITSF*K 
PVKMACPFICAMLRRSRLARRC 
AGALPN 


7438 


37806 


A 


7492 


12 


960 




7439 


37807 


A 


7493 




1806 




7440 


37808 


B 


7494 




1318 




7441 


37809 


A 


7495 




1385 


MLQIPKQQQNEKYQVPQFDQS 

TIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGK1RLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLK1NGVEDHKTIFDGE 

RKTYQNVQQFIDEGNYTSGDN 

HTLRDPHYQNTY1RLEPFKINVL 

EQITKH1EKLQCGGVVKQLSRR 

GKNQH 1 SSTY DIN RADTQVRRA 

VNNYDIIVMSNSFNGQSEHQV 

W1DRKAGECLLHEYEDLVP1RD 

TLRLFPGGRYLPRAKHVAPSEP 

DPEQDEQKLSCCTY R K R Y RVL 

VGELGDEQMAALSRLGNDYRP 

TSAYERGQRYASLLQNEFAGNI 

SALADAENISRKIITRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAF*SASPDRADSSPG*EKRATT 

D/SRQFGGVDTAGNNLT*NIFRI 

SQRRNISSKFILQ*ACITLTTFIST 

CWAIIVTQSG/LMQPSAHHPAR 

QPEHDIAFGKCSSSVSVHLA/LG 

SGSEGATCFARGR*RPPGNSLN 

VSRMGTRSSYSCRRHSPAF\HRS 

TPDAPTGH*NCCS*L*CHSY*QR 

A*PGYRHD*CRMCC 


7442 


37810 


B 


7496 




3597 




7443 


37811 


A 


7497 




666 




7444 


37812 


A 


7498 




738 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7445 


37813 


A 


7499 




727 


MKVL1VESEFLHQDTWVGNAV 
ERLADALSQQNVTVIKSTSFDD 
GFAILSSNEAIDCLMFSYQMEH 
PDEHQNVRQLIGKLHERQLNVP 
VFLLGDREKALAAMDRDLLEL 
VDEFAWILEDTADFYRRTAPVA 
RE*TRYPPGSCWPPLF/TAPLMK 
YS\D1HEY\SWAAPGHQGGVGF 
TKTPAGRFYHDYYGENLFRTD 
MGIERTSTAVSLLDHSGAFGQS 
EKYAARVFGADRSWSVVVGTS 
GSNRTI 


7446 


37814 


A 


7500 


1 


744 




7447 


37815 


A 


7501 


1 


250 




7448 


37816 


A 


7502 




850 




7449 


37817 


A 


7503 




1085 


GNLAAGKTIQAQDRDAVGILSS 
RTGESMENLQKNLLPKQRRRT 
RETFTMSGALDVLQ1KEEDVLK 
FLAAGTHLGGTNLDFQMEQYI 
YKRKSDGIYI1NLKRTWEEL\LR 
QPRA\MVP1ENPAD\VSVISSR\N 
TGQVCGTVRAV\LRFLAATGAT 
P1GG\RFTPGTF\TN\QIQASLPGS 
PRAFLWVT*PPGAEPPALSRSAS 
LC*PFLPLALVNPD/SPLRRYV11 
AIPCNNKGAH\SVGLMWW\ML 
AREV\LRMRGTISREHPW\EVM 
PDLYFYRDPEEIEKEEQAAAEK 
AVTKEEFQGEWTAPAPEF/TLA 
TQPEVADWSEGVQGAPLVP\IQ 
QFP\TEDWSAQPATE\DWS*A\P 
LAQATEWVGATTDWS 


7450 


37818 


A 


7504 




1053 




7451 


37819 


A 


7505 


2 


654 




7452 


37820 


A 


7506 


674 


805 


TLMQKSSIKYWQTESSSTSKSL 

STM1KWASSL*REIYSTKCPQEK 

AGK1QN*HPNITIKRTRKARANT 

FKS*QKARNN*NQSRTEGNRDT 

KNPSKN**/MPGAGFLKGSTKLI 

DR*QD**RKKERRIK*/IAIK.NDK 

G D1TTNPTE1QTT1RE Y YKHLY A 

NKLENLEEMHKFLDTYTLPRLN 

QEEVESLNRPITGAEIV\E*SLAY 

QPKKVQDQMDSQANSTRGTRR 

NWYHSF*TIPINRKRGNP*TLM 

QKSSIKYWQTESSSTSKSLSTMI 

KWASSLGGKAGSIYANQ 
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SEQ ID 

NO: 


SEQIDNO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7453 


37821 


A 


7507 




1577 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNSALHQADLIDIYRNLHP 

ESTEYTFFSAPHHTYSKIDHILG 

SrCAPLSKYRRSEIKINCLSDHSA 

IKLELR1KKLTQNRSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TN EN KDTTYQN L WDTLKA VCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQE1 

SKIRGELKEIETQKTLQKINESR 

GWFFEKINKIDRLLARLIKKKR 

EK.NQ1HAIKNDK.GDMSTNHTE1 

QTTIREYYKHLYANKLENLKEI 

DKFLETYSLPRLNQEEVESLNR 

P1TGSEIEAIINSLPNKRSPGPDG 

FTAKFYQRYKEELLISNFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRMKYLGIQPT 

RDMKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWVGR1NIVKMA1L 

PKNWKKTTLKFIWNQKRARJA 

KSILSQ/IEQSWRHHAT*LQTILQ 

GYNNENSMVLVSKQRYRSMEQ 

NRALRNNATYLQPSDL 


7454 


37822 


A 


7508 


58 


330 


FTENDDFQFHPCPYKGHELI1FY 
GC1VFHGVYVPHFLNPVYHCW 
TFGLVPSLCYCE*CRNKHTCAC 
VF1AA*FIVIWVYTQ*WDGWVK 
WYF 


7455 


37823 


A 


7509 


1246 


1522 


DCLGNAGSFLVPYELGHYGHF 
HN1DSSYQ*AW\MFFHLFVSFFI 
SLSSGL*FSLKRSFTSLVSWIPR 
YFILFEAIVNGSSLMIWLSVCLL 


7456 


37824 


A 


7510 


140 


577 


YSMVYMCH1FLIQSIIVGHLGW 
FQVFAIVNNVTINIRVHVSL*QH 
DL*SFGYIPSNWMAGSNGISSSR 
SLRNRHTVFHNG*TSLQSHQQC 
KSVPISPHPLQHLLFPDFLM1AIL 
TGVRWYLIVVLICISLMASDDE 
HFFMCFLAA 


7457 


37825 


A 


751 1 


399 


677 


NQREQRHN1PESLGRIQSSV*RE 
IYSTKCPQEKAGKIQN*HPNITI 
KRTRKARANTFKS*QKARNN* 
NQSRTEGNRDTKNPSKNQ*IQE 
LVF 


7458 


37826 


A 


7512 


1446 


1855 


IYKLPWAVWPFS*Y*FFLPMS/G 
GVFFHLFVSSFMSLSSGL*FSLK 
RSFTSLVSCIPRYFILSEAIVNGS 
SLMIWLSVCLLLVYKNACDFCT 
L1LYPETLLKLSISLRRFWAETM 
GFSRCTIMSSANRDNLISSFRN 
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NO: 


of peptide 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/5*10,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7459 


37827 


A 


7513 


I 


2982 




7460 


37828 


A 


7514 


5202 


5430 




7461 


37829 


A 


7515 


2 


454 




7462 


37830 


A 


7516 


2 


744 




7463 


37831 


A 


7517 


1 


2422 


MCPILREHRGSTEGKRRQKRLP 

LELTLKDEEVLAHRQEIEVAKA 

SPSKGNIIIHFGYKGVEYHDQQ 

DVTSNFLGAMWLIS1TFLSIGYG 

DM V PNTYCGKG VCLLTGIMG A 

GCTALVVAVVARKLELTKAEK 

H V HNFMMDTQLTK.RHCP WA A 

T1QPKLSFLISLPGCDYRGESAR 

ARPLSIIPPLQLGLGKDARYLRI 

CDRSLLCVCAAAGNAGLRPRD 

SPHTLLHWRSRSPYFFSPKPVPP 

QLLGGQPAAHSRRDDLGEAGV 

GRGGCCFAALRGVQSEKWSGF 

HTVPEPAPGQGDVMPIVLVRPT 

NRTRRLDSTGAGMGPSSHQQQ 

ESPLPT1THCAGCTTAWSPCSFN 

SPDMETPLQFQRGFFPEQPPPPP 

RSSHLHCQQQQQSQDKPCPPFA 

PLPHPHHHPHLAHQQPASGGSS 

PCLRCNSCASSGAPAAGAGDNL 

SLLLRTSSPGGAFRTRTSSPLSG 

SSCCCCCCSSRRGSQLNVSELTP 

SSHASALRQQYAQQSAQQSAS 

ASQYHQCHSLQPAASPTGSLGS 

LGSGPPLSHHHHHPHPAHHQH 

HQPQARRESNPFTEIAMSSCRY 

NGGVMRPLSNLSASRRNLHEM 

DSEAQPLQPPASVGGGGGASSP 

SAAAAAAAAVSSSAPEIVVSKP 

EHNNSNNLALYGTGGGGSTGG 

GGGGGGSGHGSSSGTKSSKKK 

NQNIGYKLGHRRALFEKRKRLS 


7464 


37832 


A 


7518 


1 


579 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7465 


37833 


A 


7519 




1184 


MSSANRSILEVPHLDILLQELPG 
VSKVVTVEVRGNWQRWLKVR 

dltkg vtyffr vqa rtitygpe 
lqanitagpaegspgsprdvlv 
tksaseltlqwteghsgdtptt 
gyviearpsvfgngsfqvsk.ee 
nqyfsegltsievpsqqvqqeg 
avamalmvpdeglwdmfvkd 

IPRSATSYTLSLDKLRQGVTYEF 
RVVAVNEAGYGEPSNPSTAVS 
AQVEAPFYEEWWFLLVMALSS 
LIVILLWVFALVLHGQNKKYK 
NCSTRQGISTMEESVTLDNGGF 
AALELSSRHLNVKSTFSK.KNGT 
RSPPRPSPGGLHYSDEDICNKY 
NGAVLTESVSLKEKSADASESE 
VSVGAYFRAVTISPYFCKDAGF 
AVRTIALGLAETAGSKADARK 


7466 


37834 


A 


7520 




1347 




7467 


37835 


A 


7521 


512 


1051 


MAYCK.STPAVGLRVTV*SLSRL 
SLICYTFC1GAPSHLSVGSLIIAT 
SFIVSNRPCRAPYVDTIYRLPSP 
LRLAGHRTLPLKPSFPRRSPPLL 
YYPSPRPPAHYPLSPSSEPNRRY 
TMALTAVPYPYTSPLQAFPFLH 
SRJPQLQLFLLTNSFTSRTPVEP 
VQVLEILSQWKATTKWHYG 


7468 


37836 


A 


7522 


352 


546 




7469 


37837 


A 


7523 


1 


360 




7470 


37838 


A 


7524 


3 


349 




7471 


37839 


A 


7525 


1077 


2142 


SAVRYSVAITTADRRTAAGAIS 

YPTK*S*SEPJQEGQPEEQ/RAN 

YPNGTYPTSLRHLERLWLRSAL 

SVKARF/YHQQYSLKKYRYKHI 

ADNVCQWLDEVFLRPKEMSDI 

HK.LTFIEKRERLKNSVFKSLHD 

VRTVEDPSGTQLEVVSNNPWD 

PKRQLLKWDGTKWTGWDIPD 

YSAAPPEAVPSLNNPQTFSEQK 

LDEALYHGAVLRVRPKAMTVA 

VI1AGLLPILWGTGAGSEVMSRI 

AAPMIGGMITAPLLSLFIIPAAY 

KLMWLHRHRWLKCKSARRPQ 

YQSGYTDDRHSRSVKASPTAG 

LPSLTHEQQQKAVER1QELMAQ 

GMSSGQAIALVAEELRANHSGE 

RIVARFEDEDE 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7472 


37840 


A 


7526 


116 


191 


RLKFTETNLYTNIYVGS1HIHLN 
LEIIHMSLH**MDRTNINIRVQIC 
FCEFKSLVLLDKPGRQELIDDL 
NKRTDNFLTDSGISVSDWIDAA 
TWEVFSSLRELELLG1KNIRLAS 
QDLHGVILSSETVAEDIWCRILD 
TVTRKGEHSRRIHSADDKSYLR 
PDLLEWFKQRVEDDQSRSGRK1 
YVKRDLPH 1LTPFRAPMASVC A 
KRKGQVLHQQYSLKKYRYKHI 
ADNVCQWLDEVFLRPKEMSDI 
HKLTFIEKRERLKNSVFKSLHD 
VSEFLGRVLLHATDPAAPRKPA 
YSLHAIRGKSRGRKNS 


7473 


37841 


— 


7527 


-j 


177 




7474 


37842 


A 


7528 




399 




7475 


37843 


A 


7529 




209 




7476 


37844 


A 


7530 




288 




7477 


37845 


A 


7531 


2 


256 




7478 


37846 


A 


7532 


414 


1188 


TSFLTTGGKKGS\KKKVVDPFS 
KKD/WL*YVKHPAMFNIRNIGK 

d vg sprtqgtk 1 a s\dg lkg\rv 
fewsladlqhdevafrkfkl.it 
\edvqgkncltnfhgmdlt\rd 
k\mcsmvkkw\qtmi\eahwd 
vktt\dg\yllrlfcvgf\tkkr 

NNQIGKPF*AQ\HHRVRQ1GKK 
MMEIMTREVQTNDLKEVVNKL 
IPDSIGKDIEKACQS1YPLHDVF 
VRKVKMLKKPKFELGKLMELH 
GEGSSSGKATGDETGAKVERA 


7479 


37847 


A 


7533 


1 


1140 




7480 


37848 


A 


7534 


131 


410 




7481 


37849 


A 


7535 


1 


861 




7482 


37850 


A 


7536 


1 


406 


MWEILELPRDLLNGFAQNADS 
NMDNKVQAEVALDGNGELVG 
YYSKASAGDTQANRVWSGPPA 
NSNRPAAEGPERNTININKKDIN 
TKTPSVGHRHQRPKVDKTTKT 
RYKTRAEKLKILKTRVPLIFQRT 
AALRQR 


7483 


37851 


A 


7537 


1366 


1629 


TQSPVQTKPTPITTRGGGFLPTQ 
PFPVILQRQFCPE*LVAFMGS*E 
DVP*GSFRVSAESSIL*RAP*GA 
QSTCKPVNRNEKISKRIVH 


7484 


37852 


A 


7538 


502 


648 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7485 


37853 


A 


7539 




1169 


PPLLIPRQTGSGVDLQQTPTDLQ 

LRVLTVRRKTNKQKGHPHQNSI 

CTSPSSKTK.DFKPTKJKRDKEG 

HYIMVKGSIQQEELT1LNIYTPN 

TGAPRFIKQVLRDLQRDLDSHT 

IIVGDFNTPLSTLDSSKRQKVDK 

DIQELNSALYQADLTDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCNRTEIITNCLSDHS 

A1RLELRIKKLTENRSTTWKLN 

NLL LKDYWVUNEM K AEIKMFF 

ETNENKDTTYQNLWDTGKAAC 

RG1FIAINAHKRNQKRSKMDTL 

TSQLKELEKQEQRHSKASRRLN 

QEEVESLNKPRTGSEIEAIINSLP 

TKKSPGADGFTAEFYQRYKEE/ 

PGTI PSETIPINRKRGNTP*LIL*G 

QHHPDTKA 


7486 


37854 


A 


7540 


1 


404 


MDEFLNTYTLPRLNQEEVESLN 

RP1TGSEIVAIINSLPRKKSPGPD 

GFTAEFYQRYK.EELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTT1KENFRPISLMNIDAKILN 

K1ILANRIQQHIKKLIHHDQVGFI 

PGMQGWFNIRKSINVIQHINRT 

KDKNHMIISTDAEKAFDKIQQP 

FM LKTLKKFGIDGTY LKIR1KYL 

GIQLTRDVKDLFKENYKPLLNE 

IKEDTKKWKN1PCSWVGR1NIM 

KMAILPKVIYRFNAIPIKLPMTF 

LTELEKTTLKFIWNQKRAR1AK 

S1LSQKNKAGGITLPDFKLYYK 

ATVTKTAWYWYQKRDIHQWN 

TTEPSEITPHIYN HLIFDKPEKNK 

QWGKDSLFNKWCWENWLAIW 

RKLKLDPFLTPYTKINSRW1KD 

LNVRPKTIKTLEENLGITIQDIG 

MG KDFM S KTPKA M ATKA K I D K 

WDLIKLKSFCTAKETTIRVNRQ 

PTKWEKIFTTYSSDKGLISRIYN 

ELKQIYKKKSDNPIKKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SLAIREMQ1KTTMRYHLTPPSLL 

IPRQTGSGVDLQQTPTDLQLKV 

LTVRRKTNKQKVHPHQNPICTS 

PSSKTKE LEKQEQTH SKAS RRQ 

EITKIRAELKEIETQKNLQKINES 

RSWFLEKVNKIDRLLARL1KKK 

REKDQIDAIKNDKGDITTDPTE1 

QATIREHYKHLYANKLENLEE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7487 


37855 


A 


7541 




1284 


SAADTQANRVWSVPPTNSNRP 
AAEGPDC*KEN*QKGHPHQNPI 
CQSPSSK\PKVDKTTKMGKKQN 
RKTGNSKNQSTSPPPQEHSSSPA 
MEQR1TNAEKYLKDLMELKTT 
AQELH DECTSLSSPFDQLEERV 
SVMEDQMNEMKREEKFREKRI 
KRNEQSLKEIWDYVKRPNLPL1 
GVPESDRENGNKLENTLQD11Q 
ENFPN L ARHANIQIQEIQRMPQ 
RYSSKRATPRYIIVRFTKVEMK 
EKMLRAARDKSLVTHKGKLIR 
LTAG KFI AL I AHKGNQERSKIDT 
LTSQLKELEKQEQTHSKPSRRQ 
EITKIRAELKEIETQTTLQK1NES 
RSWFFEKINK1DRLLARLIKKKR 
EKNQIDA1KNDKGDITTDPTEIQ 
TTIREYYKHHYANKLENLKEM 
NKFLDTYTLPRLKQEEVESLNR 
P1KALKLRQ 


7488 


37856 


A 


7542 


1 


1082 


MLSSVGLLLTHRRK.KKSTDT1N 

DESLNKERDMTGNPHIFPRYQE 

I WQ V F VSSGNN YITTATGPTA V 

PPLLIPRQTGSGVDLQQTPTDLQ 

LRLLTVGRKTNKQKGHPHQNPI 

CTSPSSKTKEIRTTIREYYKHLY 

AN K L ENLEEMDKF/H * H 1 HPPKT 

KPGRS*ISA*TNNRL*N*GNN** 

LTNQKKSRTRW1HSR1LPEVQG 

GADKQRAK.HE*TPIHNCFKENK 

IPRNPTYKEHEGPLQGELQTTS 

QGNKRGYKQM/DRTFHAHG*E 

ESIS*KWPYCPR*FIDSPSPSSYQ 

* LSSQNXGKN YFKV HMEPKKSP 

YCQ VN PKPKEQS WRH H AT*LQ 

T1LQGYSNQNSMVLVPKQRYRP 

MEQSPQK 


7489 


37857 


A 


7543 


1 


2012 


N4NLSRHLNEVKGELLWSLEWR 

DPDGGSIRMEVGLGGWTQRLE 

EEKXGNVCSHGNLEKDFPYIPH 

LFGLQQKKMDLKGVFKSCFKI 

YCSSKHLLKTGFISEAVLCYGE 

GGEGDTVLTMKERWPHECIVLI 

QCNKGRLTPHTARYSSETKLPE 

ERSGSSICGSPISAVLQPPLLIPR 

QTGSGVDLQQTPTNLQLRVLT 

VRRKTNKQKGHPHQKP1CMSPS 

SKTKDFKPTKIKRDKEGHYIMV 

KGS1QQEELT1LNIY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7490 


37858 


A 


7544 


402 


675 


QGYPGTELSSAPSGPNRHLQNF 
PPQINRIYILLSTTSHLFQN*PHS 
WK*STPQQM*KRRNYNKNQ\L 
ELRIKKQTQNRSTTWKLNNLLL 
NDY 


7491 


37859 


A 


7545 




428 


DKTSRGT1RQQH LLFTN1RCSA A 
SAADTQANRVWSGPPANSDRP 
AAEGPDC*KEN*QTERTSTPKS 
HLYVTI1KDQRNKIPKNPTYKG 
CEGPLQGELQTTAQQNKRRYK 
QMQEHSMLMGRKNQYHENGH 
TAQGNL 


7492 


37860 


B 


7546 


1 


1650 




7493 


37861 


A 


7547 


1 


946 


MAMPPLL1PRQTGSGVDHQQTP 

TDPQLRILTVRRKTNTQKGHPH 

QNPNCTSPSSKTKELKEEVGTQ 

RKEVKNLEKRLDEWLTRIANA 

EKSLKDLMQLKTMAQELQLDK 

TTLNFIWNQKRACIAKT1LSKK 

NKAGGIRLPDFKLYYKATVTKT 

AWYWHQNRY1DQWNRTEASEI 

MPH1YNHLIFDKPDKKKQWGN 

DSLF/K*MVLGKLASHMQKTEI 

G PLPYN FYKN* LKMD* RLKGK 

T*NHRN H RRKPKQYHSGHRHG 

QRLHD*NTKSNGNKGQN*QMG 

SN*TKELL/RQQKKLPSE*TRNL 

QNGRKFVQS1YLTKG 


7494 


37862 


A 


7548 


189 


380 


QTERTSTQNPICTSPSSKTKGR* 
MHKDGEKTEQKNWKL*KAERL 
SSSKGMQLLSSNGTKLDGE 


7495 


37863 


C 


7549 




2805 




7496 


37864 


A 


7550 


535 


696 




7497 


37865 


A 


7551 


214 


363 


LLEGKLTNRKE*HQHQQKGHP 
HQNPICTSPSSKTKVT*NHKDG 
EKT*QKS 


7498 


37866 


A 


7552 


787 


1056 


GQKKKLM1IG1MSRNHHGPQ*P 
ALQKMPAS*VTEIMNNHFLFCF 
RKGKGRIKLVNSRVEHQAGSW 
GPWFQSLVAGQYFWTCSGPDG 
SPLP 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7499 


37867 


A 


7553 




4560 


MKHTLIPR1KNACLQMSSLAVP 

VNSLVCLGKILEYLDKWLVLD 

GILPFLQQIPSKESAVLMGILGIY 

KCTFTHKLGITftEQLTGKVLPH 

LIPLSIENNLNQFNSFISIIK.EML 

NRLESEHKTKLEQLH1MQEQQK 

SLDIGNQMNVSEETKVTNIGNQ 

QIDKVFSHIGADLLTGSDSENK 

EDGALNVPPAGAKPTQQRPTD 

MSALNNLFGPQKPKVSMNQLS 1 

QQKPNQWLNQFVPPQVSPATG 

SSVMGTQMNMIGQ 


7500 


37868 


C 


7554 




1359 




7501 


37869 


A 


7555 


272 


915 


YPGKQGLEWTSSKLQQTCC*GS 
*LLEGKRTNRKDINTKNPSVRH 
HHQRPKMGEKTEQKNRKLKIR 
APLLLQRNTAPH/HAMEQSWM 
ENDFDELREEGFRRSNYSELKE 
EVRTNAKEVKNFEKKLDEWIT 
R1TNAEKSLKDLMELKTTAVEN 
YVTNAQAPVANATN*KKGYQR 
WKTK*MK*SEKRSLEKKE*KEK 
KQSLQEIWDYVKRPNLCLIGVP 


7502 


37870 


A 


7556 


196 


494 


HTDGVSVWMSFLFVSFPSNSQD 
PQLQVCWSLLEVHSRPCLPGYQ 
QQRIRLEPFKINV/T*ADHEAYR 
KTAVRRCSQTTQQAWEQSAHQ 
QHIRH*SCRYPG 


7503 


37871 


B 


7557 


28 


303 




7504 


37872 


A 


7558 


1216 


1863 


HPDITIKRTREA RANTFKS* QKA 
RNN*DERRTEGNRDTKNPSKKS 
VN/RRSWFFEKFNKIDRRLARLI 
KKKREKNQIDAIKNDKRDITTD 
PTEIQTTI REH YKHL Y ANKLEN 
LEEMDKFLDTYTLPRLNQEEVE 
SLNRP1TGSEIEAIINSLPTKKSP 
GPDGLTAKFYQRYKEE/PGTIPS 
ETI PINRKRGNPP* LIL * G LH H PD 
TKAWQRHYKKREF 


7505 


37873 


A 


7559 


166 


785 


FRATSAADTQANRVWSGPPAN 
SNRSAAEDPDC*KEN*PT\KGHP 
HQNPICTSPSSK.TKARQAN1Q1Q 
EIQRMPQRYSSRRATPRCIIVRF 
TKVEMKEKMLRAAREKGQVT 
HKGNPIRLTADLLVKTLQARRE 
WGPIFNILKEKNFQPR1SYPAKL 
SFISEGEIKSFTDKQMLRDFGTT 
RPALKELLKEALNMERNNQYQ 
PLQKHVRL 


7506 


37874 


A 


7560 


1 


1164 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7507 


37875 


A 


7561 


770 


2670 


RRARCSCAPSSTTTLGRTGPSLA 

RRRACPSSAGRSWRW*ARTTPR 

GGRPSESGTPTFEPASSPPRGSR 

RDFQEGQSWVRGWQL/WTSTV 

GCSPH1FWCVDCETCDCEGYLK 

GHYVAGLRRSFRLGCRERLGGS 

QEGKMSSGAESPELLTYEEVAR 

YQHQPGERPRLVVLIGSLGARL 

HELKQKVVAENPQHFGVAVPR 

APWDVKLQWAEDPGSECDKE 

DEEEENEGARFLEHGEYKENLY 

GTSLEAIQAVMAKNKVCLVDV 

EPEALKQLRTSEFKPYIIFVKPAI 

QEKRKTPPMSPACEDTAAPFDE 

QQQEMAASAAFIDRHYGHLVD 

AVLVKEDLQGAYSQLKVVLEK 

L S KDTH WPPL V IPRQTGSGVDL 

QQTPTDLQLRVLTVRRKTKKQ 

KGHPHQNPTCTSPSSKT1CVGER 

VSV1EDQMKEMKREKKFREKR 

VKRNEQSLQE1WDYVK.RPNLR 

LIGVPESDGENGTKLENTLQDI 

MRENFPNRARQANIQIQEIQRM 

PQRYSSRRATPRH1IIRFTKVEM 

KEKMLRAAREKGWVTHKGKPI 

RLTADLLAETLQARREWEPIFNI 

LKGKNFQPRISYPAKJLNF1SEGE 

IKSFTDKQMLRDFVITRPALQEL 

LKEALNLERNNWYQPLQKHAK 


7508 


37876 


A 


7562 


181 


690 


QHAIVTGDAVGMDDIPQEARQ 
YRHNQAYAYSIQGDGAEDDDE 
RIVRFHTRCLNGRVLL*DK/IFQ 
RNDQA ATFA AHQYPLFCSLHC* 
YPGTQGLEWTSSKHQQTCS*GS 
*LLWPGDERLWPSWEEQKKLS 
LPTDPDTWL*GSPQAAQGPRCV 
PPPGAQPLSSVTASLCHCA 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7509 


37877 


A 


7563 


2 


2233 


SSENILTVHEQANVESLKETKQ 

NCKDLDEDANG1TDEGKE1NEK 

SSQLKNLSELQDTSLQHDDEEE 

STVISVSEDMNSEGNVDFECDT 

KLYTFLSSDESQQSENSENEED 

TLCFVENSGQRESLSGDTGSLS 

CDNALFVIDTTPGMSADKNFYL 

EEEDKASEVAIEEEKEEEEDEKS 

EEDSSDHDENEDEFSDEEDFLN 

STKAKLGRLTPHMAGYSSETKL 

PEERPGSNICCSP1SAVLQPPLLI 

PRQTGSGVDLQQTPTDLQLRVL 

TV1KKTNKQKGHPHQNPICTSP 

SSKTKDRSTRQKVNKDIQELNS 

ALHQADLID1YRTLHPKSTEYTF 

FAAPHCTYSK1DHIVGSKALLS 

KCKRTE11TNCLLDHSAIKLELRI 

KKFTQNCSTTWKLNNLLLNDY 

WAHNEIKAEIKMFFETNENKDT 

TYQNFWDTFKAVCRGKFIALN 

AHKRKQERSK.1DTLTSQLKELE 

KQEQTHSKASRRQEITK1TAEL 

KEIETQKTLQKINESRSWFFEKI 

NKIETASKTNKKREKNPIDAIK 

NDKGDITTNPTEIQTTIREYYKH 

LYANKLENLEEMNKFLDTNTIP 

RLNQEEVESLNRPITGSEIEAIIN 

SLPTKKSPGPHGFTARFYQEYK 

EE/PGT1PSETIPINRKRGNPP*LI 

L * G QHH PDTK A WQRHNK.KREF 

*TN1PDDHQCKNPQ*NTGKPNP 

AAHQEAYPP*SSGLHPWDARL 


7510 


37878 


A 


7564 


3 


377 


DrfNCATVLQPG*QSEIL*KEERE 
REREKKERKKERKKERKKERK 
KEGKQ*RKGGRKKERKEKEIK 
KERRKGKKEKKEEEKRRKERK 
KERERKKRRKEGRKKEYTRKA 
KR1HRPFEGNGSPLPAP 


7511 


37879 


B 


7565 


1 


834 




7512 


37880 


B 


7566 


1 


915 




7513 


37881 


B 


7567 


1 


666 




7514 


37882 


A 


7568 


330 


793 


SCWLCPGPCCPAQPQNTAPFIPE 
A*TPAMAERGPATAAGQLEFT 
GG ALQTLFA WVSAA AAAEQ WI 
LVNRKCCCLIVPLEVLSQRSTW 
PCIGLVMPVLPGLLRDIVHSDSI 
ASHYGVLLALYALMQFLCAPV 
LGALSDRFGRRPGLLASLLGAT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


7515 


37883 


A 


7569 


991 


1842 


IQCHPHQATKNFLHRIGKNYFK 
VHMEPKKGPHCQVNPKPKEQS 
WRYVKQSKK1AVYAERSRCSP 
GTEFAGTLILDFPSSRTAPSSRG 
R/P/GRLTRPGTPLRQSFQRNDQ 
AATFAVQQYSLFCSLCC*YPGK 

qglewtssklqq/ylqlrerss 
spateqswmendfdelregfr 
rsnysklkeevqthckeak.nl 

EKRLDEWITR1TNVEKSLNDLM 
ELKNMAKELRDERTSFSSEFNQ 
L E E R V S V 1 ENQMNEM KREE KFR 
EKRVKRNEQSLQEIWDYVKRP 


75T6 


37884 


— 


7570 





244! 




7517 


37885 


B 


7571 


2379 


4476 




7518 


37886 


A 


7572 


1 


570 




7519 


37887 


A 


7573 


1 


1404 




7520 


37888 


A 


7574 


1 


474 




7521 


37889 


A 


7575 


746 


1215 


PNINRFLKHYREPVPKKRERNY 

STLWPLCPSTLNKIYTIMSYLSP 

ATKEYPFFLLLLF.QEC*AE*LLA 

LAVSQPLLSSTTNCLKN*MVTW 

NGSLIPWSPCKINLTP*/PAVVL 

QNRRALDLLTAESGGTFLFLEE 

KCCCYVNQSGI1TEKVKEIQGRI 


7522 


37890 


A 


7576 


, -- 


1178 


MPESPTPLLG RDJLA KAGAIIHL 
N1GEGTPVCCPLLKEGINPEVW 
ATEGQYGRAKNAHPVQVKLK 
DSASFPYQRQYPLRPEAQQGLQ 
KIVKDLKVQGLVKTCNSPCDTP 
ILGVQKPNGQWRLVQDLR1IDE 
AIVPLYPAVPNPYTLLSQIPEEA 
ELFTVLDLKDAFFCIPVHPESQF 
LFAFEDPSIPMSQLTWTVLPQG 
FRDSPHLFHHTLAQDLSQFSYL 
DTLVLCLPLRNQQECHQATQV 
LLNVLATCGYKVSKQKAQLCS 
QQVKYLGVKLSKGTRAL/QQ*R 
TDRT*LSTSNCSNLRHSRGPSRG 
SLD* SQPQLVY* WKFFCRKRTS 
KRG VCSGQ* * WNT* KKSPHSRN 
*CSAGGTNSPPSGTRIRRRKKGL 
IRIYMLPLILSAPYDHLH 


7523 


37891 


A 


7577 


1 


1338 




7524 


37892 


C 


7578 


109 


231 




7525 


37893 


A 


7579 


279 


346 


LLRLALLLQ*QKEEWVLFCCGA 


7526 


37894 


A 


7580 


260 


393 


VEVV1LPMPVPNLPS1PARITKG 
RMGTLLLRGLGTT*LYKSCSV 



870 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


7527 


37895 


A 


7581 




2677 


TKETCFIRGPKTPVPVTDWEGS 

LPLVFNHCRDTSVIIHPRFKGVR 

PRRDACLGPSPLAASPAFLGKG 

QAELGPNSSSASAPPPY1MLFIAS 

PPHTWSG LQFRS VTSPPPPAQQF 

TLKKVAGAKGIVKRLKTDTAR 

SPWKTPRPSRTPSFRKAERTKG 

LLKIHLTKLSHQLKKDWTILLP 

LSLLRIQACPRNATRLATGQLG 

YPFISQSYVLVNGFQTVEDLCE 

AADLRVSVADLRVSVTALKVA 

RLELFVPPGGLVVSLASAVKLQ 

TFAVLQLIKAKRWDWGTLEQG 

AALIGEARDAQEPTEGVGGSG 

MAGCRSRDLPRGKAAKARREI 

ERSAGLT1KKERCIRNGYSKEK 

MKL1VVSHGLHVNDLQHKLTL 

FTKETYTYLARDSEKQKQGYL 

AGLEGAHANRVNQQISDNLVV 

KTGALPPPYRTKGEKLYFYMSR 

QNCLFSVSGQLLQGFFPNGGQA 

APNPYALLSQIPEEAEWFTVLD 

LKDDFFC1P/VHPDSQFFFAFEDP 

SNPTSQLTWTVLPQGFR\HLFG 

QALAQDLSQFSYLDTLVLCGVL 

KSPIIIVWELNQIDTIKNDKGDIT 

TDPTE1QTTIREYYKHLYTNKLE 

NLEEMDKFLNTYTLPRLNQEEV 

ESLNRPITGAEIEAIINSLPTKKS 

PGPDGFTAEFYQRVADVKLREE 

KDENMLLVPLSDLLYQVHAPIP 

QLPEVLAANSPTCHLDPPTITES 


7528 


37896 


A 


7582 


1 


459 


MAVRYTDENVLRKGTREAGT 

MMRLRGTTECCADFAAWDVT 

HDALRATGGELPGAQVMLTTT 

ECGRHVDFCDRAVWLPRMWG 

YPLALPGEMRKLYTVRMAGRD 

ILAKAGAIIHLNIGEGTPVRCPL 

L/EGINPEVWKTEGQYRQAKNA 

RPVQVKL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tirst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7529 


37897 


A 


7583 




910 


YFSQPLSY\DWGALFFSHAFLIM 

LESPTTLLGRDILAKAGA1IHLNI 

GEGTPVCCPLLEEGINPEVWAT 

EGQYGRAKANARPVQVKLKDS 

ASFPYQRQYPLRPEA/LTK.GFQ 

KIVKDLKAQGLVKPCNSPCSTPI 

LGVQKPNGQWRLVQDLRIIDE 

A1VPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFC1PVHPESQF 

LF A F E DPSIPM SQLT WT VLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQICAQLCS 

QQVKYLGVKLSKGTRAL 


7530 


37898 


A 


7584 


158 


1272 


NPAARTPFFV1KKGGKRGRDIL 

AKAGA11HLNIG/GTPVCCPLLE 

EGINLEDWATEGQYGRAKNAR 

PVQVKLKDSASFPHQRQYPLRP 

EAQQGLQK1KDLKAQGLVKAC 

NSPYNNPTLGVQKPSGQWRLV 

QDLRJINEVTVPLYLAVPNPYIL 

LSQ1PEEAEWFTDLDLKDAFFCI 

PVH PDSQFLFAFEDPSN PMSQL 

TWTVSPQGFRDSPHLFGQALA 

QDLSRFSYLGTLVLWPCISI/LCT 

*TMEQLQHRNKHHFRFSRTSCF 

QSGNNPYLKPHLCKPQYCRHN 

QLPMHQCPHDHLH*TRFI/PIML 

YLSPTTKEYSFFLLLSEQEC*VD 

♦VLALAVPQPLLSSTTNYLKNS 

MVTWNGLPTPWSPCK1NLTS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7531 


37899 


A 


7585 


1 


2083 


MPLLQMIATPLQQSLISTEDEM 
DELTEVGFERWVITNFTEEPSPA 
LG FTPEHKGN VG H AG KGPLESS 
SPDPFLCGQEKQEKGAGLLHRQ 
YPLRLEAKQGLKKIVTCDLKAQ 
GLVTPCSSPCNTPTLAVQKPNG 
QWRLVQDLRI1NEAVVPLYPAV 
PNPY ILLSQIPEEA E WFTVLDLK 
DAFFCIPVHPDSQFLFAFEDPSN 
PMSQLTWTVLPQGFRDSLHLFG 
QALAQDLSQFSYLDTLVLQYM 
DDLLLVTHSETLCHQATQALFN 
FLATCGYMVSKPKAQLCSQQ/R 
YLGLKLSKGTRALSEEHIQPILA 
YPHPKTLKQLRGFLGVIGFCRK 
W1PRYGEIARSLNTLIKETQKAN 
THLVRWTTEVEVAFQALTQAP 
VLSLPTGQDFCSYVTEKTGIAL 
GVLTQ1RGMSLQPVAHLTKE1D 
VVAKG*PHCLRVVVAVAVLVS 
EAVKI1QGRDLTVWTSHDVNGI 
LTAKGDLWLSDNCLLKCQALL 
LEGPVLRLCTCATLNPATFLPD 
N EEKIKHM CQQ V I SQT Y ATRGD 
LLEVPLTDPDLNLYTDGSSFVE 
KGLRKVGYAVVSDNGILESNPL 
TPGTSAQLAELIALTWALELGE 
EKRANI/YTDSKYAYLVLHAHA 
AIWKEREFLTSERTPIK.HQEAIR 
KLLLAVQKPREVAVLHCRGHH 
KGKEREIQENCQAYIEAKRAAR 


7532 


37900 


A 


7586 


80 


678 


LCCN M PA AQHRERASNESRHG 
GCCPP/PWLLSS/APPHDAFTTPQ 
EAVLSAPSALPSSAATSLLSLLT 
PQQMFCSKTAGPKPFSSNPHPR 
LKAPTSSC/PL*PQAAPSGNAHC 
Y*GHRRGRTVPEDPGCLSPRAR 
PHRTSGTSSPPSLQPSRTIPPASS 
APKQGDAGSPPYQAVPEKNKP 
GATPRTCAESPKRLPRPGPKSFL 
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SF.Q 11) 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7533 


37901 


A 


7587 


3 


804 


GLLQATALQPAQQI*IFL*KKEE 
EEEGGGGEGEEKKKKKKTEEE 
EEEEEERKK\EEEEGEEEGEEEE 
EEEEKEERTGAGDSSEDEGFDEI 
PSPGDSRQKTEGN A AN 1 1 SGCD 
QRYEESEMDLGTRGIVSGHRYI 
FTFRVSPLEAIGELLFPFSVAPA 
QGGLGFRRVDQLALPMGAQSL 
ERPFCVDGGSRPPLNYAVSSVE 
DLLNGNNFKCPTTLRTIEITVGN 
L 1 1 S PRQ KQLN AN I G KN FN A AEN 
HENAKTTTRSSTVGADTHLTA 


7534 


37902 


A 


7588 


3 


191 


SSHPVFSPRWVLSPHPQSQCYT* 
GSGAQNLTASPPFCVCRGDRGN 
HLRKDTKVEVKRKTCWL 


7535 


37903 


A 


7589 




1899 


HVGASDPDAGPGWGGLTSRPR 
L VTPRSAPRG RAFQG ATVGLAP 
VEGMCRAESSGGVSTDHSELPI 
GAAATMAHEIGHSLGLSHDPD 
GCCVEAAAESGGCVMAAAT/G 
VRGWGVGAAAGRLVLGTSSA 
AFLWSSLSFLFCKMG1MI1VSAS 
GWFMRLKGKKLRQSGFSTV*R 
LFSE*PGEVTPTPGGAPSGRDST 
LGPGLLTIGASSSPVPLVV*LCA 
GYFPSLGSARLAAVAKPRGGD 
QRSAGVGGLSLHAQCPPRAGR 
HPFPRVFSACSRRQLRAFFRKG 
GGACLSNAPDPGLPVPPALCGN 
GFVEAGEECYCVS\GQECRDLC 
CFAHNCSLRPGAQCAHGDCCV 
RCLLKPAGALCRQAMGDCDLP 
EFCTGTSSHCPPDVYLLDGSPC 
ARGSGYCWDGACPTLEQQCQQ 
LWGPGSHPAPEACFQVVNSAG 
DAHGNCGQDSEGHFLPCAGRD 
ALCGKLQCQGGKPSLLAPHMV 
PVDSTVHLDGQEVTCRGALAL 
PSAQLDLLGLGLVEPGTQCGPR 
MVCNSNHNCHCAPGWAPPFCD 
KPG FGG SMDSGPVQAENHDTF 
LLAMLLSVLLPLLPGAGLAWC 
CYRLPGAHLQRCSWGCRQGPC 
VQWPQRWPTQGPPPGRRSPHG 
VGPHSHWTALAPGP 


7536 


37904 


A 


7590 


2 


280 




7537 


37905 


A 


7591 


1 


1266 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7538 


37906 


A 


7592 


1 


458 


LQQSQIFEIHSQKTIVKKCLDLF 

FELAEEKENYKNFFEAFSKNL\K 

LGIHEDSTNRRRLSELLRYHTS 

QSGDEMTSLSEYVSRMKETQK 

SIYYITGSPCWCLVFFSLSCPCV 

EGSKLRVSSPIPSLLLTAGLDVV 

YCGLFYFLHFVLKLKYAK 


7539 


37907 


A 


7593 


1 


862 




7540 


37908 


A 


7594 


3 


437 


IPEF/LNF/IRGVVTLGLPLNISRE 
MLQQSKILKVIRKN IV * EC/LFEL 
LSELAEDKENYKKFYEAFSKNL 
KLGIHEDSTNRRRLSELLRYHT 
SQSG DEMTSLSEYVSRM KETQ 
KSIYY1TGESKEQVANSAFVER 
VPLSHLAPPAGV 


7541 


37909 


B 


7595 


106 


1966 










7596 


453 


719 


ARGSKHTGL1AQWAHEQSGHG 
GRAGGYAWAQQHGLPLTKAD 
LPVAMATAECPICQQQRPTLSPR 
YGTIPW/WAWDAPGGRGCWRL 
QKAGE 


7543 


37911 


A 


7597 




837 


PECVIG1DILSSWQNPHIGSLTG 

RVRA1MVGKAKWKPLELPLPR 

KIVNQKQYHILGGTVEISATIKD 

LKDTEAVTPTTSPFNSPIWPVQ 

KTDGSWRMTVDYCKLNQVVT 

P1AAAVPDV/VSLLEQINTSPGT 

WFEWSPK\KALQQVQAAVQAA 

LPFGPYDPADPMVLEVSVADR 

DA1WSLWNAAIGESQRRPLGF 

WSKALLSSADNYSPFERQLLAS 

YWA LVETERLTVGHQVTLRPE 

LPIMNWVLSDPSSHKVSGAQQ 

RS1IKLKWY1HDWVRAGPEGT 


7544 


37912 


A 


7598 




399 




7545 


37913 


A 


7599 


126 


392 


ARGSKHTGLIAQWAHEQSGHG 
GRAGG Y AWAQQHGLPLTKA D 
LPVAMATAECPICQQQRPTLSPR 
YGTIPW/WAWDAPGGRGCWRL 
QKAGE 


7546 


37914 


A 


7600 




1677 




7547 


37915 


C 


7601 


37 


465 




7548 


37916 


B 


7602 


1805 


2542 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7549 


37917 


A 


7603 


3 


865 


V1PTTSQFNFP1WPVQKTDGSW 

RMTVDYCKLNQEENFNNQVDR 

MTHSVDTTQPLSPATHVITQWA 

HEQSGHGGRDGGYTRVQQHGL 

PLTKADLATAGKVFQKAV*AL 

N*HSIYGTLSLIARIHRSRNQGV 

EVEVAPLTISPSDPPAKFLLPVP 

PTLRSAGLEFLVPEEGMLPSGD 

TTVPLNWKLRLPPGHFGLLFPL 

HQQANKGRLSPHSRERGTSVFA 

SSNSQPVTALNNEPAGPNKRDI 

GKAKGLKFHHPGPHRQERDML 

E/SML* P WG YPVGKQWNHLIK 

KQGRH 


7550 


37918 


A 


7604 


3 


857 


VTASLSPVVATSPPQPMLPSDFP 

PLSEEINPMLPEATVIASPKEIAR 

QDNVDSPQEPPPTPQFSSRPITR 

LKSQWAPRGPECVIG1DILSSW 

QNPHIGSLTGRVREGYMVGKA 

KWKPLELPLPRKIVNQKQYCIP 

GEIAElSTTlRDLKDTGVVIPTTS 

PFNSSIWPVQKTDGSWRMTVD 

YCKLDQVVTPIAAAVPDMVSL 

VKQINTSPGTWQHITHLDVLLW 

RIYQVTQKAASFEWGPEQEKA 

LQQVQAAVQA\LCHLGHMTQQ 

IQWCLRRNGEMCDYIL1YGL 


7551 


37919 


A 


7605 


' 


608 


MAPGMVPIPPPGKYHSPKKLIY 
STPPKPGTYGISDSLSQYPTSAK 
AEPVPTHKNPRRESPIPHSSPSSF 
TDG/PSPNSPGDARPHPQNKTSG 
RGRPAPRQRVPTTITTPAPPARS 
PNSAHSPAFRDLPFRAEKGTAA 
ARVPREPHSPAPPKNKGSLQPP 
AGELLQRGARTTLPRILGTAPG 
PHLPGCSAPPGAP*RPAAPIGL 


7552 


37920 


A 


7606 


179 


544 


HTRLHSHPQLRGFPSWLFHSVSI 

RSPASGHLEFPSFARSSGSGSTS 

PLSFGAMTTEKQALGGRAAFPP 

KYK*AQGRAACFVLTSQQQPS 

WQ*GVTVTATGSPMHRGTFWH 

SCTGTPGSGDR 


7553 


37921 


A 


7607 


90 


653 


VPGERPRGQSGPQVLPYGPTWC 

SSNTPEPQSLRAPQ*LQVPVPLQ 

SRGQR*QPQPMP/VRSQPKAP*V 

QMPPTPSSAKGPHLDGVRVPA 

ANPE* PTAGPTRA A ILR ATPA PS 

LPMPGTNRPSPRGNSLQDSAPA 

SDAGWPPTEAVTCP\PWSRENP 

PQRNL*AHRPQGPRPVPGTERR 

NGRGGAGCRQL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7554 


37922 


A 


7608 




804 




7555 


37923 


A 


7609 


28 


682 


TTCEMSDLEDDETPQLSAHG/T 
LAALQEFYAEQKQQ1EPGEDDK 
YNIGIIEENWQLS\QFWYSQETA 
LQLAQEAIAAVGEGGR1ACVGS 
P*CLPET/HESCAEKTFS1YIFEY 
DKRFAME*KE\LIFYDYNNPLD 
LPERIAAHSFDIVIVADPFPYLSG\ 
ECLRKTSETVQV\LTRGKILL\CT 
GAHHGRTGSRTPLE*RCARLFP 
RHTRNFGKWSFRLVYVNL 


7556 


37924 


A 


7610 


1 


611 


MAPKAK.MEAPAPPEAEAKVKA 
LKAKKVVLKGVHSH/KKKKKI 
RTSPTFR*/PLRLRRQPKYPWES 
VPRRTSTQISSGERPLENK.QPRY 
PRESSPPPGEQAPKYPPEERSPG 
ETRLDHLCLSIKFP\LTH*VLPM 
KKIEDNNTL\VPLVNVKANKH\ 
Q1KQAVKKLYDI\DVAKVNTL\I 
RPDGEKNG1CSDLAP\DYDALG 
CLPTKJFG1I 


7557 


37925 


A 


7611 


1 


1035 


DK.DSLCDSCKTSCSYNCSKPRS 

SWQDQDISSGTGLHSRLTLANT 

GKESKTVQASLDQQLGRLLSVS 

LRLGVEPSLQSSGNLLVSLLLSR 

FITYKVT1VEWVKTYALGLDLK 

KSERPGFESELHSHNSCECAVS 

HLKPVHLRVSPMGHSEYYLVT 

TADYSEANGSQSAGDEFFQTQS 

FPSRQQALFRPKIQITIREYYKH 

LYANKLENLEEMDKFLNTCTL 

QRLNQEEVESLNRPITGSEIEAII 

NSLPTKKRPGPDGFTAKFNQRY 

KEELV1YKKFQIPC1VPELNSTIS 

ANSTNADTCTPKYVTFNSKGT 

AQNADSDSAGLE/CEPDVLHI** 

SLRLGVEPSLQSSGNLLVSLLLS 

RFITYKVTIVEWVKTYALGLDL 

KKSERPGFESELHSHNSCECAV 

SHLKPVHLRVSPMGHSEYYLV 

TTADYSEANGSQSAGDEFFQTQ 

SFPSRQQALFRPKIQITIREYYK 

HLYANKLENLEEMDKFLNTCT 

LQRLNQEEVESLNRPITGSEIEAI 

INSLPTKKRPGPDGFTAKFNQR 

YK.EELV1YKK.FQ1PCIVPELNSTI 

SANSTNADTCTPKYVTFNSKGT 

AQNADSDSAGLEWSLMFCISD 

KVSGDDDADAVDS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7558 


37926 


A 


7612 


3 


573 


KEETFSAWYVDGRVLVV1VTF 
GIILPLCLLKNLGYLGWTSGFSL 
SCMVFFLIVVIYKKFQIPCIVPEL 
NSTISANSTNADTCTPKYVTFN 
SKTVYALPTIAFAFVCHPSVLPI 
YSELKDP\SQKKMQMVSNISFF 
AMFVMYFLTAIFGYLTFYDNW 
QSDLLHKYQSKDDILILTVRLA 
VIVAVILTVPVL 


7559 


37927 


A 


7613 


1 


831 


MSELEDRLFENTQSEESKGKRI 
KKNEVCLQDLK.YSLKRANLRD 
TGLK.EEVIYKKFQIPCIVPELNS 
TISAMSTNADTCTPKYVTFNSK 
KKMQMVSNISFFAMFVMYFLT 
AIFGYLTFYDNVQSDLLHKYQS 
KDDILILTVRLAVIVAVILTVPV 
LFFTVRSSLFELGLRKQRFNLW 
PSIPVVTC1LLVVINLVGDLHTP 
P*R1FFGVVGSYILLNML1FILP/S 
IFFILK.ITDQDGDKGTQRIWAAL 
FLGLGVLFSLVS1PLVIYDWACS 
SSSDEGH 


7560 


37928 


A 


7614 


1 


1118 


FNCEIFYSF/SYGDEEISKTFALN 
ERRGEIKIIRKLDFEKIVSYQVDI 
KASDGAGLSGKCTVIIQVVDIN 
DNAPELTMASFTSPIRENSPETV 
AALFSIQDRDS\FALRSLDYEAL 
QEFEFRVGASDPGF\PALSSE\AL 
VRVLWLDANDSSLFVLFPLQN 
GSAPCTELMPGRAAEPGYLVTK 
QLLKATEPGLFGVWAHNGEVR 
TARLLSERDATKHRLVVLVKD 
NGEPPRSATATLHVLLVDGFSQ 
PYLPLPEAAPAQAQAEADLLTV 
YLVVALASVSSLFLLSVLLFVA 
VRLCRRSRAASVGRCSVPEGPF 
PGHLVDVSDTRTLSQRYKYEVF 
LTRGSGTNEFKFLKSVIP/QASG 
RCE*WEEKSNFVNGFGFN 


7561 


37929 


A 


7615 


1 


764 


TRPGAHGASLTDLANLSEGVSL 
AERGSFGAMDDPFKNKALLFS 
NNTQELHPDPFQTEDPFKSDPF 
KGADPFKGDPFQNDPFAEQQTT 
STDPFGGDPFKESDPFRGSATD 
DFFKKQTKNDPFTSDPFTKNPS 
LPSKLDPFESSDPFSSSSVSSKGS 
DPFGTLDPFGSGSFNSAEGFAD 
FSQMS/KGKSTPVSQLGSADFPE 
APDPFQPLGADSGDPFQSKKGF 
GDPFSGKDPFVPSSAAKPSKAS 
ASGFADFTSVS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7562 


37930 


A 


7616 




817 


MGFCHVGQASLKLLASDPFGT 
LDPFGSGSFNSAEGFADFSQMS 
KTDPQVRSELLKAGTAARLVTR 
LDPLVSGPH\TR*PELTVALVPD 
SCRASPDAGSVVGAHL*GLGTT 
G A ADGGTP\NSN RSFVLGV 1 1 V V 
WSMCQLYLVPPPPSGPFTSSLG 
GAGFSDDPFKSKQDTPALPPKK 
PAPPRPKPPS/GHRLPVPDGGGP 
GPPCSP/DPE*QQMPWDPVWGA 
RGSPRPSCPGPRKCRMCVVPRV 
IQHPSLLLPSLVGRRSQPQIWRS 
HPMPAAPPS 


7563 


37931 


A 


7617 


3 


1039 


GSLMFQQVPMVEIDGMKLVQT 
RAILNYIASKYNLYGKDIKERA 
LYAMTHDDE\AELRTPAAACKL 
♦SECQFRTRVDAVRTMMIP/AFT 
QVLKSHRQDYLVGNKLSWADI 
HLVELFYYVEELDSSL1SSFPLL 
KVKLLASSVKPVPLPSALRWPA 
HAVAQN1VTSWLTGGRF1ELK.T 
VQ1LDRLELEKPC1DAEDECFNT 
EWSTEFTLLKA WDEY LKA WFA 
LHLLEAMFQPSDSGKSFIFNMS 
VGYNLEGQPLNPKNYPSQGVP 
RVLKSHRQDYLVGNKLSWADI 
HLVELFYYVEELDSSLISSFPLL 
KPHTHVDNTKKGSHPHMCAYT 
DYVNNPNDRMPQRE1TFVS 


7564 


37932 


A 


7618 


2 


698 


NQKTVTMAGKPKLHYFNGRGR 

MEP1RWLLAAAGVEFEEKFIGS 

AEDLGKLRNDGSLMFQQVPMV 

EIDGMKLVQTRAILNYIASKYN 

L YGKD1 KE RAL1DM YTEGM A D 

LNEMILLLPLCPAEEKDAKIALI 

KEK1KSRYFP\AFEKVLQSHGQD 

YL VGNKLSRADI SLWELL YYV 

EELDSSLIS\NFP\LLKALKTQNP 

ATLPHG*RSFLQP\GSPRKPPAD 

AKALEEARK1FRF 


7565 


37933 


A 


7619 


102 


825 


R1MLQETAIMAEKPKLHYFNAR 
GRME\PPRWLLAAAGVEFEEKF 
IKSAEDLDKLRNDGYLMFQQV 
PMVEIDGMKLVQTKAILNLHLP 
ANYNLLMGKD1KGREP*FDYVF 
*EGFSQILGLN*SSFLPVC\PPEVE 
KDAQALPL1QEKTKNRYFPAFE 
KVLKSHGXQDYLVGPTSLSRGW 
TF1WWELLYYVEGAWTPRL1SS 
FPLLKALKTR1SNLPTVKKFLQP 
GSPRKPPMDEKSLEEARKIFRF 



879 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7566 


37934 


A 


7620 


2 


1256 


CHCGPP/VKVEAYGSQVLK.GVL 
AQVQLTVGPVGPRTHPVVIFPV 
PECIIG1DMLSSRQNPHTGSLTG 
RVWTIMVRKAKWKPLELPLPR 
KIVNQKQYH1PEG1VEISATIKD 
LKDAGVVIPTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAAVPDVVSLLEQINTPPGTWY 
AA 1 DLANDFFPIPVHKAHQKQF 
AFRWQGRQYTFTVLPQGRWEI 
NMTK IQGPSTSVKFLGVQ WCG 
ACQDIPS K. VKDKLLHL VPPTTK 
K/EAQCLSGFRREH1PHL\PIYRV 
SRKAANFEWSPEQEKALQQVQ 
AAVQAAWPLGPYDPADPMVLE 
VSVADRDADWSCWQASI/GHK 
VGHAQQHSIIKWKWYIRDWAR 
ADPEGTTKGQGQRRWWQLAE 
RQDSRDREAA1GERQETAVGKT 
ARDGEAVCD 


7567 


37935 


A 


7621 




518 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQ1NTSPGTWYAA1DLA 

NAFFSIPVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCFINL 

IRRDLDCFSLPLDITLVHYIDDI 

MLIGSTIKWVVHSS/DS1IKWKW 

YVHDWARAGPEGTTNGLAG*S 

GTCKKHEWKTGDKGIRGRG 


7568 


37936 


A 


7622 


1 


696 




7569 


37937 


B 


7623 


1 


1014 




7570 


37938 


B 


7624 


1 


837 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7571 


37939 


A 


7625 


1 


2592 


MVRKAKWKPLQLPLPRKIVNQ 

KQHRIPGGTVEISAITKDLKDA 

GVVIPTTSPFNSPIWSVQKTDGC 

WRMTVDYCKLTQVMTPIAAV 

VPDVVSLLKQINTYPGTCKAFLG 

VQWCGACRDI/PSKVKDKLLHL 

APPTTKKEAQHLVGLFGFWRE 

HIPHLGVLLQPMYQVTRKAASF 

EWGLEQEKALQQVQAAVQAA 

LPFG PYDSADPTVLEMSVADRV 

AVWSLWQAPIGESQWRPLGLW 

SKA LPFS ADNYSPFERRLLACY 

WALMETEGLTMGHQVTMQPE 

LP1VTNWVLSDPSRHKVGHAQQ 

HS1IKLKWYICDQARAVPEGTC\ 

*LN KEVAQMP/MGTTRKWTA A 

ALQSLSG ISLKDSGEGKSSQWT 

ELQA VH L VVHFA WKEKWPGT 

WKKHDWKTGDNEIWGRGIWM 

DCSEWSK.TVKIFVSHAHEPSGH 

GGRDGGYAWAQEHELSFTKAD 

LATG I VECP1CQQQRPTLSPRYG 

TIPQGQTF1LTGINTYSIYGFAYP 

AHNASAKIT1RGLTECLIHHHGI 

PHS/1VSD*GTHFTAKDVVETR1H 

RPRNQGVEVEVAPLTITRSDTL 

AKFLLPVPTTFRSANLEVLLLE 

GGTLPPGDPTT1PLNWK.LRLPR 

GHFGLPLPLSQQAKKGVSVLA 

GVTDLDYQDEFSLLLHNRVTA 

AFPSLLH SSFA YLDNMIEKANK 

CHVEGVDHVSDPAQRRECDRH 


7572 


37940 


A 


7626 


20 


238 




7573 


37941 j 


A 


7627 


3 


229 




7574 


37942 


A 


7628 


1086 


1369 


ETGMLPLRLLKPFLSDFAGPLH 
TS1MPTRRFCSKSPT*HTLATAL 
SQGLS*GT*NEASLTKEKVGKN 
RCRYSPSYPPSG1REGKAQLCFY 
THWK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in L'SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7575 


37943 


A 


7629 


1 


1805 


MSGRSRGRKSSRAKNRGKGRA 

KARVRPAPDDAPRDPDPSQYQS 

LGEDTQAAQVQAGAGWGGLE 

AAASAQLLRLGEEAACRLPLDC 

GLALRARAAGDHGQAAARPGP 

GICAASLSERLAADSVFVGTAG 

TVGRPKNAPRVGNRRGPAGKK 

APETCSTAGRGPQVIAGGRQKK 

GAAGENTSVSAGEEKKEERDA 

GSGPPATEGSMDTLENVQLKLE 

NMNAQADRAYLRLSRKFGQLR 

LQHLERRNHLIQN1PG\FSGQAF 

•NHVLLASFLNSQEKEVLSYLN 

SLEVEELGLARLGYKIKFYFDR 

NPYFQNKVLIKEYGCGPSGQVV 

SRSTPIQWLPGHDLQSLSQGNP 

ENNRSFFGWFSNHSS1ESDKIVE 

IINEELWPNPLQFYLLSEGARVE 

KGKEKEGRQGPGKQPMETTQP 

GPLSFVWVAVSPSWLPGQQGP 

QELPVDRGPLPVHETHTYPPQL 

SRNPTGCQTDGRAGLPVTPCDK 

KALPCAQCFVSHLLYCMGLQP 

RQKEKINPEVSSITNVAPKDME 

KVHAGALDKPMCGRQGKESQ 

GATHHATPSAISPAPSHPLGSSE 

TLDIDGLAHFLEHSQINPSLLSR 

VL1QRQHLRHVAVTNG 


7576 


37944 


C 


7630 


66 


206 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7577 


37945 


A 


7631 




1643 


VQASQAEADQQQTCLKQLQ\S\ 

QLSRL*KQAIELREAVEQHKVK 

NNDLREKNWKAMEALATAAEQ 

\ACKEKLHSWTQ\AK£ES/ERNQ 

LCLIEAQTAM EALLALLP\ELSVL 

AQQN\YTE\WLQDLKEKGPTL\L 

KHPPAPAEPSFGTWAFQV*GEA 

E\ETQSTICRAEF\DQYRSILGGD 

GRALLRDLQKSVEEEEQV\W\R 

AKVGAAEEELQKSRVTVKHLE 

EIVEKLKGELES\SD\QVREHTL 

HLEAELEKHMAAASAECQNYA 

L\EVAG\LRQLLLE\SQSQLRLPP 

KNRNPQKTEPMSFALGQASS*V 

KLKSHVED\GDIAGAPA\SSPEA 

APQPSRDPRSA*RTQLELDQKPI 

PWRMRQTTSRQKLHGPSFE\EA 

SDLRACSVYKEGFWEKLPHSA 

APPRSFFRNRRE AFTA* RRDLEK 

RGRSLTSDXLGRARPRRLQELSE 

RRTQEQLGKGRRTRVKKLQE\Q 

L\EKAEDGSS\SKEGTSVLSFLFG 

KKKLLFQLYQNALTHSFTIKPT 

NLHSVYPGPNFPVLREKAHEET 

SLFRRPQE V RTFPG G PILLNGTC 


7578 


37946 


A 


7632 


3 


247 




7579 


37947 


A 


7633 




389 


GQEFSPKVY/FVNQTMGN/SCG 
P1GLFNAVANNQDKLG FE Y\G P 
LLNQFLF*NR*KCPPKDRAKCF 
ER\NEAIRAAH\DAVDKEG\QCR 
VDDQGEFPFLFCLQNVDGPPSM 
NLDG\RMPFPRGPMAPSFRRTP 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7580 


37948 


A 


7634 


1506 


3135 


RGLGGGLAEQELQPWSPERSPV 

HNN/RM/QEKSLKDLMELKTM 

AQELRDECTSLSSRFDQLEEKV 

S VMEDEIN EMKQEEKVREKRIK 

RNEQSLQEIWDYVKRPNLHL1G 

VPESDRENGTKLENTLQDIIQEN 

FPNLARQANIQIQEIQRMPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRAAREKEIQTTIREYYKHLYT 

NKLENLEEMDKFLDTYSLPRLN 

QEEVESLKRPITGSEIGAIINSLP 

TKKSPGPDGFTAEFYQRYKKEL 

VPFLLKLFQSTEKERILPNSFYE 

ASI1LIPKPGRDTTKKENFRPISL 

MN1NAKILNKILANQIQQHIEKL 

IHHDQVGF1PGMQGWFNIRKSI 

NVIQHINRTNEKNHMIISIDAEK 

AFDKIQQPFMLKTLNKLG1DGT 

YLKIVRAIYDKJLTANIILNGQKL 

EAFPLKTGTRQGCPLSPLLFN1V 

LEVLARAIRQEKEIKG1QLGKEQ 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQ1MSELPFTI 


7581 


37949 


B 


7635 


1 


594 




7582 


37950 


A 


7636 


434 


744 


TLACLARLGKFSWIISCRVFSNL 
VPFSPSLSGTPIRRRFGLENRVT 
ATR1LRFSDRLKKRRTTRLYPTP 
GSEGPTPTESR*LLAQQSEIKLQ 
GGSEAGGGAPA 


7583 


37951 


A 


7637 


1 


1077 




7584 


37952 


A 


7638 


1 


348 




7585 


37953 


A 


7639 


1 


831 




7586 


37954 


A 


7640 


275 


457 


LIAYQPK*AQDYMDSQLNSTRG 
TKKSC*GRL*GSGVIHIGSMPVP 
TRTAGPLPFFAGPCR 


7587 


37955 


A 


7641 


341 


504 


1LRFSDRLKKRRTTRLYPTPGSQ 
GPTPRESR*LLAQQSEIKLQGGN 
EAGGGAPA 


7588 


37956 


B 


7642 


1 


627 




7589 


37957 


A 


7643 


121 


375 


DGQQL1ALHRLALRELQQAVH 
AGLPQQAKILFDGGSEIGKIH*L 
RCAHCPLSSRETCRASCINESAT 
RGERPFAYWAPGWFFFHQ 


7590 


37958 


A 


7644 




479 




7591 


37959 


A 


7645 


382 


642 




7592 


37960 


A 


7646 


273 


1464 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7593 


37961 


A 


7647 


76 


1763 


IFGITRFLPFIYQKIHIFSKEQLPD 

LHSHFSDLNLEAHMYASQWFL 

TLFTAKFPLCMVFHIIDLLLCEG 

LNIIFHVALALLKTSKEDLLQA 

DFEGALKFFRVQLPKRYRAEEN 

ARRLMEQACNIKVGVYTGTEL 

Q*DFSLDSLVWSWDSSCCCGK 

ASWQDDGRNLHYGSL*RPCFQ 

PAAR*RLPH*SGGHQQAQVYG 

TN\KKLKKYEKEYQTMRESQL 

QQEDPMDRYKFVYL*VTPAVA 

FILG1FIRS* EKERGKRKWLSTF 

KNETKRKNGKVLF*LCMSYPQ 

RLLAGELFQD*HKDVSNLPLSV 

ENVKNTNSLGRKNKNHKAREN 

RRLQEASMRLEQENDDLAHEL 

VTSK1ALRNDLDQAEDKADVL 

NKELLLTKQRLVETEEEKRKQE 

EETAQLKEVFRKQLEKAEYEIK 

KTTAIIAEYKQICSQLSTRLEKQ 

QAASKEELEVVKGKMMACKH 

CSDIFSKEGALK.LAATGREDQG 

I ETDDEKDSLKKQLREMELELA 

QTKLQLVEAKCKIQELEHQRG 

ALMNEIQAAKNSWFSK.TLNSIK 

TATGTQPLQPAPVTQPPKEST 


7594 


37962 


B 


7648 


1 


618 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7595 


37963 


A 


7649 


1 


2375 


MAGAPPPASLPPCSLISDCCAIN 
QRDSVGVRPSKPGAGYNLVVR 
RFLSLLEKRSIPVGVTRFSRCRP 
SPLSLTRKGNSLTPCASRJINMH 
FQAFWLCLGLLFISINAEFMDD 
DVETEDFEENSEEIDVNESELSS 
EIKYKTPQPIGEVYFAETFDSGR 
LAGWVLSKAKKDDMDEEIS1Y 
DGRWEIEELKENQVPGDRGLV 
LKSRAKH H A IS A VL AKPFIFAD 
KPLIVQYEVNFQDGIDCGGAY1 
KLLADTDDLILENFYDKTSYIIM 
FGPDKCGEDYK.LHFIFRHKHPK 
TGVFEEKHAK.PPDVDLKKFFTD 
RKTH L YTLVMNPDDTFE V LVD 
QTVVNKGSLLEDVVPP1KPPKEI 
EDPN DKKPEE WDERAKIPDPSA 
VKPEDCALGLELWSMTSDIYFD 
NFIICSEKEVADHWAADGWRW 
KIMIANANKKKHKDTEYKKTDI 
CIPQTKGVLEQEEKEEKAALEK 
PM DLEEEKKQN DG EMLEKEEE 
SEPEEKSEEEIEIIEGQEESNQSN 
KSGSEDEALAEQPREGPGVPGP 
IPPKRPSRSP1PEPRAAKRLPTQE 
LRGESYTMSASGTARGPSPKER 
LGLTTKTGEKEVAQGFCREPGL 
RRPPNAQARDRSSRAPATHRKE 
LKPEREHISCSRSHIRYQEWSVL 
RDTVHRNLVLDTKRHPALILVE 
YKERTSSPATEQSCMENDFDEL 
REEGFRRSV1TNFSELKEDVQT 


7596 


37964 


A 


7650 


914 


2786 




7597 


37965 


B 


7651 




2369 




7598 


37966 


A 


7652 


333 


752 


MSYVSRYGCGGRKNVATVSKG 

WAGSLAWPGGFPRKVKGGGS 

WRPSGGV/DVAAPVRARLALLL 

SG PI ASESPLTTN PHSHSARRPR 

TYI/GHAPALRVTN/PESFSYWG 

TRGPSATMACDGLTRTGHSSPS 

RARSPPLLCARSL 


7599 


37967 


A 


7653 


1 


177 


RPLPSRPHAAPPGHHTISSGPCG 
HRK.FSPKAGDSNTPRTRSRPRV 
SCALPPDVRGSWLS*KWNQIW 
YHTLPQPQENTPKSQENKPKSK 
PQPTQR*TRGPW\PSSRCRVRSG 
/THRRPGLFLS*KQ/PSESIGHSR 
ALSAFTPAEMISTLPPPPTSKSPL 
AARAAPPGNG*SPKAGDSNTPR 
TRSRPRVSCALPPDVRGSWLS 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7600 


37968 


A 


7654 


1 


1430 


MQDTCSEIISPADFPTFSSSLKIR 

FSTDSPSQIFKKHC1QKIVL1LLP 

KNSYTRRLLVSNQMYLESFEH 

QCRKTHILCK.RTAGSGPFCSCPT 

GQPRHNSSASKCPASERGLCLK/ 

PKSKREKREPGPVAPAPLHAAP 

SSPGLGAPQLR*PGRTRSFGRD 

HVGSPGPPRAGPRLFAPRPVLS 

RCSANPSGSPHTQSPKQSSTGQI 

SGRADQVCGCWIRKRGVPGAA 

RGSPGCARTCHSRGHPHAAPFP 

QCNSLAPSAPAGLWRTQNAGP 

SG/HAQPSCPPPVPL*PPHPHP*G 

LSFSSCSRSWVPNTPP/EPREGE 

GQVPGRRAASAPGASFSAPGT/P 

RAPQPLPHPFPVAQSPPAAVAA 

SSESCKREAARRSPGASALHLPP 

KSARPRQAPCPTLTDGGH1FPAS 

AARP*HKGHQTAEGK.NPGRAD 

TSTSPFATFPF1SGGEEKSRSPVL 

PERTRQREEAPGPPSSPLRGLW 

LTFWFVFL 


7601 


37969 


A 


7655 


1 


609 




7602 


37970 


A 


7656 




649 


AKD/ELHIVEQGHDIRGRSIKIT/ 

LATLKMS/VQPTFS/LGGFE1QPT 

VV*GLKCVSGPCHISGQHLVA/ 

VEEDAESEDEEEENVKLLSISER 

RSAPGVVSMVPQKKVKALAAD 

EDDDDDDEEDDDEDDDDDDFD 

DEEAEEKAPVKKSIRDTPAKNA 

QKSNQNGK\DSNPYSHPRSQG\ 

QDPFRK.QEKT\PKTPKGP\SSVE 

DIKAKMQASIGKKRIEPVLGTY 


7603 


37971 


A 


7657 




1013 


PWCDSVLRGCSLEQRSFISVRLL 

SYLSACRHPMEDSMDMDMSPL 

RPQNYLFGCELKADKDYHFKV 

DNDENEHQLSLRTVSLGAGAK 

DELHI VEAEAIVTNYEGSPIKVTLA 

ATLKMSVQPT\VSLGG\FEITPPV 

VALRLKCGSGPVH I SGQHLV AV\ 

EEDAESEDEEEEDVKALLSISGK 

RS AP\GGG\SKVPQKKSKTCM L 

MKDDDD\DDEED\DDEDD\DDD 

DF\DDEEYAEEK.APSERNLYRDT 

PS/AKNAQKSNQNGK\D\S1CPSS 

TPR\SKGTRIPSKKQEKTPKTPK\ 

GPSSVED1KAKMQAS1EK\GGSL 

PKVETKF1NYVKN\CSRMT\DQE 

A1\QDLW\QW\RKSL 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7604 


37972 


A 


7658 


9 


271 


GRVCKALWHSDWHTARVLCIN 
STTTITASCNP/RHTARRSLTTPT 
*MCRLENWTKNLLFNGPVPVL 
VMSLLFIASVFMLHIWGKYTRS 


7605 


37973 


C 


7659 


189 


500 




7606 


37974 


A 


7660 


5 


291 


ATPSPPSPPG/VPT*RPELLGPRR 
ERLLGPEGS/PGGGALPGVPPSR 
FVRTASSTLFLPPSPRPAFPPSSIP 
L V PS PPRHC ARSRETWPRTLR1G 
SAP 


7607 


37975 


A 


7661 


1 


431 


L ALQFSFLQNRQG LNLLI AEKG 
RLCIFLNEECCFYLNQSG L V YD 
NIKrCLKDRVQKLANQANNYAE 
PPWALS\NWMSWVLPILSPLIPV 
FLLLLFGPCVFCLVSQFIQNRIQ 
AI ANNS 1 * QMLLLTTPQ YQPLPQ 
NLSSVESLPL 


7608 


37976 


B 


7662 


41 


1547 




7609 


37977 


B 


7663 


74 


298 




7610 


37978 


A 


7664 


3 


647 


EL WTRGPRKRQN GSSKPLWLL 
YGESGAQKSVVEVTKPRLLWP 
QWIQHRARRPCLQQAPCSSRPH 
APAS\LPPSSSPTARDTKHRAQV 
KTTDSGARRRDGRVLGVLEVS 
RSIADGQYKRCGWTSVPDMRR 
C\QLTPQ*PGSILLACDGLF\KVF 
TPEEAVNF1L\SCLEDEKIQTREG 
KSAADVR\YEAA\CNMLANKA 
VAAGARPDNVTV\MVVR\IGH 


7611 


37979 


B 


7665 


1 


1302 




7612 


37980 


A 


7666 


3 


1268 


SCARVAAWGGKLRRGLAVSRQ 

AVRSPGPLAAAVAGAALAGAG 

AAWHHSRVSVAARDGSFTVSA 

QKNVEHGIIYIGKPSLRKQRFM 

QFSSLEH EGEYYMTPRD\FLFS V 

MFEQMERK\IQSRS*QKRFIEDT 

LSGIPTAGCGSSFFQRPWAIKGL 

I\SYNRVIFFFALQSSLNPIPGFH 

VAFKMLDTDGNEMIEKK/ENFL 

SCRRS*VNKMT*LTVKTNETWI 

SGSNK*KNLKL/DTTLQMRFFG 

KRGPRKLHYKEFRRF\WENLQT 

EIQGN/VEFLQFSKGLSFMRKRR 

TLQSGYFFSTNTENKDIYWKNV 

REKLSAGESISLDEVKAFCHCT 

RQIGTLCY/SAMQMFTLAHRPV 

RLAEFKRAVKVATGQELSNN1L 

DTVFKIFDLDGDECLSHEEFLG 

VLKNRMHRGLVGTTTSEYTRIL 

EVCEERKH 



888 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7613 


37981 


A 


7667 


2 


342 


QNRG PG RT* DFL PN S/VG E K I LS 
FCNCSLGSIGALGPACCRVLSEL 
SEEQVFHVNYLDVEELSLSRLC 
QCLVELSFQLATAYHGSATTRE 
A A RGEA ACRAHLMF WCLCIWQ 
FCRL 


7614 


37982 


A 


7668 


1 


1166 


VGCVLGRVEAAVTVAPAGTEE 
GMSEEEQGSGTTTGCGLPSIEQ 
MLAANPGKTPISLLQEYGTRIG 
KTPVYDLLKAEGQAHQPNFTF 
RVTVGDTSCTGQGPSKKAAKH 
KAAEVALK.HLKGGSMLEPALE 
DSSSFSPLDSSLPEDIPVFTAAA 
AATPVPSVVLTRSPAMELQPPV 
SPQQSECNPVGALQELVVQKG 
WRLPEYTVTQESGPAHRKEFT 
MTCRVERFIEIGSGTSKKLAKR 
NAAAKMLLRVHTVPLDARDG 
NEVEPDDDHFS1GVGFRLVDVL 
QNRGPGCTWDSLRNSVGEKILS 
LRSCSLGSLGALGPACCRVLSE 
LSEEQAFHVSYLD1EELSLSGLC 
QCLVELSTQPATVCHGSATTRE 
AARGEAARRALQYLKIMAGSK 


7615 


37983 


A 


7669 


2 


328 




7616 


37984 


A 


7670 


181 


1271 


LEASLDQH*ASVHSFRSHIHV1S 

RTHRK\SQRDPSELDAEHAQKV 

LEMEHTQQMKLKERQKFFEEA 

FQQDMEQQYLSTGYLQIAERR 

GE WGLG LLV WGLTGCAGCHD 

SSWGLVRWYKCYSFKFVDEPC 

LQFERNCKPIGSMSSMEVNVD 

MLEQMDLMD1SDQEALDVFLN 

SGGEENTVLSPALGRVDKLALA 

EPGQYRCHSPPKLQQWCGSVM 

N SSQRFDMLHSGNFEIHLSLLL 

VVKDWRLQGGADSPAGLTGNS 

SLFVRQAFRGVPAMGKAMGSS 

QVLQAPGPESSTCQNE1TLQVP 

NPSELRAK.PPSSSSTCTDSATRD 

ISEGGESPVVQSDEEEVQVDTA 

LATSHTDREATPDGGEDSDS 



889 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7617 


37985 


A 


7671 


60 


965 


QRGVGGVGPRGRQRQQQPEA* 
GEETAAAAAMLETLRERLLSVQ 
QDFTSGLKTLSDKSREAKVKSK 
PRTVPFLPKYSAGLELLSRYED 
TWAALHRRAKDCASAGELVDS 
EVVMLSAHWEKKKTSLVELQE 
QLQQLPALIADLESMTANLTHL 
EASFEEVENNLLHLEDLCGQCE 
LKRCKHMQSQQLENYKKNKR 
KELETFKAELDAEHAQKVLEM 
EHTQQMKLKERQKFFEEAFQQ 
DMEQYLSTGYLQIAERREPIGS 
MSSMEVNVDMLEQMDLMDIS 
DQEALDGLPELWRRREHCAVP 


7618 


37986 


A 


7672 


1 


124 




7619 


37987 


A 


7673 


3416 


3920 


CCLIKND1KEKLHYSDCRLNVG 
QPCILPRNAFEFDLLIFYLGNLH 
FYISEIGLLGYCTFFFFFFEMESC 
SLTQAGVQ*CNLGPLQPLPPGL 
E*F/SCLSLPSSWDYRHVPPHWL 
IFVFLVEMGFCYVGQAGLEFLT 
SG DPPTS ASQS ARITG VSHHAQ 
PGYC1L1LGFC 


7620 


37988 


A 


7674 


1 


387 





890 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/5*10,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7621 


37989 


A 


7675 




1827 


MKKVGGRVFWAKERASAEAL 

RHELAGLLKKCKGSAADADQG 

GLGQGCRRHSKRWEGFTRGAS 

RAARLGNEEQDAASAGPGPNG 

CG HLGAEEPS A A ASGMDQC VT 

VERELEKVLHK.FSGYGQLCER 

GLEELIDYTGGLKHEILQSHETC 

LSVVLLSLPMVMAGSGNLKVL 

QLCRFLHMKTGGEMNYGFHLA 

HHM\ALGTSIFGEEGRYSL\STS 

NSS1AALLCALYPHFPGFTALD 

NRYH LQ\ALR\HL Y VL\A A EPR A 

FLVPVGCGTQTRPCY\ALLG SLP 

YKGTQWY\EQTKE\DLMAPTLL 

PELHLLKQIKVKGPRYWELL1D 

LSKGTQHLKSILSKADGVLYVK 

LRAGQLSYKEDPMGWQSLLAQ 

TVANRNSEARAFKPETISAFTSD 

PALLSFAEYF\CKPTVNMGQKQ 

E\ILDLFS\SVLYECVYPRETP\E 

ML\PAYIAMDQLIRRLGEREMS 

ETSELW\QIKLVLEFFSSRSHQE 

RLQNPPLKRGALLMELGNSPPF 

CKCT\INNTL\DTW\LQVRGDIC 

VNAYLTGQPL\EESQL\DMLACF 

LVFHFVPSSTALPTL* D* K.GSTS 

FA\ELLFKFKASLKMPSAELCLR 

LAPLPSLEIPQPNGDVTVSGGEP 


7622 


37990 


B 


7676 


374 


515 




7623 


37991 


A 


7677 


102 


1237 


HSHRAACPDTNRLVPGASR*HY 

LHRCRSRHSSS/NIGKNI/HSLRA 

GAVNNQSRPQSHSSGEFSLLHD 

HEAWSSSGSSPIQYLKRQTRSSP 

VLQHKISETLESRHHKIKTGSPG 

SE V VTLQQFLEESN KLTS VQIKS 

SSQENLLDEVMKS\LSVSSDFLG 

KDKPVSCGLARSVSGKTPGDFY 

DRRTTKPEFLRPGPRKTEDTYFI 

SSAGKPTPGTQGK1KLVKESSLS 

RQSKDSNPYATLPRASSVISTAE 

GTTRRTSIHDFLTKDSRLPISVD 

SPPAAADSNTTAASSEYHLHQ 

WSSH1LDIPTHTIGSCAQNDLAI 

DMPEPLYAQARNSRTGRSHFL 

NQTFATIRMPSDAFGMLAKDK 

HRTIYCGPFISAILIPEYRIS 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7624 


37992 


A 


7678 


1256 


1971 


hncalhadstmrgkaplfr.pt 
yklmeqlllrifrwisqkcqnv 
evtsicwf/ctctysgwveayp 
trtekpykkgkndpsctkgqc 
n plel v itn pln ph wkkg er v t 
lgidrarldprvn1lvrggevy 
erspepvfqtfydelnvpvpe1p 
gktrnlflqlaecvaqplnvts 
cyvcggtvtgyqwpwkarel 
vpvdpvpdeflaqknypdnfw 
vlkpsitgqyciaregkkfthp 


7625 


37993 


A 


7679 




1710 




7626 


37994 


A 


7680 


1 


561 




7627 


37995 


B 


7681 


1 


642 




7628 


37996 


A 


7682 


2 


611 




7629 


37997 


A 


7683 




1718 


MLSIQSTHAEKELENFFQNTED 

WYFHTSHHLSSLRFFSARESNC 

SM KLYEEA YMERYRDFLPATM 

WSAHTEVDVPGQATWIKQKSE 

KDPVHLQKGKNGPSCTKGQCN 

PLEL V I TN PLDPC WKKEER VTL 

G1DGAGLDPQVH1LVRGEVYKH 

SPEPVFQTFCDELNVPVPEIPGK 

TRNLFLQLAWHVAQCLNVTSC 

YVCGRTIIGDQWPQEAQELVPT 

DPVPDEFLAQKNHPDNFWVLK 

A\S11GQYCIAREGKEFTHPIG*L 

SCRRQKLYNGTTKT1T/W/RGSS 

NHTERNPFSKFPKLQTVWTHLG 

VP\RAWEQPPLGFLLGYVRAWS 

LLTGLLDHWAGSCCLLGTI\KPS 

FFPTAP*KQGKLLGFPVYASRE 

KRJIAIENWKDDEWPPPERIIQY 

YGPVTWAQDGLWGYQTPIYVL 

NRIIRLQAALEIITDKISRALTIL 

AWQETQMRNAISQNRLALDYL 

LAAEGGVYGKFNLTNCCLHVD 

DQGQVVED1VRDRTKLAHVPV 

QVWHEFDPGAMFGKWFPALG 

GFKTLIIGVLIVIGTCLLLPCLLP 

VLLQM1KSFIATLVHQNASAQV 


7630 


37998 


A 


7684 


3 


406 


TLISF1YPAQNPELLNKLSQRKT 
TVLAMDQVPRVT1AQGYDALS 
SMANIAG/YLIVGGGVAGLASA 
GAAKSMGAIVRGFDTRAAALE 
QFKSLGAEPLEVDLKESGEGQG 
GYAKEMSKEF1EAEMKLFAQQ 
CKEVDI 


7631 


37999 


A 


7685 




236 




7632 


38000 


A 


7686 


1 


978 




7633 


38001 


C 


7687 


415 


453 





892 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7634 


38002 


A 


7688 


3 


408 




7635 


38003 


B 


7689 




2137 




7636 


38004 


A 


7690 


112 


3688 


GNWGARKLGTHINMANLLKTV 

ATGCSC PL LNN LG SCKGLRVK 

KDFLRTFYTHQELWCKAPVKP 

G I P YKQLT VG VPKE1 FQNEKRV 

ALSPAGVQNLVKQGFNVVVES 

GAGEASKFSDDHYRVAGAQIQ 

GAKEVLASDLVVKVRAPMVNP 

TLGVHEADLLKTSGTLISFIYPA 

QNPELLNKLSQRKTTVLAMDQ 

VPRVTIAQGYDALSSMANIAGY 

KAVVLAANHFGRFFTGQITAA 

GKVPPAK1L1VGGGVAGLAS 


7637 


38005 


A 


769! 


2 


288 


EFPATIQSNRARGAKPGRRVDR 
G PQARCFDVGGCPRS APSNGLR 
NSEPSP*GR/CGRSPVSPALSSSR 
DVNLPCMLSSGTDSGACSEVLV 
GTLYRPL 


7638 


38006 


A 


7692 


54 


522 


RFHMSSLSASPPPRRLWTQMNT 

QCLVFSASHLPRCQEMLFQGTV 

♦EKPHSPRCFSPAKKPRPAGAPA 

ASHKCR/CTP*PGPPSEPTV/PSD 

KAPLVGNAESQRVASPSGPPAP 

CSPVVGWPGTYKAIPASGTVAP 

TPLSAGTTDMTRLCPLSLEFLL 

ND 


7639 


38007 


A 


7693 


3 


57 


RAGAGRSERAVAEES*GGLSGS 
CG RHN PGQSRLQRRPSQDVELE 
DCCRGC*SGSLWLRTLRPKRPA 
PFGGFSVPASSAASIPTGSAVVQ 
PGPLPGPTGKSPPVFAGSGPSSN 
PQPAFS\NMRTRDGSKPGSA/SF 
APLTPPLEPPAGLRAPSSGVSPL 
LPATIQSNRARARSPGDA*AAP 
PRPGVLTSAVPLPRRVT/CLRNS 
RAFAPAVRTNAVTP*PGGVSGP 
SQRRAEAA 


7640 


38008 


A 


7694 


3 


237 




7641 


38009 


A 


7695 


114 


186 





893 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7642 


38010 


A 


7696 


73 


904 


FGGFLANLSYQEALSDTQVA1V 

NILSSTSGLFTLILAAVFPSNSGD 

RFTLS*ELLAV1LS1GGVGLVNL 

AGSEKPAGRDTVGSIWSLAGA 

MLYAVYIVM1KRKVDREDKLD 

IPMF\FGFAGLFNLLLLWPGFFL 

LHYTGFEDFEFPNKVVLMC11IN 

GL1GTVLSE\FLWLWGCFLTSSL 

IGTLALSLTIPLS1IADMCMQKV 

QFSWLFFAGAIPVFFSFFIVTLL 

CHYNNWDPVMVGIRRIFAFICR 

KHRJQRVPEDSEQCESLISMHSV 

SQEDGAS 


7643 


3801 1 


A 


7697 


1 


308 




7644 


38012 


A 


7698 


3 


397 




7645 


38013 


B 


7699 


1 


963 




7646 


38014 


A 


7700 


3 


1433 


KIRVTSKALELGKAQGQTGTD 

GSGRGWGRPNSGGKEGHFYYN 

ISE*VGGGASRSGAGPRRWRRG 

PRMLQITNASLGLRFRRQLLYW 

FL*GPSTLRGVESGSGGLEVLW 

GSRDPAGRMKVSNVSCQASVS 

RMHAAFGGTFK*APAPTPAHPF 

RAPQLICLAQVWAATGRRVAR 

VGMLSL*EGPGELVAGESGCA 

AVMQHLRAGPFRALLFTSNLD 

MDFRVSCLGWCMTSDFLTRPL 

SLLSLQEEERMVYVAFSEFFFD 

SAMESYFRAGALQLLLVGDKV 

CHGLFVGWAREGL*QSSLPHC 

AGGGRDRATCTPVRPRRGAAIK 

PSGTTISVTASVTIALVPPDQPE 

VQLSSMTMVRVPEWGLLAGG 

QGKMGCGLLSR*AGALPCTSVI 

GGQSHLSTGMGWAGFVRS*PS 

PSPRKA/RGVRMEEER\GVNWA 

GPD*ATNHAVSGGRMGKEGGP 

SPLSIAPQCHRPADVRASTAPTP 


7647 


38015 


A 


7701 


2 


391 


MALRGKALRTTSDLRRFRIYSN 
HSATWICSLA/L*IPLQAPLK\TM 
LPELG*MPQCSNERT\WRG\VQ 
DPHYPEGIKLCAMKVVTNPCGI 
PSPIGA*SPTFAKGLREV1EKNR 
P\ADVRAS\TAPTPSHSSCLSP 


7648 


38016 


A 


7702 


1 


189 




7649 


38017 


A 


7703 


202 


455 


KCDILPTALDSIHH/SSHRVHLA 
HSPHSLQ**HPHPLAQPSQQDRP 
SVPL**MSLADPESHLSESHSHF 
HL*PACRV*AYDLLPL 


7650 


38018 


A 


7704 


313 


378 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7651 


38019 


A 


7705 


126 


1246 


PNGLRPPCPSPASETPGNAPVCD 

PGSSSQGAQGKLNAWWAPGM 

A/ASRSLHSLHPVR/RACALPAQ 

SLLGPLRSFRCHLSDPVFRTGAP 

PGQGSWQYKVLVHAQERELTQ 

L REKLREGRDA SRSLNE H LQ A L 

LTPDEPDKSQGQDLQEQLAEGC 

RLAQHLVQKLSPENDNDDDED 

VQVELAEKVQKSSAPREMQKA 

EEKEVPEDSQEECA1 T YSN S HG P 

YDSNQPHRKTKITFEEDKVDST 

LIGSSSHVEWEDAV/HHYSRK* 

K***GRG RKRASVSQKPEETPS\ 

PRPEPPPRGSGEAERSVGSWDA 

SSRSLRRLHPLREPVPTLPSRFR 

GRCGASAAIFGSCVPHGGSTRA 

GMMGSKEVGKGGDPGEETSPV 

ALFS 


7652 


38020 


A 


7706 


3 


5665 


LLEKLRQR1HDKAVALERAIDE 
KFSALEEKEKELRQLRLAVRER 
DHDLERLRDVLSSNEATMQSM 
ESLLRAKGLEVEQLSTTCQNLQ 
WLKEEMETKFSRWQKEQESIIQ 
QLQTSLHDRNKEVEDLSATLLC 
KLGPGQSE1AEELCQRLQRKER 
MLQDLLSDRNKQVLEHEMEIQ 
GLLQSVSTREQESQAAAEKLVQ 
ALMERNSELQALRQYLGGRDS 
LMSQAPISNQQAEVTPTGRLGK 
QTDQGSMQ1PSRDDST 


7653 


38021 


D 


7707 




1098 




7654 


38022 


A 


7708 


193 


5850 


HCQRNTTGEHCEKCLDGYMIK 
S*DSLFGDVWN*LP1FASNFSFA 
EL*K*GFVRDYHK*TFVCS/CLL 
NP*GPEFVGKKIKRKKNHDAK 
YLNV*YS/CFRCAPGYYGNPLL1 
GSTCKKCDCSGNSDPNLIFEDC 
DEVTGQCRNCLRNTPGKYCHIL 
S1KKCISRLLFLFPTVCNCGGGP 
CELH*EQNFWFKNYFNSRHPLP 
QTDVSWCSAKTACL*HAFDL*F 
♦RNVSPPGCDK.CVWDLTDALR 
LAALSIEEGKSG 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7655 


38023 


A 


7709 


1 


713 


TPCFESPN/ETGTYFSTKAGYVL 
LN/ESSN/IGIEFEIAFK.VRPRSSS 
GTLVHGHSVNGEYLNVHMKN 
GQVIVKVNNG1RDISTSVYTPKQ 
SLCDGRWHRITWIRDSNVVQL 
DVDSEVN\HVVGPLGIQKPIDH 
REPVL\VGGVPRILY*HPRFCPP 
QNPFTG\CIR\HFV1DGPPQWSFQ 
VKAAPGQAGARKASNSLSQQP 
GHGQKHSCPKYKVPLRALEKE 
HKASPGGTVTLSFGVGSFSSS 


7656 


38024 


A 


7710 


3 


322 


DGVSHCRPGWSAVA*SQLTAT 
STSWVQMIACFTLPSSWDYRCT 
PPCLTNFCVCIFSRDRVWAMLA 
GW\LKNS*PQAIRPPQPPKVLGI 
TGHEPRAPGQKILTFH1LT 


7657 


38025 


A 


7711 


2 


480 


Y SPPEC PFCGKIEEHSEDM ETH 

VKTKHANLLDIPLEDCDQPLYD 

CPMCGLI CTN YH1LQEH VDLH L 

EENYTFSKAWIESSVLVIYNWLT 

SFSKKKTERGD/PEESRQEIEEF 

QKLQRQYGLDNSGGYKQQQLR 

NME1EVNRGRMPPSEFHRRKA 

DMMESLA 


7658 


38026 


A 


7712 


187 


468 




7659 


38027 


A 


7713 


1 


1 110 


MHCIETGVERRILGLLLFRGSLA 

SV1RPGEVLDAAHALVCQRGPK 

GKPSGAQCGSCWPLGRPKALT 

QLVPASFVCLACAFGAERLGDS 

ALRSSDLTHHLLVNTMLSCNIC 

GETVTSEPDMKAHLIVHMESE1I 

CPFCKLSGVNYDEMCFHIETAH 

FEQNTLERNFER1NTVQYGTSD 

NKKDNTLQCGMEVNSSILSGC 

ASNHPKNSAQNLTKDSTLKHE 

GFYSENLTESRKFLKSREKQSSL 

TEIKGSVYETTYSPPECPFCGK1 

EEHSEDMETHVKTKHANLLDIP 

LEGMDRVQCSGDLQLAHQLQQ 

EEDRKRRSEESRQEIEEFQKLQR 

QYGLDNSGGYKQ\NNYEIWR* 

K*IGEECLHLNFIGEKLI 


7660 


38028 


A 


7714 


2 


303 




7661 


38029 


A 


7715 


97 


233 


RTVTCYHRNSRACHPQQITSCP 
♦HRALPCLPLWSPKCPSRWPWF 
G 


7662 


38030 


A 


7716 


229 


359 


MKWVYCSVTGMGKGQHRMP\ 
S KG * G WVQRYN RDG I PSPRVLE 
LF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7663 


38031 


A 


7717 




1185 


MSTIDDPRLQGRRMCLMLRGT 
PEQKALVIGGEACMWGEYVDN 
TNLVPRLWLCPPSTQDLANEGI 
REMT1LHRHIPDRGKGVMRSCS 
FRTPRPFTLACGPEKSLM DPQS 
QSNSEGASSSLVVKLADTDRER 
ALRRMQQMAGHLGAFHPAPLP 
LGACGAYTTAILQHQAALLAA 
AQGPGLGPVAAVAAQMQHVA 
AFSLVAAPLLPAAAANSPPGSG 
PGTLPG L PAPIG VNGFG PLTPQT 
NGQP\APTRSTITGSPL1/SGWSQ 
SRPILRIMKYAEQRIPTLNEYCV 
VCDEQHVFQNGSMLKIQPDTII 
QVWREDIPVNYMKELELVTKA 
GFRALLSAPWYLNRJSYGPDW 
KDFY1VEPLSFEGTPEQKALVIG 
GEACMWGEYVDNTNLVPRLW 
AHRIQL 


7664 


38032 


B 


7718 


1 


1196 




7665 


38033 


B 


7719 


184 


1689 




7666 


38034 


A 


7720 


228 


407 




7667 


38035 


A 


7721 


1 


725 


MQRGALSPVLMLSAAPEPPPRP 
PPGLSPPGSGPGSGSRHGSARPG 
PTPEPSGSLGAALDSSLRAAVA 
FKAEGQRCYREKKFREAIGKY 
HRALLQLKAA/LGGPP*RPARP 
RPPGPTSS PGPA RLSEEQRRL VE 
STEVECYDSSPAXCLLQSELVNY 
ERVREYCLKVLEKQQGNFRPP 
YRAGMAFYPLGDYARALRFLQ 
EAPSREPPDTNVLRYUQLTQLK 
MNRCSLQREDSGAGSQTRDV1 


7668 


38036 


A 


7722 


] 


262 


NGKEPGRYTFEDAQEHIYKLM 
KSDSYPRFIRTSAYQELLQAKK 
KGRNIPIFPCHKNCTPTLRASTN 
LL*KEGKSLTSKRLTSLAQSY 


7669 


38037 


A 


7723 


1 


1392 
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SEQll) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7670 


38038 


A 


7724 




1544 


MAQGNNYGQTSNGVADESPN 

MLVYRrCMEDVIARMQDEKNGI 

PIRTVKSFLSKIPSVFSGSDIVQ 

WLIKNLTIEDPVEALHLGTLMA 

AHGYFFPISDHVLTLKDDGTFY 

RFQTPYF WPSNC WEPENTD Y A 

VYLCKRTMQNK\ARL\ELADYE 

AESWA/RGLQRAFAPKW\EFIF 

M\QAGAQAKVDKKRDKIERKIL 

DSQERA FWDV HRPVPGC VNTT 

EVDIKKSSRMRNPHKTRKSVY 

GLQNDIRSHSPTHTPTPETKPPT 

EDELQQQIKYWQIQLDRHRLK 

MSKVADSLLSYTEQYLEYDPFL 

LPPDPSN PW\LSDDTTFWELE\A 

SKEPSQQRVKRWGFWAWDEGI 

GKTQLGRRNSFLKIF*EFRISGS 

GNFKVLG WA SG RTLKK.RPF\KE 

VPSRVQEIWQEFLAPGAPSAINL 

DSRS YDKTTQN VKEPG R YTFE 

DAQEH1YKLMKSDSYPRFIRSS 

AYQELLQAKKKGKSLTSKRLTS 

LAQSYLNGSSCSMNADWSHCT 

HFVAQCCDLEQRTLEQDVA 


7671 


38039 


C 


7725 


81 


439 




7672 


38040 


A 


7726 


531 


686 


GWQWLHRPPGATQHCGGNLP 
AEESLPARATN*ARPAAHTRGG 
RGQDLPPGG 


7673 


38041 


A 


7727 


93 


428 


LHCQVHLSL1DLPLLI\SFLLLLF 
*D*VSLLLPRLECSGAISSHCSL 
H/LGPGSRDSPASAS*VAG1TGT 
CHHVQLIFVFLLETGFHRVSQD 
GLDLL/TMLVIRLPRPPKVLGLQA 


7674 


38042 


B 


7728 


99 


425 




7675 


38043 


A 


7729 


35 


861 




7676 


38044 


B 


7730 


141 


586 




7677 


38045 


A 


7731 


116 


926 


AEIVAQEVSEEGGKSRK.GPQFG 

KSQYQELIRRSECGLNRGEGESI 

KANMQQVIYIFP1TLAEVVLRP 

HSYPSKKTGLTLLAAASIAYISR 

♦EWLYFETGTWVYPVFAKLSLL 

GLAAFFSLSYVFIASIYLLGEKL 

NHWKWWSVRNSTL1LYIRMAK 

SHTQSPTSLAHMPFCSIKIEMAE 

VPSSAQSMNWCEKLLVFPPR*C 

CFLRPRDSVSPPVFAWFILMHF 

NTRLFQEAFPGQPQILQRWRLE 

SVGICFQWPDWKSPAKHQLVK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7678 


38046 


A 


7732 


32 


394 


GICAVLPIMRETLGDFHYQIHCC 
PDLPGTDLGHPGSPDLGEVKFL 
SOT* E VTSLQVSGKV WR* WTA1 
CTHTSQSLS1SLLAFCLRSASATS 
LTLSHCVNVVKGLLDFKKRRG 
HS1GGAPEQR 


7679 


38047 


A 


7733 


1 


765 




7680 


38048 


A 


7734 


3 


1295 


QARVSQELKKAAK.RTVSISEGP 
DTLGDGMRERRETLALAPEPEP 
LEKEACEKWKRPFRSASATSLT 
LSHCVDVVKALLDFKKRRGHSI 
GGAPEQRYQI1PVCVAARLPTR 
AQDVLDAHLSEVQCCSF\GPNS 
SLLATGGADRL1HLWNVVGSR 
LEANQTLEGAGGSITSVDFDPF 
G/SNQVLAATYNQAAQLWKVG 
EAQSKETLSGHKDKVTAAKFK 
LTRHQAVT\GSRDRTVKEWDL 
GRAYFSRVTIQCSFSYCNDVVCG 
DH1IISGHNDQKIRFWDSRGPHC 
TQV1PVQGRVTSLSLSHDQLHL 
LSCSRDNTLKV1DLRVSNVTARG 
FRADGFKCGSDWTKAVFSP\DR 
S YALATLPVMG PF* I WECGTPG 
KNWKKQELTGTPIALPVQTPW 
P WCLLPG SPHGETWTQG RKGC 
AFGSRAHDLPA LG WRLLPEA 


7681 


38049 


A 


7735 


123 


463 


DVEVGLISQLQDCELGGCIPLK. 
VFPAVFRLPLSLHTFLPLPLSRT 
LASGGDGATSASCCRCPGAVSI 
S*L*QTVASP*VLVFVHSRKE\T 
GKTARAIRDMCLEKDTLGLFLR 


7682 


38050 


A 


7736 


1 


489 




7683 


38051 


A 


7737 


1 


423 




7684 


38052 


B 


7738 


1 


900 




7685 


38053 


A 


7739 


] 


1824 




7686 


38054 


B 


7740 


400 


969 




7687 


38055 


A 


7741 


3 


4781 


EISATQI I VCTPEK WDIITRKGGE 

RTYTQLVRLIILDE1HLLHDDRG 

PVLEALVARAI\RNIEMTQEDVR 

L1GLSATLPNYEDVATFLRVDP 

AKVLFYFDNSFRPVPLEQTYVG 

1TEKKAIKRFQIMNEIVYEKIME 

HAGK\NQVLVFVHSRKETGKT 

ARA1RDMCLEKDTLGLFLREGS 

ASTEVLRTEAEQCKNL*LKDLL 

PYGFAIHHAGMTRVDRTLVED 

LFAVDKH IQVL VSTATL A WG VN 

LP*H\TALFK 


7688 


38056 


A 


7742 


2 


518 





899 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7689 


38057 


A 


7743 


18 


1108 


CSGIPRFRDSQSTRAACFFPAWT 

RMRAPSMDRAAVARVGAVAS 

ASVCALVAGVVLAQYIFTLKR 

K.TGRKTKOEMMPEFQKSSVRIK 

NPTRVEE1ICGLIKGGAAKLQIIT 

DFDMTLSRFSYKGKRCPTCHNI 

IDNCKVRLQMNVEKSYCQLKEK 

YYAIEVDPVLTVEEKYPYMVE 

WYTKSHGLLVQQALPKAKLKE 

1VAESDVMLKEGYENFFDKLQ 

QHS1PVF1FSAG1GDVLEEVIRQA 

GVYHPNVKVVSNFMDFDETGV 

LKGFKGELI\HVFNKHDGALRN 

TEYFQSN*KTNSNIILLG\DSQG 

DLRMADGVANVEH1LK1GYLN 

DRSGMSF*EKYMDSYDIVL\VQ 

DESLEVANS1LQKIL 


7690 


38058 


A 


7744 


105 


548 


PQTPRLKQSYHVSLPSSWWDHP 
VAGKRA*HAH*FYIMAQLFLPA 
ASPGPTPASQQPLWTQCLP1SW 
RPWSAHSFLKPSSPGPGPTPASQ 
QGLWTQLPRSFQRPWPKSSSSR 
PGNGPGRAASRPPRAQLRPLGG 
LSRFN DGHGNFLAQ 


7691 


38059 


A 


7745 


186 


650 


RCPGCPTTASARESREAESRGR 

GSSGASWGAVQWEEPQPRRLL 

RGTDDCMIFWAPHGSSTWRRR 

CVHSRSTAADPVLTPSPA/STPS 

SNCSGSGTSLAALPLPLPQTLGP 

♦QPGWKGTPQPCLNTWGVSITS 

TGRWATPK1PGLTVPPENMDS 

MWG 


7692 


38060 


C 


7746 


212 


556 
















PDLK*STCLGLPKCWDYRW/RA 
TMPGWENIFSSMNHTLNALTG 
AVTSTRDNS*LHRVSCISSPWCC 
CLSPCPCRVSAGTGRVPSCLCH 
SGAWNRLDQDINRNNSC 


7694 


38062 


A 


7748 


2 


366 


FLHTKYLLFCGIKAPHKYFIRSII 
FFFFLRQS/LYSIAQGGVQWGN 
LGSLQPPSPGFKQLSCLSLPSSW 
NYRCAPPCPANFVFLVEMGFH 
WIKPG*SRN*PRDPPASASQSAG 
1TGVSHHAQP 


7695 


38063 


A 


7749 


1 


446 


MPILFTTVSSALSGAQHIADAQ 
CDRKGHRTTIQGSRVNLVQPSV 
GPKVEETQCWGPGRGMPGAPE 
A P RE RR VRSG SRSG D PG V A/PR 
AASGVGGRYAITRGRASAAVP 
CRSGGARRGGAGGQAADCGPG 
H*KESESRGPEGPAEGSQPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7696 


38064 


A 


7750 




744 


GGL1PRAQRESKRRSRGRARAA 

SGV/VWALCYHPRQSECCGTL* 

KWRSSPRRCWRTSG\DCGPGH* 

KESESRGPEGPAEGISASLKM* 

WFASGTCLSRCLTLRQRK*LKK 

IKIIWIKK/SEK/PAEAT*SEGQPP 

F*GPRQTGAEGF*LEPPQPGMSL 

KLFKVILKG*DSRTKMGDQQPP 

RVHGRTHGPLQPLTPVKGQGS 

CPVKGPSPSGIWP*KPLL*CLAT 

L*WQEGTFSLSGLLGPGTPGAS 

VGHK1Y I 


7697 


38065 


A 


7751 


316 


650 


SYNTHGITFHVPTANVLVVDL 

MCHLEKLAKYDDIK.KMVKQA 

LEGPLAKGILDYTEQQVVSSNFT 

SDTHSFTFDAGAGTAFNNHFFK 

LIF*YDNEFGYSNRVVELMFHP 

ASKG 


7698 


38066 


A 


7752 


2 


775 


QARRARSRNSRGLSQSAARPLA 
AKTAWRTVAPPQPWAAAPR*R 
SSCPHSSCSATSPGPARACQSSA 
HSPSPRLQAPPPPTSS\SGSSVPE 
AATAPLAASARRGTPRPRTGRP 
SWAGTRQGSWAGTQRPWVWA 
PAPAGPPRAAAAAAR*GRDKS 
QLTCPPRHSTPPGSAAGASRHR 
RRGLAGPAPSPPGCRAARPPWP 
SAAAALGLGGRGPDLVALHCEI 
HWPLEFQSLCCCLLTSRGGEAS 
CHPEFHLFMHDFLPGSF 


7699 


38067 


A 


7753 


1 


552 


MQTL FTLLQ PS SQTPG IPQPI VC 

CVYAESGARDSGQP/PSKVPVPS 

FCTPAATQRG*REPGCSHPAGD 

CSAPQQCS*PGQ/RIS/RGDKVL 

ASNTYLPGPPGLPGGQGPPGTW 

MKVETITQQTNTGTENRVFSLS 

LYMTISKQYLSEEQGSHWLSCL 

INALQAFFSNAAIWLVTWFELS 

RVLDGAEND 


7700 


38068 


A 


7754 


2 


538 


LGKYITGDKVLASNTYLPGPPG 
LPGGQGPPGSPGPKGSPGFPRY 
A\GLLGQPGSRGSIGTHGTIS*S/ 
G/LPTKQGRRGPVGPPGPPERD 
GSKGERGAPGPRGSPGPPGSFD 
FLLLMLAD1 RNDITELQEKVFG 
HRTH SSAEEFPLPQEFPSYPETM 
DLGSGDDHPRRTETRDLRAPRD 


7701 


38069 


A 


7755 


146 


373 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
nr peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7702 


38070 


A 


7756 


678 


1582 


CQGNSPLSGVWPSGDWEDKHS 
Q*CPVVCSPQNILSQTSRHNDR 
DYRLPRAETHSSSYAQYSTPSN 
LVVHPTATPSTVPSSPFTLQSD\ 
YQPKKSFDANGASTLSKLPTPT 
SSVPAQKTERKESTSGDKPVSH 
SCTTPSTSSAS ATE/S/TTS A PPTS 
ASAGPCFSCSTARQYLPYFRDP 
NLLRTIAVLLCKATVAALINS*C 
GTYLKIK*SSYSSCDTSLTAVYN 
S*VSYCWT1CFQHNVSDFSSCSA 
\PTQAQPSNQSPM SLTSD ASSPR 
I1CFSKE*GTPQT\NTVPIQTFGFS 
TPPVSSQAKG 


7703 


38071 


A 


7757 


1 


1365 


MHLIPPATNCDTLVECCLPGKL 

TRDLVCTAFTGFGTSYSPQENS 

HNHSALHSSNSHSSNPSNNPSK 

TSDAN1LSQTSRFTNDRDYRLPR 

AETHSSSTPVQHPIK.PVVHPTAT 

PSTVPSSPFTLQSDHQPKKSFDA 

NGASTLSKLPTPTSSVPAQKTE 

RKVLQQLSKHNRKVM1RSALIT 

SIILDLLYIEKDLRYQK.NIESTSG 

DKPVSHSCTTPSTSSASGLNPTS 

APPTSASAVPVSPVPQSP1/PSLT 

SGPKSS*TIA\PALQATLQLNNS 

NVD1SKINEAQPSNQSPMSLTSD 

ASSPRSYVSPR1STPQTNTVPIKP 

LISTPPCFITAKG*LLQ*LSQGTS 

VHSQPHTAACNC*/PSSK/SHEP 

VSPRSLQRSSSQRSPSPG SQFILL 

NSSNG1QMATVVPQEFFLARFH 

VFHLTPGTRRPPFQWKISLKHV 

SRDGPADSWQEEGRASRFTAE 

GRRH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7704 


38072 


A 


7758 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 
AQVQLTVGPVGPRTHPVV1FPV 
PECI1GIDMLSSRQNPHTGSLTG 
RVWTIMVRKAKWKPLELPLPR 
KIVNQKQYHIPEGIVEISAT1KD 
LKDAGVV1PTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAAVPDVVSLLEQINTPPGTWY 
AAIDLANDFFPIPVHKAHQKQF 
AFRWQGRQYTFTVLPQGRWEI 
NMTKIQGPSTSVKFLGVQWCG 
ACQDIPSKVKDKLLHLVPPTTK. 
K/EAQCLSGFRREHIPHL\PIYRV 
SRKA AN FEWSPEQEKALQQVQ 
AAVQAAWPLGPYDPADPMVLE 
VSVADRDADWSCWQAS1/GHK 
VGH AQQH S 1 1 K. WKWYIRD WAR 
ADPEGTTKGQGQRRWWQLAE 
RQDSRDREAAIGERQETAVGKT 
ARDGEAVCD 


7705 


38073 


B 


7759 


56 


3476 




7706 


38074 


A 


7760 




591 


DPADPMVLEVSEADRDAWP1S 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

GHQVTM RPELPI1NC VLSDPCSH 

KVGHAQQHS1IKWRWYIHDWA 

EGTSKLHEEVAQIPMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RAWFTDGSARHAGATQKWTA 

VALQPLSGTSLQDSSEEKSSQW 


7707 


38075 


A 


7761 


1 


558 




7708 


38076 


B 


7762 


1 


1189 




7709 


38077 


A 


7763 


604 


1760 


NSWCRWFNFRY*YPTFYWES* 
NT*1PLREWFG*NHDASCP*TLD 
SKSFSFETRTGSPCSSSLQTAYC 
GTLWIVQGV 


7710 


38078 


B 


7764 


1 


474 




7711 


38079 


C 


7765 


1 


3384 




7712 


38080 


C 


7766 


1 


333 J 




7713 


38081 


A 


7767 


1 


390 




7714 


38082 


A 


7768 


3 


728 




7715 


38083 


C 


7769 


184 


529 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7716 


38084 


A 


7770 


2 


837 


CHCGPP/VKVEAYGSQVLKGVL 
AQVQL T VGPVGPRTHPVVIFPV 
PEC1IGIDMLSSRQNPHTGSLTG 
RVWTIMVRKAKWKPLELPLPR 
KIVNQKQYHIPEGIVEISATIKD 
LKDAGVVIPTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAAVPDVVSLLEQFNTPPGTWY 
AA1DLANDFFPIPVHKAHQKQF 
AFRWQGRQYTFTVLPQGRWEI 
NMTKIQGPSTSVKFLGVQWCG 
ACQD1PSKVKDKLLHLVPPTTK 
K/EAQCLSGFRREHIPHL 


7717 


38085 


A 


7771 


2 


469 




7718 


38086 


A 


7772 


3 


587 


YPASAGLMLQNFGVIGLRYHF 
A1HSPAAGGLLDGLHAVAAIQG 
ITK1ETTPNHQRAPAHWTLLTQ 
QAHLQPSPLHFNLPLTLCLMHC 
PTA 1 PHC F A DA RT WVN LPTSSLI 
GHKKENLKEF1SGSLIVHEILEE 
VLQA EG DFQPFTRVT VH WG KG 
NDQTFRGLLDTGSELTLIPGDP 
KHHYGPPVKVG\AYGAQLL 


7719 


38087 


A 


7773 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFSIPVHEAH QKQF AF\LPQ 
GYINFPALCHNL1RRELDFFLLL 
QD1TLVHY1DDILL1GSSEQEVV 
NTLDLL1HKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVPSS 
GDIKEYFPNAFVLLTTASLQGQ 
DNTSQLQ LTWKAPEDIKM SKT 
DADADEEIEALRG 


7720 


38088 


B 


7774 


1 


1431 




7721 


38089 


B 


7775 


75 


947 




7722 


38090 


A 


7776 


6107 


6706 


MVVVFLHKCLHYFHSTQLVISR 
YNSPTSEYFQALDLTWRALGT 
VGSAPPILPDLGGTNRRQPFPIL 
SHSGLHRNVLQPETDSQSEDRL 
PVTWLAVSACCQQQMVGGNP 
TRSKL*RTGSHYHLPG\WEP*RP 
HFPHAGSLAWQWLLCSSLEHSF 
GA*ELPCNPCKGWCLCPCHFIF 
YIFFNSFLSNCPIQLCNWHSSYFI 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7723 


38091 


A 


7777 


1 


3179 


MAEGKEEQVLSYTDGSRQREN 

EEDAKAETPDKT1RSHETYSLPR 

E WY EGNRPHDSITSQ WV PPTTR 

GNYGSTIQDEIWVGDHSGYVRP 

VPVPRSLNSDISYFGVGGKQAV 

FFVGQSARMISKPADSQDVHEL 

VLSKEDFEKKEKNKEAIYSGYI 

RN RK.DD YDNHTG IDL VGT1IATI 

KGSN EEDTDTPLFIG KVRTLEFP 

FVNGSAEIMLMPSNQQHKTDE 

KGRANLGVFSVFAPRGEHTLQ 

VKA1YNKSIIEGP 


7724 


38092 


A 


7778 


281 


1531 


VRVLSPVEKELK.LWKNTHKLL 

SYPTVGAAVTQLQNLTAMGV1 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTL1PGDPKHHCGPPV 

KVGAYGGQV 1NG VL AQVQITV 

GPQTHPVVISPVPEC11GIDILSS 

WQNPHIGSLTGRVRAIMVGKA 

KWKPLELPLPRKIVNQKQYCIP 

GGTEEISAT1K.ELK.DAGEV1PIPT 

TFPLN SP1 WPVRKTDGCWRMT 

VDYCELNQVVTPTAATVPDVV 

SLLEQIMTSPGTWYADIDLANA 

VFSIPVHKAHQKQFAFSWQGQ 

QYTFTVLPQEY1NSLGLCHNLI 

WRDLDGFLLLQNITLLVHYVD 

DIML1GSSEQEVANALDLLVSM 

ASSRVPYDQLTEEEKARFTDGS 

ARYAGTTRKWTAAALQPLSRIS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7725 


38093 


A 


7779 


332 


2159 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQINTSPGTWYAAIDLANAFFSI 

PVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCHNLIRRDL 

DCFSLPLDITLVHYIDDIMLIGXP 

RQLL AC Y W A L VETECLTLG HQ 

VTI*PELPIMNWVLSDPSSHKVG 

HEQQHSIIKWKWYVHDWARA 

GPEGTTTPV1SQWPHEQCGHGG 

RDGGYAWAQQCRLPLTKADL 

NTATAKRPICQQQRPTLSPQYG 

TIPQGDQPATWWWVDYMGSL 

PSWKGQRFVLTGIDTYSGYGFA 

YPACNASAKTAICGLTECL1HH 

HDIPHSIASDQGTHFMAKEVRQ 

WAHDHG1HWSYHVSHHPEAA 

GLIEWWNGLLKSQLQCQLGDN 

TWQGWGKVLQKVVYALNQHP 

IYGTVSPIAKIHRSRNQGLEVAP 

LTITPRDPLAKFLLPFPATLQSA 

GLEVLVPEEGTLPPGDTMIPLN 

WKLRLPPRHFGLLLPLNQQAK. 

KGVTVLAGVTDLDYKDEITLLL 

HNGGKEEYAWNTGDPLGLLLI 

LPCPMIKVNGKLQQLKPEALVP 

KGVVFPPGDTTMLSLSWKLRLP 

SGHVGLLMPLSQQVQKGVTVL 


7726 


38094 


A 


7780 


84 


202 




7727 


38095 


A 


7781 




551 


RWGSHTVAQAGVQWCDHGSL 
QPRSPGVK*SSHLSLLGSWNHR 
HATTTPG*FCFFSRIRSHCVAQA 
GL*LLTSNHPPALASQT\VGITG 

vshwtwpntgfsvltatnk.nl 
kffhya1skclvraklssrllki 
eernkalsapvvsvs1fdrvlr 
llgysasdwqpefvetavsnfv 
iygifrgq 


7728 


38096 


A 


7782 




678 


MPACRLGLLATALIISLLLFGFTI 

VSGTGAEK.TGVCPELQADQNC 

TQECVSDSECADNLKCCSAGC 

ATFCSLPNGQLAE* FEESEESSL 

DTVSPFVVFQSISSTLR1E*ARA 

GDSSQ\DKEGSCPPGVTI* LFPSS 

GLC\RDQVPGGTAQCPGQ\M\K 

CCR\NGCGKVSCVTAQFLSSSH 

HQAEQVRRDSFLPGPASGFQAH 

LPSPFFGTLYSLFG LTTSFSLSQP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


7729 


38097 


A 


7783 




1972 


MAVNGCLEGPSSNFLSCLFIVA 

LVGSESTHPLCLEQPATQETRY 

QLLQLRPAQRASWIGYAIAYHL 

LEDYEMAAKILEEFRKTQQTSP 

DK.VDYEYSELLLYQNQVLREA 

GLYREALEHLCTYEKQICDKLA 

VEETKGELLLQLCRLEDAADV 

YRGLQERNPENWAYYKGLEKA 

LKPANMLERLKIYEEAWTKYP 

RGLVPRRLPLNFLSGEKFKECL 

DKFLRMNFSKGCPPVFNTLRSL\ 

YQDKEKCVA 1 I EK.L V VG YETSLK 

SCRLFNPNDDGKEEPPTTLLWV 

QYYLAQHYDKIGQPSIALEY1N 

TAIESTPTL1ELFLVKAKIYKHA 

GN1 KE AARWMDE AQALDTAD 

RFFNSQCAKYMLKANLIKEAED 

MSSKFTRGGTSAVENLNEIQCM 

WFHTECAQAYKAMNKFGEAL 

QKCHEIERH FI EITDDQFDFHTY 

CMRK1TLRSYVDLLKLEDVLRQ 

HPFYFK/EQARIAIEIYLKAS*QP 

PYR*GIKGTRRLDTAK\LSDKEL 

KKLRNKQRRAQKKAQIEEEKK 

NAEKEKQQRNQKKKKDDDDE 

E1GG PKEELIPEKLAKVETPLEE 

AIKFLTPLKNLVKNKIETHLFAF 

E1YFRKAAKMVYYLDPSSQKR 

AIELATTLDESLTNRNLQTCME 

VLEALYDGSLGDCKEAAEIYRA 


7730 


38098 


A 


7784 


264 


429 


HRAAPATSDTQE*HRSNAFGEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEETLFSN 


7731 


38099 


A 


7785 


1 


681 




7732 


38100 


A 


7786 


415 


692 




7733 


38101 


B 


7787 




2204 




7734 


38102 


A 


7788 


1 


615 


MPVDHPPIKAFSEKRTSQSVNM 
LAKTHPYNPLWAQLEWFKLLEI 
SPKSPINTDKFLLKRLSVPGSDS 
CRVRMENVLASQVLHPG\QLM 
M* EG SG WA E ARIT/V/CS* A AN P 
*KWHPASLPLPW*CRVRMENV 
LASQVLHPGHADDVGGK.WLG 
RSKDHRAPEQQTRESGIRLPSLF 
PG S AEQPWRGNAQ WHLSWKA 
LRGVFGMIPDSLLYEFHQSAKK 
SSHFKPPQPLLY WTLVNFLI PFS 
LHSSTWFMWSSNQGIMCKEEV 
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SEQ ID 

NO: 


SEQIDNO: 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


7735 


38103 


A 


7789 


3129 


3197 


TQNRRACSPDTEQLARQSGTYP 
VSLGQATVLEDSKAALPGLGPT 
LMAVTVVTTEAAVAIGCEAAH 
SSREDFTNHQLWRRTVEGKKG 
EGKNKFMSGGVNTTVPLLKTS 
RKGSPDSPHLREKPSLEKVTFQI 
GSFASPESDFESRMKKMEERVK 
ACGPSLEASEAADVAQDPQVS 
RSPFKPGFQENVCCPQNRLSEG 
DEGESDKGFAEDRGSRNDMAA 
D1AGQLSHAADLGTASHDDVT 
YAIKPTCWPGLDIIPSCL 


7736 


38104 


A 


7790 


1 


1069 


MAEKEAGMSYMVAEVLGFVA 
V1IEAESLKRIRFFENFTVAEERS 
TDETFSLAEETCSSNPAMVRRK 
KIAISIIFSLCEKEEAQRNFQDFF 
FSHFPLFESHMNRLKSAIEKAMI 
SCRKIAESSLRVQFYVSRLMEA 
LG EFRGTI WNLYSVPRIAEPVW 
LTMMSGTLEKNQLCQRFLKEF 
TLL I EQ IN KNQFF A ALLTA VLTY 
HLAWVPTVMPVDHPPIKAFSEK 
RTSQS VNM LAKTHP YNPLWAQ 
LGDLYGAIGSPVRLTRTVVVGK 
QKDLVQRILYVLTYFLRCSELQ 
E/IPADLEWQSW*R*PAMVRRK 
KIAISIIFSLCEKEEAQRNFQDFF 
FSHFPLFESHMNRLKSAIEKAMI 
SCRKIAESSLRVQFYVSRLMEA 
LGEFRGTIWNLYSVPRJAEPVW 
LTMMSGTLEKNQLCQRFLKEF 
TLLIEQINKNQFFAALLTAVLTY 
HLAWVPTVMPVDHPPIKAFSEK 
RTSQSVNMLAKTHPYNPLWAQ 
LGDLYGAIGSPVRLTRTVVVGK 
QKDLVQRILYVLTYFLRCSELQ 
ENQLTWSGNHGEGDQVLNGSK 
IITALEKGEVEESEYVVITVRNE 
PALVPPHPTTNSSRETQPLADR 


7737 


38105 


A 


7791 


118 


273 


FS LSNL VQFFRVCN DH LYTKLH 
FCFLQAEVKASNFCIYDSLGHA 
LGSHHTVECIATDEHTLHLTSP 
MG*SQGKQFLHLRFSWACPGIP 
PHS 
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SEQ1D 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in LISSN 
09/540,217 


Nucleotide 
location of first 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssible nucleotide 
deletion, \=possible nucleotide insertion) 


7738 


38106 


A 


7792 


1 


551 


MQPELPIMNWVLSEPSSHKVG 

HGQQHSIIKWRWYICDWAVVG 

RESTTNGLA\GWS\GTWKKHD 

WKIWDNEIWGKASMWIDLSEW 

SKTVK.IFVSHESAHHIT*KSSAE 

EDFNNQWDGMTCSVDTTHPLS 

LTTSVIAKWAHEQSDHGGRYG 

G Y AG AQQHGLPLTKA DL A MTT 

AECPICQQQRPSLSP 


7739 


38107 


A 


7793 




782 


MTKIQEPSTSVKFLGVQWSGA 

YQDIPSKVKDKLLHLAPPTTTK 

EAYLGL/FGFWRQHIPH/LGTEQ 

EKTLQHVQAAVQVALFLEPYD 

PADPMVLEVSVADRDAIWSLW 

QAPISESQWRPQGFWSKALPSS 

AANYSPFERQLLAYYWALVET 

EHLTMGHQVTKQPELPIMNWV 

LSDPSSHKVGCAQQHSIIKWKW 

Y1CDRARAGPEGTTTPVITQWA 

HEQSGHGGRDGGYTWAQQQG 

LPLTKADLATATAECPICQQQR 

PTLSP 


7740 


38108 


A 


7794 


65 


230 




7741 


38109 


B 


7795 




2115 




7742 


38110 


A 


7796 


1 


246 




7743 


38111 


A 


7797 




1293 


MAAAACLDASGEARPGLRPPW 

SQQGRKQAGALPPTKLAGLLA 

QLQPAEAPDLG1PVLSATREDPL 

SPQARKCLLPLPGLSPCSQHLL 

WCRASCGRAWGPSRPSRVCTG 

LDTAVTPAPCRLSPLWTSGADK 

RGREASRGEGSSKWACRHPSA 

QTAWAVEGDRHRFLSRKGQIT 

GKTPPSSQGQPEAWGLSCSCPH 

TLHTSFFLDTGPLNGGTEKAVT 

QTGPKHAPCSPGCGQQGGKGC 

GPSGTPDLGALRARAVTVGLCS 

SWHLQASGHHCIPQYLQQKLL 

VVHLVQPQPCTKPVPVPSFRLQ 

MTIENMNHLKFIPHKDYTANRL 

VSGLLQLPSNTSLVIDETLL\EQ 

GQLDTPGVHNVTALSNLITWQ 

KVDYDFSYHQMEFPCNI\KVFIT 

SEGRSLLPADVPDSLTAPANST 

K.HGGST*TAFSQRCCLPC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7744 


38112 


A 


7798 


1 


2555 


MPSHLNQHQIIHTKEKSYKCEE 

CGKSFKRSSNCTTHKRJHTGEK 

PYRCEECGK.AFRWPSNLTRHK 

RIHTGEKPYTCEECGQAFRRSS 

TLTNHKRJHTGERPYKCEECGK 

AFSVSSTLNDHKRIHTGEKPYT 

CEECGRAFNCSSTLKTHKRJHT 

GEKPYK.CEECDKAFKRHSSLA 

KHKIIHTGEKPYKTGS\CI LLQR 

YCWSTT*TIHFKK*S*EN/PGSC 

DLNTLRLKKDYQRVGNCKGQK 

SSYNGIHQCLSATRSKTCQYNK 

CGKAFGLCSIFTEHKKIFSREKC 

YKCEECGKDCRLSDFTIQKR1H 

TADRSYKCEECGKACKKFSNL 

TEHNRVIITGKKPYKCEECGKT 

FTCSSALTKHKRNHTGDRPYKC 

EECH KAFRWCSDLTKHK RI HT 

GEKPYKCKECHKAFRCCSDLT 

KHKRIHTGEK.PYKCNECGKAF 

MWISALSQHNRIHTGEKPYICE 

ECGKAFTYSSTLISHKRIHMELR 

PYKCEECGKTFKWFSDLTNHK 

RIHTGEKPYKCEECGKSFTCSS 

NLIKHKRJHMEVRPYKCEECGK 

TFKWFPDLTNHKRIHTGEKPYK 

CEECGKTFTCSSSLIKHKRSHTG 

DR/PYKCKECGKAFRWFS\ALL 

N1SKHKRIHTGEKPYICEECGKA 

F1RSSTLTSHKR1HMEERPYKCE 

ECGKTC11H1GEKPYKCNECGK 

GFMWISALRKHKRIHTGETPYI 


7745 


38113 


A 


7799 


212 


461 


TEEHLYSPHWKGCGRKVKRLF 
QVRRGRGWIQTRQPGSMVK.EP 
PLSEAGAESHVSC/RQGDCSRPP 
SFPLSPERVTPWLPDSHTW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7746 


38114 


A 


7800 


1 


1398 


AAAERELELLRASLEHQRGVSE 

LLRGRLRELEEAREAAEEAAAG 

ARAQLRE\ATTQTPWSCAEKAA 

QTESPAE\GPP* LRRARPDP WTE 

TRAVAPAGULKSIMKKRDGTP 

GAQPSSGPKSLQFVGVLNGEYE 

SSSSEDTYNDSDGDSENGGAEPP 

GSSSGSGDDSGGGSDSGTPGPP 

SGGD1RDPEPEAEAEPQQVAQG 

RCELSPRLREACVALQRQLSRP 

RGVASDGGAVRLVAQEWFRVS 

SQRRSQAEPVARMLEGVRRLG 

PELLAHVVNLADGNGNTALHY 

SVSHGNLAIASLLLDTGACEVN 

RQNRAGYSALM LAALTS VRQE 

EEDMAVVQRLFCMGDVNAKA 

SQTGQTALML A I SHG RQDM V\A 

TT 1 A PP. A TWXI A r\T\ A F*P1 ATAI 
I LLALUAU V IN AvJJJAJJvj A I AL 

T^PVCTT TYMFfTTC A T A\TAI P\ATTP. 

UnolLUNtu J jAL.A\1AL.I1\AE 1 O 

\av\? a a t t \u AT4T ccfiuprvrr^cr; 

JVJlv V AALL\nAnLJ>ounr U 1 i^oLi 

VTPLAPQTANTW 


7747 


38115 


A 


7801 




408 




7748 


38116 


C 


7802 


141 


251 




7749 


38117 


A 


7803 


1 


1173 




7750 


38118 


A 


7804 


451 


853 


LQMHRLCGGI1SLSGCGWHTAR 
n.r^ci \/p,p»pri *nanr\\ i pm pmj 

PL/AENPTFQEYSLITSEAGLLEG 
RKKKNKTSRGPSGPATCPLGLP 
RTSPGATRPGPVS/HAAIASQRD 
SSRTRFSSSLDAA1IARPYTTPSA 


7751 


38119 


A 


7805 




2950 


MAASRLELNLVRLLSRCEAMA 
AEKRDPDEWRLEKVGVTYSVA 
SGRVLFQDFTEQFQVLLPKDAQ 
PCREVISTLLEKMKIDKRNYQ1G 
KTK.VEPGV/EAWPLRRVRRQPD 
QRQGLGAHRAGEAPGTRGDAR 
PVHRGPLPQVGCCQPHSGAPAG 

A A ni? PP CQfl AP.PI PUDD TJUR Pi A 

EAVAAGAARAPHDLRTVRRLP 

DQDD A AP.PAT.A AP,rU/P N4PCU/ 
QTFrWPTTTPWPnQCCTT QQXIUP 

LTASGCAGWPCSRMST 


7752 


38120 


C 


7806 


398 


415 




7753 


38121 


C 


7807 


13 


81 




7754 


38122 


B 


7808 




972 




7755 


38123 


B 


7809 




1803 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7756 


38124 


A 


7810 




929 


IAAAPELLERSGSPGGGGGAEE 
EAGGGPGGSPPDGARPGPSREL 
AVVARPRAAPTPGPSAAAMAR 
PLVPSSHKALLLELKGLQEEPV 
EGFRVTLVDEGDLYNWEVAIF 
GPP1MTYYEGGYFKARLKFPIDY 
P YSPP A FRFLVTKM WHPN I YETG 
YVCISILHPPV/DTDPQSGELPSE 
RW\NPT\QNVRDHSS*V*SSLLE 
RRPNTFLRPANVGRLPWMLQG 
S WE REQGGR1 RELHRTSFRKQ V 
LGTKVDAERDGVKVPTTLP\EY 
CVKDQGRRAPDEGSDLFYDDY 
YE\DARVEVEEADSCFGDDEDDS 










2 


296 


LSLSFFFVKAHFYVKSMLHSK.D 
ASGISGMDFYVVQ*FSWQTAY 
AG EVG R WLSPALTERGSGQTL* 
TWCWRVFCVCLE\GHMWVTEA 
YVTVKH*NYSKVK 


7758 


38126 


A 


7812 


397 


410 


SPGEI*G*VPPLLG*GVLLYQPP 
LFKIWEAPLLPDLLQQ*KLYSL 
WLNKALGK 


7759 


38127 


A 


7813 


2 


739 


ELCALVFGVNTFFAT1VKTIITFI 
VSDVRGLGLPVRKQDSVVVFL 
DCPS1W*LRYIDLLILRVHLQ1H 
LWGLRGRRAEFKH1/RSAEEK.K 
LTR1PSVNGE* TGKSPAP AN S\PP 
RGARDMWRTGRPAPRRPLVGG 
PSPSDRGPASTTSPELAVGAVN 
GGPSSANISRGFWQQSFHGNMC 
WFCAEPGVAGVPFTANIAGTEP 
GGLGQGRQCSLATQCHKPELK 
LQAKPAFPFSFSLSLFFFLLKHIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7760 


38128 


A 


7814 


594 


2868 


CWTSRNRRP1PGSCHPMELPRPF 

RGKAKVQNHQLVH\HNKALIN 

RGSLTFWLDDGAIQAWHCPVK 

TYYQYTPVSSKAMY/DAFWNG/ 

KFRDC/AFHSWLNEDPFVCEYQ 

GQSSDLPQPPVNAGGGSGGGS 

GGGSEGGGSEGGGSEGGGSEG 

GGSEGGGSGGGSGSGDFDYEK 

MANANKGAMTENADENALQS 

DAKGKLDSVATDYGAAIDGFIG 

DVSGLANGNGATGDFAGSNSQ 

MAQVGDGDNSPLMNNFRQYLP 

SLPQSVECRPYVLSAGSEIGAA 

CASRSGYDNKGVRDIGYTDCK 

RSEDLDPLRHQILGGKKAIQFTL 

QGFPTLPEGAPAGNSGSLAVHK 

TAQSSYRHHALLILTPMSGTRF 

PPIPGPVVNIRVFPFAPSSECRIC 

YSWSWVPGSPVHCQSDGSVPIP 

SYAPLASQYSSSFLFFRNRQPYA 

PYDYLSVMTPSRTLREQIRIRYA 

PSAPRLPPPEVYCSNSTIVYVRN 

NPSGPTPGFAGGTLLEGRSGGP 

FRFYAKRAKGDVLKPFSLNLPL 

QTLIRFMVDIACGMEYLSSRNF1 

HRDLAARKCMYEFWRTRGWE 

TAAAYYGGGTTFFRKESQKLQ 

QSAKKRDAELANGALG1IELNN 

DYTLKKVMKPLITSNTVTDEIE 

RANVFKMNGKWYLFTDSRGSK 

MT1DG1NSND1YMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 


7761 


38129 


A 


7815 


2 


474 


RRFVSADNCRSLRWKSLYTPLD 
ADASVLISTGIDATQTNHGRQH 
LDETQVRVFGQHLMQGSYTTQ 
DGRSDVAISCSCKLEMCAQQSY 
DQLLAASTENWRQWWQKRRIT 
VNGG/GSSPASDADQTPAPGFR 
RDVGDRDWFAWRQCLLKSALT 
RRRPVAYIV1SSAMSGSCLPKQS 
D 


7762 


38130 


A 


7816 


302 


409 . 




7763 


38131 


A 


7817 


199 


359 


ARRQQVSVKSYRWEEEDQHCG 
ELQGSE*VSDGLFK.PP*S*HGW 
VEEERQKEQN 


7764 


38132 


A 


7818 


1853 


2032 


VKQSTALLPHAVAC*PKVISSG 
ARGLKS1LVLIRIVVMMVSMLP 
QLALSGWGRFRVLPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7765 


38133 


A 


7819 


118 


445 


AAGGEPGDAPWVPGVWEPPES 
VCRGPPPSSTFPHPVLSTFGASG 
PENSRDCSWLSPQH*AA*VASG 
NNGPQAAQGSLSGIPDAATLSG 
1*RASILHVSVVEIISSPGFR 


7766 


38134 


A 


7820 




770 


MRVLGIETSCDETGIAIYDDEK 

GLLANQLYSQVKLHADYGGVV 

PELASRDHVRKTVPLIQAALKE 

SGLTAKDIDAVAYTAGPGLVG 

ALLVGATVGRSLAFALGRFGDP 

CTPYWRASVSARCWKIPAPNFR 

CALLGSAAYAVNHGTGLSKKP 

TTLGSDHSKTPAQLAKRAGEA 

RRNGWQGALFPWESARSGEEE 

TP/VICRH*HSHRAAAKSGLGA 

GGTSSGGRYRLGGYSILADHGG 

*KFHCA*RHGATSGDGKVLD 


7767 


38135 


A 


7821 


3 


834 


VGRVEIADQYQDLA1LWNCLG 

SDHASSRQRRPFRGKAKVQNH 

QLVHLQQSSHQPWLPHFLAG* 

WGDSGLGGGS\EGGGSEGGGSE 

GGGSEGGGSGGGSGSGDFDYE 

KMANANKGAMTENADENALQ 

SDAKGKLDSVATDYGAAIDGF1 

GDVSGLANGNGATGDFAGSNS 

QMAQVGDGDNSPLMNNFRQY 

LPSLPQSVECRPYVFGAVRHDV 

RRIRVTGVTRVTPPEEVDTSVH 

SRGAHRIRSGFAPKRSVRVTTD 

TCIKRNSTCGVKSLSLWDGGGF 


7768 


38136 


A 


7822 


1 


1044 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7769 


38137 


A 


7823 


3 


1472 


GVVGERAGMARPGRPREGGGS 

G/GYSRPVPPAGGPGP*RGRTRJ/ 

SGLANGAGPVVFQFLTELTRLF 

QKCRTSGSVYITLKKCKQREGS 

RAMLPGFPYTPVSSKAMYDAY 

WNGKFRDCAFHSGFNEDPFVC 

EYQGQSSDLPQPPVNAGGGSG 

GGSGGGSEGGGSEGGGSEGGG 

SEGDGSEGDGSGGGSGSGDFD 

YEKMANAMKGAMTENADENA 

LQSDAKGKLDSVATDYGAA1D 

GFIGDVSGLANGNGATGDFAG 

SNSQMAQVGDGDNSPLMNNFR 

QYLPSLPQSVECRPYVFGAGKP 

YEFSIDCDKIKILRGVFAFLLYV 

ATFMLPV1ANIA1PQKRPFMQQT 

RCE VQCRED1 E VQKLKSYDKLL 

ASINKKPGVNGWQKRR1TVNA 

G E AHDQQALDY A L YHLRJMTP 

AHDERSSIAAKGLTGEGYKGH 

VFWDTEVFLLPFHLFSDPTVAR 

SLLRYRWHNLPGRARRKRDGN 

GWAGGAP1SVGKARAAAKK 


7770 


38138 


A 


7824 


601 


853 




7771 


38139 


A 


7825 


2 


644 


MAQGQ/RKFQAHKPAKSKTAA/ 
A/ASEKNRGPRKGGRVIAPKK.A 
RVVQQQKLKK.VSLCCSGWST 
PGLKASSRLCLPKCWDYRRDTL 
WLFLSATF1CRWNLRKSESGKK 
1EHDVVMKA\SSSLP\RKLALLK 
APSPRRNGAAAA\TSSKTPSLRT 
AGPQLQGQHPTPLPSIWGPLQV 
NSHRLSLFRMRTLSPSDWASPR 
HSSGGPKGAENPGNDQGRYSH 


7772 


38140 


A 


7826 


1 


2616 




7773 


38141 


A 


7827 


1 


504 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7774 


38142 


A 


7828 


1 


1068 


MAEIQHKTIRPLLEGRDLLAAV 
KTGSGKTLAVLIPAIELVVKLKF 
MPRNGTGVLILSPTRQLAMQTF 
GVLKELMTHHVHTYGLI1GGSN 
RS AE AQKLANGIN 1 1 V VTPGRLL 
DHTQNTPGFMYKNLQVEDLAR 
1SPKK.EPLYVGVDEDKANATVD 
GLEQGHFVCPSEKRYLLLFTFL 
KKNQKKKLMVFFSACMSVKYP 
Y G LLK YI DL/P VL AI H GKQKQN 
KHTTTFF*YCNADSGTLLF\QLE 
K L I EKN Y FLHKS AQETY KSYIR 
AYDSYSLK.Q1FN1NNLNLPH1AL 
SFGFKLPPFVDLNMNSNEGKQK 
KQGGFGYQKTKKVEKSIIFKHIS 
KKSSAAGSSLTQEMPVFILNNF 


7775 


38143 


A 


7829 


3 


1851 




7776 


38144 


A 


7830 


1 


905 


mvfdakyltgwrfedtvvqsn 

mkhqpfivvnkhnvqveykge 

tksfypeevffmvlikmkeiaet 

ylgktvtnavvtvpayfndsq 

hqatkdagtivslnvlrjisk.pt 

aaatayrqkgidfntsifhalf 

eelnaylfhgtldsvekalgn 

akldksqihd1vl/gpfeqgrh* 

mygpgs*eiqs*r*eaegqdviq 

EFS*KLCIRYESSC*R*ETSRQD* 
R*GQTEDS**GY*NYQLAG*ES 
DSEEGRISTSKSGESLQPHNYQP 
VPEYRRF1TRRNAWG1P*WWSS 
LCWSFPRAPIEEAD 


7777 


38145 


A 


7831 


2 


886 


ARGACSSWVFCGFLRYWSQAY 
TPATMSKGPAVGIDLGTTYSCV 
GVFQHGKVEIIANXDQGNRTTPS 
Y V AFTD1AERL IGD A AKNQ V AM 
N PTNTVF\DAKRLIG R\RFDD A V 
VQSDMKHWPFMVVNDAGRPK 
VQVEYKGETKSFYPDEV\SSMV 
LTKMKEI\AEAYLG\KTVTNA\V 
VTVPS\YFNDSQRQATKDAGTI 
AGLNVLRIINEPTAAAIAYGLD 
KKVGAERNVLIFDLGGGTFDVS 
ILTIEDG1FEVKSTAGDTHLGGE 
DFDNRMVNHFIAEFKRKHKKDI 
SENKRAVRRLRTTK 


111?, 


38146 


A 


7832 


2 


375 


ASIEIDSLYEGIDFYTSITRARFE 
ELNADLFRGTLDPVEKALRDA 
KLDKSQIHDIVLVGGSTR1PKIQ 
KLLQDFYEAVAYGAAVQAAIL 
SGDKS\ENV\QDLLSL\DVT\PFP 
LG1ETAGGWMTVPH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7779 


38147 


A 


7833 




218 




7780 


38148 


A 


7834 


508 


883 


YYHSYQADT/1 1LGGEDFDNRM 
VNHFIAEYKRKHKKDISENKRA 
VRRLRTACERAKSTVSSSTHAS 
TEIDSLSEGIDIYTSSTCASFEEL 
NADLFLSTLDPVEKALRDAKLD 
KSQIHDIALSrNPDEAVAYGAA 
VQAAILSGDKSENVQDLLLLDV 
TPLSLGIETAGRVITDLIKHNTTI 
PTKQTQTFTTYSDNQPGVLIQL 
YEGEHTMTKDDNLLDKFELTGI 
PPAPRGVPQIEVTFDTNSNG1LN 
VSAVDKSTRKKNKITITNDKGH 
LSKED1EYMVQEAEKYKAEDQ 
KQR/D/KVSSKNSL 


7781 


38149 


A 


7835 


1 


194 




7782 


38150 


A 


7836 


1 


1482 


MVFDAKRLIAHRFDDAVVQSE 
MKHWPFMVVNDAGRPKVQVE 
YKGESKSFYPEKVSSMVLTNM 
KEIAEAYLGKTVTHAVVAVPA 
YFN DSQRQATKDAGTI VGLN V 
LRJ INEPT A AA YGLDKRHRSSLP 
ILTASL\GAGSGL*STQA/SIEIDC 
L YEG INFCTSITH A RFEELN ADL 
FRGTLDPVEKALRDAKFDKSQI 
HDIVLAGGSTR1PKIQKLLQDFF 
NGKELNKGINADEAVAYGIAV 
QAA1LSGDKSENVQDLLLFDVT 
PLSLG1ETAGGTQ1LTTYSDSQP 
GVLIQAYEGKHAMTKDNNLLG 
KFELMG I PPAPRG VPQTE VTFD 
SDANGILNVSAVDKSTGKENKI 
TITNDKGCLSKEDIERMVQEAE 
KYKAEDEKQRDKVSSKNSLES 
YAFNMKATVEDEKLQGKINDE 
DK E K I LDKCNE1 1 1 WLN ENETAK 
KEEFEHQQKELEKVCNPIITKLY 
QSAGGMPGRMPGGFPGGGAPP 
SGGASSGPTIEEVD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7783 


38151 


A 


7837 


2 


2221 


PRVRPRVRSPAALGFFVASFVIG 

ARPTPQQPWSKGPAVGIDLGTT 

YSCVGVFQHGKVEIIAN\DQGN 

RTTPSYVAFTDTAERLIGDAAKN 

\Q V AMN PTNTV FDCQT V * LDGR 

FDDAVVQSDMKHWPFMVVND 

AGRPKVQVEYKGETKSL\YPEE\ 

VSS\MVLTKMK\EICRSLTLGKT 

VTNA\VVTVPS\YFND\SQRQAT 

KDAGTIAGLNVLRJ\INE\PTAAA 

IALQKFRQKRFGAERNVLIFDL 

GGGTFDVSILTIEDGIFEVKSTA 

GDTHLGGEDFDNRMVNHF1AE 

FKRKHKKDISE\NKRAVRRLRT 

ACERAKRTLSSSTQG\SIK1DSL* 

EGIDFYTS1TRARFEELNADLFR 

GVTLDPGEK A L\RDAKLDKSQIS 

*YLSWVGGSTSYSPRLQKSCCQ 

DFFQWEKELELRS1NPGWKAV/ 

AF1GAAVPGQPFLSGRQVLENV\ 

QDLLLL\DVTPLSPWVLKTAGG 

VHDCPPSKRNTTIPTKQTQTFTT 

YFWTTQPGCGLFRFYEGRALP 

WTKDNQPALASFELTGIPPVAPR 

GV\PQI\EVTFDIDANGYTPWSL 

AVDKKYGKKRTK1TITN*QGPF 

*AREDIGTYGSREAEEVTKLEG 

GGRQEGTRVSSNDFT*GPMPFN 

MKSTLLKDEK L\QG\RINDEG Q 

NRRFLDQV*LKLSNWL**ESRL 

LEKEEFEHQQ\KELE\* VCNP\I1T 

QAGTQSARRHCQGGNPWGAFL 


7784 


38152 


A 


7838 


3 


757 


PFPGGRVVRLHPVILASTVDSY 

ERRNKG A ARVIGTLLGTVN KH 

SVEVTSCFSVSHNESDEVAVDM 

EFAKNMYEL/H* KVSPNELILG 

W\HDITEHSVLIHEYYSREAPNP 

IHLTVDTSLQNGHMSIKAYVST 

LMGVPGRIVGVFTPLTVKYAFY 

DTECIRVDL1MKTCFSPNRVVG 

LSSDLQQVGGASARIQDTLSIVL 

QYAEDILSGK.VSADNTIRKVGH 

FLMSLVNQVPKIVPDDFETMLH 

SNINDLLMVT 


7785 


38153 


A 


7839 


1 


1821 




7786 


38154 


B 


7840 


16 


1305 




7787 


38155 


A 


7841 


1 


359 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7788 


38156 


A 


7842 


2 


1085 


GVAPWGRGRAAPRCASATVGG 
SG1GRLR\GITSSGL\K.MDNK.KR 
LAYAIIQFLHDQLRHGGLSSDVY 
QESL\EVAIQCLETAFGVTVEDS 
DLALPQTLPEIFEAAATGKAEMP 
QDLRSPARTPPSEE\DSAEAERL 
KTEGKPKQMK\VENF\EAAVHF 
LTEKPFELNPSQRPSYFCNRAA 
AYSKLGNYAGAVQDCERAICID 
PAYSKAYGRMGLALSSLQQHLA 
EAVAYYK.KALELDPDNETYKS 
NLKIAELKVLREAPSPTGGVGSF 
D1AGLLNNPG\FMSMASNLMNN 
PQ IQQL\MSG\M I SG GNNPLETP 
GT\S PSVQNDL ASLI Q\ AG QQFAQ 
QMQSVGIPRVV**SAQESSIRSR 
TPSASNDDQQE 


7789 


38157 


A 


7843 


225 


398 


FIIDYTNSCIFHQNICLICSNRNF 
RQSNVVMICHY*TLQE1KTFC* 
MNSSLWSI1IF 


7790 


38158 


c 


7844 


162 


269 




7791 


38159 


A 


7845 


273 


501 


HKDQPIQTENDHPSTNFSFVLK. 
LHDPLLNEMDLIVWVSF*Q*SC 
FYLVHPNCCSPLV*HP*SENPKF 
SNEYFLRVS 


7792 


38160 


A 


7846 


1 


867 




7793 


38161 


A 


7847 


185 


1325 


EEQQTNLASKKKSC IMLEKTEN 

K1RLV1VSEEEKKKVLKRMP*K 

MTVRAHHG1SRTPHSWVESN\Y 

YWDICDQWMS/EPVGYMPCQH 

CQVAKNTV1VAPKQHLLQGGKI 

PWSLVTVDLMGAFSYKPQKS/N 

VYAIIMTDLFTKW1VILPLCDVS 

ASEVSKAIINIFFLYGPPQKIIMD 

QRDEF1QQINIELYRLFGIKQIVI 

SHTSGTVNPTESTPNT1KAFLSK 

HCADHPNNWDDHLSAVSFAFN 

VTHLEPTKNTPYFQMFKVEKN P 

LYYLPETSDSLHEVDGDNTSMF 

AKILDAIKEADKIMENKTTSLG 

QMENNN LDELNKSKII VKKKPK 

QLNPFHLKVGHGSFKTKEKLV 

GRMVVFQSWNGVGPLCHRLY 

YRKWMCCP 


7794 


38162 


A 


7848 


2 


455 


MADRLTQLVQDAVNSLADQFC 

NAIGWLQQCVPPASFNNIQTAI 

NKDQPANPTEEYAQLFAA\LIA\ 

RTAKDIDVLIDSLPSEESTAALQ 

AASLYKL\EEENH\EAATCLGG 

MLFIEGDMLLGGRYKGALA\DI\ 

AQSQLEGQGSGYP*ASLFPDS 
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SEQ1D 

NO: 


SF.Q ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location nf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7795 


38163 


A 


7849 


229 


560 




7796 


38164 


A 


7850 


1 


1077 




7797 


38165 


A 


7851 


25 


690 


WPSDEAEGYSEHFVEFVKDVR 
KRFPQHT1MAGNVVTGEMVEE 
L1LSGADIIKVGIGPGSVCTTRK 
KTGVGYPQUSAVMECANAAH 
GLKGHIISDGGCSCPGDVAKAF 
GAGADFVMLGGMLAGHSESG 
r;ci ipcnnvi^vifi rvr:\.\yfccciv.vi 

OcLltlvL/LiiVrv Y IVLr i uMVlooblvl 

AMEEVLLGGVAEYRTS\EGKT\ 
VEVPF*REMLEHTIPRHP*GGIR 
S\TCTYVGA\AKLKRR*ARTNYL 
HPEVHPAR 


7798 


38166 


A 


7852 


768 


1857 


EGGHHFGGQGADSAAPFGSASI 
LPIKLDVHPHDGRRRAEKSKPG 
GNPQRQLYCQPPAGCLPGAVY 
RPRRSRGARMYSRYSPAERRNP 
DQRAGYCQAPDRLRFSRADDC 
RSRWRHVFHGTSRHCAGDRAV 
RPPPHSAAEALPVALPVFQ*PTA 
DQWLFPSLIAACYNNHQNKIIL 
EQEMSCVLLATF1QTRAQQRKY 
K RRNNRG I PRESTA REQ ARHN A 
NKAQQPRKHARNGASPAQQRK 
NRAAARDKDEKPAQQKDKAR 

AC A PCI/ VXTt? A ITjr.TMCD cn AAV 

AERNRRQRGGQKGAQGGQHR 
EEAGEPTYVDEKAQAATSPPPQ 
TPHPAPDHDDAEDHRTRDTNR 
NAHQPKVYTHKDTPTNESR 


7799 


38167 


A 


7853 


1403 


2028 


RRJQTNGRTFHAHGGPSRGLPE 
ELGKDHREKETSSRTL*QFQPN 
A K.SPG QNLRESMN P VC/MTQQ 
ARRLQRLAKDLLKQVQVQDSG 
SWANNKVSALDRTLGEITRILE 

V RRTM/WM SGNL VKESQPHPT 
HRPN1LT*YPSIFP*RSTLLTLWL 
KVQLQQKL*KMEKSGKKIKKK 
PKR*KPG*TSGTLNTL 


7800 


38168 


A 


7854 


1 


675 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7801 


38169 


A 


7855 


2 


1110 


AQEEEAKVNEIAFINTLEAQNK 

RHDVLSKLKEYEQRLNELQEER 

QRRQEEKQARDEAVQERKRAL 

EAERQARVEELLMKRKEQEARI 

EQQRQEKEKAREGAARERARD 

REERLAALTAAQPRSYGRVTEK 

NSAQA**KYSKAH/RNRLNKEK 

KKLLS*AVGDMQILIMPPN*PL 

YERKKQCSLCNVLISSEVYLFS 

HVKGRKHQQAVRENTSIQGRE 

LSDEEVEHLSLK.KYIIDIVVEST 

APAEALKDGEERQKNKKKAKK 

IKARMNFRAKEYESLMETKNS 

GSDSPYK.AK.LQRLAKDLLKQV 

QVQDSGSWANNKVSALDRTLG 

EITR1LEKENVADQIAFQAAGGL 

TALEHILQAVVPATNVNTVLRN 


7802 


38170 


C 


7856 


65 


425 




7803 


38171 


A 


7857 


1 


1131 




7804 


38172 


A 


7858 


953 


1311 


FLFFIFFNYFFFGGRKCPLLVAP 
RLEVQMAVILGSLQ\PSPPGFK\* 
FSLPQPSPSSWDYRHAPTHAQP 
NF VF L V ETG FHH IG Q AGLE LQT 
SGDPPTSASQTAGITGVSHRAW 
PGTILFLK 


7805 


38173 


A 


7859 


2 


857 


FVDIFQRWKECRGKSPAQAELS 
YLNKAKWLEMYGVDMHVVR 
GRDGCEYSLGLTPTGIL1FEGAN 
KIGLFFWPKITKMDFKKSKLTL 
VVVEDDDQGREQEHTFVFRLD 
SARTCKHLWKCAVEHHAFFRL 
RTPGNSKSNRSDFIRLGSRFKFS 
GRTEYQATHGSRLRRTSTFERK 
P* *TLS1PETFNVQSKQPSDSSPA 
LLLKQIQKS/NNYQPP1SILISIPS 
PAPGG1LT\PQMSGHPFQDDRSH 
WKASASGDDSHFELCPTTQNPE 
GTLGGMPK.YDVSEINVMTAL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


7806 


38174 


A 


7860 


1 


936 


MELTHLQPHEPQEDVHAVGLL 
LGLREQHHMVSEGPRQQSWQE 
ERTELAAVSRLLFNMYPLLIHK 
NHASPGIPNLLLHPRGLRAIT1A 
VFGKQNTYIRLEPFKINVLEQIT 
KHIEKLQCGEHNFPEQEIQEGK 
SHQNQHEAHFVVELCKYFLCQ 
EYLPSQITILTTYTGQLFCLRKL 
MPAKTFAGVRVHVVDKYQGE 
ENDIILLSL1SNRICVALSRAKKG 
MYCIGNMQMLAKVSLWSKIIH 
TLRENNQIGPMLRLCCQNHPET 
HTLVSKASDFQKVTEEGC/MLP 
CEFRLGCGHVCTRAWHPYDSS 


7807 


38175 


A 


7861 


218 


580 




7808 


38176 


A 


7862 


3 


1636 




7809 


38177 


A 


7864 


24 


386 




7810 


38178 


A 


7865 


2 


999 


GRVGFFFAGNPGSDSFGGLLLG 

LTPVLRWVADGGTIPKRHE\LV 

KGPKKVEKVDKAETELVAQWN 

YCTLSQE\KLRRPIVAL/CNFAD 

FYNKAEPVl EFLLDKS AEKGS/SG 

RQASHIKTH*RJVDRAESFPDNP 

CPGKGIKGN/D*KVDKHDDLQA 

GASSSSPVGGPGRWNGRHRFLL 

PSGGCGLCCFS*AEPWKEIKAG 

V\CHTCGAGLSRRMM11VLNGT 

KEDVDLLKTMMEERRL*SEAG 

KENKENPRQQSLFQNQDVSERS 

PRAIKS*DRGSLKKPAFDSREK 

KTNLAPKSTAMNESSSGKAGK 

PPCGATKRSIADSEESEAYKSLF 

ITHSSAKR 


7811 


38179 


A 


7866 




559 


MGCDGGTIPKRHELVKGPKKV 
EKVDKDAELVAQWNYCTLSQE 
ILRRP1VACELGRLYNKDAVIEF 
LLDKSAEKALGKAASHIKS1KN 
VTELKLSERALKEIKAEVCHTC 
G A AFQEDDVI MLNGTKEDVDV 
LKTR\WRREG * ERRG KKKTKKP 
KAAEVCFQNPDVSGRKPQGPS 
KVKTREALKKPSP 


7812 


38180 


A 


7867 


188 


368 


YVACMPAWPNVTVANQLFNV 
YFPARDMTVPSSPG/QPVVDQL 
STQGQARRDALEVVGYEDS 


7813 


38181 


A 


7868 


179 


554 


LRPADPRSLVPGWALGLGPGAI 
LGPGRVTFPGGRPPPTHPPSLSF 
PPGGRQPLWVPALPAEEGRE/R 
LGREREEGRGKAGAGMA*AGL 
VL*CLQLQVQGQPLGGSWLST 
RLRSPRCHPWLLRRHLP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7814 


38182 


A 


7869 


2 


131 


YKSELEEQLTSVAEEMRARLSK 
ELQA*K.DRLGENMEKVRGRLV 
KYRGEVQAMLGESIEELRVRLA 
LY\LRKLCTGFLRDADHL*RPA 
GREYGESKRTLG 


7815 


38183 


B 


7870 


1 


3639 




7816 


38184 


A 


7871 


279 


1077 


IQHPRLSADDFRVNCETEPAM/* 

HAVENDIHGLCELQLETEIQAF 

KEELL/FMKKNHEEEVKGLQAQ 

IASSGLTVVVDAPISQDFAKIMA 

DIWAQYDEVAQKNREELDNNR 

SQQI E ESTTV VTTQSTE VG A AK 

AMLTEL TRTVQFLEINLDSMRN 

LKASLENSLREVVARYALQME 

QLNGILLHLESELAQTWAEGQC 

QAQEYQALLNIKVK.LEAAIATY 

R RLLEDGKDFNLG DTLDCSNS 

MQTIQKTTTRQRMDGKVLSET 

NDTKLRH 


7817 


38185 


A 


7872 


712 


855 




7818 


38186 


B 


7873 


50 


788 




7819 


38187 


A 


7874 


201 


372 


ICQMILKRRVLS*TQKHQATHG 
WNS A YSLTA PFPVSCQDHLC* P 
L*AEAQ1S1KEEP 


7820 


38188 


A 


7875 




323 


FFFETEFHSVAQTGVQWHDPSS 
PQPPPPRFK*LSRPSLPSSWDYR 
HVPSHPGNFLHFQ*KRGSTNQA 
GLELPTSGDLAAFA\SPSAR1TG 
V SHC A RPN YQCFLEFKY 


7821 


38189 


A 


7876 


1 


911 


MLLTLAGGALFFPGLFALCTW 

ALRRSQPGWSRTDCVMISTRLV 

SSVHAVLATGSGIVIIRSCDDVI 

TGRHWLAREYVWFL1PYMIYD 

SYAMYLCEWCRTRDQNRAPSL 

TLRNFLSRNRLMITHHAV1LFVL 

VPVAQRLRGDLGDFFVGCIFTA 

ELSTPFVSLGRVLIQACMNEMT 

ESLKQQHTLLYKVNGILTLGNF\ 

FPCRULLFPFMVVWSYGRKKGL 

SLVPSTLQHPILTATWANAFPR* 

APQIYWFCLLLQ\KAVRLFDTP 

QAKKDG*MLLGVRRSLTPAAS 

STQHSMDQ1VPWVASDFGY 


7822 


38190 


A 


7877 


2 


283 


SCHCTPAWILALSPRLECSGAIL 
AHCNLHLWG*SDSPASASRVA 
GTAGAHCRAWLIFCVLVEMGF 
HRVAP/GLVLNS*AQTIRLPRPP 
KVLGLQA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7823 


38191 


A 


7878 


1 


1042 


PKVRSPRI KRLAPAPAFWRKQE 
LKKIVDP\LL*KKS*EFGHLDRD1 
QPQKRPPPLL*KWPR\YIRV\QG 
RRAILYKARLKGPFCDYPGFTQG 
PGTPQTS* SSLLKIAAHKYRPRD 
KAQRSKQR\LLA\RAEKKAAAK 
GAVPQERAHPVLRAGV\NPVSP 
PLVGEQEKLSLVVIAVHDRGSPS 
ELVVFLPALG/RVKMGVPYCIIK 
GKGKTGDGLVHQKALHPLSAF 
TQ\VNS\EDKGAF/ALKLVGSYQ 
GPNYNDRYDEVRGSFTQNTVIH 
K.SFSQITGWLNL*EVLSDDQLG 
TAKQN * RN * * P* K.SQKT VSQ AN 
CLFLSFQ1RRHWGGNVLGPKSV 
ARJAKLEKAKAKELATKLG 


7824 


38192 


A 


7879 


3 


472 


GRGVAYRGPSPRGTGPGRGDE 
RLQHGGGVSREGPPAAPAAAAP 
GYGQSCCL1EDGERCVRPAGNA 
SFSKRVQKS1SQK.KLKLDIDKSV 
DLFQLQVNTLRRYKRHYKLQT 
RPGFNKAQLAETVSRHFRNIPV 
NEKETLAYFIYMVKSNKSRLDQ 


7825 


38193 


A 


7880 


3 


638 


GRGVAYRGPSPRGTGPGRVR*T 
ASARRRTAAKGPPPPQLPPPRA 
TAKSCCLN\EDGERCVRPAGNA 
SFSKRWRKS1SQKKLKLDIDK.S 
VRHLY1\CDFHK\NF1Q\SVRNKR 
KKEDQ V Y DGREN S/SPSTDTD 1 P 
EVD\LFPACQVNT\LR\RYKRH* 
QVARPRPGFNKAPVSRQL*VDT 
FRNIPVD*KETLALLSSSMVKSN 
KSRLDQKSGGWQAA 


7826 


38194 


A 


7881 


1926 


2448 


DFIAV1TTRKQLKTKYNAHHSK 
QAITKHFSPKISDLILCLKKKIM 
NRHFSKEDIYAAKKHMKKCSP 
SLA1REMQIKTTMRYHLTPVRM 
A11KKSGNNRCRRGCGEIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DL\DPA1PLLG1YPKDYKSCCYK 
DTCTRMFIAALFTIAKTWNQP 


7827 


38195 


B 


7882 


446 


625 




7828 


38196 


A 


7883 


1 


1875 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7829 


38197 


A 


7884 


31 


809 


KPRLENYVKNAEASGADAINW 
KKGY/LVMEDEMNEMKREGKF 
REKRIKRNEQSLQE1WDYVKRP 
TLHLIDVPETLNAH KRKQE RS K. 
TDTLTSQLKELEKQEQTHSKAS 
RRQE1TK1RAELKEIETEKTLQKI 
N ESRS WFFERINK 1DRPLARLIK 
KKREKNQIDAIKNDKGDITSDP 
TEIQTTIREYYKHLYANKLENL 
EEMDKFLDTYTLPRLNQEEVES 
LNRPITGSEIVAIINSLPTKKSPG 
PDGSTAEFYQRYKEEL 


7830 


38198 


A 


7885 




2142 


M1ILIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KG1QLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKJNVQKSQAFLYTNNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLNK1KEDTNK 

WKNIACSW1GR1N1MKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARA1RQK.KEIKGIQLG 

KEEVKLSLFADDM1VYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FT1ATKRIKYLGIQLTRDVKDLF 

KENYKPLLKE1REDTNKWKNIP 

CSRIGR1NIMKMAILPKVIYRFN 

DI PIKLPM TFFTELEKTTLKF 1 W 

NQKRACI A KT1LSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRD1DQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

K I H S RWI K.D LN V RPKTIKTL E EN 

LGNTIQDIG MG KDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTI RVSRQPTEWEKI F AI YPS 

DKGLISRIYKELKQIYRKKATNN 

P1K.KWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLVIREMQIKTTM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7831 


38199 


A 


7886 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK.*RKKC*GQ 
PERKVKLPTKGSPSD*KR1SRQ/ 
KTLQARRQSWFFEK1NKIDRPQ 
ARLIKKKREKNQ1DTIKNDKGD 
1TTDPTEIQIT1REYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRPITGSE1EA1TNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEGILPNSFYEASII 
LIPKPGRDTTKKGNFRPISLMNI 
DAKIL 


7832 


38200 


B 


7887 




3570 




7833 


38201 


A 


7888 


2 


1624 




7834 


38202 


B 


7889 


67 


3156 




7835 


38203 


A 


7890 


1 


1416 


MIIL1DAEKAFDKIQQPFMLKTL 

SKLGTDGTYLK11RAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIGLEDLARAIRQEKE1K 

G1QLGKEEVKLSLFADDMIVYL 

ENP1VSAQNLLK.L1SNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMAILP\R 

DIDQW/NRTEPSEIMPHTY1MYL1 

FDKPEK.NKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

K1NSRW1KDLN1RPKT1KTLEEN 

LG1TIQDIGVGKDFMSKAPKAM 

ATKAKIDK WDL1 KLKSFCTAKE 

TT1RVNRQPTTWEKIFATYSSD 

KG LI SG 1 YNELKQI YKK KTN1MPI 

KKWAKDMNRHFSKED1HAAK 

KHMKKCSSSLAIREMDIKTTMR 

YHLTPVRMA11KKSGNNRCWR 

GCGE1GTL 


7836 


38204 


A 


7891 


1 


1932 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7837 


38205 


A 


7892 




2347 


MELK.TK.ARELHDECTSLSSRFD 

QLEERVSVMEDEMNEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEPSII 

L1AKPGRDTTKKENFRP1SLMNI 

NAKILNKMLANQIQQHIKKLIH 

HDQVGFIPGMQGWFNIRKSINV 

1QH1NRTKDKNHM1IS1DAEKAF 

DK I QQHFMLKTLNKL VLE VLA 

RAIRQEKEIKGIQLGKEEVKVSL 

FADDMIVYLENPTVSAQNLLKL 

IGNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFTIASKRJ 

KYLGIQLTRDVKDLFKENNKPL 

LKEVK.EDTNEWKNIPCSWVGRI 

NIVKMAILPKVIYRFNAIPIKLP 

MTFFTELEKTTLKFIWNQKRAC 

IAKS1FSQKNKAGGITLPDFKLY 

YKATVTKTA WY WYQNRJDI AQ 

WNRTEPSE1MLH1YNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

A1CRKVKLDPFLTPYTKMNSR 

WIKDLNVRPKT1KTLEENLGITI 

QDIGVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKIFATYSSDKGLISR 

IYNELKQ1YKKKTKNPIKKWAK 

DVNRHFSKEDIYAAKKHMKKC 

SSSLAIREMQ1KTTMRYHLTPV 

RMA11KKSGNNRX1Q/GGIWCD 

R1L*R*TTCRVAKE1QSL*RRI/W 

KRLQRTLSIPVLDAV*PPMF*AS 


7838 


38206 


B 


7893 




1710 




7839 


38207 


B 


7894 




2265 




7840 


38208 


B 


7895 




2142 




7841 


38209 


A 


7896 




1791 




7842 


38210 


A 


7897 




1878 




7843 


38211 


A 


7898 




2091 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7844 


38212 


A 


7899 


1 


1751 


MI1SIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFK1IRANYDKPTA 

NIILNGQKLEALPLKNGTRQGC 

PLSPLLFNTVLEVLARAIRQEKE 

1KGIQLGNVEVKLSLFADDMIV 

YLENPIVSAQNLLKLISKFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRIKYLGIQLTR 

DVKDLFKENYKPLLKEIKEDTN 

KWKN1PCSWVGRINIMKMAILP 

KVIYRFNAIPIKLPMPFFTELEK 

TTLKFIWNQKRARIAKSILSQK 

NKAGGITPPDFKLYYKATVTKT 

A WC WYQNRD 1 DQWN RTEPSEI 

TPH I YNYLIFDKPEKDK.QWGKD 

SLFNKRCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLKVRPKT 

IKTLQENLGFTIQDTGMGKDFM 

SKTPTA MGTKDKI DKWDL1 KL 

KSFCTAKETTIRVNRQPTKWEK 

IFTTYSSDNGLISRIYNELKQIYK 

KKTNNPI KQWAKDMNRHFSIE 

DIYAAKKHMKKCSSSLAIREM 

Q1KTTMRYHLTPVRMAIIKKSG 

1MNRNHLDFKHIR1LG1CYL/D*KI 

YQP*LHLVSRNRKPEKLSPKQA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7845 


38213 


A 


7900 




2540 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQPDL1D1YGTLHP 

KSTEYTFFSAPHHTYSK.IDHILG 

SKALLSKCKRTEIITSYLSDHSAI 

KLELRIQNLTQNHSTTWKLNNL 

LLNDYWLHNEMKAEIKMFFET 

NEN KDTT YQN L WD AFKA VC R 

GKFIALNAHKRKQERSKTNTLT 

SINKIDRPLARLIKKXREKTQID 

A1KNDKGD1TTDPTEMQTTIRE 

YYKHLYANKLENLEEMDKFLN 

TYTLPRLNQE E VES LNRPI TG AE 

IVAIINSLPTKKSPGPDGFTAEFY 

/HEL\LKENK1PRNPTY/RGCEGP 

LQGELQTTAQ* NKRG YKQM E E 

HSMLMDRKNQYRENGHTAQG 

NLQIQCHPHKATNDFLHRSGKN 

YFKVHMEPKKSPHRQVNPKPK 

EQSWRHHAI * LQTI LQG YSNQN 

SMVLVPKQRYRSMEKNRALRN 

NAAYLQLSNL*QT*EKQAMGK 

GFLI**MVLGKLASHM*KAETG 

SLPYTLYKNQFKMD*RLKH*T* 

NHKNPRRKPRHYHSGHRHGQG 

LHV*NTKSNGNKSQN*QMGSN 

*TKELLHSKRNYHQSEQATYKL 

GENFCNLPI*PRANNQNLQ*TQ 

TNLQEKNKQPHQKVGKGHEQT 

LLKRRHLCSQKTHEKMLSITGH 

QRNANQNHNEIPSHTS*NGNH* 

KVRK*QVLNGLDDVQLFR*NK 

QPCCSHKACLVVSSYRRA*SLV 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7846 


38214 


A 


7901 


1 


1593 


MGKKQNRKTGNSKKQSTSPPP 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTRITNTEK.C 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKRJKRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDHQENFPNLARINKI 

DRPLARLIKKKREKNQIDT1KN 

DKGD1TTNPTEIQTTIREYYKHL 

YANKLENLEEMDTFLDTYTLPR 

LNQEEVESLNRP1TGAEIVAIINS 

LPTKKSPGPDGSIAEFYQRYKE 

E/PADKQLQQSLS1QNQCTKITSI 

LIHQQQTNREPNHE*TPIHNCFK 

ENKIPRNPTYKGCEGLLPGELQ 

TTAQGNKRGYKQTEEHSMLM 

GRKNQYRENGHTAQGNF*IQC 

HPHQATNAFLHRIGKNYFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQTILQGYSNQNSMVLV 

PKQGYRSM EQNRALRNNAA YL 

QLSDL*QT* EKHAMGK/EFPI* * 


7847 


38215 


B 


7902 


1 


2337 




7848 


38216 


B 


7903 


1 


1677 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7849 


38217 


A 


7904 


1 


1722 


MAGYPSEMKLPEELSGSNICCS 

AVFTVLQPLLLIPRQTGSGVDL 

RQTPTDLQLRVLTVRRKNNKQ 

KRTSTPKPHL YVTII KDQRSKK.L 

TQNHSTTWKLNNLLLNDYWV 

NNEMKAEIKMFFETSENKGTIY 

QNLWDTFKAVCRGKFIALNAH 

KRKQERSKI DTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAEQKEI 

ETQKTLQKINESRSCFFEKINKI 

DRLLARRIKKKREKNQIDA1KN 

DKGD1TADPTE1QSTIREYYKHL 

YTNKLEN LEEMDKFLDTYTLPR 

LNQEEDESLNRPITGSEIEA1INS 

LPAKKSPGPDRFTAEFYQRYKE 

ELH1NRTKDKNHMTISVDAENA 

FDK.IQQPFMLKTLNKLVLEVLA 

RAIRQEKEIKGIQLGKQEVKLSL 

FADDV1VYLENP1VSAQNLLKLI 

SNFSKVSGYK1NVQKSQAFLYS 

NNRQTESQIMNELSFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NEIKDDTNKWKNIPCSWVGRTN 

IVKMGILPKVVYRFNAIPIKLPM 

TFFTELEKVTTLKFIWNQKRARI 

AMT1LS*KNKAGG1TLP 


7850 


38218 


A 


7905 


1 


2310 




7851 


38219 


A 


7906 


195 


791 


GILSFAKDMNRHFSKED1YAAK 

KHMKKCSSSLAIREMQ1KTTMR 

YHLTPVRMAI1KKSGNNRCWR 

GCGEIGTLLHCWLDCKLVQPL 

WKSVWRFLRDLELEIPFDPAIPL 

LGIYPNEYKSCCYKDTCTRMFI 

AALFT1AKTWEPPKCSNMIDWI 

K7KMWH/IYTRDTMRPKNDEVQ 

SLVG/TWVNWETTFSVTIAVQK 

PTRLSH 


7852 — 


38220 




7907 




984 




7853 — 


38221 


— 


7908 




2076 




7854 


38222 


A 


7909 




1872 




7855 


38223 


B 


7910 




3309 




7856 


38224 


B 


7911 


133 


3213 




7857 


38225 


A 


7912 




1364 




7858 


38226 


A 


7913 




3249 




7859 


38227 


A 


7914 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7860 


38228 


A 


7915 


1 


2268 


MAGYPSETKPPEERSDSNICSSA 

IFTVLHPPLLIPRQTAFGMDLQQ 

MPTDLQLRVLTVKRKTNKQK.G 

HPHQNPIRTSPSSKTEDFQPTKI 

KRDKEGHYIMVKGSIQQEELTI 

LNIYAPNTGAPRFIKEVLRDLQ 

RDLDSHTI1MGEFNTRLSTLDRS 

MRQKVNK.DIQELNSALHQADL 

IDISRNLHPKSTEYTFFSAPHRT 

YSKIDHIVGSKALLSKCKRTEII 

TKCLSDHSAIKLELRIKNLTQNC 

STTWKLNNLLLNDYWVHNEM 

KAEIKMFFETSENKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKTDTLTSQLKELEKQEQT 

H SKA SRRQEITK IRA ELQE1ETQ 

RTLQKISESRSWFFEKINKIDRS 

LARLIKKKREKNQIEAIKNDKG 

DITTNPTETQTTIKEYYKHLYK 

NKLENLEEMDKFLNTYTLPRLN 

QEEVESLN RPITGSE1 VAIINSLP 

TKKSPGPDGFTAEFYQRCKEEL 

VTFLLKLFQS1EKEGILPNSFYE 

AS1NL1PKPGRDTTKKENFRPISL 

MN1DAKILNKILANR1/WGN*AE 

ERNKEYSIRKRGSQ1VPVCR*H 

DCVSRKPHHLSPQSP*ADKQLQ 

QSLRIQNQCTKITS1LIHQ*QTNR 

EPNHE*TP1HNCFKENKIPRNPT 

YKGCEGPLQGELQTTAQ*NKR 

GHKQMEEHSMLMDRKNQHRE 

NRHTAQGNL*IQCHSHQATNDF 


7861 


38229 


A 


7916 


1 


4729 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7862 


38230 


A 


7917 




2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKTDH1L 

GSKALLSECKRTEI1TNYLSDDS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITK1RAELKEIETQKTVQKJNES 

RSWFFERINK1DRQLARLIKKKR 

EKNLIDAIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKJLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLTTKKSPGPDG 

FTAEFYQRA1RQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQ1MSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YK.PLLKEIKEDTNKWKN1PCSW 

VGRIN1VKMAILPKVIYRFNAIPI 

KLPMTFFTELKKTTLNF1WNQK 

\RAHIAKSA'LSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIMPRIYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLA1CRKLKLDPFLTPYT 

K1NSRWI KDLN 1RPKT1KTLEEN 

LGIT1QDIGMGKDFMSKTPKAM 

ATKAKIDKWDL1KLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 


7863 


38231 


A 


7918 


1 


1205 




7864 


38232 


A 


7919 


1 


2274 




7865 


38233 


A 


7920 


1 


2307 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7866 


38234 


A 


7921 


569 


3030 


RKH*TWKRTSSTSHHKNMPN* 

LEKQEQTH/SKPSRRREITKIRA 

ELKEIETPKTAQKINESRSWFSE 

RINKIDRPLARLRKKKREKNQI 

DTIKNDEGDITTHPTEIHTIIREY 

YKHLYANKLENLEEMDKFLDT 

YTLPRPNQEEVESLNGPIAGSEI 

QAIINSLPTKKSPGPDGFYQRYK 

EELVPFRLKLFQSIEKEGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLLNINAK1LNKILANRIQQHIK 

KLMHHDQVGFIPGMQGWFNIR 

KSINVIQHINRTKDKNHMIISID 

AEKAFDKIQQPFMLKTLNKLG1 

DGTYHK11RANYDKPTANIILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKETEGIQL 

GKEEVK.LSLFADDMIVYLENPI 

VSAQNLLKL1SNFSKVSGYKIN 

VQKSQVFLYTDNRQTESQIISEL 

P\FTIASKRIK.YLG1QLTRYVKDL 

FKER/YNEIKEDTNKWKNIPCS 

WVGR1N1VKMA1LPKVIYRFNAI 

SIQLPMTFFTEL EKTTLKFI WNQ 

KRAH1AKSILSKKNKAGGIMLP 

DFKLY YKATVTKTA WHWYQN 

RD1DQRNRTEPSEIMPHVYNHLI 

FGKPDKNKQWGNDSLFN K WC 

WENWLA1CKKLKLDPFLTPYT 

K1NSRW1KDLNVRPKTIKTLEEN 

LGNN1QDIGMGKDFTSKTPKA 

MATKDKIDKWDLMKLKSFCTA 


7867 


38235 


B 


7922 


1 


3171 




7868 


38236 


A 


7923 


1 


2646 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
cotlon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7869 


38237 


A 


7924 


321 


221 1 


CCQFSMARRGHLPRSVQVSIPG 
QSPVPRAAYQDSGRYKEPTAD 
C/VGPRQT*CMAPHCHLGGWH 
MLALSLGKGAGAGGKESTWEP 
SPG IRMTKTYSTRREQSHPRTI/ 
KGQ1KQMNLRETCSWTFHKKF 
LKTVAFQ1SHPHKNTCLAMAVS 
ANRSMRQKFNKDTQELNSALH 

qvdlidiyrtlhpksteytffsa 
phhtyskidhilgskallskck 
rteiitnylsdhsaiklelrik.nl 
tqnrsttwklnklllndywv 
hnemkaeikmffetnenkdtiy 
qnlwdafkavcrgkfialnah 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAELKEI 

ETQKTRQKINESSSWFFEGINKI 

DRPLARLIKKKREKNQ1DT1KN 

YKGD1TTDPTEIQTT1REYYKHL 

YANKLENLEEMDKFLDTYTLP 

RLNQEEVECLNRP1TGAEIVAII 

NTLPTKKSPGPDGFTAEFYQRC 

SRWIKDLNVRPKT1KTLEENLGI 

TIQDIGTGKDI M SKTPKAMATK 

DKIDKWDLIKLKSFCTAKETTIR 

VNRQPTKWEKIFATYSSDKGLI 

SR1YNELKQIYKKKSNNPIKKW 

AKDMNRHFSKEDIYAAKKHM 

KKRSSLA1REMQIKTTMR 


7870 


38238 


A 


7925 


1 


3057 




7871 


38239 


A 


7926 


1 


1830 




7872 


38240 


B 


7927 


1 


3192 




7873 


38241 


A 


7928 


1 


3484 


MGTSEVQNGEERAGTSGQGSV 
EQLSG SSVQLPPGLKLCFEPYFS 
SCASDCILHASPLSLMAASGSQ 
NPNLWASWLCCKWVQCPERQ 
LGCHLTSSVIYGLRYYPQAKRS 
ELELRDCEGLCNQTSPLSSLDG 
MGWKAAAEESNSGIRNIWIPIP 
AFATHKQYNVRQVISPSPPYWS 
HRGNGNNSLCVTRLSGGLKQP 
VAGTGRGLEGGSGTRDLMPFL 
SAAPKEQPPJLA PARRSWFFEKI 
NKIDRLLARLIKKKRE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7874 


38242 


A 


7929 


1 


1946 


NLTQNRSTTWKLHNLLLNDYW 

VHNKM KAEI KMFFETNENKDT 

TYQNLWDTFKAVCRGKFIALN 

AHKRKQERSKIDTLTSQLKELE 

KQEQTHSKASRRQEITKIRAEL 

KE1 ETQKTFQKVNESSS WFFERI 

NKIDRPLARLIKKKREKNQIDAI 

KN D KG Y I TTDPTE 1 HTTI RE Y Y K 

HLYANK.LENLEEMDKFVGTYT 

LPRLNQEEVESLNRPITGSEIVAI 

INSLPTKKSPGPDGFTAEFYQRY 

KEELAGPvDTTKKENFRPISLMN 

IDAKILNKILANRIQQHIKKLIH 

HDQVGFIPGMQGWFNICKSINV 

IQHINRTKDKNHM1ISIDAEKAF 

DKIQQPFMLKTLNKLVLEVLAR 

AI SQEKE I KG I QLG KEE VKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKWVQKSQAFLYTN 

NRQTESQ1MSELPFTIASKRIKY 

LGIQLTRDVKDLFKENYKLLSK 

EIKEDTNKWKNIPCSWVGRINI 

VKMAJLPKVIYRFNA1P1KLPMT 

FFTELEKATLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFELYY 

KTTVTKTAWYSYQNRD\IDQW 

NRTEPSEITPHIYNYL1FDKPEK 

NKQWGKDSLFNKWCWENWLA 

1CRKLKLDPFLTPYTK1NSRWI K 


7875 


38243 


A 


7930 


1 


4801 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRAEI1TNYLSDHS 
AIKLELR1KNLTQSRSTTWKLN 
NLLLNDYWVNNEMKAEIKMFF 
ETK\ENK\DTTYQNLWDAFKAV 
CRGKFIALNAHKRKQERSKIDT 
LTSQLKELEKQEQTHSKASRRQ 
EITKIRAELKEIETQKTLQKINES 
RSWFFERINKIDRPLARLIKKKR 
EKNQIDTIKN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7876 


38244 


A 


7931 


1 


3146 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADLIDIYRTLHP 

K.STEYTFFSAPHHTYSKIDHVV 

GSK.ALLSKCKRTEIITNCLSDHS 

AIKPELRIKKLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENKDTTYQN L WDTFKA VS 

RGKFIALNAHKRKQKRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTLQKINES 

RSWFLERINKIDRPLARLIKKKR 

EKNQIDVIKNDK 


7877 


38245 


A 


7932 




2669 


MHNTDGNRFLSHWGYRQALSI 

SKPASASLHPSSKTKPLGTQSKT 

VVAKRNREHGKKERSSSPAME 

QSWMENDFDELREEGFRRSNY 

SELREDIQTKGKEVENFEKNLE 

ECITRITNTEKCLKELMELKTK 

ARELREECRSLRSRCDQLEERR 

KQERSKIDTLTSQLKELEKQEQ 

THSKAGRRQEITKIRAELKEIET 

QKTLQK1NESRSWFFERINKIDR 

PLA RLIKKKREKNQIDTI K\N DK 

GN ITTDPTEIQTTIREH YKH L YA 

NKLENLEGMDKFLDTYTLPRL 

NQKEVESLNRPITGSE1VAIINSL 

PTKKSPG PDGFTAEFYQRYKEE 

LHINRAKDK.NHMIISIDAEKAF 

DK1QQPFMLKTLNKLVLEVLAR 

AIRQEKE1KGIQLGKEEVKLSLF 

ADDM1VYLENPIVSAQNLLK.LL 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSELPFTIASKRIK 

YLGIQLTRDVKHLFKENYKPLL 

KEIKEDTN K.WKNIPCSWVERIN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFKLYY 

KATVTKTAWYSYQNRDIDQW 

NRTEPSEILPRIYNYLIFDKPEKN 

KQWGKDSLFNKWCWENWLAI 

CRKLKLDPFLKPYTKIKSGWIK 

DLNVRPKTIKTLEENLGITIQDI 

GMGKDFMSKTPKAMATKAKID 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7878 


38246 


A 


7933 




2962 


MNNSIKEKVKLSLTKWEMQTK 
PNNNTVDLKDAQEVNLTSTDY 
RKQHVMLPTEINSDDSLLKIGVI 
RLANWIKSQDPSVCCNQETHLT 
CRDTHRLKIKGWRKIYQANGK. 
QK.KAGVA1LVSDKTDFKPTKIK 
RDKEGHYIMVKGSIQQEELTIL 
NTYAPNTGAPRFIKQVLSDLQR 
DLDSYTLIMGDFNTPLSTLDRS 
TRQKVNKDTQELNSALHQVDL 
IDIYRTLHPKSTEYTFFSAPHHT 
YSKIDHILGSKALLS 


7879 


38247 


A 


7934 




4220 


MGDFNTLLSALDRSTRQKVNK 
D1QELNSALHQADLIDIYRTLHP 
K.STEYTFFSAPHRTYSKIDHLV 
GSKALLRKCKRTEIITNCLSDHS 
AIKLELRJKKLTQNHSTTWQLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWYVKDTRI 
SGMLWYVKAVCRGKFIALNAH 
KRKQERSKIDTLTSQLKELEKQ 
EQTHSKTSRRQEITKIRAELKEI 
ETQKTLQK1NECRSWFFEKINKI 
DRPLARLIKKKRE 


7880 


38248 


A 


7935 




3229 


MGKKQNRKTGNSKTQSASPPP 
KERSSSPATEQSWMENDFDELR 
EEGFRRSNYSELREDIQTKGKE 
VENFEKNLEEC1TRITNTEKCLK 
ELM ELKTKARELREECRSLRSR 
CDQLEERVSAMEDEMNEMKRE 
GKFREKRIKRNEQSLQEIWDYV 
KRPNLRLIGVPESDVENGTKLE 
NTLRDIIQENFPNLARQANVQIQ 
EIQRTPQRYSSRRATPRHIIVRFT 
KVEMKEKMLRAAREKDRSTRQ 
KVNKDTQELNSA 


7881 


38249 


A 


7936 


1 


3227 


MGDFNTPLSTLDRSTRQKANK 
DTQELNSALHQVDLIDIYRTLH 
PKSTE YTFFSAPH HTYSTTDHIL 
GSKALLSKCRRTEIITNYLSDHS 
AIKLELRJKNLTQNRSTTWKLN 
NLLLNDYGVHNEMKAEIKMFF 
ETNENKDTTYQN L\ WD AFKA V 
CRGKFIALNAHKRKQERSKIDT 
LTSQLKELEKQEQTHSKASRRQ 
EITKIRAELKEIETQKSLQKMNE 
SRS WFFE R11M K. I DRPL A RL I K K K 
REKNQIDTIKN 


7882 


38250 


B 


7937 


1 


2089 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7883 


38251 


A 


7938 


1 


3527 


MELKTKARELREECRSLRSPCN 

QLEERVSAMEDEMNEMKREG 

KFRDKR1KRNEQSLQEIWDFVK 

RPNLRL1GVPESDGENGTKLEN 

TLQDIIQENFPNLARQANIQIQEI 

Q RTPQR Y S SRR A TPRHII V RFTK 

VEMKEKMLRAAREKAPHHTYS 

KIDHILGSKVLLSKCKRTEIITN 

YLSDHSAIKLELRIKNLTQNHST 

TWKLNSLLLNDYWVHNEMKA 

E I KM FFETNEN KDTTYQN LWD 

TFKAVCRGKFIALN 


7884 


38252 


B 


7939 


1 


5238 




7885 


38253 


A 


7940 


1 


3587 


MENDFDELREEGFRRSNYSEL 

WEDIQTKGKEVENFEKNLEEC1 

TRITNTEKCLKELMELKTKARE 

LHEECRSLRSRCDQLEERVSAM 

EDEMNEMKGEGKFREKRIKRN 

EQSLQEIWDYVKRPNLHLIGVP 

ESDG ENGTKLENTLQDIIQENFP 

NLARQANVQIQEIQRMPQRYSS 

RRA TPRHII VRFTKVEMKEKILK 

AAREKDRSTRQKVNKDTQELN 

SALHQADL1DL1DLIYRTLHPKS 

T\EYTFFSA PHHT 


7886 


38254 


A 


7941 




6202 


MVKGSIQQEELTILN1YAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MG DFNTPLSTL DRSTRQK VNK 

DTQELN S A LHQ A DL I DI YRTLH 

LKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTE1ITNYLSDHS 

A1KLELRIKNLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENXKDTTYQNLWDAFKAV 

CRGKFIALYAHWRKQ\ERSKM 

DTLTSQLEELEKLEQTHSKASR 

RHEIAKIRAELKEIE 


7887 


38255 


A 


7942 


2 


3134 


WRKIYQANGKQKKAGVAILVS 
DKTDFKPTKIKRDKEGHYIMVK 
GSIQQEELTILNIYAPNTGAPTFI 
QQVLSDLQRDLDSHTLIIGDFN 
TPLSTSDRSTRQKVNK.DTQELN 
SALHQADL1DIYRTLHPKSTEYT 
FFSAPHHTYSKIDHILGSKALLS 
KCKRTEIITNYLSDHSA1KLELM 
IKNLTQNHSTIWKLNNLLLNDY 
WVHKEMKAEIKMFFETNENKD 
TTYQNL WDTFKA VCRG K Fl AK\ 
NAHKRKQERS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7888 


38256 


A 


7943 


1 


4455 


MELKTKARELREECRSLRSRRN 
QLEERVSAMEDEMNEMKREG 
KFREKRIKRNEQSLQEIWDYVK 

rpnlrligvpesdaengtklen 
tlqdi1qedfpnlarqanvqiqe 
1qrtpqryssrratprhiivrft 
kvemkqkmlraarekdfk.pt 
k1krdkeghy1mvkgsiqqeel 
tiln1yapntgaprfikqvlsdl 
qrdldshtlimgdfntplstld 

RSTRQK VN KDTQELN S ALHQ A 
DL\IDIYRTLHP\KS 


7889 


38257 


A 


7944 


1 


6108 


MTGSNSHITILTLNINGLNSAIK 
RHRLASWIKSQDPSVVNCIQETH 
LTCRDTHRLEIKGWRNIYQANG 
KQKKAGVAILVSDKTDFKPTKI 
KRDKEGHYIMAKGSIQEEELTI 
LNIYAP\NTGAPRF1KQVLSDLQ 
RDLDSHTLIMGDFNTPLSTLDR 
STRQKVNKDTQELNSALHQAD 
L1DIYRTLHPKSTEYTFFSAPHH 
TYSK1DH1VGSKALLSKCKRTEI 
ITNYLSDHSA1KLELRIKKLTQN 
RSTTWKLN 


7890 


38258 


A 


7945 


2 


788 


CGLAIYNCTIVDLHFPLALYKK 
LLKKKPSLDDLKELMPDVGRS 
MQQLLDYPEDD1EETFCLNFTIT 
VENFGATEVKELVLNGADTAV 
N KQN RQE F V DA Y VD Y I FN TS V 
ASLFRCFS\SGFHKVCGGKGL\R 
LFQPNELQAMVIGNTHF*WKG 
TGKDYRNTKGN 1 WAEHPVTIKIF 
WEVFH\ELPLEKKK\RFLLFLTG 
S\DRIPILGMKSLK\LVIQSTGGG 
E\EYLPVSHTCFNLL\DLPKYT\K 
KETLRS*T*SQAIDHNEGFSLI 


7891 


38259 


A 


7946 


1 


1647 




7892 


38260 


B 


7947 


363 


550 




7893 


38261 


B 


7948 




1123 




7894 


38262 


A 


7949 


1 


3136 


MVTHQQPAARKPNMTSKKPKP 
MGPKAHGIFSGTRKNNLEIYMD 
QTRTGIAKTKLSKNNKSGGMT 
LPDFKLYYKAIVAKIACGGSMY 
NSDTDEDEETEPSSSGQQIIENS1 
TMNKMKLLKAKMKNMNLSKK 
HITQVSDEEEDDDGCDLFADSE 
KEEKDIEDIEENTRPKRSRPTSF 
ADELAARIKGDAVGRVDEEPTT 
VSYEDDRRGKNQDAYTEGGLS 
TIKTVNCSSSLTLRRSKTSEDTQ 
EKKERRTPSDDEED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


7895 


38263 


B 


7950 


303 


1010 




7896 


38264 


A 


7951 




280 




7897 


38265 


A 


7952 




514 


F YLKELDPAEHS Y VL 1RKIDPAL 
VWGLTGDQGTPKTRLLMITLD 
S1FMQASCVPEEVVWEVLRVLE 
AH\SSKKHFVFGESMKL1TKAS 
VQQEYLVHK*VSHSNPTLYVFL 
WGLSKETRQMEVPEFVAKVND 
THPSSFSVGSK*GI*EKEGGRYP 
VPEMGSCRLVTVTSASV 


7898 


38266 


A 


7953 


2 


351 




7899 


38267 


A 


7954 


2 


529 


E KGERPH WSN KPSN LKRTH EL 
DIDENPASDFDDSGSLLGFKYG 
SGQKYGGIPYFSHRQVR**EKN 
VKLKAKYLNMRGQIKMKNKHI 
FFTKETEKPFFKKSKILSKVEKF 
LTWVNKPMDEEASQESSSHDN 
GHDASTSCDSEEQDMSVKKGD 
DLLETNNPEPEKCQSVSSAGEL 


7900 


38268 


A 


7955 




1370 


mpvgtsnflllgllenpnlplt 
rpspfpsqreaswgiqkattgp 
gegectrlgfsllldvfcalhg 
prekcve1lrsghllaispggvr 
eal1 sd etyn i v wg hrrgf aq v 
aidakvvekfltwvnkpmd.ee 
asqessshdnvhdastssdsee 
qdmsvkkgddlletnnpepek 
cqsvssageletenyerdslla 
tvpdeqdcvtqevpdsrqaete 
aevkkkknkkknkkvnglppe 
iaavpelakywaqryrlfsrfd 
dg1kldregwfsvtpekiaehia 
grvsqsfkcdvvvdafcgvgg 
ntiqfaltgmrviaididpvkia 
larnnaevygiadk1eficgdfl 
llasf*kadvvflsppwggpdy 

ATAETFDIRTMMSPDGFEIFRLS 
KKITK\NIVYFLPRNADIDQVAS 
LAGPGGQVEIEQNFLNNKLKTI 
TAYFGDLIRRPASET 


7901 


38269 


A 


7956 


3 


560 


R1HTGEKPYDCKDCGKAFGRTS 
ELI LHQRLHTG VKPYECKECGK 
TFRQHSQLILHQRTHTGEKPYV 
CKDCGKAFIRGL\QLTVHRRIHT 
GARPYGVLKECGESLLDSTHS* 
LLHQ\RIHTG\EEPYECKECGKG 
FIHSSEVTRHQRIHSGEKPYECK 
ECGKAFRQHAQLTRHQRVHTG 
DRPYESAED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,21 7 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7902 


38270 


A 


7957 


155 


1288 


HTTASQTTMSQAVR/RRRSDYL 
SSARR/RRDPARSKPTQGGPPPN 
PPPTRQGRPTALTNPSQPRPRHR 
AHPHQHATPKPRTNEEQEGRR 
H TKQPNPTRTEPRPPNRRG RPN 
PQTRRTKQQNTTPQAHTSTRKN 
ARTPGLCP*CVKGKTEGGYDA 
RASARGPYMAGVSWPGEHEDP 
G APE ARRGRRALPG\G SAFPEM 
STHTESTPKTTAHTSNDRRNRE 
QRVKKKTYKTTRSRGANRNST 
ERHEDGYFYGSLTTGPLPWHSA 
I H S V S AGQPWSLKF VTGLQQ AS 
EGYFSQSQERSLPNRKSSVPRLR 
LLFLQQASRLSELPLGTEGPGSL 
L LRPREEL ACTGKRRKTGG AIM 
GEVSVCELSLPAPAFQSPVQLC 
GCQPEKA 


7903 


38271 


A 


7958 




2045 


REAAAATPSFPPSSSVRPSVRAS 

VRSA RSGPKHGRRQLQRPPPG A 

/RWRLTRR*SERRARPTGLCTH 

MKMAPMTSSLQHQEKGACRSF 

RDTLRTRR*CTASAVSRTPK\RS 

AKIRAHQLGGRRCA*CPQVRLC 

QPRG*GGRVLPGCRRDRERQQ 

RGRHRRGCHRAAAL*RAGATL 

QPCAAPTAAARG+ER/SSPWAPP 

TRRRMQLWK*SGLTESSSGSRP 

RRKKSCGRRRSGRRPWMRGSG 

SSRSGWSRSGRSKRSASGATGS 

GSSRSRSTGGNSRL*KRKRPRG 

G*RSSLSLVTIGMRRKRPT*RSQ 

SRRWRRQQLLLPSGLTTQGSSS 

SSRKESHRPLRAAVMYPRPSTI 

DQAATWTATGGWRPLPSPRGA 

RLTPAPPPPLSLSR*SGPWMRSP 

P/PQPPPLPPPPPP\PKRPRSPAPS* 

TVRRPEQQPLRPGPAPWRSPLR 

HRRLPGGQAALQRT*CSWSLQS 

RLSWLLPWSLPQLTPRRSTMQL 

TPLK.LTLPLLTPLL PTT Y PPPPPA 

SLTYGLATGKGPPHSRVSPGPP 

RHPRVLRSPWQRCPCWMRWL 

RSHCCQQAKAVPPFSTLMSCLS 

RQPPSVTQRKWKGSPWLPPRPQ 

LCPQPLRSWSKSRSRSPTC* PM 

ARPPRRRGPRPSEGYFSQSQEEE 

FAQSEELCA KAPPPV F YN KAS E 

NVIHMLGCRPSSRRGGGLRGW 


7904 


38272 


A 


7959 


3 


174 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7905 


38273 


A 


7960 




862 


GVMASRTLLLLLLGALALTET 

WAGTHSIRYFSTAVSRPGRGEP 

RYIAVGYVDDTQF\DAATPRM* 

PQSPWLEQEGPEYWDRSTRNIR 

PAHRLTRVNLPMPRRYYHQS* 

AGTGIFHGIRR/Y1PDTCVQTHM 

1 H HSVSDYKATLRCWALGFYP 

VE1TLAWQ\QDEEDQTRDHE\L 

VETRPAGDGTFQKWAAVVVPS 

GQEQRYTCHVQHEGLPKPLTL 

RWEPSSQPTIPIVGIIAGLVLFGA 

V I TG A V V A A VM/WQ E EEL RTF S 

SHR*SELTSERASSDHAQGSDV 

SLTACKV 


7906 


38274 


A 


7961 


1 


591 


MVTDYAIELFLQASLILLSSTLP 
YNEREMGLS1 F ALLTLTVFLLLL 
ADKVPETSLSVPIIIKYLMFTMV 
LVTFSVILSVVVLTLHHRSPHTH 
QMPLLVPSDLHSQTSAVPASKK 
AQTRERPDAGAPSLFFSRK.WLG 
Y1ARQLQEQEDHD/VAEGGLAV 
CG HGSG PPLPVDFHHLHQR WD 
PSHLPGRHVPLAPSRPLSL 


7907 


38275 


A 


7962 


1519 


1888 


ILKHPTLDKELILTYLFIYLFIFL 
RRNFTLVA*ARVQWCDLAPPQ 
PLSPGFKPFSCLRFPSSWDYRYA 
PPYLANFVFLVGTGF\SMLVRL 
V SN SRPQ/CDPPASASQSAG1TG 
VN HHA\RITFNF 


7908 


38276 


B 


7963 


280 


1977 




7909 


38277 


A 


7964 


994 


1651 


CRGSQPAPPLTPHPPNAPLGPSD 

LHSQTSAVPASKKAQTRVGDLM 

PEPPHCSSPGSGWGRGTDEYFIR 

KPPSDFLFPKPNRFQPELSAPDL 

RRFID/VSKPGCGPASGATGGW 

SS 1 S YIARQLQEQEDHD/VAEGG 

LAVCGHGSGPPLPVDFHHLHQ 

RWDPRSSSW\SHVPLAPSRPLSL 

KTGGLRPGPLPVEVREFGDTVK 

PYPSLPLNSFTRNLGLLFRSG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7910 


38278 


A 


7965 


10 


533 


DEVSLCCQAGVQLHDVGSLQT 

ASQVQAILLPQPPEVAE1SGACH 

HACL1FVFLVEMGFHHIGQAGL 

KLPTSGDLPASASQSAGITGVS 

HRARPASS YLFFF* DEVSLCCQ 

AGVQLHDVGSLQVLPPRFKRFS 

C\PASRSS*DFRRLPPRLPNFCIF/ 

M*RWGFTILARLVSNSRPQ/CD 

LPASASQSAGITGVSHRARPASS 

Y/CIFFLRWRLT1AQAGV**CNL 

SSLQPPTPGFKWVSCLSLPSSW 

DYRSLPPLPANFC1FSRDGVSLC 

SLSWSRTPDFK 


7911 


38279 


C 


7966 


312 


467 




7912 


38280 


A 


7967 


31 


678 


TGLYFLFLFCLRRSLA/SVAQPG 
VQWRDLGSLQPAPPGLRJRFSFL 
SLQSSWEYRCPLPRPADFLYF*S 
RRGFSTLVRLVSNSRPQ/CDPPA 
SASQSAGITGVSHCAR\LFFSFE 
M EFRSW AQAG VQWRDLDSLQ 
PLPPG\LT*FSCLSLPRLGAA/WD 
YRRVPPCPAIFC/IFFFFSRDRVS 
PCWSG WSQTPDPQVI RPPRPSQ 
SAGITGVSHRARPSHIS 


7913 


38281 


A 


7968 


23 


99 


YTMTGPGCWRPL*TGPHPPHT 
WPGGSSSHPQ1PHRPPCVFG 


7914 


38282 


A 


7969 


144 


1239 


ERTEPDH/TTTLT*P/ELPADTTA 
TVEDMLPSVTSVTTNSDTITETF 
ATAQY1LTSETTTLTSS1APPAT 
ATPDSNSVPAGQATPSKGPSAS 
APSPAPASAPKVAPLVDLSDTP 
TSTPAASNLSSSVLANQGAVLS 
PSAPAGVGEASKAPPASKPTPA 
PVPTPTGAASPLAAAAAPATEA 
PQAKQEA PSTKGPDPEPTQPG A 
A K.SPAE AATAL ASPKSEAASVS 
TTNPSQGEDFKMDEGNFKTPDI 
DLAKDVFAALGSPAPAAGASG 
QAPELAPSTADSSVSPAPAKTE 
YGLSLSAVIGLCPVVSGWEDSG 
LPSIKWLLGLKVQEKGLNLSGK 
NTASGINLGLEEERTRSSDSVLL 
NYGCTLESLGCF 


7915 


38283 


A 


7970 


3 


375 


ARQAMKSCLHQCFLTLPRQAL 
EASSCNSTGWGGEGTGKSGLQ 
RGP*NQCWEPSPAQQAAFTSS* 
AVATAAGQGEEELPLLPPSTTP 
GK.NTASGINLWLEEERTRSSDS 
VLLNYGCTLK.SLACF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7916 


38284 


A 


7971 


1 


2230 


MFEASVGWFMRLEERTRLHDI 

QAQDEAVTADLEAAAGYPDLA 

KI1DEGGYTKQQIFSVDDTAFS 

WKKMTLRTFIAKEGTNTDGAS 

SATSSLVSLCLELCFLRAHHDV 

GFYCDLDVYQSAVYAPTCPTG 

YSLPQAKEESDFIPLEYEKGRIT 

STAGQGQDVEPEMEQLEK.GSIK 

GVTETRTGPLGCSNYDNLDSVS 

SVLVQSPENKVQLLGLQVLLPE 

YLRERFVAAALSYITCSSEGEL 

VCKENDCWCKCSPTFPECNCPD 

ADIQAMEDSLLQIQDSWATHN 

RQFEESEEFQALLK.RLPDDRFL 

NSTAISQFWAMDTSLQHRYQQ 

LGSWL*KVLF\KKTHRTLRRLFN 

LCKRCHRQPRFRLPKERSLSYW 

WNR1QSLLYCGESTFPGTFLEQS 

HSCTCPYDQSSCQGP1PCALGE 

GPACAHCAPDNSTRCGSCNPG 

YVLAQGLCRPEVAESLENFLGL 

ETDLQDLELKYLLQK.QDSRIEV 

HSIFISNDMRLGSWFDPSWRKR 

MLLTLKSNKYKPGLVHVMLAL 

SLQICLTKNSTL\EPVMAIYVNP 

FGG\SHSES\WFMPV\NEGQFSL 

TW\ERTNVDAAA\Q\CQNWTM 

HLGG1RWKTFF\ETV\HVYLRSR 

1K.SLDDSSNE1MYYEPLEDDWIP 

LRNLG\YMKINTL\QVFGYSLPF 

DPD\AIRDLILQLDYPYTQGSQD 

SALLQL1ELRDRVNQLSPPGKV 


7917 


38285 


B 


7972 


62 


232 




7918 


38286 


A 


7973 




258 


KLSPPPPPLPPSPPLPRPG PA\GPP 
SRLPSP/PASASPQGVP*LGPAA 
AELPGIRSR*PQVAAPEAETHP 
WCCC*RSSPQQQRISH 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


7919 


38287 


A 


7974 


1 


1048 


MAHSQNSLELPININATQITTAY 

GHRALPKLKEELQSEDLQTRQK 

ALMALCDLMHDPECIYKAMNI 

GCMENLKALLKDSNSMVRIKT 

TEVLH1TASHSVGRYAFLEHDI 

VLALSFLLNDPSPVCRGNLYKA 

YMQLVQVPRGAQEIISKGLISSL 

V WKLQ VE VE EEEFQEF I LDTL V 

LCLQEDATEALGSNVVLVLKQ 

KLLSANQNIRSKAARALLNVS1 

SREGKKQVCHFDVIPILVHLLK 

DPVEHVKSNAAGALMFATVIT 

EGKYAALEAQAIGLLLELLHSP 

MTIARLNATKAALTMLAEAPEG 

RKALQTHVPTFRAMEVETYEK 

PQVAEALQRAARIA1SVIEFKP 


7920 


38288 


A 


7975 


1 


782 


MAVTAAACWSLRPLARRDVCV 

GVALASPFVKPTHWFCKTLLEP 

CRPTGMGAQE1ISKGLISSLVW 

KLQVEVEEEEFQEFILDTLVLCL 

QEDATEALGSNVVLVLKQKLL 

SANQNIRSKAARALLNVSISRE 

GKKQVC\HFDV I PN PWSHLLKD 

P\VEHVKV*RCRLPLMFA\TV1T 

EGNKYAALEAQAIGLLLELLHSP 

MTIARLNATKALTMLAEAPEG 

RKALQTHVPTFRAMEVETYEK 

PQVAEALQRAARJAISVIEFKP 


7921 


38289 


A 


7976 


1 


300 


VEQTGRGE/RAYD1YSRLLRNA 
FLCVMGP1DDSVASLVIAQLLFL 
QSESNKKPIHMYINSPGGVVTA 
GLAIYDTMQY1LNP1CTLPRTVR 
MSPRWCRRSL 


7922 


38290 


A 


7977 


2 


470 


RPPQRTLQN GL A LQRCLH ATAT 

RALPL1PIVVEQTGRGEASYDIY 

SRLLRER1VCVMGPIDDSVASL 

V1AQLLFLQSESNKKPIHMYI/N 

QPSGGARGQATD1AIQAEEIMK 

LKKQLYNIYAKHTKQSLQVIES 

AMERDRYMSPMEAQEFGILDK 
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SEQ ID 

NO: 


SEQ ID NO: 


Mer 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7923 


38291 


A 


7978 


3 


864 


SCRYPALGPRLAAHFPAQRPPQ 
RRPPRTACSLQRCLHAVTATRAL 
PLIPIVVEQTGRGERAY\D1YSRL 
LRERIWCVMG PI DD\S V A\SLVI 
AQLLF\LQSR\SNMKPIHMY1N\S 
PG W V W V TAGLG HLTDT1 A VTF 
LQPDFCTW/CSLGPGAASMGSL 
AFFAAGTPGMRHFAPQLPVFMI 
QPALQEGAGGQSPPDIVAIQAEE 
NP* KL\KKQL\YNI*RQRTTQTRS 
LQGDRVPPMAEGTA*HEAPME 
GPQEFG\ILKTRFLVPPSPQDGE\ 
DEAPRLVQKEPWEAAPAAEPV 


7924 


38292 


B 


7979 


1 


2088 




7925 


38293 


A 


7980 


412 


812 


FQSLFTCVLFHFKFSLTIHHMNS 
QPF*RIRSTFFFLKQSL/DSVTQA 
GVQWRDLGSLQPPPPGFKQFSC 
LSLPSSWDYRRAPPHPANFFYF 
F* *QTG\FTHVGRMVPI*PRDPP 
ALASQSPGITGMSHCTRPRJR 


7926 


38294 


A 


7981 


2 


178 




7927 


38295 


C 


7982 


279 


322 




7928 


38296 


A 


7983 


2 


760 


GVRRSGGGR\GRPGGGPRKARR 
GKAEDKE*MPVTKLGHLVKDM 
KIKYLEDV/YFSLP1KESETIDFF 
LGSSLKEEGLKIMPVQKQTRAG 
QRTRF1CAFVATGDYNGHVGLC 
VKCSKEVATAIRGSVILTKHS1V 
PVRRGY/WGNKMDK/PHTVPCK 
VTGRCGSVLVHL1VSAPVPKKL 
LMMAGIDDCHTSARGCTAT/LG 
NFAKATFDT1SKTYSYLTLDLW 
KET1FTKSPYQEFTDHLVKTHT 
RVSVQRTRAPAVATT 


7929 


38297 


B 


7984 


318 


406 




7930 


38298 


C 


7985 


333 


439 




7931 


38299 


A 


7986 


2 


171 




7932 


38300 


A 


7987 


1 


668 


MGGLFWRSALRGLRCGPRAPG 
PSLLVRHGSGTIMGVFVAVGTI 
PVPSRVPCIEADTLKPGGPSWT 
RERTLVAVKPDGVQRRLVGDV 
IQRFERRGFTLWGMKMLQAPE 
SVLAEHYQ\DLRRKPFPPCPSSR 
YMSSGPVVAMVWEGYNVVRA 
SRAMIGHTDSVAEAAPGMIKGV 
DFSVHISRNV1HASDSV\EGAQR 
RJQ\LWFQEQ*SWVSWA\D\GGQ 
HSSIHPA 


7933 


38301 


A 


7988 


1 


897 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7934 


38302 


A 


7989 




142 


MEYYAATKNDEVMSFV/GT/W 
MKLETI1LSKLTQEQKTKHHMF 
SLISGS 


7935 


38303 


A 


7990 


287 


1086 


EPWREMFISVYTLQK.LGALFTI 
AKTWNQPKCPSMIDWIKKMW 
H/IYTMEYYAAIKKDEFMSFER 
TWMKLETIILSNLTQEQKTKHR 
MFSLISGSRTMRIHGHREGNITC 
QGLLGGECVHTVATRGSPSATE 
DESCRM1MVNDYGGNSPSTLQV 
KTSPQGRAEK.GNNVRTWLYSN 
LVCWPSLGSLMGKLRDRVIKR 
V1YTHTAGDVSMHEEGFQFPLK 
QVSLLLCA1AFQPSLVVAAALV 
HITMEAYTYLEVTLLQIHSPLFC 
FLPKCHF 


7936 


38304 


A 


7991 


1550 


1835 


DTISHQLEWQSLKSQETTALLTI 
A KT WNQPK C PSM IG W1KK\M W 
H1HTMEYYAAIKRNEFMSFAGT 
WMKLETI I L SKLTQEQKTK\HH 
MFSL1RGS 


7937 


38305 


A 


7992 


164 


647 


DLPVEPHIGKMILFEALVL/HCL 
DPVLTIAASLSFKDP\FVIPLGKE 
KIADARRKELAKDTRSDHLTV 
VNAFEGWEEARRRGFRYEKDY 
CWEYFLSSNTLQIM/MK1IKAVI 
CAGLYPKVAKIRLNLGKKKKXK 
VKVYTKTDGLVAVHPKSVNVE 
QTDFHYNWLI 


7938 


38306 


A 


7993 


66 


345 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7939 


38307 


A 


7994 


1 


2367 


HRVTVISGETGCGKTTQVTQFI 

LDNYIERGKGSACRIVCTQPRRI 

SAHSSCGKSSCRKGQNLVASGN 

STGY\QIRLPESVAQGNRVLSYT 

VPTRNHPSSGSQSDPYLSSVSHI 

VLDEIHERNLQSDVLMTVVK.D 

LLNFRSDLKVILMSATLNAEKF 

SEYFGNCPMIHIPGFTFPVVEYL 

LEDVIEKIRYVPEQKEHRCQFK 

RGFMQGHVNSQEKEEKEAIYK 

ERWPDYVRELRRRYSASTVDVI 

EMM EDDKVDLNLIV AL1RYI VL 

EEEDGAILVFLPGWDNISTLHD 

LLMSQVMFKSDKFL11PLHSLM 

PTVNQTQVFK.RTPPGVRKIVIA 

TN1AETS1TIDDVVYVIDGGKIK 

ETHFDTQNN1STMSAEWVSKA 

NAKQRKGRAG\RVQPGSLLFICI 

NGS*EASLLGWT1QLPEIFEE\PF 

WEGTLFTK*RFLRLGEIAYFLSR 

*MDPPSNEPVLLSIRHL\RSLNA 

LDKQEELTPLGS\HLARLPVEPH 

IGKMILFVGALFCCLDPVLTIAAS 

LKFQ\SPFV!PLGKEKIADARRK 

ELAKDTRSDHLTVVNAFEGWE 

EARRRGFRYEKD\FCWEYFLSS 

NTLQMLHNMK.GQFAEHLLGA 

GFVSSRNPKDPESNINSDNEKI 1 

KAV1CAGLYPKVAK1RLNLGKK 

RKMVKVYTKTDGLVAVHPKS 

VNVEQTDFHYNWLIYHLKMR\ 

TSSIYLY\DCTEVSP\YCLLFFG\G 


7940 


38308 


A 


7995 


25 


312 


WLIYV1TDARMYRQRGRYYFL 
VSSSLDKVLM1SFLLGWRRSSR 
RLRAFLVLHLRASPWAPRSFVR 
PVSAFSVGMCHMKTRVFENTF 
PFTLGHTVRY VG RE I F/C RR VFT 
RYRESIKISLPTYLTVCPRVKGN 
VFSNTRVFMWHIPTLKADTGRT 
KLLGAQGEARRCKTKKARKRR 
EERLQPNKKEIIKTLSKEEETKK 


7941 


38309 


A 


7996 


2 


417 


QQIRKLIKVGL1IHKPVIVHSQV 
GCQKSTFS/RTRKGRHMGTG*R 
KSTANFQMPEKVTWMRRMRIL 
HWLFGRYHESKKTDHHMYHSL 
YLKVQGN M FTN KQ I LM E HNHK 
LKADKAHKKFLADQAEARSSK 
TNKASKLREER 


7942 


38310 


A 


7997 




124 


KKRPELRDLLNQARKETL/ARK 
EDRSASSGAEGDVSSEREP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


7943 


3831 1 


A 


7998 


911 


1497 


SQRKARDQRRKRNKRASSIAK 

HKEPKRPILPSGKNSQEGVATH 

TKPLAQGKVWLDP/NETNEIPN 

ANFRQQIRKLIKDGLILRHRKPV 

TVHSRAQGWKSTLARRKGRHL 

GIESKKIDRHMYHSLYLKLKGN 

VFKHKRILTEHSHKLKADKAR 

KKPLADQAEARGSKTKEARKL 

REEHLQTKKEEIIKTLSQEEKAK 


7944 


38312 


A 


7999 


34 


279 


EVIHAAIGEKKGSY/NA**PWVE 
EQLTRQPLIHHQPASLHSVY/RC 
RYHSLYLKVKGNVFKNKRILM 
EH1HKLKADKARKKLLA 


7945 


38313 


C 


8000 


351 


530 




7946 


38314 


A 


8001 


356 


921 


WRATACTYPSWAPPRILVATGP 
AAVSAGLPSLHGTRAGPQAPCT 
AAVPPAPLPPHRPAS*G/MPAGP 
VQKGAPT/AAAAG*RLLKHGQS 
RRQGRGGAERTEGCQHAVTFQ 
DCFLRCFFG*C*CLSG/ERAIALE 
QGASHAAEQLPRLQAFKRPGPL 
/QVNPDAPQKSAASSSLKVLSG 
LPKHQRPRRFCQNTGS*SGP**T 
TGRRSAAGAA/GKPENPGSPPA 
PHNFKSGTNPAVTTHHPVGSKP 
RPEPHGNSEA 


7947 


38315 


A 


8002 


495 


653 


MTLTSIDPVLTTFFNLECPL/VFT 
ATASSGLGEVE*A1ALN 


7948 


38316 


A 


8003 


1 


1433 


MPESNCSLTWRHSVGRAVAAQ 

GGEHSSQGASLVLGEPRGGSS 

WLLGLEGDTGLWGGLLKEGRL 

TDG KG KTIDCKD AI F IMTSN V A 

SDE1AQHALQLRQEALEMSRNR 

1AEN\LGDVQISDKITISKNFKEN 

VIRPILKVRGLSWHFLLEPKAHF 

RRDEFLGRUGEIVYFLPFCHSEL 

IQLVNKELNFWA\KRAKQRHN\I 

TLLWD\REVADVLVDG\YNVH 

YGARS\IKHEVER\RVVN\QLAA 

AL*SRTLLP\GGCTLRITVEDSD 

KQLLKSPELPSPQAEKRLPKLR 

LEIIDKDSKTRRLDIRAPLHPEK 

G RLTDG KG KTIDCKDA 1 Fl MTS 

NVASDEIAQHALQLRQEALEM 

SRNRIAENLGDVQ1SDKIT1SKN 

FKENVIRPILKVRGLSWHFLLEP 

KVLTTFFNLSVLYLHGNSIQRL 

GEVNKLAVLPRLRSLTLHGNP 

MEEEKGYRRARGHSLHQGIEK 

YICESDDIFRKYCNNQFL 


7949 


38317 


A 


8004 


1 


789 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

119/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possibie nucleotide insertion) 


7950 


38318 


A 


8005 


1 


409 


LRLELSFCSSCLLEPPWS/TTVV 
CLYCRPATDFHPSGSGRVSAVL 
LIQ*G/RPLPLLIRL1CACHCSHTA 
K.CPGSSPSSMSPTAEEQKSGTA 
EERREGASEHGEEFGWGRLERS 
AVEWPNSRGRSSSHSIPFPAPRP 


7951 


38319 


A 


8006 


1 


1787 


MSKGESRKCNEENVSKSSKVV 

KVFIVLTPQFLSRDKDQLTKEL 

QKHVKSVTVSCKSPRKLLSHIT 

RLHPPSKGQGENLTHLVDSIKA 

TIWCQPVWETVEGQRRRVGNC 

IDFTNGCDLVGSSSLHNMLVCS 

SYDINRQDTFQKDRTSEKHLLD 

SVFTALQDSAGQQWPARLHPQ 

RGEEVADPRGAPSRHVEPENSS 

PCQGNGEQAGKAGARALCGQ 

ARRSPATMPPPLTTRSLCEFAVF 

LLHWLFPELFHYRKLGEQDSCY 

GDGG K.QELDPQRLQ1 1 CN FTEV 

YFPHMQEEEAWRQAGPGPAEA 

AD/TSATSRRSTSPTCRRRRPGC 

SGAPSASTTSFRAWGWTQAAK 

ASPPRDNCYNSSSLPDDISLFTH 

DNLHKQHSCSDSLGKKQLDPS 

CIKL1RH*VHLLYLCTKNNRVW 

TLEFMGNLHWMRNRGAPTSSS 

ARSTCWPRV*RHEELCNQS*EV 

QRGV*GSPAAPERSSKDFCKIPL 

DEVVVPH*/DFPVRSPYLLSDKE 

VCKIVQQSLSVGNFAAGLL/LPP 

RTSSCSTT1FGL/DNKKQLDPTQ 

LRLICH*VEAVYPVEKVEEVWH 

CEC1PSNDEQCHCPNRKKCNIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7952 


38320 


A 


8007 


1 


1475 


MAVDFSLAVLMIVSSYDINRQD 
TFQKDRTSEKHLLDSVFTALQD 
SAGQQWPARLHPQRGEEVADP 
RGAPSRHVEPENSSPCQGNGEQ 
AGKAGARALCGQARRSPATMP 
PPLTTRSLCEFAVFLLHWLFPEL 
FHYRKLGEQDSCYGDGGKQEL 
DPQRLQ1ICNFTEVYFPHMQEEE 
AWRQAGPGPAEAAD/TSATSRR 
STSPTCRRRRPGLQRCAQCIND 
KLQGLGLDAGSEGEPPTRQLLQ 
LLQPAR*HLSNQGGG*LQGRAL 
FTHDNLHKQHSCSDSLGK.K.QL 
DPSC1KL1RH*VHLLYLCTKNNR 
VWTLEFMGNLHWNRNRGAPT 
SSSARSTCWPRV*RHEELCNQS 
*EVQRGV*GSPAAPERSSKDFC 
KIPLDEVVVPHVDFPVRSPYLL 
SDK.EVCK1VQQSLSVGNFAAGL 
L/LPPRTSSCSTTIFGL/DNKKQL 
DPTQLRLICH*VEAVYPVEKVE 
EVWHCECIPSNDEQCHCPNRKK 
CNILKKAKKVEK 


7953 


38321 


A 


8008 




3524 


MCNNLIHLSLANNKITTINGLN 
KLP1 KI LCLSNNQI EM ITGLEDL 
KALQNLDLSHNQ1SSLQGLENH 
DLLEVINLEDNK.1AELREIEYIK 
NLPILRVLNLLENP1QEKSEYWF 
FVIFMLLRLTELDQKK1KVEEK 
VSAVNKYDPPPEVVAAQDHLT 
HVVNSVMQPQRJFDRYLLEIQR 
PEFRLVLKLVGNESLP1ASADSL 
ALTSDMVRNGLGDLFYDFRAC 
HTTRPPYFGEGDRVDYHFISQD 
VFDEMVNMGKF 


7954 


38322 


A 


8009 


258 


719 


MTPPSVLP*PSLSY* HPDYSLPF 
PFSPPVLCFPHPVQGLYSVLFVN 
TAAEPREKSAMAILPLSGHACS 
HVCLGSHQSLFQRACGRCPRPL 
SGSLRSHCHWLLILGVKKCSPP 
E AGKA ILLTTDRTETMN I S WKP 
RNPSHTVPHPHH1CCHWRI 


7955 


38323 


B 


8010 


1 


1953 




7956 


38324 


A 


8011 


32 


533 


G RERPLLSPYMETL YRVPFL VL 
ECPNLKLKKPPWLHMPSAMTV 
YALVVVSYFLITGG1IYDV1VEP 
PSVGSMTDEHGHQRPVAFLGL 
QSKMDNNINGKGLCIQAS*FTM 
GGFRFS*ILDP1ECTKYPKTSI\DS 
FFCSIGISSVVLLEFFPWARSNS 
MRNGNCPGL1 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7957 


38325 


A 


8012 


670 


1052 


TRRDSRCKGTWLLSVKTLAISA 

VKSQKSKASECRFTNRSSSTAVI 

RVLLPGILLSSKLRCSMVLATA 

LERDDSDVGVTISS1NPQDSHFS 

CLLLLRISSNSC*IC/CNFFAIRV 

HLAEVCPQTSLLL 


7958 


38326 


C 


8013 


40 


186 




7959 


38327 


A 


8014 




1216 




7960 


38328 


B 


8015 


1 


1032 




7961 


38329 


B 


8016 




1761 




7962 


38330 


A 


8017 


108 


708 


LTNQKKSRTRRJHSR1LPEVQGG 
AAADRHCPIDRLGSLQDH HRRS 
RLLSQWSP*KSTHD*HGFS\YQS 
AED1 RRKLQQQAEFAGMNTSEL 
LQIANQAFVNRDAVSRKENHR 
DNERQAQRNTDLLAAA1RGVPP 
KRQGKGGPGKETQPGCQSLQR 
NQCAYCKEIGHWKNKCPQLKR 
KPGDSEQEAPDKDEGALLNLA 
EGLLD 


7963 


38331 


A 


8018 


1 


512 


LSRSSPLLPLVWHQAMVGSMD 
VEPAAWVLMTFCWDTPRQSGV 
PRERMPHTGTWRTVGIRCPKK 
KLRSANSSMMRGKVQPFRP/DI 
QAYGAAPFEDLQVDFREMPKC 
GGNKYVLVLGRTYSGWVEAYP 
TRTEKTREVTPVLLRDL1RRFRP 
PLWIGSDNGPAFLAALVQK.TA 


7964 


38332 


A 


8019 


3 


764 


K.QVLVNGDAVSREEK.RK.ENER 
QARRNADLLVSCSNQSGPPKEA 
REELWTKDYRPGQDLRLLSQA 
TLTFH PT VPSPSTLLGLLPA EDS 
WFTCLDLKDAFFPIRSAPESQK 
LFAFQWEDPESALAKTVRQRC 
VSCRQHHA\GKVQPFRP/DIQAY 
GAAAFEDLQVDFTEMPECGGN 
KYLPVLGRTYSGWVETYPTRA 
EKAREVTRVLLRDLIPRLELPFR 
IGSDNGPAFVADLLQKTATVLG 
1TRKLHAASRPQSSGK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7965 


38333 


A 


8020 


19 


1548 


C1YGAQLCTGPSAPVWYCPLGT 

MAPTGLPGHPAVATATEPHRE 

RGSPL/IDSTVLVPPQDKHILRPP 

TVDKRGGEASGETPPLAARLRH 

KTGIQMPLREQQYTGIDEYGHV 

VERRVFGYQPFTSAHLLNWKS 

NTPSYTEKPQALIDLLQTIIQTH 

NPTRADCHQLLMFLFNTDERR 

RVLQAATKWLEEHAPTDYKNP 

QEDVRTQLLGTYPQWDPNERQ 

DMQRLNRYREALLEGLKRGAQ 

KATNINKVSEVIQRKEESPAQF 

YERLCEAYRMYTPFDPNSPENQ 

CMINMALVIQSTEDIRRKLQKQ 

AGFARMNTSQLLEIANQVFVN 

RDAVSRKENQKENGGWPPCLR 

ALAATALLVQEANKLTLGQNL 

NIKASRAVVTLMNTKGHHWLT 

DARLTKYQTLLCENPRITTEVC 

NTLH PATLLPVSESPVEPDCVE 

VLDSVDSSRPDLRDQAWASVD 

WELYVDGSSFFNPQGERGAGY 

AVVTLDTVVEARSLPQATSAQ 

KAELVAFIRALELSE 


7966 


38334 


A 


8021 


1 


895 


MDGAGICYLHQTNAGTEIQTPH 
VLTYKRELNNENMWAHRGDN 
THWGPEGSTNSPASASGVADV 
SRVGSLQWVLGLADFKNEAKE 
LRLYK.QEKREKAKRWKETEKG 
FNGDYGVTMTPGKWRTYFE1D 
WSKLEVGWPSEGNLERSLVSK 
VWHKVTGKSGHSDQFPYIATW 
LQLVLDPPQWLRGQAAAVLVA 
KGQIVPRKDPTPPGRGKSTPEVL 
FDPTSEDPLQEME/PSDPSGALP 
L PG K DA PHS*AHSPCA STRQT Y 
P*ATRSRQERR*SLERNPYIGSS 
FKTQNWDTNAPERAVVYWDR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7967 


38335 


A 


8022 




1959 


MLKNFKKGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VAKGQIVKEGSRSTHRGKSTPE 

VLFDPTSDDPLQEMAKVIPVVP 

SPYQGERLPTFESTVLVPPQDK. 

HIPRPPRVDKRGGEASGETPPL 

AARLRPKTGIQMPLREQRYTG1 

DEDGHMAERRVFVCQPFTSAD 

LLN WKMNTPSCTEKPQALIDLL 

QTI1QTHNPTWADCHQLLMFLF 

NTDERRRVLQAATKWLGEHAP 

ADYQNPQEYGKEESPAQFYER 

LCEAYHMYTPFDPDSPENQRMI 

NMALVSQSAEDIRRKLQKQAG 

FAGMNTSQLLE1ANQVFVNRD 

AVSHTGAEHSVVTGPVAPLSK 

KTI DI 1GAMGVS A KQAFCLPRT 

CTPGTKDYRLVQDLRLVNQAT 

VTLHPTVPNPYILLGLLPAEDS 

WFTCLDLKDAFFSIRLAPERQK 

LFAFQWEDPESGVTTQYTWTW 

LPQGFKNSPTIFGEALARDLQK. 

FPTRDLGCVLLQYVDDLLLGHP 

TAVGCAKRTDALLRHLEDCGY 

KVSKKKAAQICQQQVRYLGFTI 

RQAERTLGSGRKQVICNLPEPK. 

TRRQVREFLGAAGFCRLW1PNF 

AVLAKPLYEVTK*GDREPFEW 


7968 


38336 


A 


8023 


2 


367 




7969 


38337 


A 


8024 


3 


687 


GGRRQRRSKVTSTWWQARESS 
CRGTLLYKTIRSCDTYSLSQEQ 
HGPNLH\L1GVPESDGQNGTKL 
ENTLQD1IQENFPNLARQANIQI 
QEIQRMPQRYSSRRATPRHI1VR 
FTKVEMKEKMLRAAREKGRVT 
HKGKPI RLPADLLVETLQARRE 
WGP1FNILKEKNFQPRISYPAKL 
SF1SEGEIKYFTDKQMLRDFVTT 
RP A LQELLKE ALN MERNNWYQ 
PLQNHAKL 


7970 


38338 


A 


8025 


1 


993 





955 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7971 


38339 


A 


8026 


1 


842 


MAEQEQLQSAVPSPLLVIPRQK. 
GSGVDFQQSPTDLQLRDLTDRR 
KTNKQKGIASTLTKRTSTPKPH 
LYVTNIKDQRPNPRLIGVPESD 
G EKGTKLENTLQD 1 1 Q EN FPN L 
ARQANIQ1REIQRTPQRYSSRRA 
TP\RHLIVRFTKVEMK\EKILRA 
A\REKGR\VTHKGKPIRLTTADL 
SAETSTSQKTEWGPIFNILVKEK 
NF\QPRIS\YPAKALSFFISEGEIK\ 
YFTDKQMLRDFCHHQTCLP*KS 
TRPALKELLERKH LNM/EKGNN 
WYQPLQYNHAQICKDH 


7972 


38340 


C 


8027 


320 


433 




7973 


38341 


A 


8028 


9 


189 




7974 


38342 


A 


8029 


26 


738 


VAASSFDTCADHLCALHLLQV 
LHYLA1QKPADLARHLLPCV1H 
AAVLKVKEEESLENISSVKKIIK 
QI 1 SH SSK VLH FPN PEDKKLEEI I 
HQ1TNVEALIARARSLKAKFGT 
EKCEQEEEKEDLERFVSCLLEQ 
PEVLVTGAGRGHAGRI1HKLFV 
NAQNVAVAMTPP\EEELKRMGS 
PEER\RQNS\VSDFP\PPAGREFIL 
RTTVPRPAPYSKALPQRMYSVL 
TKEDFRLAVKIIDGDV 


7975 


38343 


A 


8030 


3 


2961 


MAADSEPESEVFE1TDFTTASE 

WERF1SKVEEVLNDWKLIGNSL 

GKPLEKGIFTSGTWEEKSDE1SF 

ADFKFSVTHHYLVQESTDKEG 

KDELLEDVVPQSMQDLLGMNN 

DFPPRAHCLVRWYGLREFVVIA 

PAAHSDAVLSESKCNLLLSSVSI 

ALGNTGCQVPLFVQIHHKWRR 

M Y VG ECQG PG VRTDFEM V H LR 

KVPNQYTHLSGLLD1FKSKIGCP 

LTPLPPVSIAIRFTYVLQDWQQ 

YFWPQQPPDIDALV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Lnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7976 


38344 


A 


8031 




1688 


MREKPCQSNECG K A FNYSSLLR 

RHHITHSREREYKCDVCGK1FN 

QKQYIVYHHRCHTGEKTYKCN 

ECGKTFTQMSSLVCHRRLHTGE 

KPYKCNECGKTFSEKSSLRCHR 

RLHTGEKPYKCNECGKTFGRN 

SAL VIHKAIHTG EKPYK.CN ECG 

KTFSQKSSLQCHH1LHTGEKPY 

KCEECDN V YIRRSHL ERH RK I H 

TGEGSYKCKVCDKVFRSDSYL 

AEHQRVHTGEKPYKCNKCGRS 

FSRKSSLQYHHTLHTGEKPYTC 

NECGKVFSRRENLARHHRLHA 

GEKPYKCEECDKVFSRRSHLER 

HRRIHTGEKPYKCKVCDKAFRS 

DSCLANHTESSILGEKPYKCY\K 

CCGGFL1QKGSLPQHQRVHTGE 

KPYECNECGKVFNQKASLAKH 

QRVHTAKKPYK.CNDCGKPLPD 

QSTLFHHQSNP1GVGKRYQ\CN 

DCHKVFSNATTIANHYRIHIEE/ 

K1YKCNKCGKFFRRHS*LVVHQ 

*THTGEKPYKYHDCDKVFSQA 

SSYAKHRJHTGEKPH K.CDDCG 

KAFTSCSHLIRHQRIHTGQMPY 

KCKGGKVFTLWSFHAEHQKIH 


7977 


38345 


A 


8032 


25 


1091 


1HIYSDSCSLSLQDSGDEKEFNL 
DDNVSFRASLWDLAAGPGQGG 
GGGREKWRAV1SRTMNRKMG 
KMMVKALSEEMVRPADIGDGV 
SRGPGDRSGRM*AEKMALAFS 
EQEEHELPVLSRQASTGE*GMR 
GTPAESGGK.DWVTAVLVAGPF 
CGRARVHTDFTPSPYDHDSLKL 
QVRSASGLLWSLAGCAQKGSW 
TEPVGSFKFIYVDVLPEEAVGH 
ARPSRRQSKG K.RPKPKTLHELL 
ER1GLEV*AWSSLVSSIREAQLP 
QGWGPGHLNELNIMDPQHRAK 
LLTAAELLLDYDSEWL*ERPGE 
GAESSQEPG\GEACPKVD1PRDS 
GCFEGSESGRDDAELAGTEEQL 
QGLSLAGAP 


7978 


38346 


A 


8033 


35 


437 




7979 


38347 


A 


8034 


1 


1845 




7980 


38348 


A 


8035 


1 


212 




7981 


38349 


A 


8036 


371 


915 




7982 


38350 


A 


8037 




2460 




7983 


38351 


B 


8038 


10 


1510 
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SKQID 

NO: 


SEQID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in IISSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7984 


38352 


A 


8039 


1 


188 


SASTTLWGLL1FLIHRLGTALRA 
VSS WGTI ILTAKEVQWGH/DCG 
THWSYHHLHQPRAAGHKEC 


7985 


38353 


A 


8040 




2332 


FFFMWDPQHF/TFI/VLPQGYYN 

SPGLYSTVLRDLENLDIL*NIKF 

LYFIDNIMLTGMDE*EEDGTLE 

ALVKHLLSRGVK1NKPYRDSEV 

ATAVK/FLQV*WLGASRG\VPS 

NVKDKLLHLCIVPCKGREAHCL 

G*ALF*VS*HH\IPTCKVVSGFDP 

HF*VT*EECPAFEWSL/QQERTL 

QQIPGHGAVT1LQDPLVLKVPV 

GGVRFGVELNQAPVGESQWKG 

LGIWSKAMSSTAQKYAP/FQSR 

E1CWKQLLACY/W*AL1/E1ECLT 

MGHKTTM*FQ\MPLRN*HLCNS 

♦SHTLDMPQQHP1MRWKSFL*/ 

D+A*IPMLTSPRKHPNLKWP*TT 

KQKH/WKL/GQPSPWVSPGRVG 

WVHKWSKHSGRD/GGYLWVQ 

Q Y * LPPTKV DPDTATSKCPTHQ 

HLNPMIFP/R*GSISLGDQPDPK* 

GVDYIALFPS*KGQRFMFTGIGT 

YSIVGFSCRVVIPSVSTTFWGLL 

IFVIHRLGTASPCSVSSWGTHLT 

AKEVQWGH/DCGTHWXSYHHL 

HQPRAPGP*RMLKRASIGTAQR 

QLAGST/LCGWEGAIFQDMVHF 

KNQRHLYSSV1SVGRTRGSRYQ 

GVEVDVAPYPIPSTHLSWDFAL 

LSQNHHSAG*KVLDSKGGYP*K 

ETNECPLNYTLQLP/PGE/FGQY 

VSRDQRVRRGVPSSPGTWIDPD 

PQEEAWLLSHN/GG*EEFVWNP 

/GDPLGGLLV/LPCPIVSVRRIVQ 


7986 


38354 


A 


8041 


1 


1296 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID ISO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


7987 


38355 


A 


8042 


498 


2219 


KSVKTST*DTLRTKAKTGQGHI 

TGLQPWLGLRIRQEP/SAKTEK 

KAAIQAKAGAEREATGVVRPV 

AKTRAKAKAKTGSKTDAVAE 

MKAVSKNK.VVAETKEGALSEP 

KTLGKAMGDFTPKAGNESTSST 

CKNEAGTDAWFWAGEEATINS 

WFWNGEEAGNSFSTKNDKPEI 

G AQ VC A EELEP A AG ADCKPRS 

GAEEEEEENVIGNWFWEGDDT 

SFDPNPKPVSRIVKPQPVYEINE 

KN RPKDWSE VTI WPN APA VTP 

AVLGFRSQAPSEASP/LFIYCSG 

LR*RKCLFFACGNSLPPF*E\PRS 

CSQPIPECRFDSDPCIQTIDEIRR 

QIRJREVNG1KPFACPCKMECY 

MDSEEFEKLVSLLKSTTDPLIHK 

1AR1AMGVHNVHPFAQEFINEV 

GVVTL1ESLLSFPSPEMRKKTVI 

TLN PPSGDERQRK1ELHVKHMC 

KETMSFPLNSPGQQSGLKILGQ 

LTTDFVHHYIVANYFSELFHLL 

SSGNCKTRNLVLKLLLNMSENP 

TAARDMINMKALAALKLIFNQ 

KEAKANLVSGVAIFIN1KEHIRK 

GSIVVVDHLSYNTLMAIFREVK 


7988 


38356 


A 


8043 


. 


453 


MEKLDELK1K1DNINGALICARH 
FSKCSSNAQSHLCPYLQAFPGG 
PG/VRGLPGWPGRTGSRELGHG 
WRGCG/EGLVSGCQTMLSGA\P 
AGSPQ\PTGGTRAHAVRGRP*V 
PARSQGSRPLARPGQED*GAAP\ 
DFDPG A AGVPG VPA LQEAAQI 


7989 


38357 


A 


8044 


3 


690 


SLSLPSSWDYRRAPPRPANFVF 
LVETGFTMLTTIVLIS*PHHPPA 
SASQNAGIV/GVSHSPRPGIACL1 
TRLDF/HQGTQSRVPALGSS*PIP 
HARPRG HTLKALPYRLYTQTA 
RGFGQPRVRIPLLSLLGSLKPSE 
LRGQVGHAFASAIFASA1SLCVF 
TLLVEGKLKPPGASVRRCLQSN 
RDLG FRATFPTSH RG HG A LGLN 
YISQRATGTPNLWLPFRFRVVL 
LQAACG 


7990 


38358 


A 


8045 


106 


299 




7991 


38359 


A 


8046 


306 


445 




7992 


38360 


C 


8047 


570 


926 
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SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


7993 


38361 


A 


8048 


47 


988 


ASRPGSRVSLMFGAAGRQPDRS 
SSSPGTSWPFPVEPMEELVHDL 
VSALERELQSKPRGGFAEPGDP 
FSEVY/PCPLKRPARKRRGRKR 
RFV*CASPVGGLVT\A*SEGSDS 
SFRRTKSKKRKLKIIRQGPKIQD 
EGVVLESEETNQTNKDKMECE 
EQKVSDELMSESDSSSLSSTDA 
GLFTNDEGRQGDDEQSDWFYE 
KESGGACGITGVVPWWEKEDP 
TELDKNVPDPVFESILTGSFPLM 
SH PSRRG FPTKTQS AFMECLQRJ 
LKNLEGLQLQWYPFLAQWVTR 
EWFIFPRILITMTIGLALGLGQS 
MTSISF 


7994 


38362 


A 


8049 


3 


476 


LTRPVD* RPGTIHLGRG VRARP 
ANRRRQRARRGAAISPPGPCSV 
AGFLRGRLG/PEPGDNGQHLGE 
PWLGCGSLFA*RA*CSRSTRCT* 
RRRAPGDRELPRAPATWAPPIK 
LVPRVFSSKVGQGVSGLVEAM 
CLGQDSILNQSNKHNSVASSNT 
ITVIG 


7995 


38363 


A 


8050 


2 


143 




7996 


38364 


A 


8051 




161 




7997 


38365 


A 


8052 


3 


1189 


ESPLLGHHSSSDAARRRSVSSFP 

VPQDNVDAHPGSGKEVRVPAT 

ALCVFDAHDGEVNAVQFSPGS 

RLLATGGMDRRVKLWEVFGEK 

CEFKGSLSGSNAGITSIEFDSAG 

SYLLAASNDFASR1 WT V DD YRL 

RHTLTGHSGKVLSAKFLLDNA 

RIVSGSHDRTLKLWDLRSKVCI 

KTVFAGSSCNDIVCTEQCVMSG 

HFDKKIRFWDIRSESIVREMELL 

GKITALDLNPERTELLSCSRDDL 

LKV1DLRTNAIKQTFSAPGFKC 

GSDWTRVVFSPDGSYWAAGSC 

♦RALLY! WXDVLTGKVEKVLSK 

A\HSSSHQCGWPWSPSWART\F 

VSVDK.GCKAVLWGTVLTGLSG 

LGG PQCPPHEEAHG LLQPWS W 

QVNVLGYSMDLPEKLKANVGH 



960 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


7998 


38366 


A 


8053 


116 


921 


LSKSNRCW*GCEEKGTLIHCW 
WEC/KFNPLLKAI*RFLKELKVE 
LPLDPAIPSLGLSKIGTGKKVW 
QRLPNCPTISLFSFFHKNRHTGT 
YRRRFLDSLAVRCPCNPATFGS 
KSDVCNFWVMPSTGKKCALPS 
HPLFPNGLNADVVCLSDSENLS 
QKILLILEVSDSVILGKLSHKN11 
QHDCIEEPLTLLRNTQQFRFLC1 
ACHGCTSQYSTFLVKASWTRS 
QGLIQRQPSAGSGYPEKLFSEG 
AGDEGVDLLPLLAKPASPDEQL 


7999 


38367 


A 


8054 


35 


422 


SCSEVTEASWGSVPELRDAQLG 
VGLHSPTYRHPHRETLTCCPAG 
TLQAWPFCGRIRVRVPVSWLGE 
PGRGL1PGSGSAASSECLPGLHG 
RAPLGTSCRPGRPLP/WNQPPPR 
LAQPGHRDPDADAATERPGLQ 
RPSRTACERFPMGVSVRRRVEA 
HSQLGVPELRD 


8000 


38368 


A 


8055 




277 


G PPRPPA * RG H G GRPEN TAP A PP 
RWPPPP\PRSPAPLPPRRACADV 
THPPVPTPGKRTPPP1GGAPAAR 
AAPRRPAPSCFSAPTPGCSLTTG 


8001 


38369 


A 


8056 


3 


179 


PPPHPQGPPPPG RPPGC * RPI/QG 
RQVFSMKPGRTPERTAWS/PPY 
PGCLGSRPRRPSAPA*SGAHCV 
VAPYPGCLGSRPRRPSAPA 


8002 


38370 


A 


8057 


3246 


4682 


ENTLSFASFFFFFEMLSLCRPG W 

SAAAPCQLTAASTYWVKRFSC 

LRLPSSWDYRRAPQHPANSFCI 

FSRDRAL/TMLVRLVSNS*PQVI 

RLPQPPKVLGL*ACCGFCSGSS 

GMAPGCGRVVSHAGAPGGGTR 

PP 


8003 


38371 


A 


8058 


3 


718 


LTRLVLSPDAPD/RATHLIAA/R 

AGTEKVLQ/AQE/CGHFHVVNP 

DWLWSCLERWDKIEEQLFPLR 

DDHTK.AQRENSPTPLPDREGIPP 

TALSHPMPILPKAQPSPEVR1YD 

SNTGKLIRTGARGPPAPSSSLPI 

RQEPSSF/RVDDILGEGSDDSDS 

EKRRPEEQEEEPQPRKPGTRRA 

RTLGAPASSERSAAG/SRG/PRG 

HKRKLNEEDAASESSRESGNEY 

EGSSSEADEMAKALEAELNDL 


8004 


38372 


A 


8059 


273 


468 


NVKGTAANGD*G*RGEAAPA\G 
RSRARVPEDAASESSRESSNED 
EGSSSEADEMAKALEAELNDL 
M 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8005 


38373 


A 


8060 


1 


2886 


MEVPAAGRVPAEGAPTAAVAE 
VRCPGPAPLRLLEWRVAAGAA 
VR1GSVLAVFEAAASAQSAGAS 
QSRVASGGCVRPARPERRLRSE 
RAGVVRELCAQPGQVVAPGAV 
LVRLEGCSHPVVMKGLCAECG 
QDLTQLQSKNGKQQVPLSTAT 
VSMVHSVPELMVSSEQAEQLG 
REDQQRLH RNRKL VLM VDLDQ 
TL1HTTEQHCQQMSNKGIFHFQ 
LGRG EPMLHTRL RPHC KDFL EK 
1AKLYELHVFTFGSRLYAHT 


8006 


38374 


A 


8061 


2 


680 




8007 


38375 


A 


8062 


658 


1657 


PG1LSLRNALLTGVDCKVVVPV 

PPGHTHPQLRLFHFHPKTCSGW 

GEWGDHGVVWAGPAPAVYHL 

HRDVQALWTNDHALAW\P*AM 

TSERTLWPGHELSARPGRSWR1 

SCPTG LVPQGGDDRTRG HWVTA 

TCCSADGLRLCRYGD\GVRGGL 

PTVA WP* LTG SCSLR YG SGQQC 

CYTADGTQLLTADSSGGSTPDR 

GHDWGAPPFRTPPRVPSMSHW 

LYDVLSFYYCCLWAAPDPGKD 

RAGLGCTPT* PSTLTLASAFGDP 

HFVTFDGTNFTFNGRGEYVGM 

G*NQGGRLEPSGSRSAPTTAGT 

ETRGTGLTAVAVQEGNSDVVE 

VRLANRTGPER 


8008 


38376 


A 


8063 


873 


1791 


RCAGCPHSSSFFERGQ*AAVGP 
CCHGGTYRKASSV*RVSV*HPP 
HDRGSRK/QSLSGR* STGLS* MP 
SGVASSASV*FVNVFSLSSSN*L 
AQSTARFPPGSVRGLGQGRAG 
GG*APGHGADHPTGRQHS*GSP 
APVTWLWWPPPRHQAALAPAP 
STTPYDNSPLHCRPSG PSQSSHP 
HSALPGT/SVPGSSPLEIVPGSSL 
YVS*SLIRALAAPISSSSVGKNC 
RCTERLAIKPAAESCRTRSSSAG 
QSVFSRFTSL*AFTG*AR*PSAS 
AADLLVKASILLAQLLILESLAS 
STRMYSFRDCTSSFSA 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8009 


38377 


A 


8064 


2 


935 


YSPARGSGRGDLSRRPGAGRRA 

GQGPQVGAPKPGGAEYVRWA 

AGGMKGAGGSSGSGSGSGSRE 

AG*PGVPRGRRGWRTPAEPPG 

WGPGRRQACGA*G/EGRAAAQ 

VGGAPAAAGGGVAREEAPS*P 

GDAAGGSGTPGAASVQVSAPP 

AQPQINLSAGARAGVARRCVCP 

RGAES*GPGPDPGPGSRR*PPAA 

QSGPPPCPSALFLHPSGFLCRRP 

QPSRAQGGEVSGALRAVPRLSG 

GAGNLAALPCQLPGSGGLTPGC 

/QASQGLGVLGLVRAGPAWSPL 

DGPLDQKVFSPQTSLWNQRCFS 

LAAAGPVI1R 


8010 


38378 


A 


8065 


3 


367 




8011 


38379 


A 


8066 


2 


1246 


TPAWSREILAEELCTPPDPGAAF 

VVVECPDESFIQP1CENATFQRY 

QGKADAPVALVVHMAPASVL 

VDSRYQQWMERFGPDTQHLVL 

NENCASVHNLRSHKIQTQLNLI 

HPDIFP/AAHQFPL*EGGPHPQC 

AHGSG*MPPQVPAPFQE/WSAR 

GMPLLLAILRNS*LRRCSFPTSS 

RALQEYRRSAQDGPAPAEKRS 

QYPEI1FLGTGSAIPMKIR\NVSA 

TLVK\QSPDTSLLLDCGEGTFGQ 

LCRHYGDQVDRVLGTLAAVFV 

SHLHADHHTGLPSILLQRERAL 

ASLGKPLHPLLVVAPNQLKAW 

LQQYHNQCQEVLHH1SMIPAKL 

PSGRWLRSPVLQWKD*FSSLLR 

TNWIWEEFQTCLVRHCKHAFGC 

ALVHTSGUKVVYSGDTMPCEA 

LVRMGKDATRKQADELISFQG 


8012 


38380 


A 


8067 


121 


880 


GAAASQLPAVPQPVPGGPAPH 

QYDSCQMPSGRG*DLQSCSGK1 

DQF A/A WTTC DLEEFQTCLVRH 

CKHAFGCALVHTSGWKVVYSG 

DTM PC E\LL VRMGK D ATLLI H E 

ATL\EDGFRKREA\LEKTHSTTS 

QGHSAWGMRMNAEFHY/VLN 

HFQARRYASKVPLFSPNFSEKVG 

VAFDHMKVCFGDFPTMPKLIPP 

LKALFAGDIEEMVEERREKRELR 

AGAGRPSCSRGAGRRPLEDGEP 

QQKRAHTEEPQAKKVRAQ 
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SEQID 
NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8013 


38381 


A 


8068 




607 


SPGSWETRLWVWSFYRSCKHS 

LCPCLVGEFLVFNSPMQSGSAG 

EPPRLQF/GAPLPGAAPGNYRRT 

GRGREGPWPPPLAPSLFAFSDL 

GSSPGRTSWRPPAVSRRLGPTFP 

PPAPGRGRPRRAA*TGPSAQ/PP 

RSLSTLSPAPAAPAVRTAPPVAS 

PRAA PAPLRAITLL ATKSEELPV 

VSFFSSRLVLAKRPKRLAQMH 

WGH 


8014 


38382 


A 


8069 




290 


QFLDAESGSAGEPPR/LAVPAPF 
PGGAPGNYGRTG RGREERSWP 
PPLAPSLFALSDFGSSPGRTSRR 
PL A V S RRLG PTF PPPPLPPA PGR 
GRPRAAP 


8015 


38383 


A 


8070 


1 


565 


SPGSWETRLWVWSFYRSCKHS 
LCPCLVGEFLVFNSPMQSGSAG 
EPPRLQF/GAPLPGAAPGNYRRT 
GRGREGPWPPPLAPSLFAFSDL 
GSSPGRTSWRPPAVSRRLGPTFP 
PPA PG RGRPRR A A * TG PSAQ/PP 
RSLSTLSPAPAAPAVRTAPPVAS 
PRAA PAPLRAITLL ATKSEELPV 
VSFFSSRLVLA 


8016 


38384 


B 


8071 


475 


913 




8017 


38385 


A 


8072 


145 


275 




8018 


38386 


A 


8073 


1 


310 


VEELTARTGGGAPPGCQADAK 

RMPQFPPQRTPWGHGFAGAPFP 

ISKPHGPPAGQL*PG/PSCEQT/E 

PPSPVNVTVTHLRANSATVSW 

DVPEGNIV1GYSISQQV 


8019 


38387 


A 


8074 


1 


483 


GSHRVGRWAALCDRAAPRGLT 
NRETGGGAPPGCQADAKRMPQ 
FPSQRTPRG HGFAGAPFP1 SKPH 
GPPAGQL*PG/PSCEQT/EPPSPV 
NVTVTHLRANSATVSWDVPEG 
NIVIGYSISQQRQNGPGQRVIRE 
VNTTTRACALWGLAEDSDYTV 
QVRS1GLRL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
nf peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8020 


38388 


A 


8075 


2 


854 


RPPAARARRWLPKPSPARRSRR 

PAHRCSRRRRTCTPQATRPGMR 

♦APAAACGPTGRRS/RLPALKL 

ALEYIVPCMNKHGICVVDDFLG 

KETGQQ1GDEVRALHDTGKFT 

DGQLVSQKSDSSKDIRGDKITW 

IEGKEPGCETIGLLMSSMDDLIR 

HCNGKLGSYKINGRTKAMVAC 

YPGNGTGYVRHVDNPNGDGRC 

VTCI Y YLN KDWD AK VSGG I LR I 

FPEGKAQFADIEPKFDRLLFFW 

SDRRNPHEVQPAYATRYAITV 

WYFDADERARAKVKY/ f RNR*K 

RCEG 


8021 


38389 


B 


8076 


1 


205 




8022 


38390 


B 


8077 


1 


806 




8023 


38391 


A 


8078 


1 


2279 


MKVGLDQ1 IEV VPSH SVTSGAA 

AGECGGVHCDSVCAEGRWGPN 

CSLPCYCKNGASCSPDDG1CEC 

APGFRG TTCQR 1CSPGFYGHRC 

SQTCPQCVHSSGPCHH1TGLCD 

CLPGFTGALCNEAYSQ/SCPSGR 

FGKNCAGICTCTNNGTCNPIDR 

SCQCYPG W1GSDCSQPHC ADKC 

VHGRC1APNTCQCEPGWGGTN 

CSSVKKQSTVCES* K.CEPWEER 

PCGGLHWD1AGVP/GKHGGYL 

NELGAFGLDRSYMGKSLKDLG 

KNSEYNSSNCSLSSSENPYATIK 

/GPTCTYPEKLRVWLCGDEIAG 

TKRFPICRDQ* LN FSQQECL* S* 

TYSECCPRSIQQ*WASFPGSI*PP 

KNSHIPCHYDLLPVRDSSSSLK 

QEDSGGSSSNSSSSSE*/APKDR 

LGLLV**RS*SM*TNRLAKHPK 

QPGRKGPKI * * HGT WKSSQEK/ 

HAEEQSGKLAATLCGKDWLIQ 

REGWPYILSRMFL/CFISTDGRE 

SESL WRKSNGNSKFKF* WGRPG 

FCCGL*EGQREEVWGLGNSLYC 

LAGQL*CLDCECHH/GFQECCP 

VLGHSWGYKS/CLN RN PL KG LS 

SRCAGLAVRDSLAPNSQG WKA 

TFDFPSLECPSGTYGYGCRQICD 

CLNNSTCDHITGTCYCSPGWKG 

ARCDQA/GCYHSWKSEQLKPN 

Q YCS PC * FLPDRG H CRHHH SCP 

SCSLPTGIVHYL*TQAEGKGIKH 


8024 


38392 


B 


8079 


1 


2909 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8025 


38393 


A 


8080 


332 


602 


NSLNSRWLKGLPGAPGIQEIK.E 
MWRCMSSICQKEGWRMTAGS 
LGHHRSLLHVGQ/AGNDVDRT 
GSLPASVR/QHAYYTASSVEGR 
VSYKLYT 


8026 


38394 


A 


8081 


2 


422 


FNISLGFACPLR1DFFGWFFFVFF 

LSWSFTLFAQAGVLWCDLGSL 

QPPPLGFKAKFSCLSLPSSLDYRC 

LPPRLTNF\*FLVEMGFHHVGQ 

AGLELLTSGDPPASASQSAGITG 

MSHRAQSA ALSFK* SGISKNR Y 

FIFWA 


8027 


38395 


A 


8082 


1 


951 




8028 


38396 


A 


8083 


1 


924 




8029 


38397 


c 


8084 


271 


738 




8030 


38398 


A 


8085 




575 




8031 


38399 


A 


8086 


2 


332 




8032 


38400 


A 


8087 


1 


897 




8033 


38401 


C 


8088 


181 


804 




8034 


38402 


A 


8089 


1 


1923 




8035 


38403 


A 


8090 


294 


2340 


EKCRHNCSSRVWQSLVSQSVW 

ATEGQYGRTKNARPVQVKADS 

ASFPYQRRYPLRLEAQQGLQKI 

VKDLK.AQGLVKPFNSPCNTPIL 

GVQKPNGQWKLVQDLRJINEAI 

VPLYPAVPNPYTLLSQIPEEAE 

WFTVLDLKDAFFCIPVHRESQF 

LFAFEDPSNPTSQLTWTVLPQG 

FRNSPHLFGQALAQDLSQFSYL 

NTLVLRYLDDLLLAAI ILETLCH 

QATQKKTG1ALGVLTQVQGTSF 

QPVAHLSKEIDVVAKGWPHCL 

WV V AA V A VL VS E A VKI IQGRE 

LTVWTSHDVSGTLTAKGDLWL 

S DNL L LN Q ALLFKRP V L RLHTC 

ATLNPATFLPNNKEKIEHNHQQ 

V1VQTYTIQGDLLEVPLTDPDL 

NLYTNGSSFVEKGLRKAGIHPS 

RQWTPLWPKAGPEMLSKRQVL 

ESGILKAFLVPYLLVAVLGSIDF 

NGKPPVAVFSLSQAHRFLCAT 

WLLLGYGEVW1HSHTA1KTYQ 

RRRSQDGRIGTAPVYSSQRERR 

RRRVISAFPSEGIPTDLQLRVLS 

VRRKTNKQKGHPHQKPICTSPS 

SRPKVDKTTKMGKKQNRKTGN 

SKTQSASPPPKERSSSPATEQSW 

MENDFDELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTEK.CLKELMELKTKARELR 

EECRSLRSQCDQLEERVSAMED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location oflasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8036 


38404 


A 


8091 


158 


865 


NPAARTPFFVIKKGGKRGEGCL 
AKAGAIIHLNIG/GTPVCCPLLE 
EGINLEDWATEGQYGRAKNAR 
PVQVKLKDSASFPHQRQYPLRP 
EAQQGLQKIKDLKAQGLVKAC 
NSPYNNPTLGVQKPSGQWRLV 
QDLRIINEVTVPLYLAVPNPYIL 
LSQIPEEAEWFTDLDLKDAFFCI 
PVHPDSQFLFAFEDPSNPMSQL 
TWTVSPQGFRDSPHLFGQALA 
QDLSRFSYLGTLVLWYVD 


8037 


38405 


A 


8092 


1 


748 


MNQSDQEMTGAFVHMKSYTG 
L1SGVAVKMERHIYQDRRJAIEK 
EFNSCRTGCMGDWSFTITQ1RL 
LENTGIRVFKDNLVEEAEWFTV 
LDLMDAFFCIPVHPDSQFLFAFE 
DPSNPASQLTWTVLPQRFKNSP 
HLFGQALAQDLSQFSYLDTLVL 
RYMDDLLLAAYSETLCHQATE 
ALLNFLATCGYKVSKPKAQLCS 
QQVKYLGLKLSKGTRDLTTFLP 
VNEEKIE/P*LSTSNCSKLRCSRG 
TSRGSLG 


8038 


38406 


A 


8093 


194 


1377 


NPAAQTPFFVVKKGGKRGAGL 
LHRQYPLRLEAKQGLKKIVKDL 
ICAQGLVTPCSSPCNTPTLAVQK 
PNGQWRLVQDLRIINEAVVPLY 
P A V PN P Y I LL SQ IPEE AE WFT V L 
DLKDAFFCIPVHPDSQFLFAFED 
PSNPMSQLTWTVLPQGFRDSLH 
LFGQALAQDLSQFSYLDTLVLQ 
YMDDLLLVTHSETLCHQATQV 
LLNFLATCGYKVSKLKAQICSQ 
QVKYLGLKLSKGTRALSEERIQ 
PILAYPHPKTRKQLRGLLGITGF 
CQIWIPRYSEIARPLHTL1KKTQ 
KANTHLVRWTPEAEAAFQVLK 
KALTQAPVLSLPTGQDF\SLYVT 
EKTG IALG VLTQH YGEERNS* L 
PTEYLSNIRKPLGDYYWLYRNL 
KRWQSYTARVIRKERKGK 


8039 


38407 


A 


8094 


3 


521 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8040 


38408 


A 


8095 


1 


3203 


DSPLSTKAMLGMLVKDHWSPA 
AQTPFFV1KEGGKRGAGLLHGQ 
L1LKDKFITQSAADIKEKLQK.ST 
LGPERNLKTLLNLATSVFYNRD 
Q E EQ AERDKRG KK K ATTL VM A 
LGQADFGGSGTRKAWANRMP 
NRAYFQCGLQGHFKKDCPSRK 
PQVCLTIESQEVNCLLDAGAAF 
SVLLSCPGQLSSRSVTIRGVLGQ 
PVTRYFFQPLSCDWGALPFSHA 
FLIMPESLTPLLEREILVKAGAII 
HLNIG EGTPICRLL 


8041 


38409 


A 


8096 


13 


183 


VHLHPQGHVPVKHTPTGLGYS 
SCRHLLLGRACY*KGEVGAKA 
GMQVSDALPRLGGVS 


8042 


38410 


A 


8097 


1 


2427 


MSKFSCASLTATESDGTPLMEQ 
YVPCPVCETAWAQHTDPSEKS 
EDVQYFDMEDCVLTA1ERDFIS 
CPRHPDLPVPLQELVPELFMTD 
FPARLFLENSKLEHSEDEGSVL 
GQGGSGTV1YRARYQGQPVAV 
KRFH1KKFKNFANVPADTMLR 
HLRATDAMKNFSEFRQEASML 
HALQHPCIVALIGIS1HPLCFALE 
LAPLSSLNTVLSENARDSSFIPL 
GHMLTQKIAYQIASGLAYLHK 
KN1IFCDLKSDNILVWSLDVKE 
HIN1K.LSDYG1SRQSFHEGALGV 
EGTPGYQAPEIRPRIVYDEKVD 
MFSYGMVLYELLSGQRPALGH 
HQLQIAKKLSKGIRPVLGQPEE 
VQFRRLQALMMECWDTKPEK 
RPL ALSVVSQM K/APDFCHLH V 
♦TVLWEADSLLLIPGPGVHRGV 
LGWKRGVQELHGG\NTEKGLM 
EVQRMCCPGMKVSCQLQVQRS 
LWTATEDQKIYIYTLKGMCPLN 
TPQQALDTPAVVTCFLAVPVIK 
KNSYLVLAGLADGLVAVFPVV 
RGTPK.DSCSYLCSHTANRSKFSI 
ADEDARQNPYPVKAMEVVNSG 
SEVWYSNGPGLLVIDCASLEIC 
RRLEPYMAPSMVTSVVCSSEGR 
GEEVVWCLDDKANSLVMYHS 
TTYQLCARYFCGVPSPLRDMFP 
VRPLDTEPPAASHTANPKVPEG 
DSIADVSIMYSEELGTQILIHQE 


8043 


38411 


A 


8098 


1 


1641 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for las) amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8044 


38412 


A 


8099 


1 


1075 


VLHKFPYRMVPALPPKRMLGA 

DREFIEARRRALKRFVNLVARH 

PLFSEDVVLKLFLSFSGSDVQN 

KLKESAQCVGDEFLNCKLATR 

AKDFLPADIQAQFAI\SRE\LIRNI 

YNSFHKLRNRAERIAS/RA1DNA 

ADLL1FGKELSAIGSDTTPLPSW 

AALNS\STWG\SLKQALKGLSV 

E\F ALIAADKA AQQG KQ\E EN D V 

\VEKLNLFLDLL\QSY\KDLCE/R 

GHEKGVF/HTKHQRALAQSTA* 

LKRPD* L SATG AEPRSPE VRG S 

KLKSRI RGAREN AI\QTMELRN 

Y\FSLYCLH\QETQL1 HVYLPLTS 

\H1LR\AFVNSQIQGHKEMSKVW 

NDLRPKLSCLFAGPHRTNLTPPC 

SPPEDGVLCPH 


8045 


38413 


A 


8100 


1 


974 


MPQVPAP/PLPS1TSGHPGEP/PA 

RPSCSCLFSPQPCNS1TPSSLLLR 

QLAVAAAGGCGGHGAPALSST 

GWQQVCKSPQVRSVPDNPTTA 

DSTASLAWKFGEVLRSH1NCGY 

K*KQQPLLPVHAQRRAQVSAP/ 

APPAGLSCGQHSLPQPPRCSDLS 

LGLHPGRLPCDRGHCPPLPPVT 

PTPDKAGPILDPAQSCPFCSP1PA 

PPKQPSPPARFPEMKRKKTLM 

MPPSEGSLSLASGMEASVFQRL 

LSRCTCLDQATV1WGFCYMQV 

QASQGIPCRGKDELLRLAPLPV 

KEARRTKPRSPG KHAKAPPSSS 

ACSPHLCCSSPILQALD 


8046 


38414 


A 


8101 


1 


460 


SLQAPRRNSRAEHTRTLNSECP 
RRRRCCIKGCTYT*LDAVP\PPP 
VLDWLVQPKPRWLGGNGWLL 
DGPEEVLQAEACSTTEDGAEPL 
LCPSGYECHILSPG\DVAEGIPN 
RGQCVKQRRQADGR1LRHKLY 
KEYPEGDSKNVAEPGKG\QQRH 


8047 


38415 


A 


8102 




219 


NNHRLDRTLPRDYCHAATAYT 
THELAFGDFRLPTEGHQELCHN 
SHLIYFRRDK*THCTWRSVDSL 
TGVTHR 


8048 


38416 


A 


8103 


230 


555 


NVRPS*ALQAPWGRHHLCVTP 
MQLRMTLVVSSLGKGTCGLSL 
AQ/CAPVQEGTHGGSPPVEGWL 
AATRTCEGCRRENTMKNVGSR 
K.YAFNSLQLKAFPKHYRPPEDL 
RKS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8049 


38417 


A 


8104 


23 


304 


KGFYLFNKQT1EQTNNGSKSFA 
KRNTEGHDDLLLQGFQGSQTPS 
FLSSSGRCYSWGAIGP\QFGALS 
GVFSPFPHSAANRQSSALDFWIT 
TSISF 


8050 


38418 


A 


8105 


99 


375 


VLEFGALSGSLSISPLCT1PALVE 
PPCGPQPSSSSSSSSSSSSSSSSSS 
SSSSSSSSSSSSSSSSSSSSPQGVQ 
LPLGPR\RLKMNTEPPTRP 


8051 


38419 


C 


8106 


5 


376 




8052 


38420 


A 


8107 


545 


990 


GLCHVLQPCDPCLPGTMQEAQ 
PPEVLKTAGKAGGQEPG*L*RIP 
*GSLCPPCPVAFGAAAELPLPSS 
DPVSRTGAPPGQG*WLGFGYFS 
SNEGPSQAGG 


8053 


38421 


B 


8108 


252 


801 




8054 


38422 


A 


8109 


169 


1226 


PNGLRPPCPSPASETPGNAPVCD 
PGSSSQGAQGK1AKPGGLPGWL 
FPFFAQPSPSEG/GLCPPCPVAFG 
AAAELPLPSSDPVFRTGAPPGQ 
GSW/PI*SPGSRSGTRADPVKGE 
VAGRERCLPL1E*ASPGPPHSG* 
AGQVPGAGPPRTAG*GV*TGTA 
PCPKAQPRK*QR*R*RCSS*VG* 
ESAEIVCPQGDAEG*RKGSP*G/ 
SHRRNVPS/RYSNSHGPYDSNQ 
PHRKTK.ITFEEDK.VDSTL1GSSS 
HVEWEDAVHI1PENESDDEEEE 
EKGPVSPRSPRKRP/PSATRAAA 
SRLRGS*TLGGLLGCIFAFFAPP 
SPTEGACAHPAQSLSGPLRSFRC 
HLRILCPARGLHQGRDDG 


8055 


38423 


C 


8110 


58 


504 




8056 


38424 


C 


8111 


203 


1874 




8057 


38425 


A 


8112 


32 


1026 


KLLEQCLHSVSTWETPQYRRPP 
SPS*RGSREQPCSFSSPRDTPGE 
NHWLSLPQRD*AGPPVR/PSAG 
GFMTP/PPRGVPTVEVPPDPTC/S 
PNHTRPFRPFPSKNPCFRFPEPL 
RAPTLVPGPLPPTHPGRVPHLE 
RNLSALGLGKSEGLKRNPCVEP 
/PAPTPIRFPKITGTLPLR/PAADH 
ALLGMRDQSLSGQSPGPKSPDA 
DDQLQNRDHTETEQR1SSGRSS 
ALAPESQLQQGCAGIHFRGRFC 
KAPPLASGPA/RPPCLSLPPPPW 
APVRPKPPR*APPPAP/PVPSPIN 
HPRAEECGRTARDWQAAPLAA 
LVRDPLDEASWAPESGGDVEN 
LYV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8058 


38426 


A 


8113 




909 


TEGGASHRAHPVGPAPRG\KRH 
SGATEPANGTWARRRGPGRDS 
SNQSSGGGERSQLRHRGWRRL 
SRPLLPPGAASPLAGEDPERNA 
G\GWRGGAAPMRPKRGPMNGG 
GCGPGAGSGAGGEALGRGRGA 
VSGCRPAPPVRPPPPPPPPPPGG 
WLRRTAGSGPEYV/GSRCARGS 
GQVSAGGGLCARAARGGKLAP 
RLRALRG RPSPWPA PLG RSPAR 
A PA RV PAGRCGPGA*RG RC AL 
GGQGEEGPAGSEGAGRPLPGRP 
GCPGTSPRLLPRRPVRKTDVGN 
RSSFFPRAPGRAPHAQCPTQFL1I 


8059 


38427 


A 


8114 


1 


454 




8060 


38428 


A 


8115 


2 


172 


MFIYTSAFI*QFTNS1N1PI*TSFC 
*TASVHLSCIVAVFCFHPCQCSS 
SFIQCTTN 


8061 


38429 


A 


8116 


1 


594 


LAPVFKLIPMPVS/YGIFLYMG 
WAALSSIQFTNRVKLLLMPAK 
HQPDLLLLRHVPLTRVHLFTAI 
QLACLGLLW1 1 K.STPAAIIFPLM 
LLGLVGVRKA LERVFSPQELLG 
LDELMPEEERSIPEKGLEPEHSF 
SGSDSEDSELMYQPKAPE1NISV 
N * LE* ESG SGDPRKQHEVLTQE 
VRTFLAFGLTSRCSVGLGKD 


8062 


38430 


B 


8117 


1 


3402 




8063 


38431 


B 


8118 


1 


4614 




8064 


38432 


A 


8119 


3 


435 


DHAKLGTRTSGMRPHSLSLCFF 
SSSYD1LMR1TKDRVKNLTCITY 
Tl LPTDLQPGCGLPRSFYPSSKP 
TSFWLWACKLFPPLPISFNPSPA 
HSKTAHGHSGKHTEAGM*WS* 
TGEG 1TGRCCFVS1 KAPPLPSSG 
PVGGPVGG 


8065 


38433 


A 


8120 


1 


525 


MALL PTV LCL WAQ AQFL VDLG 
QSNSKHQEHQLAPDVAFAK.MK 
GACVCAAGFRGWRCEELCAPG 
THGKGCQLPCQCRHGASCDPR 
AGECLCAPGYTGVYCEELCPPG 
SHGAHCELRCPCQNGGTCHHIT 
GECACPPGW/IG/TV*GPPSPGSL 
LGCLPRETSISLIISSIQLCLYLLL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8066 


38434 


A 


8121 




1050 


MLIMTFHGLLPCMQMACKWQ 

LRVLVAG1RCDSTCPPGRWGPN 

CSVSCSCENGGSCSPKDGSCEC 

APGFRGPLCQRTVHILYPRGCGI 

RDVGESGNRKQKAVEQYREH 

WTVSPEVQCSASHFSSVRPKSA 

CPPGFWGPACFHACSCHNGAS 

CSAEDGACHCTPGWTGLFCTQ 

RCAPGTFGYGCQQKCECMNNS 

TCDHVTGTCYCSPGFKGIRCDQ 

GIMLLL/CPHCGAAGPICLASAA 

AEREG PRPG SPC LL HTCHEDDQ 

HRLLPLSGANSIPTYR*SGRPDS 

PLRTEALILPQ\CQKFSGSQGEV 

CAVSCAAGTYGPNCSSICSCNN 

GGTCSPVDGSCTCKEGRIICLQ 


8067 


38435 


A 


8122 




732 


IRCDSTCPPGRWGPNCSVSCSC 

ENGGSCSPEDGSCECAPGFRGP 

LCQR1CPPGFYGHCCAQPCPLC 

VHSSRPCHH11G1CECLPGFSGAF 

CNQG\QAPTGNPSPGWYRS*EM 

TDPRCSCR/CLSGESTRHTSPVL 

LGTDASETQV1GFVNLAQFLIIC 

PRKLHYKAQNSKKSNGSDASS 

DWKDWGIWDRESCEELCPPGS 

HGAHCELRCPCQNGGTCHHIT 

G EC AC PPG WTVG A/HC* ALCCP 


8068 


38436 


A 


8123 


77 


864 


PAVPEL*VFQAKPERKSRYWQL 
HFPPHSSSPTSWRKSLEPMYRC 
TCPPLTPYGCTCPPLSPYRRTCP 
PLTM Y R Rl CPPLTPY RCTCPPLT 
PYRMFSSPLHKEITSAQRSPEPS 
SRPHSSKAAALR*QPRIMEKQRI 
YGPSPTSVQPASPPPCLDDPRK.K 
AERPDHRATGKRHLPETSL/YA 
ELVRRAVENPEDSEAPAPAPAA 
LSPASEHRTDPIQETKKARKSSD 
NDGSTPLAQTPTRRSSQWPRLG 
QFQQQEDDSSGLYSTG 
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SEQ IE) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 


Nucleotide 
location of lirst 
codon lor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8069 


38437 


A 


8124 


314 


1188 


KHFLNFCLPYMILNKYRNQYCT 

FNDDIQGNKIFTAYGSITCLKLV 

HNC1KKIWLVDSKGLIVKVRIC 

HF*PE*R*LCHSGWPSNLEA1VQ 

EIKPTALIGKHFLLSLLPYPLF*P 

DCFFNERP1IFALSNPTSKAECS 

AEQCYKITKVK*NYNRYFNNQ1 

FIHYREATLYPGQGNNSYVFPG 

VALGVVACGLRQITDNIFLTTA 

EVL*NPLSLPRV*NTKCAQPRN 

Tl RD VSLK I AEK VKPL LFKLH YF 

SFLFLLNMQEAFVRSQMYSTD 

YDQ1\LPD\CYSWPEEVQKIQPQ 


8070 


38438 


A 


8125 


1 


1115 


SPAQVMFQCLWK.SCGKVLSTA 

SAMQRHIRLVHLGRQAEPEQSD 

GEEDFYYTELDVGVDTLTDGLS 

SLTPV SPTA S/I A AC LPPPG A AR 

AAGAPSPA*SPAAACPAPAPAP 

CPEHRC*PPVLSQ*PCLPRAA*R 

PPAWSRMPRRLEPAHPPCPPGS 

ESS*GSPAATRISAGM*YGMEA 

PGPPGAQPAAGRKP\PAVPGLK 

SG SFKN1KLPPSPSPPPPG PG AET 

ARRNKPQGAGPSPAAGSAFNW 

VGVPDLTLEPFPPPGPGEGSPPT 

QS/SPLKKPSFLH*SPNPHPLSPF 

TPKGPGGSHPSRLSARRFIKGV 

MGPALGGQSRCTLRGVGEGTP 

PLALNSTALGPWGCFYPCLFLK 

LQVSHVWAATRRREKLK1 


8071 


38439 


A 


8126 


116 


333 


KLRDRCLSH*K*NGASPPRPTN 
VSIMRPSLV/SLVHHSGL*FPQM 
LRALS*LRVFGVAVSSP*MVPL 
NPCI1SH 


8072 


38440 


A 


8127 


5 


829 


KPSPQPPCPRPGPPRARFLRRSP 

DVEKI PF A*RPCD VRG RPPAGG 

ARRRAASLG/PWVRRRLQARPG 

/LFRPRDFYLRSPRSYGTRP*KSP 

QSSPRGSARPDP\GPA\PPPEPPV 

KRRARGVLESSRHAAPRRVFHL 

GREREQSQEGPAWPKLRGRPAPS 

PQRTATWRPAAGGGK*GSAAT 

S * A RAGPARRG KRRG * EPREN R 

RAGRPATRGRPPGRRCCPPA*S 

PRPSKRSSPLCSPRPSWPPTRPS 

KSSYGASLARTTTLQWKFSVNL 

IRKQIRDAQ 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8073 


38441 


A 


8128 


5 


844 


KPSPQPPCPRPGPPRARFLRRSP 
DVEK 1 PF A* RPCD VRGRPPAGG 
ARRRAASLG/PWVRRRLQARPG 
RFAPGTFTCGAPRSYGTRP*KSP 
QSSPRGSARPDP\GPAASARATR 
EAQSARGLGELAARGSQAGLP 
LGKGARTEPGGSS/CSQGPAWP 
KRGRPAPSPQRTATWRPAAGG 
GK*GSAATS*A RAGPARRGKRR 
G*EPRENRRAGRPATRGRPPGR 
RCCPPA*SPRPSKRSSPLCSPRPS 
WPPTRPSKSSYGASLARTTTLQ 
WKFSMNLIRKQIRDAQ 


8074 


38442 


A 


8129 


795 


914 


RG1RLASEMYPLTCFWRS*LYR 
RG SLARIALVNCRRNAL 


8075 


38443 


A 


8130 


4073 


5350 


YSLKSG S VTPLALFFLLKIDLA 

MQALFWFHVNFKVVFPNSVKK 

AIGSLMGMTLNL*ITLGSMAIFT 

ILILPTHEHGMFFHLFVSSFISLS 

NGL*FSLKRSFTSLVSWIPRYFIL 

FEAIVNGSSLMIWVSVCLLLVY 

KNACDFCTLILYPKTLLKLLISL 

RRFWA\GQWGFLDIQSCHVQTG 

TI * LPLFL1 EYPLFP\LLPNCPGQN 

FQHYVE*QW*ERTSLS\LPVFKG 

NTSSFCPFSMILAVGLS*IALIIL 

RYVPSIPNLLRVFSMKGC*ILSK 

AFSAS1E/YNHVVFVFGSVYMQ 

FLLVPLVEFGCES1WSWTFFGW 

*AIDYCHNFRSCYWSIQRFNFFL 

V*S\GRVYVLRNLSISSRFSSLFA 

*RCL*YSLMVVCISVGLVVISPL 

SFFIASI*FLSLFFFTSLASSLSILL 

IFSKNQLLDSLIF 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8076 


38444 


A 


8131 


1 


1715 


MDGISGGKRALRERHSKSKAL 

GRCFPWTNITPPALPGITNDTTI 

QQGISGL1DSLNARDISVK1FEDF 

AQSWYW1LVALGVALVLSLLFI 

LLLRLVAGPLVLVL1LGVLGVL 

AYGIYYCWEEYRVLRDKGASIS 

QLGFTTNLSAYQSVQETWLAA 

LIVLAVLEA1LLLVLIFLRQRIRI 

AIALLKEASKAVGQMMSTMFY 

PL VTF VLLLICI A Y WAMTALYL 

ATSGQPQYVLWASNISSPGCEK 

VPINI\SCNPTAHLVNSSCPGLM 

CVFQGYSSK.GL1QRSVFNLQIY 

GVLGLFWTLNWVLALGQCVL 

AGAFASFYWAFHKPQDIPTFPLI 

SAF1RTLRYHTGSLAFGALILTL 

VQ1ARV1LEYFDHKLRGVQNPV 

ARCIMC*FKCCLWCLEKFIKFL 

NRNAY1M1AIYG\KNFCVSAKN 

AFMLLMRNIVRVVVLDK.VTDL 

LLFFG KLL V VGG VG VLSFFFF\S 

GRIPGLGKDFKSPHLNYYWLPI 

MRNP1TPTGHVFQTSILGAYVIA 

SGFFSVFGHVCGTRSFLCFLGK 

DLGSVNNGFPGDRPYY/MVPRA 

FLKILG\KKNE\APPDNKKRKK 


8077 


38445 


A 


8132 


1 


208 


GTRASSPAPCPSSSAPAHSFEAC 

CCRMSLWGSCGGSGDGSSACG 

SGWNLSMAGTSCSSPAMCSPSR 

APS* RS A SRPRTWR ATTS AASS 

WAPRRCWCGWA*SAT*PSSTTT 

ISSSPHCGWPCPASCASAAAWL 

SSTWATASVAGSCWGPIM*SSA 

PAHSFEACCCRMSLWGSCGGS 

GDGSSACGSGWNLSMAGTSCS 

SPAMCSPSRAPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8078 


38446 


A 


8133 


28 


1956 


SRAARERGRSDSGGRSDPGCPA 

VPACVPRSRPSMTAPAGPRGSE 

TERFLTPNPGYGTQAGPSPAPPT 

PPEE/VRPSPSS/TNTFS*VPATSF 

EPRAASPAS*CCKWSRSWWSR 

CSSSCLGSV1SWL*HSGKRTPSP 

SDTSSCWATRTERMTPSQPTRG 

SSCTRPSSMLWTASAGGRAGAG 

GQAGAVPGVA/WTCHWAGLLS 

ASGTTTEATWTRPTTHLTLIRW 

WLLTASRWIPPSGPLRPPATISP 

SWKAAPVTRTSRSNSTSTACSL 

EGGPGVSTWQGTLALGAGRDP 

KTPLTLTR A SCLG WSM SPSTSG 

*RPLTSRASSIMRSRTAIPSAS*S 

RLTTKHTVGGSPSAWRPRPTSR 

SVSTPVSSSTGGQQLPGSCLTW 

WSYSPAPCTSSSVSPLTPSRLPAA 

EQSLWGSCGGSGDGSSACGSG 

WNLSMAGTSCFVTSDVLHHLG 

HHS*RSASRPRTWRSLRRFAAS 

SWAPRRCWCGWA*SAT*PSSTT 

T1SAHSPWCLSACSRSSMGTTC 

L*RSPPCRRSRAAAAWCGSSPS 

STFTPSSSLF1LHGAQPLHRAHH 

RAPTYTIK.HSRRRRRKRRASCR 

PY1AQCPGQPHLRQVPPRERAR 

P1AILLLLRKGPLGGAFAAGELI 

RPDCRWTVGPGLQRPPPPTPLIY 

L 


8079 


38447 


A 


8134 




2994 


MQRPCLCVEPMRLCFDSFLLLV 
NQGEEEEGVVPCLEENGRAAA 
DPGPQDQDCLLPTLTPSLSGDE 
APDRTQSSGDPRERCGYLSVTC 
EEGDNRFAAFCLCGSWRLNHG 
HADWCDQRRSQISNRLPASLGI1 
VGTRGSRHLLAALRGVKEDRQ 
TKGCVQTPASLSPWLPGLSSET 
RAQKTCSVLLIDYATFLKLAND 
DDDGCLDCLQPGVRTAWASSQ 
HGIRAPRKSVQGSASSPSLRTW 
ALTCTQNWFCCVLLVK 


8080 


38448 


A 


8135 


215 


418 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8081 


38449 


A 


8136 


767 


1458 


WREHLTKFNVWGKQHLESLNS 
QQKNMRCPVRSQTRPPTDVKP 
VSRSGRREDRRAAGGEGGADR 
QG PGT ARA RA PG SPQRG G * G R 
NLR\QAGPPGKHGRGIPPPQTRG 
RSRGAPPGTPEGPRHPPRPASRA 
PGPATGAPKRPQPQTQRQGHIA 
RDSRPSSDPVPLRETGAPPPWD 
A\SQGQAARPRATQTPSSAPVA 
TRQGSGRRADSRRRGVTRRTER 
CAQPSLAVSRVPTR 


8082 


38450 


A 


8137 


3 


424 




8083 


38451 


A 


8138 




813 


MVQKELEEEGRKSTPQSWGRE 

NMEKALNSSLKASLGSGGVMI 

CASVKALLTVVIAKVLGRLL\ES 

LFLLLQTQTAL*QTL/RHTNRNI 

SHQYQDEIHLDGSDLPRMSPRR 

KYEPPVFPGRKTYKISIRGKAN 

KKCEEARQEKEAM VM KYVRG 

EKESLDLRKEKETLEKKLRDAN 

KELEKNTNKIKQLSQEKGRLHQ 

LYETKEGETTRL1RE1DKLKEDI 

NSHV1KVKWAQNKLKAEMDS 

HKSFKNPLVRCNFAATFGYYK 

KL1PEIKTGSSH 


8084 


38452 


A 


8139 


3 


808 


NVRVEPTDSSFMEA1EFAQKGA 

FDAYVAVGGGSTMDTCKAVAN 

LYASSPHSDFLDYVSAP1GKGK 

P VS VPLKPLIA VPTTSGTG SETT 

GVAIFDYEHLKVKIGITSRA1KP 

TLGLIDPLHTLHMPARVVANSG 

FDVLCHALESYTTLPYHLRSPC 

PSNPITRPAYQGVRNPISDIWGYS 

TRWGFVG*VS*RRAVQEIPMDL 

*KARSHMHLASAFAG1GFGNA 

GVHLCHGMSYPISGLVKMYKA 

KDYNVDHPLVPHGLSVVLTSP 

AVFTFT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8085 


38453 


A 


8140 


2 


1154 


1DPLHTLHMPARVVANSGFDVL 

CHALESYTTLPYHLRSPCPSNPI 

TRP A YQG SNPI SD1 WA I H ALRI V 

AKYLKRAVNSTDK*RRRMSLR 

APSWEWPSPSRGPARCLPRRFY 

1 T* G S* QRYLL WPLLET VDEK Y 

VSLQFSFRRQGVV*ITCL1FLPTE 

*HFFFFHHIFP*GSSLFCRNCQC* 

CV1VRYLYHSQGWQKSR*S*RQ 

GLIWHLGKCFLLGIGFGKCWVF 

I CG HGN V/S YPISGFRWKD VIKG 

KG1YNVG1HPTGWPPWAFSVVP 

HVPQRCFTFHGPRCFPERTPWR 

WQEILGADTRTAQ/RSQDAGLV 

LADTLRKFLFRSG/IVDDGLAA 

VGYSKAD1PALVKGTLPP/QER 

VTSFAPRPQSEEDLAALFEASN 

ETVLNVHLN 


8086 


38454 


A 


8141 


2 


990 


WENWISIC*RMKL/DPYFSPYTK 
IKSKWIKDINVKPQTMKLLQEN 
IRETLQD1GLGEDFSQAQATKA 
KVDKLDHVKFKNFCTAKETIN 
KVKRKPKEWEKILIFADYPSDK 
GLITRILF1DHSWVFLGEGNLAG 
SSDNSGGKAWKHLLPLLASRCS 
GTHSNLRAKLRLSQGTVATWP 
VLKREG EKSCGPSESPDLG APQ 
ARDVTPCLG1CSSWLLQASGHH 
H I PWCQLWKLF V V YLVQLQPH 
REVALVPAPGAAHPTTASVPVC 
AQWLDPMVIHSHTLCCSEPDSP 
LAGMGFRPVAQAKHNPARPSG 
WNESSRPEQNLDKGATSHRGF 
WLAR 


8087 


38455 


A 


8142 


1 


196 


GQYPWPLETNPRFLRE*TLPKS 
LQKSLL*DSPVPE*SLCGTCQQA 
RSLSEEVDESSISQQVCCPT 


8088 


38456 


A 


8143 


3 


413 


ITLGKDCIMHGYML/K.LGNPFL 
TQ WQRRYFTLFPKN I * WRRRG E 
S\RQNLLTM EQILS VEETQI KDK 
KCILFRIKGGKQFVLQCESDPEF 
VQWKKELNETFKEAQRLLRRA 
PKFLN KPRSGTVELPKPSLCHR 
NSNGL 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8089 


38457 


A 


8144 


705 


1983 


EIKVDSSLLKSFLDLMNGKQNL 
ENLNALKDFAMMLNLSYATEII 
LGLEHMHNRFVVYRDLKVRTI 
DRLILHSRYCVNGPLEDKVTEK 
DFPGNPEIKPS\GKWLGCPS*KS 
PTLSQRGLMTLPCQTLGSG*LSF 
PE/VLDLP* WTNAHFADWFSLG 
CMLFKLLRG * VEMHPSSA VLM 
AAGAWMKTTVVRGFKTVFLSV 
W*LSCFIPSKRDVSKRLGCHGG 
G*AIVPAFRYLYQKSKIVILNFQ 
YPPPLIPPRGEVNAADAFDIGSF 
DEEDTKG1KVHM\CHLFLYFYF 
WM/VMISVGKQEVTETVYEAV 
NADTDKIEARKRAKNKQLGHE 
EGKIAHVSQNISNAVNFQNFLY 
LTQWQRRYFYLFPNRLEWRGE 
GESRVSLRQPHRACFPVRTMAY 
GYWLLRRAPKFLNKPRSGTVE 
LPK.PSLCHRNSNGL 


8090 


38458 


B 


8145 


156 


281 




8091 


38459 


A 


8146 


2 


181 


VWCCSRTATLRTRNCARRRCS 
RGSRTWKRSGRSSSRRRAH/SQ 
YDLERLRAAQKQLEREQE 


8092 


38460 


A 


8147 


3 


670 


ETGLKNEGRVLVRHSAWCPLL 
WGREGSRSSLSSWPELQGSPLC 
ASQGVVLQQDSY1EDQKLVLSE 
RALTRSLSRPSSL1EQEKQRSLE 
KQRQDLANLQK.QQAQYLEEKR 
RREREWEDRERELR\DGRPSWP 
SARRRCSRGSRTWKRSGRSSSR 
RRAH/SQYDLERLRAAQKQLER 
EQ\EQLRREAERLSQRQTERDL 
CQVMGLPAESNLMMILIKTPCV 
LSKVRK 


8093 


38461 


B 


8148 


47 


699 




8094 


38462 


A 


8149 


1 


242 


MNRGGFAVKILALLDALSTVCS 
QRVQKAKKQQHLQNKEHFKA 
LLKQKEKLKQQEDL/RKKLF*1Q 
G 1 RCPQATPHHGQCSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8095 


38463 


A 


8150 


3 


929 


ASSCVVRAVPPG/SGVWGFRCG 

LCGPDCESGLLISGSRMFAGPQ 

G/PPGAGTAVTLLAAGEEGLES 

STAQHGSG LCSE EPPW PRRH A 

WQGKSYSRNWLPPARPRPALA 

MSSDTRGQAQLSPSWQLEK.KG 

LSSSTAQRGCRALQGRAASARR 

\QRGKANPTAGTGWLRLAPGLP 

LLCPQTPGGRHSCHPPG/K/PGK 

EGLEQFYSSARLQGFAGKSRQV 

PDVTRGKANPTAGTGWLR/HR 

GPRGGEACAMAVRGPRSHEQR 

CPWSAGADSVS*GHCEGTDGR 

VASGACLQVDSRGSAGQNLPL 

DPEH WH VFCFDFP 


8096 


38464 


A 


8151 




1749 


WVQGASLCVRASRAPLPLARP* 
VQGAELTHPWGPAAHP*TRNQ 
KPALGSSGPHSPH\GNPQTPTQA 
GQP*PHTARHGPVQEHGRGQR 
GPHLHKTETPQEATP*EVGSIAT 
EQA WLPHLCL* RPPPFHQGLFP 
RGPCMEGAQQRVEGSSSAQGT 
QVCMGPKTAGDWDGPWLVCW 
FH*GEAAARILRPGLG\GLSGHP 
LWPQGGGQMTVGYGGASEAC 
GAGELLMRRAPPQSPGKARGL 
PA/HYWHQGQTGPRKAE1 


8097 


38465 


A 


8152 




583 


MAAVVAATALKGRGARNARV 
LRGKERDPGEGRTAEDPFSFTS 
SPTIAGGIL\AGATA\NKAS\HNR 
TRALQN/HTASPEGKEEP*/DPLS 
PELENTFPRKEGQRTPMESCGN 
LPWAMGFPLWLFLPLSSFTQAG 
KWDK7VTVLKAD*RLRAEHCG 
FSNTGRV*RARRFRAFLPEVAPF 
PLMFGSGVSGGADLRSVCDPP 


8098 


38466 


A 


8153 


141 


341 


GTRGSPSKKGERVRRDAQQTA 
TW*TRSPASGCFQICEGNKQDE 
ACDVRGLQHCERHSLAGPREY 


8099 


38467 


A 


8154 


1 


521 


MKNRSRNKGNVEWQAEGIRSK 
RSVGKQRPSKAKIPSGDKNGVS 
LTHNEVINNDNPLESNDEKEGQ 
EATCSRPQIVP/EFQQ**LFRPE* 
WRRASGNLQLIPKKRVSA*GTR 
GSPSKKGERVRRDAQQTATW* 
TRSPASGCFQICEGNKQDEACD 
VRGLQHCERHSLAGPREYMP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8100 


38468 


A 


8155 




619 


PEAELHNHGIQINSCSVRLVDIK 

KEKPFSNSKVECQAQARTHHN 

QASD11VISSEDSEGSTDVDEPLE 

VFISAPRSEPVINRATPCELKC* 

KEG\QEA1C/SRPRDVPRALGFR 

KFASPFEESFRKGLLGQDPDFPD 

SIEKKPPAEASSG\ALRSKHGEK 

APMTSRSTSTWRIPSRKR\RFSSS 

DFSDLSNGKELQETCSSSLRRG 

SGKE 


8101 


38469 


A 


8156 


362 


1043 


PTTPPSAGSSWTTASPPS*G1CA 

WLGTGRPPSPWRRMSASMRTAS 

EEDGRLQPQLPL*AHPSESSGQ 

DRGNQVSVGREADCGQD/SPVS 

TMTRSHPGRPCAEGC**PCCSSR 

P*PCPCGSGSLVTSPLSLPAPSF 

WLPLRPSVSPPGLPPLQSSLSFPP 

PPPPVPQPPAPPALQWGLHLPG 

VPQPGVPAGRRVVRLSAKHLPR 

LPDHSV*GAPGRRSLREHLPQH 

RPGDQ 


8102 


38470 


B 


8157 


52 


633 




8103 


38471 


A 


8158 


15 


3054 


AGPDGLAAPASCQGARGQTRV 

PGAFSWLAPGSHHASEGLAPG 

VPPAGGVSAQELTAPPQEGWG 

LGAPPAAPRPESDEKRAGSDAV 

RSFSRGARDSLGQRRLGGTRGA 

GPAGKGAQRTMGPASGFHSFPP 

RPHQEPSPRSSCWQHLLWHCP 

WPQPSRLPRLTPAQLLQGPGVL 

AAPPGP* H VPGFLAQSPWPLPS 

GPRSP*DPLHQGALVPLPQGGS 

PHTAPHCLPSVLSPA1QQPLLPT 

AST/SSRSPPASTMAP 


8104 


38472 


B 


8159 


748 


3111 




8105 


38473 


A 


8160 


1 


463 


GGGGGRGQRGRPSRPRYLCPGP 
G PTG/G PG AC A AGG VTVG PS ED 
NGRPLLPPQRHPPVGDFSRRRC 
RFRLPKHKERSPDARFKEGPGG 
A A/G PG A RGQ * DS A RTPD S\A LK 
LVRPPLPIPTGRPSCASGGR*PA 
GKRGHLSAPPRPGRSSPGPSQP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
nUSSN 
09/540,217 


Nucleotide 
ocation of first 

sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8106 


38474 


A 


8161 


1 


2733 


MALRRAGAGRTGCF1AIDTML 
DM A EN EG VVD1 FNCVRE/LRAQ 
/RVNLV/QTEEQYVFVHDAILEA 
CLC/GNTA I PV/CKLQNLFQNTK 
CTAMSNYTLTQGLLQHWLS*T 
T*F1WLAGTMRLCLSLCVDAAS 
APWVLKTLNIVT/PRVRPEDCSI 
ARPNHDK.NRSMDVLPLDRCLP 
FLISVDGESSNYINAALMDSHK 
QPAAFVVTQHPLPNTVADFWR 
LVFDYNCSSVVMLNEMDTAQR 
GQSFVGPLEFGGAQL 


8107 


38475 


A 


8162 


1 


307 




8108 


38476 


A 


8163 


3 


969 


GLFCSRKTPPSK*\KHNVIASDK 
AAEKSVVHEHEHSHDHTQLHA 
YIGVSLVLGFVFMLLVDQ1GNS 
H VH STDDPE A ARSSNSK ITTTL 
GLVVHAAVFYVSLFPNIADGV 
ALG A AA STSQTS VQLIVFVAIM 
LH KAP A AFGL V S FLMHAGLER 
NRI RKHLL VFAL A APVMSMVT 
YLGLSK.SSKEALSEVNATGVA 
MLFSAGTFLYVATVHVLPEERL 
KLVTVLGAGLLCGTALAVIVPE 
GVHALYEDILEVVPSFYYCHLY 
VYEYLMFSSHFCSPDPWQDQL 
LTLRVCSSTSASLGEGCLGVSSI 
RKGMELSVQAQHHVEVAKA 


8109 


38477 


A 


8164 


164 


240 




8110 


38478 


A 


8165 


2 


417 


QQIRKLIKVGL1IHK.PVIVHSQV 
GCQKSTFS/RTRKGRHMGTG*R 
KSTANFQMPEKVTWMRRMR1L 
HWLFGRYHESKKTDHHMYHSL 
YLKVQGNMFTNKQILMEHNHK 
LKADKAH KKFLADQAE ARSSK 
TNKASKLREER 


8111 


38479 


A 


8166 


1 


86 


RTRGCLSHrINHH*HLHRHHLH 
HHYPYSY*HHHCLNYH/APYLF 
HWLYH/APHHLNQHAHYLHLY 
YHHHYNHHHHLHHHHRSHCH 
HHHHHLTIHLLCQHHHHHFHPT 
KH L LL AHPQ ALQTH HVNHHDM/ 
HHHYPYSY 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8112 


38480 


A 


8167 


50 


1156 


LLLQFSRATFILFQPPANTFTSA 

FSQTRARRGGSGRGGGQESAEE 

TSEFGDRHAPEAAAATRGSAR 

APEPKHASSCGTRGQCACARRE 

VEAQVRAKGDTVAERARRGGR 

WLTRSG MEHLERC E WLLRGTL 

VRAAVRRYLPWALVASMLAGS 

LLKELSPLPESYLSNKRNVLNV 

YFVKVAWAWTFCLLLPFIALTN 

YH/HDRQG WLGP A A/D*/ CTLL V 

GTAIWYICTSIFSN1EHYTGSCY 

QSPALEGVRKEHQSKQQCHQE 

GGFWHGFD1SGHSFLLTFCALH 

DCKKRCLCLQ*R*KTDRSHCLH 

TAITTLVVALGILTFIWVLMFLC 

TAVYFHNLSQKVFGTLFGLLS 

WYGTYGFWYPKAFSPRTSSPEL 


8113 


38481 


A 


8168 


2 


926 




8114 


38482 


A 


8169 


2 


1053 


TRERFSVANRVTGSETVPKAEA 
GPESAAGGQEEEEGEDEEELSG 
TKVSAPYYSFWGTLEYHNAMV 
AGTEEARDGSAGVRVLYLYPT 
HKSLKPRPVSLEGKCRFKENCR 
FSHGQVVSLDELRPFQDPDLSS 
LQAGSACLAKHQGWPLERQHA 
SPMWDNGYLHSQV*LAAA\RE 
AVVGGGRHPAPTAHKRPQESD 
SDS\EVRVTPAMPEWWGQMLW 
TLGPAALPLLGWEVHTRGIGSR 
LLTKMGYEFGKGLGRHAEGRV 
EPIHAVVLPRGKSLDQCVETLQ 
KQTRVGKAGTNKPPRCRGRGA 
RPGGRPAPRNVFDFLNEKLQGQ 
APGALEAGAAPAGRRSKDMYH 
CQQECQAGP 


8115 


38483 


C 


8170 


166 


419 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8116 


38484 


A 


8171 


55 


1157 


ALDEPHGAGASEERAGDVFGPP 

RRVPGPSLWPLEAWPTSSQKV 

MPQVRCLHLHQVWGQRGGPPR 

\KRWAWAARGHTGLGPTPHGP 

S\WTHSNFLKEKIF*KMFA\KQV 

GPEAKQSLPNGFPGVATAWSP 

VRSSVCPLFIKARPSC*QLQDSC 

WDPGGTETADPGHTGLELRFPE 

PPKPTLPLALSEAPVPQREEKTQ 

GRGHYPAPQCLPGDPCSPHHPA 

PQPHQPHPAR/HN * PPPPRPSSHP 

PTTVPPTRPQPWQPGCCAQPPR 

PCLH*RGGN*VY*GMQLHQKS 

V SWPH SQ WPQKREGNG SS H El 

HPSCPPSGFHGPSPEGRMPTQA 

GALHSWVPGLSLSHGSGPHPPP 

RWTATVQAARPRVPPLTNL 


8117 


38485 


A 


8172 


1 


362 


LFDNTVYCPRTERLLKNDTKH 
QRHAQSACQLSTTLVCSQHRK 
VSDFIFQHKHSAPLPQKSKRKQ 
NQQSFMLKTLNKLGIDEMY\RA 
IYDKPTAMllLNGQKLEAFPLKT 
GTRQGFSLSPLL 


8118 


38486 


A 


8173 




655 


MIISTDAEKAFDKIQQPFMLK.TL 
DKQGIDGTYLKIIRAIYDKPTAN 
IILNGQKLEAFPLKTGTRQGCPF 
SQLLFNLMLEVLTRAVREEKEI 
K\GIKYLGIQLTRDVKDLFKRN* 
KPLLNEIKEDTKKWKNIPCSWI 
GRTNTVKM A I LPKFR* WTR* RQ 
FSTVHKD*KLSETVSHSYLKIKF 
WKLKRPFLLHSEPLKERQQDSV 
SLMNWVCMSSKTGQY 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8119 


38487 


A 


8174 


2 


1936 


DKPTAN1 ILNGQKLQA FPLKTG 

TRQGCPLSPLLFN1VLEVLARAI 

RQEKEIKGIQLGKEEVKLSLFA 

DDMIVYLENPIVSAQNLALKLIS 

NVS\KV*GYK1NVQKSQAFLYT 

TNRQTESQIMSELPFTIASKRIK 

YLG1QLTRDVKDLFKENYKPLL 

MEIKEDTNKWKNIPCSWIGRIN 

IVKMAIL\PKVIYRFNAIPIKLPM 

TFFTEL EKVTTLKFI WNQKRA R I 

AKSILRQKNKAGGITLPDFKLY 

YKATVTKTAVWYWYQNRDIDQ 

WNRTEPSEIMPHIYTILI\F\DKPE 

KNKHGGKASL\F1KW\CW\ENW 

LAMCRKLKLDPFLTPYTKINSR 

W1KDLNVRPKTIKTLEENLG1TI 

EDIGVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKIFATYSSDKGLISR 

IYNELKQIYKKKTNNPIKKWAK 

DMNRHFSKED1YAAKKHMKKC 

SSSLAIREMQIKTTMRYHLTPV 

RMAIIKKSGNNRCWRGCGEIGT 

LLHCWWDCKLVQPLWKSVWR 

FLRDLELEIPFDPAIPLLGIYPND 

YKSCCYKDTCTRMFIAALFT1A 

KTWNQPKCPTM1DWIKKMWHI 

YTMEYYAAIKNDEFMSFVGTW 

MKLETIILSKLSQEQKTKHR1 FS 

LIGGN 


8120 


38488 


A 


8175 


2 


1105 


LPTKKSPGPDGITAEFYQRYKE 

ELVPVLLKLFQS1EKEGILPNSF 

YEASI1L1PKPGRDTTKKENFRPI 

SLMNIDAKIP**KY*QN*IPAAH 

QKSLSHHD\KVGFHPPGMQDW 

F\N1HKSIN\LIQHINRAK.DK.NHIV1 

IISIDA EKAFDKIQQPFMLKTLN 

KLGIGGTYFKI IRAI YDKPTANI I 

LNGQKLEAIPFEMLKVMYRAF 

RQNKQIKGIILEKEEVKLSLFAD 

DMIVYLENPIVSAQNLLKLISNF 

SKVSGYKINVQKSQAFLYTNNT 

QTESQIMSELPFVFIASKRRKYL 

GIQLTRDVKDLFKKNYKPLLKE 

IKQDTNKWKNIPCS*VGRINIVK 

MAILPK*DVLASPSPFTMTVTC 

RKQVQVL 


8121 


38489 


B 


8176 


120 


2036 




8122 


38490 


A 


8177 


3 


316 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8123 


38491 


A 


8178 


1 


1447 


MSIRVTQKSYKVSTSGPWFFSS 
CSYLSGPSAH1SSLSFSRAGSSSF 
QGGLGRGYGGASGMEVITAVM 
VNQSLLSPINLEVDLN1QAMHT 
*EKEQIKTLNKFASF1DKVQFLE 
QQNKMLENKWSLLQQQKMAQ 
SNLDNMFESYINNLRWQLETLG 
RKKLKLEAELGNMQGLVEDFK 
NKYEDEINKYTEMENEFVLIKK 
DVDEAYMNKVELEYRLEGPTD 
EINFLRKLYEQEIRELQSQILDM 
SVVLSMDNSHSLDMDSIIAEVK. 
VQYEEIANRSWAEAERMYQN* 
YEELQMLAGEHGDDLLSTKTEI 
STINQNISWLQAEIEGLKGQRA/ 
SLESTITDVEQRG ELVIKDAN A 
KLSQLEAALQRAKQDMALQLH 
E YQELMNFKL AQDI V1TTYRKL 
LESEGSWLESGMQSMS1HMKT 
TSGYAGSLSSAYGGLTSPSLSYS 
LGSSFGSGAGSSSFSHTSSTRAA 
VVKKIEAQNGKLVSKSSDVLPK 


8124 


38492 


A 


8179 


272 


1813 


KCGLRSRSSFSAPSRJSAWFGPP 

ASTPASTMSIRVTQKSYKVSTS 

GPRAFSSRSYTSGPGSR1SSSSFS 

RVGSSMFRGGLGGGYGGASGM 

GGITAVTVNQS\LLSPLVLEVDP 

N1QAVRTQEKEQ1K.TLNNKFAS 

F1DKVRFLEQQNKMLETKWSLL 

QQQKTARSNMDNMFESYINNL 

R RQLETLG QEKLKLE A ELGNM 

QG L V EDFKNK YEDEINKRTEM 

ENEFVL1KKDVDEAYMNKVEL 

ESRLEGLTDEINFLRQLYEEEIR 

ELQSQ1SDTSVVLSMDNSRSLD 

MDSIIAEVKAQYEDIANRSRAE 

AESMYQIKYEELQSLAGKHGD 

DLRRTKTEISEMNRNISRLQAE1 

EGLKGQRASLEAAIADAEQRGE 

LAIKDANAKLSELEAALQRAK 

QDMARQLREYQELMNVKLAL 

DI EI ATYRKLLEGEESRLESGMQ 

NMSIHTKTTGGYAGGLSSAYG 

GLTSPGLS\YSLGSSFGSGAGSS 

SFSRTSSSRA VVVKKI ETRDG K 

LVSESSDVLPK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8125 


38493 


A 


8180 


1 


3519 


MHKELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAE1EQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPP\RLAKTN 

VQPRSLRSKVTTTTTQEKEGST 

KPATP/TRPSEAVQNKSGIKRSA 

STARRGKRVTSAVQAPEASDSS 

SDDGIEEAIQLYQVQKTHKEAD 

GDPPQRVQLQEER 


8126 


38494 


A 


8181 


208 


445 


AACVWRERHHRAEECGCPGVH 
LPPLLHP* KSKWPGRC/RLRGN 
A AHHPPWG QG Q ATP ALCGGLQ 
QPESSQ*GLSSLGGSR 


8127 


38495 


A 


8182 


1 


1607 


MDMFRSGIRRDGGLGDGIVRA 

RRRRQGALAGSSQP1QAAAVPR 

G P\G PAPRDPRS WPSCQG SSGEA 

*PYWKLEGAGLE/RKRGTE1RA 

VGEQLESWRSWRKDVAGCSSP 

TPI PEFG A AAPTKS/GPAGPSSTQ 

QPSSR1WAAPRKRLAG*DTAHK 

NHP/SA A P* PAPQDRARPK*PPR 

ADPQRSVTPPRSPKGS*GSPFFP 

KQ/PRIPKSGAASEASNPLLAITS 

QVVGGSESETRVEGLMKEESV 

REGNAAFSRFLRK.SV/ACKPPAS 

EKDRGSRAAEGDEHASSNLQEP 

IPHLP*TALGERPEARGQP1RFRP 

PGEPCSHPRSVNELGTGEPHTF 

QLGCLQRHPGAVDQAGPRGPG 

AGSRARETGKTGTNSEAAVRQ 

EPKQRILSK1HTSSTPGHRL/EPT 

AFRTRSARSPELASGHQAGKVV 

AG PRVRARG A\PPTGRPG L A AR 

PTEAERASRAPCP\PPQTDARLFI 

TARPRGKSGCRLPAHSPPDPPSR 

LPGPRSRSR/LSPAVRVVAAGEK 

EASGAETAFPAWGTMALFWSL 

QPRALQAL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in L'SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8128 


38496 


A 


8183 




683 


ERGITAGPPGVHPPTARSAGAA 
LPVWDSSACVEGVRPAPAMDP 
*EHQLR\SGLGCQDTLMLIESGP 
QVSLVLSKGCTEAKDQEPRVTE 
HRMGPGLSLISYTFVCRQEDFC 
NNLVNSLPLWAPQPPADPGSLR 
CPVCLSMEGCLEGTTEE1 CPKG 
TTHCYDGLLRLRGGG1FSNLRV 
QGCMPQPVCNLLNGTQE1GPV 
GMTENCNRKDFLTCHRGTTIM 
THGNLAACI 


8129 


38497 


B 


8184 


230 


252 




8130 


38498 


A 


8185 


29 


316 


GRVSRCLPFKLVTPVLCFCLWH 
RSY*EYRNF*MNQISKTQLKQR 
PTRFTG**QPWPRWW/PAPPRPS 
QGRLAGREWSTQAHPRDSQGP 
RLCGEGRGA 


8131 


38499 


A 


8186 




57 


SRPVQAGPKATGTPQPPPS*PEP 

VERPLSMASSGTHAQGPSPPSW 

PQLTGAVAQDSPSPGLLPPRDT 

APAPSMPTADGVQRCARQSGN 

TGPRVAT*PVAPTSFPAGPDSGE 

MG/ESCRRRPGT*PTPFQSRLFR 

RRPSASRIYGLLGPCVISL/HKK 

QKSLPPLAPPGT1TVD1 LFTWAS 

SLFSLNATEGHTVRHV*CSRRN 

YQKANAPRTPTASPNTRSHSLG 

NAKTPPQTVPHRDH PTPQEHTG 

DTSSCVAVLSANTRERAAVEC 

GVTVLNLD*LK*TARSYSMSSA 

STGVAGSVQGKR/LRTSALSSG 

G*GPKATGTPQPPPS 


8132 


38500 


A 


8187 




3564 




8133 


38501 


A 


8188 


154 


256 




8134 


38502 


B 


8189 


1 


1206 




8135 


38503 


B 


8190 


1 


1311 





988 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Mer 
hod 


SEQIDNO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8136 


38504 


A 


8191 


2 


2491 


EAGEWEEGPSQNGLVLQGEKL 
PPDFMPKLVKNLLGEMPLWVC 
QSCRKSMEEDERQTGREHAVAI 
SLSHTSCKSQSCGDDSHSSSSSS 
SSSSSSSSSSCPGNFGDWDPSSF 
LAEHKRLGLWNSPHSIGAMPGS 
SLGSPPTIPGEAFPVSEHHQHSD 
LTAPPNSPTGHHPQPA/LSNP/AL 
TPAPLAP/APHPHLLPTTPAAPFP 
A Q ASECPV A AATAPHTPG PCQS 
SHLPSTSMPLLKMPPPFSGCSHP 
CSGHCGGHCSGPLLPPPSSQPLP 
STHRDPGCKGHKFAHSGLACQ 
LPQPCEANEGLGEEEDSSSERSS 
CTSSSTHQRDGKFCDCCYCEFF 
GHNAPPAAPTSRNYTEIREKLR 
SRLTRRKEELPMKGGTLGGIPG 
EPAVDHRDVDELLEF1NSTEPK 
VPNSARAAKRARHKLKKKEKE 
KAQLAAEALKQANRVSGSREP 
RPARERLLEWPDRELDRVNSFL 
SSRLQEIKNTVKDSIRASFSVCE 
LSMDSNGFSKEGAAEPEPQSLA 
PSKLSGSSEQQPDINLDLSPLTL 
GSPQNHTLQAPGEPAPPWAEM 
RGPHPPWTEVRGPSPVFVPENG 
LVRR/HEHRAQPIPGDLGQDTQ 
AG\HPSSEEASSKEVPSCKQELP 
EPVSSGGKPQKGKRQGSQAK.K 
SEASPAPRP/TSQPRGSQCQGPG 
RWP/TSSQAGS*SLPK*AAVLKL 
ERGAGGAGQDQVGLAVPKLRR 


8137 


38505 


A 


8192 


277 


434 




8138 


38506 


A 


8193 


4 


168 




8139 


38507 


A 


8194 


26 


219 


PRLQCIGQPRLTLPPGFK*FLCP 
SLPSSWDHRQTPT*LANF* KNY 
F**IWGFTMLGMGSGTCNP 


8140 


38508 


A 


8195 


1 


498 




8141 


38509 


C 


8196 


105 


251 
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WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8142 


38510 


A 


8197 




1620 


MWGVGKITDPKDVDTLIPGTC 

GCVTLHGERHFVDVIKAGPTRS 

VQGNPKLGSKKMEVSIMKTQE 

SIKLTVKATTQRRNRNESNGPT 

TEFHQSTMTNTHSDTWMVVLD 

PMKPGGPFEVMAQQTLEKINFT 

LRVHDVLFGDVWLCSGQSNM 

QMTVLQTLSCGVVTVIFIMTLA 

GAHGSTLSSGIFSIYQSDSLKCK 

SGRKAPVGPRVLRTGYTWSQE 

NSTGNPDLFVQDHTWQFCTKH 

SGSYVASMETVDETAFILSTHT 

SFRTDWELKCFITVRRQLGRQY 

ERTCYLSFRPVANTVEYCIGFRF 

ASYINNDMVLQK.EPAGAV1WG 

FGTPGATVTVTLRQGQETIMKK 

VTSVKGLISLLVCLSQFE1VPED 

DPQNA1VSSSADACHAELLRTIS 

TTMGKLMPNLLPAGADFFGFS 

HPAIHNL1QSCPGARKCINLPAS 

RPVGLSIGPLSPLDSYQWVKPD 

VCKPGDGQLPEGLPENDAAMS 

FEAFQRQIFDEDQNDPLL*SSL* 

PWLVIIMVPL/WSSGIFS/TISK*L 

FEV*VGSEGSSGSPCAEDRLHM 

VSRXFHRKSRPVCSGSYLAVLH 

*ALR]LCCFHGNSG*NCFHSLHP 

H*/HSALTGNSSASSQ*DASLGG 

S M REH ATCLLDPLLTL* STVLV 

FALLHTS1M1WCCRRSLLGQ*Y 

GASVHLEPQ*P*PCAKVRKPS*R 

K*PV/CKGL1SLLVCLSQFEIVPE 


8143 


3851 1 


A 


8198 


1 


900 




8144 


38512 


A 


8199 


915 


986 


11TDRPGFHDESA1YPVGYCSTRJ 
YASMKCPDQKCLYTCQIKDGG 
VQPQFEIVPEDDP\RNAIVSFFW 
QMLVMQN\SQDYKALLWGKL 
MPNLLPAGADFFGFSHPAIHNLI 
QSCPGARKCINYQWVKFDVCQ 
TLEMGQLPEGLPENDAAXRALK 
PFQRQIL* * RIDKRNLLLKI KQL 
KVFPGKTITTRTFHDEIPLVSSLP 
SELLPSFIYPKILV 


8145 


38513 


A 


8200 


3 


414 




8146 


38514 


A 


8201 


1 


2445 




8147 


38515 


A 


8202 




248 


ENGNLGP1QAEVKGATGECNIS 
ERKSPGVEIK.SLRELDSGLEVH 
KIAEGFSESKKRSSEDENENKIE 
FRK/KGGF*GGGFLRRK 


8148 


38516 


C 


8203 


70 


324 




8149 


38517 


A 


8204 


I 


675 





990 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8150 


38518 


A 


8205 


692 


808 




8151 


38519 


A 


8206 


1 


1954 


PGTGEETVRLGFPVDPRKVLIV 

AGHHNWIVAAYAHFAVWYRI 

KESS*WQQVFTSPYLDWTIERV 

ALNAK.VVGGPHGDKDKMVAV 

ASESSIILWSVQDGGSGSEIGVF 

SLGVPVDALFF1GNQLVATSHT 

GKVGVWNAVTQHWQVQDVV 

PITSYDTAGSFLLLGCNNGSIYY 

IDMQKFPLRMKDNDLLVTELY 

HDPSNDAITALSVYLTPKTSVS 

GNWIEIAYGTSSGPVRWIVQHP 

ETVGSGPQLFQTFTVHRSPVTKI 

MLSEKHLVSVCADNNHVRTWT 

VTRFRG\MISTQPG\STPLASFKI 

LSLEETESHGSYSSGNDIGPFGE 

RDDQQVFIQKVVPITNKLFVRL 

SSTGKRICEIQAVDCTTISSFTVR 

ECEGSSRMGSRPRRYLFTGHTN 

GSIVQMWGSGPLLWDMVNKSE 

DKDVSGPTVEEELLKLLDQCDL 

STSRCATPN 1 SPATS V VQHSHLR 

ESNSSLQLQHHDTTHESATYGS 

MRPYRESPLLARARRTESFHSY 

RDFQT1NLNRNVERAVPENGNL 

GPIQAEVKGATGECNISERKSP 

GVE1KSLRELDSGLEVHKIAEGF 

SESKKRSSEDENENK1EFRKKG 

GFEGGGFLGRKKVPYLASSPST 

S\DGGTDSPGTASPSPTKTTPSP 

RHKKSDS\SGQEYSL 


8152 


38520 


A 


8207 


2 


383 




8153 


38521 


A 


8208 


13 


332 


SKGFIVLLKCLQILKTPSLGPGN 
QG LNAGKESRGGGLS VKA* RA 
RPDSWRPGPPLSISITLRRLKEG 
RRHHRALPLCC1ITLLASSPNCI 
AP/TSVP*1PRLHPFWL 


8154 


38522 


A 


8209 


1 


1839 




8155 


38523 


A 


8210 




364 




8156 


38524 


A 


8211 


3 


3723 


M1PAGGRAPGPPYSPVPAESESL 
VNGNHTPQTATRGPSACASHSS 
LVSSIEKDLQEIMDSLVLEEPGA 
AGK.K.PAATSPLSPMANGGRYL 
LSPPTSPGAMSVGSSYENTSPAF 
SPLSSPASSGSCASHSPSGQEPG 
PSVPPLVPARSSSYHLALQPPQS 
RPSGARSESPRLSRKGGHERPPS 
PGLRGLLTDSPCTT\VLAEA\RR 
ATAETPRLGGQLPVVAISLSEYP 
ASGALSQPTSIPGSPK.FQPPVPA 
PRNKI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8157 


38525 


C 


8212 


398 


415 




8158 


38526 


A 


8213 


3 


45 




8159 


38527 


A 


8214 


1 


929 


IAAAPELLERSGSPGGGGGAEE 
EAGGGPGGSPPDGARPGPSREL 
AVVARPRAAPTPGPSAAAMAR 
PLVPSSQKALLLELKGLQEEPV 
EGFRVTLVDEGDLYNWEVAIF 
GPPNTYYEGGYFKARLKFPIDY 
PYSPPAFRFLVTKMWHPNIYETG 
YVCISILHPPV/DTDPQSGELPSE 
RW\NPT\QNVRDHSS*V*SSLLE 
RRPNTFLRPANVGRLPWMLQG 
S WEREQGG RI REL H RTS FRK.Q V 
LGTKVDAERDGVKVPTTLP\EY 
CVKDQGRRAPDEGSDLFYDDY 
YE\DARVE\EEADSCFGDDEDDS 


8160 


38528 


A 


8215 


80 


430 


IAQGPFYPPGWPCSGPGGNTSSP 

RPPPTGGK.GK/PGGPQK/PLAPRI 

PAVFTRGDSG*RSCPATTPLSA 

GSPSLPHR1PEPK.PPHRIPEHKLH 

RACAHAPDPGSGGLRIFLTAVH 

HGKL 


8161 


38529 


A 


8216 


3 


645 


FSVSHLLDLEEAGDMVAAQAD 
ENVGEAGRSLALESPGLTSGTAT 
PQQDNDQLNSEEKKKRKQRRN 
RTTFNSSQLQA\LERVFERTH*T 
PSSLFFLSFLMPSCLLTILQVWF 
QNRRAKJFRRNERAMLANKNAS 
LLKSYSGDVTAVEQPTDLQLCE 
TNACYSPCSLLCPYSAMATYSA 
TCA\NNSPAQGINMANSIANLR 
LKAKEYSLQRNQVPTVN 


8162 


38530 


A 


8217 


3 


907 


RVDDFVAVQLGRP1GSCFGGRA 

QLQEGVQKPQAMAVGNINELP 

ENILLELFTHVPARQLLLNCRL 

VCSLWRDLIDLVTLWKRKCLR 

EGFITEDWDQPVANWK1FYFLR 

SLHRNLLHNPCAEEGFEFWSLD 

VNGGDEWKVEDLSRDQRKEFP 

NDQVKKYFVTSYYTCLKSQVV 

DLKAEGYWEELMDTTRPDIEV 

KDWFAARPDCGSKYQLCGHLS\ 

DAAQGPHGTFQPDPATIQQKSD 

AKWREVSHTFSNYPPGVRYIWF 

QHGGVDTHYWAGWYGPRVTN 

SSITIGPPLP*HPLSPHLLNPDW 


8163 


38531 


B 


8218 


117 


398 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8164 


38532 


A 


8219 


1 


3063 


MSLEVDRSVETMCSGDEILLPD 
LPKADVADPLWGPFPVQNCLS 
LARSDSREQGLVLVMESRNRE 
VVPPGVSYSKDGAKSLKGDVP 
ASEVTSKDSTFSQFSPISSAEEC 
GDDEKIKVDDPLTRRTCNQASG 
SAPQQDYDKLKAFGGENSSKT 
GLSPSGNMEKNKVVKREAEAN 
SINLSVYEPFKVRKAEDKLKEN 
SDNVLENRVLDGKLSSEKNDT 
CLPGTAPSKTKSSSKLSSCSSAI 
MALSAKKAASDSCKEPV 


8165 


38533 


A 


8220 




1188 


MPLDEDPSKLCRHNLK.CLECNE 
IFQDKTSLATHFQQAADMSGQ 
KTCT1CQMLLPNQ/CQRIHQHKS 
P*TCPECRAICR\SHCEVFYKCPI 
CPMTFKSAPSTHSHTYTQHPSIK 
IG ESK11 YKCSMCNTVFTLQTLL 
YRHFDQH1ENQKRDVYISHVRK 
EHGKQMKKQPCCQRDKPFSSS 
HSLCWHNRIKHKVIRKVYTCSH 
CSDSRGTFTKQLM LEKH VQLT 
HGIKDPDLKE/TDRRHQ*GGNR 
NKRRPQGPQSQVEVERTGSGV 
QASQ\GA1TQPKLEINVFKVHKC 
AVCGFTTENLLQFHEHIPQHKS 
DGSFYQCREHLFVAHKLKEPQP 
VSKQNGAGEDNQQENKPSHED 
ESPNGAMSDRKCKVCAKTFET 
EAALKTHMQTHGMAFIKSKRM 
SSDEK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8166 


38534 


A 


8221 


842 


2687 


KGECLPSALSLNGNGRESLESL 

ESLSLEGFTRGRAGLRTCSPPCL 

SLPAPPWAPVLPEPPRGAPPPAP 

RRPVPSTTQGLRSAGARRGTGR 

QLHLRPRC/ADPLGEASWAPES 

GSAPAILKVRIKTIKMSSGEIKR 

TVTRVLPEVDLDSGKKSSEQTA 

SVMASVTFLLSSPASAAILS/SSP 

QGASPVHGHDQCSFTC/SSSPLN 

RAPA/GAIIKAANAIQQQTVVVP 

APSRANAKLVPKTVHLANINLL 

P/HGSATN/ISRQ*SMQQ/RSQPP 

KKVSRVQVVSSLQSSVVEAFN 

KVLSSVNPVPVYIPNLSPPTNAG 

ITLPTRGYKCLECGDSFAVEKS 

LTQHYDRQSMRJEAADTRGQK 

TCTICQMLLPNQCSYASHQRIH 

QH K.SL YTCPECGAICRS VHFQT 

HVTKNCLHYMRRVGFRCVHCN 

VVYSDVAALQSHIQGSHCEVFY 

KCPICPM ASNQNKED TKSMNG 

KEKLEKKSPSPV KKS VETKKV A 

SPGWTCWECDRLFIQRDVYISH 

VRKEQGKQM K K H PCRHLCQH 

NR1KHKGIRKVYACSHCPDSRR 

TFTKRLMLEKHVQLMHSLKDP 

DLKE/TDRCHQ*GGNRNKRRH 

QVPQSQAPLHCTQVKGTSASV 

QAKWSWGR 


8167 


38535 


C 


8222 


1 


438 




8168 


38536 


D 


8223 


98 


463 




8169 


38537 


A 


8224 


1 


2679 




8170 


38538 


A 


8225 


1 


1209 


AADTRGQKTCTICQMLLPNQCS 

YASHQRIHQHKSLYTCPECGAI 

CRSVHFQTHVTKNCLHYMRRV 

GFRCVHCNVVYSDVAALQSHI 

QGSHCEVFYKCPICPMASNQNK 

EDTKS MNGKEKLEKKSPSPVK 

KSVETKKVASPGWTCWECDRL 

FIQRDVYISHVRKEQGKQMKK 

QPCCQRDKPFSSSHSLCWHNRI 

KHKVIRKVYTCSHCSDSRGTFT 

KQLMLEICHVQLTHGIKDPDLK 

E/TDRRHQ*GGNRNKRRPQGPQ 

SQVEVERTGSGVQASQ\GAITQ 

PKLEINVFKVHKCAVCGFTTEN 

LLQFH EHIPQHKSDGSF YQCRE 

HLFVAHKLKEPQPVSKQNGAG 

EDNQQENKPSHEDESPNGAMS 

DRKCKVCAKTFETEAALKTHM 

QTHGMAFIKSKRMSSDEK 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8171 


38539 


A 


8226 


58 


391 


FAKNDGFQLHPCPEPL/PWSQT 
RTQSAAWA*GCNYLQPTGAAD 
LLAYFEFLGPEGKTGW*QGLDR 
DATGAPPSPTARQ/RVGKALGT 
AASLIPSFIPL*SKKMARETAAW 
SEW 


8172 


38540 


A 


8227 


993 


2235 


NGGPHLWRLPTAHRRACGERH 

GQAVACGGAVAEVALVGPAPT 

VGLRRGCPHSAPGGYACPVSSS 

TYSGLGQRCVFPHY\SPRAVPN 

LVPALGAPKP*MGPASGL*GD 

MLPAASVKRAPTAAGPWMLYP 

YSPARLDSAA/LQALSTKKVAS 

DSSKEQVANSRESSSLS1CEVND 

SPRA ADK SPESQN L I DGTKKTS 

LKQLDSPRNISSENSIKGTPASP 

AG STPP1PKVRIKTTKTSSG El K.R 

TVTRVLPEVDLDSGKKPSEQTV 

SVMASVTSLLSSPASAATLSSPA 

RVPLQSAVVTAKQFPLQSPPLNR 

SQSSLWLLLSSQCLL*RQQDPK 

SLI*SSLTTPR*KPRSYLLPLSRV 

PAAPSLKLANA1QQQTVMMPA 

SSLANAKLVPK\MHLANLNLLP 

QVAPATSELCPVSIKTQPQI 


8173 


38541 


A 


8228 


1 


3370 


MI1NT1ITTTTTITIIFIIT1MSSSP1T 
lTNIITlIQHHHHHNDQRPSLGK 
CRGLYIRVRKVPGERATANSRC 
P1NAQGIESCWNGVMALWLGP 
NSTCSRLPELTDSEDCQIYGDTE 
RKRRHSRKTCRWEYQVETKDT 
FLEELLFEPALRTGIQSKQGGPL 
LQLAANNYNLEPKQHFGSWFG 
TMKQLGETESIFSFAYEVCLTV 
YE1FGLPGIAPSKTKSFSNFLSCI 
TA1AALSTKKVASDSSKEQVAN 
SRESS 


8174 


38542 


B 


8229 


1 


438 




8175 


38543 


A 


8230 


38 


597 


VPCGPHCRLPSAWRTSPPRLWN 

DTTSRKWKSGVAKSSCYNL*PS 

AGMRRfCRF*LRAPSTLSGSALL 

*NRLMRSRRFCATSSCAS**CEQ 

RTSLSFEGSLWRST1TSRPPPSA 

ARISSASAPTRRRCASESAACRR 

STGRAGPGPGGGKQQMKAGR\ 

RGTAQPSSPHPLGIPTHHPDTRG 

ASRQTGHL 


8176 


38544 


C 


8231 


1 


1062 
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SEQID 
NO: 


SEQ ID NO: 

sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8177 


38545 


A 


8232 




595 


WSSAQPRSASRAASRSSRLHSS 
RRLCLRCRAPRRPQLVASAKGR 
ASSARSRRGRSRSRR*RGRARS 
GGGMSPLAQRRLK*ASSSSGRG 
AAWSRASRGAARGSGPLTGRR 
SAPLHSSSTVPCSPRYARPGPPR 
ATA/RGPTRATCLPSHRSTITSRP 
PPS\LPVAVQPALPPGAAAPPSP 
PRAGGALAALGPGLTVGAGR 


8178 


38546 


A 


8233 


2961 


3005 


SRLQQTIQADAFAECAKGCWP 
GGM/DELEAETSSSLFLLAMQV 
WMCGGRMEDIPCSRVGHIYRK 
YVPYKVPAGVSLAR/SKNLKRV 
AEV WMDE YAEYI YQRRPEYRH 
LSAGDVAVQKKLRSSLNCKSF 
KWFMTK1AWDLPKFYPPVEPP 
AAAWGE1RNVGTGLCADTKHG 
ALGSPLRLEGCVRGRGEAAWN 
NMQVFTFTWREDIRPGDPQHT 
KKFCFDAISHTSPVTLYDCHSM 
KGNQLWKYRKDKTLYHPVSGS 
CMDCSESDHR1FMNTCNPSSLT 
QQWLFEHTNSTVLEKFNRN*A 
ALLFDDESQFDSSNCQHSCYPR 


8179 


38547 


A 


8234 


203 


314 


VPASSPALGSTLEFQLCEP1NSG 
FCLNQID*GFGYL*ARFMSWPY 
WSLLSPFPLIPLH 


8180 


38548 


B 


8235 


1 


1008 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8181 


38549 


A 


8236 




1495 


clvvtstdsirfqi i pwagtem k 

qe/i1klkdgsmeehlkkpledy 

malfpsvrilrtkkreglir.tr 

mlgasvatgdvitfldshcean 

vnwlpplldriarnrktivcpm 

id vidhddfryetqag damrg 

afdwemyykripippelqkadp 

sdpfecqlvrdtlgdadsqqh 

DVSHLARCQADFLFPWSPVMA 

GGLFAVDRKWF/WELGGWAFS 

HGDPQQPWKESLFFPSSCTSPQ 

VESHWPAGPMP1PEQYCNWSP 

A VTCPVTAGRVCLG WG WR* RK 

* WGTKDLLGARWKSKPF* SP*T 

NQDVKPNPHDL1EQFQRKEHFC 

TESAWLGCPQNGSWLLQSQRS 

HRERWNHG1FMTVISAVSCGLH 

GVVCGGRMED1PCSRNLKRVA/ 

EVWMDEYAEYIYQRRPET/GHL 

SAGDVAVQKKLRSSLNCKSFK 

WFMTK1AWDLPKFYPPVEPPA 

AAWGEQKDMPLSQYTSKGAG1 

KSYLGSCTHHWGHRGRQKQG 

N1L1AHQ 


8182 


38550 


A 


8237 


1126 


1603 


T1MK1TGRAGDAIMGADICH/N 

KDRKVRRKEPKSQDIYLRLLVK 

LYRFLARRTNSTFNQVVLKRLF 

MSRTNRPPLSLSQMIQK\MKLP 

GRENKTAVVVGTITDDVRVQE 

VPKLKVCALRVTSRARSLILRA 

GGKILTFDQLALDSPKG*GTVL 

LSGPRKGR 


8183 


38551 


A 


8238 


504 


737 


QLCWAGGK1LTF\DQLAVDSRK 
GCITVLLSGPLKGRKVYGHFGK 
APGTPHSHTAKPYVHSKGRKFE 
RARG*RAS*GYKN 


8184 


38552 


A 


8239 


1 


360 


MLGFALLPAPPGPGLV/GSG*SP 
DDQ\GRTGPALAPSCLSRPSPAT 
LNSAGSEIHDRPRSGAPPTPCLR 
GSAQASTSACSPGANGPEPKPG 
LGTLRQQLEHIMATNRLDEAG 
WVACYPTDVR 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8185 


38553 


A 


8240 


3 


666 


MSFRQLFQDLKRYVQDADVR 

WEYCVRAKRGQTDTSLGRLFQ 

QGPGVPGRHRAHSATSPDHRFP 

VADLTGQGVL*GCGPPAAPWG 

AG*YPGAPLHAGLGTLPAAAG 

AHHGHQPAG*GGAGSPATRLM 

SVEGCSQRPWTEAPDRPLEHEA 

VCSVRPRPRCFLGGVGRAGAFL 

EEEWQHQSVCVPCQPPWGLGT 

CSSMSGKLSRPPASSSLLSRGKA 

WGQEES 


8186 


38554 


A 


8241 


2 


443 


RTSLEFFFFFFF*DGSFTLVAQA\ 

G VQWRHLG*LQP\RPPGFK* FS 

YLSLLSSWDYRHALSHLANFV 

VYVLFCFYETKSRSVTKAGVQ 

WCDLGSLQAPPPGFTPFSCFSLL 

SSWDYRHLPPHLVNF\CIVSRDG 

VSLCWSGWSRTPDYK 


8187 


38555 


A 


8242 




354 


VSLQPVSQEGVSQRTLGQSSRS 
SGSG/CPGELNSPIFSGVPHRWD 
AA*EESRAAGVPWPSGQISGMC 
SKFR1*NW*DVSWAGWSEDLRS 
*VDLSHGAKSRRTGD*SPKGGP 
PIRVTAP 


8188 


38556 


A 


8243 


2 


241 


WSTGLLRRSGS/NQSSAGKPRR 
SQSESPGP\GSRSSGSGCQESGT 
CH*G*RRRG*GVLAPAPGKRDL 
PPRVKDQVRHPCVV 


8189 


38557 


A 


8244 


5 


282 


AKKESVREPWARVPGALGVAA 
R*VEQSDFQCGPAQMGHGLGG 
IPGCG/PFLGLVVRFLALVASSC 
PFPRKAGLAAKGEGPRQASLRG 
LTPLKRG 


8190 


38558 


A 


8245 




302 


LSREGVGQKALGQSSRGSGSVC 
/LGELNSP1SSGVPQRWDTA*EE 
SWAAGIPWPGGQIDFWHL*QA 
PCPRKSREGVETRREGVGVLAP 
SPEKRDL PLRVKD 


8191 


38559 


A 


8246 


1 


200 


LSPKGVSQRALGQSSRGSGSG/C 
PGELNSPISSGVPHRWDTA*EES 
WAAGIPWPGGQISGTCSKLHS 


8192 


38560 


A 


8247 


23 


187 




8193 


38561 


C 


8248 


1 


1764 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8194 


38562 


A 


8249 


1 15 


872 


LRRGRTYPPP*ELPKARHP*WS 
TGLLRRSGS1SLQPVSQEGVSQR 
AFGQSSRGSGSG/SPGELNSLISS 
GVPHRWDMA*EESWAAGIPWP 
GGQISGTCS/RAPGGGGSGGMP 
GCCGSGVWKFLCASRKAGKGS 
G H RDTRSGCGHKG LGRRDMRL 
GCGNKGSGHRD1RGWGTCPFP 
RKAGLAAKGEGPRQASLRGLT 
PDLKLVRC\PWAGWSEDLRS*V 
DLSHG AKNRRTGD* SPKGGPPI 
LGRPLRACSAAAVHF 


8195 


38563 


A 


8250 


85 


529 


SGSISLQPLSREGVSQRALGQSS 

RGSGSG/CPGELNSPISSGVPHR 

WDTA*EESWAAGIPWPGGQISG 

TCS/RAPVGGGSGGTPGRCGSG 

VWKFLCAGDVAGVCLTVEAR 

NCNFFLLLYTLKARLIKSCPCPR 

KAGLAAKGEGPRQASLQ 


8196 


38564 


A 


8251 




552 


MEARETGPWKEGNVERVASVL 
IK.KGTGLPSTVRVTGSSASVMV 
YGASEAIGQHQSSAAKPRRSQS 
ESLGPEFQGLWEWLPGPRAVK 
RLRVIFDEKEPKRYLIWDKEKG 
ALTLTMPLAPATFLRVNCWAG 
GGGLVTERNCKP*WSTGLPRRS 
GSISLQPLSREGVSQRALGQSSR 
GSGSGCQGLGL* SVLIKKGTGL 
PSTVRVTGSSASVMVYGASEAI 
GQHQSSAAKPRRSQSESLGPEF 
QG LWEWLPG PRAVKRLRVIFD 
EKEPKRYLIWDKEKGALTLTM 
PLA PATFLRVNC WAGGGGLVT 
ERNCK.PDQKMKGIEIKRRERLK 
CGSKIERRKRLRDSEGGWRRVE 


8197 


38565 


A 


8252 


535 


710 


KCFPACHHYHNHHHHHYHHH 
HQHHHHYHH HHH HRITIIIITIIF 
TIITTIIINIirNIIITNITIVIFMRVR 
VKRPPNRLCVSNMAVYFTWVQ 
KKKSSLAFSSVVTSDLKSKKRR 
LSGKSLETSSASLMVYGASEAT 
GQRQSSAAKPRRSQSESLGPEF 
QGLREW*YGDGGDDDNDDGV 
DGGDDSGGGGGCGSGGK.QESI 
SIFD 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


8198 


38566 


A 


8253 


54 


563 


AEKESVREPRARVPGARGVAA 

RPSA/RPR*GRPLLCSPTYPK.H* 

NCAWHQQAGCWLGTGPAAPA 

SPPACAAFSWGYGGLPAPIQTA 

FQAGWXGAPGQRGRSKTTRPGV 

QSVSNPGEPAPEPRAAASSGLSS 

GAFPAPATDPG1CSWAEGLVM 

GKGHHHRPS1SARIPCFHV 


8199 


38567 


B 


8254 


232 


987 




8200 


38568 


C 


8255 


1 


1812 




8201 


38569 


A 


8256 




1035 




8202 


38570 


A 


8257 


2 


664 


SL1KLIPPPRPFGRNRHLPVIRQN 
ERTQRGKRRGVTRYM FSRPFVR 
KHGVVP\LATYLCE1YKQRCDF 
VD1QGEWGTCSKKGMP/HHKC 
Y\HG\KTGRSLTIVTPACLLPLFN 
TTQFRRKILAK.\RINV\R1EHI*AL 
LRARD*LP*NRVK.ENDQEKERS 
PKRKGT WG ST*SRQPYAPPR\EA 
HFLEEPNGEGALSCWEPFPYWI 
SLGLLGVK.K.1CNKKDLWATKK 


8203 


38571 


A 


8258 


1 


747 


MSESFLKPLPEVDAGAILLVQP 

AELYSKASRLDDCYQKDSYTH 

RCQEKRTCHTTGGHSGKHQSL 

SGASVSPTCSAKTRDKINCFDFS 

PKSEVITLSSNDDS1VLSDCQEG 

KPKPCSGPFATFKMQYDRTCE 

WTALK1SNGGK.LILISTNVSF1R 

LIGAFKGVVIHTFGSYANSEAV 

TLEASFTADSQFVMIGSEDGKI 

HVWNEESG\KK*LGWMVNTQA 

QLP VCN STPSSMTF A S ACSNMA 

FWLPTIDD 


8204 


38572 


B 


8259 


50 


260 




8205 


38573 


A 


8260 


1 


541 


EVWGPGLASEGAVGITHGPFPK 
AKRNPGKVRSKRRDPPIQFQNL 
RRS*WRSIPRKPGRQTGSRRSL 
WT/ALHPG AGTAKH PPPAA/CA 
GRET*CKSKSPAGRKWSFHRSS 
SRRASE*DASQFAVPAGVTSRE 
PFGSRRTGAPTGGTGTPTRTAR 
SRTWSSSWVRLSGRTGAVGYS 
RSPSCSS 


8206 


38574 


C 


8261 


177 


236 




8207 


38575 


A 


8262 


1 


417 





1000 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEO II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleoiide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8208 


38576 


A 


8263 


2 


475 


GIHTRLNSELLKEEESNKRLEAE 
IEYYQSRLTA A ISKH S ES VKTER 
NVKLALETQDVSVQVKMSSDI 

oc V cL'iS.iNorL, i c^J^blvrvt^lis.r N 
TLKDKFRKKRDTLRKKSLALET 
L/QNDLSQTQQQIKEMK.EMYEN 
AEAKVNNSTGKWSCVEERICQ 
LQHEN 


8209 


38577 


A 


8264 


3 


518 


IFRAPFR1CLG1LLSPPNTEQAQY 
KKQLEQ/FKQGYNTASLNKKEL 
TLKDVECKFYKMKTAYEEVTT 

PT CPVl'PAPA A AT V AMQQU1 V 

KLTKSNKKIAMIS/TQLFMEKEQ 
VK.YFLSTLRARRGRESPCDENL 
TSIG L/NRK Y I PQMPVRI PTS/SPQ 
TSNNCQNYLTEVSHMTVSL 


8210 


38578 


A 


8265 


1053 


3733 


NGRSCCERSSTKKECTD1ESSEF 

VNRKSLTSG\LEEEQQRRERSEK 

KQPQDFHNHEEVKDLMDENCI 

LKTD1AIPRQEICTMKNDNLEK.E 

NKYLKDIKIAKGTOAALENCIK. 

LNEEMITKTAFRYQQELNDLKA 

ENTRLNSELLKEKESKKKLEAE 

1ESYQSRLAAAISKHSEN VKTER 

NLKLALERTQDVFEQPAGLEEA 

ELVLSRLSCGEATEGAARRALA 

AEEAGRWRRGVG/DSWLAPES 

RLHVLKTCGSCWWENLELGRH 

H*LCLWAVKNFQKRFLPGQKK 

SPFQLMSPQREFQHTL*1TQKQN 

RVMNNF1KKYLRLMSSV*CMP 

LT/1KHSIDKEVRSTSARLPCLGS 

EER1CPAALSGKYKKLLEMTIN 

VLSVFGNEDFDCHGDLKTDQL 

KMM1LIKKLKHKFDDLTAEKEA 

VSSKCVDLAKDNQVLQQELLS 

MKKVQQQCEKLEKDKKMLEE 

EILNLKTHMEDNMVELSKLQE 

YKSELDERAMTAVEKLEEIHLQ 

LNKGNTASLNKKELTL KD V EC 

KFSKMKTTYEEVTTKLEEYKE 

AFAVALKANNSMSKK\LTKSN 

KKIAMISTK.LLMEK.EWVKYFLS 

TLPTRRGQESPCVENLTSIVLNS 

KY1PKMTG RIPTSN P* TLNN WQ 

NYLTEEDMVSGDL1SGTWSME 

EWSLGASSLGTWSAAVGQYLA 

RWPLCDLSVTVAESPSPLCCGA 


8211 


38579 


A 


8266 


2 


209 





1001 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8212 


38580 


A 


8267 


1 


1431 


MTQKAAASVEHLAIRCHWSQR 

PAVTGDVLQVYSGSEGTAIIFCE 

TQRSVTE1AMNPHIKQNAQCLH 

GDI AQSQREFTLKDFREG SFK V 

LVATNVAACGLDIPEVDLVIHG 

SPPQD VE/S Y 1 HRSGRTG\FVTM 

TLESLEEIQDVSCAWKELNRKL 

SSNAVSQITRMCLLKGNVRVCF 

DVPTTKSERLQAEWHDSDWIFS 

VPAKLPEIEEYYDRNTSSNSRQ 

RSGWSSGQSGRSGGRSGSRNYF 

AVDTASAIAIALMTFGTMYPMS 

VYSGKVLLQTTPPHVIGQLDKL 

IREVSTLDGVLEVRNEHFWTLG 

FGSLAGSVHVRIRRDANEQMV 

LAHVTNRLYTLVSTLTVQ1FKD 

DWIRPALLSGPVAANVLNFSDH 

HV1PM PLLKGTDDLN PVTSTPA 

KPSSPPPEFSFNTPGKNVNPVIL 

LNTQTRPYGFGLNHGHTPYSS 

MLNQGLGVPGIGATQGLRTGF 

TNIPSRYGTNNRIGQPRP 


8213 


38581 


B 


8268 


128 


1497 




8214 


38582 


A 


8269 




618 




8215 


38583 


A 


8270 




334 


LFH SI FG Y L PFARQTLLPG SIL V F 
TYTQPPKJQFANGTKGLPDPLM 
TPK*QK\APLMPLLVSLGLSAST 
1ALGTRIAGISTSVTTFCSLSNDF 
SASFSPYLHRCFLPWSSL 


8216 


38584 


A 


8271 


1 


2919 




8217 


38585 


A 


8272 


1 


4192 


MR1 P V DA STSRRFTPPST A LSPG 
KMSEALPLGAPDAGAALAGKL 
RSGDRSMVEVLADHPGELVRT 
DSPNFLCSVLPTHWRCNKTLPI 
AFKVVALGDVPDGTLVTVMAG 
NDENYSAELRNATAAMKNQV 
ARFNDLRFVGRSGRGKSFTLT1 
TVFTNPPQVATYHRAIKITVDG 
PREPRNNECVYGNYPEIPLEEM 
PDADG VASTPSLN IQEPCSPATS 
SEAFTPKEGSPYKAPIYIPDDIPI 
PAEFELRESNMPGA 


8218 


38586 


B 


8273 


385 


3930 




8219 


38587 


A 


8274 


830 


906 





1002 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8220 


38588 


A 


8275 


483 


971 


ATMPGHFYLFCETGSNSVSQAG 
VQ* HDFGSLQPPPPG FKQFSCLS 
LLSSWDYRHMPPRPANF/SVFL 
VEMGFYHVGQAGLGLLTSGDP 
PASASQSVGITGMSHHAGPTM 
KLLNPQSEVIFSPRNSHSTLLTP 
LS RHLPHPI SI ST WC I HY APLHT 
VSISAEEAP 


8221 


38589 


A 


8276 


1 


2088 




8222 


38590 


A 


8277 


1 


1822 


MMTKDGLVFGLQRGSPILYVQ 

GLSRFRSFSVASGDSKRTRHRE 

KLPLLEAGERDHNCYGSPQILA 

FQAICKIAKPGKEQSCSKLVGH 

TFDPLLIEA RKPEERQKLPDPCV 

KWGGVGNFPPVKRVGDIRIFVS 

QGGKFSQAPEGPEVTSGSQGLE 

SKTLEVYPVFYCTVAELALNHN 

VQPSHSTLPFPQAEEPHSVATTT 

GPWGVLPGCCQCSLKAQGLFS 

QLVMNAACTGIHTSGQWAPLW 

PSTVPEMPSKSSGLESGTPRTCF 

VLYPAVAKLLPRGTLAYSGKG 

CQNSSANHWDGTQ1HSPCHAA 

AAREYGGKSG1SDSRLSPTLFSA 

SFSNMNLKLDFKVFKYGCFECF 

EATAGANVLIK.IIRESKYKNTD 

D1DILSRQATPVIAQLAHEHSGH 

VAGMEVVFGFSNTDFHLPRQT 

WLQPLSHASLLAAETNTESKND 

TTPQGDQPATWRLNSGYGYAF 

PACNASAKTIHGLTEVLYTVLV 

DGNHNLLTKLSLEEENCLIQLK 

CENLQQKLEQMAA\E*KSLRRK 

RATQEECLMHSNLKFKEKSAE 

YTA L ARQ\LEA ALEEGRQKVAE 

EIEKMSSRESALQIKILDLETEL 

RKKNAEEQNQLVFKNEQ 


8223 


38591 


A 


8278 


1 


5103 


MDESSVHSSVGDRHVDRVSTS 

Q V AERTRCN KM WRIETK SPSG 

DNEGTGTVIEKKTRLSGQGFCL 

QLSEGLQNLQAQRRKIKFREME 

DPSSRPLCSSLDIALCASVKPSA 

GFPQRPKVKPLCVLGSGAGTG 

DAERSLQSSDPLKKQQPLARSL 

RGLCERIVLGGGSGCGARGLRG 

AGGGTALSVPGASRGFEGMFG 

LDQFEPQVNSRNAGQGERNFN 

ETGLSMNTHFKAPAFHTGGPPG 

PVDPAMSALGEPPILGM 


8224 


38592 


A 


8279 




783 




8225 


38593 


A 


8280 


888 


4915 





1003 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8226 


38594 


A 


8281 


94 


757 


APTGCLACNLLLCELGQVTSPL 
*ASAPKCVTVHN*PLCKALPRR 
*SSAWELS*MRKLRLRGVNFLR 
TDGLCFCISTRATPPSSARARCV 
STSLKPASLQLAVSWHHGSRSQ 
GCHLPAGREVCTSQSRGVRETS 
P WGC\EKG SPY A EG FP A VI SLNP 
PSSSTAHDLPANKASASQPGSH 
LQCLSVHCTDDVGDAKARASV 
PTWRSLHSDISNRFGTFVAALT 


8227 


38595 


A 


8282 


2 


374 




8228 


38596 


A 


8283 


260 


500 




8229 


38597 


A 


8284 


98 


828 


RWASVFPHPFPYYLPALLEKKT 
AERRGGAFSRNKQTAGPCGGT 
LQEEGSARTVGDSYGEASAGG 
FSCNKEEGNQRYREG*VTEML\ 
GVGYHRALLQLRGLDPS/PALS 
VT*SRTSGPRPSRLNKKTYCIPP 
RQDCYNNLAACLLQMEPVNYE 
RVREYSQKVLERQPDNAKALY 
RG/SGVAFFHLQDYDQARHYLL 
GCRE*AALKMPNVRRYPPRLTR 
VRTQQPTHRKEKQLLPWACLV 
NKEERCSSS 


8230 


38598 


A 


8285 


396 


602 


GNCGPEKERTCLRSPSWTPMPS\ 
PKQAVPVSSWPPGPHHQ\RCVP 
SRSSNFSKSSKSNSCDGWMSSSS 
SS 


8231 


38599 


A 


8286 




156 


SVVSLSPHR*A1QILSGVAAGW 
GLSDGPSSSPPSPSGARDTGSPG 
SSLGL 


8232 


38600 


A 


8287 


32 


515 


ARGSWGPGAGARPPGTARRAA 
RCATGCGSRSRSSHAPVSPRRA 
APSSVHPGGCHGPALPPPSPRR 
VTQAADARRAAPPLRAASAAP 
SRRWSQAPTP/K/RRLGYPPPRP 
PAHPGPR/PPLRRMVSRSSGEDP 
PRRLT*TGSETPKSTWRELSSRR 
RSLQSKAATR 


8233 


38601 


A 


8288 


30 


460 


RRCPAQRGEIWQSGH\RALLSC 
SGLHPFQTSWLPVYTVRVKLPT 
Q A L AM VDA PPPTKL ECPRLI S V 
CCYAGSENFKPVDLSLLSSIGGS 
GGVGTRGNLLVCELRRPWDKR 
S1WAGV\SRFLRLSPSRFPLA*LG 
LSSYLTTRKT 



1004 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8234 


38602 


A 


8289 


2 


1094 


RMSR1SDDSRTASQLDEFQECL 

SKFT\RYNSVRPLATLSYASDLY 

NGSSIVS\SIEFDRDCDYFAIAGV 

TKKIK.VYEYDTVIQDAVDIHYP 

ENVEMTCNS\KISC\ISW\SSYHK 

NLLASSDYEGTVILWDGFTGQR 

SKV YQEHEKRCWS VDFNLM DP 

KLLASGSDDAKVKLWSTNLDN 

SVASIEAKANVCCVKFSPSSRY 

HLAFG\CSDH\CVHYY\DLRNTK 

QPIMVFKGHRKAVSYAKFVSG 

EEI VS ASTDSQLKLWN VG KP\Y 

CLRSFKGHFNEKNFWGLASSG 

DY1ACGSENNSLYLYYKALSK.T 

LLTFKFDTVKSVLDKDRVEEDD 

TNEFVSAVCWRALTQMGES\N 

VLIAA*QFRVPIKVLELV 


8235 


38603 


A 


8290 




667 


MR1KATSEDGTVIAQAEYGSVD 
IGEEVLKKGFAEKCRLASRTDI 
CEEKKLDPGQLVLRNLKSPIPL 
WGHRSNQSTFSRPKGHLSEK.M 
TLDLKDENDAGNLITFPKESLA 
VGDFNLGSNVSLEKIKQDQKLI 
EENEK LKTEKD AL LE S YKA LEL 
KVEQIAQELQQEKAAAVDLTN 
HLEYTLKTYJDTRMKNLAAKM 
EILKEMRHVDISVRFGKDLSDAI 
QVLG/SKGALLLQLL*MD*R*Y 
GQNTVWLRR1LKL/SEYVSEGNI 
L1AQRNEMQQKLYMSVEDF1LE 
VDESSLNKRLKTLQDLSVSLEA 
VYGQAKEGANSDEILKKFYDW 
KCDKREEFTSVRSETDASLH\LL 
*HGSKEP*RIKVMQTRR*FQIHI 
VKYCKRFIQRKGSLPQYKLSTR 
TVLS/SKKQLIEYLKKIPSVDHL 
LSIK/TDIEKLKSSTQMEIG*KE* 
FGKSQMILMALKLRK*KKK*LK 
KG FA EKCRL AS RTDICEEKKLD 
PGQLVLRNLKSPIPLWGHRSNQ 
STFSRPKGHLSEKMTLDLKDEN 
DAGN LITFPK.ESLA VG D FNLGS 
NVSLEKIK.QDQK.LIEENEKLKT 
EKDALL ESYKALELK VEQI AQE 
LQQEKAAAVDLTNHLEYTLKT 
YIDTRMKNLAAKMEILKEMRH 
VDISVRFGKDLSDAIQVLG 


8236 


38604 


A 


8291 


1 


325 




8237 


38605 


A 


8292 


1 


593 




8238 


38606 


A 


8293 


1 


2013 





1005 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8239 


38607 


A 


8294 


2 


1427 


LLARGAGRTNPAPPLMSCGPW 
GK.FLICCCEVYKSGPYKVQ*EEI 
T1HSRAEAESTYQIKYEELQTLA 
GICHGDDLRCAK/T/EISEMNQNI 
SRLQAETEGLKGQGASLEAAIA 
DAEQWGELAIKDANTKLSELE 
AAMQRAKQDMA/RQLGEYQK 
LALDIEIATYRKLLEGEESRLES 
GMQNVSIHKKTTSGYAGAPAR1 
VSLLQNELLSLEVGVLKGHPTG 
KG EELG AP Y SECSFGLCRRTVM 
LTQAPSSVVRSRNSRNHTVNSG 
GSCLSASTVAIPAINDSSAAMSA 
CSTISAQKRTCCTACEPARKYK 
DTASHQEPAVCQPACQLETADP 
KGGGVLALPQPPSPGMLCWPY 
CRAHATDYFLANFFSEFPCHFL 
HRAGAAQTQATGDGMEHGQS 
RELPKRKAPREESETSEEKSPNK 
WGPVSKQKKQLLVD1LTTI1RPT 
RGNAYTGLSTRKWKPRSEENA 
LMQPNKKDEKGTLTQKLGL 


8240 


38608 


A 


8295 


301 


462 




8241 


38609 


A 


8296 


2 


825 


YPPSPPGRSAAHVSCTLYRTTP* 
WPDQRSAAPPTAWAAS*SPSAR 
RRPSAESMVPREPL*YRPSAATS 
AATPA1SPARALGAGAPCPLFR 
RRSGPFGRTSAIRPPSSAGKAVL 
FPPHGRPVWPVGRLARYATAS 
GWGAHI*ASSGASE/PAVVSVLP 
AGSGASPFHSASWDPPAHPAAA 
ASAAAVIPAL*RSGDRPPVLSFQ 
PLFWFLIRGDNSVSFWLLRGLP 
CPSQAVTTRHRSLQKEKLKRNR 
KSCVMFMQSQVSVSKYSNLVK 
HHHFCIRPL 


8242 


38610 


A 


8297 


3 


251 




8243 


38611 


A 


8298 


208 


307 




8244 


38612 


C 


8299 


18 


197 




8245 


38613 


A 


8300 


1 


1866 





1006 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8246 


38614 


A 


8301 


2 


2558 


FEVLWSDSSITSVTKSSSEVTEFI 

SKLCQLYPEENLEKLIPCLAGPD 

AFYVERNHVDLDSGLRYLASLP 

SHVLKNDHVRRFLSTSSPPQQL 

QSPSPGNPSLSKVGTVMGVSGR 

PVCG V AG I PSSQSG AQHHGQH P 

AGSAAPLPHCSHAGSAGSALA 

YRTQMDTSPAILMPSSLQTPQT 

QEQNGILDWLRKLRLHKYYPV 

FKQLSMEKFLSLTEEDLNKFES 

LTMGAK.KKLKTQLELEKEKSE 

RRCLNPSAPPLVTSSGVARVPPT 

SHVGPVQSGRGSHAAELRVEV 

EQPHHQLPREGSSSEYSSSSSSP 

MGVQAREESSDSAEENDRRVEI 

HLESSDKEKPVMLLNHFTSSSA 

RPTAQVLPVQNEASSNPSGHHP 

LPPQMLSAASH1TPIRMLNSVH 

KPERGSADMKLLSSSVHSLLSL 

EERNKGSGPRSSMKVDKSFGSA 

MMDVLPASAPHQPVQVLSGLS 

ESSSMSPTVSFGPRTKVVHAST 

L DRV LKT AQQP A L V VETSTA A 

TGTPSTVLHAARPPfKLLLSSSV 

PADSAISGQTSCPNNVQISVPPA 

IINPRTALYTANTKVAFSAMSS 

MPMGPLQGGFCANSNTASPSR 

H PSTSFANMATXMPSCPAPSSSP 

ALSSVPESSFYSSSGGGGSTGNI 

PASNPN HHHHHH HQQPPAPPQP 

APPPPGC1VCTSCGCSGSCGSSG 

LTV S Y AN YFQHPFSG PSVFTFPF 


8247 


38615 


A 


8302 


2 


266 


YCGPL*SVWVARNPPGFAFVEF 
EDPRDAAGVV*ELDGRTLCGP\ 
PSWGHRP*DDYCRRGLPPRRRP 
PRRRNLSCSRSRSLYSPWTLSL 


8248 


38616 


A 


8303 


37 


535 


ESWLVLGRRKAGRLIGACGFEP 
PHFLTLDLEMHRDSCPLVDCKV 
YVGNLGNNGNKTELERAFGYY 
GPLRSVWVARNPPGFAFVEFED 
PRDAADAVRELDGRTLIGCVRV 
REE\LSNGEKKK/SRNRGPPPS\W 
GRPPSENDNRKEESFPPRVRRSP 
R\RRSFS\RSRSRSLF 



1007 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8249 


38617 


A 


8304 


2 


668 


EIAERRITQPAPPGPSRPSGPGPA 
GELGGPGTGRALCPADNGGLC 
CGCPLAVP/GPLAVPR/ALKPQR 
TSLSHPTSVTNGGRGVSQPGPR 
RHPGLPTQASTKPPQSRRDAAP 
LGGAGRGGPGSMAAARTPRGG 
GH*GVDGPGRRPRDASRLGRLF 
RPRSRADPVPG*P\PVAIGRDLPS 
PD DN G QRP * G A WK V SE/C PERR 
RVERLAAIGRLVF1LPDFAVGRE 


8250 


38618 


C 


8305 


101 


183 




8251 


38619 


A 


8307 


329 


399 


RERET*SSlNTTFIPGSVLQPDAS 
PSKTGTLTSIPVTIPENTSQSQVI 
GTEGGKNASTSATSRSYSS1ILP 
GV1ALIVITLSVFVLVGLYRMC 

wkahpgtpengndqpqsdk.es 
vklftgktishesgehsa*gk 


8252 


38620 


A 


8308 


192 


537 


KFPTSTPENGNDQ*\PQSDKESV 
KLLTVKT1SHESVILNQNKMDEI 
TEIEFRIWMAMK1TENQKIETHS 
EESEEFNKTIQGMKYEIAILRKN 
KTDLTELKNSPQEFHNTLEVLT 
AE 


8253 


38621 


A 


8309 


1 


789 




8254 


38622 


A 


8310 


1 


423 


EDIWFDDVDPADIEAAIGPEAA 

K1ARKQLGQSEGSVSLSLVKEQ 

AF\AGEELEVVQKEVAEMLK.G 

R1LVGHALHNDLKVLFLDHPKK 

KIRDTQKYKPFK.SQVKSGRPSL 

RLLSEK1LGLQVQQAEHCSIQD 

AQAAMRLYVM 


8255 


38623 


A 


8311 


1 


1077 


MGKAKVPASKRAPSSPVAKPG 

PVKTLTRKK.NKKKKRFWKSKA 

REVSKKPASGPGAVVRPPKAPE 

DFSQNWPCALQEMGSKKKPKII 

QQNKKETSPQVKGEEMPAGKD 

QEASRGSVPSGSKMDRRAPVPR 

TKASGTEHNKKGTKERTNGDI 

VPERGDIEH KKRKAKAGQPQPH 

PPR/1 DI WFDDVDPADIEA A IGPE 

AAICIARKHLTRALALDCEMVG 

VGPKGEESMAARVS1VNQYGK. 

CVYDKYVKPTEPVTDYRTAVS 

GIRPENLKQGEELEVVQKEVAE 

MLKGR1LVGHALHNDLKVLFL 

DHPKKK1RDTQKYKPFKSQVKI 

QDAQAAMRLYVMVKKEWES 

MARDRRPLLTAPDHCSDDA 


8256 


38624 


A 


8312 


3 


640 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8257 


38625 


A 


8313 




1274 


MGKAKVPASKRAPSSPVAKPG 

PVKTLTRKKNKKKKRFWKSKA 

REVSKKPASGPGAVVRPPKAPE 

DFSQNWKALQEMGSKKKPK.il 

QQNKKETSPQVKGEEMPAG KD 

QEASRGSVPSGSKMDRRAPVPR 

TKASGTEHNKKGTKERTNGD1 

VPERGDIEHKKRKAK\GQPQPH 

PPR/IDIWFDDVDPADIEAAIGPE 

AAKIARKQLGQSEGSVSLSLVK 

E\QAFGGLTRALALDCEMVGV 

GPKGEESMAARVSIVNQYGKC 

VYDKYV KPTEPVTDYRTA VSG I 

RPENLKQGEELEVVQKEVAEM 

LKGR1LVGHALHNDLKVLFLD 

HPKKKIRDTQKYKPFKSQVKSG 

RPSLRLLSEKILGLQVQQAEHC 

S1QDAQAAN*GCYVMVKEGVG 

RA WPETG APCLTASRPLQ* RRL 

SSPALLAACPPRLQRQC 


8258 


38626 


A 


8314 


2 


414 




8259 


38627 


A 


8315 




621 




8260 


38628 


A 


8316 




885 


MGEKPGPLLFSSAKPKNPQEGE 

HKDEGDHPNNSFSPCSAHDRRC 

LQKHFAKIRDRSTSGGKMKVN 

GAPREDARPVNKGTYLVSTGG 

QTVAFTTGSWDQDDSESSLGC 

QEDSTALHPTSTSPGPSETVPPS 

LLPEATKRLLSLDFESFGQTQR 

NLSCPLCPAGVWQEKTLCEWR 

DAGGNRQAGVPQAPCMKSNN 

ALIVILGTVTLDAVGIGLVMPV 

LPG/SPALLQRQAEESPGRRTQG 

/RRVTTPTTASAPVAPMTAGAC 

RSTSPKFETGAPVGAR*RSMGR 

PG RM PG L * 1KA PTWCPQVGRLL 

PSLLAPGTKTTQSPA/SGCQEDS 

TALHPTSTSPGPSETVPPSLLPE 

ATKRLLSLDFESFGQTQRNLSC 

PLCPAGVWQEKTLCEWRDAGG 

NRQAGVPQAPCMKSNNALIVIL 

GTVTLDAVGIGLVMPVLPGLLR 

DIVHSDSIASHYGVLLALYALM 

QFLCAPVLGALSDRFGRRPVLL 

ASLLGATIDYAIMATTPVLWIY 


8261 


38629 


A 


8317 


1 


396 





1009 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8262 


38630 


A 


8318 


186 


2123 


CPAHCWQEAMLSAWRLVMSP 

GGPCTQHPAPACHPSVLTTPRK 

AGEPRP*WPPCPAWGPLADSSK 

PH RWRPKPPASCRPLVRRPWGP 

QRTLTPTLTSHWRASIR*SWNW 

TPPSSCFPQGLGAPRLSWPRAPC 

Q* ERRRNLKPWT* STSR* PPPDQ 

GATMAPSTAPAPLSPRPSAPFA 

VVASSFPETSPERHEAAVRASSS 

LGTRAGGTSALCPPQRVSP/HRP 

PNSPSISIPCMGSKASSPHGLGSP 

LVASPRLEKRLGGLAPQRGSRI 

SVLSASPVSDVSYMFGRTPHSP 

PLAKEHAVAAAPHPSPTPWWTY 

PLC* STAAQN/RGSSPPQRTPGH 

QNSVQPGAASPSNPCPATRSNS 

QTLSDAPFTTCPEGPARDMQPT 

MKFVMDTSKYWFK.PN1TREQG 

CPGGAVSISDSRIVPA1ELLRKE 

EPGAFVIRDSSSYRGSFGLALK 

VQEVPASAQSRPGEDSNDLIRH 

FLIESSAKGVHLKGADEEPYFG 

SLSAFVCQHS1MALALPCKLTIP 

QRGCHTLYLSSVSVETLTGALA 

VQKAISTTFERDILPTPTVVHFK 

VTEQGITLTDVQRKVFFRRHYP 

LTTLRFCGMDPEQRKWQKYCK 

PSW1FGFVAKSQTEPQENVCHL 

FAEYDMVQPASQV1GLVTALL 

QDAERM 


8263 


38631 


A 


8319 


15 


909 


LHVSHPGHADARGGLLQPCAA 
PPLWLCPJQCPPRWFQTPSQVF 
YHAATEHGGKDVYPGQCLWE 
GCEPFQRQRFSFITHLQAANCR/ 
EAQ/RSTPRAQK.AIVNHPSAAL 
MALRRGSRNLVFRDFTDEKEG 
PITKHIRLTAALILKNIGKYSEC 
GRSWPRASRYQQGHQDLFILRS 
DLPSQVFIRDKLMERRNRRTGR 
TEKARIWEVTDRTVRTW1GEA 
VAAAAADGVTFSVPVTPHTFR 
HSYAMHMLYAG1PLKVLQSLM 
GHKSISSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 



1010 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8264 


38632 


A 


8320 


189 


4419 


KPGLFP* RVY* EYVFRLSQSLGE 
FHQF*FK.RGQY/ATTSSPPFSPW 
ANI I RICATRC*CRWRFRFIMPFV 
MASMSA/GMLNELQQYCDEW 
QGGAAVVAQHVAPPPGIVEIDS 
EK.FACQWLNAHFEVNPDCSVS 
RAEMYSEYLSTCSK.LARGGILT 
STG FYKCL RTVFPN HTVKRVED 
SSSNGQAHIHVVGVKRRAIPLPI 
QMYYQQQPVSTSVVRVDSVPD 
VSPAPSPAGIPHGSQTIGNHFQR 
TPVANQSSNLTA 


8265 


38633 


A 


8321 


27 


674 


GPQNTPMPPSPSVRVQGQPNSS 
QPSPFSGSSQPGDPMRKPGQNF 
MCLWQSCKKWFQTPSQVFYHA 
ATEHGGKDVYPGQCLWEGCEP 
FQRQRFSFITHLQDKHCSKDAL 
LAGLKQDEPGQAGSQKSSTKQ 
PTVGGTSSTPRAQKA1VNHPSA 
ALMALRPGSRNLVFRDFIADEK 
EGP\ITKHTPTNSCP*Y*KISGKY 
SECGSADWLK.ETMENNLSSA 


8266 


38634 


A 


8322 


16 


341 


PPG RG S AHPA ARQLQTPG SAAP 
LS*HQGPASRGTGPPGPIKARAP 
SKSRARGLRAAQRARLSARAR 
AGCA/PP*ARGAARKLGAPGTF 
QETLPPGTRDRKCCSGDAVVH 


8267 


38635 


A 


8323 


1 


400 


MAEGM AMLRWTRLGTWPDDS 
FDEMDSTLAVQQYTQQNIR/AQ 
DCSNTDKNLEPPEGQDADCHG 
F*APRWHCSASYVASSEFAGDD 
RR 1 * IPLDPWVKXFCEC WCSGPT 
PFRE/CPRELN * HLKDGCSCRYL 
RARN 


8268 


38636 


A 


8324 


3 


179 


1 S WPSPSLLGQTA ALCANG AGP 
AGTPPGRGPVSARFGRRGAAC 
VCSPPSPSPLAPLSR* RFAVMW 
WQEA* RRGPRLPLLSSLPAAAG 
SGRAARAAAELPGGGRAGAR/P 
L/LLTP AQ VQGES ARG/AG A EG 
GRGTPGP/GCPLPAGRSLCQP\G 
PRSPP*TAALCANGAGPAGTPP 
GRGPVSARFGRRGAACVCSPPS 
PSPLAPLSR 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
0!>/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8269 


38637 


A 


8325 


1 


1744 


DFQERLSMKDQLIAQSLLEKQQ 

IYLEMAEMGGLEDLPQPRGLFR 

GGDPSETLQGELILKSAMSE1EG 

IQSL1CRRLGSANGQAEDGGSST 

GPPRRAETFAGYDCTNSPTKW 

EAPGTES/DPRLPTVLESELVQRI 

QT/LSQLLLNLQAVIAHQDSY/V 

ETQRAA I QEREKQFRL/QSTRGN 

LLLEQERQRNF/EKQREERAAL 

EKLQSQL/RHEQQRWERERQW 

QHQ/EL E RAG ARLQEREGE AR/ 

QLRERLEQERAELERQ/RQAYQ 

HDLERLREAQRAAQPPS/HPPSF 

NGEGLEGPRVSML/PSGVGPEY 

AERPEVAR/RDSAPTENRLAKS 

DVPI/QLLSATNQFQRQAAVQQ/ 

QIPTKLAASTKGGKD/KGGKSR 

GSQRWESS/A*AGPPLRLGLEG 

ATGQALAAAGSQEIRDTCAILW 

RGNQKAQLASWLRPPHTGPVW 

SPGPKLR* STLHLLTSTLKTVG 

WGPGALERARARRQRSLATWD 

QHSRTGTASFDLKQQLLLNK/L 

MGKDESTSRNRRSLSPTCPGRH 

SPAPPPDPGFP/APSPPPADSPSE 

GFSLK7AGGTALLPGPPAPSPLP/ 

ATPLSAKEDASKEDV1FSKRAV 

TQANH 


8270 


38638 


A 


8326 


147 


536 


WAQEGSGRNTHQQYK1LDVML 

KGLFKVCAGRGQLMAGPVFDL 

GTDG * TG VQLKDGWVS ALPRPV 

LRTTRSSLAAPSLLF/YYFDHNS 

NWNLL1RWGISFCNQTGVFNQ 

GPHSPILSLVRTGVEVAREPSVG 


8271 


38639 


A 


8327 


59 


339 




8272 


38640 


A 


8328 


43 


510 


LLLWGGLRELTIMVEDEGEQM 
SIWVLDKDLGAPHLVLVGSML 
TARSRCWTPWRSSHATAATSE 
GEGWGVGVL1ADRPGWASDEG 
DGEGGGGGLLTSAEFGELAAV 
G EAGSAHPMFSFRPRYSTWCLT 
HIGQGGLELLTL* STRSASQSAG 
VTGMSH 


8273 


38641 


A 


8329 


98 


493 


FFYFLFIYFFETESRSVTLAGVQ 
WYDLCSLQPLPPRLKRFSCLSLP 
SSWDYRHPPPHPANFCSFLVVT 
GFHHLGQAGLELLTS*S/IPSSAS 
QSAGITGVSHHARPGPLSLANN 
PRSQTRTSATVCPEQLGLD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8274 


38642 


A 


8330 


3 


328 


HSAARRPSSRRSSPRPETSCANS 

VNAGWNQDPTHVIRFNRSMAT 

AGSTRYR*GLHAAPSPPHPRRP 

RSPPGAE*A/RREARSLKR*SPPC 

HPTKKATMCRC1IYVPLIIK 


8275 


38643 


A 


8331 


24 


593 


FEQQWGWAAAAAPPGKAHTR 

*TGRSPHRPHRTQPR*NPSGTA 

APGPVPS*AGSSH*AGSG*RAW 

GPGSSRR*RSCT*RLRSRGRPPR 

*GPSRR*VRSARPSRA*RAPPGS 

HRPGCGAAAPAPAASAPARAP 

WAGADSSAPPRTAD*SLPTRVC 

CSLSALHTGSESGDLGPGTQIEG 

KQNYSVTVWFLAR 


8276 


38644 


A 


8332 


24 


832 


FEQQWGWAAAA/CSSRQSTYSL 
RTGRSPHRPHRTQPR*NPSGTA 
APGPVPS*AGSSH*AGSG*RAW 
GPGSSRR*RSCT*RLRSRGRP/TS 
MRAFSPLSAIRSPKSGRDAHHQ 
ASHRPGCGAAAPAPAASAPAR 
APWAGADSKRASSYSRLEVLK. 
V1PEAAAWTSAGSFRT*/PENLPI 
PVNEIMLLSMCPGRMGSVPLKR 
RLI LGVRVLG ERGPG\A WCTCG 
PPTSMCTGALDLVSWAGRGMP 
WASQRR/PQGDRVRDKPGTCFL 
PSAVPVLPCV 


8277 


38645 


C 


8333 


153 


269 




8278 


38646 


A 


8334 


615 


1275 


QKRKTFNTTKCYNKEK.GSWPR 

WPTGSS*CAQLSWRGMEGTSK 

YRTF/ILKHPGQE1PS\EPTPPGP/S 

SLTCRATWSLSRAAPQPHMKPR 

EP*ILSIYVAPSPSTIEKPS1GERF 

AIFITLLMRNGDLGEASCDAVK 

ALRQPWGKAQVEKNQLSQTKC 

PAMWHFESQNPALLIVRECLEG 

WKAYPQSTKEERLLHPEEGAG 

FTSSSQEKYVRVRGQRLWPTPF 

FSLQMIDRKERHLIPPNVIIKKR 

GVGQDGRLEAVSVHSSHGEEW 

KGQ VNTE PSTETSRSG DPI MNP 

LHQGLKSDMQSYMESQQSSPS 

ATHEAQGALDTQASWKKQQQ 

LRKSRRAISSPQADGVQHGHEA 

RHCHDVLKRDRQTSWPCKMSS 

LAEEVVAADTWLLDNGTMQA 

TGRAAQVREQGKGMDLGQYIS 

CYLMTLSRAIKQKENKKVCFQ 

RLGKPRVKTASVQKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8279 


38647 


A 


8335 


423 


998 


PPSAVPHDHSSPART*\PQSLSV1 

TAELEPVRAPSLIAFFHGHSAC 

MCPFRWRYSRFSLKQQRILAHD 

PVNTFG1DRRHTIKFCLSAKQRP 

YPTITIRWQLSDNMVYTEKHIRI 

ISVTTAAAIHPV1GSFPIPG/PIRA 

RALSTFLPVHIQRLL*GVHFPSF 

SCRAGAGVL*SASWRQQVQRQ 

EQPVLRRRQQ 


8280 


38648 


A 


8336 


2 


218 


HPSPSPGLKHRSSLGSVVPNPLL 
LPSGSFSLLPAGHSHGDGPSAS 
QMH*FQNQTHPVP*PDPASLPA 
VQSHQ 


8281 


38649 


A 


8337 


76 


129 




8282 


38650 


C 


8338 


1 


410 




8283 


38651 


A 


8339 


651 


741 




8284 


38652 


A 


8340 




612 




8285 


38653 


C 


8341 




729 




8286 


38654 


B 


8342 




313 




8287 


38655 


A 


8343 


705 


990 


TRSSCWGKEASLGDGNRGVVA 

ALHHFTGAAARQHSGSPLERGP 

HPQL*SPRS*VEGHWLEI/LQA* 

S*VLPQKQPHQPARCWQLLSH 

WLPRPALLC 


8288 


38656 


B 


8344 


1 


588 




8289 


38657 


A 


8345 


220 


678 


MNAIPVASPCMVCSLIVHVLGS 
RPM*PW*RPPTRFQWSEVQE/V 
MELTTMRPRQPPPPPPPPPP*QQ 

QQQQQQQQQQQE * L * L A ATPR 
APGTLAQGSLTPSQIFSA*RLKT 
DAAGSP\GSPQTITDAELRVTLT 
VEGKSVPFWAVLPQSFTDSPH 


8290 


38658 


C 


8346 




411 




8291 


38659 


C 


8347 




534 




8292 


38660 


B 


8348 




774 




8293 


38661 


B 


8349 




705 




8294 


38662 


A 


8350 




297 


MPGHQKAPLRPAVSKK\ESMLE 
KGKIK*LLKPEGILPI SEPPSNRI F 
ACWGKPAWTACCNSLRARR*R 
AISCCPSH W* KEKPPWRPIRKPP 
LPARWPIH 


8295 


38663 


A 


8351 


616 


988 


DPQLQAGSGHIPGRNVCPGERI 
C WRGTPD/SDPSTPTY* PPLEKE 
VAQGRDLIHASGCLWS*IPLEA 
LQGPQGCPQFSQVCCIPVIPTVE 
MKQGRQQLASDFQDQQDLEFY 
E1LSWKPGILIIPP 
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SEQ ID 

NO: 


SEQ 11) NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8296 


38664 


A 


8352 


1 


1668 


MELVPEEATAVSARAYTGRWP 

LDAAARTILVTAPGVGHTNIVL 

CGQASLDAY1KS1CLKKEGRKE 

GK.1CKGRKERKRDKYGK.KEKK 

RKKGRKKGRRKKEKKKKEREK 

ERRKEEKEGKKRKKEKERKKE 

KERKKLSIGKGVVYCLSSNTQK 

KQVSQTKIRVISTILFILAGCIVF 

VTIPAVIFKYIEGWTALESIYFV 

VVTLTTVGFGDFVAAHPSDHL 

CWVIVTCKGKYLLPDSPQEKAT 

DFSGVAQKRNEPQKPL/IWC/W 

ELRSYPTALMMQERVV*KEKP 

KAAAPNRRGLGTEKLEF*R*EV 

AAAVEPHAVLSMIGDWLRVLS 

KKTK EE/VCRPPLFKSPSPN LRL 

LGVAHHVGEIKAHAAEWKAN 

VTAEFRETRRRLSVEIHDKLQR 

AATIRSMERRRLGLDQRAHSLD 

MLSPEKRSVFAALDTGRFKASS 

QES1NNRPNNLRLKGPEQLNKH 

GQGASEDNIINKFGSTSRLTKR 

KNKDLKKTLPEDVQK1YKTFRN 

YSLDEEKKEEETEKMCNSDNSS 

TAM LTDCIQQH AELENGM IPTD 

TKDREPENNSLLEDRN 


8297 


38665 


A 


8353 




418 




8298 


38666 


A 


8354 


251 


394 


GAQVPTLLVGVLTVTISTVQNL 
AISLLGKAK*GEGILSVSGRMY 
RVL 


8299 


38667 


A 


8355 


107 


250 


EEGHHLLDPRMVDPMAACTM 
QLEKLQTLNASL*KQLGGGLYL 
AKPQG 


8300 


38668 


A 


8356 


331 


893 


SITENCENKNP1PHVENKDIGTK 
YNSLKLPEHIRAEVMQPSKLD* 
VNP/LPSTCKERFVMQSHLART 
VGSSICNL*MSP/CFGIW*QLAE 
ANPAKCFP/GCWKTNSCTSSML 
CSKY VTPNGTV V* ITREG PISDD 
S1LRFLLSMETKRMQGLLV\STA 
QPKGHQSSYQLHKRGPEHIERS 
SSQPPVAAFGIH 


8301 


38669 


A 


8357 


2 


416 


SGFRYG SDI VPFSK VDEEQMKY 

K.SEGKCFSVLGFCKSSQVQRRF 

FMGNQVLK\PFMEDLRQYMFSS 

LKNSKKYAPTEAQLNAADALI 

DSMSLAKKDEKTDTLEDLFPTT 

KIPNPRFQRLFQCLLHRALHPLE 

PLPSIQQ 


8302 


38670 


A 


8358 


1 


2130 




8303 


38671 


A 


8359 


1 


1152 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8304 


38672 


A 


8360 




320 


FKGTAAPWPLSFARAAAGRQA 
GTDTRPSLRVRFPRERSARQKG 
RGRSVRLSAKSPPAKVETKPSG 
GSRTA*IFRQRSKQGKMGAKG 
KQAKWLL1LRAL1CFSLSER 


8305 


38673 


B 


8361 


1 


1231 




8306 


38674 


A 


8362 




2276 


GGRPKRLRTGNMVRSGNKAAV 

VLCMDVGFTMSNS1PGIESPFEQ 

AKKVITMFVQRQVFAENKDEIA 

LVLFGTDGTDN PLSGGDQYQN I 

TVHRHLMLPDFDLLED1ESKIQP 

GSQQADFLDALIVSMDV1QHET 

IGKKFEKRHIEIFTDLSSRFSKSQ 

LDI1IHSLKKCDISLQFFLPFSLG 

KEDGSGDRGDGPFRLGGHGPSF 

PLKG I TEQQK EG LEI VKMVMI S 

LEGEDGLDEIYSFSESLRKLCVF 

K.K1ERHSIHWPCRLT1GSNLSIRI 

AAYKS1LQERVKKTWTVVDAK 

TLKKEDIQKETVYCLNDDDETE 

VLKED1IQGFRYGSDIVPFSKVD 

EEQMKYKSEGKCFSVLGFCKSS 

QVQRRFFMGNQVLKVFAARDD 

EAAAVALSSL1HALDDLDMVA1 

VRYAYDKRANPQVGVAFPHIK 

HNYECLVYVQLPFMEDLRQY\ 

MFSSLKNSKKYAPTR/EAQLNA 

VDALIDSMSL\AKKDEEGQTPL 

KDLFPTTK1PNPSIFRGLFQCLL 

AQELLHPR\EAFYPP1SGRHIWE 

YAGILPAEGGQRKSSGFPLS*N* 

RTLFFL*FEAKEKGFKWTAQGI 

FQGQPWKVG PTAKKLKTG ARG 

EPTFSVSSLAEGSVTSVGSVNPA 

ENFRVLVKQKKASFEEASNQLI 

NHIEQFLDTNETPYFMKSIDCIR 

AFREEAIKFSEEQRFNNFLKAL 

QEKVEIKQLNHFWEIVVQDGIT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8307 


38675 


A 


8363 


624 


1992 


GRKVVVVLPPPLGNQSTPGGIC 

LSAQLPL*RD**SASARCSSPGS 

TSPPSYFLPDPRGPGRALQRFS 

RSPSSPGGNPA\SAAPSPRSKLLL 

GPPGXAAAATAAAAGAKPELRH 

RLPPSSATTASRVRACHFLLAS 

AAATPAFSPPPPPP\PASPSQRTP 

KEVQRAGKAAESCPAAPELLGF 

GGSRDSAGELGGLSSDACV/PD 

SSEPGVRRPARRRTLAHALTHA 

STHTRTLPG SC ARV A VP V A LC K 

GG FT* PIFSPQYVTNTYPGEEG A 

RLGVLIGREQTVSAILLGGSRSK 

APTTTVAVASAPPVTAAGRVTP 

HASIRIPPRMLSKPSPPPQAL*K 

GVMAPAQCPPARRGQAGLEGT 

\GFGKSPTRPHQLTAASSPCNGL 

IRIRQGQGGGKGRRWRGSSGDP 

GAWYCFRGRRRGPSCPSLRTAT 

L1PGLGGHGGGSGDAASPLLGT 

RDGGPEAHLGKE 


8308 


38676 


A 


8364 


123 


248 




8309 


38677 


A 


8365 




540 


MLEALGALNKPESSRPLIPELHL 
ASTAAANLGEHPNQQRLKFAS 
QETPEESANAVPHYHKLCNRVS 
HVWGNRRGQHIRNTMDNPRP\ 
GKTTFV'IIVSPLPALLALTHSW 
DSQVRPAVL/QP/YSHGTGTP*W 
RSSSPCAASST*KSPYP*CH*QR 
LSQSPSA\FRPTLRRLSRSTRCRS 
WRRK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stnp codon, /=possible nucleotide 


8310 


38678 


A 


8366 


31 


1429 


RETRSCWAHYHAESSKHQKAK 
LKDSRKARRSIELIGPGSSQKGG 
DICSL1HLSSKLGILCYSKTGNM 
GGWEGGMQLRVSSENSMGKSS 
RERAAADLPQGSCWHELPGRLI 
NTRJSLKPRHVWNLSSVLCQVV 
KKVKSMQMFHMPITSAMQGD 
RLGICVTQFDPK.LLERGLVCAP 
ESLHTVHAALISVEKIPYFRGPL 
QTKAKFH1TVGHETVMGRLMF 
FSPAPDNFDQEPILDSFNFSQEY 
LFQEQYLSKDLTPAVTDNDEA 
DKKAGQATEGHCPRQQWALV 
EFEKPV/YLPSAVPGDWLQARC 
GHS\PNTCRLAFHGQSCSTG*RT 
GTTPTA SCPG * RCTS * STSMGL V 
ERAMDDYSV1GRSLFKKETNIQ 
LFVGLKVHLSTGELGIIDSAFGQ 
SGKFKIHIPGGLSPESKKDPDTP 
PSKTGPGWPVGGQPGRRRSPSG 
ANPHKMGWLTRPFKRYVFDTH 
KRMVQSP 


8311 


38679 


A 


8367 


3 


119 


RSPREGGGHRGPSSGGGRCRRR 
PGWAGNEAM*PDRRARVVGIE 
VPAAEEGGAAVAQDGLGMKR 
CSLLRDLL 


8312 


38680 


A 


8368 


3 


389 


SFATHTAGPQPPAA/PAPKRMA 

ARAS WG RNPPRAPVRTS AA A A 

RAAGTRRPAPARVACPLPAGPG 

S PRRPPRA A RTRRARRRPG PGR 

AAQQSAGRRWTPPAPAPSGASF 

AAPAAGSASPPSHRRSAPGGGS 

TQSSLLSPSSSALHSSPPSRPWA 

ARHERSSWS*/PRSALPPTSTEP/ 

GPGPRRAPVLGTRSCGRGAGQL 

E*EA*GAA*APPPLGWTP*LLCV 

HVTLGNAVSHWVSCGAAPPHG 

GVGVGYRARSPREGGGHRVPA\ 

RTREVPPSPRMGWNEAM*PFK* 

VSSRWPPLRLPSRGMAAPRGA 

AAGGARRVEGWEGASLLSGSA 

PGSARWPRAAPAPASQVGARC 

AAGAPCPLRPRVWRRGAVGAE 

NAPSELAASTPAG/GGRGAGSG 

SSDLAGRGAVAARFPGG*GHSR 

QQHGAEKDGGQGFLGSQPPPR 

SCAHQRRRGACSGNAAPSSSAR 

RMSASSRSRQPEKATQSRSNSA 

RSSAARPRSRSTAVSRAQVDTA 

SSCAFWRVFCSSCRRFCESAEPP 

TVSTRWW 
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SEQ1D 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8313 


38681 


A 


8369 


3 


1130 


LDFQHHNYKAMRKLMKQVQE 

QCPNITR1YSIGKSYQGLKLYV 

MEMSDKPGEHE/LGYWHGEW 

GEVGTGQGPRHEPAASPHVSPG 

EPEVRYVAGMHGNEALGRELL 

LLLMQFLCHEFLRGNPRVTRLL 

SEMRIHLLPSMNPDGYEIAYHR 

GSELVGWAEGRWNNQSIDLNH 

NFADLNTPLWEAQDDGKVPHI 

VPNHHLPLPTYYTLPNATVSILR 

A A VE VL WG ADPCLCLLPLLTC P 

IQVAPETRAVIKWM1CRIPFVLS 

ANLHGGELVVSYPFDMTRTPW 

AARELTPTPDDAVFRWLSTVY 

AGSNLAMQDTSRRPCHSQDFS 

VHGNIINGADWHTVPGSMNDF 

SYLHTNCFEVTAVELFCDM FPH 

ENELPHEWENNTDA 


8314 


38682 


A 


8370 


1 


2229 


MWGLLLALAAFAPAVGPALGA 

PRNSVLGLAQPGTTK.VPGSTPA 

LHSSPAQPPAETANGTSEQHVR 

IRV1KKKKVIMKKRKK.LTLTRP 

TPLVTAGPLVTPTPAGTLDPAE 

KQETGCPPLGLESLRVSDSRLE 

ASSSQSFGLGPHRGRLNIQSGLE 

DGDLYDGAWCAEEQDADPWF 

QVDAGHPTRFSGVITQGRNSV 

WRYDWVTSYK.VQFSNDSRTW 

WGSRNHSSGMDAVFPANSDPE 

TPVLNLLPEPQVARFIRLLPQT 

WLQGG A PCLRAE1 LACPVSDPN 

DLFLEAPASGSSDPLDFQHHNY 

K AMRKLM KQVQEQCPNITRI Y\ 

R1GKSYQGLKVYVVEMSDKPG 

EHELG EPE VRY V AGMHGN EAL 

GRELLLLLMQFLCHEFLRVGNP 

RVTRLLSEMRIFLLPSMNPDGY 

E1ALH\RSS*LVGLSEGRWNNQS 

IDLNHNFADLNTPLWEAQDDG 

K VPH I VPNH HLPLPT Y YTLPNA 

TVAPETRAVIKWMKRIPFVLSA 

NLHGGELVVSYPFDMTRTPWA 

ARELTPTPDDAVFRWLSTVYA 

GSNLAMQDTSRRPCHSQDFS\L 

NGNIINGA\DWHTVPG\SM"NDFS 

YLHTNCFEVTVELSCDKFPPEE* 

ICPKEWE\NNKDALLTYLEQVR 

MGIAGVVRDKDTELGIADAVIA 

VDGINHDVTTALGPGI1WRLA* 

PPGDVYMVDLPSSEGYHSVTRN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
or peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8315 


38683 


A 


8372 


409 


517 


HFRSAGVCW*PPPLSVHGPR*H 
FRSAGVCWSSTPDPVCLGITSR 
GCRTAKFAAFSFL 


8316 


38684 


A 


8373 


957 


1230 




8317 


38685 


A 


8374 


1 


2658 


MVEEVLLDNILKSVFRLGSILPI 

TFSFPSDSQGPLLQVCRSLLEIH 

SRPCLPGYHQWRLQNSKDCCL 

FLPLEASSQRGTCQMPAGALFY 

KVSVDPFWEVSSSQETWGSGIH 

LRRQSVPYQSSSAVLGDLLFSS 

EPACKNKSAEAVPTAAPSPRDA 

LSREEESREAVWPQRLSHAPM 

GSAQLELPGGFVYTVRRKLPTQ 

ASVMLDAPPATK.LEHPRSSSDC 

CVGSKNFKPVDLSLLGSMGVG 

SVELDHLAPWLQPPFQESERFC 

LSGVPVSPPLSEE1NHALPKATV 

MASLGAVARKDNADSLHVPPP 

TPLFASRPVTALKYWQAPREDL 

QPFTRVTLHWGKGNDQTFWGL 

VDTSSELTLTPNDPKHHYGPPIK 

VGAYGGQVINGVFAHIQLRVN 

PMGHWTRPLVIFPVPERKISIDI 

LSSWQNHIGSLIGRKTDGSWR 

MTVGYRXLNQVVTPIAAAVPD 

VVSMLEQINPSPESECLKMSHQl 

TMRPELPIMNWVLSDPSSHELG 

YAQQHF1IKWKWY1CDRAPAGS 

ESTTSPFITQWVHEQSGYGDRD 

GGYTWAQQHRLPLTKNDLAM 

AT/AECPI SQQ/QRPTLSP* HG V/I 

PRGDQPATWWRVDYIAPLPSW 

KGQRFFFTRIDTYSGYKFIYPAP 

NASAKNTICGLMECLIHCHGIP 

HS1ASDEGTHFIAKEVQQWAHA 

YRJHWSYHVPHHPEGWGKVLQ 


8318 


38686 


B 


8375 


1 


3258 




8319 


38687 


A 


8376 


3 


196 


DWESCQNQC* PQQPRLHGTH W 
DPC* DME/CPS VCPQSPCPSPLR 
DQWTIPCPDPLSPQTMAAGRW 


8320 


38688 


A 


8377 


248 


423 




8321 


38689 


A 


8378 


407 


683 


LSSYCVHAGCYPREAAMRMISF 
SPSQ\RWKPFGESWRPPARRGT 
CTPGAHPPRPPSPRAAGPAHRP/ 
PPP/PSSEL PRAPQRPG RNRRPG 
NSGPV 



1020 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8322 


38690 


A 


8379 


1 1 


888 


TGKLHTSVICNSTELTSWDSRR 

LFLKGKPLLSAGAGVNVMPST 

APFPAPCKGSLRGNPSRPTHP*S/ 

RSPQLERDTGGASFRVDEGEER 

GASSGGS\RDTEGGSGAVPFGE 

S WRPPA RRGTCTPG AHPPRPPS 

PRAAGPAHRP/PPP/PSSELPRAP 

Q\GPEAPTLGQPHGRGLFPPLFK 

LSKLYWPLGETRSRPRPRPYCQ 

SPGPGVTERGRRWSAPRAPGAP 

RSPRWRRQSGPGALPRPRVNPC 

IQHGSEASYAPAL*WALRIPQG 

GNTSSADEPADFTPNQQADQM 

PCLHSCSCG 


8323 


38691 


A 


8380 


1 


3135 




8324 


38692 


A 


8381 


44 


2279 


RQTVGDAQPHHH PPQPPRPSFP 

PFPALPCTPAPQLPPSPSCLREEF 

PSSPMGQTPGTWSSSGGPWTSP 

PHSSSRRLASPLAPLSV1PSTSQT 

MARSSSQSQTTRFSPTPTHSQQ 

ASQAGTLWPWWLRSGTMLTSP 

LVGGPHF1RNTRRSMVNTAC*S 

SRPSLGLERSQTTGATRPGGP*R 

SRGSMPTPILPSGPSGATPTKPS 

SPRTGAGPMPCFSTRAVGCSGT 

WPSAQATRCSWASLVEMAISK 

TAH*CPSQCGRGIALIDS*IPTQA 

SKGCSSTGYTGKKGPTTVSSAC 

SG*RASLGGPAGAGTRSPALVP 

GSRDDGTYDSNPSA*VAGASA 

VGSCAASPLGEEACAAATGPGE 

SFSEGWHEQ/TSLAVGPGTGAT 

EL V LPLEG/H SPTS VPCTSRGG P 

TWAVATYRPP\SPPGCSGTPTSP 

PWMVSVTPSMGWGTSCWSGP 

KTGTPPSCFRAAPPRLAQPRPPT 

SSPLRLST/ASSSLGPVTVQWLL 

EPHDAIRVLLDNQTVTFQPDHE 

DGGGQETFNATGVLLSRNGS\G 

SRPASTAGPPSR*SRSPTSSTPPP 

ASRPSTRTARRGSWGSG1TIQRT 

TSGCPMAPPFPQGALRRCFSTL 

E*PGRSTGQASLARGMTSCLPT 

SPLFSTHNCKKTAPGLNPSPTV 

TEI AH A SMTPWPCATQ A SDFTR 

GKSVKTTSRRTPPS1STRPPSMV 

VV*LKPTRGRPR*FSTPAMLRM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8325 


38693 


A 


8382 




2900 


M V WG FTCSTTATLEGQSTA AS 
SRTSNQDISASSQNHQTKSTETT 
SKAQTDTLTQMMTSTLFSSPSV 
HNVMETVTQETAPPDEMTTSFP 
SSVTNTLM MTSKTITMTTSTDS 
TLGNTEETSTAGTESSTPVTSAV 
SITAGQEGQSRTTSWRTS1QDTS 
ASSQNHWTRSTQTTRESQTSTL 
THRTTSTPSFSPSVHNVTGTVSQ 
KTSPSGETATSSLCSVTNTSMM 
TSEKITVTTSTGSTLGNPGETSS 
VPVTGSLMP 


8326 


38694 


A 


8383 




468 


SSPPLGHPRPISQSCPRPAVSCSR 

GPSALLCRPLLGPEDAP/P*GSS 

WP/EGPLWGPRYPSVSVGNGH 

WSGAGVADE/PAAPSRPAGARR 

APSGGRPAAARCSRRRASRSSR 

PGPPAGRAGR* ACPAAARSA V A 

AAPRPPGAP*CGSASSATAPAA 

APP 


8327 


38695 


A 


8384 




1319 


DSSRLCSRRSSRGHTVGLWGQS 

PGLGTKGRGGGG*EDPPPGTPR 

GQQDPSHSAKQ/PPAGLPAGVK 

WGPS\SSPPSPPP\PAKRELQGRC 

PKFGRCSEGRRAGDPGPS/GCPR 

A KQTH SLGTAVPV VVI Y YPPVH 

ALSPAANRTLN*NIISSQPLGTPP 

MVPGE\*HGPRGHA*PRHPLPK 

DPPQG/PAQR*RGCRSEVQRRP 

GTLP*GSPP/GNSHNGLPAMPPR 

*PPTAR/PQFPNPQDPRPLGQSSS 

EPLPRCPKTLCKTRHPDLRGRG 

KQPRGWAQVPPGEVFGGGNGA 

QLEA*EGARMSASP\P*SLESSD 

TTASPPSQGLFTAQKGLWGPQR 

RLGALWLGRRESEKTSWRRLQ 

SQVYWSCREEVEKCSRQGARL 

GQRRGWENVLGKSGSASECLS 

CPFCASLLAMPSGCPWELSKVA 

QCFPLKTGHPGPQEGSNNLKVT 

QQS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8328 


38696 


A 


8385 


1 


771 


HSLIHSLTHSLPSPPVQSPAWLR 
PLCLSAPAT*ATA/CRVCLPGSC 
DSCSDSWQVDDCPESCCEPPCC 
APSCCAPAPCLTLVCTPVSCVSS 
PCCQAACEPSPCQSGCTSSCTPS 
CCQQSSCQPACCTSSPCQQACC 
VPVCCKPVCCVPVCCKPVCCKP 
ICCVPVCSGASSSCCQQSSRQPA 
CCTTSCCRPSSSVSLLCRPVCRS 
TCCVPIPSCCAPASTCQPSCCRP 
ASCVSLLCRPTCSRLSSACCGLS 
SGQKSSC 


8329 


38697 


A 


8386 


1 


453 


AQSLGRARPWRGASSGRVPDS\ 
RLE*TPTVCLA/PEHG1 V A A TA S 
LGTFPLTQWEGHNGCYQRSLFP 
PQSMPTPPCPASETP/PVFRYRPP 
PSPGSSPRSITAHPVPLGS\SVNP 
PHPEVWNLPCTWKRLATSLQQ 
KFTFGPKLG1TNVDSDSLS 


8330 


38698 


A 


8387 


39 


630 


IGTWRFGGSDRQEGQSRQGNC 
EANDWPVSTALA\KPRGATGK 
NKSPGNDPAAAIATAGAAATA 
GPGSPCSLQN/RPHLLPFIS*APP 
EG*TPSTQDRPWYSAGAA*ASV 
KCRTGAVQKQLLL*NRRRFPGS 
PAPAQTADPGRGGGRGTGS/GV 
PSTG SSSDWQERPWPCGGMEPP 
RLRCLLRCSGS1HSPTALQSLRN 
HQ 


8331 


38699 


B 


8388 


1 


2673 




8332 


38700 


A 


8389 


10 


281 


TTSDPYHPAPEIGLG*SPN/GGP 
MQGDLPGASGKEVSFL*GNVN 
EDIHNSGCVWQPSCDHLARQP 
KNKAVTMETKKRQKDTGSSLF 
SSSCS 


8333 


38701 


A 


8390 


3 


416 


EYGQQCQCHKRPRGPFGFHSPG 
PRGGSYISDLSGQESPEAGGGFP 
PRISALRPKSNCSFLRPRGRGS* 
YPAAGRPRAPGGPALQLSPR/PH 
PAAPPCRAAPQPKPPRRDVEPA 
P/PKLHPPP/GGPAPRRQGQDLP 
GRLQP 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8334 


38702 


A 


8391 


98 


1286 


TMPPTRFLAHLPDQAYVCFCCV 

EGKERNLSRSK.HTSPHSSTPAH 

LLSKPPRSSEVVYHSQVLPGTP 

RPTSQLHLELVLPVFARLPGHR 

GIEREQSSPYS/RRGHHRGYTEE 

D*VNS**DGVEPYGKVAAAAG 

PQRGRGYCCPWRRQRHGRHR/ 

RRPPIALQRRQ/PARTPSARPPIA 

LQRRQ/QARTPSPRPP1ALQRRQ 

RHGRHRPRP/RHRSAEKTTART 

PSPRPPIALQRRQRHGRHRHGHN 

HRSAEKTTARTPSPRPPIALQRR 

QRHGRHRPRPPIALQRRQRHGR 

HRPRPPIALQRRQRHGRHRPWP 

PIALQRRQRHGRHRPWPPITLQ 

RT*RH RCHRHGH PL/PLQRT* Q 

HGCHRPWPPIALQRTVPAWTPL 

AMATHRSTKKITAWTPSPRPPI 

ALQRT 


8335 


38703 


B 


8392 


128 


457 




8336 


38704 


A 


8393 


348 


1355 


GNEGKAGTSSCWPDKPAAPAV 

ASSLAS*GASNSTPSPAAGSTVA 

SASWLVESWSPGVTVVGVTEG 

SSKLGPMLLSTSTPDEAWSPESS 

CLLLVAPGVWLLPEAGFLLGIH 

SQGAAPPSPSSSCFSTSSFSLSSS 

SSSSSSSSLPMATPCDLGFSKCG 

SRLSPPAKALLEDALTPRGGA* 

AWMRDRASIGADPVWLCPSLP 

SSFLCFSLKAVCTSSA/PPCYTT 

GFLSPTQKTKPSKQGLGVCSSQ 

VSRHPALGQLLQDIAEDKSPPH 

SGSTICSLWLSSSRAPCDRCTSR 

PSSKVQGYLCQQDSRSRTRAG 

WKTPTVVGRHVPVKIEKESIRP 

ANFG 


8337 


38705 


C 


8394 


154 


219 





1024 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8338 


38706 


A 


8395 


3 


1054 


LYLKVCY1*KELFEFSNLYKHPS 

GEEVWERILRV*DNGGRNI\KL 

YQAEFIDLGPVSRDSAFNVAAQ 

GVKKGSNRJLFPWLAEIWITRWP 

TVSELEMPDLPWFNVEEGIKRL 

REIGMVEWISHFRCTHPSWKGP 

EDIPLTNALQNRFVRAAPASLK 

SLVIALVFCMSDATAGTAVTQL 

QNLNTMGIIGSRGVRDQVVAL 

NHQRQVGVANRQGTPR/QRGT 

KKRTR* PGQAKRPGPiCERGTRS 

HAYAHTSVTTPKNNRHDTRPS 

QRTPQQKRDAQHQTETPNTTP 

NTSRPPSHVSFFRSKKRRRRPQ 

HEERNKRTRTEEEARERNRAN 

KDDTKRQPPKKTRENRRQLWS 


8339 


38707 


A 


8396 


140 


398 




8340 


38708 


B 


8397 


15 


192 




8341 


38709 


A 


8398 


1 


1167 


AGTARRAPESSRRRAVAAGHPE 
TMGKLVALVLLGVGLSLVGEM 
FLAFRERVNASREVEPV\EPENC 
HLIEELESGSED1D1LPSGLAFISS 
GLKYPGMPNFAPDEPGK1FLMD 
LNEQNPRAQALEISGGFDKELF 
NPHGUSIFIDKDNTVYLYVVNH 
PHMEVHCGRIF*ILREQQRSSGY 
YLXKTIKTWNFFKSVNDIVVLGP 
E\QFYATRDHYFTNSLLSFFEM1 
L\DLRWTYVLFYR\PREVK\VVA 
KGFCSA\NG1\TVLSQTQKYV\Y 
V\AD V A A\KN 1H I MEKH DN WDL 
TQLKVIQLGTLVDNLTVDPA\T 
GDALAGCHPNPMKLLNYNPED 
PP\GSEVLRIQ\NVLSESPRVSTG 
YANNGSWLQGTLWASVYHGK 
ILIGTVFHKTLYCEL 



1025 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8342 


38710 


A 


8399 


89 


1685 


KGPLLLSLPCRAGAMAETSVAT 
GACGEAMAAAEGSSGPAGLTL 
GRSFSNYRPFEPQAFGASSPS\W\ 
RLDGAFSGNERAEGCKVPQEG 
RLLKLLAG\LTRP\DVRPP\LGRG 
\LVGGQEEASQEAGLPAGAGPS 
PTFPALGIGMDSCVIPLRHGGLS 
LVQTTDFFYPLVEDPYMMGRIA 
CANVLSDLYAMGITECDNMLM 
LLSVSQSMSEEERErCVTPLMVK 
G FRD AA EEGGTA VTVGQT V VN 
PWDLLIGGVATCSIANQFEFI\M 
PDSAVVGDVLWLTKPFRNPGL 
LFNAHQWLG*FLERWD*S*RW 
WFSREE\VEL\AYQEA\MFNMA 
TLNQNCCRV*MHTFNAHAATD 
IT\GFG\ILGHSQNL\AKQQRNEV 
SFV1HNLPIIAKMAAVSKRASGT 
VWGFFQGTSAVETSGGITGFCLP 
R\EQGGLAFCS\EIQILPKYGRGS 
PICA W\I VGI V EKGNRTA PDPLTS 
PRVIEV\LPRG\ATAAVLAPVDSS 
NALLLSLAREIERTEVVWTLEP 
LSTITDGSQELIVKKFPKKAACI 
VVPAALSR 
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SEQID 
NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8343 


3871 1 


A 


8400 


30 


2391 


ARGRPLLAARSSRPCGPRLPFK 

RAGPAPAAPHRGDQEARWFSG 

AAPSRLPPAPRFSGPAAIFLSAQ 

GPPSGAMQPTLLLSLLGAVGLA 

AVNSMPVDNRNHNEGMVTRCI 

I E VLSN ALSKSSAPPITPECRQV 

LKTSRKD VKDKETTEN ENTKFE 

VRLLRDPADASEAHESSSRGEA 

GAPGEEDIQGPTKADTEKWAE 

GGGHSRERADEPQWSLYPSDS 

QVSEEVKTRHSEKSQREDEEEE 

EGENYQKGERGEDSSEEKHLEE 

PGETQNAFLNERKQASAIKKEE 

LVARSETHAAGHSQEKTHSRE 

KSS/QFSAA*EAGSQENRPQESK 

GQPRSQEKSEEGDEDATSEVDK 

RRTRPRHHHGRSRPDRSS\QGG 

SFPS\EEKGHPQ\EESEESNVSM 

A SLG EKRDHH STH YRASEEEPD 

YGEEIKGYPGVQAPEDLEWER 

YRGRGSEEYRAPRPQSEESWDE 

EDKRNYPSLELDKMAHGYGEE 

SEEERGLEPGKGRHHRGRGGEP 

RAYFMSDTREEKRFLGEGHHR 

VQENQMDKARRHPQGAWKEL 

DRNYLNYGEEGAPG\KWQQQG 

VLQDTK\ENRVEARFQDKQYSS 

HHTAEKRKRLGELFNPYYDPL 

QWKSSHLERRDNMIDNFLEGE 

EENELTLNEKMFFPEYNYDWW 

EKKPFSEDVNWGYEKRNLARV 

PKLDLKRQYDRVAQLDQLLHY 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8344 


38712 


A 


8401 


73 


1922 


ILPVPIIP/CRQVLKTSKCPTRQA 

DLGHCSDPCSYSLHITFPADASE 

AHESSSRGEAGAPGEED1QGPT 

KADTEKWAEGGGHSRERADEP 

QWSLYPSDSQVSEEVKTRHSEK 

SQREDEEEEEGENYQKGERGE 

DSSEEKHLEEPGETQNAFLNER 

KQASAIKKEELVARSETHAAGH 

SQEKTHSREKSSQESGEETGSQ 

ENHPQESKGQPRSQEESEEGEE 

DATSEVDKRRTRPRHH HP\RSR 

PDRSSQGGSLPSEEKGLPQEESE 

ESNVSMASYLGEK.RDHHSTHYR 

ASEEEPEYGEGNKRGYPGVQA 

PEDLEWERYRGRGSEEYRAPRP 

QSEESWDEEDKRNYPSLELDK 

MAHGYGEESEEERGLEPGKGR 

HHRGRGGEPRAYFMS\DTREEK 

RFFGEGHH R VQ\EN QM DKA RR 

HPQGAWUCELDRNFLNYGEEG 

APGKWQQQGDLQDTAKENREE 

A*VFK1NHFS\SHHTAEKRKRLG 

ELFNPYYDPLQWKSSHFERRDN 

MNDNFLEGEEENELTLNEKNFF 

PEYNYDWWEK.KPFSEDVNWG 

YEKRNLARWPKMDLKRQYDR 

VAQLDQLLHYRKKSA\EFPDFY 

DSEEPVSTHQEAENEKDRADQT 


8345 


38713 


A 


8402 


1 


381 




8346 


38714 


A 


8403 




444 


MKL1VGIGGMTNGGKTTLTNSL 
LRALPNCCVIHQDDFFKVPALA 
RGVLESLDMEAMLDTVQAWLS 
SPQKFARAHGVSVQPEASDTHI 
LLLEGFLLYSYKPLVDLYSRRY 
FLTVPYEECKW/KEKYPQLHSP 
*SPRPLRWPRVAHVPEV 


8347 


38715 


A 


8404 


3 


421 




8348 


38716 


A 


8405 


3 


4065 


SAPPDVTTYTSEHSIQVERPQGS 

TGSRTAPKYGNAELMETGDGV 

PVSSRVSAKIQQLVNTLKRPKR 

PPLREFFVDDFEELLEVQQPDP 

NQPKPEGAQMLAMRGEQLGV 

VTNWPPSLEAALQRWGTISPKA 

PCLTTMDTNGKPLYILTYGKL 

WTRSMKVAYSILHKLGTKQEP 

MVRPGDRVALVFPNNDPAAFM 

AAFYGCLLAEVVPVPIEVPLTR 

KDAGSQQ1GFLLGSCGVTVALT 

SDACHKGLPKSPTGEIPQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
lucation of first 
codon for peptide 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8349 


38717 


A 


8406 


10 


580 


KQCALLTFICSLPMSFGFAPAIT 

VTVVN/PRHPLTRDMLRRIKEDE 

DDKTVLDLAVVLFETATLRSG 

YLLPDTKAYGDRIERMLRLSLN 

IDPDAKVEEEPEEEPEETAEDTT 

EDTEQDEDEEMDVGTDEEEET 

AKMS*ALLTFICSLPMSFGFAPA 

ITVTVVNHFVLCSKTGSQVFRS 

ENWKVWAESSRGDHDDCLDL 

CSVLCWGRTATGAFSCPAQL1F 

AVSSSSSVPTS1SSSSSCSVSSVV 

SSAVSSGSSSGSSSTFASGSMFK 

LRRSILS1LSPYALVSGKRYPDR 

SVAVSNKTTARSKTVLSSSSSLI 

RRSMSLISGCRD 


8350 


38718 


A 


8407 




1967 


MTMAAAAVVARGAGARAATA 

AALRGGCGTAARGRPCAGPAR 

PLCTAPGTAPDMKRYLWERYR 

EAKRSTEGTKKYTTSLNARHY 

YTHFTEENEDE1N SSSSY ASQKK 

TFE1NPRHPL1RDMLRRIKEDED 

DKTVLDLAVVLFETATLRSGYL 

LPDTKAYGDR1ERMLRLSLNID 

PDAKVEEEPEEEPEETAEDTTE 

DTEPDEDEEMDVGTDEEEETG 

KESDDPMAY1HFTAEGEVTFKS 

1LFVPTSAPRGLFDEYGSKKSDY 

1KLYVRRVFITDDFHDMMPKYL 

NFVKGVVIRKKLVRKTLDMIK 

KIADDKYNDTFWKEFGPTTKU 

GVIEDHSNRTAR LAKLLRIQSSH 

HPTDITSLDQYV EKAMKEKQDK 

IYFMAGSS\RKEAESSPFVERLL\ 

KKGYEVIYLTEPVD\EYCIQALP 

\EFD\GKRF\QNV VQG KECKFHE 

S* ENLRK* *CK.S VEQRIS ALCLN 

W\MKDKALKDKI*K/ALWVSSA 

ALTESPVLLLVAQPVRDWSWP 

TLGE/RSMKAQAYQTGQGHLL 

QIYYAESERKHFEINPQTPRL1R 

D\MLRR1K.EDEDDKTV\LDLA\V 

VLV*NRQRLGSGYLFTQTLKAY 

G D W/RLERM LRLS LN I * PLMPK 

VEEEPR/EEEPEETAEDTTVEDTE 

\QDED\EEMDVG\TDEKGRTSKG 


8351 


38719 


A 


8408 


181 


462 


GMASASDSSKTGFRGKQVVAG 
AVGDSAKESQGQPPGAPPRRA 
AGL/WRRHHCSF*AD*TTNAPG 
GKNPRPG KGAGG EQGTAG DFT 
CQMPRTQNTL 



1029 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


8352 


38720 


A 


8409 


3 


228 


STGVPVSQQNLP\LEKASVLFNT 
GALYTQIGTRCDRQTQAGLESA 
IDAFQRAADMSPPGLTRRSLGP 
TRWHQGTPH 


8353 


38721 


A 


8410 


129 


311 


RCFQPDCSHSTPGTGPRRSGCL 
LSSAAPW*KPPAAPRTPHSRSH 
NRGPRRQQHARHQDDP 


8354 


38722 


B 


8411 


1 


789 




8355 


38723 


A 


8412 


1 


933 


TVVLKDFILEHYSEDGYLYEDE 

I ADLMDL RQARRTPS RDEAG VE 

LLMTYFIQLGFVESRFFPPTRQ 

MGLLFTWYDSLTGVPVSQQNL 

LLEKASVLFNTGALYTQIGTRC 

DRQTQAGLESAI DAFQRA A\GP 

TRGGRASTYEMTPAAS/PEIPGA 

SLQREE/QWTGAWTHQQIYPQP 

GTTP*SPPQAQPSRFLFAMDFA 

ATTSAIGSARPSTNQS*GYFHTG 

RSWQPVA * *ECHILRGN AEN VL 

HDLLSH***RQN**NQENLQEAF 

LPELGHQQEQTEVSQHLVPPIG 

RGCTASGQEEAALPFQPSQLRQ 

FLVL 


8356 


38724 


A 


8413 




389 




8357 


38725 


A 


8414 




506 




8358 


38726 


B 


8415 


125 


700 




8359 


38727 


B 


8416 


19 


338 




8360 


38728 


A 


8417 




3335 


MAALWNTCGAWKNMLIPECH 
SQLLRVAANPKVREQVRLELSF 
VN SDLQM LKEELEG LN 1 S VG V Y 
QNTDEDGYLYEDEITDLMDLR 
QACRTPSRDEARVELLMTYFIQ 
LGFVENRLFPPTWQMGFLFTW 
YDSLTGVLVSQQNLLLEKASVL 
FNTGVLYTQIGTRRYRHTQAGL 
QSAIDAFQRAAGVLNYLKETFT 
HNPSYDMIPAMLSVLVKMMLA 
QTQESVFEKI SLPGI WN EFFML V 
KVAQEAAKVGEVYQQLH 


8361 


38729 


B 


8418 


1 


1689 




8362 


38730 


A 


8419 


2 


722 


CPGGSERGQRQPCGCRSRGRTE 

PGFSPC*KSAPRPQAVSLKSASP 

RPSSSS\GPAGISSPGRESRSCGT 

QN1LGPFQLVSG*PL*GR*CQFP 

AAAEPPAVPL*AEDISA/GPPAV 

*AP/SGLAHLASG/PGPLPPLGG 

AGLV*QSI**GGHQGADEGP*G 

EMDAKEAGPAAQNCDLHVCPG 

ARGAEGAPGEGC1S*QPHAPDA 

L*AASELPKDELLRQCSGG*RC 

SPAGSAAPRAGSSAVLEPQ 
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SEQ ID 

NO: 


SEQ ID iNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8363 


38731 


c 


8420 


144 


439 




8364 


38732 


B 


8421 




4747 




8365 


38733 


A 


8422 


1019 


1880 


YCCLPRGGNAGCQTRQDPSCRP 

GPGSQGLSLPPGRVPGAAVECG 

ARSRGWGQQDGPGPPSPGKAQ 

VPAEPAPPQTAPGPPEDPCLGPR 

NEVPDGG/GARQSHHPGPPPRSP 

GPEGGSPQAAARLVDWRVSRP 

QNQLPNPGP*DQPPRPAIPTATP 

SGCNGPGFPRAPRPRLSSEEEAP 

SRAGPEEEAPPTYTPRLRRGRP 

ARGPVCR/PPAGPPAV*PEFRRF 

ALPRASVSGFQSS\PVAAGGAP 

DPGPGRLLGYTDAHGDLLPLTN 

TTACTGPWPAGPRHCASGAEA 


8366 


38734 


A 


8423 


240 


763 


VLVARRPQRPGHEPAVLQQ/PA 
AGP/PVPRKPNPSPPSRSPAGLRP 
PGRAGPLTSPRCPGLPAFTGHR 
T/P VG P VRPKA AGPRRRTYQG R 
GMGPRPRPRRPVVPVGGERSHS 
HPSGPPLRSPGPEWGLTSSSCPA 
RG LEG VS A/TQNQLPNPGP* DQ 
PPRTCHPHGYTQR1/PSGPPLRSP 
GPEWGLTSSSCPARGLEGVSAP 
R1SSRJQGRRTSLPEPAIPTATPN 
GYIGSGFPAG 


8367 


38735 


A 


8424 


2 


609 


PYS1S1VSTGPSADSVYTKVRLL 
EGETLSVQCSYKGYKNRVEGK 
VWCK1RKKK.CEPGFARVWVKG 
PRYLLQDDAQAKVVNITMVAL 
KLQDSGRYWCMRNTSGILYPL 
MGFQLDVSPAPQTERNIPFTHL 
DNILKSGTVTTGQAPTSGPDAP 
FTTGVMVFTPGLITLPR\P*PPPD 
LPPRQATASLLPAPPARDPGGP 
WGPRQ 


8368 


38736 


A 


8425 


1 


252 
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SEQ ID 

NO: 


SEQ H> iNO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8369 


38737 


A 


8426 


3 


1581 


ALHCA1RHEDKWPTAVRANGH 

LLLNSEKMSKSTGNFLTLTQAI 

DKFSADGMRLALADAGDTVED 

ANFVEAMADAGILARLYTWVE 

WVKEMVANWDSLRSGPASTFN 

DRVFASELNAGIIKTDQNYEKM 

MFKEALKTGFFEFQAAKDKYR 

EL A VG RDAQ\K L V FRFI E VQTLL 

LAPFCPHLCEAHLGHSWGKPG 

LQLWNCFPWACGRVPV*WKFL 

IHSSQYLMEVTHDLRLRLKNY 

MM PAKGKKTDKQPLQKPSHCT 

IYV\AKE\YPPWATLPPCLFLTV 

KHFEGQLTGKTGLDNKAAIASE 

LG SMPELKKYMKK VMPF VAMI 

KENLEKMG PR1LDLQLEFDEKA 

VLMENIVYLTNSLELEHIEVKF 

ASEAEDKIREDCCPGKPLNVFRI 

EPGVSRFLLVN/RPQPIPMAHFL 

NPKLEIRQGDYTVIP1IRRLMK.M 

NRG I * RPFPKV KPG WRI * * SHC W 

GPRRSSCPWEKEYTREDPPFPE 

ACLFS/DVDLMSKK1HLTENGIR 

VDIGDTINLSGSLNSCTLEIYPG 

FLG1LLL 


8370 


38738 


A 


8427 


1 


1052 


MIKNIGPQYLTPSFLGEQEGDEE 

EEGHIVDAEAEEGDADASDAK 

RK.EKQEEEVDYESEEEEEREGE 

ENDDEDMQEERNPHRRGARKT 

QEQDEE VGL/G H * G G P VPS RPP 

DAAPETHPQPGAPGA\EAVERR 

VQAVREIHPF1DDYQYD\TEESL\ 

WGQVTVKLPLMK1NFDMSSLV 

VSLAHGAVIYATKGITRCLLVNE 

TTNNXKNEKELVLNTEGINLPEL 

FKYAEVLDLRRLYSNDIHAIAN 

TYGIEAALRVIEKEIKDVFAVY 

GIAVDPRHLSLVADYMCFEGV 

YKPLNRFG I\RSNSSPLQQMTFE 

TSFQFLKQATMLGSHDELRSPS 

ACLVVGKVVRGGTGLFVELKQP 


8371 


38739 


C 


8428 


154 


219 




8372 


38740 


A 


8429 


1 


1584 




8373 


38741 


A 


8430 


200 


277 





1032 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8374 


38742 


A 


8431 


3 


877 


LYLKVCYPKELFEFSNLYKQPS 
GEEVWERILRV*DNGGRNI\KL 
YQAEFIDLGPVSRDSAFNVAAQ 
GVKKGSNRLFPWLAEIWIK.KW 
PTVREVEIPDLPLFNVEEGIQKL 
RE1GMG*WISHFRPTHLSWEGP 
EDIPLTRPSQNIFVRAAPASLKS 
PVIALLYMSDLMVRTAVTQLQ 
NLNTMG11GSQGGRDRVAPLNH 
QRQSGHGYHNGQQRESGNQNS 
LTGVELWHWL1NHVVSRSEVD 
RKPTTFLLNLYKQKTSRSNGRK 
TSLNYKNRESRPLNQFPDLSQF 


8375 


38743 


A 


8432 


1 


282 




8376 


38744 


A 


8433 


1 


281 


SVHTGHHHYHHRHHHHHHHQ 
HQLHQHQHQGGGHHHHHHHH 
HHH/HYFQ*ATWEMLLWVGHS 
HL*RQP*KQHEHRDDVSQAGS 
VCPCASRGFH1R 


8377 


38745 


A 


8434 


64 


302 




8378 


38746 


C 


8435 


133 


262 




8379 


38747 


A 


8436 


1 


1962 


MFSIPTGQLRAAASGARRHRGR 

GSIGGPFHAIQGPVETDTTAQH 

ETVAPPDLAHPSPASRGPRPY/G 

RHLALDEPFLHISGALF*DSLAV 

*EPPESRLDARPGARNSNSRCP1 

TA/RPPDTDMGTPSAQGAKSSA\ 

FAQLPPPHNSTRRAPAGDMPPS 

MPGATELLACSVPAG*TSELRG 

GGFASSLSGSPCSKFGSPASSDA 

WPRLQPRWPVTFPEAQPLEVPG 

GTEHGCSPWEPLSNSAAQTPFF 

PPLHPTAPSCPLGLPGSPPGPTSS 

TGDYIPT*DQSGTSKLYCPLQQ 

GGAEAAHCV/PA/PEQPETNSKR 

KGETPTPN/DKEGETPTPNEKKE 

KHQQQTKRRNTNTKRKEGETP 

TPNEKKEKHQHQTKRRRNTNT 

KRKEGETEPAQGGTNPGRVQQ 

SPAAL*CFSY*SECGQACPSDES 

AGARFTAGSAPDKGL/PPGPSS 

WAPSS*HLILATTVHLLVTRPC* 

PPSCTGPSGHLVVGGPRPSAHH 

HSDLLF*SSAGKPDSWPCWTMS 

AMGILRPRGRASGAPGSATPFP 

GEFQEAHXAPPVQPSTAQSLPAP 

CLPLGASGGPRQHPPDV\SRGG 

DRGLQQSVLSDAAP*PGVRGNP 

PRGARWGARAAWPAGPSAPHS 

PCPQP\PGPRDPLVYPSPGTEAQ 

MSCLTPQFLQILLCDFE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8380 


38748 


A 


8437 


438 


699 


LLEGKLTNRKD1HTK.TPSVCHH 
HRGPKVDKTTKMGKKQSRKAE 
NYKNQSASPPPKDRSSWQQRN 
KAGHRMTLMS*EKKASENQTS 
PS 


8381 


38749 


A 


8438 




1334 


MDGRLYSVTIQPSSVLNLQLLL 

SGPKSA VLVVTI LMCSETN LSF 

NEFSESFKTTSPEKMS1RKPQEK 

SADGKQFLQNDRKNPKLGNTQ 

TLLRNDVSGLLSRTKRN1VPPG 

WYSVYVTNNYVFKKSPKAKK 

VSESTTKNDPVKN1HIESSHNID 

LNKIAMNSNLQVVVKRLEDTIS 

IAKKSWNNQPLSEGYKASKKLI 

E1DGKDQHADRNMTLTLNRMT 

CKEQSLSKSVVASGNIINSHCM 

PTVDLNNKRLENLKKSS1LDMG 

RLISSVENVPAKYEGTESSSVSN 

YSSP1KLMFLSEVKSSEGVKYTL 

TSVGTSHSNVVLPSEKPTTHHV 

TEEKTETNEDISNANSENYHSS 

HYDTDTFQRELNKFSHAKETA 

GSSTMFIGDINSDKPQEEPKDNS 

SSATDPSF/NKKTR*TKKNRSPS 

CETD*ATNWKTTKA*N*SNKH 


8382 


38750 


A 


8439 


115 


523 


QFFFSLSQALK.LDQAIHISMDAF 

HSVSELFASQSRRGLDPAMDLL 

VLSQGHQTN1LDIVHIHKEALT 

KVTENRQHVAEGKTE/SAEADD 

VRIT/VNRNSFTTSLEIHHFHPI*I 

RDM KSQMQHFLQQE1 LFFQKSS 

RN 


8383 


38751 


A 


8440 


1 


461 




8384 


38752 


A 


8441 




319 




8385 


38753 


A 


8442 


1 12 


480 


IFSSLNVAYPWIPEKKVDGSKC 
PIQQQLERKIKNFVLYLK/RLQL 
TKCEFKN*RLENFIRVNKNEKY 
VCT/SYHTKLLFNNLHMALILIV 
FKYQSFFSLHSCNQQPHAKVLE 
PALELQDEDGMVH 


8386 


38754 


A 


8443 




528 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8387 


38755 


A 


8444 


2 


81 1 


GIHTRLNSELLKEEESNKRLEAE 
IEWQSRLTAAISKHSESVKTER 
NVKLALE*TQDVSVQVKMSSDI 
SEVEDKNEFLTEQLSKKQIKFN 
TLKDKFRKKRDTLRKKSLALET 
VHNNLSQTQQQIKEMKEMYEN 
AEAKENNSTGKWSCVEERICQL 
QHENPCIEQQLDDVHQKECLPS 
RKEKFKSEPPAFLSGNQVKSSS 
CSLQTLFPPDDLILYLENPKDST 
KKLLELINKFRVTGYKIKLQKS 
V AFLNDKN EQSKEENQECN PI Y 


8388 


38756 


B 


8445 




1581 




8389 


38757 


A 


8446 


617 


2972 


EQNKPYQWLQRKNSKRRERSE 

KKQPQVKEGNNTNKSEKIQLSE 

NICDSTSSAAAGRLTQQRKIGK 

TYPQQFPKKLKEEHDRCTLKQE 

N EEKTN VN ML YKKN REELERK 

EK.QYKKEVEAKQLEPTLQSLE 

MKSKTARNTPNRDFFfNHEEMK 

GLMDENCILKADIAILRQEICTM 

KNDNLEKENKYLKDIKIVKETN 

AALEKYIKLNEEMITETAFRYQ 

QELNDLKAENTRLNAELLKEK 

ESKKRLEADIESYQSRLAAAISK. 

HSESVKTERNLKLALERTRDVS 

VQVEMSSA1SKVKAENEFLTEQ 

LSETQ1KFNTLKDKFRKTRDSL 

RKKSLALETVQNDLTQTQQQT 

QEMKEMYQNAEAKVNNSTGK 

WNCVEERICHL\QRENPWLVQQ 

\LDDVHQKEDHKE\K*LISQRGF 

IESGKKDLVLEEKSKKLTNECD 

HLKESLFQYEREKTEGVPKKEN 

EELRKLFELISSLKYNVNRIRKK. 

NDELEEEATGYKKLLEMTINM 

LNVFGNEDFDCHGDLKTDQLK 

MDI LIKKLKQKFDDLTA EKEAL 

SSKCVNLAKDNQVLQQEFLSM 

KKVQQQCEKLEEDKKMLKEEI 

LNLKTHMENNRVELSKLQEYK 

LELDEKAMQAVEKLEEIHLQEQ 

AQYEKQLEQ/FKQGYNTASLNK 

KELTLKDVECKFYKMKTAYEE 

VTTELEEYKEAFAAALKANSS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8390 


38758 


A 


8447 


1 


2794 


AVYLSRGCVCCIRCISSLLKEPH 
EEGVMCSFRSVATQKNDIRPDF 
QLGKMDSKIKELEPQLTILYQN 
PKTLKFQGKKSVKFALSPSMAL 
RK*PFKMFSI*S1FIALQFLHGYY 
KPILFEPNQTWPGHVAVWQDT 
CSIVA1/SANITQKVHPVI/W/SSIP 
PYGVALSSLTTGTAAFPLCTQL 
GV*IPLDCAQATFISHDKMVISL 
KGYLFLSSCLGNSLLLKYTEKL 
QEPPASAICEAADKEEPPSQKK 
RVDT/S 


8391 


38759 


A 


8448 


184 


427 


WAIAIQRHVVYDQEWQIADPC 
NM**VENAETLPPGPFLNISLES 
S ARRRATS RDDNRRFRPHRSRR 
SRRSRSDNALHLASE 


8392 


38760 


A 


8449 


1 


903 


M A Q K.F M A PN RARTLRD 1 C TDR 
EAYPVQESMGSGTRGQRKEDM 
GGAALSTGEGGARDVKAPLPE 
ATLCSQMG PTG RPSG SLCDL AG 
STLAGRWMHQSFDFDGGMEAS 
KLPGQEGVRIQPMSERTRRRAT 
SRDDNRRFRPHRSRRSRRSRSD 
FSLHLASEREAISRLKDRPPLRA 
REDYDQFM RQRSFQESMGHGS 
RRDLYGQCPRTVSDLALQNAF 
G DRWGPYFAEYDWCSTCSSSS 
ESDNEGYFLGEPIPQPARLRYV 
TSD\DCCTNTAPTASPNLPH*VA 
EDSCTAGKDQRAKTC1ISLY 


8393 


38761 


B 


8450 


1 


322 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8394 


38762 


A 


8451 


1 


2460 


MEEKSKRRGVLWSLLILALKFG 

DEPPLGSPN SC K YK LTTLK.ELG 

WREVFSSLQFCLCTSVASQMLS 

QYFEYTQPHPGDICHPETCALQ 

KVFLTSSGQSSSTSSSSQQFVLQ 

INAIQTILEKTPTHISTPTPTPTLA 

NPTAVGLEEDREQDVGTSSRG 

GAWDTRJKRELEKMSEKCGGQ 

INGGDIAVFASRAGHGVCWHPP 

CFVCTVCNELLVDLIYFYQDGK 

IYCGRHHAECLKPRCAACDEIIF 

ADECTEAEGRHWHMKHFCCFE 

CETVLGGQRYIMKEGRPYCCH 

CFESLYAEYCDTCAQHIGEAIF 

GSQ/HWSFC/RCGHLCFGEWG* 

PQLLWMLC*LELTKGPRDAIMS 

SLHSWHLRKGVRRRRRKKEDK 

SPEVLP*KS\SSGTLSH*R*RPH* 

SLFLGSRVSLAPSGECRGPGPPYS 

HSLRLYSQQALPTGRGPSSSQFP 

FCQFYCCYKKSLLCDCLSKSPA 

LEKAMRGIDQGQMTYDGQHW 

H ATETCFCCA HCKKSLLGRPFL 

PKQGQIFCSRACSAGEDPNGSD 

SSDSAFQNARAKESRRSAKIGK 

NKGKTEEPMLNQHSQLQVSSN 

RLSADVDPLSLQM DMLSLSSQT 

PSLNRDPIWRSREEPYHYGNKM 

EQNQTQSPLQLLSQCN I RTSYSP 

GGQGAGAQPEMWGKHFSNPK 

RSSSLAMTGHAGSF1KECREDY 

YPGRLRSQESYSDMSSQSFSET 


8395 


38763 


A 


8452 


2 


942 


NKNPKNHYPESYVSLKNDFTK 
LTSRRHRGVEQALVQLCHVFV 
CEHGHVIVTLSSGFIVYRTRAN 
YSSSAQGVGIAAAALDAVLIRA 
HQRTQGCHHELSALLAFEKGSE 
KKEEEEGGQVSRSSSLKVQAQE 
LSATEDKGHISPFFWEAVYHYA 
SGECRGPGPPYSHSLRLYSQQA 
LPTGRGPSSSQFPFCQFYCCYK 
KSLLCDCLSKSPALEKAMRGiD 
QGQMTYDGQHWHATETCFCC 
AHCKKSLLGRPFLPKQGQIFCS 
RACSAGEDPNGSDSSDSAFQNA 
RAKESRRSAKIGKNKGKTEEP\ 
C*TSTASCK 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8396 


38764 


A 


8453 


1 


937 


VHQYYSCLPEEKVPYVNSPGEK. 

LRIKQLLHQLPPHDNEVRYCNS 

LDEEEKRELKLFSSQRK.RENLG 

RGNVRPFPVTMTGA1CEQCGG 

Q1NGGDIA VFASRAGHG VCWI 1 

PPCFVCTVCNELLVDLIYFYQD 

GKIYCGRHHAECLKPRCAACD 

EIIFADECTEAEGRHWHMKHFC 

CFEC ETV LGGQRYI MKEG RPYC 

CHCFESLYAEYCDTCAQHIGID 

QGQMTYDGQHWHATETCFCC 

AHCKKSLLGRPFLPKQGQIFCS 

RA C S AG EDPNG SDSSDSAFQN A 

RAKESRRSAKIGKNKGKTEEP\ 


8397 


38765 


B 


8454 


214 


551 




8398 


38766 


A 


8455 


1 


1140 




8399 


38767 


A 


8456 


1 


2525 


MLNIQSVPGIGQGHYSRYLHSN 

PMHSGDFISN1HMRKPKEREIIF 

ADECTEAEGRHWHMKHFCCFE 

CETVLGGQRYIMKEGRPYCCH 

CFESLYAEYCDTCAQHIGEAIF 

GSQ/HWSFC/RCGHLCFGEWG* 

PQLLWMLC*LELTKGPRDA1MS 

SLHSWHLRKGVRRRRRKKEDK 

SPEVLP*KS\SSGTLSH*R*RPH* 

SLFLGSRVSL\PSGECRGPGPPYS 

HSLRLYSQQALPTGRGPSSSQFP 

FCQFYCCYKKSLLCDCLSKSPA 

LEKAMRG1DQGQMTYDGQHW 

HATETCFCCAHCKKSLLGRPFL 

PKQGQIFCSRACSAGEDPNGSD 

SSDSAFQNARAKESRRSAKIGK 

NKGK.TEEPMLNQHSQLQVSSN 

RLSADVDPLSLQMDMLSLSSQT 

PSLNRDPIWRSREEPYHYGNKM 

EQNQTQSPLQLLSQCNIRTSYSP 

GGQGAGAQPEMWGKHFSNPK 

RSSSLAMTGHAGSFIKECREDY 

YPGRLRSQESYSDMSSQSFSET 

RGSIQVPKYEEEEEEEGGLSTQ 

QCRTRHPISSLKYTEDMTPTEQ 

TPRGSMESLALSNATENQDDCS 

FVNRLKGSNNRPGRRQELMVT 

WNFIQERNGSGMDQCDDGGG 

KILDPVYILTVELTGFAKGWKM 

FSVKDQSVNVLGFAGCLSADG 

GAKRQEHLSRFSMPDLSKDSG 

N4NVSEKLSNMGTLNSSMQFRS 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














PLPSSPEQPAGRKGTAGLPCALT 
E1YFRVT\IY\FYVEIEK\LLIIVAK 
QEGLSGNXHKPWERKYMTYLS 
AQD\HELIQVVQNGHLQMCGK 
SETGNEASPVS 


8401 


38769 


A 


8458 


1 


241 


MTYLSAQDHELIQVVQNGHLQ 
MCGKSETGNEASP/G*GRGVNP 
WP/RHARSRMRALTRSSASCCR 
CSGASS1CTGTSLSTGG 


8402 


38770 


A 


8459 


31 


454 


QRSAWRSQIWSASRSV*SVFVR 
RASSRCLRNTGSGPGHPDR*DC 
RT/ARRCGWTRRRMASPSAAC 
GRSRCCSACVI/LNIVELKEVVV 
GNHLES1FLVMGYCEQDLASLL 
ENMPTPFSEAQVKCIVLQVLRG 
LQYLHRNFI1HR 


8403 


38771 


A 


8460 


1 


914 


SYHHLRJ-IHHHHLPHHCF/HHN 

NHYHHYHHYYHHHHHCHHYH 

YHHLHHHHHHHHHHDHCYYH 

NNNNNCHHHHHHYHHHHH*Y 

HHYHPHHHHHHHYHHHHYHH 

HHHHHHHRHHYYHHHHHQHH 

HYHHLHHHHYHHYYHNNY\HR 

HHRYSCNNNHHYHHHHPHHY 

HHHHC*HHHYLYHHHHHHNH 

HHHYHHHHHYYHYHYH/HHH 

HH\HHHHYHHYCHDHNYHYH 

HHHHYH/AHFHHHYHHYHYHY 

HHHHRHHHHLHHHYCHRPHH 

YHYLSCCETSHTLFPQNA1SSFD 

CKYLDGQDDEDFVVYKLCTLY 


8404 


38772 




8461 


102 




DTGPGEGAAGGCGG\GVGEGV 
AAPAAPGHS*VG/GNQPYLSPV 
CSRGSPGTGRAAARGLSGCWP 
WWSPRSGSAPSQCSSASWSAW 
SAGAPRFAPSAPGHPEGRRCPA 


8405 


38773 


B 


8462 


121 


215 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8406 


38774 


A 


8463 


44 


1584 


AVLDRGPRVGSSSPSPGGMSTC 

LSSPLFATAAELGG\GLCSAGRD 

GPRRKVYLSVDEKKLRCCQPKS 

GRSVAERAAGH\SAEGWRPVH 

VGPGLLGLAL*GP*AWGFQGR 

KGGPKGAYTAKCMMGSDKAQ 

ASGIATGGGHSGAEAVG/PQQ/ 

QGTVLSFEGGGGLSFRRMPGSL 

\GPSVPCKCGHPGPRCPPHHAV 

EVGTDT V AT VA AT/ GPPLAPSHG 

TSWQSGSLQ*DTGPGEGAA\AA 

AVVGVGEGAELPAAPGHS*VG 

VISH1CHPFVAGGSPGTGRAAA 

RGLSGCWPWWSPRSGSAPSQC 

SSASWSAWSAGAPRSAPSAPGH 

PEGRRCPA*GWNPQGSKSSLKS 

SELWTPIPYVPYAVP*HTCGYA 

AGPAPVQTPCRGG WNG AQVGL 

DP\GGHGDGTPHGS/APRLPGRV 

GGAP*AAVAAISTDPPATASLG 

PAPGGPACCPSL*AACPASSASP 

APARSSWPPAPASCGSAAPWW 

HQTGHGSLWWPEHSCRLSHRS 

PSPGAPCWPFPFRASPDRGTA 


8407 


38775 


A 


8464 


1 


541 


MKSLEEK1GCLLKFLGDLDDQT 
CKEDLHILFSNHGEIKWIDFIRG 
AKEG1ILFKEKAKETLGKAKDA 
NNGNLQLRSKEVTWEVLEGEL 
EKEALKK1TEDQQESLNKWKS 
KGCRFKG KRKGSKA AQPG SGK 
G K VQFQDKKTKF A SDDAHDEN 
G STGPUKRGREETDK E* P ASKQ 
PKTENA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8408 


38776 


A 


8465 


1 


1326 


PAALGGGVVAVAVCEPVARLL 

WAGTLKIAVMAENGDNEKMA 

ALEAKICHQIEYYFGDFNLPRD 

KFLKEQ1 KLDEG WV PLEIMI KF 

NRLNRLTTDFNVIVEALSKSKA 

ELMEISEDKTKIRRSPSKPLPEV 

TDEYKNDVKNRSVYIKGFPTD 

ATLDD1KEWLEDKGQVLNIQM 

RRTLHKAFKGS1FVVFDS1ESAK 

KFVETPGQKYKETDLLILFKDD 

YFAKKNEERKQNKVEAKLRAK 

QEQEAKQKLEEDAEMKSLEEKI 

GCLLKFSGDLDDQTCREDLHIL 

FSNHGE1KWI\DFVRGAKEGIILF 

KEKAKEALGKAKDANNGNLQ 

L\RNKE V\TW\E VLEG E V EKE AL 

KKIIEDQQES\LNKWKSKGRRF 

KGKGKGNKSCPSPGSGKGKVQ 

FQGKKTKFASDDEHDEHDENG 

ATGPVKRAREETDKEEPASKQ 

QKTENGAGDQ 


8409 


38777 


A 


8466 


2 


331 


CSTSLM1REMQVK TTMRYHL TP 
ARMA11KKSRPGVCGPQFTASY 
CSSWNRGLSRAMAQSLTPRPLS 
TLQ/PLLAVDRGS/PVLGASHRL 
PAQC/CMTDSSSSTLGSAAGSW 
QQ 


8410 


38778 


A 


8467 


1 


209 


MNSHFLKED1QMANKHMEKCS 
\PLLMIREM QI K.PTVR Y H LTS AR 
MP1IKK.SKYNSRCWHGCGEHGT 
LLHC 


8411 


38779 


A 


8468 


2 


370 


CSTSLI1REMQIETTMRYHLIPA 
RM A 1 1 KK\SRCWQGCGEQETLL 
HSWKPQP/LWRSSSGTARERQF 
LHPLLLKAR1EITPPESLAVLKIP 
MEGTWMELEAVILSKLTQKQK 
TKH*MLSLTSGS 


8412 


38780 


A 


8469 


2 


194 


CSTSLMIREMQIKTTVRYRLTS 
ARMAIIKKSK\NSRCWHGCGEH 
RTLLHCCNLWKERNVSYVSA 


8413 


38781 


A 


8470 


341 


496 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8414 


38782 


A 


8471 


46 


71 1 


SLIHLELIFCIGLDVRLGKDFMT 

NNLKGNAIKTK1NFWDLIKLKN 

FCKAKRNSQ\RANR*QTEWEKT 

FIICTSDKGLTSR1YNKLKQISKK 

KTNNPIIKWAKDMNRQFSKEDI 

QMANKHMKKCSTSLMIREMQI 

KTTVRYHLTSARMAIIKKSKYNS 

RCWHGCGEHGTLLHCWK/SKS 

LYEKDTCTRMFIAAQLAIAKTW 

NQPKGPSINA WI K.D WCQSKTN 

HNK 


8415 


38783 


B 


8472 


36 


1199 




8416 


38784 


A 


8473 


3 


184 


FFFFFLRRSL/DSVAQAGVQWR 
DLSSLQAPPPGFTPFSCLSLLSS 
WDYRRLPPRPANFLYF* * RRGF 
TMLARMVSIS*PRDPLASASQS 
AG1QKNSFFFLETRVSAFVAQA 
GVQWCDLGSPQPPPPGFK*FSC 
LSLLSSWDYRRLPPRPANFLYF 




38785 




8474 


3 


295 


AAAFFVFFETEFRSVAQAGVQ 

WRDLDSLQAPPPGFTPFSCLSLP 

CSWDYRRVPPCPANFCIFSRDG 

VSPC*PGWSRSPDLVIHPSRPPK 

VLGLQAMS 


8418 


38786 


A 


8475 


1501 


1879 


1 RNTHAKI I ELCLLPLFTEL*CNF 
FFFFLRRSL/DSVAQAGVQW\RY 
LGSLQAPPPGFTPFSCLSLLSSW 
GYRRLPPCPA/NFFVFLV\ERGFT 
VLARMVLMS*PRDPPASASQSA 
GITGVSHHARPTLK 


8419 


38787 


A 


8476 


1550 


2469 


FFPFFFFLRRSSPLPPRLQCSGM1 

LAYCNLRLLGSSNSVASASGVA 

GITGTCHHTQ*1FVFLVETGFHH 

VGQAGLEFLTSGDLPTSASQSA/ 

RDYRRDDHTRPEKCF/C*KTHIL 

WHSPSWSS/EERGSQFFSQDS*K 

SSRYPKKLLGM WVI AIN I YGTR 

T*K*EKFKTREYIGTHSIHRGNH 

GVNTYHVASEKLH/*YTYRMK 

KAKNFFFFFLRRELASWAQAG 

VQWRDLG\SLQSPPPGFTPFSC\P 

ASLRSWDYR/RVLPPCLANFFL 

YFFS/MRRGFTVFSR\MVSIS*PR 

DQ\PASASQ\SAGITGVSHRAR\L 

KI1FLFFFFSETESRSVAQAGVQ 

WHDLGSRHRPPPGFTPFSCLSFP 

SSWDYRGPPPRPANF\CVFSRD 

GVSPC*PGWSRSPDLVIRPASAS 

QKCWDYRREPPRPA 


8420 


38788 


A 


8477 


1 


2268 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8421 


38789 


A 


8478 




2312 


MAGPPSGPGRPEVCGAGRTRV 
AKARFRRRRAFASLGWSSGRE 
VVTFGDVAVHFSREEWQCLDP 
GQRALYREVMLENHSSVAGIG 
EDAPWGPFPCIISQHPPSQASIR 
GPCVYTVADVPVTGIAVIPPAA 
VCFSRLKDCDTRTEDKEFLHKE 
D1HEDLESQAEISENYAGDVSQ 
VPELGDLCDDVSERDWGVPEG 
RRLPQSLSQEGDFTPAAMGLLR 
GPLGEKDLDCNGFDSRFSLSPN 
LMACQEIPTEERPHPYDMGGQS 
FQHS VDLTGHEG VPTAESPLIC 
NECGKTFQGNPVTLFSVKQSHT 
GEAVSFMCDDCGKTFSQNSVLK 
NRHRSHMSEKAYQCSECGKAF 
RGHSDFSRHQSHHSSERPYMCN 
ECGKAFSQNSSLKKHQKVVHMS 
EKPYECNECGKAFRAASSNLIQH 
QRIHSGEKXPYVCSECGKAFRRS 
SNL1 KHHRTHTG EKPFECG * CG 
KAFSQSAHLRKHQRVHTGEKP 
YECNDCGKPFSRVSNLIKHHRV 
HTGEKP\*KSSACGKAFSQSSSLI 
QHRRJHTG\EKPHVCNVCGK\AF 
S Y* LQCS ESTRFI HTG RG RPYRC 
SVCGKAFSHSSALIQHQGVHTG 
DKPYACHECGKTFGRSSNL1LH 
QRVHTGEKPYECTECGKTFSQS 
STLIQHQRIHNGAEAP/YKCNQC 
GKAFN\QSSKFSIHPQKVHIGEK\ 
PSPCVECGKGFSQSSHFFQHNRY 


8422 


38790 


C 


8479 


194 


458 




8423 


38791 


c 


8480 


214 


378 




8424 


38792 


A 


8481 


107 


345 


G PLTCRY WEIHSQEPGPPRSLE 
MVLFSPSQN*SPVWSKEKNL*P 
*RDMR*A r AKPPGRCK*K*IQQ 
MTQMRGRNIQEKASP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8425 


38793 


A 


8482 




1454 


MHEEEGESGDSRVYMSTQCTH 

VTLNKFLGF1VSESVSGLNIQES 

MICEVLRGQSLKHNPIREAGLET 

LQSGRQLERRGRLSGMARPLSL 

AAAGAPDLLFTALCSLLIEAQP 

LRPFDLQTTLTAAECHYTGKKF 

SLNEGKPVLRKNSQTNTWEPG 

TIITWGRGYACVSPGDQSPVWV 

PTERLKLRVNSDKESHREKTSK 

SETAF1PAQDLAYNRFYLIILLLT 

LSVSPVSPQTDLPAT*NYSYWA 

YVPFPPLIRPLTWMDAPAEIYT 

NDSVYMPGATDDHCPTRPREE 

GTAFNVTMGYKYPPLCLGHAH 

VDGCIHLQAQIWAAYLPERLAT 

REQGHLISSLSLSPLRQMKGGVI 

GDTPNFQYKPVGKPCPKNFEGP 

SKIL1WEDCVNSH VVVLKNDA 

YGLVIGWAPKGYFKANNCSSGG 

RECLEATYF1SHWEDKDHHPTL 

HRRVSSFFPL*WEDKG1TPPRPH 

MIFPILSLEHSELWKLAIAMSGL 


8426 


38794 


A 


8483 


49 


1393 


AEPAPTHLPPPPSTAPQPERNSC 

CISQQSFSVP*S/SPDSDRPRGRH 

/SPPPP/SPCPPPPCLPPPKSTTAM 

PTRCQCPPPP] PTVAAFPLPPSHF 

LRTLPAPRPPTQPPPLSH/TTHPP 

EQRTLGPKFRLFSTPSPKNLEYL 

MNKSGRSPGCLLREATGTADL 

ARSIASLTAPQTDASG1SGGRST 

LRQTRCSSGRLRTHPRLSMRAS 

LPLRPRRRACLPQCRDKELLITK 

RKYRKKKDFAAGLEDVTEFQG 

REENPRHTFIYSLPLGLQKHQV 

LTVD1GFGGTAIMTGIARVPLA 

GAAGGPGVGRAAGRGVPAGVP 

I PQAPAGLAGPVRG VGGPSQQV 

M TPQG RG TV A A AAV A ATA SI M 

APPPGMRPPMGPPIGLPPARGTP 

1GMPPPGMRPPPPGIRDCGGSLT 

PLGDVCLKGSLARVLCRAIVQI 

YSrCVLLTTSEQQLSIRlHPQNA 

V 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8427 


38795 


A 


8484 


49 


752 


AEPAPTHLPPPPSTAPQPERNSC 
CISQQSFSVP*S/SPDSDRPRGRH 
/SPPPP/SPCPPPPCLPPPKSTTAM 
PTRCQCPPPPIPTVAAFPLPPSHF 
LRTLPAPRPPTQPPPLSH/TTHPP 
EQRTLGPKFRLFSTPSPK.NLEYL 
MNKSGRSPGCLLREATGTADL 
ARSIASLTAPQTDASG1SGGRST 
LRQTRCSSGRLRTHPRLSMRAS 
LPLRPRRRACLPQCRDKELLITK 
RKYRKK.KD 


8428 


38796 


B 


8485 


511 


1349 




8429 


38797 


A 


8486 


3 


431 


ADAVGGPGGPGMAGCDGLPG 

GFGSDIRPRLWLWLGPRI.WSS* 

RGT\NIILASVPKKLLLM/DCYA 

LARDRTATLGVTFDAISKTASN 

W1PDLWKETVFTKFPYQEFTDH 

L/VKTHTRVSKQKTQVPAVATT 

AARQTMEGQAPVEY1 


8430 


38798 


A 


8487 




470 




8431 


38799 


A 


8488 


3 


314 




8432 


38800 


A 


8489 


1 


458 




8433 


38801 


A 


8490 




855 


PTRPLVLRVGATARALPRPSRS 
CSPSAVVPSAPSSCPPQPR\RTPK 
PEPEPEQVIKNYTEELKVPPDED 
CIRSMEKLSTASGYSDVTDSKAI 
GSLAVGHLTKCSHAFHLLCLLA 
MYCNGNKDGSLQCPSCKTIYG 
EKTGTQPQGKMEVLRFQMSLP 
GHEDCGT1LIVYSIPP\GIQGP\EH 
PNPGKAVSLPEGFPAQCYLPEQ 
RPGPAKSLRAP*RWAWK\RRLI 
FTVGHVPAPTGETDTVVWNEI\ 
HHKTEMDRNITGHGYPDPNYL 
QN VL A ELAAQG VTEDCLEQQ 


8434 


38802 


A 


8491 




3797 


MEYYAA1ENDEFMSFVGTWMK 

LEIIILSKLSQEQKTKHRMFSLID 

FGFSNLFTPGQLLKTWCGSPPY 

A APELFEG KEY DG PK VDIWS LG 

VVLYVLVCGALPFDGSTLQNL 

RARVLSGKFRIPFFMSTGLVPEL 

DKRLKAGCLSIAECEHLIRHML 

VLDPNKRLSMEQICKHKWMKL 

GDADPNFDRLIAECQQLKEERQ 

VDPLNEDVLLAMEDMGLDKEQ 

TLQSLRSDAYDHYSAIYSLLCD 

RHKRHKTLRLGALP 



1045 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8435 


38803 


A 


8492 


I 


2563 


MGDFNTPLSTVDRSMRQKVDK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDNIIG 

SKALLSK.CKGTEIITNSLSDHSA 

IKLELRJKKLTQNHSTTEKLNNL 

LLNDYWVHNEMKAEIKMFSET 

NENKDTTYQNLWDTFKAVCRG 

KFIALNAHKRKQERSKIDTLTS 

QLKELEKLNQEEVESLNRPITG 

AEIVAIINSLPTKKSPGPDGFTA 

KFYWRYKEELVPFLLKLFQSIE 

KEGILPNSCYEASJILIPKPGRDT 

TKK ENFRPI SLMN I D AKI LN KI L 

ANR1QQHIKKLIHHDQVGFIPG 

MQG WFN I CKSIN V I QH INRTKD 

KNHMIISIDAEKAFDKIQQPFML 

KTLNKLAQNLLKLISN/SQQSLR 

IQNQCTKITSILIHQ*QTNREPNH 

E*TPIHNCFKENKIPRNPTYK.GC 

EGPLQGELQTTAQGNKRGYKQ 

MEEHSMLMGRKNQYLENGHT 

AQGNL*I/QMPSPSSY**LSSQN 

WKKLL*SSYGTKK\GPHSQVNP 

KPKEQSWRHHTT*LQTILQGYS 

NQNSMVLAPKQR*RPMEQNRA 

LRNNAAYLQLSDL*QT*QKQA 

MGNGFPI**MVLGKLASHMErC 

AETGSLPYTLYKN*FKMD*RLT 

H*S*NHKNPRRKPRQYHSVHRH 

GQGLHV*NTKSNGNKSQN*RM 

GSN*TKELLHSERNYHQSEQAT 

HKMGENFRNLLI*QRANIQNLQ 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8436 


38804 


A 


8493 




1839 


MPRALAFQAPVN1QAEQAGTA 

MNISVPQVQLINPENQIVEASSN 

LWELSAETTFFA1SLLPFLLISNS 

MPDGTLNLDSDEGEEPSPEALV 

RYLSMRRHTVGVADPRTEVME 

DLQKLLPGFPGVNPQAPFLQVA 

PNVNFMHNLLPMQNLQPTGQL 

EYKMSGLPLSPRLPLISWSVLPT 

LFLA\EQSLLQPPTLQLLNGMGP 

LGRRASDGGANIQLHAQQLLK/ 

RPRGPSPLVTMTPAVPAVTPVD 

EESSDGEPDQEAVQRYLANRSK 

RHTLAMTNPTAEIPPDLQRQLG 

QQPFRSRVWPPHLVPDQHRSTY 

K.DSNTLHLPTERFSPVRRFSDG 

AASIQAFKAHLEKMGNNSSIKQ 

LQQECEQLQKMYGGQIDERTL 

EKTQQQHMLYQQEQHHQILQQ 

Q1QQPAQSQQVTIQVQEPVDML 

SNMPGTAAGSSGRGISISPSAGQ 

MQMQHRTNLMATLSYGHRPLS 

KQLSADSAEAHRLKWETREKG 

LEDDSSVSSNTGGDVTNEGKST 

ESADFGFSNLFTPGQLLKTWCG 

or r i AArtLrtuNc- Y UurJ\. V Ui 

WSLGVVLYVLVCGALPFDGST 
LQNLRARVLSGKFRJPFFMSTG 
YFHLLGSHCNVVLNAKDKVGF 


8437 


38805 


B 


8494 


1 


3879 




8438 


38806 


A 


8495 




4065 


MGK.KQSRKTGNSKKQSASPPP 

KKRSSSPATEQSWTENDFDELR 

EEGFRRSNYSELREEIQTKGKE 

VENYEKSLEECITRITNTENCLK 

ELMEPKTKARELRKECRSLRSR 

CYQLVERVSAMEDEVNEMKDT 

HRLKVKGWRKIYQGNGKQKK 

AGVAILVSDK.TDFKPTKIKRDK 

EGHYMMVKGSIQQEELTILNIY 

APNTGAPRFIKQVLSDLQRDLD 

SHTLIMGDFNTPLSTLDRSTRQ 

KVNNNTQELNSALHQA 


8439 


38807 


A 


8496 


1490 


1813 


TGNLQNGRKFLQPTHLTKG*YP 
ESMMNSNK.FTRKKQTTPSKSG 
RRT* TDTSQKKTFMQPKNT* KN 
AH HH WPSEKCKSKPL*DT1SHQ 
LEWQSLKSQETTGAGEDVDK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8440 


38808 


A 


8497 


1614 


3085 


AGEGNK.ADKQLQQSLR1QNQC 

TKITSILIHQQQTNREPNHESTPI 

HNCFKENKIPRNPTYKGCEGPL 

QGELQTTAQGNKRGYKQMEE 

H SMLMG RKNQ YHENGHTAQG 

NLQI/QMPSPSSYQ*LSSQNWKK 

LLSSSYGTKK\GLHHQVNPKPK 

EQSWRHHAT*LQTILQGYSNQN 

SMVLVPKQRYRSMEQNRALRN 

N A A YLQLSDL*QT* EKQAMGK 

GFPI* * M VLGKL ASHM*KAETG 

SLPYTLYKNQFKMD*RFKR*T* 

NHKNPRRKPRHYHSGHRHGQG 

L/LCPKHQKQW/HTKAKIDKWD 

LIKL/1ELLHSKRNYHQSEQATY 

KMGENFRNLLPQRANIQNLQ* 

TQTNLQEKNKQPHQKVGEGHE 

QTLLKRRHLCSQETHEKMLIIT 

GHQRNANQNHNEIPSHTS*NGN 

/QLKSQETTGAGEDVEK*EHFY 

TVGGTVN*FNHCGSQCGDSSGI 

*N*KYHLTQPSHYWVYTQRTIN 

HAAIKTHAHVCLLRHYSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8441 


38809 


A 


8498 


2 


2013 


LNQEEVESLNRPITGAEIVAIINS 

LPTKKSPGPDGFTAKFYWRYK 

EEL VPFLLKLFQSIEKEG I LPNSC 

YEASIILIPKPGRDTTKKENFRPI 

SLMNIDAKILNKILANRIQQHIK 

KLIHHDQVGFIPGMQGWFN1CK 

SINVIQHINRTKDKNHMIISIDAE 

KAFDKIQQPFMLKTLNKLAQN 

LLKLISN/SQQSLRIQNQCTKITS 

ILIHQ*QTNREPNHE*TPIHNCFK 

ENKIPRNPTYKGCEGPLQGELQ 

TTAQGNKRGYKQMEEHSMLM 

G RKNQY LENGHTAQGNL*I/QM 

PSPSSY**LSSQNWKKLL*SSYG 

TKK\GPHSQVNPKPKEQSWRHH 

TT*LQTILQGYSNQNSMVLAPK 

QR* RPMEQNRA LRNN AAYLQL 

SDL*QT*QKQAMGNGFPI**MV 

LGKLASHMEKAETGSLPYTLY 

K.N*FKMD*RLTH*S*NHKNPRR 

KPRQYHSVHRHGQGLHV*NTK 

SNGNKSQN*RMGSN*TKELLHS 

ERNYHQSEQATHKMGENFRNL 

LI*QRAN1QNLQ*TQTNLQEKN 

KQPHQKMGKGHEQTLLKRRHL 

CSQKTHEKMLI1TGHQRNANQN 

HNEIPSHTSQNGD/QLKSQETTG 

AGEDVEK*EHFYTVGGTVN*FN 

HCGSQCGDSSGI*N*K.YHLTQP 

SHYWVYTQRT1MHAATKTHAH 

VCLLRHYSQ 


8442 


38810 


R 


8499 


1 


2860 





1049 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8443 


38811 


A 


8500 


3 


2202 


EGRNKDVI*NQREQRHNIPESL 
GHJQSSV*REI*NTKCPQEKAGK 
IQN * HPNITIKRTRKARANTFKS 
*QKARNN*NQSRIEGNRDTKNP 
S KN * * 1QTTIRE Y YKH LHANNLE 
NLEEMDKFLDTYTLPRLNQEEV 
ESLNRPITGSEIVAIINSLPTKKS 
PGPDGFTAKFYQRYKEELRIKY 
LGIQLTRDVKDLFKENYKPLLK 
EIKEDTNKWKNIPCSWVGRINI 
VKMAILPKVIYRFNGIP1KLPITF 
FTELEKTTLKFIWNQKRARVAK 
SILSQKNKAGGIMLPDFKLYYK 
ATVTKTAWYWYQNRDIDQWN 
RTEPSEIMPHIYNYLIFDKPEKN 
KQWGKDSLFNKWCWENWLAI 
CRKLKMDPFLTPYTKINSRWIK 
DLNVRPKTIKTLEENLGNT1QDI 
GMGKDFMSKTPKAMATKAKID 
KWDLIKLKSFCTAKETT1GVNR 
QPTKWEKIFATYSSDKGLIFRIY 
NELKQIYKKKTNNPIKKWAKD 
MNRQFSKEDIYAAKRHMKKCS 
TSLAIREMQIKTTMRYHLTPVR 
TAIIKK.SGNNRCWRGCGEIGTL 
LHCCWDCKLVQPLWKSVWRF 
LRDLELEIPFDPAIPLLGIYPKDY 
KSCCYKDTCTRMFTAALLTIAK 
TWNQPKCPTMIDWIKKMWHIY 
TMESYAAIKNDEFMSFVGTWM 
KLEIIILSKLSQGQKTKQRJFSLI 
DGN 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8444 


38812 


A 


8501 


437 


2163 


KQKCNISHLWNAVKVER1KYL 

GIQLTRDVKDLFKENYKPLLKE 

IKEDTNKWKNIPCSWVEES1P*K 

WPYCPR*FTDSMPSPSSYQ* LSS 

QNWICKLL*SSYGTKKEPASPSQ 

S*AKRTKLEASHYLTSNYSTRL 

Q*PPGKRGPPEVQGHNADENN 

HTEDRQGNRRHEHSIDQLAVT 

DVHSTTAEYTFLSTRGGFSKID 

HMLGCKTNLNK.YKEIEIIQS1FS 

NHNEIKQEINSRRKTRKSTNLW 

ELSSALLMNGSEKKTQVNLDNI 

WKLMKAKMQH1TLMECSESRK 

NKIPRNPTYKGREGPLQGELQT 

TAQGNKRGYKQMEEHPMLMG 

G RINTVKM A I LPKVI YRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAR1AKSILSQKNKAGGLTLPD 

FKLFYKATVTKTAWYWYQNR 

DIDQWNRTEPSEIMPH1YNYVIF 

DKPEKNKQWGKDSLFNKWCW 

ENWLAICRKLK.LDPFLTPYTK.I 

N SR WI KDLTVRPKT1 KTLEEN L 

GITIQD1GMGKDFMSKTPKAMA 

TKAKIDKWDLIKLKSFCTGKET 

T1RVNRQPTKWKK1FATYSSDK 

GLISRIYNELKQ1YKKKTNNPIK 

KWVKDMNRHFSKEDIYAAKK 

HMKKCSPSLAVREMQIKTTMR 

YHLTPVRMAIIKKSGNNRCWR 

GCGEIGTLLHCWWDCKLVQPL 

WKSVWQFLRDLELEIPFDPAIPL 


8445 


38813 


A 


8502 


1 


2001 


MPH1QVM LMQEMDSHSLGKLC 
PYGFAEYSPTSSCFHGFVLSVC 
G SSRDKATQRVDALVRQVI VN 
GG1VLDQFAVHDRVALADLIDL 
LVDLSAMMLCGVPTTGDPFVA 
FALGHPDDFDHLILPKHLVDRY 
LLLEPLLGPVQLLSHSASVHLD 
L HQFCSDFS YG IQLTRD VKDLF 
KENYKPLLKEIKEDTNKWKNIP 
CSWVGRINIMKMAM\RPR*FID 
SMPSPSSYQ*LSSQNWKKLL*SS 
YGTKKEPVSPSQALA 


8446 


38814 


B 


8503 


152 


3166 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8447 


38815 


A 


8504 


15 


2745 


HPT VN I RQFN ETE SQQG Y PG I E L 

SSAPSGPNRHLQNSP/PPNQQN1 

HFFQHHTTPIPKLTT*LSTLDRS 

TRQKVNKDTQELNSALHQADL 

IDIYRTLHPKSTEYTFFSAPHHT 

YSKIDHIVGSKALLSK.CKRTE1I 

TNYLSDHSAIKLELR1KNLTQSH 

STTWKLNNLLLNDYWVHNEM 

KSEIKM FFETNENKDTTYQN L 

WDAFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

HSKASRRQEIT1C 


8448 


38816 


A 


8505 


2853 


3925 


AVGPSVRTPRPYLCVRKDVHD 
VVPILRPSATSLFMPRAAGQGG 
QKAGGTEKSSGP* KDDV * RLQP 
PNGFRIIH*VQ*TCRKGCPHLSK. 
RNTFQFQN*R*NLLYPALPNIPH 
SSVEEGVGS1*ARSEDLEGAQLP 
♦LLARLFTCRSNTYRGLKFTEA* 
GGE*QSICYSTRRANYPKY/HM 
HPIQEDPDS* SKS* VTYKET*TP 
TQ**WETLT/PPLSTLDRSTRQK 
VNKDTQELNSALHQADLID\TT 
ELSTPNQKNLHFFQHHTTPIPKL 
TT YLE V KLVPQQM * KN RN YNKL 
SLRPQCNQTRTQD* ETH SKLLN 
YMETEQPAPE*LLGT*RNESRN 
KDVL*NQREQRHN1PESLGHIQS 
SV 


8449 


38817 


A 


8506 




376 


1PYLP*ST\YMETGMIYVVQGIY 
GYHHYMQDRIDDNGWGCAYR 
SLQTICSWFKHQGYTERSIPTHR 
EIQQALVDAGDKPATFVGSRQ 
W1GS1EVQLVLNQLIGITSKILFV 
SNTRKNKKVGNIVS 


8450 


38818 


A 


8507 


1 


1008 




8451 


38819 


A 


8508 


218 


343 




8452 


38820 


B 


8509 


306 


1434 




8453 


38821 


A 


8510 


3 


659 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8454 


38822 


A 


8511 


3 


1990 


EPHRIASPRFRQAFDSDGTDRTL 

•FLSDIEEEELTRGDPEQRHVPL 

RRKSEWKWAADRAAIDSRWN 

WLQAHVSDLEYRIRQQTD1YK 

Q1RANKGLIGLGEVPPP\EHTTD 

LFLPLSSEVKTDHGTDKL1ESVS 

QPLEN HGAPIIG\HISESLSTKSC 

G ALRPVNG V INTLQP VL ADH I P\ 

GDCSDAEEQLHKKQRLNLVSSS 

SDGTCVAARTRPVLSCKKRRLV 

RPNSIVPLSKKVHRNST1RPGCD 

VNPSCALCGSGSINTMPPEIHYE 

APLLERLSQLDSCVHPVLAFPD 

DVPTSLHFQSMLKSQWQNKPF 

DK1KPPK.KLSLKHRAPMPGSLP 

DSARKDRHKLVSSFLTTAKLSH 

HQTRPDRTH RQHLDD VG A V PM 

VERVTAPKAERLLNPPPPVHDP 

NHSKMRLRDHSSERSEVLKHH 

TDMSSSSYLAATHHPPHSPLVR 

QLSTSSDSPAPASSSSQVTASTS 

QQPVRRRRGESSFD1NMIVIPMS 

VAA1TRVEKLQYKE1LTPSWRE 

VDLQSLKGSPDEENEEPASPDV 

SSSHSLSEYSHGQSPRSP1SPELH 

cadi TD\/APnTPPm AcnnTcr 
SArL 1 rVAKU 1 rKJlLASLU 1 KC 

STPELGLDEQSVQPWERRTFPL 
AHSPQAECEDQLDAQERA A RC 
TRRTSGSKTGRETEAAPTSPPIV 
PLKSRHLVAAATAQRPTHR 


8455 


38823 


A 


8512 


1 19 


739 


ADDRDHLHIQTWCAKAPVFLQ 
PGSSWLSTKGKKM/PETPASDE 
PPLRQPAVRFEFLQHAPPDSLQP 
LGSPGHS*GPSSDTGQPAAGRW 
PRRQP*AAVQDLGPQTRGSASP 

PCHT\n PA A PQ APP.C A PPUVlCNyl 

SASAPSPTASPQMSKPPCAAAC 
LRGSGAGGGTVGPCLEPGGSAP 
PRARL PRC A AG S A RPG A A AGPP 
PGAGTTRAVP 


8456 


38824 


A 


8513 


1 


343 


MRMCLRLPTLMTKCTNWHVT 
GHLCRPT/MREPTPEP/WTGDTT 
TA*METRWPAEQPALAERRLFR 
AAPRGAFAG1AAPSPAAPPQPG 
SLG1LPEPTPAQAWAARNQLRG 
RIKERGS 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8457 


38825 


A 


8514 




405 


KKFNPAGERVCTILVDPSIPSTA 
YPSYGVPHS*GPSLSLPHL/SSSS 
RPSSISCPLNGPWKGCS*PPCRA 
QCAQPQQAT*ESCIHS/SSNCIPP 
AWEGETPSKKNKINGNPWSKIR 
DKTSGGEVEVWGLVAVAPVM 


8458 


38826 


A 


8515 


100 


1397 


PPASTYLMLERLKAPWSAALQ 

RKYFDLGIWTAPISPMALTMLN 

GLLIKDSSPPMLLHQVNKTAQL 

DTFNYQSCFMQSVFDHFPEILF1 

HRTYNPRGKV/CIYLPGGWTSG 

AAGGSSCPSSLLCHPC/ARRDT/ 

CRPVPDVPSIQEV*SSMGESLYH 

PGGSSFPSTAYPS/SWSSPQLRSF 

SQPSTFVSSSRPSSISCPLNGPW 

KGCS*PPCRAQCAQPQQAT*ES 

CIHS*ATASLQPSCPSFTHTGCS 

TTASGWLTAGEAELRAATTSR 

ASRSPPTSSASSLVPPHLRNKV 

WLLCSVTCSRTLQTRQTSTRAC 

VPRT1MLPQTPSPKAPNWSSW* 

NPTSSTPSMPSAQGQQPNCAW 

ASLLWSRNPHTSLALAQKR*TY 

RSWKIPIRCSPSPLPAAAATLTR 

PSTCPAATS*PCSVPAARCSSPT 

CCRLSGRQAVLPV 












326 


CLTQMYFL1S/FANVDTFLLAIM 

ALD/RLLAICSALRYCSIITPG\YS 

HFYCDAYLLMKIACSIHVNQH 

VFLGAVVLFL/APCALILVSY1RJ 

AAA/ILRIPSPTRRRKACSIC 


8460 


38828 


A 


8517 


2 


669 


T1SYPQCLTQMYFLISFANVDTF 
LLPIMALDHYVAICSALQ*CSIIT 
P/ELCQGLPVLA*AGSSLISPVHT 
V1MSRLAFCSSAQISHFYRDAY 
LLMKIACSHT*\NQHVFLGAVV 
LFLAPCALILVSYIRIAAA1LRIPS 
PTRRRKAC SIC S SHL SL VTL F YG 
TVLGICI*PPDSFSAQDAIATIMY 
TVVTSMLNPFIYSLMNKEVQEA 
VRRLFSRGSHSSWCW 
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SEQID 

NO: 


SEQID NO: 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8461 


38829 


A 


8518 




3594 


MVAAAAATEARLRRRTAATAA 

LAGRSGGPHCVNGGRCNPGTG 

QCVCPAGWVGEQCQHCGGRFR 

LTGSSGFVTDGPGNYKYKTKC 

T WL I EGQPNR1 M RLRFN HF ATE 

CSWDHLYVYDGDSIYAPLVAA 

FSGLIVPERDGNETVPEVVATS 

GYALLHFFSDAAYNLTGFNITY 

SFDMCPNNCSGRGECKISNSSD 

TVECECSENWKGEACDIPHCTD 

NCGFPHRG1CNSSDVRGCSCFS 

DWQGPGCSVPVPANQSFW 


8462 


38830 


A 


8519 


1 


471 


ALCAPQPGKCFCTTKGSSG/DE 
CQLC EV/ENRYQANPLRGTCYN 
TLLlDYQFTFSLSQEDDRYYTAI 
NFVATPDEQNRDLDMFINASK 
NFNLN1TWAASFSAGTQAGEE 
MPV VSK.TN 1 KEYKDSFSNEKFD 
FRNHPNITFFVYVSNFTWPIKIQ 
VQTEQ 


8463 


38831 


A 


8520 


1 


4289 




8464 


38832 


A 


8521 


1 


3488 


MDYGVLTRLTGSSGFVTDGPG 

NYKYKTKCTWLIEGQPNRIMR 

LRFNHFATECSWDHLYVYDGD 

SIYAPLVAAFSGLIVPERDGNET 

VPEVVATSGYALLHFFSDAAY 

NLTGFNITYSFDMCPNNCSGRG 

ECKISNSSDTVECECSENWKGE 

ACDIPHCTDNCGFPHRGICNSSD 

VRGCSCFSDWQGPGCSVPVPA 

NQSFWXTREEYSNFKA/LPRASH 

1CAVVNGNIMWVVGGYMFNHS 

DYNMVLAYDLASREWLP 


8465 


38833 


A 


8522 


4794 


5740 


Y1CNWY1CMKDSSFPSLVQSPRS 
PGSCGLSGWGWGCPRVASAGS 
ACSCNSAVPARRTQEACRRELI 
GGRSTIFTDVQGQWGAPGTVN 
EGNSACPPTLRVTVAAWLSLLF 
VLCRVCAASVPSLVRLRWGPQ 
CSGPWGAWAPPWAARVSQPG 
AGPGRGAEAQLLPAASIQWPC 
HQAPHLLLVLALVTSQGPSRCR 
GFCLAGPCQGGPGGLLILFCHW 
NVPLQFSSLFFFF*DGVSLLLPR 
LECSGSISGHCNLRLPGSSDRPA 
LGS*VAGDYRCLPACSANFFVF 
LVEKGFHHVGRAGLK.LL/MVIH 
LPRPPRVLRLQA 



1055 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8466 


38834 


A 


8523 


594 


2868 


CWTSRNRRPIPGSCHPMELPRPF 

RGKAKVQNHQLVH\HNKALIN 

RGSLTFWLDDGAIQAWHCPVK 

TYYQYTPVSSKAMY/DAFWNG/ 

KPRDC/AFHSWLNEDPFVCEYQ 

GQSSDLPQPPVNAGGGSGGGS 

GGGSEGGGSEGGGSEGGGSEG 

GGSEGGGSGGGSGSGDFDYEK 

MANANKGAMTENADENALQS 

DAKGKLDSVATDYGAAIDGFIG 

DVSGLANGNGATGDFAGSNSQ 

MAQVGDGDNSPLMNNFRQYLP 

SLPQSVECRPYVLSAGSE1GAA 

CASRSGYDNKGVRDIGYTDCK 

RSEDLDPLRHQILGGKKAIQFTL 

QGFPTLPEGAPAGNSGSLAVHK 

TAQSSYRHHALL1LTPMSGTRF 

PPIPGPVVNIRVFPFAPSSECRIC 

YSWSWVPGSPVHCQSDGSVPIP 

SYAPLASQYSSSFLFFRNRQPYA 

PYDYLSVMTPSRTLREQ1RIRYA 

PSAPRLPPPEVYCSNSTIVYVRN 

NPSGPTPGFAGGTLLEGRSGGP 

FRFYAKRAK.GDVLK.PFSLNLPL 

QTLIRFMVDIACGMEYLSSRNFI 

HRDLAARKCMYEFWRTRGWE 

TAAAYYGGGTTFFRKESQKLQ 

QSAKKRDAELANGALGIIELNN 

DYTLKKVMKPL1TSNTVTDEIE 

RANVFKMNGKWYLFTDSRGSK 

MTIDGINSNDIYMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 


8467 


38835 


A 


8524 


302 


409 




8468 


38836 


A 


8525 


199 


359 


ARRQQVSVK.SYRWEEEDQHCG 
ELQGSE*VSDGLFKPP*S*HGW 
VEEERQKEQN 


8469 


38837 


A 


8526 


1853 


2032 


VKQSTALLPHAVAC*PKV1SSG 
ARGLKSILVLIRIVVMMVSMLP 
QLALSGWGRFRVLPG 


8470 


38838 


A 


8527 


118 


445 


AAGGEPGDAPWVPGVWEPPES 
VCRGPPPSSTFPHPVLSTFGASG 
PENSRDCSWLSPQH*AA*VASG 
NNGPQAAQGSLSGIPDAATLSG 
I*RASILHVSVVE1ISSPGFR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8471 


38839 


A 


8528 


1 


770 


MRVLGIETSCDETGIA1YDDEK 

GLLANQLYSQVKLHADYGGVV 

PELASRDHVRKTVPL1QAALKE 

SGLTAKDIDAVAYTAGPGLVG 

ALLVGATVGRSLAFALGRFGDP 

CTPYWRASVSARCWKIPAPNFR 

CALLGSAAYAVNHGTGLSKKP 

TTLGSDHSKTPAQLAKRAGEA 

RRNGWQGALFPWESARSGEEE 

TP/VICRH*HSHRAAAKSGLGA 

GGTSSGGRYRLGGYSILADHGG 

*KFHCA*RHGATSGDGKVLD 


8472 


38840 


A 


8529 




834 


VGRVEIADQYQDLAILWNCLG 

SDIIASSRQRRPFRGKAKVQNH 

QLVHLQQSSHQPWLPHFLAG* 

WGDSGLGGGS\EGGGSEGGGSE 

GGGSEGGGSGGGSGSGDFDYE 

KMANANKGAMTENADENALQ 

SDAKGKLDSVATDYGAA1DGF1 

GDVSGLANGNGATGDFAGSNS 

QMAQVGDGDNSPLMNNFRQY 

LPSLPQSVECRPYVFGAVRHDV 

RRIRVTGVTRVTPPEEVDTSVH 

SRGAHRIRSGFAPKRSVRVTTD 

TC1KRNSTCGVKSLSLWDGGGF 


8473 


38841 


B 


8530 




811 




8474 


38842 


A 


8531 


1 


1044 




8475 


38843 


A 


8532 




1472 


GVVGERAGMARPGRPREGGGS 

G/GYSRPVPPAGGPGP*RGRTR]/ 

SGLANGAGPVVFQFLTELTRLF 

QKCRTSGSVYITLKKCKQREGS 

RAMLPGFPYTPVSSKAMYDAY 

WNGKFRDCAFHSGFNEDPFVC 

EYQGQSSDLPQPPVNAGGGSG 

GGSGGGSEGGGSEGGGSEGGG 

SEGDGSEGDGSGGGSGSGDFD 

YEKMANANKGAMTENADENA 

LQSDAKGKLDSVATDYGAAID 

GFIGDVSGLANGNGATGDFAG 

SNSQMAQVGDGDNSPLMNNFR 

QYLPSLPQSVECRPYVFGAGKP 

YEFSIDCDKIKILRGVFAFLLYV 

ATFMLPVIANIAIPQKRPFMQQT 

RCEVQCREDIEVQKLKSYDKLL 

ASINKKPGVNGWQKRRITVNA 

GEAHDQQALDYALYHLRIMTP 

AHDERSSIAAKGLTGEGYKGH 

VFWDTEVFLLPFHLFSDPTVAR 

SLLRYRWHNLPGRARRKRDGN 

GWAGGAPISVGKARAAAKK 


8476 


38844 


A 


8533 


609 


855 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8477 


38845 


A 


8534 


369 


1278 


GHTACRWYSQGRHPGPELSPFL 

*GPG*NAGHVISMPAARPMEPC 

LGTGGLDVLLHHLRPDLPPAAL 

PGSAWPGEGALPLPGQVSGRG 

RSAACLQPGAWPGRGAAPVRR 

RPRPA A AG S VREAELLESPHLA 

AHRDC * L A RK.LN SGGYIPQAEY 

GKHAGLPLPGARALSCGCRAR 

APVPAALPHPLLDHQDPGPAGR 

IYGTGAGTQTLDGSAPRTSRAL 

GSTQMPEARPGLAGWGVAGV 

WSRG* SR*TRGSAS/SPRPRRCA 

LLALPGAAVSGDLRARNPRGSR 

PPKAPSGRGGPLLPPHRSTPRR 


8478 


38846 


A 


8535 


3 


2494 


YQRQSSSPEDPAETASPTYALIA 

ACQSEIQLQTRQQPCDMAPGPL 

DCDPVKGSSRKRMFLMNAPPV 

VALQPKWEASVPPGSFRFPECF 

SEADKGVESMSPTMHKELPAL 

AACGLVADFDPVGEEETADFG 

PLVLDSDSDDSVDRDIEEAIQEY 

L/KG G GSRCKRE L A HSS/APTAL 

CSPKLVPGSGG/GGPGSQVGSS 

KDQGSASPVSMSRADSFEQSIR 

AEIEQFLNEKRQHETQKCDGSV 

EKKPDTHENSAKSLSKSHQEPA 

TKVVHRQGLMGVQKEFAFCRP 

P\RLAKTNVQPRSLRSKVTTTTT 

QEKEGSTKPATP/TRPSEAVQN 

KSGIKRSASTARRGKRVTSAVQ 

APEASDSSSDDG1EEAIQLYQVQ 

KTRKEADGDPPQRVQLQEERA 

PAPPAHSTSSATKSALPETHRKT 

PSKK.KPVPTKTTDPGPGDLDAD 

IISPK1PKETKAPPPTSPASRSKF 

VEWSSCQADTSAELI\AVLDIFK 

TILP/APMEGSDGSLSASPLFYSP 

NVPSRSDGDSSSVDSDDSIEQEI 

WTFL ALK VQSRSL LA RG A AGQ 

APERVEKQAPAGAEELPKSKRD 

SCEGSRKKPPSVFGSRAERTKP 

RPSCSSVDSDDSIELEIRKFLVE 

KA KESG VPGQAQPCL WKPTLA 

GEEGLRSPAKQEGLTSAIVAGIS 

AALGPEHTWVPGATTPRTPSVA 

PVLVPAVPTHWKK.LAPACGGP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8479 


38847 


A 


8536 




2463 


MHK.ELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYL/KGGGSRCKRELA 

HSS/APTALCSPKLVPGSGG/GG 

PGSQVGSSKDQGSASPVSMSRA 

DSFEQSIRAEIEQFLNEKRQHET 

QKCDGSVEKKPDTHENSAKSLS 

KSHQEPATKVVHRQGLMDVQ 

KEFAFCRPP\RLAKTNVQPRSLR 

SKVTTTTTQEKEGSTKPATP/TR 

PSEAVQNKSGIKRNASTARRGK 

RVTSAIQAPEASDSSSDDGIEEA 

IQLYQVQKTHKEADGDPPQRV 

QLQEERAPAPPAHSTSSATKSA 

LPETHRKTPSKKJCPVPTKTTDP 

GPGDLDADHSPK1PKETKAPPP 

TSPASRSK.FVEWSSCQADTSAE 

LI\AVLDIFKTILP/APMEGSDGS 

LSA SPLFY SPNVPSRSDGDSSS V 

DSDDSfEQEIWTFLALKVQSRSL 

LARGESCPQAAQGPLSPPGLSS 

QTGSPKAPLSKTLDPL/LGCKRK 

HRGG\SKLAQPARPRDGRAPLG 

WDLSIQGTASEAPGGEGAARVP 

GDTRTSQGQGKTDEARHLDKK 

KSSEDKSSSLDSDKDLDTAIKD 

LLRESQGPAPSPGSLSDNSSSVD 

SDDS1ELEIRKFLVEKAKESGVP 

GQAQPCLWKPTLAGEEGLRSP 

AKQEGLTSAIVAGISAALGPEH 

TWVPGATTPRTPSVAPVLVPAV 

PTHWKKLAPACGGPGQSLID1D 


8480 


38848 


B 


8537 


1 


3345 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8481 


38849 


A 


8538 


1 


1339 


MTKKSPGPDSFTGHWCVISIPS 

GYERSRLKVTLPEEGRGALPFL 

VSVAISSGSCSDNNAAVPTVLE 

GATTVISAAAVLRDPHDGAREII 

LEAMTISAVAIAAE1SWTSQCG 

LCLHPGMFMPYRHGDGIRDLLP 

LVLSATICAEFFKGDSKKPSKK 

RVKRKP YSTTKVTSG STFN ENI 

RRYAVHTNQCRRPHGSRVKKK 

RYPQEDDFHHTVFSNLERJLDKL 

QPTLEASEESLVHKDRGDGERP 

VNARVVQVAPLRLESSKYSGIT 

CQENNLDAKK A/TP/C RTP YMT 

SLTRTPHTTSLTR1LST A/SAN EA 

ADKGIANEDAAQGIANEDAAH 

G\MPARMPPRASPTRSPPRASPT 

RTPPRAS PTRTPPRA SPRRTPPT 

GSPRRTPPRASPTRTPSTASPTR 

TPPMASPTRTLPTALLTRMPCT 

ASLMRTPYTTSLMRVPYMTSL 

MTPYKAR 


8482 


38850 


A 


8539 


1 


3090 


MHKELPALAACGLVADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAEIEQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPPVRLAKTN 

VQPRSLRSKVTTTTTQEKEGST 

KPATP/TRPSEAVQNKSGIKRSA 

STARRGKRVTSAVQAPEASDSS 

SDDGIEEAIQLYQVQKTHKEAD 

GDPPQRVQLQEER 


8483 


38851 


A 


8540 


1 


2919 


MH KELPALAACGL VADFDPVG 

EEETADFGPLVLDSDSDDSVDR 

DIEEAIQEYLKVGSSKDQGSASP 

VSMSRADSFEQSIRAEIEQFLNE 

KRQHETQKCDGSVEKKPDTHE 

NSAKSLSKSHQEPATKVVHRQ 

GLMGVQKEFAFCRPP\RLAKTN 

VQPRSLRSKVTTTTTQEKEGST 

K PATP/TRPSE A VQN KSGIKRS A 

STARRG KRVTS A VQ APEASDSS 

SDDGIEEAIQLYQVQKTHKEAD 

GDPPQRVQLQEER 


8484 


38852 


B 


8541 


1 


1122 




8485 


38853 


A 


8542 


1 


1074 




8486 


38854 


B 


8543 




1017 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hnd 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8487 


38855 


A 


8544 




1436 


MNLPRAERLRSTPQRSLRDSDG 
EDGKIDVLGEEEDEDEVEDEEE 
EASQQFLEQSLQPGLQVARWG 
GVALPREHIEGGGGPSDPSEFG 
TEF RA PPRS A A A S ED ARQPA KP 
PYSYIALITMAILQSPHKRLTLS 
GICAFISGRFPYYRRKFPA WQN 
SIRHNLSLNDCFVKIPREPGRPG 
KGNYWSLDPASQDMFDNGSFL 
RRRKRFQRHQLTPGAHLPHPFP 
LPAAHAALHNPRPGPLLGAPAP 
PQP VPG A Y PNTAPGRRPY ALLH 
PHPPRYLLLSAPAYAGAPKKAE 
GADLATPA/ALPVLQPSLATVK 
PVGQFCSNSSGIRRRTAGNGCAP 
TKGAVLGGHLSAASAAAAVSG 
GGRGLWADIARALWAERDLTS 
FFSIAHAQFPGRVRRALLEPGSR 
QPHSPTGVQKRPLLANPAGLGQ 
SKSSETTENRG/CPMSCQLLAGL 
RSNSPLSVVRKRLRADLPSFIAN 
KRPGRAATAAEPRRDFL 


8488 


38856 


A 


8545 




1287 


MNLPRAERPRSTPQRSLRDSDG 
EDGKIDVLGEEEDEDEVEDEEE 
EA SQKFLEQSLQ PG LQ V ARWG 
GVALPREHIEGGGGPSDPSEFG 
TKFRAPPRS A A A SED A RQPAKP 
PYSYIALITMAILQNPHKRLTLS 
GICAFISGRFPYYRRKFPA WQN 
SIRHNLSLNE*FVKIPREPGHPG 
KGNYWSLDPASQDMFDNGSFL 
RRRKRFKRHQLTPGAHLPHPFP 
LPAAHAALHNPRPGPLLGAPAL 
PQPVPGAYPNTAPGRRPYALLH 
PHPPRYLLLSAPAYAGAPKKAE 
GADLATPGTLPVLQPSLGPQPW 
E/RGQGSGVATGR\GCISFSIESI 
MQGVRGAGTGAAQSLSPTXAW 
SYCPLLQRPSSL\RTILQQQQQH 
QEEDCANGCAPTKGAVLGGHL 
SAASALLRYQPVAKGLWADIA 
AAPLGGEGTSPVFL 
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SEQIR 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8489 


38857 


A 


8546 


202 


823 


AQNPTAFGVKHTSSGGEETFPN 
IRGIKKSPPQLSSSSIRLSKNILST 
TGKTVHQTRDDDQPRDFFKKR 
NRVNESHQKSSNMNAGPSWNK 
VQHSKNSSGKRQSKSQVPHASS 
QPRSSLTAVTQPTEEKLIES1SPE 
ARRKRNPLGFRCQGASRNKLFL 
DFQSMKIIKENADEDSASDLSD/ 
SGKNSHSSFSPHTSRSQSSS*RN 
RVNESHQKSSNMNAGPSWNKV 
QHSKNSSGKRQSKSQVPHASSQ 
PRSSLTAVTQPTEEKLIESISPEA 
RRKRNPLGFRCQGASRNKLFLD 
FQSMKI1KENADEDSASDLSDSE 
RIP1PPSPLTPPDLNLRAEEIGSSL 
L 


8490 


38858 


C 


8547 


219 


1013 




8491 


38859 


C 


8548 


252 


452 




8492 


38860 


A 


8549 


25 


443 




8493 


38861 


A 


8550 


20 


1371 


RLRGPALGAGGGSVTLRL/PRS 

EQAARKEAGLNTMIPLEKPGSG 

GSVPRRHLRLGPGSSGS*AGRA 

RTPPPPQARGLLTE1RAVVRTEP 

FQERLQPVPRAGSWAGGKFSSG 

EKMYKEKILGKNLLQSS+EKRR 

K\SQDCRMEIIHE1AVLELAQDN 

PWVFNLHEVYETASEMILVLEY 

AAGGEIFDQCVADREEAFKEK 

DVQRLMRQ1LEGVHFLHTRDV 

VHLDLKPQNILLTSESPLGDIKI 

VDFGLSRILKNSEELRE1MGTPE 

YVAPEILSYDP1SMATDMWSIG 

VLT Y VMLTGI SPFLGN DKQETF 

LN1SQMNLSYSEEEFDVLSESA 

VDFIRTLLVKKPEDRATAEECL 

KHPWLTQSSIQEPSFRMEKALE 

EANALQEGHSVPEINSDTDKSE 

TEESIVTEELIVVTSYTLGQCRQ 

SEKEKMEQKA I SKRFK.FEEPLL 


8494 


38862 


A 


8551 


1 


1275 




8495 


38863 


A 


8552 


1 


4173 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hnd 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8496 


38864 


A 


8553 




5115 


PDQFHN M DLRGGPHDG VTIPRS 
TSDTDLVTSDSRSTLMVSSSYY 
SIGHSQDLVIHWDIKEEVDAGD 
WIGMYLIDEVLSENFLDYKNRG 
VNGSHRGQIIWKIDASSYFVEPE 
TKICFKYYHGVSGALRATTPSV 
TVKNSAAPIFK.SIGADETVQGQ 
GSRRLISFSLSDFQAMGLKKGM 
FFNPDPYLKISIQPGKHSIFPALP 
HHGQERRSKIIGNTVNPIWQAE 
QFSFVSLPTDVLEIEVKDKFAKS 
RPIIKRFLG 


8497 


38865 


A 


8554 


202 


260 


ARV1IQPVSLKQRFPLELGRHH 
QDSEAHAPPPGPAAASRGGI*V 
AWPAPRAGVVSLLGCRSSWTA 
AMELSAEYLREKLQRDLEAEH 
VLPSPGG VG QVRGETA A SETQ 
AGERVPSRRAPAHPCL 


8498 


38866 


A 


8555 


72 


578 


GSKGSVAGARAWVVSLLGCRS 
RWTAAMELQRRIPPREAAAGP 
WRRSMWRWRTRPSTVAPVASE 
SWWCRPSSRGNRCFQRHSLDPS 
MT1HCDMVITYGLDQLENCQT 
CGTNYIISVLNLLTLIVEQ1NTKL 
PSSFVEKLFIPSSKLLFVLRYHKE 
KEVVAVAHAVYQAML 


8499 


38867 


A 


8556 


299 


939 


LPSPGGVGQVRGETAASETQVL 
YRAMRRVTAANQAFFSEAEVT 
AAKERGIVLPLRC\DPS\QTIHCD 
MGMTYGLDQLENCQTCGTNYII 
SVLVNLLTLIVEQ1NTKLPSSFVE 
KLVIPSSKLLFWRYHKEKEVVA 
VA\HAVLSRPMLQLGRNIPCFG 
RTAY*V*YWGRKWTCGPLNNL 
PGTVCNFPEACSEIKHEAFKNH 
VFNVDNAKFVVKFDLN 
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SEQ1D 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oflast 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon,/=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8500 


38868 


A 


8557 


1407 


2783 


SSAASHSSSPGAASRARATAGS 

RRRSSPIQSCHPPASACGQSGQS 

ETHRLAMRNRTPPS*GFSSK7H 

MRRSSSLASS*RG*KSVAVIL*IS 

ASGILPTDVNHLSPTPGSSETCHR 

PHPGH*EPSDCLQKLPASALG*S 

*QEQLSHNSPRSA*AQYA/ESSG 

NSFFSSKVGD*RFTTTVA\PGGP 

GRRTLPGKPSPEHPHRLPELPPP 

RSPAQVCDQTLVAPHDHNTAG/ 

TPGDQVCLTLVSTSRSLSVLSK 

GCFFLHIISTLSVQAGVRHLSLV 

S*AAEPTSYL*VGPKLMAPS*KS 

LKIRTRKPRADDSPGTSRYSSA 

HTRTRKPRADDSPGTSRYSIAH 

TRMWKPRADDSRHXSRYSTGCR 

SPGQMTLHAPADTALHTPG/PR 

KPRADDSPGTSRYSTAHTRTRK 

PRADDSPGTSRYSTAHTRTQKP 

RADDSTGTSRYSTPLASRRHRI 

AASASWALVVLICLTL 


8501 


38869 


A 


8558 


92 


1817 


PLRNTGLCRGKGHPGLESSGSR 

RRRDGRASERRQTQRERGKTLP 

CSSHSPWWLKLANASAPAVWSQ 

AHRTQKPRADDSPGTSRYSTAH 

TRTRKPRA DDSPG T\PDTA LQTP 

GRRSPGQMTPGTSRYSTGRGSP 

GQMTPGTSRYSTERRSPGQMTL 

QTPADTAQDA EAQGR* LQA PA 

DTALHTPGRRSPGQMTLQAPA 

DTALHTPGHRSRGKMTLQAPA 

DTALHTPGRGSPGQMTLQAPA 

DTALHTPERSEPGQMT\PRRPA 

DTALHTPGRGSPAQMTLQAPA 

DTALHTPGRRSPGKMTPGTSRY 

SIAHTRTRKPRADDSPGTSRYST 

AHTRTQKPRADDSPGTSRYSTA 

HTRMRKPRADDSRH\SRYSTGC 

RSPGQMTLQAPADTALHTPG/P 

RKPRADDSPGTSRYSTAHTRTR 

KPRADDSPGTSRYSTAHTRIRK 

PRADDSPGTSRYSTAHTRTQKP 

RADDSRHQQIQHRMQKPRADD 

SPGTRRYSIAHTRTRKPRADDSP 

GTSRYSTAHTRTRKPRADDSPG 

TSRYSTAHTRTQKPRADDSPGT 

SRYSTRAGCCPPGLASSAWAGL 

RLKTRKGWTW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














GISAjyuiLyiNLr W^LKrlOrlM^S 

\PSASNTGWGSSS*SIVPSSTVSS 
WSTAMKLSSSLSEELAMTFHST 
ENIVVLGWVQWLTPVVPALWD 
SEAGRSP 


8503 


38871 


A 


8560 


337 


1879 


VHVGAARRGFGVYPVLSLTVS 

GTQNCGPCLQTV VSTYQRV* PI 

SVIMVS*RLSRKETFSGRAVPILI 

LEPQSLSASRTVHAIMM/HNQS 

MYVFGGCTQSSCNAAFNDLWR 

LDLNSKEWIRPLASGSYPSPKA 

GATLVVYKDLLVLFGGWTRPS 

PYPLHQPERFFDEIHTYSPSK.N 

WWNCIVTTHGPPPMAGHSSCVI 

DDKM1VFGGSLGSRQMSNDVW 

VLDLEQWAWSKPNISGPSPHPR 

GGQSQLFKDAWLLHMHSGPW 

AWQPLKVENEEHGAPELWCHP 

ACRVGQCVVVFSQAPSGRAPLS 

PSLNSRPSPISATPPALVPETREY 

RSQSPVRSMDEAPCVNGRWGT 

LRPRAQRQTPSGSREGSLSPAR 

GDGSPILNGGSLSPGTAAVGGS 

SLDSPVQAISPSTPSAPEGYDLK 

IGLSLAPRRGSLPDQKDLRLGS1 

DLNWDLKPASSSNPMDGMDN 

RTVGGSMRHPPEQTNGVHTPP 

HVASALAGAVSPGALRRSLEAI 

KAMSSKGPSASGRH 


8504 


38872 


A 


8561 


25 


313 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8505 


38873 


A 


8562 




1409 


MIERVLEGKWALSRAEGLHRH 
QCLEFLIHLVFQLMKVVNEMCP 
NITRIYNIGK.SHQGLXLYAVEIS 
DHPGEHEVGEPEFHYIAGAHGN 
EVLGRELLLLLVQFVCQEYLAR 
NARIVHLVEETRIHVLPSLNPDG 
YEKAYEGGSELGGWSLGRWTH 
DGIDMNTNFPDLNTLLWEAEDR 
QNVPRKVPNHYIAIPEWFLSEN 
ATVAAETRAVIAWMEKIPFVLG 
GNLQGGELVVAYPYDLVRSPW 
KTQEHTPTPDDHVFRWLAYSY 
ASTHRLMTDARRRVCHTEDFQ 
KEEGTVNGASWHTVAGSLNDF 
SYLHTNCFELSIYVGCDKYPHE 
SQLPEEWENNRESLIVFMEQVH 
RGIKGLVRDSHGKG1PNAIISVE 
GINHDIRTA\TDGDYWRLLNP\G 
EYVVTAKAGRFHCIHPRTCMV 
GYDMGAHK/CLNFTLSKTN\LA 
RIRRDHWRSFGKAAPSALPSPG 
G*KLRG\RKRRQRG 


8506 


38874 


A 


8563 


3 


749 


KTDHILGHKTCLKTFRKJEIISGI 
LSDHSGIKLQINNKGNFGNHTS 
TWKLNNMLLNDQ*VNEEIKKEI 
*NHPETNDNGNATYQNL*DTG 
KEVLRGKL/IPISTYIK*VEKLQI 
NNLTMHLKELEKPEQTKRKITR 
RKEI I KIRAEIMEIEAKKTI PKFN 
ETNSWFLENIHKTNEHLARLRK 
KDPNKIREEKEDIITDTVEIQRII 
RSYYAKKWENLEETDKFLDTY 
N LPRLKNEEVQNL SRPITTT VPI 


8507 


38875 


A 


8564 


1 


842 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


8508 


38876 


A 


8565 




1203 


VPELFGNCRQLLEEVEVAT*PR 

RFRDSPGGSVQGLWTSLRRAAE 

MLFPVHLVRPRM'ILERFVPHA 

LDYLLGSRLFKEPLPLKQVNPS 

RSLDHLQRVAREHFINYLTQCH 

CYHVAEFELPK.TMNNSAENHT 

ANSSMAYPSLVAMASQRQAK1 

QRYKQFCKELEHRLSAMKSAVE 

SGQADDERVRGYYLLHLQRWN 

VDISLEE1ESIDQEIKILRERDSSR 

EASTSNXSSRQERPPVKPFHSHF 

GTWLHSQSTFGAGYSKGWPTY 

RTVS\DWYE\QHRKLWSTYPDQ 

GI\AKAAPEEFRKAAQQQEDQ\ 

KKRRKRM\RTKQLPQSPGVGM 

TGSDTHP*GPMGTDRTWADLP 

TTPQD\SGVH\TPLPRKTMQSSP 

PPVSWLQLCTTEGKDAK.SCFAF 

SKVSSDLSVYLYP 


8509 


38877 


A 


8566 


1 


995 


GTKELLLT*LGGSPLLLT*TKPL 
G V DPL\LKG G VTQGFNEKA VFA 
ALRPSYGQPAGKPAFAGAMSL 
AGAQGSLWSVEGGNKLVCSGL 
LKLTKANV1HATVTSVTLHSTE 
GKALYQVAYENEVGNSSDFYD 
IVVIATPLHLDNSSSNLTFAGFH 
PPIDDVQGSFQPTVVSLVHGYL 
NSSYFRFPRP*AFPL\SN1LTTDF 
PSFFCTLDMICPVN1SASFRRKQP 
QDAAVWRVQSTKPLFRTQLKT 
LFRSYYSVQTAGVGRANPLYG 
FRPHG FPRF AL H DQLF YLN ALE 
WAASSVEVMAVAAKNVAFAW 
LYNRWYQDLDKIDQKDLMHK 


8510 


38878 


A 


8567 


1 


372 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8511 


38879 


A 


8568 


1 


1699 


MHAKSIKTQALADMEKLKVVV 

RDKNWVARIIPQMTSKGHVGV 

TTTSS AKLKSQG KDS V A V K R V 

RSGLMIGFRFMVIPPYSFGPQVL 

ME1PKDADKLLCPSCAAVVLG 

QKKHETQTLSLKELPVQDMVV 

PKEDPGTWEWRTVKEGILEEV 

MCWLQSRVEGDWAKEERKIFH 

EGELAEAKAGRGGLASCTCCPL 

TPGKMAGPWTFTLLCGLLAAT 

LIQATLSPTAVLILGPKWIKEKL 

TQELKDHNATS1LQQLPLL1AM 

REKPAGG1PVLGSLVNTVLKHII 

WLKVITANILQLQVKPSANDQE 

LLVKIPLDMVAGFNTPLVKTIV 

EFHMTTEAQATIRMDTSASGPT 

RLVLSDCATSHGSLR1QLLHKL 

SFLVNALAKQVMNLLVPSLPNL 

VK.NQLCPV1EASFNGMYADLL 

QLVKVPISLSIDRLE/F*PSVSCH 

QG*HHSALPGGQVVGLTGKGD 

QVV\HNSAASLTMPTLDNIPFSL 

IVSQDVVKAAVAAVLSPEEFM 

VLLDSVLPESAHRLKSSIGL1NE 

KAADKLGSTQIVKILTQDTPEFF 

YRPRPCQGGPTDRAGSVSLQ 


8512 


38880 


A 


8569 


1 


1060 


MGLPAQGVGGNTLAKLLASDD 

1AKGGKRNKSEASVVRNAADA 

PKVLQDLSARLMGDFELRNCN 

SPCTLLIGIVVLINAAAETLVFLS 

DHMEDQGSSQLNVAVLSYFQQ 

QDPEGQKEETAG1DLMDMASDI 

LQPKGDDVARJSWYLRDIITRY 

QETFN V 1 ERCPKPVIAA VHGGC1 

GGGGAAAPMPRPLASSLSSVM 

GQTVSQEAAPPPGSQGWFWWS 

FSIPGLYLLGVDLVTACDIRYC 

AQDAFFQVKEVDVGLAADVGT 

LQRLPICVIGNQSLVNELAFTAR 

KMMADEI SSKSPV ALQ/S/TK VN 

LLYSRDHSVAESLNYVASWNM 

SMLQTQDLVKSVQATTENKEL 

KTVTFSKL 


8513 


38881 


B 


8570 


331 


1200 




8514 


38882 


A 


8571 


3 


379 


TSLTFHSPEVPSS* PPSCTR* AGA 

ARGPRPPGAAGRPR*SC*GPPGT 

RRWQS*GGTSPLGPVPGGRSGA 

ASCGLPDCEL*PLKRSAQGRNQ 

CPV*SSPRSWSRSRSEPCAARG 

WPPSACRHGNRR 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8515 


38883 


A 


8572 


384 


1718 


SLQLPRGLLPESCAADPGA*PPS 
CTR*AGAARGPRPPGAAGRPR* 
SC*GPPGT/PALAKPPSCPVVTS 
AAPTQARPMIKPQGAAWSTQK 
LPIPTSASPTQKSPIPTSASSTQK 
LPIPTAAWSTQKLP1PTAAWST 
QKLP1PTAAWSTQKLPIPTAAW 
STQKLPIPTAASSTQKLPMPTAA 
SSTQKSPIPTAASSTQKLPIPTAA 
WST*KLPITRAAWSTQKLP1PTA 
ASSTQKYTIATAASYHAKATDA 
WST*KLP1PRAAWST*KLPIPTA 
AWSTQKLPIPTAASSTQKSPIPT 
AASSTQKLPMPTAAWSTQKLPI 
PTAAWSTQKLPIPTAASSTQKL 
PMPTAASSTQKLPMPTAAWSTI 
TTMGATTHAGPSTDTQNVVFLH 

prcpeqassqrsgagad*glsn 
pk.vssaeapscakdepevek.gr 
gpapwtsqrwrravgrprg 


8516 — 


38884 


— 


8573 


302 


543 


KL HLG WG KTPG * H W G L Y *N L P 
RLNGPN SLM PSLRR VRRN K AR 
QVTSIAGCALQMEQWMHGMT 
RHPTRISTPITAAREVRI 


8517 


38885 


C 


8574 


253 


396 




8518 


38886 


A 


8575 


1107 


1751 


LQDLSQYFGGSQLIKT*1G*TTSI 
1TNSNL*TTLEM/SVKGIAEQLG 
TNCQMAWENR1ALDMILAERG 
GVCIMIKTECCAFIPNNTAPNGS 
ITKALQGLTALSNELASSSGVN 
DPFTGWLEKWFGKWKGITASIL 
TSLTAVMGVLILVGCCVIPCICG 
LVQRHRGPPLVV1ETKPLGLER 
LAGLPVGHALKLGSGIQATPQN 
GENADRREAFPAAS 


8519 


38887 


A 


8576 




1365 




8520 


38888 


A 


8577 


3 


263 


QLILKDKFITQSAADIKEKLQKS 
TLGPERNLKTLLNLAT/CCFL** 
RSGGAGGTGQTR*EKGHHFSH 
GPRASGLWRLWNAESLGKSNA 


8521 


38889 


A 


8578 


365 


470 




8522 


38890 


A 


8579 


1 


1278 




8523 


38891 


A 


8580 


23 


257 




8524 


38892 


A 


8581 


1 


1812 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8525 


38893 


A 


8582 


265 


699 


LLGSTVLFHDPQLL1ELYHSSHG 
PKVPFLG1REAKNSRSENTRLAT 

II CACl I P<iWk"\X/PTTTl r,A} *A 
ILUAOLLroWNWr I I ILuAL A 

R TPR * UFCIWHA/TmrYS/R IP A \/K 

LQMEPKMQSKTK1YRRPLDRPA 
SPRSDVNDIKGTPREEISAAKAPL 
LRPNSAGSS 


8526 


38894 


A 


8583 


2 


181 




8527 


38895 


A 


8584 




69 




8528 


38896 


A 


8585 


1 


674 


MDLNYTLEQMDLTDIYRTFHPT 
TTEYTFYSTGHGTFSKTDDVIG 
HKMSLDKFKKIEMISNTVSDHS 
GIKLEINSERNLENHANTWKLN 
N LLLNEC WVKN K.MKMEIKKLF 
ELNDNNDTTYHNLWDRAKVVI 

PrUiTlAI MTVf W IfCPD A HTHMI 
KLils.dA.LfN 1 1 iNKofcKAy 1 LJfNL 

Jvl JS. IN IS. IN ri 1 VI J 1 0 1 U A t IS. A r U IS. 1 \J ri 

PFMIK.TLSKISIRGTYLNLIKDI/S 
NRG 


8529 


38897 


B 


8586 


1 


415 




8530 


38898 


A 


8587 


1 


516 




8531 


38899 


B 


8588 


1 10 


382 




8532 


38900 


A 


8589 


140 


253 


QNKACQHPPKITRVHQQWIQT 
KKKSS1YLKKEFRRLVIKLIREA 
PEEGKAQCKEVQKL1QKVQGEI 
IDEIDT1NKKQPKLQETMDTLTK 
MQNAQESLSNRIEQEEEHSK.SL 
EN1FGS1MEENFPSLARDLDSQI 
QEAQRTPGKFITKRSSPRHIVIR 
LSKVKTKERJLRVVRQKRKMVL 
KS*PGNMTKQGLSTSPKNHTSS 
PTMDPNQEE1LDLPEKRIQEVSY 


8533 


38901 


A 


8590 


89 


194 




8534 


38902 


A 


8591 


2 


633 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8535 


38903 


A 


8592 


298 


2648 


GSSKILLFNQNEDDKINFELFFF 

FVASALVLVQKAFSRSWSSMA 

LADKRLENLQIYKVLQCVRNK 

DKKQIEKLTKLGYPELINYTEPI 

NGLSALHLASVSNDIDMVSFLL 

DLGAHPDVQDRMGCTPTMRA 

AELGHELSMEILAKAKADMTIV 

DNEGKVLEGTGGLTSSPLAHIA 

VALHIPRRDTQGVLFYC1LPTKR 

HYRCALIALEHGADVNNSTYE 

GKPIFLRACEDAHDVKDVCLTF 

LEKGANPNAINSILKLLFAYNG 

DVGLISINGNTPLHYAAMGGFA 

DCCKYIAQRGCDLKWKNLDHK 

TPRAVAKEGGFKAASKEIRR/C 

RENR**TSQARSQKSQIPLWAL 

RLHDWS VERE A FLREAFAVLD 

RGDGSISKNDFVMVLEE\SRIM 

QAQNSWLPFAHLHEKTRGGGV 

NIN*ILLKEPDILNKSFVLGSYGP 

KKKEKGMGKKGKKGK.FVLPLP 

ICVIPEYAFPRRQDGGPPYYMIE 

TYKNVTDSSRFNRDHPPEHP1Q 

DDSVWYIDDSEKVFSNINIITKA 

GDLASLK.KAFESGIPVDMKDN 

YYKTPLMTACASGNIDVVKFLL 

EKGYASPSGQQDIVELLVESGA 

LIDAASJHNSTPLNRAIESCRLD 

TVKYLLDIGAKFQLENRKGHSA 

MDVAKAYADYR1IDLIKEKLDN 

LPKPAENQKLKGKTPP1LKTEG 

PEIK.KEEELLSSIYGVPTTSEGK 


8536 


38904 


A 


8593 


3 


838 


MGRGWTQAVGPRWSGGSSCTL 

YSVGADGRGQGHQSRGCRPPG 

PPSASSAPCLAWGAAGRARRE 

GLRQNAERSSPLTAPAGRP*PC 

GAGPCRR* SR* R\PL VGCLRPW 

ASPGTGAACGRCCCPPP*P/P*P 

NPWHFTVSKAFSYMPSTTA/RL 

VRGPRLLVGPVPVAPYIPP/PGS 

PASRRGSRCRGRSRPSPRPRPSV 

LSCHGVSL*TGPSLPGWLLQIW 

QRSAQMS/P/PPKGPP*GSREGPP 

PP/GPALLPAAAPGGQGHRAPA 

AGSCGRRAAARRMEWVRNSPP 


8537 


38905 


B 


8594 


1 


2700 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8538 


38906 


A 


8595 




1240 


FPPYATN E1GKVTGLNRRELG H 

GALAEKALYPVIPRDFPFTIRVT 

SEVLESNGMRRIGQPPASSRPV 

RRVRAPLPPPLLEVRAPLPASRP 

SGEVLCTVTFDSLESGJKSDQV1 

TAINGIKDKNFMLHYEFPPYAT 

NEIGKVTGLNRRELGHGALAE 

KALYPVIPRDFPFTIRVTSEVLE 

SNGMRRIGQPPASSRPVRRVRA 

PLPPPLLEVRAPLPASRPSGEVL 

CTVTFDSLESG1KSDQV1TAINGI 

KDKNFMLHYEFPPYATNEIGKV 

TGLNRRELGHG A L AEKAL YP VI 

PRDFPFTIRVTSEVLESNGSSSM 

ASAC\GGSLALMDSGVP1SSAV 

AGRTN*DWSPKPDPEKGEIRKII 

VC*QIFLGIEDYNGDMDFKIAG 

TNKGITALQAD1KLPG1P1K1VM 

EAIQQASVAKKE1LQIMNKTISK 

PRASRKENG PV VETVQVPLSKR 

AK.FVGPGGYNLKKLQAETGVT 

ISQVDEETVFCNLHQHPVLMLE 

G KRLSFTEICKDDQEQA IRN LG 

AVILPAHNNWKSE1LGVMGKII 


8539 


38907 


A 


8596 


152 


305 


DNQNGKLIKCS*PCNFVHRAPY 
AVEITVLRFHCNWTVQVAQRE 
RTFLILIK 


8540 


38908 


C 


8597 


414 


611 




8541 


38909 


B 


8598 


1 


403 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8542 


38910 


A 


8599 


1 


1702 


MDSDEGYNYEFDEDEECSEEDS 
GAEEEEDEDDDEPDDDTLDLG 
EVELVEPGLGVGGERDGLLCG 
ETGGGGGSALGPGGGGGGGGG 
GGGGGPGHEQEEDYRYEVLTS 
E\MILQHMVECIPvEVNEVIQNPA 
TITRILLSHFNWDKEKLMERYF 
DGNLEKLFAECHVINPSKKSRT 
RQMXNTRSSAQDMPCQICYLNY 
PNSYFTGLECGHKFCMQCWSE 
YLTTKIMEEGMGQT1SCPAHGC 
DILVDDNTVMRLITDSKVKLKY 
QHLITNSFVECNRLLKWCPAPD 
CH H V VK VQYPDAKP V RCKCGR 
QFCFNCGENWHDPV\QCKWLK 
KWIKKCDDDSETSNW1AANTK. 
ECPKCH VTIEKDGGCNHM VC R 
NQNCKAEFCWVCLGPWEPHGN 
SAWDTVPV*NEDDAKAARDAQ 
ERSRAALQSYLF\YC\NRYMNH 
MQSLRF\EHRLYAQ\VTQTMEE 
MQQHNMSW1EVQFLKKAVDV 
LCQCRATLMYTYVF\AFY\LKK 
NKPSFHIFENNPKARFDENATE 
GLSG\YLGTRKFPKDS\LQDIKQ 
KVPRPSTRYCESRRKGFVTSMC 
HEGYEKDLWEYIED 


8543 


38911 


C 


8600 


118 


219 




8544 


38912 


c 


8601 


16 


408 




8545 


38913 


B 


8602 


1 


996 




8546 


38914 


B 


8603 


1 


1302 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8547 


38915 


A 


8604 


983 


2127 


DNWKSIRGSCWQDPRELLTFM 
APCIGVVVMQTTR*K*NTLAGH 
PSAGVCWCVTSAAACTGAWD 
ATSPLSSTFATAPGLPRCCSQAS 
PAPRAEPLHGQPGAPPHALKRP 
PGLPWP* PQEARQYRHNQA Y A 
YSIQGDGAEDDDERIVRFHTRV 
IN H KKRKNSPRJ VQSNDLTEAA 
YSLSRDQKRMLYLFVDQIRKSD 
GTLQEH DGICEIH V AK YAE1FGL 
TSAEASKDIRQALKSFAGKEVV 
FYRPEEDAGDEKGYESFPWFIK 
RAHSPSRGLYSVHINPYLIPFFIG 
LQNRFTQFRLSETKEITNPYAM 
RLYESLCQYRKPDGSGIVSLKID 
WIIERYQLPQSYQRMPDFRRRF 
LQHIFVLRERPETVLIDL1QRTK 
DAVRELDNLQYRKMKKLLFQE 
AHNGPAVEAQEEEEEYGWNLD 
RAYDYVKERRTVTKPNPSFMR 
QLEEYQGILLARPKRTAYIYGS 
VYRRCGYADHKVEIKHPGWAS 
ISRGVLVCDECCSVHRSLGRH1S 
IVKHLRHSAWPPTLLQSGFPGP 
SRRAAPRAARGPTPRTEEAAW 
AAMALTFLLVLLTLATLCTRLH 
RNFRRGESIYWGPTADSQDTVA 
GSPDHGLLAFAYHRLVRFLLW 
VLCPGWAFFLVNSSRGGVFNP1 
LHPCPRHGQARFAGVGRAEDV 
TFLYHPCAHPWLKLQLALLAY 
ACMANPSLTPDFSLTQDRVDIE 


8548 


38916 


A 


8605 


1 


224 


RKQEWLSKQKENIQHFQAEEE 

ANLLRRQRQYLELECRRFKRR 

MLLGRHNLEQDLVREELNKRQ 

TQKDLEHAMLLRQHESMQELE 

FRHLNTIQKMRCELIRLQHQTE 

LTNQLEYNKRRERELRRKHVM 

EVRQQPKGLKSKELPNKKSSFQ 

GYLQNSQTRQYKALRNHLLET 

TPKSEHKAVLKRLKEEQTRKLA 

ILAEQYDHSINEMLSTQAVSLLF 

LGQNKFSAPFLPPP*AVSEQLCA 

HSLV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


N ucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8549 


38917 


A 


8606 


1051 


1875 


sdqltahllncvevaelqfl.hr 
fmlsfipihhlrlftapaqdasl 

VPLKGD1 LGVKLSGDDGRG KP 
AQHLFLSG LSSSQQQLP VLPSQ 
CQSLCVHHPAVVVNLHDHGAC 
VSCLPDLGP*RQSCGSLAARSC 
GQSPGVWCLPSGSGRSSTLCRC 
H*GRSWTPGAPS**TPISSPRRSP 
GPCAASPGARGCPPAASPPAGS 
PGTE APA APAPG PG Y SQPPG AL 
SSRCDSPCPRLRRAPGAHGHTP 
RCPSVVARCRGVRPRGSSCSMS 
TSLTRSCSKL 


8550 


38918 


A 


8607 


714 


2148 


mpavakskfinrskrrmcpqv 
lrs a spiqegek i s anen sl a vr 
stpaeddspgdsqvksevqqpv 
hpkplspdsrasslsessppkam 
kkfqaparetcvecqktvypm 
erllanqqvfhiscfrcsycnn 
kalslgtyaslhgriyckphfnq 
lfks\kg\nydegfghrphkdli 
gqakmkteeiler\qpqlanar 
etphspgvedapiakvgvlaas 
meakassqqekedkpaetkkl 
riawppptelgssgsaleegikm 
skpkwppedeiskpevpedvdl 
dlkklrrssslkersrpftvaa 
sfqstsvkspktvsp\lirkgws 
mseqseesvggrvaerkqven 
akaskkngnvgkttwqnk.es 

KGETGKR/R*GKVHSLEMENEN 
\FV\ENGARLPIEDDNQLPPKQQ 
SSTKNPSLLEFGPSFVDNHLLLK 
EFTTAQNQKSQDVELWEGEVVK 
ELSVEEQIKRNRYYDEDEDEE 


8551 


38919 


A 


8608 




4479 


MCFSPKKLYKHEIHKLKDLTCL 
KPS1ESPLRQNRSRSIEEEQKQE 
ENGDSQLILEKIQLPQWSISLNM 
TDEHGNLVNLVCDIKKPMDVY 
K1HLNQTDPPDID1NAMVALDF 
EYPMTQENYENLWKLIAYYSE 
VPMKLHRELMLSKHPRVSYQY 
RQDADEEALYYTGVRAQILAEP 
EWIMQPSID1QLNRPQSTAKKV 
LLSY YNQ YSQTI ATKDTRQA RG 
RSWVM1EPSRAVQKDQTVLEG 
GRCQLSCNVKASESP 



1075 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8552 


38920 


A 


8609 




9009 


MDEFAPGKHLATSGDLFGDHN 
YGRRTYHTLEVKCAEEHPAVS 
DPFQRQSLRALSPLSEDLPPSSG 
LRSGLTKLELLMIHGNEIPSIPD 
GALRDLSSLQVFKFSYNKLRVI 
TGQTLQGLSNLMRLHIDHNKIE 
FIHPQAFNGLTSLRLLHLEGNLL 
HQLHPSTFSTFTFLDYFRLSTIR 
HLYLAENMVRTLPASMLRNM P 
LLENLYLQGNPWTCDCEMRWF 
LEWDAKSRGHSCRGCAHSLSH 
EIQLAKGFCEMLLL 


8553 


38921 


A 


8610 


1 


4971 


MKASGILKCKKDKAYEGGQLC 
AMCFSPKKLYKHE1HKLKDLTC 
LKPSIESPLRQNRSRSIEEEQKQ 
EENGDSQLILEKIQLPQWS1SLN 
MTDEHGNLVNLVCDIKKPMDV 
YKIHLNQTDPPD1DINAMVALD 
FEYPMTQENYENLWKLIAYYS 
EVPMKLHRELMLSKHPRVSYQ 
YRQDADEEALYYTGVRAQ1LA 
EPEWIMQPSID1QLNRPQSTAKK 
VLLSYYNQYSQTIATKDTRQAR 
GRSWVMIEPSRAVQK 


8554 


38922 


A 


8611 


1 


1283 


LSFTTCSTFSTNYRSLGPAQAPS 

YG/SRPVSSVAS V Y AGTGN SG S 

R1SVSCSTSFRGSMESGGLAAG 

MT/GGLAGMGGIQNEETMQSL 

ND/* L AS Y PDRVRHLETKN RK.L 

ESK1WEHLEKKGPQVRDWSHY 

FKTIRNQRAQSLAITVDNACIVL 

Q1NNTHLAADDFRVKYETELA 

MCQSVESNIHGLCKVNDDTNV 

TRLQLETEIKA L K.EELLFMKKN 

HEEEVKGLQAQIASSGLTMEVD 

P\KSQ H L A KIM A AIRA Q Y D E L A 

WKNGEELDKYLSQQIEESTTVV 

TTQ S AKAG AAEMTLTELRCTV 

QSLE1NLNSMRNLKASLENSVR 

EVKACYTLQMEQLNG I LLHLGS 

ELAQTQAKGQCQAQEYEALLN 

1KVKLEAEIATYCHLLEDGKDF 

NLGDALDSSNSMQT1PKTTTHQ 

RVDGKVVSETNDTKVLRH 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


8S55 


3g923 




g612 = 


2 = 




RPQSLSPVLSLSPDSMSFTTRST 














FSTNYRSLGSVQAPSYGARPVS 














SAASVYAGAGGSGSRISVSRST 














SFRGGMGSGGLATGIAGGLAG 














MGGIQNEKETMQSLNDGVASY 














LDRVRSLETENRRLESKIREHLE 














KKGPQVRDWSHYFKIIEDLRAQ 














IFANTVDNARIVLQ1DNARLAA 














DDFRVK.YETELAMRQSWENDI 














HGLRKVIDDTNITRLQLETEIEA 














LKEELLFMKKNH\EEEVKGLQA 














QIASSG\LTVEV\DAPKSQDLAK\ 














1\M ADIRVAQY* RAGLGKNREEVL 














DKY W\SQQIEVSTTV VTTQSAE 














V\GAA\ETTLTELRRTVQS\LEID 














LDSMRNLKASLENSLREVEA/R 














RTPLQM EQLQRG SLLHLESEL A 














QT\RAEGQRQA\QEYEALLEHQ 














GSSLEAEI\ATYRRLLEDGEDFN 














L\GDALDSSNSMQT1QKTTTRRI 














V DGK V V S\ETN\DTKVLRH 


8556 


38924 


— 


86n 


T70~ 

— 


399 




8557 


%92l 


— 


86~14 






LPSRRAGLGTCSPPCLSLPPASR 














APVRPEPLR*APPPAPRRPVPST 














TQG 


8558 


^ g996 


— 


86l5 


— 


574 




8559 


3~8927 


— 


86~l6 


552 


770 




8560 


^8928 


— 


86l7 








8561 


58929 


— 


86T8 


TT3l 




T^To 

— 




— — 







- — 


8619 










— — — 


— 


— — 


321 

— 


22I4" 

— 




-— 


|— — 


— 


8621 








8565 


^□33 


— 


8622 


325 


722 


L1ELRHLVFFVLLLFRDLQHIMA 














CNMRDAVRFFVCFLV1FFREGL 














SRSSGA/DDRFLAGP*LLSRGAG 














LGTCSPPCLSLLPTPWAP/AAAP 














ASLT\TPPPAPRRPVPSTTQGLRS 














ASARHGTGRQLHLQPRCGIH 


8566 


„ 8934 


— 


8623 





1449 




8567 


38935 


A 


8624 


326 


626 


LPSHGAGLGTCSPPCLSLPPPLW 














AP/AAAEPPRQAPPPAPWCPVPS 














TTQGLRNASTRRRTGRQLHM1 














WPFPASLKSSPATLPCEHCAPTT 






— 








LTFSCSSNMQT 


8568 — 


38931 




8625 


20b! 


2227 




8569 


38937 


B 


8626 


182 


1513 




8570 


38938 


A 


8627 


497 


761 


NHTSCLPLGPGTTAEELPSLVA 














GFGTCSPPCLSLPPTPWAPVRPE 














PPR*APPPAPQRPVPSTTQGLRN 














ASTRHRTGRQLHLQPRCGIH 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8571 


38939 


A 


8628 


218 


855 


GAGLGTCSPPCLSLPPTQRAPV 
RPEPPRRAPPPAPRRPVPSTTQG 
LRSASTRHRTGRQLHLQPQCGV 
H*VKPAGLLSLALETRTNPAA/ 
DKHLWQSIISLQLKSDLLKEML 
GSQTGNGNVQDVLRYLVKSET 
QKAIKVSLDCVRKRYYRSSLSL 
QLKLCDCWGQALFSSALTLDP 
KEVVVRDLEELSNYKTTLEGSG 
IFDSVARVREESEAEGT 


8572 


38940 


A 


8629 


350 


615 




8573 


38941 


A 


8630 


186 


566 


RLLSPAACRSGTMIFPSIHPSQC 
RMIGLGWKK*SSVHNATPWAP 
VPPEPPG RAPPPAPGRPVPLTTQ 
GLRSASARRRTGRQLHLQPQCG 
IHWVKPAGLLSHEGPRLRSSSQ 
SDQEPTNSGHSGMCL 








863 1 


656 


874 




8575 


38943 


A 


8632 


415 


634 


LPSRGAGLGNCSPPCLSLPPTPW 
APVQHKPPRRAPP\PTPRHPVPS 
TTQGLRNASAWRRSGRHLHLQ 
PQCG1H 


8576 


38944 


A 


8633 


2 


264 


NKQP1WIPSRHLKPYHEPDAK.E 
E1PGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DGRRKPEESRTTSH1CRCRS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


N ucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8577 


38945 


A 


8634 




1743 


MGQVWALVHSTLETFHTDEEE 

GEYNEVTEQVCLPAKAGSAAV 

DLCCTKAVSLLPG ESPQK.VPTG 

AGGPLPAGMTGLLLGRSSLNIK 

AVQVQTGVTDSDYNGEIQIVTS 

TSVPWKAKPGDHIAQLLIVPKK 

FARFEGTASSGKTKFLPRFR1SF 

LMAAIVKPPEPIPLKWLTDKPI 

WTEQWPLSKEK.LEALEDLITQQ 

LKKGHIAPTFSPWNSPVFI1KKK 

SAEQDCEWFVFT1LAVNNLQLK 

PAKRFHWKVLPQGPNQQPIWIP 

SRYLKPYHKPDAKEEIPEGSQG 

FP V A A M S RLTLRRTPTVTSNTH 

RTQPPT WGQ I EKLPQM AEENLR 

KAGQPVTISNW1LPR1TKFKPIE 

GAENVFTDGSSNGKASYSGSK 

GPLTEGNQMADRLVAKV1SNA 

RHFKNLTHVNASGLKRRYSIT 

WKEAKAIIQRCPTCQVMLSAAE 

QHLQKSAAKTEAEKLVWWRD 

PITKSREIGKIITWGRGYACVSP 

GPNQQPIWIPSKHLKPYHKPDA 

GEKIPGESR/ETPGCSHVKTDAE 

EDANCHEQHPSNTATHLGTDQ 

EAVTDGGRKPEESGTTSH»E*F 

NDSGDHHCLQQGL 


8578 


38946 


A 


8635 


820 


1344 


PDGTTRDAGRGDLRSVSWETL 
RGCPAVRKDSIGW1RLSRTLKK 
NVHLCPLPRGQGLFVCPVTSSS 
PQH1SSHRGFWN1SKDAPMSWP 
GSYSCHNVVAPVGQGQ*SRRA 
RMLRGLLSKAGHHSFCTDQA1D 
LEITKFTFTWTD*VTLGQ*FMLS 
ES*SSCKPNSCCPVQCLVHSGG 


8579 


38947 


A 


8636 


3 


760 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last a mi no acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8580 


38948 


A 


8637 




1354 


MGISCPGSSKMLNSRALPVLKL 

TQGALRDCKERANYTNFNIYK 

AVESQGK.FVCVLYNGQQSPEY 

VMIPCTSVSPTGQEVPEDRGMR 

MVMKNKPNKPSKMQSLKSSKH 

LTNSVIVIAVGIFFSVTLQARDP 

QLDDAIEQLRGVCIRAWEK1TS 

GGEQYPSFSAIKQGPKEPYIDF1 

ARLQESLKKM1ADSAAQD1VLQ 

LLAFDNANPDCQAALRP1RGKA 

HLVDC1KACDD1GDGSSNGKAS 

Y FG SKSK VFQTS YTS AQKA EL V 

AVIEVLTAFDMPINVISDSSYM 

VYSTQL1ENAQLRFHTDEQLMT 

LFTQLQTAFRSTMHPFY1THIRA 

RVHTPLPGPLTEGNQMADCLVA 

TA VSN ARHFHN LTH VNASGLK 

CRYSNTWKAAKA1IQRRPTCQ 

MVHSSSFTGGVNPQGLEPNSL 

WQMDVTHVPSFGRLAYVHVC 

VDTFSHFVWATCQSGES 


8581 


38949 


A 


8638 


596 


1820 




8582 


38950 


A 


8639 


275 


1495 


RLGSSLLEYT/LPDQQGNIIATFE 

PFPFKFGK.AHSVDYIKACDGIG 

GPLTEGNQMADCLVANAISNA 

RHFHNLTHVNASGLKRRYS1T 

WKEAKAIIQQCPTCQMVHSSSF 

TGGVNPRGLEPNSLWQMDVTH 

VPSFGRLAYVHVCVDTFSHFV 

WATYQSGESSACVS\KHPLLQC 

FVVVG1PAFIKTDNAPGYTSQA 

LATFFSVWNIKH1TGIPYNSQGQ 

AIVERMNLSLKQQLQKQKGGN 

RDYR/TTP*MQLNLALLTLNFLS 

LPKGQMFSAAEQHLQKPAAKT 

KTEQLIWWRDLITKSWEIGKIIT 

WGRGYAY1SPGQNQQP1WIPSR 

HLKPYHEPDAVRKRLQEDPEDP 

PSCSHVKTDAEEDPNCHEQHPS 

NTAIHLRSDQEAVTDGRRKPEE 

WSGTRTWWRPWSCRT 


8583 


38951 


A 


8640 


232 


789 


ERPWGPEGNSEGSFCPKGLEVPR 
TCLRGPAASAAAGAEGRQDPP 
GGPWCSPAAGDLGSPGVQSPG 
GGSPRGAQVAMSGSRRRRAEP 
GVWGALQ*HRR*ARRMHSFPP 
SL/PLL*NG*SPLFLVSKCLTGSP 
LRSASPCPPAARSC*KHPDSSPG 
RGPGARQSPALHPALPSLARRA 
APGRSFPLTSRK 


8584 


38952 


A 


8641 


1 


149 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8585 


38953 


A 


8642 


1 


2541 




8586 


38954 


A 


8643 


1 


989 


MQRGQQATGSSANAWGILQPK 

WVQTGPDNrCRMARNVLKYER 

LLAESPNHVVAEAVIQRPNIPHL 

QTRDTYEGLCQTLGSQPTLYQI 

PSL YCSY ETNSN A YLLLQPIRKE 

VIHLEPYIALYHDFVSDSEAQK1 

RE L AEP WLQRS V V A SGEKQLQ 

VEYRISKSAWLKDTVDPKLVTL 

NHRIAALTGLDVRPPYAEYLQV 

VN YG IG G H YEPHFDH ATSPS SP 

LYRMKSGNRVATFMIYLSSVE 

AGGATAFIYANLSVPVVRVVQ/ 

WPGTS*AFDNQCQNAALFWW 

NL.H RSGEGDSDTLH AGCPVLV 

GDKWVANKWIHEYGQEFRRPC 


8587 


38955 


A 


8644 


2 


505 


AWLKDT VDPKL VTLNH RI A A L 
TGLDVRPPYAEYLQVVNYGIG 
GHYEPHFDHATSPSSPLYRMKS 
GNRVATFMIYLSSVEAGGATAF 
IYANLSVPVVRVVQ/WPGTS*A 
FDNQCQNAALFWWNLHRSGE 
GDSDTLHAGCPVLVGDKWVA 
NKWIHEYGQEFRRPCSSSPED 


8588 


38956 


A 


8645 


298 


401 


KKSLLVRRSWRMKELKKKIGQ 
Y*RKLGRLK.GKAI 


8589 


38957 


A 


8646 


1 


417 


FRAAPAPESGGESVFGETHRAL 
QGAMEKLQR/RLWKEKVDLKE 
RVEKLELQF1HLSGQTDTIGRK 
YISQGAVSETQHWE/KED1VRL 
AQDQEEMKVNLQELR/EQVLQ 
LVGDHKEGHGK/FLTIAQNPAD 
EPTLGAPIAQELGC 


8590 


38958 


A 


8647 


2 


430 


AAVKPLGSAETAVP1ARLGCRR 
FSRSRCCRRRGRGSLLSFSAAK 
VAFFNSAGANAQEEQRVCCQP 
LAHPVASSQKKPEVAAPAPESG 
GE S VFGETHRA LQG AMEKLQR/ 
RLWKEKVDLKERVEKLELQFIH 
LSGQTDTHNK1SY 


8591 


38959 


A 


8648 


1 


2769 




8592 


38960 


A 


8649 


I 


314 


FVNLFEIPVRVVEFGATCRAVA 
EPEQQR*SPSARPRPPCPLLASV 
AAALAAAAAAAAGGEAAYCL 
SPRRR*GAVSARPAGEPREPHE 
WDNRRSDFKRRRRGRDG 


8593 


38961 


B 


8650 


46 


307 




8594 


38962 


C 


8651 


1 


4584 




8595 


38963 


B 


8652 


438 


532 




8596 


38964 


B 


8653 


832 


927 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8597 


38965 


A 


8654 


320 


1136 


RIMETIANLSSQSPVSLPLRVGL 
AEYLEMEED/DLDSEQEAPRPM 
PNIPGDLESREP\QVAFFNSAGA 
SAQEEQRVCCQPLAHPVASSQK 
KPEVAAPAPESGGESVFGETHR 
A LQG AM EKLQ VTTLWKEKVD 
LKERVEKLELQFIHLSGQTDTIV 
SERLGHRWGELPGHPRGPSI*A 
MSSCRKVHQPGGSVRDAALGE 
EDI V RL AQDQEEMKVNLQELR/ 
EQVLQLVGDHKEGHGK/FLTIA 
QNPADEPTLGAPVAQELGCAD 
EQGGFYPRSPLDC 


8598 


38966 


B 


8655 


97 


235 




8599 


38967 


A 


8656 




2104 




8600 


38968 


A 


8657 


3 


1107 


FMTTDERKLFNHLKSPHLKYW 

VPFIWFGNLATKARNEGRIRDS 

VDLQSLMTEMNRYRSWCSLLF 

GYDWVGIPLVYTQVVTLAVYT 

FFFACLIGRQFLDPTKGYAGHD 

LDLYIP1FTLLQFFFYAGWLKVA 

EQL1NPFGEDDDDFETNWCIDR 

N LQVSLLA VDEMHMSLPKMK 

KD1YWDDSAARPPYTLAAADY 

CIPSFLGSTVQMGLSGSDFPDEE 

WLWDYEKHGHRHSM1RRVKRF 

LSAHEHPSSPRRRSYRRQTSDSS 

MFLPRDDLS/HSQGPTGCALKK 

PPQGLTH LE/DNPA SQKEAPRCT 

SAWESCPPSGRPARQALYRA*P 

HSPV*ELPPSKCH\GT*GIDHSSR 

STSAHIRGLPP*FRYLHLEL 


8601 


38969 


A 


8658 


3 


397 




8602 


38970 


A 


8659 


346 


474 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8603 


38971 


A 


8660 


1 


1344 


MHSTWLCFPARLLKELPFPQGL 
FPRLTIRSASRTPPAALERVTRD 
PCAATCLDRGSLKGILGHSPFQ 
SPPVTSHCAENPNTLKAPPPYV 
GATSALVLSLGGPVTPWLSVEL 
SIRTFASSGLIYYMAHQNQADY 
A VLQLHGG RLHFMFDLGKG RT 
KVSHPALLSDGKWHTVKTDYV 
KRKGFITVDGRESPMVTVVGD 
GTMLDVEGLFYLGGLPSQYQA 
RKIGN1 THSIPAC1GDVTVNSKQ 
LDKDSPVSAFTVNRCYAVAQE 
GTYFDGSGYAALVKEGYKVQS 
DVNITLE\FRTSSQNGVLLG1ST 
AKVDAIGLELVDGKVLFHVNN 
GAGR1TAAYEPKTATVLCDGK. 
WHTLQANKSKHRITLIVDGNA 
GWR*KSHTPQSTPVDTN\NPIYV 
GGVYPAGVKQKCLRSQTSFRGC 
LRKLALFVRGPQVQSFDFSRAFE 
LHGVFLHSCPGTES 


8604 


38972 


A 


8661 


3 


92 




8605 


38973 


A 


8662 


2 


158 


HTFPTFSSSPHLVMM1QPSSSSP 
PPPLPPPPPSS\PPLPLPPSPPPLLL 
FFL 


8606 


38974 


A 


8663 


21 


471 


DGPQDQPPHQPSSSSPPPPLPPPP 
PFPPPLPLPPSPPPLLLFFCSDEA 
LLCCHTGVELFFVIFAYCSG/PE 
TEPA1SPRYASSSGLNGFPLPRT 
PPAYA*IPSSG1HFNPSLAIKPST 
TTTL VRTPTTH H HSRRPTITTQS 
STTAPSRLHP 










2 


105 




8608 


38976 


A 


8665 


3 


265 


RKDLYANTAALSGGTTMYPGIA 
DRMQK.E1TALAPSTMKIKIIAPP 
ERKYSVWIGGSILASLSTFQQM 
WISKQEYXDESGPSIVHRKCF 


8609 


38977 


A 


8666 


3 


757 


NTPNAMYMAIQAVLSLYTSGRT 

TGIAMDSGDGVAHTVPIYEGYT 

LPHAILHLDLAGWDLTDYFMK.I 

LMECSYRFTTMAEQEIVCD1KE 

KLCNIALDFEHKMATGASSSSL 

EKSYEVPDGQV1TIGNEWF/*VP 

EALFQPS/MGMESCGIQETTFNS 

1MKCDVDICKELYAKMVLSSGT 

TMYLG1ADRMQKEITALGRPST 

LRFRFIAPP/ERRKYSV\WIGG\SI 

LASLSTFQQ\MWI\SKQE\YDES 

GPLHPSTANCF 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8610 


38978 


A 


8667 




171 


CPLCRGNHWKVHCPSGR/MVP* 
VRSPQPDDPTTGQRVPGASASS 
CHHPH*APGTFNH 




38979 




8668 




325 


SPSRTCYQCGLQGHF*KDC/TSE 
KPPPRPCLLCQGNHWKVHCPR/ 
VTKVLWVRSPQPDDPATGLRV 
PDD*EHTIRRAYALGKSAVTSK 
PPPPYPARSRLNVRRLCSLATN 


8612 


38980 


A 


8669 


3 


377 




8613 


38981 


A 


8670 


1 


423 




8614 


38982 


A 


8671 


1 


1659 




8615 


38983 


A 


8672 


1 


1449 


MVNDTDRPKVQVEYKGETKIF 

YPEEVSSMVLTKMKEIAEAYLG 

KTVTNAVVTVPAYFNNSQHQA 

TKD AGTI AGLN VLRI IN EPS A AD 

IAYGLDKKVGAERNVFIFDLRG 

GTFDVSILI1QDGIFEVKSGDTHL 

GEEDFDNR1VSHF1AEFKHKYK 

KDITIRDVKLDKSQ1HD1VSIGG 

YTHIPKIQKLLQDIFNRKELNKS 

INLDEAVAYGAAVQAAILSGD 

KSENVQDLLLLDVNPLSFGIEL 

AGGVMTV/LPVLIKHSTTIPTKQ 

TETF*QPIYSDNQPG\YEGECAM 

TKDDNLLDKFELTGIPSAPHGV 

PQIEVTFDIDANGILNVSAVDKS 

VGKENTITTTNDKHRLSKEDM 

N1WSAEKYKAEDKRQRDKVSS 

KNSLESYAFHMKATVKDEKLQ 

GKINGEDKQK1LDKFNEVIKWL 

DKNQAAKKEEFEHQQTELEKV 

CNLIISKRYQSAGGMPGGMPGG 

FPGGGAPPSSGASSRP1TEEVD 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8616 


38984 


A 


8673 


18 


1388 


TRLQLLGFLWLPSLLEPGLHPS 

NHGPRGPAVGIDLGTTYSCVGV 

FQHGKV\EIIAN\DQGNRTTPSY 

VAFTDT\ERLIGDAAKNQVAMN 

PTNTSF*LPNGL1GR\RFD\DAVV 

\QSDMKHW\PFMVVNDAGRPK 

APS*NTKGETKSL\YPEEGVFLW 

V*PKMK\EICRSLTLGKTVTNA\ 

VVTVPS\YFNDS\QRQATKDAG 

TIAGLNVLRI\INE\PTAAAIA\YG 

LDKKG LEQKRNRAHLLTWGG 

GTF\DVSILTIED\GIFE\VKSTAG 

DTHLG/GEEDFDNRMVNHFIAE 

FKRKHKKDISENKRAVRRLRTA 

CERAKRTLSSSTQAS1EIDSLYE 

GIDFYTS1TRARFEELNADLFRG 

TLDPVEKALRDAKLDKSQIHDI 

VLVGGSTRJPKIQKLLQDFFNG 

KELNKS INPDEA VA YGA A VQA 

AILSGDKSENVQDLLLLDVTPL 

SLGIETAGGVMTVLIKRNTTI 


8617 


38985 


A 


8674 


2 


1559 


RYLNWIGTPTKGMSLKAFVQQ 

PHKSYWLKTLLPDNMEALQIR 

K*VPN1LGTCAVSWLKGPCSDV 

AVKKFF1FSLGNYWEGN*LI*EH 

GYKVW*HSNSYLEPISPAQTPK 

KRTTSYFSTLLCLRLRSCLSFLK 

Rl EC YEVNYQPLDEELDR*EPAP 

QSQGLDLSPSFDIL*DHIQSRTV 

YYLMN I H VTPRSI YLCRHG ESE 

LNIRGRIGGDSGLSVRGKQVG 

W ATHTQMG WLGCPRWAAG FP 

1LPSRPYPNAGVTLAAPVPTHDS 

V LPALPTRAGGQDETEPGLKAG 

PTGLPSAPPLEMGGGAPGKALS 

WMATPWCLPFCYVEVALTCAA 

PTVYQAVVWVLPIHYLKCSPQT 

AGQMRQCSLDMRPERGRDVSE 

GTRDHVRELREFNLWLIPPCQG 

LL PTSHMKRTI QTA EALG V PYE 

QWKALNEIDAVRCMG*ISCVW 

G*LESGIIPLRDQDKYRYRYPK 

GEVRFAGWPNA*DYSPVSSLQL 

NV\LLICHQASMRCLLAYFLIKS 

SGTTLISALGMFDG1 


i6~n! — 






^ 


H7 








J&fifi 








413 


ALVCS/SSLA1REMQ1KTTMRYH 
LTPVRMAIIKKSGNNRCWRGC 
GE1GTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


8620 


38988 


B 


8677 


877 


2126 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8621 


38989 


A 


8678 




1731 




8622 


38990 


A 


8679 


2 


1675 




8623 


38991 


A 


8680 


1 


2142 


MIILIDAEKAFDK1QQPFMLKTL 

NKLG1DGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KGJQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLNKIK.EDTNK 

WKNIACSWIGRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGG1ALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTI ATKRJ K YLG I QLTRDVKDLF 

KENYKPLLKEIREDTNK.WKNIP 

CSR1GR1NIMKMAILPKV1YRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRD1DQWNRTEASEVTSHIYNH 

L1FYKPDKNKK.WGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

KIHSRW1KDLNVRPKTIKTLEEN 

LGNT1QDIGMGKDFMTKTPKA 

MATKAKVDKWDV1KLKSFCTA 

KETTIRVSRQPTEWEK.IFAIYPS 

DKGLISRJYKELKQIYRKK\TNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLVIREMQIKTTM 


8624 


38992 


A 


8681 


1 


1242 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8625 


38993 


A 


8682 


14 


1785 


FDQVEERVSVIEDQMNEMKRE 
EKFREKRVIRNEQSLQEIWDYV 
KRLNLHL1GVPESDWENGTKLE 
NTLQDIIQENFPNLARQANIQ1Q 
EIQRMPQRYSSRRTTPRHIILNA 
HKRK*ERYKIDTLTSQLKELEK 

qeqtyskasrrreitkiraelke 
ietqktlqkinesrscfekinkid 
rllarlikkkreknqtdviknd 
kg dittdpteiqtt1re yykhly 
tnklenleemdkfldtytlprl 
nqeeveslnrpitgseiea11nsl 
ptkkstgpdrftaefyqryk.ee 
lvpfllklfqsiekegillnsfye 
ast1lipkagrdttkkenfrpisl 
mnidakilnkilanriqqhikkl 
ihynqvsfipgiqgwfnicksin 
v1qh1nrtkdknhti1sidaeka 
fdk1qqpfmlktlnklgidgty 
lkimta1ydkptastilngqkle 
afplktgtrqgcplspllfnivl 

EVLARAIRQEKEIKGIQLGKEEV 
KLSLFADDMIVYLENPIVSAQT 
LLKLISNFSKISGYKI'NVQKSQV 
FPYTNNRQTESQIMSELLFTIAS 
KRIKYVGIQLTRDVKDLFKEN 


8626 


38994 


A 


8683 


1 


5127 




8627 


38995 


B 


8684 


1 


1461 




8628 


38996 


A 


8685 


2 


1879 




8629 


38997 


A 


8686 




1299 


MKLPEEGSGSIICCSA1FAVLQL 

PLViHRQTGYGEDLQQTPTDLQ 

LRDLTDHSSSPAMEQSWMEND 

FDELNRSRLQKANKLENLEETD 

KFLDTYTLPRLNQEETESLNRPI 

TGSE1EAIINNVPTKKSPGPDGV 

TAKFYQRYKEELRTVNKNHMII 

SIDAEKAFDN1QQPFMLKTLNK 

LGFDATYLKIIRAIDDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFN1VLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKLINNFSKVSGYKI 

NVQKSQEFLYNNNRQTENQIM 

SELPFT1ASKRIKYLGIQLTRDV 

KDLFKENYNPLLNEIKKDTNK 

WKNIPCSWIGRINIMKMA1LLK 

VIYRFNAIPIKLLMIFFTELEK\T 

TLKCPNQKRAH1AKPILSQKNK 


8630 


38998 


B 


8687 


1 


2187 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8631 


38999 


A 


8688 




1698 


MMGDFNTPLSTLDRSMRQKVN 

KDIQELNSALHHMDLIDIYRTL 

HPKSTEYTFFSAPQRTYSKIDHI 

VGSKALLSKCKRTE1ITNCLSDH 

SA1K.LELR1 KKLTQNHS ITWKLN 

NWLLNDYWVrfNEMKAEIKMF 

FETNEIKDTTYQNLWDTFKATL 

NQEEVESLNRPITGSEIQAMINS 

LGTK.K/SPGPDGFTAKFY/P\E*H 

DCISRKPHRLSPKSP*ADKQLQ 

QSLRIQNQCSKITSILIHQ*QTNR 

EPNHE*TPIHNCIKDNKIPRSPTY 

KGCEGPLQGELQTTAQRNKRG 

HKQMEEHPMLMDRKNQYHEN 

GHTAQGNL*1QCHPHQATNDFL 

HRIGKKYSKVHMEPKKSLHCQ 

VNPKPKEQSWRHHTT*LQTILQ 

GYSNQNSMVLVPKQRYRPMEH 

NRALRNNATYLPLSDL*ET*QK 

QEMGKGFPPQMVLGKLASHM 

*KAETGSLPYTLYKN*FKMD*R 

LKC*T*NHKHPRRKPRQYHSGH 

RHGQGLHV*NTKSNGNKSQN* 

QMGSH*TKELLHSKRNYHQSE 

QATYRMGENFCNLL1*QRAN1Q 

NLQRTQTNLQ/RKKQPHQQVU 


8632 


39000 


A 


8689 


1 


5073 




8633 


39001 


A 


8690 


128 


1407 


EKKASDDQTTPSYRRKFKPKA 

KKLNTLKKPTN/RJTRITNREKC 

LKELMELKAKARELREECRSLR 

SQCDQLEERVSVMEEIQTT1RE 

YYKHLYENKLQNLEEMDKFLD 

TYTLRRLNQEEVESLNRPITGSE 

I V A 1 IN SLPTKK SPGPDGFTAKF 

YQRYKEELIPFLLKLFQSI EKEGI 

LPNSFYEASIILIPKQGRDTTKK 

ENFRPIFLMNINAKILNK1LANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFNICKSRNVIHH1NRTKDKNH 

MIIS1DAEKAFDKIQQPFMLKTL 

NKLGIDETYLKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNTVLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLFELISNFSKVSGY 

KINVQISQAFLYTNYRQSAKS 


8634 


39002 


B 


8691 


1 


1443 




8635 


39003 


A 


8692 


1 


1878 




8636 


39004 


A 


8693 


1 


1479 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


8637 


39005 


A 


8694 


1 


2091 


MVFLEKISVGISRLSKQHPPFIR 

VALPLDADPTVSRIGSFQWVLG 

LADFRNEAVDPRDVQMCPEFIP 

SGGFVVFLTSGVKPQTFTVSITA 

LKGEPTQMRRNQKTNSGNMTK 

LGYLTPQKNHTSSPAMSPNQEQ 

IPDSPEKEFRRTEEASLTEGGTI 

NPIISWAVGNGSSKNLYHILGK 

GRKIFSSSGIKQKSIASGERQNF 

QRNDQTAAFAVHENPLFCSHR 

CWYPGKQEKCLKELMELKAK 

ARELREECRSLRSRCDQLEERV 

SVMEDEMNEMKREGKFREKRI 

KRNEQSLQEIWDYVKRPTLHLI 

DVPETLNAHKRKQERSKTDTLT 

SQLKELEKQEQTH SKA S RRQEI 

TKIRAELKEIETEKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDA1K.NDKGDITSDPTEIQT 

TIREYYK.HLYANKLENLEEMD 

KFLDTYTLPRLNQEEVESLNRPI 

TGSEIVAIINSLPTKKSPGPDGST 

AEFYQRYKF.ELLISNFSKVSGY 

KFNVQKSQAFLYTNNRQMESQI 

MSELPFT1TSKRI K YLG IQLTRDI 

KDLFKENYKPLLNEIKEDRNKC 

KNIPCSWVGR1NIVK.MAILPKVI 

YRFNAIPIKLRMTFFTELEKTTL 

KFI WNQKRARITKSVLSQK.NKA 

GGITLPDFKLYYKATVTKTAW 

YWYQNRDI\DQWNRTEPSEITP 


8638 


39006 


A 


8695 


1 


3514 


MELKTKA RELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQE1WDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANIQIQEI 

QRTPQRYSLRRATPRHIIVRFTK 

VEMKEKMLRAAREKDRSTRQK 

VNKDTQELNSALHQADLIDIYR 

TLHPKSTEYTFFSAPHHTYSKT 

DHIVGSKALLSKCKRTEIITNYL 

SDHSAIKLELRIKNLTKSRSTTW 

KLNNLLLNDYW 


8639 


39007 


A 


8696 


] 


2091 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8640 


39008 


A 


8697 




2781 


MGKKQN RKTGNSKKQS A SPPP 
K ERSSSPATEQS WM ENDFDEM 
REEGFRRSNYSELRED1QTK.GK 
EVENFEKNLEECITRITNTEKCL 
KELMELKTKARELREECRSLRS 
RCDQLEERVSVMEDEMNEMN 
DGENGTKLEMTLQDIIQENFPN 
LARQANVQ1QEIQRTPQRYSSR 
RATPRH 1 1 VRFTKVEMKEKMLR 
AAREKDFKPTKIKREKEGHYIM 
VKGSIQQEELTILK1YAPNTGAP 
RFTKQVLSDLQRDLD 


8641 


39009 


A 


8698 


1 


1584 


MS1SGTVRMSAKSKGNPSSSCP 

AEGPPAASKTKVKEQIK1IVEDL 

ELVLGDLKDVAKELKEQHWW 

HPISGDTATSICTVLESEKSKIK 

VTAFDVWLHLWGKGTDKQKD 

SSNFCRLKCPCLTALKRAVVLP 

ARSWRCETMGQTASSSGSLTPDP 

RAANREAPPSRGRLTPHTASDG 

ENGTKLENTLQD1IQENFPNLAR 

QANIQIQEIQRTPQRYSSRKATP 

RHI1VRLTKVEMKEKMLRAARE 

KEIQTAIREYYKHLYANKLENL 

EEMDKFLDAYTLPRQNQEEVE 

SLNRP1TGPEIVAIIMSLPTKKSP 

GPDG FTAEFYQRYKEERH 1NRT 

KDENHM11S1DAEKAFNKIQQPF 

MLKTLNKLGIDGTYFK11RA1YD 

KPTANI1LNGQKLEAFPLKTGTR 

QECPLSPLLFN1VLEVLARAIRQ 

EKJEIKGIQLGKEEVKLSLFVDY 

MIVHLENP11SAQNLLKL1SNFSK 

VSG Y KIN VQKSQAFL YTNNRQ 

TESQIMSELPFTIASKRIKYLGIQ 

LTRDVKD\LFEEND 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


cadon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8642 


39010 


A 


8699 




1722 


MAGYPSEMKLPEELSGSNICCS 

AVFTVLQPLLLIPRQTGSGVDL 

RQTPTDLQLRVLTVRRKNNKQ 

KRTSTPKPHL Y V I'll KDQRSKKL 

TQNHSTTWKLNNLLLNDYWV 

NNEMKAEIKMFFETSENKGTIY 

QNLWDTFKAVCRGKF1ALNAH 

KRKQERSK1DTLTSQLKELEKQ 

EQTHSKASRRQEITKIRAEQKEI 

ETQKTLQKINESRSCFFEKINKI 

DRLLARRIKKKREKNQ1DAIKN 

DKGDITADPTE1QST1REYYKHL 

YTNKLENLEEMDK.FLDTYTLPR 

LNQEEDESLNRPITGSEIEAIINS 

LPAK.KSPGPDRFTAEFYQRYKE 

ELHINRTKDKNHMTISVDAENA 

FDK1QQPFMLKTLNKLVLEVLA 

RAIRQEKEIKGIQLGKQEVKLSL 

FADDVIVYLENPIVSAQNLLKL1 

SMFSKVSGYKINVQKSQAFLYS 

NNRQTESQIMNELSFTIASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

NE1KDDTNKWKNIPCSWVGRIN 

1VKMG1LPKVVYRFNAIPIKLPM 

TFFTELEK\TTLKF1WNQKRARI 

AMTILS*KNKAGGITLP 


8643 


39011 


A 


8700 


3 


1033 




8644 


39012 


A 


8701 


i 


1068 


ANKLENLEETDKFLDTYTLPRL 

NQEETESLNRPITGSEIEA1INNV 

PTKKSPGPDGVTAKFYQRYKEE 

LRTVNKNHM1ISIDAEKAFDNIQ 

QPFMLKTLNKLG1DATYLKIIRA 

IDDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDM1VYLENPIVSAQNLLKLI 

NNFSKVSGYK1NVQKSQEFLYN 

NNRQTENQIMSELPFTIASKRIK 

YLGIQLTRDVKDLFKENYNPLL 

NE1KK.DTNKWKNIPCSWIGRINI 

MKMA1LLKVIYRFNAIPIKLLMI 

FFTELEK\TTLKCI*NQKRAHIA 

KP1LSQKNKAGSITLR 


8645 


39013 


B 


8702 


69 


1055 




8646 


39014 


B 


8703 


1 


2301 




8647 


39015 


A 


8704 


1 


3189 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8648 


39016 


A 


8705 


92 


1139 


ASAADTQANRVWSGPPANSNR 

PAA\RVLTVRRKTNKQKGHPH 

QNP1CTSPSSKTKEIQTT1REYYQ 

HLYTN1CLENLEEMDKFFDTYT 

LPRLNQEEVESLNRPITGSEIEAI 

INNLPT/KKSPGPDGFTAKFYQS 

VGSSGQGNQAGEGNKGHSIRK 

RGSQIVPVCR*HDC1SRKPHRLS 

PKSP*ADSQLQQSLRJQNQCAKI 

TSILIHQ*QTNREPNHE*TPIHNG 

FKQNKIPRNPAYKGCERPLQGE 

L*TTAQ*NKRGYKQMEEHSML 

MGRKNQYHENGHTAQGNL*iQ 

CHPHQATKNFLHRIGKNYFKV 

HMEPKKGPHCQVNPKPKEQSW 

RHHTT*LQTILQGYSNQNSI 


8649 


39017 


A 


8706 


1 


2199 




8650 


39018 


A 


8707 




2238 




8651 


39019 


A 


8708 




1889 


RSMRQK.VNKDTQELN SALHQA 

DLID1YRTLHPKSTEYTFFSAPH 

HTYTKIDH1LGSKALLRKCKRT 

E1ITNYLSDHSAIKLELRIKNLTQ 

NRSTTWKLNNLLLNDYWVHN 

KMKAEIKMFFETNENKDTTYQ 

NLWDAFKA/EIQTT1KEYYKHL 

YANKLENLEEMDKFLDTAYTLP 

RLNQEEVESLNRP1TGAEIVAIIN 

SLPTKKSPGPDGFTAEFYQRYK 

EEL VPFLLKLFQSI EKQG 1 LPNSF 

YEAST1LIPKPGRDTTEKENFRP1 

SLMNIDAK1LNKILAKRIQQHIK 

KL1HHDQVGF1PGMQGWFNIHK 

SINVIQHINRAKDKNHMIISIDA 

EKAFDKIQQRFMLKTLNKLGID 

GTYFKIIRAIYDKPTANIILNGQ 

KLEAIPLKAGTRQGCPLSPLLFN 

IVLEVLARV1RQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENP1VT 

AQNLLKLISNFSKVSGYK1NVQ 

KSQAFLYTNNRQTESQ1MSELP 

FTIASKRIKYLGIQLTRDVKDLF 

KENYKPLLKEIKEDTNKWKNIP 

CSWVGRINIMKMAILPKVIYRF 

NAIPIKLPMTFFTELEKTK\FIWN 

QKSAHITKGILSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8652 


39020 


A 


8709 


1 


1779 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPH HTYSN1DH I V 

GSKALFSKC1CRTEIITNCLSDHS 

AIKLELRJKKLTQNHSTTWQLN 

NLLLNDYWVNNEMKAEIKMFF 

ETNENKDTTDQNLWDTFKAVC 

RGKFMALNAHKRKQERSKMG 

TLTSQLKELEKQEQTHSKASRR 

QEITKIRAELKE1ET/QKTLQKIN 

ESR\TE1QTTIREYHK.HLYANKL 

ENLEEMDKFLDTYILPRLNQEE 

VESLNRPVTGSEIEAI1NSLPTKK 

SPGPYGFTAEFYQRYKEELHIN 

RTKDKNHMIISIDAEKAFDKIQ 

QPFM LKTLN KLGIDGTYLKI L R 

AIYDKPTANIILNGQKLEAFHLK 

TGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKWSL 

FADDMIVYLENPIVSTQNLFKLI 

SNFSKVSGYKrNVQKSQAFLYT 

NMRQTESQIMSELPFTIASKR1K 

YLGIQLTRDVKDLFKENYKPLL 

NEIKEDTNKWKNIPCSRAGRINI 

VKMAILPKVIYRFSA1PIKLPMT 

FFTELEKTK\F1WNQKRAHIAKS 

ILSQKHKAGGITLP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8653 


39021 


A 


8710 




2093 


MEITTNCLSEHSAITLQLRIKKL 

TQNCTTTWKLNYLLLNDYWV 

NNEMKEEIKMFFETNENKDTT 

YQNLWDVFKAVCRGKFIALSA 

H KRKQERSKTD TLTSQLKELEK 

QEQTHSKASRRQEITKIRAELKE 

IETQKTLQEINDSRSSFSEKLNKI 

DRPLARLIKKKREKTQIDAIKN 

DKGEINTNPTEIQTTIREYYKYL 

YANKVENLEEMDTFLDTYTLP 

RLNQEEVESLNRPITGSEIEAIIN 

SLPTK ESPGPDGFTAEF Y/HEGN 

QERERNKGYSIRKRGSHIVPVC 

R* HDCLFRKPHHLSSKSHEAVK 

QLQQSLRIQNQWAKITSMPVH 

Q*QTNREPNHE*TPIHNCYKEN 

KIPRNPTYEGCEGPLQGELQTT 

AQQNKRGQKEMEKHSMLMDR 

KNHYH ENGHTAHGNL* IQCHP 

HQATNDFLHR1GKNYVNFHME 

PKKSLHCQEN PKQREQS WRHH 

AT*LQTILQGYSNQNSMVLVPK 

QIHRTMEQNRGLRKNTTHLQPS 

DL*QI*QKQEMGKQFPI**MVL 

GKLASYM*KAETGSLPYTLYK 

N*FKMD*RLKC*T*NHKNPRRK 

PRQYHSGHRHGQGLHD*NTRS 

NGNKNQNRQMGSN*TKELLHG 

KRNYHQSAQTTYRMGENFCNL 

PI*QRAN1QNLQRT*TNLQERNK 

QPHQKVGKGHEQTLLKRRHLC 

SQQTHEKMLI1TGHQRNANQN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8654 


39022 


A 


8711 




1805 


PLSTLDRSSRQKVNKDIQDV1SA 

LHEAGL1D1YRTLHPKSTEYTFF 

SAPHHTYYK1DHIVGSKALLSK 

CKRTEITTNCLSDDRAIKLELRI 

KKLTQNYTTTWKLNNLLLSDY 

WVNNEMKAEIKMFFETNENKD 

TMYQNLWDTFKAVCRGKFIAV 

NAYKRKQERSKIHTLTSQLKEP 

EKQEQTHSKASRRQEITKIRAEL 

KEIDTQKTLQKISVSRSWFSERJ 

NK1DRL1ARLMKKKREKNQIDA 

1KNDKGDIT1DPTEMQTTIREYY 

KNLYANKLENLEEMDKFLDTY 

1LPRLNQEEVELPNRPITGSENE 

A11NSLP/TKKSPGPDEFTAKFYQ 

R Y K E ELQGU RQEKEREDTQLG 

KEEVKLLLFAEDMIVYLENPIV 

SAQNLLKLINNFSKVSGYKINV 

QKSQAFLHTNNRQTESQIMSEC 

PLTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLNK.1KEDT\NKWKN 

1PRSWLGRNNIVKMTILPKVIYR 

F/NTLNFIWNQERARIAKTILSK 

K.NKAGGITLPDFKLYYKATVT 

KTARYWKQNIKKGSVWPISLK 

SEKRGHRTRPLWKLCHNDVQG 

ELLKTIQFLFGSPLGHSSLDPSA 


8655 


39023 


B 


8712 


1 


1743 




8656 


39024 


B 


8713 


1 


1260 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8657 


39025 


A 


8714 


1 


1842 


VPPTTCGNYGST1QDE1WMGTQ 

NQT1SVSEEMMFQAEEIASAQK 

MWNQHH1TPSKVDHIVGSKAL 

FSKCKRTE1ITNYLSDHSAIKLK 

LRIKKLTQNRSTTWKLNNLLLN 

DYWVHNEMKAEIKIFFETNEN 

KDTTCQNLWDTFKAMCRGKFI 

TLNAHKRKQQRCK1DTLTSQLK 

ELEKQEQTHSKASRRQEITKIRA 

ELKEIEAQKTLQKINESRSWIFE 

KINKTDRLLARlIrCKKREMNQl 

DAIKNDKGDITTNPTEIQTTIRE 

YCKHLYANKLENLEEMDKFLN 

TYTLPRLNQEE1ESLNRPITGSEI 

EAIINSLPTKKSPGPDGFTAEFY 

QRYKEEMIEKKAFDKSQQPFM 

LKTLNK.LGIDGTFLKIRRAIYDK 

PTAN11LNGQKLEAFPLK.TGTRQ 

GCPLSPLLFNIVLEVLARE1RQG 

KEIKHIQLGKEEVKFSLFADDVI 

AYLENP1VSAQNLLKLISNFSKV 

SGYKINVQKLQAFLYTNNRQTE 

SQIMSEFPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLNK1KEDT 

NKWKNIPCSWIGRIN1MKMAIL 

HKV1DRFSAIPFKL/PKD/FFTEL 

EKTTLKFIWNQK.RPRJSKTILSK 

KNKAGGITLR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


INucleotidc location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8658 


39026 


A 


8715 


1 


1593 


MGKKQNRKTGNSKKQSTSPPP 

RERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTR1TNTEKC 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKR1KRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDIIQENFPNLARINKI 

DRPLARLIKKK.REKNQIDTIKN 

DKGDITTNPTEIQTT1REYYKHL 

Y AN KLENLEEM DTFLDT YTLPR 

LNQEEVESLNRPITGAE1VAIINS 

LPTKKSPGPDGSIAEFYQRYKE 

E/PADKQLQQSLSIQNQCTKITSI 

L1HQQQTNREPNHE*TPIHNCFK 

ENKIPRNPTYKGCEGLLPGELQ 

TTAQGNKRGYKQTEEHSMLM 

GRKNQYRENGHTAQGNF*IQC 

HPHQATNAFLHRIGK.NYFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQTILQGYSNQNSMVLV 

PKQGYRSMEQNRALRNNAAYL 

QLSDL*QT*EKHAMGK/EFP1** 


8659 


39027 


A 


8716 




1578 


MGDFNTTLSTLERSARQKVNK 

DIQELNSGLHQADLIDIYKTVKP 

KSTEYTFFSGPHRTYSKIDH1VG 

SKALLSKRKRTE11TNCLSDHSA 

IKLELRJKKLTQNRSTTWKLNN 

LFLNDYWVHNKMKAEIKMFFE 

TNENKDTTYQTLWDTFKAVCR 

GKFIALNAHKRKQERSK1DTLT 

SQLKELEKQEQTHSKVSRRQEI 

TK1RAELKEIETQKTLQKINESKI 

QTT1 RE Y Y K.H L Y AN KL EN LEE 

MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIE A I IN SLPTKKSPG PD 

GFTAEFYQRYKEE\RPISLMNID/ 

AKILNKILANGIQHDIKKL1HDD 

QVGFIPGMQGWFN1RKSINVIQ 

HVNRTRDKNHMI1SIDAEKAFD 

KIQQPFMLKTLNKLGIDGMYLK 

IIRAMYDKPTANIILNGQRLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARAIGQEKEIKG1QLGKEEVK 

LSLSADDMIVYLEK.PIISAQNLF 

KLISNFSKVS/GYK1NVQKSQAF 

L YTNN RQTESQIM 


8660 


39028 


B 


8717 


1 


2982 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8661 


39029 


A 


8718 


617 


1155 


SIAYQPKSPGPDGFTAEFYQRH 
KEELLISNFSK/VSGYKIDVQKS 
QAFLYTNNRQTESQILSEFPFTI 
ASKRVGYLG1QLTRDVKDLFK.E 
NCKPLLNEIKKDTKKWKNIPCS 
WVGRINIMKMAILPKV1YRFNA 
IPIKLPMTFFTELEKVTTLRFIWN 
QKRDHIAKSILSQKNKAGSITLP 


8662 


39030 


A 


8719 


1 


1827 


MGKKQSRKTGNFKKQRHLSFS 
KGIAVLHQQWNKAGQRLTFDE 
LREGFRPSNYSKLQKE1QTKGK 
EVENFEKNSDECITRITNTKKCL 
KELMELKAKARELREECRSLRS 
RCDQLEERVSG M EDE ANEMKR 
EGKFGEKRIKRNEQSLQEIWDY 
V KRPNLRL1G VPESDG ENGTKL 
KNTLQDIIQENFPNLARQANIQI 
QE1QRTPQRYSSRRATPRHIIVR 
FTKVEGKN1KGSQRERAEIQTTI 
REYYKHLYSNKLENLEEMDKF 
LDTYTLPSLNQEEVESLNRTITG 
SE1VAIINSLPTKKSPGPDGFTAE 
FYQRYKEEVVPFLLKLFQSIEKE 
V 1 LPNSF YEARJ I L1PKPGRDTTK 
KENFRPI SLMN I D AKILNKIL AN 
R1QQH1KKLIHHDQVGFIPGMAI 
RQEKERKG1QLGKEEVKLSLFA 
DDV1VYLENPIVSAQNLLKL1SN 
FSKVSGYKINVQKSQAFLYTNN 
RQRESQIMSELPFTIASKRIKWL 
G1QLTRDVK.DLIKENYKPLLNEI 
KEDINKWKN1PCSWVGRISIVK 
MAILPKV1YRFSAIPIKLPMTFFT 
ELEKTTFK\FLW\NQKRAR\IAKS 
ILSQKNK/AGGITLPDFKLYYKA 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8663 


39031 


A 


8720 




1551 


MEKFLDTYTLPRLNQEELESLN 

RPITGSEIEAIFNSLPTKKSPGPD 

GFRAKFYQRYNEELVPFLLKIF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTTKKDNFRPISLMMAVKILN 

K1LANQIQKH1KKFII1HDQVGFI 

PGMQGWFNIRKSINVIQHINRT 

KDKSHMIIS1DEEKAFDKIHLPF 

MLKTLSKLGIDGMYLK.IIRAIY 

DK.PTANIILNGQKLEAFPLKTGT 

RQRCPLSPLLCNIVLEVLARAIR 

QEKE1KG1QLGKEEVKLSLFAD 

DMIVYLENPTVSAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTNN 

RQTESQ1MSELPFTIASKRIKYL 

GIQLTRDVKELFKENYKPLLNK 

1KEDTNKWKNIPSSWMGR\N1M 

KMAILPK/VTWMKLEI1VLSKLP 

QEQK.TKHRMFSLTGVFIEGRAL 

QNKSETSQSRHPGATHSLPEYTI 

PGSSPSNFYWFTLGLKEEVTSG 

WKREKKKRKREGGKEGRKEG 

RKEGRK.EGKKEGRKKGRKEVP 


8664 


39032 


A 


8721 




1983 




8665 


39033 


A 


8722 




7.436 




8666 


39034 


A 


8723 




3139 




8667 


39035 


B 


8724 




3558 




8668 


39036 


B 


8725 




2133 




8669 


39037 


A 


8726 




3051 


MGDFNTALSTLDRSMRQKVNK 
D1QELNSALHQADLTDIYGTLH 
PKSTECTFFSAPHHTYSK1VHIV 
GSKALLSKWKRRE1ITNCLSDH 
SAIKLELRIKKLNQNCSTTWKL 
NN LLLNN Y WTNK\KKREKN Ql 
DA/IKNDKGDITTNPTEIQTTIRE 
YYKHLYANKLENLEEMDKFLD 
TYTLPRLNQEEVESLNRPITGSE 
IEAIINSLPTKKSPGPDGFTAEFY 
QRMNYISFKSTWKIIKNAYSLA 
HSRELRDGGQ 


8670 


39038 


A 


8727 


1 


2706 




8671 


39039 


A 


8728 


1 


2573 




8672 


39040 


B 


8729 


70 


2029 




8673 


39041 


A 


8730 


81 


385 




8674 


39042 


A 


8731 


30! 


515 


SSWQAPAPVLGSSWASK.K*MK 
KKYAAQQIEKQKSP*CKSI KCSP 
LRSASYAQLLSFSLSSCLCFSTC 
HSTLAWYCL*SSWQAPAPVLG 
SSWASKKRSLLWKEPSRSLPSF 
SITARS*ACCCLCSSTEPQLLKA 
QYLLSHSRTRSFRLQ 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


8675 


39043 


A 


8732 


2 


4207 


DTHRLKIKGWRKIYQANGKQK 
KAGVAILVSDKTEFKPTKIKRD 
KEGHYIMVKGS1QQEELTILNIY 
APNTGAPRFTKQVLRDLQRDL 
DSNTIITGDFNTPLSTLDRSMRQ 
KVNKDIQELNSALHQADLIDIY 
RTLHPKSTENTFFSAPHHTYSKl 
DHIVGSKALLSKCKRK.EIITNCL 
SDHSAIKLELRIKKLPQNCSTIW 
KLNNLLLNDYWVHNEMKAE1K 
MLFETNENKDTTYQNLWDTLK 
AVCRGKFIALNA 


8676 


39044 


A 


8733 


' 


2770 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VQNFEKNLEEC1TRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMK.RE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKEIQT 

TIREY YKHLY AN KL 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8677 


39045 


A 


8734 




2169 


FKPTK1KREKEGHYIMVKGSIQ 

QEELTILKIYAPNTGAPRFTKQV 

LSDLQRDLDSHTLIMGDFNTPL 

STLDTSTRQKVKKDTQELNSAL 

HQADLIDIYRALHPKSTEYTFFS 

APHHTYSKIDHIVGSKALLSKC 

KRTEIITNYLSDHSAIKLELRIKN 

LTQNHSTTWKLNNLLLNDYWV 

HNEVKAEIKVFFETKENKDTTY 

QNLWDAFKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLrCELEKQ 

EQTHSKASRRQEITNIRAELKEI 

ETQKTLQKINESRVTEIQTTI RE Y 

YKHLYANKLENLEEMDKFLDT 

YTLPRLNQEEVESLNRPITGSEI 

VA1INSLPTKKIPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEGI 

LPN SF YEAS1 1 L 1 PKPGRDTTKKE 

NFRPISLMN1DAKJLNKILAKRI 

QQHIKKLIPHDQVGFIPGMQGW 

FN1RKSINVIQHINRAKDKNHMI 

ISIDAEKAFDKIQQPFMLKTLNK 

LGIDGTYFKI1RAIYDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIIYLEN 

PIVSAQNLLKL1SNFSKVSGYK1 

NVQK\SQAFLYTNNRQTENQIM 

SELPFPIASKRIKYLG1QLTRDV 

KDLFKENYKPLLNEIKAEDTNK 

WKNIPCSWVGRIN1VKMAILPK 

LIGNCSKISGYKINVQKSQAFLY 


8678 


39046 


A 


8735 


1 


5166 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEEC1TRITNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRJKRNEQSLQEIWDYV 

KRPNLRL1GVPESDVENGTKLE 

NTLQDI1QENFPNLARQANVQ] 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAARQKAPH 

HTYSKIDH1VGSKAL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8679 


39047 


A 


8736 


1 


4553 


MGRXNRKLDSRQHSYTSPQSRS 
HEDPAAVLQALSSSGVVIYQSL 
VAVQSPLAAPGCDGSRCEVRG 
LTVGSRYGSWRLAGCRDNEMV 
NACQSGWCYQNLTVLRGWKV 
LLEMTPHHTYSKIDH1LGSKAL 
LSKCKRTEIITNYLSDHSAMKR 
ELR1KNLTQNRSTTWKLNNLLL 

ndywvhnemkaeikmffetne 
nkdttyqnlwdifkavcrgk.fi 
alnahkrkqersktdtltsql 
kelekqeqthskasrrqei 


8680 


39048 


A 


8737 


1 


2673 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDINRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTE1ITNYLSDHS 

AIKLELRIKNLTQSRSTPWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNKNKDTTYQNLWDAFKAV 

CRGKFIALNAYKRKQERSKIDT 

LTSQLK ELEKQEQTH SKA S RRQ 

E1TKJRAELKEIETQKTLQKINES 

RSWFFERINK1DRPLARLIKKKR 

E KNQI DTI KN DKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

PITGSEIVA1INSLPTKKSPGPDG 

FTAEFY/PESYL*QTHSQYHTEW 

AKTGSIPFENWHKTGMPSLTAP 

IQHSVGSSGQGNQAGEGNKGY 

S1RKRGSQ1VPVCR*HDCLSRKP 

HRLSPKSP*ADKQLQQSLRIQN 

QCTKITSILIHQKQTNREPTHE* 

TPIHNCFKENKIPRNPTYKGCEG 

PLQGELQTTAQRNKRGHKQME 

EHSMLMGRKNQYRENGHT\SQ 

GNLQIQCHPHQATNDFLHRIGK 

NYFKVHMEPKKSPHRQVNPKP 

KEQS WRHHTT* LQTI LQGYSNQ 

NSVMVLVPKQRYRSMEQNRAL 

RNNAAYLHYSD\L\*QT*EKQA 

WGKGIP\IYKMVAL\GKLAS\PM* 


8681 


39049 


B 


8738 


1 


2792 




8682 


39050 


B 


8739 


156 


391 




8683 


39051 


B 


8740 


1 


2824 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


■Vic! 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8684 


39052 


A 


8741 


3 


4167 


PLSTLDRSTRQK.VNK.DIQELNS 

ALHQVDLIDIYRTLHPKSTEYTF 

FSVPHHNYSK1DHIVGSKALLS 

KCKRTEIITNCLSDYNAIKLELR 

TEKLTQNRSTTWKLNNPLLND 

YWVHKEMKAEIKMFFETNENK 

DTT YQNLWD A F K A VCRG KFI A 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKATRRQEITKTRA 

ELKK1ETQKTLQK1NESRSWFFE 

KTNKIDRLLATLIKKKREKNQI 

GARKNDEGA1TTN 


8685 


39053 


A 


8742 


1 


1107 


MK. VEIKTFFETNEN KDTTYQN L 
WDTFKAVCRGKFIALNAHKRK 
QERSK1 DTLTSQLKELEKQEQT 
HSKASRRQIQTTIGEYYKHLYT 
N KLEN L E EM DK.FLDT YTLPRLN 
QEEGESLKRPMAGSE1EAIINSL 
PTKNSPGPDRFTAEFYQRYKEE 
L/PDKQLQQSLR1QNQWEK1TSI 
PIHQ*QTNREPNHE*TPIHTSICFK 
ENKIPRNPTYKGCEGPLQGELQ 
TTAQRNKRGHKQMEEHSMLM 
DRKNQYCENGHTAQEETAFCT 
HSRRESSRLGLLVANFRACHQE 
RFRRERSVPAGVHAEAHPCWE 
NRGREERHWEQHPGPETVLLQ 
AGGHVCDQGLHHGQPQVGQV 
PRGSRGHSGHFQLPSVQDRSWL 


8686 


39054 


A 


8743 


1971 


5654 


RSPTAGRNTN Y PSRDYYKHLY 

A\NKLEN\LEEMDKFLDTYTLPK 

T/1TQEEVESLNRP1TG\SEIVAV1 

NSLPTKKSPGPDGFTAKFYQRY 

KEELH1N RTKDKNHMIIS1D AEK 

AFDKIQPQPF\MLKTL\NELGID 

GTA'FFKIIRAIYDKPTVANIRLE 

WGQKLEAFPFEKLAQEQGMPL 

LLNPLPQSNIVVGKFLA\RAI\RQ 

EKEIKG1QVEK.QEVKLSLFADD 

MIICLENPI\VSAQNL\LKLISNVS 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8687 


39055 


A 


8744 




4901 


MTGSNSHITILTLNINGLNSA1K 
RHRRASWIKSQDPSVCCIQETH 
LTCRDTHRLKIKGWRKJYQAN 
G KQKKAGVA I LVSDKTDFK.PT 
KIK.RDKEGHYIMVKGSIQQEEL 
TILNIYAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSTLD 
RSTRQKVNKDTQELNSALHQA 
DLIDIYRTLHPKSTEYTFFLAPH 
HTYSKIDHIVGSKALLSKCKRT 
EIITNYLSDHSAIKLELRIKNLTQ 
SRSTTWKLNNL 


8688 


39056 


A 


8745 


2 


1887 


SASVVPASGLRPSSTSLLTSRQP 
RFLGLLRSHPALLVAVPGDWD 
DLAVCCIVAPSHVCRMVFVMD 
RTLGISLPGLLKREEDACWVEA 
N 1NGRVL AQCN I DELKKEMNM 
NFGDWHLFRSTVLEMRNAESH 
V V PEDPRFLSESS SG PAPH G EPA 
RRASHNELPHTELSSQTPYTLN 
FSFEELNTLGLDEGAPRHSNLS 
WQSQTRRTPSLSSLNSQDSSIE1 
SKLTDKVQAEYRDAYREYIAQ 
MSQLEGGPGSTT1SGRSSPHSTY 
YMGQSSSGGSIHSNLEQEKGKD 
SEPKPDDGRKSFLMICRGDV1DY 
SSSGVSTNDASPLDPITEEDEKS 
DQSGSKLLPGKKSSERSS\LFQA 
SLKALKGRGLRLSKLPVSEEDEC 
GAEESDNTP\LLK\DDKDRKPEG 
KVERVPKSPEHSVEP1RTFIKAK 
EYLSNDALLDNKGNSSDSWSVD 
PRES\SPNHVSAQCKCADDLPD 
LKRHNLIE\LEDDSHSGKRG\IPH 
SLSGLQDPIIARMSICSEDKKSPS 
R1ASLD*PSSP\EENW\P\ACQKA 
YNLVNRTPSTVTLNNNSAPANR 
ANQNFDEMEGIRETSQVILRPSS 
SPNPTTIQNENLKSMTHKRSQR 
SSYTRLSKESPELHAA\SSSESTG 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


8689 


39057 


A 


8746 


1 


385 


EGNEAQTCSFWNTRRQLLASS 

DPSLSVSQRMDPSWRRSSHSWP 

QPMPDSGRAPVRPHLAK.LEED 

VWPCPQFHQTKAASGPPFVTFQ 

PANCFPSVISFHLHCHTWSEQD 

RAYHPVYQMR**GSDVQLLEY 

EASAAGL1RSFSERFPEDGPELE 

EILTQLATADARFWKGPSEAPS 

GQ/ALRK/SVWPCPQFHQTKAA 

SGPPFVTFQPANCFPSVISFUCT 

AIRGVSKTGLTILSTR*GNGSSE 

KSLV 


8690 


39058 


A 


8747 


2 


2015 


QDFLDSQNLSAYNTRLFKEVD 

GEGKPYY EVRLAS VLGSEPSLD 

SEVTSKLKSYEFRGSPF\QVTRG 

DYAPILQKVVEQLEKAKAY\AA 

N\SHQGQML\AQYIESFTQGS1E 

AHKRGSRFWIQDKGPIVESY1G 

Fl ESYRDPFGSRGEFEGFV AW 

NKAMSAKFERLVASAEQLLKE 

LPWPPTFEKDKFLTPDFTSLDV 

LTFAGSGIPAGINIPNYDDURQT 

EGFK\NVFAGG1VLGCGLTPRK 

REK\LTFLEEDDKDLYILWKGPS 

FDVQVGLH/ESLLGHGSGKLFW 

QDEKGAFNF\DQETRDPPQKRG 

EQIQSWNRTGETVADSKFSTIAS 

SYE\ECRAESVGLYLCLHPQVL 

EIFGFEGADAEDVIYVNWLNM 

VRAGLLALEFYTPEAFNWRQA 

HMQARFVILRVLLEAG EG LVT1 

TPTTG SDG RPDARVRLDRSK I R 

SVGKPALERFLPvRLQVLKSTG\ 

D VTEGRA L YEG Y\STVTDAPPE\ 

CFLTLRVDTVLLRKESRKLSVQP 

NTHLEGNE/VSDVQLLEYEASR 

AGLIRSFSERFPEDGPELEEIFTQ 

\LATADARFWKGPQ*GPHSGPS 

LRKIVVALPPKFHQTKAA\SGPS 

HSVCVFRGWGGGGAGAWTLV 

L\PQLEGW*1TNPLPICQHVSSLP 

NCFPSVIL/SFICTAMRGVSKTGL 

T1LSTKMR\NGSSEKSLV 


8691 


39059 


A 


8748 


1 


519 




8692 


39060 


A 


8749 


786 


864 




8693 


39061 


A 


8750 


1 


468 
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WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8694 


39062 


A 


8751 


128 


605 


MTWGTVPLFH1FQMRCCHWSC 
QG1MRGWGLCSQTLNCLLLSK 
C*TCSRGGGQIWSRKFRLVRVE 
*G\*GNFKTPELQQPGVPPGLPP 
PGSCFKCRKSGHWAKECPQPGI 
PPKPCPICAGPHWKLDCPTRLA 
ATPRSPGTLAQGSLTDSFPDI RG 
LAVED 


8695 


39063 


B 


8752 


1 


615 




8696 


39064 




8753 


1533 


1767 


PSPTCPAIYS*KGGWSQRHSQG 
ACYTCRKSGHWAKECPQPGIPP 
KPRPICVGPH*KSDCSTHLAAN 
PRAPGTLAQGSL 


8697 


39065 


C 


8754 


84 


329 




8698 


39066 


A 


8755 


911 


1497 


SQRKARDQRRKRNKRASSIAK 
HKEPKRP1LPSGKNSQEGVATH 
TKPLAQGKVWLDP/NETNEIPN 
ANFRQQ1RKL1KDGLILRHRKPV 
TVHSRAQGWKSTLARRKGRHL 
G1ESKKIDRHMYHSLYLKLKGN 
VFKHKRILTEHSHKLKADKAR 
KKPLADQAEARGSKTKEARKL 
REEHLQTKKEEUKTLSQEEKAK 


8699 


39067 


A 


8756 


34 


280 


EVIHAAIGEKKGSY/NA**PWVE 
EQLTRQPLIHHQPASLHSVY/RC 
RYHSLYLK.VKGNVFKNKRILM 
EH1HKLKADKARKKLLA 


8700 


39068 


A 


8757 


1 


692 


AFLLQELCLKSSTGELFPFAAV 
AAALSMLRLQKRLASSVLCCG 
KKN 1 WLDPN ETNEITN ANSRQQ 
1RKLIKDGLURKPWTVHSRLRC 
RKNT\LAR\*KGRHMGIGKRKV 
PANA\RMP\EKVT\WMRENEGF 
CRRLASEDTRES\KKIDRPHVVT 
AL YL\E V KGN VFKNKRIL\M EH I 
HKLKA\DKA RKKL\LAD\Q AE A 
RRSKTKEATKRREERLP/ARPRK 
REIITLSKEEETKK 


8701 


39069 


A 


8758 


46 


131 




8702 


39070 


A 


8759 


5 


447 


PATELPGLPTRPGMLCIWRGAP 
DWPEGPPSSGELSSIQPTQGLHN 
CFQPDGARPAAPGPVPGQLGAL 
PWSCRPPAEPTLFMESLVQWPP 
GDGIRQ*CEDAAELREPGVQRH 
QGSPG*VRTLPPLRGPSQVPA/G 
SSSSASPRSIPGSRG 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8703 


39071 


A 


8760 




201 


MPNIYTMEYYAAVKKDEFMSF 
VGTWMKLETIILSKLSQGQKTK 
HRMFSLIGTRMKLETI1LSKLLQ 
GQKNQTPYILTHRJSFEDVRNY 
MPLAVIHSDESPILPLHEQQDAS 
ENGWIKDTERDADLEIY1VSGIG 
SFRWVLGLADFKSEAADPCGM 
KLQTF A VSVTALKGGASRVVH 
SSWWVCVLTDFRSEAAYLSVT 
ALEGGASRVAHSSRFVVSLTSG 
VKLQTFTVNATAHKGSADPKS 
EQHQDLLQRAlCrCHTFHSMKGE 
PRRVVAAGWGGAIKADSNNLI 
LLFQTIEKYCPWFPDKGSVDLL 
DWDRVGTTLCQLMRDGVLLPI 
SVWTDWALIRVALLPFQSGDTL 
QLPQVNADVEPLPLPRCIGGITG 
PEGGDPPGPSFHYLVGVYYFLT 
CRSTWEQRKSPVALR**KLGPG 
GSPPSGPVMPPMHRGKGSGSTS 
ALTCGS 


8704 


39072 


C 


8761 


42 


179 




8705 


39073 


A 


8762 


I 1 


1713 


PKTLKMGGGTAGLVGMGFSTT 

G\RTPSAPGRPHPCRGAP/GSPG 

KAGLFLQRPRLGTGL*GSAPRG 

PG*MGCP\GTGRGSNSRH*RGPP 

RRPQAS*AAPFQPGPLETWTPG 

*SQVPGAPSPCNFSYPHREVPP 

WGPVPPPAPHGSCGWALALPR 

RKRAAVFSSWAPGQAGQLLDA 

ASVG AAP* QDI PPCRGSSAPSPC 

SPHPPPGLESGPKAPGAASWAGP 

QTPFSGRAQQLCQEGPAGAGN 

TSGRSA*AASAGTCDGPRSGGR 

VRTYPGLP*CRWTPGSRSSAAS 

SHHCRMPSPGGHCTRLSMKRV 

GSAGGRQLQGRAPS*PARGT*Q 

RPRGGQSGLAAPLESRH*DGEC 

*AFWRAETVRSSVQRRREFATG 

LSGPSS*PRWSTCSVP/ASSPGG 

GDVAGPQEGPRSFHCLPSCL*V 

RPSHPEGDAA\P*GALHK*RMII 

EEGRPGPCGGWGLV/GSWEPV 

QGCRRNLARWGRAWNCLQFPE 

♦PPGGPGLADSGFI1QTARLNFQ 

GWASVSFSIKRPGRA1LRPCPTS 

EFLLPESFVSGNCSSTERAMWP 

FWAPPRSAPGAENFPCASVPCK 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location oflast 
cotlon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon,/=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8706 


39074 


A 


8763 




409 


LTHLTAQNVPNLFARNERVICL 
FDTEFGPMAQILVGATIVGSIET 
VWAGTITPPREGIIKRWTWPAG 
ENDGSVALLKGQEMGRFKLGS 
TVINLFAPGKVNLVEQLESLSV 
TKIGQPLAVSM*SKATQLGNPR 


8707 


39075 


A 


8764 




1528 


MTFVNAQAEDSQIFLYKRRYVP 

VEGYAPWLVSGNASELERIHYE 

GMDDVILLDFLPKELGFDMNM 

HILSFAPGANHGYIEHTFKEHG 

GATQAFAKENNHKAYKDTYG 

VSHITRHDMLQIPKQQQYEKYQ 

DTHDTP YCEPLPG ETRL WG DT 

DVIGLFDAETDMNDVVAILENH 

PLLGAGFAHKIEQLEDKDWERE 

WMDNFHPMRFGERLWICPSWR 

DVPDENAVNVMLDPGLAFGTG 

TIQTLSVPAMLDSSTHTRRMRS 

TLNLYEITRMSTVSTSEHSMTY 

TLVQVDMKEAQKPDTASYRTF 

NEFFVRPLRDEVRP1DTDPNVL 

VMPADGVISQLGKIEEDKILQA 

K.GHNYSLEALLAGNYLMADLF 

RNGTFVTTYLSPRDYHRVHMP 

CNGILREMIYVPGDLFSVNHLT 

AQNVPNLFARNERVICLSDTEF 

GPMAQILVGATNGGSIETPESE 

GATVDESFVVGGPVGDFELLLC 

\QERSALSGRCVI*SFNSAKVRFI 

QQSRRPVKSA 


8708 


39076 


A 


8765 


2 


420 


QNFKEIFVRPLRDE/VRPIDNDP 
NVLVMPADGVISQLGKIEEDKI 
VSNLFARDERVICLFDTEFWPN 
AQ/ILVGATIVCSIETVWAGT/IT 
PPREGIIKRW\TW\QAIEEDSWQ 
NLGRVAG*NKLPTELCNNFDW 
AQTLSSRNRG 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Mel 

hod 


SEQID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8709 


39077 


A 


8766 


1 


1130 


MHFAKKEDVSEIETGSDGEKPK 

ARAGCLIGNSERLFSVTFCVQF 

QATLPLSYTIMKHKDTGTSSVP 

ESIDASLEASQQNPAFLKTLTRS 

CSPSWPCSRNWPHLLIPLTCPA 

QAGATPQLPGLGPPGHLPMNQ 

P AS SFPPVRPN A A SQILTSTFHKP 

PPGSSLACCCCPGPCDWQEDSQ 

*PTPACPSWPPWPTQLSPSAAGS 

PI\IHSPIQGFHSQLLS*RSPGTEE 

P* E ANKLPP WTG H REPEPHPGL 

PGHPCAAG/MHRPLAPTTA\RPL 

ATLHGERQRHLHPGQRRRVPR 

APAESTEAPALWLHRPPECPEC 

SGHGPAALEQGAGMA*CRSCR 

HLPCFPG EE AD AG SREGPHQE V 

PRSKICQQPQAASFRJCLHSIF 


8710 


39078 


A 


8768 


179 


1908 


KKQNKSRGCNVNWAMRRALK 

MC1PYRNGHS1FLVMVKVERSK 

RFALKLSVAEKNQMPRNATV1E 

NSAGYSYGKMAFS*PRICTQIV 

GPR11STTA VI S/SQP ATHH RATR 

GAI1RTAFCGPCFGAGDTP1NNG 

LSIRHTTRNFPNREGSKPANGQ 

MSAVALMDARSIAATAANGGY 

LTSASELDCWDNVPEYAFDVTP 

YKNRVYQGFVKGATQQPLIYG 

PNIKDWPELGALTDN1VLKVCS 

K1LDEVTTTDELI PSGETSSYRS 

NPIGLAEFTLSRRDPGYVSRSK 

ATAELENQRLAGNVSELTEVFA 

RIKQIAGQEHIDPLHRVYRHCS 

RSGNCPSDVFDSKKDPVQDHRP 

QKRVTLIWGYDIHPQIE1IQTGD 

NFFQFRAIANNFGFLRFYQIRHF 

GLSGQHGVQIFTADVERGVGL 

RLQRFPVVKHAIVQRQVEVIAV 

A H I E VQADIFTRSFRAI EANGHK 

VEQHFDRHPANGVRGTGGAVA 

ELMHPFAQLFRAGQVETAPCG 

GLGLIAQLFKVIRLQILRGESKK 

FSANLTALKLPLPMVYEGDKV 

LKHLLRPKFNLPPLVQPPKKM L 


8711 


39079 


B 


8769 


1 


1881 




8712 


39080 


A 


8770 


2093 


2287 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in 1JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8713 


39081 


A 


8771 




1358 


MKINLKLTNDSKVADGQFANI 

VVFLINWFYIHATTCEIDNGGVI 

VADGFQASKAYSADS1VDYND 

AHYKTSVDQDAWGFVPGGDN 

PWKKYEPAKAWSASTVYVKG 

DRVVVDGQAYEALFWTQSDNP 

ALVANQNATGSNSRPWKPLGK 

AQSYSNEELNNAPQFNPETLYA 

SDTLIRFNGVNYISQSKVQKVSP 

SDSNPWRVFVDWTGTKERVGT 

PKKAWPKHVYAPYVDFTLNNH 

HRRTDSFRSKATAELENQRLAG 

NVSELTEVFARIKQIAGQEHIDP 

LQTEIGSMVYAVKPGDGSARE 

QAASCQRVIGGLANIAEEYATK 

RYRSNVFNWGMLPLQMAEVPT 

FEVGDYIYIP\GIK_AALDNPGTT 

FKGYV1HEDAPVTEITLYMESL 

TAEEREIIKAGRJRHLLSDAMLA 

HLIRPTNRIESVGQIRHFRS1RHL 

LSDAMLAHLIRPTNRIEP 


8714 


39082 


B 


8772 


21 


1623 




8715 


39083 


B 


8773 


32 


1850 




8716 


39084 


A 


8774 


1 


1193 


MSEVEAAAGATAVPAATVPAT 

AAGVVAVVVPVPAGEPQKGGG 

AGGGGGAASGPAAGTPSAPGS 

RTPGNPATAVSGTPAPPARSQA 

DKPVLATRVLPG\TAKRFNVRS 

GYGFTNRNDAKEDVFVHWTA 

VK.RNNPRKFLRSVRDGETVEFD 

VVEGEKGAQATNVTGPRAAGV 

PMKGSRYAPNRRRFR*F1PRPPS 

VAPPPMVAE1PSAGTGPGSKGE 

RAEDSGQRPRRWCPPPFFYRRR 

FVRG PRPPNQQQPIELTGAFACS 

QGTDRVEPKETAPLEGHQQQG 

DERVPPPRFRPRYRRPFRPRPRQ 

QPTTEGGDGETKPSQGPA DGSR 

PEPQRPRNRPYFQRRRQQAPGP 

QQAPGPRQPAAPEEAPTEAIKP 

MIAHDGHAPPNPSPTCCLEPSY 

QLVDVN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/5<10,217 


Nucleotide 
location offirsl 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8717 


39085 


A 


8775 


3 


933 


RHQESLCAPLEILQKKGCPCLE 

EPLQRQPCPCQSSEVTA**NISF 

RFASPGGN/SPWASH*APSVRG 

AAPAGPVGLEAAAGSEPHPGP/ 

PDAGGARPVPGGAGSRPRMVL/ 

SPRSAPHLGGGRSA/PAMRTGN 

PCTHTQVVTTSPNLPNIP*GAKS 

HPI/VERPLS*KGTGPSAPQIATE 

NIYP*QLHGKGPLIRD*KIVPHD 

GAAGQSPLLPVRSCQRGYLPSA 

K*FFDALKIKFTLKFLHLRRFSC 

TLSLRGLLVSPLLLPVRLLLAG 

WAHAWMHGCGGWEPRITQQR 

ASCQLPDRTKSKMRVKIPAANS 

SWLCH 


8718 


39086 


A 


8776 


3 


925 


RGSEQIPPSSIPGAP*KMLFPSG/ 
SSEPEHL*TVPASSLGCRPGGPV 
ASRSRPPRPPARAALRGPPASSP 
IRFP\GASPRAPPTS*MRSGAGS 
KT/TPRPGPSASGDRPRAPCVRG 
PGCGSEPAAASSPTGPAGWPRA 
R*GPGHGQTSPHGW*PSSMQQ 
RTRRCSPPSSVPGQFPLLP/LSCS 
QVSPWTW*GLPYSLLIPVSSLLP 
WPEDRVPSSFVA/GPLPSFDNTS 
LPVEGGS*L/HPVCLLYVYQENS 
SKHIPYSCRGSR1FPFSQRQRVM 
AGQRKLCDHPGGL1SKPLAWT 
R1PEAPVVAAMVEGGGGL 


8719 


39087 


A 


8777 


144 


503 




8720 


39088 


A 


8778 


15 


427 




8721 


39089 


A 


8779 


1 


1055 




8722 


39090 


A 


8780 


280 


1480 


FQTRMGISVATIPGTSCSWSMR 
ASEKEKDTFESTVQVSKLQDL1 
HRSKMARCRGRFVCPVILFKGK 
HICRSATLAGWGELYGR\QATT 
YFFSGGADDAWADVEDVTEED 
CALRSGDTHLFDKVRGYDIKLL 
RYLSVKY1CDLMVENKKVKFG 
MNVTSSEKVDKAQRYADFTLL 
SIPYPGCEFFKEYKDRDYMAEG 
LIFNWKQDYVDAPLSIPDFLTH 
SLN1DWSQYQCWDLVQQTQNY 
LKLLLSLVNSDGQTDSKSLVAf 
RTSVGVALAQTSGNALAYGTK 
KAQEQSQDGL1HTSLKPTEILYL 
TVAYDWFLFGHMLVDRLSK.GE 
EIFFFCFNFLKH1TSEEFSALKTQ 
RRKS LPA RDG G FTLEDI C\C * DE 
RTVAVPPDLVCDCLPGHGEFPR 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8723 


39091 


A 


8781 




588 


HSFFFPNREKCSTKR*RLSASRF 
PP*PWSRLPSG/QPAGGASAGSP 
SAPRGTGRGAGSRPAHG/VQPP 
RAHPEAPCPACPRSVGGAR/RA 
PEPSSNLSGEAPASGDRDVPPPS 
PLAR*VPLGGREFGWPWANAA 
LRPGKTP/RSDRVS\RSPWS/PAG 
FSVPASWPRRSTSGNRGPPSRPS 
RLSRTSGPLNRLGEPFDVQGPL 


8724 


39092 


A 


8782 


-j 


198 














275 


MAGAPAPASLPPCSLISDCCAS 

NQRDSMGVGPSEPGAGYNLVP 

VVEKRSIRVGVTGFSRCCPSPLSL 

TRKGNSLTPWASQVRQCLALL 

QLAH 


8726 


39094 


A 


8784 


349 


478 


KLSKFPYTEELSSGLYG1GSLCP 
HKYNCLVSSHSRCKN*VTGY 


8727 


39095 


A 


8785 




325 


FSEGNSYLVG1MHPLKAMLPGL 
QYQTETFPPPGYLM/PCRLQQQ 
SHLLTLRDCCASNQRDSVGVGP 
SEPGAGYNLVVRRFLSLLEKRSI 
WVRVTRFSSALNHF.LKVNDH 


8728 


39096 


A 


8786 


113 


313 




8729 


39097 


A 


8787 


2 


1991 




8730 


39098 


A 


8788 


512 


1178 




8731 


39099 


A 


8789 


135 


1562 


DTL VPTSQGD1 SRG LEGN LN SC 

PT*Q**RAPFLWCQ/PKAEWGT 

W1FNPEAEESLEPRSLISDCCAN 

NQRDSVGVGPSEPGAGYNLVV 

RSFLSPSEKRSVRVGVTRLSRCR 

PSPLSLTQKGNPLTPCASQVRQ 

CLALLRLRHVYFYNFGWKDYG 

V ASLTTI LDM VKVMTFA LQEG 

KVAIHCHAGLGRTGVLIACYLV 

FATRMTADQAIIFVRAKRPNSIQ 

TRGQLLCEAQQSGAFSADVSGS 

HSPGEPVSPSFANVHKDPNPAH 

QQVSHCQCKTHGVGSPGSVRQ 

NSRTPRSPLDCGSSPKAQFLVE 

HETQDSKDLSEAASHSALQSEL 

S A E ARR1L A AKA LAN LN ES VEK 

EELKRKVEMWQKELNSRDGA 

WERJCGERDPFILCSLMWSWVE 

QLKEPVITKEDVDMLVDRRAD 

A A EALFLLEKGQHQTI LC VLHC 

IVNLQTIPVDVEEAFLAHAIKAF 

TKISIIFVNQNPEVTVLL 


8732 


39100 


B 


8790 


563 


2017 




8733 


39101 


A 


8791 


108 


194 




8734 


39102 


A 


8792 


1 


164 
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SEQID 

NO: 


SF.Q ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8735 


39103 


A 


8793 


1 


1068 


MEESRYWGTGRNRREGLKLQ 

WAQPAPLFN1RQGPNEGDNQQ 

GSYWEALASIMQ1IHLVPSGLG 

MVTAFHCSWYLSTTATFPGVL 

NPALTE1KSGNYYVHGSF1LQV 

ADYKEFQTLLMITKATFHQKTQ 

CWACEEGVQQSFHCPCRMQAA 

A S VERYTEL L K.EFLFKEHTCDN 

QEPTSTLHYHSKLTVHIHVYSS 

RCTLPCQPSQAAQAEGISQPAP 

ACEDFVFAALAPP/ESG/RCPTL 

RLLGGLCTPTNARRTRTHSTTA 

C WARAQWDSLGPLKLSHRVPR 

VLuU 1 Kj^rOKl^OClvlUlNl^KLO 1 

SNSEARDPGGLRVKHR/CEAIQ 
EPPNRSRRQGAPLHSPPAY*MS 
SWRP*SFSKRHNLS 


8736 


39104 


C 


8794 


78 


331 




8737 


39105 


A 


8795 


129 


1734 


QWMHRMLDI FKGSSQHPSVPR 

VSSRPPLGPQGYSLHHFGTQGI 

HSATPINTQGLQPAPMGTQQPQ 

PEGKTSAVVLADGATIVANPIS 

NPFSAAPAATTVVQTHSQSAST 

NAPAOGSSPRPSILRKKPATDG 

MAVRKTLIPPQPHDVASPRVES 

SMRSTSGSPRPAGAKPKSE\STC 

L WPLRSLCPWRL YPIKIM 1 SLPL 

PSLKLPSSPHRPFQL*LQQPVPR 

HNQPLPFQPFLERSPSLHPSPPU 

HCTTS1SHCGWQSFLRLGPSRS* 

N * SERRSRTNG YHEASFXS VPPL 

ATNTVSPSLALLANNLSMPTSD 

L PPG A SPRKKPR\NN S M WI STEE 

GDMMETNSTDDEKSTAKSLLV 

KAEKRKSPPKEYIDEEGVRYVP 

VRPRPPITLLRHYRNPWKAAYH 

H FQRYSDVRVKEEKKAMLQEI 

ANQKGVSCRAQGWKVHLCAA 

QLLQLTNLEHDVYERLTNLQE 

GIIPKKKAATDDDLHRJNELIQG 

NMQRCICLVMDQISEARDSMLK 

VLDHKDRVLKLLNKNGTVK.KV 

SKLKRKEKV 


8738 


39106 


A 


8796 


1 


169 


RPTRPPK.SNKRQCLVFVTP\K.EE 
EPVRNILEKFNTISGSKVRSLYL 
HAPPLLPLER 


8739 


39107 


B 


8797 


156 


398 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8740 


39108 


A 


8798 


20 


723 


VWGGEFLPR1WFMLPTSHQWM 
LFSVFLGWGSCQWSCSHLLSCL 
WRAAFSEFPLGPEPGEGIGPELC 
LCFQM E A 1 ELS V DPKSNKRQCL 
VFVTP\KEEEPVRNILEKFNTISG 
SK/CTEVQRGVIYPGHIR*R**SI 
PRGF*FYSK*GRPDSAGGHGPG 
GVLQGEKGHSACARQGGRFQE 
GAAFAQRETAGRRVGQRWCG 
DCFRTPVHRKSLSSPNFGGFGA 
GSEAVPCHLVLYLVW 


8741 


39109 


A 


8799 


79 


256 


LRLTLLFFQNLLGGKSSMLWTA 
HPCPEGACSSSCTSLGSHLLLSS 
FPVLGR*PGPSGDH 


8742 


39110 


A 


8800 


402 


996 


TFFK.FPPDSGAQLASPRGSRIGA 

AGGAA\SSPEPSAALLSPWVVD 

GTGRPGAGGGARRGGSGCTGA 

HGGGGSSGM/VG/PAGPEPCPA 

GRQLRPGEKSSAAPLREPASAL 

AGPERGSHSAAAG* RA PQ\GRQ 

SGSPGRGGAESERGL*GLPSCC 

HLSPGSGAAAVPRSVGSRWPC 

GA\PTLATPPTSASFFSAATPEGP 

PLAS 


8743 


39111 


A 


8801 


7 


602 


TFFK.FPPDSGAQLASPRGSR1GA 

AGGAA\SSPEPSAALLSPWVVD 

GTGRPGAGGGARRGGSGCTGA 

HGGGGSSGM/VG/PAGPEPCPA 

GRQLRPGEKSSAAPLREPASAL 

A G PE RG SH S A A AG *RA PGAGRQ 

SGSPGRGGAESERGL*GLPSCC 

HLSPGSGAAAVPRSVGSRWPC 

GA\PTLATPPTSASFFSAATPEGP 

PLAS 


8744 


39112 


A 


8802 


262 


349 


KEGEGGK\PD*PVRMCPPKPSG 
HWKHPGE 


8745 


39113 


A 


8803 


2271 


2863 


GGASGVVRSSWWARGLAGFRS 
EAADLRGLPVELRASPAPCVRT 
PQPLGGRVGIGRPGAEGGPCWG 
GSGRTGAHGGAEGAGSSLGQP 
RKGLPQCSGG/PEGLLKCGQSG 
SPGRGRAQSERGL*GLPACCHL 
SH*PQGRQI*PRTCPTPFQSKTS 
DQGGPSGPAVSGSERQV*LHHQ 
*PGCRDYLCGPFCSWEINPVWG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8746 


39114 


A 


8804 


3 


561 


NCPSLLVESCFQECGSSIPFALPS 
TQVEHALYASER*QRAGSPHSP 
HSLSVPPLPGLPLWRHLRSPS/G 
PPLH*PP*ASTLTGGPQ*RLGSA 
GINVSSEPVSSSRPNV*SFPFPQY 
TVTLVKGWRSREPSPKSSVLGS/ 
MVP*STKSEP*REPPI*SLTGKA 
GERGEKGREK.AIGSGR*GVAKC 
SDHVR 


8747 


39115 


B 


8805 


298 


380 




8748 


39116 


B 


8806 




1292 




8749 


39117 


A 


8807 


1 


1224 


MKPRTLAVSVTALKVARLEFV 

PSDVRMCSEFLPSGGLVVSLAS 

GVKLQTFAVSVTARNSVDPKN 

SGAQLASPSGSSTRAASGAAC* 

SPSPPPCARTPQPLGGR\GTGCP 

GAGGGTRRGGSGRTGAHGAAE 

GVGSGLGQPRKGPPTVQWWAE 

GLLKCRQSGSPGRGGAESKRGL 

*GLPASTLSP\PPG\ECAGKSENS 

HMNLNCSGGSLGPGTGAHLPL 

GPDSGQPAETLLWGPCCGPGG 

TGLTGSGQT1SLGCQGGQPRRE 

VKPPVPQRVSVLLVAVNPPPDS 

RCRVETDRPWRLC1QSCLCGTL 

KRDVLHSPSVVFNTTRGGTAE 

WSREDKDALLPEYALHMPFAV 

GFKLEYKEGVLGSNLAAGPEK 

ELCEAK.RNQCPKSGVSHTSRPL 

KPEWSDFVAE1DESKLPDRS 


8750 


39118 


A 


8808 


1 


1298 


ESLRAGSFQQE1QPELAPLIILRG 

FGTWPGWSFQATGFCVGVRGS 

PGSGFRGCGAYRAP*SFRTQLW 

PWQPLQGLDPKPLKDALRPSPL 

GRRACAEHHLCSADERPDLGFE 

GLQRWGGCRGSQGKPAVHQA 

WGRCGEGTGGGHTGSPPPRLTP 

P/PGPGSFRAQPGERRPAACGQ 

QRALGPMRPPPAC/GPSPT*GCA 

LNPTSPPAPLV*GFIHIVAAFCSF 

VTPVSKSHSFQLGGELRVAGSD 

\GGRWGERENTQGSTLPPSSPAS 

SPGSPSPDPATPPGPATPGLIDIL 

LLLPMVASSRKHDF\SGFSGRLP 

PQGEFFQ*GPTGWQSWVWPLD 

PSYLGGCQGGCGQGPRTGRRG 

ASSHCCVPAAP/GLSMDCSRGS 

GGSPPRSPPWALLGDLPSSLET 

VCLVMMFPCPIWMASEFAMEI 

QLLGPFWQIMLIGLCW 



1115 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*^Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8751 


39119 


A 


8809 


2 


662 


R1PLLVTRLKINEKVLQVLTNIF 

LFHDFSVQNFIKGLQLSLLEHFY 

SQPLSVLCCNLPE AKRRIN FLSN 

NQCEN1RRLPSFRRYVEKQASE 

KQVALLTNERYLKEETQLLLEN 

\LHVYHMNYFLVLRCLHKFTSS 

LPKYPLGRQIRELYCTCLEKNI 

WDSEEYA S VLQL LRMLAKDEL 

MTILEKCFKGFKSYCENHLGST 

A*RJEEFLGQFQSLDEPRGRR 


8752 


39120 


A 


8810 


326 


1215 


NP1LHGNFIFMLDHSLKNVQDQ 

E*TLM*/HYGPQVVTMCQCSFIE 

RNKRIPVVQGIRRGRGHVQWG 

RYVEKQASEKQVALLTSERCL 

KKETQLLLENLHVYHMNYFLV 

LRCVHKFTSSLPKYPLGRQIREL 

YRTCLEKNIRNSEEYASVLQLL 

K.MLAKDELMTILEK.CFEVFKSS 

CEKHLGSTAKR1QEFLAQFQSF 

DETKENEALKREEGCIPN1TPD1 

CIAYKLYLECRRLINLVDYSQA 

FATILTAAEKMDANSTSSEEMM 

EIIYAWCIRTVFELELLGFIKPTK 

QKTDHVARLT 


8753 


39121 


A 


8811 


70 


613 


SLLEMKELRRSKKQTKFEVLRE 
NVVNFIDCLVREYLLPPETQPL 
HEVVYFSAAHALREHLNAAPRI 
ALHTALNNPYY Y LKNEALKSE 
EGC1PNIA\PDICIAYKLHLECSR 
L1NLVDWSEAFATVVTAAEKM 
DANSASSEEMNE1IHARD1RAVS 
ELELLGFIKPTKQKTDHVARLT 
WGGC 


8754 


39122 


C 


8812 


598 


762 




8755 


39123 


C 


8813 


138 


296 




8756 


39124 


A 


8814 


1 


395 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8757 


39125 


A 


8815 


2 


1289 


DDLCALAFKVLHDKQRGPTGF 

YAPFNSRPL*KPQLAHSIILMET 

ATERISRLLLPFADQHVEIPSLT 

AGNIALTVGLKHTATGDTIVSS 

KSSAIALQLVEPNGREKRSTDK 

TM KAERLLLAGSGRFQEPVFFC 

TIGTPITV*GSQIWEHAFEMSFS 

VRIPVLKVRLDPDSGQTVVLCG 

MGELHIEIIHDR1KRJEYGLETYL 

GPLQVAYRETILNSVRATDTLG 

*EL*GDKRHLVDLLGSGKARPI 

ETSSVM PVIEFEYAESINEGLLK 

VSQEAIENG 1 HS ACLQGPLLGSP 

1QDVGNYLY1 P* QIHP WAPSTTY 

DFCLCLKMPCKKALERKADKQ 

VLEPLMNLEVTVARDYLSPVL 

ADLAQRRGNIQEIQTRQDNKV 

VIGFVPLAEIMGYSTVLRTLTSG 

SATFALELSTYQAMNPQDQNT 


8758 


39126 


A 


8816 


545 


849 


LAIHLSSL1\SRHDDEATRTST\SE 
GLEEGEVE\GETLLIVES\EDQAF 
S/VDLSHDQSGGISLNSDEGDVS 
WMEEQLSYFCDKCQKWIPASK 
ELLNSFDLSIPV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of ilrst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8759 


39127 


A 


8817 




2395 


MDSSIHLSSLISRHDDEATRTST 

SEGLEEG EVEGETLLI VESEDQA 

SVDLSHDQSGDSLNSDEGDVS 

WMEEQLSYFCDKCQKWIPASQ 

LREQLSYLKGDNFFRFTCSDCS 

ADGKEQYERLKLTWHQVVML 

ALYNLSLKGSGRQGYFRWKED 

ICAFIEKH*TFLLRNRKKTSTCR 

STGAGCLSVGSPMYFR*GA*EF 

GEPRWWKLVHNLPLTMKPERE 

KTAASTLNIFAASKPTLDP1ITVE 

GLRKRASRNPVESAMELKEKR 

SRTQEAKDI RRAQKEAAGFLDR 

STSSTPVKFISRGRRPDV1LEKG 

EVIDFSSLSSSDRTPLTSPSPSPS 

LDFSAPGTPASHSATPSLLSEAD 

LIPDVMPPQALFHDDDEMEGD 

GVIDPGMEYVPPPAGSVASGPV 

VGGRKKVRGPEQIKQEVESEEE 

KPDRMDI DSEDTDSNTSLQTRA 

REKRKPQL EKDTKPKEPRYTP V 

S1YEEKLLLK.RLEACPGAVAMT 

PEARRLKR\KL1VRQA\KRDRGL 

PLFDLDQWVNAALLLVDGIYG 

AKEGGISRLPAGQATYRTTCQD 

FR1 LDRYQTS\LPSRKG FR\HQ\T 

TK.FLYRLVGSEDMAVDQS1VSP 

YTSRILKPYIRSDPHWTPEPDAP 

LDYCYVRPNHIPTrNSMCQEFF 

WPGIDLXSECLQYPDFSVVVLY 

KKVI IAFG FMVP\DV\KYNEA YI 

SFLFVHPNWYRRAGIATFMIYHL 


8760 


39128 


A 


8818 




364 


GDSVPTAEGGDQVCVILSSVPQ 

TVWEPMFNKRACG/P*SP*SLSA 

TS1YPRELKAGTQKDTCPPVFR 

AVLFTTATQCPSTDAWMNKM 

WYSRTMECYSALKRKEIPPHAT 

ARHPMCLQFCRW 


8761 


39129 


A 


8819 


292 


508 


ARPGDQATSGGQGTTFQHPLFC 
FELGGSQNPALQ*PFAAACPVG 
AD*TKFTFAFCCRLK*KRTCCL 
SLGSRC 


8762 


39130 


C 


8820 


253 


369 




8763 


39131 


A 


8821 


295 


393 


IYFGCLLGEPVVAAEAGIXWDN 
DCVKKQLLHSW 


8764 


39132 


B 


8822 


91 


479 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8765 


39133 


A 


8823 




544 


ARHPDMKKRVEDASILPCNVSL 

EYEKTEVNSGFFSKSAEEREKL 

VKAERKFIEDRVKKIIELKRKV 

CGDSDKGFVVINQKGIDPFSLD 

ALSKEGIVALRRAKRRNMERLT 

LACGGVALNSFDDLSPDCLGH 

AGLVYEYTSPACPKQSGLCILSS 

TLGEEKFTFIEKCNN PRSWTLLI 

KGPNKHTLTQIKDAVRDGLRA 

VKNAIDDGCVVPGCWCRGKW 

AM AEA\Ll *P* APVLKGRAQLGS 

PKHLLDAFAHYFPKVLCFRNSG 

FLTFQGNIKLK.FKAEHSRIQVQL 

VGVDL\NTGEP\MVASRSKAVW 

GHT*LW*KKTSLPSTPCTW*IA\ 

TNILLGLNE1MRAGMSFS*KGF 

VVINQKGIDPFSLDALSKEGIVA 

LRRAKRRNMERLTLACGGVAL 

NSFDDLSPDCLGHAGLVYEYTS 

PACPKQSGLC1LSSTLGEEKFTF1 

EKCNNPRSCH1IDQRTK 


8766 


39134 


C 


8824 


636 


1025 




8767 


39135 


A 


8825 


33 


1505 


KCISASVrCVDFSDLLLSKNTS*S 
AFTPTRTQKSSSK.LLRKESHYS 
GMMSIQEKSKENSSKVTKKSD 
DKNSETEIQDSQK.NLAKKSGPK 
ETIK.SQAKSSSESK1NQPELETR 
MSTRSSKAASNDKATK.S1NKNT 
VTVRGYSQESTKKKLSQKKLV 
HENPKANEQLNRRSQRLQQLT 
EVSRRSLRSREIQGQVQAVKQS 
LPPTKKEQCSSTQSKSNKTSQK 
HVKRKVLEVKSDSKED/GKSSN 
**SNKFS/SKGKNAR*NIR/SACA 
CSSQCTQGSEKCPQKTTRRDET 
KPVPVTSEVKRSKMATSVVPK 
KNEMKKSVHTQVNT/KHNTPK 
KSTAISA*TK***AGASRKEQTR 
*YSPA\REEIAGEIESDNVEVKK 
ESSQMESVKEEKPSEIKLEETSV 
ERQILHQKGTNQDVQCNRFFPS 
RKTKPVKCILNGINSSAKKNSN 
WTKIKLSKFNSVQHNKLDSQVS 
PKLGLFTNQFFTTSFRNASSSDS 
KYIFRDKAT 


8768 


39136 


A 


8826 


1 


394 


A1SRALGRYVLFPCL1QDGIFVA 
HTAHAILTSLED\SL*MFQPKTC 
WCL\AN*HDTLSVNMETPHPSF 
QEELSGLLLLKMLRSPIEASKD 
KDKVKSNAVRALGNLLHFLQP 
SH1E*PTFAQINEEAIQALIS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8769 


39137 


A 


8827 


52 


730 


KSACDALSSILPEAFRNLPNDR 
QMLC1TVLLGLNDSKNRLVKA 
ATSRVALGVYVLFPCLRQDVIFV 
ADAANAMVMSLEDKSLNVRA 
KAAWSLGNLTDTLIVNMETPD 
PSFQGRVLWSPALENGYDQAL 
E A SKDKDK VKRH\A V\RA LGNL 
LHFLQPSHI/GKTPHLQKFI*GSL 
SRALNFLLF*QKLAMKVRWNA 
CYAMGNVFKNPALPLGTAPWT 
SQAYNALTSVVTS 


8770 — 


39T38 


— 


8828 


47 


1576 




8771 


39139 


A 


8829 


2 


2753 




8772 


39140 


A 


8830 




273 




8773 


39141 


B 


8831 


104 


206 




8774 


39142 


A 


8832 




987 




8775 


39143 


A 


8833 




2187 


DERRVGAADMFGRSRSWVGG 

GHGK.TSRN1HSLDHLKYLYHVL 

TKNTTVTEQNRNLLVETIRSITE 

ILIWGDQNDSSVFDFFLEKNMF 

VFFLN1LRQKSGRYVCVQLLQT 

LNILFENISHETSLYYLLSNNYV 

NSIIVHKFDFSDEE1MAYYISFL 

KTLSLKLNNHTVHFFYNEHTN 

DFALYTEAIKFFNHPESMVRIA 

VRT1TLNVYKVDNQAMLHYIR 

DKTAVPYFSNLVWFIGSHVIEL 

DDCVQTDEEHRNRGKLSDLVA 

EHLDHLHYLND1LIINCEFLNDV 

LTDHLLNRLFLPLYVYSLENQD 

KVFL1IHHAPLVNSLAEVILNGD 

LSEMYAKTEQD1QRSSVLPTLSS 

LWQGSHLSLNQLQSGLHKCSS 

HLCG AQAAADS VTGEI PAIRSL 

EWLISAGSKARTFFFLKMLIGF 

WEKVDCEYQRRQVLSTRLQEA 

LPSNRLTDVAAVHSSCMLGFGS 

TAPRGSW1GDPAAVHLPLPGEL 

AEHLGSKGTTTVTKHQPQAKPS 

I RCFIKPTETLERSLEMN KHKGK 

RRVQKRPNYK.NVGEEEDEEKG 

PTEDAQEDAEKAKGTEGGSKGI 

KTSGESEEIEMVIMERSKLSELA 

ASTSVQEQNTTDEEKSAAATCS 

ESTQWSRPFLDMVYHALDSPD 

DDYHALFVLCLLYAMSHNK/G 

KSPEKEEGLSGTQSHPGKAGTF 

GKEGAEERKRAQV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


8776 


39144 


A 


8834 


1 


3050 


RNLLVETIRSITEILIWGDQNDS 
SVFDFFLEKNMFVFFLNILRQKS 
GRYVCVQLLQTLNILFENISHET 
SLYYLLSNNYVNSIIVHK.FDFSD 
EE1MAYYISFLKTLSLKLNNHT 
VHFFYNEHTNDFALYTEAIKFF 
NHPESMVRIAVRTITLNVYKVS 
LDNQAMLHYIRDKTAVPYFSN 
LVWFIGSHV1ELDDCVQTDEEH 
RNRGKLSDLVAEHLDHLHYLN 
D1LIINCEFLNDVLTDHLLNRLF 
LPLYVYSLEN 


8777 


39145 


A 


8835 


1 1 1 


270 




8778 


39146 


A 


8836 


240 


406 




8779 


39147 


C 


8837 


86 


286 




8780 


39148 


A 


8839 


172 


243 


DPS* EARSMLLLLFLPPDHSGLP 
H 


8781 


39149 


A 


8840 


280 


526 


GRNAVVQS*AHCRSQTPGPK*S 
SL/LVFPSS\WTYRHMPPHLAN* 
KKFFLHRDGGLDMLPRLVWNS 
WPQV1LPPQPPKALGLLL 


8782 


39150 


A 


8841 


3 


1785 


VLDARNAGAGGLAGPAGVLRG 

RASRCDPGAAVGAGQGGARVR 

PGRAAAPSPGPPGGA*CVPTDA 

GAGPGSAGARQPLPFAAGALS 

HSGHC*RGLRGPGSLASPAQAK 

AAWSGLLLSPAAAGRDGGRGH 

NPRDPPPLREHGPGIPGFHGDR 

G*ELYQCHLGGEGG\GPDKPGS 

PCASCGLDGHWYRALLLETFRP 

QRCAQVLHVDYGRKELVSCSS 

LRYLLPEYFRMPVVTYPCALYG 

LWDGGRGWSRSQVGDLKTLIL 

GKAVNAK1EFYCSFEHVYYVSL 

YGEDGFNLNRVFGVQSCCLAD 

RVLQSQATEEEEPETSQSQSPAE 

EVDEEISLPALRSIRLKMNAFYD 

AQWKENGYYRAIVTKLDDKSV 

D VFLVDRGNSEN VDWIINM LL 

RFLTNQEQGEET1SKVIAQAGY 

AKYQEFETKEN1LVNAHSPGHV 

SNHFTTESNK1PFAKTGEGEQK 

AKRENKTTSVSKALSDTTVVTN 

GSTELVVQEKVKRASVYFPLM 

QNCLEIKPGSSSKGELEVGSTVE 

VRVSYVENPGYFWCQLTRN1Q 

GLKTLMSD1QYYCKNTAAPHQ 

RNTLACLAKRTVNRQWSRALIS 
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SEQ ID 

NO: 


SEQIDNO: 


Met 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8783 


39151 


A 


8842 


2090 


2901 


THLLVPGMQPLTWQMPFSPFLS 
ISPTRSNLPSAATPVIAQWA/HE 
QSGHGGRDGGYTWAQQHGLA 
FTNTDLATVNAKIGFAYPVCDA 
SAKTTIRGLLECLIRCDG1PHSIA 
SDQARIHRSRNQEVEVEVAPLT 
ITPSDPLA KFLLS V PVTLRSAGL 
EVLVPGEGMLPPGN TRTI PLN W 
KLRLPPGHFGLLLTLSQEAKNG 
VTVLAGVIDLDYQDEISLLLHN 
GGKKEYARNTGDPLGRLLVLP 
CPV1KINGKLQQPNPGGTTNGS 
DPSGMKV 


8784 


39152 


A 


8843 




585 




8785 


39153 


A 


8844 


1 


1697 


MDKYFMIKTPKAMATNTTIDK 

WDL I KLKNFCT AKETMIRVNR 

QP1ECKKMFA1YPSDK.VILLFKM 

APKRNAEGLSTVSTCKKAAMC 

LIEKGCELVGPVGPQTHPVVTS 

PVSECIIGIDILSGWQNPHIGSLT 

GRVKA 1 M V AKDKLKPLELPLPG 

KIVNQKQHCIPGW1VEISATIKD 

LKDAVIGIPTLPPFNSP1WPVQK 

TNGSWRMTVDYHKLNQVVTP1 

AAAVPDVVSWLEQrNTSPGTCL 

HWWPHGEFPRLVDREERTRTW 

FTDG SAQYAGTTQK. WTPA ALQ 

PLSRTSLKESECFI HHHGI PHSIA 

SDQGTHFMAKKVRQWAHAHEI 

HWSYHVPHYPEAAGLIEK.WNG 

1LKPQLQCQLGDNTLQGWDKV 

LQKALYA\LNQHSVYGTISPIAR 

1HRSRNNQEVEVEVTPLIITPTD 

PLAKFLLPVPSTLHSLDLEVLVP 

EGGMLPPGHTAMIPLNWKLRL 

PPG H FGLLLPLSQQ AKKG VI VL 

AGV1DLDYQNEISLLLHNGGKE 

EYALN1GDPLGHLLVLPCPVIN 

VNGKLQQPNPGRITNGEDPSG 

MKVCVTPPGTTTTTKKP 


8786 


39154 


c 


8845 


1 


720 




8787 


39T55 




8846 


57 


261 


WNF/CDPGGPMMKL\FISFKLKT 
ISSTFLSPTCLVL*RRPSRSASSL 
TVLCTTTRSSSPLLGALV*TWP 


8788 


39156 


B 


8847 


. 


1158 












^ 






8790 


39158 


A 


8849 




375 




8791 


39159 


A 


8850 




169 


DFQPFTRVTVHWGKGNDQTFR 
GLLDTGSELTLIPGDPKHHYGP 
PVrCVGXAYGAQLL 


8792 


39160 


A 


8851 


3 


376 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8793 


39161 


B 


8852 




592 




8794 


39162 


A 


8853 




319 




8795 


39163 


A 


8854 




1071 




8796 


39164 


C 


8855 




862 




8797 


39165 


A 


8856 




1488 


MGRARRLTPVI PA L WETEADG S 

RALTVETTVTQLQHLNTVGI1G 

FRGGRGQVAAVNCQKRDIQPF 

TRVTVHWGKRNDQTFQALVDT 

GLELTLIPGDPKHHCDPPVKVG 

AYGHQVINGVLAQIQITVGPVG 

PWTHPVVIFTVPKCIIDIDILRW 

QNSHTGSLTGRMKAIMVGRAK 

WKPLELPLPRKTVNQKPYHTPV 

GTAEISATMKDLKDAGVVIPTT 

TLFNSPIWSVQKTGGSWRMTV 

DYCMLNQVVSAVEAIVLDVVS 

LLEQINTS/P/WP* SGSCTA AFHH 

QMEVVHT*SGSSRS*RHN\CTN 

GLMGSFL*SVDRGREDYGLVH 

RRFFT1C*HHPKLDSCSTTVPF* 

DIPEGQL*REIFPPPVSWRQGWR 

LCMGSATWTFTHQG*PGYGHC 

*VPNLPAAETNTEPSIWHHSSG* 

SASYLVAG*LYGTSS1MERAEV 

CPHWNRHLF*1WVVCLSCTLCF 

C*DYHPWTLEMPYPPSPYSTKL 

CCCPRHLLYG*RSAAV 


8798 


39166 


A 


8857 




1056 


MSSVLLRLIYQLTQKTASFEGG 

PEQKALQQ1QAAVQAALPLGPY 

DPANPMVLEVSVADRDTVWSL 

WQVPIGESQQRSLGFWSKVLPY 

SADNYFPFERQLLACYWALLET 

DRLTVGHQVTLQPELP1MNWV 

LSDPSSHKVGHVHQHSIIKWK 

WYIRDQTRAGPEGTTTPVITQ/ 

WDAHEQSGLSGRDG\KGQRFV 

LTGVDTYSGYWFAYPAHNASA 

KTSIYGFTECLIHCHGIPHSIASD 

QGTLFTAKEVWQWAHAHGIH 

WSYH1PHHP1AAGLIEWWNGLL 

KSQ LQCQLGDNTLQG WG KDL 

QKAMYSLNQRLIYSTVSPISRIH 

GSRNQRVEVEVAPLTITLSDPL 

AKFFFLLP 


8799 


39167 


B 


8858 


603 


1785 
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SEQ1D 

NO: 


SEQIDNO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codun, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8800 


39168 


A 


8859 




467 


RI H VRPE1TLTA/ANTARPY* IDP 
HDTLLSHSNFGSSDCPSSSKMR 
QALELVRERAPELMIDGEMHG 
DAALVEAIRNDRMPDSSLKGSA 
NILVMPNMEAARISYNLLRVSS 
SEGVTVGPVLMGVAKPVHVLT 
PIASVRRTVNMVALAVVEAQTQ 
PL 


8801 


39169 


A 


8860 




1878 




8802 


39170 


A 


8861 




684 


MPNYLRFVRGL1DSSDL PLN V S 

REILQDSTVTXRYLRNALTKRVL 

QLLEKLAKDDAEKYQTFWQQF 

GLVLKEGPAEDFANQEA1AKLL 

RPASTHTDSSAQTVSLEDYVSR 

MKEGQEKIYYITADSYAAAKSS 

PHLELLRKKGI EVLLLSDRIDE 

WM MN YLTEFDGPPFQS VSKVD 

ESLENLADEVDESAKDAEKALT 

PF1 DRVKALLGERVKDVRLTH A 

GSGLVGENV 


8803 


39171 


A 


8862 


2 


393 


LEFGKKLGNAAADYF1ANKIDQ 
PKIAVINCEAFEVCVQRRKGFE 
EVLKSRVPGAQ1VANQEGTVLD 
KAISVGEKLI1STPDLNA1MGES 
GGATLGAVKAVRNQMRPEKL 
LFSVRFQPKLLRSWKTIRC 


8804 


39172 


A 


8863 


414 


805 


TPSRVEGNQEYPSLVY1P\SQAP\ 
WNM*TRDHKHGLNLYVQRVFI 
MTDAEQFMPNYLRFVGGLIDSS 
DLPLNVSRE1LQDSTVTRNLRN 
ALTKRVLQMLEKLAKDDAEKY 
QTFWHQFGRG11IFTDSQFNR 


8805 


39173 


A 


8864 


3 


684 


MPNYLRFVRGLIDSSDLPLNVS 

REILQDSTVT\RYLRNALTK.RVL 

QLLEKLAKDDAEKYQTFWQQF 

G L VLKEGPAEDFANQEAI AKLL 

RFASTHTDSSAQTVSLEDYVSR 

MKEGQEKIYYITADSYAAAKSS 

PHLELLRKKGI EVLLLSDRIDE 

WMMNYLTEFDGPPFQSVSKVD 

ESLENLADEVDESAKDAEKALT 

PFIDRVKALLGERVKDVRLTHA 

GSGLVGENV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8806 


39174 


A 


8865 


1 

— 


624 


AKLLRFASTHTDSSAQTVSLED 

YVSRMKEGQEK1YYITADSYAA 

AKS\SPHLELLRKKG1EVLLLSD 

R1DEWMMNYLTEFDGKPFQPG 

AKVDESLEKLADEVDESAKEA 

EKALTPFIDRVKALLGERVKDV 

RLTHRLTDTPA1VSTDAD*M\TP 

RMAUCCFGGAGQKVPEVKYIFE 

LNPDHVLVKRAVADTXEEEAKF 

CVWGKNCVLGPF 


88b! — 


39T75 


— 


8866 




659 




8808 


39176 


A 


8867 


638 


834 


SSNTMMHFQ1HMKQESTEQQT 
MTARR*Q*SEVDE*REDTTLAA 
RGRTEA*SARYQLT*QSVPSPH 


8809 


39177 


B 


8868 


1 


1383 




8810 


39178 


A 


8869 


4452 


4896 


SQHSEVFVCHMLSQPRAPGAG 
RYL/LQRKA/SEALEVEV/VDTW 
QADAVRDTRTLS\GGESFLVSL 
ALALALSDLVSHKTRIDSLFLD 
EGFGTLDSETLDTALDALDALN 
ASGKTIGVISHVEAMKERIPVQI 
KVKKINGLGYSKLESTFAVK 


8811 


39179 


A 


8870 


31 


185 


GHRRRPFKRGRKSR*RGGSQRR 
VNEDARRSAWMRKKQRRLISK 
ISDRTARK 


8812 


39180 


A 


8871 


1744 


2670 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8813 


39181 


A 


8872 




1680 


MGFWVENGEIQYPVSEITIAVSS 

LVFSSASFAADLEDNMETLNDN 

LKVVEKADNAAQVKDALTKM 

RAAALDAQKATPPKLEDKSPDS 

PEMKDFRHGFDILVGQIDDALK 

LANEDVFTRTLGADALYQFQNI 

RHVLRMQRIAAGEGNTLAFDT 

SVIQIVNDLVFHCFGKWLTG1Y 

PPCAFVIATGAFMNTPGDKQGA 

TSAGAVDDVDRISNEITIGIPML 

TGYILLHVKGVRAKSSADHRR 

RPLASLATPPHKSWTCTLLFFR 

LPNVVCYANRIQQLTPILETLPQ 

SDELPHCEETVVLENWRQVHE 

QCL A LH SQQQTLQQQDVL A AQ 

SLQKAQAQFDTALQASVFDDQ 

QAFLAALM DEQTLTQLEQLKQ 

NLENQRRQAQTLVTQTAETLA 

QHQQHRPDDGLALTVTVEQIQ 

QELAQTHQKLRENTTSQGE1RQ 

QLKQDADNRQQQQTLMQQIAQ 

MTQQVEDWGYLNSLIGSKEGD 

KFRK.FAQGLTLDNLVHLANQQ 

LTRLHGRYLLQRKASEALEVD 

VVDTWQADAVRD/TRTLSGGE/ 

SFLLRLR*V 1 RRHQLWLHPLRH 


8814 


39182 


A 


8873 


3 


823 




8815 


39183 


A 


8874 


287 


426 


YSGLSAVNPVNDAYGVRFQLP 
SVNRIPVS***VKLAPPAHQIKR1 
SGKCRFIPLC*YAPPGFSSASTM 
RATG1LSTASQPPGKLPCMEEST 
AERRVGLPPLAKW 


8816 


39184 


C 


8875 


1 


2058 




8817 


39185 


A 


8876 


1 


1989 




8818 


39186 


B 


8877 


1 


3132 




8819 


39187 


A 


8878 


194 


789 


LTKLPSLFTFTRLSSSDNDLRGG 
DKRGGANGARLAL*PQTRTGD 
VTRRQPIRVCT V IEM FELLE/PI A 
DGFRNYRARLDVST/TESLLIDK 
AQQLTLTAP/EMTALVGGMRV 
LGANFD/GSKNGVFTDRVGVLS 
N/DFFVNLLDMRYEWKATD/ES 
KELFEGRDRETGEVK7FTASRA 
DLVFGSNSVLFVRILGGFFCEYS 
LTIRILH 


8820 


39188 


A 


8879 


1120 


1395 





1126 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8821 


39189 


A 


8880 




629 


TH RPPKSG PPC A KITRTTH VTA 
K.PLFPQTNPKQTVRRMQGELY 
LVDESGQEFVSALNYRRRKTR 
NNATAYPIRLFYLSVRPRAGSK 
SSRT1WILLAD/AKITPYERRQL 
VARJEA/LSTEIPAQVRPLYQLW 
RDGQALQLQLAEERQR/YTGG 
ADTKQDGATTTKDKQQR*TKG 
TRSQPSTREVQQQSTQKHSTSR 
PPNHSAQPSNSALVTRQ 


8822 


39190 


A 


8881 




307 




8823 


39191 


C 


8882 


[61 


337 




8824 


39192 


C 


8883 


34 


168 




8825 


39193 


C 


8884 


172 


456 




8826 


39194 


A 


8885 


174 


516 


VSGVRCW1HSSAFPPVFPGFFLP 
VAFFDRPPARLYRMHTWSHME 
SQEPARLPSHYAD*GQGSQKR\ 
DSCSSGWAGLLFISPQFVLWSA 
EIEGSLNHITLGFRLSHGTTSAD 
GMTF 


8827 


39195 


A 


8886 


1 


2964 




8828 


39196 


A 


8887 


1 


2724 




8829 


39197 


A 


8888 


3708 


7098 




8830 


39198 


A 


8889 


115 


339 




8831 


39199 


A 


8890 


445 


634 


VINTFSLHTMGSTS*HQGNGWR 
HLTLH PRN SKHPLEQPTPGVLQ 
LRPPTASLRQLLSNAGCSG 


8832 


39200 


A 


8891 


1663 


2234 


GEGLRRGLFPGAEAQGRAETA 
GCLRRGRGALALALPGSPGLSP 
WVEDAGGHRVLHGRAVLRCA 
RA PPVPQPAGLA KVEPYSG VSS 
LTAFPQAPILLSSGGQSRAGERT 
TM *G* PEMEKL* SCIGEG HQPC 
HR\KSRPAAPCPPPSAMLFLTPR 
SSATLLSSSSK.GASGGWEPSAA 
PLGGSGQPFREMVSQH 


8833 


39201 


A 


8892 


202 


542 




8834 


39202 


A 


8893 


564 


1179 


QHRLTYRTALWIHYRPDPKPL 

MSFRPGHQRLSVTSLLVCHGLL 

MVGTSLGVLVALPVPRLSSPSL 

PPVELL*HSVCVSVCRGISCL*W 

RLWDQISDW\SRTLIQPPRPPSC 

CPVVASPGPGKGPQCNGDPKW 

KSCEAASVKGTSPATGKSRPAA 

PCPPPSAMLFLTPRYSATLLSSS 

SKAASGAREPSAAPLGGSGQPF 

REMVSQH 


8835 


39203 


C 


8894 


321 


539 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8836 


39204 


A 


8895 


630 


983 


NLETNGKIPFENPWSKVP1RFGR 
QNLRRVCLTTGGQIPTGRWVT 
ATDSRGAGDYRLCLHHLR*PD 
GARLSAGSADCAAMRRDVDGS 
GRGLPGRLSVQQPRRVRRGQP 
DVQPVSWPGC 


8837 


39205 


A 


8896 


31 


144 




8838 


39206 


A 


8897 




1775 


MEISFTRVALLAAALFFVGCDQ 
KPQPAKTHATEVTVLEGKTMG 
TFWRASIPGIDAKRSAELKEKIQ 
TQLDADDQLLSTYKKDSALMR 
FNDSQSLSPWPVSEAMADIVTT 
SLRIGAKTDGAMDITVGPLVNL 
WGFGPEQQPVQIPSQEQIDAMK 
AKTGLQHLTVINQSHQQYLQK 
DLPDLYVDLSTVGEGYAADHL 
ARLMEQEG1SRYLVSVGGALNS 
RGMNGEGLPWRVAIQKPTDKE 
NAVQAVVD1NGHGISTSG\SSRG 
D*DG YGQGLSRV 1 DPQTGRSIE 
HNLVSVTVIAPTALEADAWDT 
GLMVLGPEKAKTCSPGGLRGT 
ESLNTLRDR1TQING1DEVRMD 
DSWFARLAALTGLVGRVSAMI 
GVLMVAAVFLVIGNSVRLSIFA 
RRDS1NVQKLIGATDGFILRPFL 
YGGALLGFSGALLSLILSEILVL 
RLSSAVAEVAQVFGTKFDINGL 
SFDECLLLLLSSMVTFWCRNLF 
TSLLELWFNHADKQDDNSCLSS 
ASVYLKAKMMKVMLPMQLLS 
SGTGFYRDRLENSGGRYESRRS 
LTRQFREEPTAP1PRECSQR1DFL 
LFETPSVSASSSAGFWLRFGSTA 


8839 


39207 


A 


8898 


10 


300 


PTSIPRESSSGTWFQVASTTVLF 
SAILAGLGSASAFCLGPGIPQAR 
PNNSAVNSKNSRFGTPRPQAE*P 
EQGGVYHHTAGVLKKLIPPSAR 
QHPDRC 


8840 


39208 


A 


8899 


1657 


2061 


QMPGNN PAFSALL V AFKHQF AI 
AGGIFIKEVTFAIKTSQLLWFGQ 
PIFNNETTHQTACFLSVEADDL 
KFAVLLIEEHRLDNLGIQFLRLH 
RFKILPRQINHHIIALCCERLVQ 
LVGDDISPEFDELELRFSEVH 


8841 


39209 


B 


8900 


26 


1540 




8842 


39210 


A 


8901 


1 


3396 




8843 


39211 


A 


8902 


1 


3522 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 












105 


SPQPDRHYRHHRQGPLVCIVIIF 
YFCAKRWMAAIL*TQHRHRFL 
TTDDGKFAVANGSFS*RGLHH/ 
ATGLLRRFPPIC*GPLVCIVIIFY 
FCAKRWMAAIL 


8845 


39213 


B 


8904 


1 


960 




8846 


39214 


B 


8905 


1 


2618 




8847 


39215 


B 


8906 


1 


490 




8848 


39216 


A 


8907 


2820 


3332 


ATEGYRQQCRQFHPAAYDESP 
HRNRRRKWRPTYRCHPAPDHR 
TACLRSAFYGNAPGCVQTGPV 
RRSGAASASSPAVFLSGTSPWS 
FARTIALVRGRS/LKIDTNSPWA 
YFSALLM/F/DLLSHVHEWCGR 
YISPPRFAQTGETLPCRRHQGSR 
YSAYLSASRYPARRKWYFSPR 


8849 


39217 


A 


8908 




716 


EVDDTAKHRRRDSFPQ*DP/LM 
N1RYAPSP/HLPATVALTGAVIIT 
VLYALAGKRLFCSWVCPLNPIT 
DLANWLRRRFDLNQSATIPRHl 
RYVLLVVILVGSALTGTLIWEW 
1NPVSLMGRSLVMGFGSGALL1 
LALFLFDLLVVEHGWCGH1CPV 
GALYGVLGSKGVITVAATDRQ 
KCNRCM DCFH VCPEPHVLRAP 
VLDEQSPVQVTSRDCMTCGRC 
VDVCSEDVFP1TTRWSSGAKS 


fsTf — 






Irro" — 




2^01 






59TT? 






9l 






8852 


39220 


A 


8911 


504 


694 


FNQLGRDWRTYYRKSDPPR/Q 
WLRHSPVR*VLKMVPMAIRGL 
LWMLSAQPAPAICSSRQTKMV 


8853 


39221 


B 


8912 


1 


203! 




8854 


39222 


A 


8913 


3 


190 


FIATPGYTGEAGYEIALPNEKA 

ADFWRALVEAGVNPCGLGARD 

TLRLDGDESYG/QEM/DETVSP* 

AMKLRCPMKKRPISGVRWWK 

RVLTHVAWARVTRCVWTGMN 

LMARDGETVSP 


8855 


39223 


A 


8914 


1 


621 


MWPSVSHLTQMNIPSRFSEPSG 
AIEVPPDKVHELRLRLAQQGLP 
KGGAVGFELLDQEKFGISQFSE 
QVNYQRALEGELSRTIETIGPV 
KGARVHLAMPKPSLFVREQKS 
PS AS VTVNLLPGRA LDEGQISA I 
VHLVSSAVAGLPPGNVTLVDQ 
GGHLLTQSNTSGRDLNDAQLK 
YASDVEGRIQRRIEAILSPIVGN 
G\TAQLDFAS 


8856 


39224 


A 


8915 


1 


2274 




8857 


39225 


A 


8916 


957 


1067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8858 


39226 


A 


8917 


1 


1242 


MDGLNTDKGSSVFHTPTDRLVI 

CCPVDADERMTTPPRLWDHEP 

SK.PLFFTNYPVSAPFVGL/PPGK 

RPQGGFRAGNL*TSSKTIGRDL 

N D AQL K Y A SD VE\G Rl H RRIE AF 

LSPIVGSGNIPAQVRAQLDFASK 

DQPEEQYRPNGDESHAALRSR 

QLNESEQSGSGYPGGVPGALSN 

QPAPAN1MAP1STPPANQNNRQQ 

QASTPSNSGPRSTQRNETSNYE 

VDRTIRHTKMNVGDVQRKLGII 

GQG KNEKPLKQL ERVEEKPNG 

EG WEKK WQGKE V WKKEDGTI 

YLQKNKLRAPTDSTLWFAKNG 

R V AK 1 AKAL VEPANNFNPG VD 

EDDTEKLLEVVPEELTNEKLDL 

EQKCIHIYDDKRKQTKQTPQDV 

FLKRVTSPQEPQPGPSGG1PEEG 

IVIIGEDSSVQVLAPEDLPVEKL 


8859 


39227 


A 


8918 


256 


1510 


RRFVGFRTGVTK.EDAIGKRGV 

DQFFRQSQYRLVGVTVAGMPE 

LTRLFVQRFTQFRMRMAQRVH 

RN ATRE VDILFPLLI PQARTFAT 

YRYKGCRSVNRYHPFIK.VFTRN 

WREADLSLK.RVTLLNDTGYQ 

EVITYSFVDPKVQQM1HPGVEA 

LLLPSPISVEMSAMRLSLWTGL 

LATV VYNQNRQQNRVRI FESG L 

RFVPDTQAPLGIRQDLMLAGVI 

CGNRYEEHWNLAKETVDFYDL 

KGDLESVLDLTGKLNEVEFRAE 

ANPALHPGQSAAIYLKGERIGF 

VGVVHPELERKLDLNGRTLVFE 

LEWNKLADRVVPQARE1SRFPA 

NRRD1AVVVAENVPAADILSEC 

KKVGVNQVVGWNLFDMYRGK 

GVAEGYKSLAISLILQ\DTSRT\L 

EEEEIA\AT\VAKCVEALKERSQ 


8860 


39228 


B 


8919 


47 


156 




8861 


39229 


B 


8920 


139 


993 










8921 




284 


MRRKRLIRPTVQAQVCRPDKTR 
KRRJRQWC/YGCRMRRKRLIRPI 
KYANRQAETA*GLDALHLSCSS 
HG*KGPT*SSGHGFRGCKPQAL 
EASMWC 


8863 


39231 


A 


8922 


1 


813 




8864 


39232 


A 


8923 


1 


1176 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8865 


39233 


A 


8924 


3 


618 


AGGPPLNPIEMA*KS\WDEIIVK 
LEKDPQLKTQFLEVYPQGFSGE 
NITDAIAEFEKTLITPDSPFDKW 
LRGDENALTAQQKKGYQLFKD 
NKCATCHGG1ILGGRSFEPLGL 
KKDFNFGEITAADIGRMNVTKE 
ERDKLRQKVPGLRNVALTAPY 
FH RG D VPTLDG A VELMLRYQV 
GKELPQEDVDDIVAFLHSLNGV 
YTPYMRDK.Q 


8866 


39234 


A 


8925 


2 


212 


QYPGLDLHGAKGLGDGLAGKR 
YRQLL VSC\RHV LYRH PAGPGT 
RK.*RRSGIRWLHRLCGNEPRGK 
LLVDQ 


8867 


39235 


A 


8926 




640 




8868 


39236 


A 


8927 


1 


704 


MSSFQFEQIGV1RSPYKEKFAVP 

RQPGLVKSANGELHL1APYNQA 

DAVRGLEAFSHLWILFVFHQT 

MEGGWRPTVRPPRLGGNARM 

G V F ATRSTFRPN PI GMSLVELK 

EVVCHKDSVILKLGSLDLVDGT 

PVVDIK.PYLPFAESLPDASASYA 

QSAPAAEMAVSFTAEVEKQLL 

TLEKRYPQLTLF1REVLAQDPRP 

AYRK.GEETGKTYAVWLHDFN 

VRWR/VSP*ACSTFQLEP 


8869 


39237 


A 


8928 


3 


313 


AQRGG1 * RGSLATAGLRSFGGL 
HPIRTSQQFCL\PVRGKPPTQAS 
VMVDAPHSTKLKHLRSISDCCT 
GSKNFKPVDLSLLGSMGVGSTE 
LDHLAPWLQAPFPGE 


8870 


39238 


A 


8929 


13 


453 




8871 


39239 


A 


8930 


380 


966 


LRHAVLLTEGF/SYKPHAFALG 
FVEAPRGEDVHWSMLGDNQKL 
FRWRCRAATYANWPVLRYML 
RGNTVSDAPLHGSLDPCYSCTD 
RVTLVDVRKRQSKTVPYKEIER 
YGIDRNRSPLNRSLYPREVPSTT 
LQPLRTPRCPGKNLALAVNVST 
GTNGQKPESCGPGRCRMKKGE 
YKRTISGGRTIIRVH1ARLLRTF 
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SEQID 

NO: 


SEQ ID NO: 
nf peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


8872 


39240 


A 


8931 


1415 


2085 


SQVPICQRSTSCRVKRLFSWKM 
AYRSALVTPWRVFRRNPAVPR 
TSP V V FTG GDVFSRVMVRVK.E 
T/FDSLAMLEFALDNMPDTPLL 
TEGFSYKPHAFALGFVEAPRGE 
DVHWSMLGDNQKLFRWRCRA 
ATYANWPVLRYMLRGNTVSD 
APLIIGSLDPCYSCTDRVTLMPS 
QCI ACG AC AC ACP AN ALTI QTD 
DQQNSRTWQLYLGRCIYCPSST 
NNNGPV1SFN 


8873 


39241 


A 


8932 


1 


1127 


MKKRKTVKKRYVTALVIVIAG 
LMTLWRJRNAPVPTYQTLIVRP 
GDLQHSVLAPGKLARTSKNFA 
Q\FIRVRYSAFSLAGEKKKR**P 
RVHGVQNASSGRYRGTGCRLG 
SDSRKKLVE1L\LATVPNMEQRT 
QGIGILDPQIARDLRFDHPYAEY 
DN1PK\TLFTFTAADVFSRVMVR 
VKETFDSLAMLEFALDNMPDT 
PLLTEGFSYKP1 1AFALGFVEAP 
RGEDVHWSMLGDNQKLFRWR 
CRAATYANWPVLRYMLRGNT 
VSDAPL1IGSLDPCYSCTDRVTL 
VDVRKRQSKTVPYKEIERYGID 
RNRSPLNRRCTGEGWTRAWITL 
PLLIKPLTPLMIASFAFNFNNFV 
L1QLLTNGGPDRLGTTTPAGYT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8874 


39242 


A 


8933 


1 


2466 


MLRGVNVLADAVKVTLGPKG 

RNVVLDKSFGAPTITKDGVSVA 

REIELEDKFENMGAQMVKEVA 

SKANDAAGDGTTTATVLAQAII 

TEGLKAVAAGMNPMDLKRAS 

RSRKGYGPARIRQELNQKGISR 

EATEKAMRECDIDWCALARDQ 

ATRKYGEPLPTVFSEKSRKLIA 

GVKRAFTHQAVNAGFCTQPAV 

SVIAGDFDRHGFNTRHFTFRLF 

DDFSFETTRFCPAQIHTLK.HARP 

VLCFRTARPRLNIE V A VG A V I F 

A RE H TA ELKLRQFFQG APQKA 

VISIPVVPQVTGVVIEVTDKKNT 

LIKKGEVLFRLDPTRYQARVDR 

LMADIVTAEHKQRALGAELDE 

MAANTQQAKATRDKFAKEYQ 

R Y ARG SQ AK VN PFSERDID V A R 

QNYLAQEASVKSSAAEQKQIQS 

QLDSLVLGEHSQIASLKAQLAE 

AKYNLEQTIVRAPSDGYVTQVL 

IRPGTY A ASLPLRPVM VF1 RSET 

SLRTHCPGHADYVK.NMITGAA 

QMDGAILVVAATDGPMPQTRE 

HILLGRQVGVPYIIVFLNKCDM 

VDDEELLELVEMEVRELLSQY 

DFPGDDTP1VRGSALKALEGDA 

EWEAKILEL/RWLPGFLYSGTR 

ACD*QAVPAADRRR/SSPSPVV 

VPLLPVV*NAVSSKLVKKLK\R 

WYPRDSEVYLYWR*NVPPTAG 

RRPCW*ERRCSAAWYQT*RNR 
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SEQ 11) 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8875 


39243 


A 


8934 


1475 


2904 


FWRAAAPIPDCWRSGAVKKQH 

VEVTQLDWTPPGRQYAGPIPCS 

RRGYCPLPRSGSVRWADL/FPP 

A/LD/L AG HPG/A KV AN L VPKTT 

FIDGVDQTSFFLGTNGQSNRKA 

EHYFLNGKLAAVRMDEFKYHV 

LIQQPYAYTQSGYQGGFTGTV 

MQTAGSSVFNLYTDPQESDS1G 

VRHIPMGVPLQTEMHAPGLPLA 

SSMKRWIRRATGFIFGKEQFED 

VVPVLGSKVNGVQFNAELVAD 

SLG 1 SQ1RCRCAIFLTVVFFPVLH 

K.QAFDLI SLLLQQPGRNGGIDT 

AGHADDYFFCGFRHWITHDIEL 

QGGARQKDAADHYLAGDIESL 

PLATATFDLAWSNLAVQWCGN 

LSTALRELYRVVRPKGVVAFTT 

LVQGSLPELHQAWQAVDERPH 

AN RFLPPDE1EQSLNG VH YQH H 

IQP1TLWFDDALSAMRSLKGIG 

ATHLHEGRDPRJLTRSQLQRLQ 

LAWPQQQGRYPLTYHLFLGV1 


8876 


39244 


A 

- — ' 


8935 




920 


MARADTVSVPMFMGLAAKPC 
WRDTEPNTGYRGPHVRNIQLT 
HDPRLDYRS1/LID1NDIGQTFHE 
RLHPDAC\LSNAILVHNKKGGP 
LADG1V1TPSHNPPEDGGIKYNP 
PNGGPADTNVTKVVEDRANAL 
LADGLKGVKR1SLDESDG1RSK 
NDVIDTSDDDM**QCLSRRSN\ 
GHPGAKVANLVPKTTFIDGVD 
QTSFFLGTNGQSNRKAEHYFLN 
GKLAAVRMDEFK.YHVLIQQPY 
AYTQSGYQGGFTGTVMQTAGS 
SVFNLYTDPQESDSIGVRHIPM 
GVPLQTEMHAYMEILKK.YPPR 


8877 — 


39241 




8936 


471 


668 




8878 


39246 


A 


8937 




1233 




8879 


39247 


C 


8938 




1548 




8880 


39248 


A 


8939 




1260 




8881 


39249 


A 


8940 




1468 




8882 


39250 


A 


8941 


261 


596 


RSESCCCGH EPDGPETRQP*PQR 

LWTCAYSPGTESERYFPRSDRK 

SDA*M*HRLVRTGARSGDAKI 

WRTFANCLFRKIKKTYRRSQTG 

FYAPGGERRFLYAASRKRNRRR 

F 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


8883 


39251 


A 


8942 


2 


1356 


CLPGLKLVRLLYRLEERNARRT 

S A A VDAT* RAG A W L AQCG LT V 

EQLAR\QVD\PDMTTRAHLYHC 

DHRGLPLALISEDGNTAWSAEY 

DEWGNQLNEENPHHVYQPYRL 

PGQQHDEESGLYYNRHRYYDP 

LQGRY1TQDPMGLKGGWNLYQ 

YPLNPLQQIDPMGLLQTWDDA 

RSGALTWYGWDGDRLTTIQND 

RSRIQT1 YQPG S FTPL1 RVET ATG 

ELAKTQRRSLADALQQSGGED 

GGSVVFPPVLVQMLDRLESEIL 

ADRKRA ATTWSHN H YANKKE 

G 1 KATG YRLAQTLGFKCEESS V 

FRVTRK.SHSSFVWLDKAVTPHP 

TSNVRAGCLMRRWRVLSGLHR 

CEVLHPHTPHPAYHAGCGVSL 

QRN1RHFFLNGLRFQLRFRRTIC 

CLRLVVVQPQHFAGVLQLAFC 

CRYITVQLAS1RRNDRFQRSLPL 

RAGNTIAKYFFQQ1QHNRRGG 


8884 


39252 


B 


8943 


1 


1159 




888S 


39253 


A 


8944 


1 


1304 


MAETQQQFKK.RMAASGLETRF 

DEVGNLYGRLNGTEYPQEVVL 

SGSH1DTVVNGGNLDGQFGAL 

AAWLAIDWLKTQYGAPLRTVE 

VVAMAEEEGSRFPYVFWGSKN 

IFGLANPDDVRN1CDAKGNS/IC 

RCDEGLRIYSSERPTNS/VVRJL 

KPLLNCILNRA/DVLERITAWD 

KPDCHMLHHHADLSGHFPEEIG 

PLLFAGFSSAWQNGPSAFSWQK 

HGSAQTSSIAVLHRTPRHAGCL 

AQCDFTRAFFQ1MLKNYLRKK 

RWKKKIHFPNASGKSS/RAIPEG 

YVTTYGDVAKLGGIAPGRAPG 

GPWQRQALLAEGAGTAEDGFT 

*VGEVEDAARDGP*TDAERTG* 

TYADAGRQDPQSAEDRQRANL 

HGNADR***RFASGGFHRGYHP 

RAAAGFCDHRKPACGNARRAG 

WPDRA*SKSSAYAFRYRYEHRL 

HAGRSG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


8886 


39254 


A 


8945 


1 


1695 


MRSDPDTSVNEIETKLSALLGS 

ETTGEILFDLLCANGPEWNRFV 

TLEMKYGRIMLDTAKllDEQDV 

PTH I LSKLTFTL RN HP EG V V M K 

NFEVLQPLQNSLSGLPLWVSER 

ILQQINQLTHYEPVIGIMGKTGA 

GKSSLCNALFAGEVSPVSDVAA 

CTRDPLRFRLQIGEHFMTIVDLP 

GVGESGVRDTEYAALYREQLP 

RLDL I L WL I KADDRA L ATDE H F 

YRQVIGEAYRHK.MLFVISQSDK 

AEPTSGGNILSTEQKQNISRKIC 

LLHELFQPVHPVCAVSVRLHPV 

V ALLQQFRTDD E RTH RY H Y DS 

QHRLVDYTRTQYEEPLVESRYL 

YDPLGRRVAKRVWRRERDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRSR1QTIYQPGSFTPLIR 

VETATGELAKTQRRSLADALQ 

QSGGEDGGSVVFPPVLVQMLD 

RLESEILADRVSEESRRWLASC 

GLTVEQMQNQMDP\TEGTTAW 

Y/AEYDEWGNLLNEENPHQLQ 

QLIRLPGQQYDEESGLYYNRHR 

YYDPLQGRYITQDPIGLKGGW 

NFYQYPLNP1SDIDPLGLSMWE 


8887 


39255 


A 


8946 


605 


1395 


SMSLLKN1RLSSASKQCAACSG 

WPAAAGIRGVSGGQG*ARVSSS 

ANTATALSSRLLPGQNSVTVPH 

A*RMNCVLRVTPL\SKNRGGKP 

APSGTEGKGLPEVQPGQL\RAH 

GLPVSENLLEQDFYASGPNQK 

WAGDITYLRTDEGWLYLAVVI 

DLWSRAVIGWSMSPRMTAQLA 

AGCPKPLWGTPSFPGPACGLAP 

SSAGVLPRGFVPAVWLDSEDPE 

EYVGSSDFLTKMQSMKKVDLK 

KNRAATDADGQFSPRCCMPEK 

YAGSHN 


8888 


39256 


A 


8947 


1 


1914 




8889 


39257 


A 


8948 


1 


4767 




8890 


39258 


B 


8949 


1 


2294 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8891 


39259 


A 


8950 


115 


3551 


NPALTR1VPAQQNLYTNTLLAA 
RIKQRLTEQFELMLRQAQIDFA 
GKAHSLTEAQANTTQVSAERD 
RLFKNYQRYLKGSQAAVNPFS 
ERDIDDARQNFLAQDALAQIQS 
QLDSLVNGEQSQIVSLKAQLAE 
AKYNLEQTIVRAPSNGYVTQVL 
IRPGTYAASLPLRPVMVFIPDQK 
RQIVAQFRQNSLLRLAPGDDAE 
VVFNALPGKVFSGKLAAISPAV 
PGGAYQSTGTLQTLNTAPGSDG 
VIATIELDEHTDLS 


8892 


39260 


A 


8951 


845 


1213 


DKGEIGGWAAQTHRGSHEQGA 
RRVPEDRDARARRKNEEPVAAR 
PRTTNTRNGSRKGPERK/WADG 
RGHKAEAGRRKRRKRQ*KEEM 
RK1RQQESGGEKKRGLCGRPPG 
GGNNCMEGRERRGRKR 


8893 


39261 


A 


8952 


843 


1061 


NRPPPVCACHRQVVLPVPVNR 
APAEKWQVPRVTLPGRQSTSW 
FAAVVYRN*YQYCALTAQRGR 
RSPRQLPHR 


8894 


39262 


A 


8953 


1 


682 


MIRJPGCEDKLGADQQPAFVLY 
LEIDPHQVDVNVHPAKHEVRF 
HQSRLVHDF1YQGVLSVLQQQL 
ETPLPLDDEPQPAPRSIPENRVA 
AGRNHFAEPAAREPVAPRYTPA 
PASGSRPAAPWPNAQPGYQKQ 
QGEVYRQLLQTPAPMQKLKAP 
EPQEPALAANSQSFGRVLTIVH 
SDCALLERDGNISLLSLP\ITGIW 
CSD*H**PMIPRLLIPASVRSSSM 
VESAK 


8895 


39263 


A 


8954 


1 


1887 




8896 


39264 


A 


8955 


189 


552 


LFRGEKGARNEVLATRYYRQT 
VSGDFRHLHCLADQYALGGAY 
QF*AGLY*LHQAWEMNRGLQL 
LSDALGEQYAQHGNWRFLRNN 
DRFVFQILRSFEHDNSEDKPGP 
GMPPHGWRTQFWGG 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in 1JSSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8897 


39265 


A 


8956 


263 


3549 


TGGPSSPSSHWKTPVVIYWDGT 
ALRCVFVPVLGETGAQRKRISA 
RKGSLTTSCPQGALSEHCPTTP 
APLPSQRRNHWMENISPFRSVG 
VSASRCSES*MRPWNSRMPRLG 
RSQGDSSSAL/MSTGVAFRGRF 
LKGGLPQAPAVAAATPWLCTQ 
GVAGETTPAVNVKYNVRVRVS 
EY1SMHVHREVTARNVYVTQT 
RRPMTTFPTLAWETPHYHRRY 
GVSLLSSAWVQVGPPRYCRQT 
NALSNLPNFNLKSGADTQ 


8898 


39266 


A 


8957 




1799 


MMRDRLINH\A1RPACE*QLGA 

DQQPAFVLYLEIDPHQVDVNV 

HPAKHEVRFHQSRLVHDFIYQG 

VLSVLQQQLETPLPLDDEPQPA 

PRS I PENRVAA GRNH FAEPAAR 

EPVAPRYTPAPASGSRPAAPWP 

NAQPGYQK.QQGEVYRQLLQTP 

APMQKLKAPEPQEPALAANSQ 

SFGRVLT1VHSDCALLERDGNIS 

LLSLPVA ERWLRQAQLTPGEAP 

VCAQPLLIPLRLKVSAEEKSALE 

KAQSALAELGMVNSTRFSLHE 

HPDAERSPGQSGEQRQQPAVD 

DYA1VDEYGRHYRRAVAGTLL 

HVSVDSGTTQTVFMYTWLSMA 

L11ALPAFIFARVPNDTHQNVAIS 

RRKTESRNEVLATRYHRQTVS 

GDFRHLHCLADQYALGAP1PPD 

GTRRP1LVNGAEVGAVIASPVE 

RLTRNTDINFDKQQRQTSWLIV 

ALATLLAALATFLLARGLLAPV 

KRLVDGTHKLAAGDFTTRVTP 

TSEDELGKLAQDFNQRASTLEK 

NQTPITSRGHPRIFLARHPAPAP 

TTLTSLALKIIRSPAFLPDTASEC 

AMAIDCY1LAASTQAYKAASSL 

SLSVVLATSARFKTSSTSIWVKS 

SSTNSCE 


8899" — 


39267 


— 


8958 


1348 


2190 




8900 


39268 


B 


8959 


1 


105 




8901 


39269 


A 


8960 


1 


781 




8902 


39270 


B 


8961 


1 


1716 




8903 


39271 


A 


8962 


754 


807 




8904 


39272 


A 


8963 


821 


875 


FFSLFFFISLASGLSIL*W*FVFL 
WDRW* Y PL YHFLLHLFDSSLFS 
SLLVLLVVYQFC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8905 


39273 




8964 


1 


315 


SGSVMPPALFFWLRIDLAMQAL 
FWFHMNFKVVFSNSVKKVIGS 
LMGTALNL*ITLGSMA1FTIL1LP 
YP*AWNVLPFVCVLFYFLEQW 
FVVLLEEVLH1PCKLDS 


8906 


39274 


A 


8965 


42 


403 


GLCSVPLVY1SVLVAVPKLFW* 
L*PCSIV*SQVA/SIPPALFFWLRI 
DLAMWALFWFHANFKEVFSNS 
VEKVIGSLMGMALNL*MTLGN 
MAVFTIL1LPTHEHGMFFHLFVS 
SFISLSSGL 


8907 


39275 


B 


8966 


179 


1225 




8908 


39276 


A 


8967 


342 


407 




8909 


39277 


B 


8968 


143 


3122 




8910 


39278 


A 


8969 


692 


1360 


MCG11SEGS1LFHCS1TLFWYQS 

HAVLVTVAL*YFLKSGGLMPP 

ALFFWLRIDLGMLALLWFHMN 

LKVVFSNSLNKVIGSLMVMAL 

NL*1TLGSMA1FT1L1LP1HEHGM 

FFHSFVSSFISLSSGL*FSLKRTF 

TSLVSWIPGYFIFFVA1VNGSSL 

M1WLSVCLLLVYKNACDFCTLI 

LYPETLLKLL1CIRRFWAETMGF 

SRDT1MSSANRDNLTSSFPN 


8911 


39279 


A 


8970 


21 16 


2418 


FFSLFFF1SLASGLSIL*W*FVFL 
WDQW*YPLYHFLLHLFDSSLFS 
SLLVLLVVY/PILLIFSKIKNKKP 
APGFIDFFEGFFVSLSPSVLL*S* 
LFLAFC* LLN VFALASLVLLI VM 
LGCQF*IFPAFSCGHLVL*ISLYT 


8912 


39280 


A 


8971 


1 


558 


LYKNSVKYFHN*PVGNIMSNIPI 
VGALFSGPAFGIGILAAGVILAI 
MIIPYIAAVMRDVFEQTPVMM 
KESAYGIGCTTWEVIWRIVLPF 
TKNGVIGGIMLGLGRALGETM 
AVTF11GNTYQLDSASLYMPGN 
S1TSALANEFAEAESGLHVAAL 
MELGLILFVITFIVLAASKFMIM 
RLAKNEGAR 


8913 


39281 


A 


8972 


1879 


3735 




8914 


39282 


A 


8973 


16 


452 


VGQLFWKGYPLAGFPDPCAQS 
WKVAHVLLLRLGHIKSVSANG 
KEVTSKFHRKENLARGLHSRPR 
RGQRVRGGVAQHCEPR*TPPPA 
CRVRLPGCPVDPASPGRGRRTS 
AGTPEPALRHPHTPRGPVAART 
LPAEPGPARPSGLPP 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oflsst 
codnn for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8915 


39283 


A 


8974 


158 


531 


CSLRRGPPDP/PGAYCKRRATG 
AASTRSLSGAVAGSPAHRCESR 
PLQAMGA\GGLPHPEGGRGGSG 
GRKRTDGPVCGCGERAPREYP 
DPSRSWRGPQRKPAPSQHPCLP 
RLSRGPGRHPEGPHQVR 


8916 


39284 


B 


8975 


22 


387 




8917 


39285 


A 


8976 


241 


389 


VASQAPGVRALQVGPAHSC*G 
RGHVSWPPPWPWGPPCCPLCL 
LNGLPNI 




39286 




8977 


1620 


1936 


TLFFFESESHSVTQDRVQWYDL 
\NSLQPPPPGLK*FSCLSLPSSWD 
YRRPPPCPANFFVFLVELEFHHV 
GQDGLELLTSGDPPALASQSAR 
ITGMSHCAQQNKHIL 


8919 


39287 


A 


8978 


3 


105 




8920 


39288 


A 


8979 


1 


1821 


MLKNFKKGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VAKGQIVKEGSRSTHRGKSTPE 

VLFDPTSDDPLQEMAKVIPVVP 

SPYQGERLPTFESTVLVPPQDK 

HIPRPPRVDKRGGEASGETPPL 

A ARLRPKTG 1 QMPLREQ RYTG I 

DEDGHMAERRVFVCQPFTSAD 

LLN WKNNTPSCTEKPQALI DLL 

QTI1QTHNPTWADCHQLLMFLF 

NTDERRRVLQAATKWLGEHAP 

ADYQNPQEYGKEESPAQFYER 

LCEAYHMYTPFDPDSPENQRMI 

NM A L VSQS AEDIRRKLQKQAG 

FAGMNTSQLLE1ANQVFVNRD 

A VSHTG A EHSV VTGPVAPLSK 

KTIDIIGAMGVSAK.QAFCLPRT 

CTPGTKDYRLVQDLRLVNQAT 

VTLHPTVPNPYILLGLLPAEDS 

WFTCLDLKDAFFSIRLAPERQK 

LFAFQWEDPESGVTTQYTWTW 

LPQGFKNSPT1FGEALARDLQK 

FPTRDLGCVLLQYVDDLLLGHP 

TAVGCAKRTDALLRHLEDCGY 

KVSKKKVAQICQQQVRYLGFTI 

RRGV\RLGSERKQVICNLPEPKT 


8921 


39289 


B 


8980 


209 


2272 




8922 


39290 


B 


8981 




228 




8923 


39291 


C 


8982 


375 


472 




8924 


39292 


C 


8983 


266 


408 




8925 


39293 


A 


8984 


1 


1105 
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SEQ ID 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


8926 


39294 


A 


8985 


108 


708 


LTNQKKSRTRRJHSRILPEVQGG 
AAADRHCPIDRLGSLQDHHRRS 
RLLSQWSP*KSTHD*HGFS\YQS 
AE DI RRKLQQQ A E F AGMNTSEL 
LQIANQAFVNRDAVSRK.ENHR 
DNERQAQRNTDLLAAAIRGVPP 
KRQGKGGPGKETQPGCQSLQR 
NQCAYCKEIGHWKNKCPQLKR 
KPGDSEQEAPDKDEGALLNLA 
EGLLD 




39295 




8986 


125 


444 


DCLAVKRASWVQPTGYSCKPL 
L/QGVLTYQRRQAAFPPLRRER 
LASSSRDKPKCAGKHTSSLVRA 
GDMQGTIVTGTEVLRLDMEPK 
FEDDQLRPVLLEHKVPRREMA 


8928 


39296 


C 


8987 


80 


325 




8929 


39297 


A 


8988 


566 


1857 




8930 


39298 


A 


8989 


1 


1037 


M EEG W1RLPDGRV AAPQLLGA 
AVVLAVQETTHRGQESLEKLL 
GRYFYISPLSALAKTVRQRDFA 
DFGTTIKQDFRLLGQTSVDRLL 
QLSQGQAVKGNQLLPVSLTSQ 
CQVYKCVWNWWVLGLTDFKN 
EAKELRLYKQEKREKAKRWKE 
TEKGFNGDYGVTMTPGKWRT 
YFEIDWSKLEVGWPSEGNLERS 
LVSKVWHKVTGKSGHSDQFPY 
IATWLQLVLDPPQWLRGQAAA 
VLVAKGQ1VPRKDPTPPAEGNQ 
LLK/SLFDPTSEDPLQEME/PSDP 
SGALPLPGKDAPHS*AHSPCAS 
TRQTYP*ATRSRQERR*SLERNP 
Y1GSSFK.TQNWDTNAPERAVV 


8931 


39299 


B 


8990 


1 


2082 




8932 


39300 


A 


8991 


6 


367 


ENLNIKAPHAVVTLMTTTGPD 

WISNAILTKDFCLLCENTHISRW 

GCNTLNATTLLLVSESPVKHNC 

LEVLDSVYSSRPNLRDHP*TSV 

DWELYVDGSGFANPCKVTLKK 

ETSPAPVTPRS 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8933 


39301 


A 


8992 


1 


2991 


MLKNFKKGFNGDYGVTMTPG 
KLRTLCEIDWPTLEVGWPSEGS 
LDRSLVSKVWHKVTGKSGHSD 
QFPYIDTWLPQWVRGQAAAVL 
V AKGQI V KEGSRSTHRGKSTPE 
VLFDPTSDDPLQEMAKVIPVVP 
SPYQGERLPTFESTVLVPPQDK 
HIPRPPRVDKRGGEASGETPPL 
AARLRPKTG1QMSLREQRYTGI 
DEDGHMAERRVFVCQPFTSAD 
LLNWKNNTPSCTEKPQALIDLL 
QTI I QTHNPTW ADCHQLL 


8934 


39302 


A 


8993 


1 


444 


SSASTPETRAKFT*DNLCCASW 
QRLASANFRVLVDCILSDTFED 
LRLQCD A VN LA FGRRCEELED 
ARYKLHHHLHKAVE*GGGAEH 
VPH\RLREKLLEAEQSLRNLEDI 
HMSLEKD1AAMTNSLF1DRQKC 
MAHRTRYPTILQLAGYQ 


8935 


39303 


A 


8994 


1 


1576 


MVQTDVLLPEPAPQTVSPCELP 

CKEYDVARNMGPGHRQLEVW 

FQNCYARYHQAFADCNQSERE 

LQGRESQQLAAETQALAQPTQ 

QDSTCRVGERLQDTHSWKSEL 

QH EVEVL A AETDLLLAQKQRL 

ERALDAMEVPFSIATDNMQCS 

QRHQHANLVRDYVETELLKAY 

PPAPSQCLKNCCSSRKPSACNK 

GACEVMETLTVQEEANPGTEG 

CRTRALAHKEEAEPIRNIQELLK 

RAIVQAVSQIQLNREHTEICEM 

DWLDKVEAYNLDETCGRHHSQ 

STERP/WTK.FTQDNLCRAQRKR 

L\SSANLWVLVDCILRDTSEDL 

GLQCDA VNLA FGRRCEELEDA 

RHKLQHHLHKMLREITDQEHN 

VVALKEA1KDKKEPLHIAQTRL 

YLPSH\RPNMQLCREAAQFRAA 

FPG*ESFQWRLPRTSLPAPNWE 

FWVPFHPSRCILLPSPAPAHTPP 

TPPSW*VRWRSLYKSITALREK 

LLQAEQSLRNLKDIHMSLEKDV 

TAMTNSVFIDRQKCMAHRTCY 

PTILQLAGYQ 


8936 


39304 


C 


8995 


99 


442 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( ,\=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8937 


39305 


A 


8996 


177 


622 


TESSASEKTTGEDGTRVFVSLL 
RSLLSLLPSAPLRHHPPSA*LSL 
CSCVSD*AVALIPQSAHHFPNIS 
♦PFPLHCFAHAKPPVWIFHSH/S 
LWLP*AFLAPMTSFTDQVAVD 
DFLS1VYLFTFTPFLAFCGEPST 
ALATREQVWVESAS 








8997 




329 


AAARPGRGSETGDWVLLCYPG 
WSAVV*S*LTTA/SELLGSRG*G 
SLLSLPSSWDYRLSAPCLANSK 
KPSER*GLSMLP*LVSNSWPQVI 
LLLGPPKALGLQAPGTMGLRP 


8939 — 


39307 


— 


8998 





814 




8940 


39308 


— 


8999 


57 


274 


TASSSLTLVYGHRLCWLGPSHP 
*PSLWLP 


8941 


39309 


A 


9000 


1 


1236 




8942 


39310 


A 


9001 


1 


1095 




8943 


39311 


A 


9002 


] 


2313 










9003 


166 


494 


FSQQLCGENHPHLRTENTQAQR 
AGVPLGVR1LSRPGFP*LSTHSC 
FSCPLV*PPSQGQPGPLSLWTLC 
SAIQAPAELESCRSSCDRDGRSH 
WPRVSGGLWLSQVPRPRR 


8945 


39313 


A 


9004 




974 


MGESPAV*GYFVLAGMNSAGL 

SFGGGAGKYLAEWMVHGYPSE 

N V WELDLK.RFGA LQSSRTFLR 

HRVMEVMPLMYDLK.VPRWAF 

KTVSQLRTSLLYDRLDAQEAR 

WMEKHGFERPKYFVPPDKDLL\ 

ALEQSKTFYKPDWFDIVNESEV 

KCCK\EAVCVIDMSSF\TKFEITS 

TGD\Q ALE V LQ YLFSYNDL DVPV 

GH1V\HTGMLNEGGGYENDCSI 

ARLNKRSFFMISPTDQQVH\CW 

AWLKKH\MPKDSNLLLEDVTW 

KYTGTGVRALYGDVEHESWLS 

CVRHAHHPDPIC1AHTYLHLRS 

FSQADGREWRKVLDKHKIFLF 

ARSLC 


8946 


39314 


— 


9005 




1872 




8947 


39315 


A 


9006 




2250 




8948 


39316 


A 


9007 




1257 




8949 


39317 


A 


9008 




1596 




8950 


39318 


A 


9009 




1584 




8951 


39319 


A 


9010 




1461 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8952 


39320 


A 


9011 


1 10 


993 


TSTELSTPSQQNIHSSQHH1ALV 
PKLTT*LERIKYLGIQLTRDVKD 
LFKQNYKPLL/NKIKEDTNKWK 
NIPCSWTGR1NIVKMAILPKV1Y 
RSSAIPIKLPMTVFTELEKSTLK 
FIWNQKRAHIAKTILSQKNKTG 
GIMLLDFKLYYKATVTKTAWY 
WYQNRDIDQWNRTEPSEIIPH1C 
NHLIFDKPDKNRKWGKDSLFN 
KWCRENWLAICRKLKLDPFLTP 
YTKIN S R Wl KDLN VRSKTIKTI E 
ENLGNTIQDIVMGKDFMAKTP 
KTMATEAKIDKWDLIKLRASA 
QQKKLPSE 


8953 


39321 


— 


9012 

— — 







— 

— 




— — 





- — 











8955 


39323 


- — 


9014" 




T32l 




8956 


39324 


A 


9015 


2 


1757 




8957 


39325 


A 


9016 


1 


1008 




8958 


39326 


A 


9017 




1311 




8959 


39327 


A 


9018 


1 


1152 




8960 


39328 


A 


9019 




526 


MPSLTTPIQHSVGSSGRAIRQEK 
E1KGIQLGREEVKLSLFADDMIV 
YLENP1ISAQNLLKLISNFSKVSR 
YKINVQKSQAFLYTNNRQTESQ 
IMSELPFTIAVKRI KYLG IQLTRD 
VKDLFKENYKPLLNKIKEDTNK 
WKN1PCSWVGR1N1 VKMATLPK 
MTW1ANWLRNSLQAQ 








- — 


9— 




T626 




8962 


39330 


— 


9021 




2361 




8963 


39331 


A 


9022 




1140 




8964 


39332 


A 


9023 




2112 




8965 




B 


9024 




1065 




8966 


39334 


A 


9025 




1416 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


8967 


39335 


A 


9026 




1690 


MPMVEELYGNYGIMADTTERV 

GQHKDAYQVILDGVKGGTKEK 

RLAAQFILKFFKHFTELADSAIN 

AHLQTVSGRQQLVKLVAEQAD 

LEQTFNPSDPECVGRLLQCTQQ 

AVPFFSKTVHSTRSVTYFCEQV 

LPNLGILTTAVEGLDIQLEVLKL 

LVEMSSFCGDMEKLETNLGKL 

FDKLLEYMPLPPEEAENGGNA 

GDEEPKLQFSYVECLLYSFHQL 

GQKLPDFLTAKLNAEKLKDFKI 

RLQY FARGLQ V Y1RQLHLALQ 

VKQCFAQYMEKENGIDAKILN 

KILANR1QQHIKKLIHHDQVGFI 

PGMQGWFNIRKS1NVIQHINRA 

KDKNHMIIS1DAEKAFDKIQQPF 

MLKTLNKLGIDGTYFKIIRAIYD 

K.PTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENP1VSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMGKLPFTIA/S/KRJKYL 

G1QLTRDVKDLFKENYKPLLKE 

IKEDTNKWKNIPCSWVGRINIV 

K.MA1LPKNWKKLL 


— — 


— — 


— — 


— — 




— 




8969 — 


39337 


— 


9028 




2682 




8970 


39338 


B 


9029 




2088 




8971 


39339 


A 


9030 




2406 




8972 


39340 


A 


9031 


1049 


1500 




8973 


39341 


A 


9032 




4341 












103 


366 


NHPQLKVAGLK.NGCCVCMCV 
CVC\CVCVRVWIWVCVCVCVC 
VCVCVC\CVCVC\CVCICVCI*V 
WVCVCVCLCLSLPKCWDYRHE 
PQRPA 


8975 


39343 


A 


9034 


232 


735 


YLSGNGGEKGFCHALPDHRLR 
VLHQHPPHACVETDTVDLGITS 
I SL ADVRVCVCMC VCVC\C VCV 

RVWI w veveve vc vc vc vc\c 

VCVC\CVCICVCI*VWVCVCVC\ 
CVCVCVC1C\CVCVCVCVCVC\ 
CICVCI*VCVCVYVCVCVCLCT 
VLGIHSFLTARNAHQPIGH 


8976 


39344 


A 


9035 


163 


795 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8977 


39345 


A 


9036 


34 


758 


RVPHRHGMKRVRQRHGMKRV 

PHRHEMKRVPHRHGMKRVPHR 

HGRKRVPHRHGRKRVPHRHGR 

KRVPAQVQDEEGHCQKPGRCV 

CMCVCVC\CVCVRVW1WVCVC 

VCVCVCVCVC\CVCVC\CVC1C 

VCI*VWVCVCVC\CVCVCVCIC\ 

CVCVCVCVCVC\CICVCI*VCVC 

VYVCVCVCLCLFYLVLQCFICS/ 

CI1SGGQRWC*RKTMCSLPFAH 

SHHSFPGHFFL1FQSRSFQVSFHP 


8978 


39346 


B 


9037 


34 


156 




8979 


39347 


A 


9038 


3 


419 


GGENVKAINQQTGAFVE1SRQL/ 

PPN/G DPN FKLFI IRG\S PE\Q 1 DH 

AKQLI EEK.1EVGWGGLWGFGL 

TARJPAH LPWLLSFLLGVPLCTV 

G\PGPGGPGPAGPMGPFNPGPF 

NQGPPGAPPQ*VSSASWVLRP/E 

GLLSWQEE*QTPFPFP*KCRAG 

ALIQAHFCGYHQQALSCL/PGR 

ACAFQHPSVHVQVSRLLSCPQA 

DAARPSSCFLSRPFPGAPLSLVV 

WVSGASPLKNIPTPGGPAA\PPP 

HHCSS1PFFSPAVPGGPLLTSTH 

PRAGAIPTPSGS/QPAPHDPSK* 

WALQPGATRGSPTVSILCLLGF 

EAGGLLSWQEE 


8980 


39348 


A 


9039 


1 


445 


ATADPNAAWADDY\SHYYQQP 
PG\PVPCPAPAPAAPPAQGEPPQ 
PPPTGQSDYTEWAWEEYYKKI 
GQQPQQPGAPPQQDYTKAWEX 
EYYKKQAQVA\TGGG\PGAPPG 
SQPD YS\A A WAEYY RQQAAYY 
G QTPG P\G GPQPPPTQQ\GQQQA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8981 


39349 


A 


9040 




1297 


TCVSALSVLASDDGTGPEKIAH1 

MGPPDRCEHAAR1INDLLQSLR 

VGGPGC*RGWQGLQGSARPDR 

LPGFIILLLLLSCRVVPQGPP\GG 

PGMPPGGRRPKEEGQGN\WGSP 

WAGKMTFSIPTHKCGLV1GRGG 

ENVKA1NQ\QRGAFVEICRQLPP 

N\G TANFK L F I I\RG S P\QQ 1 DH A 

KQLNE\EKMK.GPLCPVGPGPGG 

PGP\AGPMGPFNPG\PF\NQGPPG 

APPHAK.K.YPPPHQYPPQGCGNT 

YPQWQQHAPHDPSISAGKAAA 

AAADPNAAW/AAYYSHYYQQP 

PGPVP/GPAPAPAAPPAQGQQP 

Q/QPGAPPQQDYTKAWEEY/YK 

KQAQV/ATG/GGPGAPPGSQPD 

YS/AAWAEYYRQQAAYYGQ/T 

PGPGGPQPPPTQQGQQQQWVA 

PETPSPRGVPLMPAAGAVWPE 

VPGVPTHRQGSIRWVQR 


8982 


39350 


A 


9041 


1 


1777 


MPVLPVTATE1RQYLRGHGIPF 

QDGHSCLRALSPFAESSQLKGQ 

TGVTTSFSLFIDKTTGHFLCMTS 

LAEGSWEDFQASVEGRGDGAR 

EGFLLSKAPEFEDSEEVRRJWN 

RA1PLWELPDQEEVQLADTMFG 

LTK.VTDDTLK.RFSVRYLRPARS 

LVFPWFSPGGSGLRGLKLLEAK 

CQGDGVSYEETTIPRPSAYHNL 

FGLPLISRRDAEVVLTSRELDSL 

ALNQ STGLPTLTLPRG TTC L PP A 

LLPYLEQFRR1VFWLGDDLRSW 

EAAKLFARKLNPKRCFLVRPGD 

QQPRPLEALNGGFNLSRILRTA 

LPAWHKS1VSFRQLREEVLGEL 

SNVEQAAGLRWSRFPDLNRILK 

GHRKGELTVFTGPTGSGKTTF1S 

EYALDLCSQGVNTLWGSFEISN 

VRLARVMLTQFAEGRLEDQLD 

KYDHWADRFEDLPLYFMTFHG 

QQ\NIRTVIGTM\NHAVYVYDIC 

HVIIDNLQFMMGHEQLSTDRIA 

AQDYIIGVFRKFATDNNCHVTL 

VIHPRKEDDDKELQTAS1FGSA 

KGGEWSAPHSTSSRPSAQPKSD 

STVAEAAPLASDFTAYWIWFLT 

WGRGRASRDREFGYLAALN 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


.Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8983 


39351 


A 


9042 


3 


679 


SPLIVSSARMHAGRDLPLYFMT 

FHGQQSIRTVIDTMQHAWYGW 

DICHVIIDNLQFMMGHEQLSTD 

RIAAQDY1IGVFRKFATDNNCH 

VTLVIHPRKEDDDKELQTASIF 

GLSQRQAR\EADNVLDPAGTGK 

LGNRGQGKRYFAGVPKEPF*W 

EM*GVFPLEFNKNSLTFSIPPKN 

KARLKKIKDDTG P V AKKPSSG K 

KGATTQNSEICSGQAPTPDQPD 

TSK.RSK. 


8984 


39352 


A 


9043 


90 


317 


GTLRKRYRAFHCRITIFKALTEV 
CKNFSALHCEFSWGFFFFCSFFF 
LASS*G*NCLPSQPQPCWFLQPP 
CPWQIL 


8985 


39353 


A 


9044 


2 


2136 


PRLSSVLSEF1TTHIYFLLSETTY 

NYEWNLISLYVVDPSRLAC*TV 

QLFFMLQLSVGLYVFNVGNDIC 

LHKMGSVTVLFFVTARRVNLPP 

VAVIKLMSSSSCISFLSLFLNLV 

ESTDDTEIVSYHWEEINGPFIEE 

KTYLCFFTFLFCFVFIFVFA1T*G 

VQTPYLHLSAMQEGDYTFQLT 

GLQT*CKE1ILFHTVSVIPENNRP 

PVAVAGPDKELIFPVESATCLS 

YSKPHAPSLMLTTSMFYRGPSA 

VEMEN IDKA I ATVTGLQ VGTY 

HFRFYSITGVLNQSLCFHFAIFD 

LENNSPPRARAGGRHVLVLPN 

NSITLDGSRSKKPRNWDPRJDSC 

PV1RVLSQDVIDGSDHSVALQL 

TNLVEG VYTFHFLML* SLCKCP 

SANPVSSLSPDPRKSGLVELTLQ 

VGVGQLTEQRKDTLVRQLAVG 

VSW* SPSDHVA VLSHCLLHSTV 

IVFYVQSRPPFKVLKAAEVARN 

LH1S*\SRDSLFCMLPSALHTS/S 

AGCLLK.CSGHGHCDPLTKRCI* 

K*SWSTNSL*LCPLWFSCVSEW 

SIFYVTVLKS*LSVTFLKI*VELF 

IVPFRQKRTKIRKKTLNMY*VH 

LKYFTH*ILILPIAVRGMCNDYP 

HD*QLEVNHGVPPQMLLCFSLG 

IKHRSTEHNSSLMVSESVRSFD 

RDCLQSLNYLLSGLLQKEKNLQ 

KA.G LTSPAPSL WEDKC SG RTEH 

AQSARLPLKEDTEKTLMQF 


8986 


39354 


A 


9045 


47 


157 


FDKICIFKRQVTKSEVILNLTN* 
VL*YLEYHIRN1N 


8987 


39355 


A 


9046 




393 




8988 


39356 


C 


9047 


274 


357 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


8989 


39357 


A 


9048 


727 


1089 




8990 


39358 


A 


9049 


175 


608 


CGWEYGN*A\DTMDEQYCKVC 

QAYKAPRSHHCTKCNTCVMK. 

MDHHCPWINNCCGYQNHASFT 

LILLLAPLGCIHAAFIFVMTMYT 

OLYSFGMENNFFRKQNFYLSS 

WDWK.EEGLKDPDFSIIQLGWK 

SFVFFHMDMGEVDGEGTF 


8991 


39359 


B 


9050 


780 


1166 




8992 


39360 


A 


9051 




681 


HIRGPRYSGHHSAFGCPYSDMN 
LKKEATLHDRLREQTQAN\LES 
DSSHSKSKSLCSLNFNGKHEKV 
N SQPRLVQQAKCLKIKGKEDID 
LDNLFREYSVEQAQQVLHQSV 
SMSTVSAHPFRDLPLGREQHCK 
LLPGVAD1RASQVARWTVDEV 
AEFVQSLLGCEEHAKCFKKEQI 
DG KAFLLLTQTD1 VK VMK1KLG 
PALKIYNS1LMFRHSQELPEEDI 
ASGQEVRG 


8993 


39361 


A 


9052 


30 


981 


TQDPWPSLPVLWSRASSDPAAG 
HRAEHI*TYWPWKLEGT\DIWL 
VLYMPLVQPDNFIKKHSHLPTY 
CLFK.EDVKFPFRTCRLTYCWLN 
YTEEITYLHTKKVSVGQSAVRE 
EFAAACTWSIRIGEKLAILLSLY 
LCRQQALLNMRMSVPIHESGV 
AQRSPVMDKLAQYSVEQAQQV 
LHQSVSMSTVSAHPFRDLPLGR 
EQHCKLLPGVADIRARQVARW 
TVDENLHGLIQTKQTPHLDESIS 
KG ESPALVVTELRMCMTATEP 
LVPTKNPYQERGHIGDSFLHYT 
DQEPQPWDQSSVHPTPAPIYSV 
SSGFRVTRGSDI 


8994 


39362 


A 


9053 




864 


MVSALPEVGRAQILRLIAYIRSP 

APPVVGVERAARRPAQAFGLV 

ALPSTDATVFANQPLARAC1GA 

ARHREPDAPGQSAWVGEECLK 

DALRSPETPKLGSLSPPCQDTRP 

GRASNDFSLEMGYSSLSAARLK 

IHGQVFQCCGPGPLRTL\HWTQ 

S*TYLNILALET*GAQNQP*EW 

QA VD*G APG LFSHTLG VFPR/RL 

PQHPKQ1ICFQNYEYSVEQAQQ 

VLHQSVSMSTVSAHPFRDLPLG 

REQHCKLLPGVADIRASQVAR 

WTVDEPYSSAPRGPELSAGANS 

SRGA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


8995 


39363 


A 


9054 


1 


1737 


MKEKPAVEVRLDKWLWAARF 

YKTRALAREMIEGGKVHYNGQ 

RSKPSKIVELNATLTLRQGNDE 

RTVIVKAITEQRRPASEAALLYE 

ETAESVEKREKMALAQMIMPQ 

HDQLHRYLFENFAVRGELVTV 

SETLQQILENHDYPQPVKNVLA 

ELLVATSLLTATLKFDGDITVQ 

LQGDGPMNLAVINEINERAQNP 

LLCAFRCVNTYGSYECKCPVG 

YVLREDRRMCKAVFPYCQNES 

SDVLWQFDSTSQIFLKGTPKTT 

VRRGGErfNLKNPDECEDNPNIC 

DGGQCAGIPGRNRCLCYDGFM 

ASEDMKTCVDIDECSLPNICVF 

GTCHNLPGLFRCECEIGYELDR 

SGGNCTEDPDHSKSRSGRSQND 

WGRRRKT/S*KRSAVYR*RQLY 

IRRQPYAERPSLR*RQRP*IPCIR 

SQHGNRK RM RRRRIFI/STKRTT 

AAARTSSVKKARSFSRALKNA 

MLS*RTAPSVS*S*IMITH*KK** 

SR*SLQTR*LMKSSARVFSK*TA 

NGTWSL/HSRGSKVTIDG1NSND 

IYMLGYVSN SLTG PY RPVDKTG 

LGLEMGLDPNDVTLTYSHFRVP 

EAEAAMWVSHAT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


8996 


39364 


A 


9055 




1743 


MTTSTMTHMMTMHFP11VCAD 

SRJDDVDVTNDVNDHDDSAKR 

KSHRERPIAAKRTETK/KRRRRA 

RPKR/RTICARS*SAK*QTAQHT 

RTTAAIIMRDTQARRV*RPTKH 

AAEQRQNTTGKQRR*TKRVKA 

AKKEGE*RRRKMARRTTPQTR 

R*TRAKRRINRPRHGAKKRA*N 

/RRLKS APKRH R VN RRDEN A RT 

TTRHKKRRNRRVKRAERSGAE 

RTPYKQRHQQTREKRTCKRRQ 

TK/RRTK.AK*T*RDHENDGTRA 

YNKTPKKAAKRTRNNLRIHNA 

TKGGDNRGQTRRA*TKPRKYR 

PDENRYNTSSPERTPRKRRGKS 

E/RRDKTAQRAQ*ADRYNSRKT 

QQRL*KGHTHTER*RQARMHT 

RH AQN LDTQHSTRLCN A * ST/C 

HDRRSSSTMCHRYDQLYSRSH 

ALTMIIVNKPLRQCIRMLSFHD 

RHRSLA1DGDSASTGSPAFRCV 

NTYGSYECKCPVGYVLREDRR 

MCKDTCTEKAFPAGGCEVDKT 

HTVPQERA Y I H RTRLGRA RTKK 

RDLYRRAHNDRRRQKSAAYYE 

STSVRRAHKYNSGK.SDTQNGS 

HHRQKLRQYGDAGKSHYLQY 

NIHFMYPLFNT 


8997 


39365 


A 


9056 


3 


451 


FFEMKSHSVAQAGVQCSGV1LA 
HCNLHLLESSDSPASAFRVAG11 
DARPHAWL1FVFLVETGFHHVG 
QAGLELLS\*VIHPPWPPKVLRL 
QHETPCPAVSLYLNQSPENNLE 
EDSLAMSNNRRSKGPGIWQNP 
GFEILALSTFLVESDLK 


8998 


39366 


A 


9057 


53 


343 




8999 


39367 


A 


9058 


14 


234 


CLFIRIFNVICYSKTCKNSICMGV 
IEIVIDGCMCGGEDGGGGGGSV 
TAGG A PSPIETG SHG PPQP A VYF 
WRF 
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SEQIO 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9000 


39368 


A 


9059 




865 


INFSVCVLARFFLGVVVLCVSC 

CWFRCVCACVCALAFPFCSCC 

VVVLCPVGCR\CTLFAV/CCCL/ 

CVCALFCGFLLRFLFCLCV/CPC 

S/CSARCRC/VCLALGAVVCFPP 

CSVVASCGCCDWVWLCCGAV 

VALVGLLCCVLVCAWSFRCG/C 

V/CLC/VCVVVVLVVRCC/VCW 

CGSCVVDCAGVVLVCCVLLVVL 

MMSL/CGCRVYSWYGVCWVCS 

VV CR V IDL/CPCCLC W/C VT* RG 

CWSVWCM/CTCCG/CVCGLAV 

M\CWCRCVVRLVCLCAV*FI\C 

AC VCFEC A VGGFVGGCFLG SCL 


9001 


39369 


A 


9060 


1606 


1849 


QGVSASLCREAGLTKISPGAPL 
WLPCSPGVTAECSGERTVRHN 
VTDRVCGVLGAVTSPGRN*RG 
HVTHKFCILCTDTV RDC 


9002 


39370 


A 


9061 


2 


682 


ALEAVFGKYGQIVEVHLMKDC 
ETNKSRGFAFITFERPADAKDA 
ARDMNGKSLDGKAIKVEQATK 
PSFESGRRGPPPPPRSRGPPRVL 
RGGRGGSGGTREPPSRGGHMD 
D/SGRDSYRGPPRRESLPSCR/D 
APPTRG/PPPSYGGSSRYDDYSS 
SRDGYGGSRDSYSSSRSDLYSS 
GRDQVGRQERGLPPSMERGYP 
PPRDSYSSSSRGTPRGGGRGGS 
RSDRGGGRSRY 


9003 


39371 


A 


9062 


90 


443 


NVVYIQFIVLPYYLT1DPAGNSR 
SAPPTRGPPPSYGGSSRYDDYSS 
SRDGYG*SRDSYSSSRSDLYSSY 
DRIVSTLFFVSLNWDFGPKFCLF 
LVSASASPSIRSASSRASTSWCS 
AA 


9004 


39372 


B 


9063 


12 


1373 




9005 


39373 


A 


9064 


2 


206 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9006 


39374 


A 


9065 


2 


1423 


IHFREMASKSWLNFLTFLCGSAI 

GFLLCSQLFS1LLGEKVDTQPNV 

LHNDPHARHSDDNGQNHLEGQ 

MNFNADSSQHKDENTDIAEKAL 

EEKVRILCWVMTGPQ\NLEKKA 

KHVKATWAQRCNKVLFMSSEE 

NKDFPAVGLKTKEGRDQLYWK 

TIKAFQ YVHEH YL* DADWFLK 

ADDDTYVILDNLRWLLSKYDP 

EEPIYFGRRf KPYVKQGYMSGG 

AGYVLSKEALKRFVDAFKTDK 

CTHSSSIEDLALGRCME1MNVE 

AGDSRDTIGKGNFFHPFV\PE\H 

HFNLKGYLPRTFWYWNYNYYP 

PVEGGELRFLFSTVTIRHSKALS 

LGVAQCSWLLKQQV1SDDRTK 

RPDFPDRSR1MKERVQIVLYES 

GQAPVESSPPLPGYCSALFATCF 

QVTKGNFSQDPTQA1LYTQADK 

IEGWMRASGERVAEQQSGQTA 

MDGGKKEAEWKRTRKAKYRD 

DVCSKHHPPYPTPVPPSLED 


9007 


39375 


A 


9066 


1 


311 




9008 


39376 


A 


9067 


1 


493 


ITRQHMRKAVPFQVPRKEILKL 
LKGKVVVGHALKNDFQALK\*S 
TLGARPGDTTYVPNFLSEPGLH 
TRA R VSLKDLALQLLH KK1Q VG 
QHGHSSVEDATTAMELYRLVE 
VQWEQQEARSLWTCPEDREPD 
SSTDMEQYMEDQYWPDDLAH 
GSRGGAREAQDRRN 


9009 


39377 


A 


9068 


45 


365 


NQAAASRPHCAARTMAGEEQA 
ACVHEDRTQCRGDKAAPQAAH 
LCGPPRGSGSVSTAPRAR*CPV 
CSSCPGPGAPEDTPEEVDVGAA 
SAH RSPRLCCSHLTHRWPKH 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9010 


39378 


A 


9069 




1687 


1CVPKSVPSFLWAGRGPHCLLP 

CGSSSP*SGGLARA*GVFQGRA 

GVARAPSHLSFHNSPCVWSLST 

CCRAGSQDGPCPHAAGQGPGK 

QTSSGTGASSSPWTSCL*KSLPK 

\VCS*GLETTIGRGRVKPIKVTD 

TAQ*CAASVTAPLLSS*LQDGG 

STAKVTRCT/TAGGRAVYGTAE 

GKAFPEAPELTCRS/ALAALGT 

WPLPPLQVSCGLRNPSPDLPSV 

VGSRAS V* TKSG SSPAKV WPLA 

EWFKSGSA\PVTGQEAWLLWA 

SDSSSELSLCPRK.HAAPPHSAEH 

RQISQGLASSCWGAGGDKVVS 

ASMVGSAPGQCPMSALMTGSA 

SGQCPGHPCWSGTNADS*GRDP 

HRASRLLALPTASYEQ*PQPHW 

GSWTAHGQNGLGIFFQRVSWF 

V*GQTMVSRPR1SGLGQPVCLS 

AASPQAAPLGSHDPTPAGR*GL 

EPGGRQPSSS*IYVWEAPPGLW 

VPPGPFLSH*SWRFGRTKAAPL 

KEPRPGGRCPGDRPSPRAEAGL 

PQTRKPALPAIGR/PKKACSLRR 

PRVILEQSSQHLAAALSSWMQP 

A LLETG GKA VFFTPG G L 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9011 


39379 


A 


9070 


66 


1956 


PLLAIPAHSTFPARKPEEPPRPD* 

LCPHIHCAAV*GEIRTVP/SKTV 

RGVATRTRPRSASSLGTTTGLR 

VSSVRRVQLSIKPGCSRVNENSS 

NSPCSSSQPGTASVLPCPTVCRE 

AGP/AGP*PPG*ALSLPAAGFTT 

ATEWKQSQLSSGG*THSGEDM 

GRATAAATEKAQEQCMLREKL 

GTRQK AESG SRG AVAGLQHFCS 

APRTAWQPRASRA/RAGVRAW 

PCADPM*PPSHSPSFPKPFIPAA/ 

PGAQTLGAAGVEHVAGSARJPC 

C RTGLE/PH PH SPRRTLERQ ARJ 

SGAGRRSSPNAATGARPRPAAG 

SPVSARRAPRRRPA*SSPCSGPW 

TAVSAPRSPGPRGGGRPPSPGR 

RRPCCSVFSGGASPSSARVSSPS 

GSCSASPPAAPA\PGASGAVVA 

GPVVGSPREHGG*LRPPLPRLG 

VPGLLAARTSGAEV1HEQAAAQ 

GTAADTPG A PG LLL APA A AG A 

V/TRPGPPGASGCPRPAPRPPTP 

ASRSGRPWPGGGRGRRGGRGA 

GGEALQGAVVGGQVGGSGAL 

A/ATARGSPAAGVSRWTAPRCR 

HRRSDASASGTPARFPGAGRKG 

RTLWQ*SWRSAPPPGLSELL*G 

LPRPLPESGRSKAPLPSGSTPLPS 

GRTPLPSGRSPSTRRSPS 


9012 


39380 


A 


9071 


95 


1423 


GLENKRAKGTEAHTRACP*GK 
STEQDTT WTNTG RN EQQG PRP 
KGEQTQRKTERKPG RERQVQV 
LSSPPGRWC*DVGPLGGLPSRA 
K A E A A LTA AQKAQG RRG S PG S 
LPKSSPLPSAPGKR/TPPRGHLL 
VPLPSPYYPALLSQHPPQGPPCG 
ASAPPSALLQRAPPPGTRTL\QR 
PPGPRVTCGTTP/MAAKAKSQS 
NAPRGSLLKKSNSFYN1PLKQV 
SCLITISKHSRNEVSVYQTSRPR 
AAATDVPRT\PSLSVGCSWSCT 
RGHWPSSCCPTAPRGQGL*EHS 
QGPGSRSKLPWPTGPCGGLTPS 
CWSLAGSAGERVDLNQAAASR 
PHC A ARTM AGKTLSGGCGCVD 
VG AA S AHRS PRLRCTTSPTDGP 
NTERGSRKTGWTPGPPGFWPCP 
RPPTSNTTTPLGLMDSARPGKA 
PAPFTDFRTPSGLLLPGWAVRA 
RREEDGCG 
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SEQID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9013 


39381 


A 


9072 


42 


380 


LGAPCTPPRSAPRTGRPEYA*A 
RG*PVGDLCRGPEAWSTQVLL 
PRGLQ*NFAVLLLQMSCATPPP 
NCALKGCV*VPLEQSPFFHQAV 
ACREWK.RGKGMVCGGNASPQ 
RTEA 


9014 


39382 


B 


9073 


116 


341 




9015 


39383 


B 


9074 


52 


190 




9016 


39384 


B 


9075 


70 


310 




9017 


39385 


A 


9076 


1349 


2456 


HCSVPGAEWPRKPPAQICPQLT 
SRPHLSSPRSLSPGCGHSPGPG* 
SPQPPVMSLHEGPPRGPQV/PSP 
VANPQPKPWLLRSVDLPVPWH 
LPTVDRTTSL/APSLQSDV/PAPS 
GAL*PSGRACSGV/PPID*APEA 
ALSAAAPRPSLGSGQNASGLPA 
ASLPPQDSSQPHKTVPSPARSVP 
PLGAQARAAPPRLWCPHALVS 
G*EASPEAVSVAAGPPVPGPTPS 
TSGSTASHSRRGC*SPR*TPAPP 
RRDHGRSAAFEVLAAAASAQP 
CA SQGGPRPTG AGRTPSPLG LP 
FSRGPPAASARPFCRHPSL*FSW 
* SSPSGLSLSDTPHSPRRPLGPV 
CGLRAPCPPQ1 PACRVPAAHSQ 
RWPGSSSRSCRCQCC 










462 


739 


ACEPMVLFCLLALLLQDLFLGS 
YPRVLAAFD1QVFFLGTSDRM* 
NTG\LEYFMLNSWLWLLNRL*S 
WGELCHFIPLHSPVKRGLNFYL 
QEFFI 


9019 


39387 


A 


9078 




678 


GTRVNM I LMKMGFSGI V VHQE 
SVCATYG SGLSSTCI VDVGDQK 
TSVCC VEDGVSH RNTRLCLAY 
GGSDVSRCFYWLMQRAGFPYR 
ECQLTNKMDWLLLQHL/KRNF 
LSFRSRTSLGFRTMSFRFRHPDS 
PALLYQFRLGDEKLQAPMALF 
YPATFWICWTGK*RPLHTDLRA 
1LK1LTMNITCWPHKAHENSLQ 
KLLLTESLHPNLLDLKGIFVASP 
LIFQKDSIPR 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9020 


39388 


A 


9079 


227 


1980 


GERLRYGVTENGKEKGGEKEK 

EQRGVKRPIVPALVPESLQEQIQ 

SNFIIVIHPGSTTLRIGRATDTLP 

ASIPHVIARRHKQQGQPLYKDR 

WLLREGLNKPESNEQRLNGLIM 

VDQAIWSNKMSNGTRRNPVSP 

EQ ARSYNKQM RPAI LDHCSGN 

KWTNTSHHPEYLVGEEALYVN 

PLDCYNIHWPIRRGQLN1HPGP 

GGSLTAVLADIEVIWSHAIQKY 

LEIPLKDLKYYRW1LVIPDIYNK 

QHVKELVNMILMKMGFSGIVV 

HQESVCATYGSGLSSTCIVDVG 

DQKTSVCCVEDGVSHRNTRIFS 

WRSGHLWWQDHEFQIRHPDSP 

ALLYQFRLEDEK.LQAPMALFYP 

ATFGIVGQKMTTLQHRVLRAILR 

1 LTMN1TC WPHRANKNSLQKLL 

LTESLHPNLFEFERGFLWASPL1 

FQKDSIPRR*IWGLHREMA*WP 

ATI PRRPLTALMSRKTAI SL FEG 

KALGLG*SPSS1AIDCCSSDDTK 

KKMYSSILVVGGGFDVFIKASR 

1FCSTEFSTKCPPSLQADYLKM 

WM * SQGLKDM DPRLI A WKGG 

AVLACLDTTQELW1YQREWQR 

FGVRMLRERAAFVW 


9021 


39389 


A 


9080 


1 


756 


MRR1 VALVETG EQPFGAATVGS 

RFGCLEDLGTDQRERHDHEMA 

AAHTYFIGDGDTLTEDEDEDT 

WGMAKGHHAINIEGFKLARVE 

DEMQFQEREPEKVKIRGRTRGY 

TFIMLAALAAAEAEDMQVGEE 

L\C*KVSLKASQLGQMALMLQS 

VTVQIGMVYGLPACGAQVNLQ 

DDKGSMVL/MCASKHGHMEIIK 

LLLAQLGCNVHLQDNDGSTML 

SIALEVGHKG1TVLLYAHISFAK 

AQSPGTPRLGM KPQSFI 


9022 


39390 


B 


9081 


5 


5440 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


9023 


39391 


A 


9082 


1 


4294 


WAVFDGNYYYYLPWAHTKPV 

VTLTSYWEDISH R.LDA VNALLA 

MAERLQTNIEALKSGIQGK.IPA 

NQLAELWLKLIDEVIEDTRYTL 

PLTEGKANVTVLDTQ1RKLRSR 

SLSQIHEAAVRMRSEATDVKST 

LAE1EDWLDKLMQLTEEPQNS 

MPDIIIWMIRGEKRJLAYARJPAH 

QVLYSTSGENASGKYCGKTQTI 

FLKYPQEKNNGPKVPVELRVNI 

WLGLSAVEKKFNSFAEGTFTVF 

AEMYENQALMFGKWG 


9024 


39392 


B 


9083 


1 


339 




9025 


39393 


A 


9084 


2 


1767 


KLYRGKSDENEDPSVVGEFKGS 

FRIYPLPDDPSVPAPPRQFRELP 

DSVPQECTVR I Y I VRGLELQPQ 

DNNGLCDPYIKITLGKKVIE\DR 

DHY1PNTLNPVFGRMYELSCYL 

PQEKDLK1SVYDYDTFTRDEKV 

GET11DLENRFLSRFGSHCG1PEE 

YCVSGVNTWRDSLR\PTQ\LLQ 

NVARFKGFPQP1LSEDGSRIRYG 

GRDYSLDEFEANKILHQHLGAP 

EERLALH1LRTQGLVPE\HV\ET 

RTLHSTFQPN1SQGKT/LQMWG 

GMFFPKSLG\PPGPPF\NITPRKA 

KKYYLRVIIWNTKDVILDEKSIT 

GEEMSDIYVKG\W1PGNEENKQ 

KTDVHYRSLDGEGNFNWRFVF 

PFDYLPAEQLCIVAKKEHFWSI 

DQTEFR1PPR\L1IQIW\DNDKFS\ 

LDDYLG FPRTLTCRHTIHFLQK 

SPGGNCRVWT*FPGPSKAMNPL 

KAKTASLFEQKSMKGWWPCY 

AEKDGARVMAGKVEMTLEILN 

EKEADERPAGKGRDEPNMNPK 

LDLPNRPETSFLWFTNP\CKTM 

K\FIVWRRFKWVIIG\LLFLLILL 

LFVGRAPLTLLPNYFVQWKIVK 

PNVLTKGKGFISRV1QQ 


9026 


39394 


A 


9085 


2 


407 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon For peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9027 


39395 


A 


9086 


15 


759 


SARPSHDYSHYYGTIEYLCYKI 
LGD1IENSRIVLQINNACLAADD 
F*TKYEREQT/LA/RTDLEMQTE 
GLKEELAYLKKNHEGEINALRG 
QVGGQISVEVDSALGADATNIL 
SDMQSQYENRKDAERWFTSCT 
EELNWEVVGHMEQLQMNRSQ 
VTDLRCNLQGLEIELQWQLSM 
KAALEARPGPQLAQIQALISSIE 
AQLGDVRADSERQNQEYQLLM 
D1KLWLEQEL AT Y LSLLEGQEE 
HYNSLSTSKIL 


9028 


39396 


A 


9087 


3 


2026 


AGPWDRMGAMGSLVGGDLGL 

VWGCAGEGFAG1PFSPCALTQC 

EGNQGTRAK WVQTSTRI LK.GQ 

VKQARGAQVTPYSPLWHGKLG 

RAAPTFNAPGRWLLPLLLPPPL 

L*1TTCLLGKRTLQEALSLKLQE 

LRKVCLQEAVRAWP*GYQAGR 

LGGGEELGPLGRPPTARAYPPP 

HPNQAHHSLCPAEV/MQMGVE 

SKRVGRGDRYRGVARR\MALA 

PDLSTEQRRRRRQVQADALRRL 

HELEEQLRDVRARLGLPVLPLP 

QPLPLSTGSVITTQGVCLGMRL 

AQLSQGEHPLVRVGEWTLANG 

RGRAGMGDSYPPNLPPTPTSL* 

PIPFIHPVSGGSPERRTPWKPPPS 

DLYGDLKSRRNSVASPTR*E*A 

PPPLRRSWEWDSKPGLAEGPAS 

DRASLFVARTRRSNSSEALLVD 

RAAGGGAGSPPAPLAPSASGPP 

VCKSSEVLYERPQPTPAFSSRTA 

GPPDPPRAARPSSAAPASRGAP 

RLPPVCGDFLLDYSLDRGLPRS 

GGGTGWGELPPAAEVPGPLSR 

RDGLLTMLPGPPPVYAADSNSP 

LLRTKDPHTRATRTKPCGLPPE 

AAEGPEVHPNPLLWMPPPTRIP 

SAGERSGHKNLALEGLRDWYI 

RNSGLAAGPQRRPVLPSVGPPH 

PPFLHARCYEVGQALYGAPSQ 

APLPHSRSFTAPPVSGRYGGCF 


9029 


39397 


A 


9088 


1 


136 














310 


TFLFIYFFFTETESHSWPRLECS 
GVISAHCNLHLLGSNNSATSAS 
*VAVITGACHHAWLIFVFLVEA 
GFCHVG/RRLVSNS*PQVIRLPW 
PPKVLGLQA 


9031 


39399 


A 


9090 




436 




9032 


39400 


C 


9091 


75 


410 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9033 


39401 


A 


9092 




6691 


MVNTYREVKEGPVILEDVLIEV 
FRTLYSQCKAELDLQTEPPFSK 
DHAQLSSKLRENKKTAEL1KTA 
NLLFNSFEPYYMWDYVARWFE 
ECCRRTLHVRLQIGPGDSNDSS 
ELQLTNFCLLVDFLLDIVSLETY 
IEIQTEHLPQLLLRMISALTSHL 
QTLHLSE LTDSLRLC SKI LSKVQ 
PPLLSASTGGVLQFPSGQNNSV 
KEWEDKKVSSVSHENPTEVFE 
DGENPPSSRSSESGFTEF1QYQA 
DRTDDIDRELS 


9034 


39402 


A 


9093 


293 


687 


PTAKVY1FSIFLTYH1VCCINTSS 
LFGFLQK.NPEEDNSGRTLGWVE 
PGHLL\LTICTVRSMEQLLPFFN 
VLSQVFNSKVTSRCGGHSGSPI 
LYSNAFPNKDMKLENHKPCSS 
KARQK1EEMVEKDFLEGMIKT 


9035 


39403 


A 


9094 




4173 


1PMVVSDFDLPDQQIE1LQSSDS 

GCSQSSAGDNLSYEVDPETVNA 

QEDSQMPKESSPDDDVQQVVF 

DLICKVVSGLEVESASVTSQLEI 

EAMPPKCSDIDPDEETIKIEDDSI 

QQSQNALLSNESSQFLSVSAEG 

GHECVANG1SRNSSSPCISGTTH 

TLHDSSVAS1E I'KSRQRSHSSIQ 

FSFKEKLSEKVSEKETIVKESGK 

QPGAKPKVKLARKKDDDKKKS 

SNEKLKQTSVFFSDGLDLENW 

YSCGEGDIS 


9036 


39404 


A 


9095 


5 


1055 


FDLERVRNLTYMVTRREKIKRS 

VCKVQEQIFNLYTKLLEQERVS 

GVPSSCSSSSLENMLLFNSPSVG 

PDAPKIEDLKW/PFCISSENKWV 

LPWVSFG*KRPIKSRILLQN*PW 

K*RQNPAEAARPVW*KGGDGG 

PRELFGFRKDLCRSTSHISTTEK 

WCGDARPWEKKRQSFSL*SH*R 

RLKGR1F*TESQAS/PGPQMCPR 

GIWTTQELPPPLEWGSQHLGTR 

KE1VPKCNGSLIKVNYNQTAVK 

VPTTPASPVKNWGGFRIPKKGE 

RQQ/PGRGPRWGLPPALRLP1FG 

LRPSSVTKERAKSKLKSDNEND 

GYVPDVEMSDSESEASEKKCIH 

TSSTISRRTDIIRRSILAS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9037 


39405 


A 


9096 


3 


1136 


FDIPFPKIGKLIKSNVPELRGHFP 
LS1TLVLRLMLLASKGDDPEDA 
KAK.VLSVLK.HSLLSFKQPRVM 
DMLKLYFLFSLQFLGGKRAI*IQ 
EG*SYGVCWDLVFTFGIYPWNL 
SNLVFVSFLVNGLFHDLCQPTR 
KGSKHFSQDVMEKLVLVLAHL 
FGRRYFPPKFQDAHFEFYQSKV 
FLDDLPEDFSDALDEYNMKIME 
DFTTFLRJVSKLADMNQEYQLP 
LSKIKFTGKECEDSQLVSHLMS 
CKEGRVAISPFVCLSGNFDDDL 
LRLETPNHVTLGTIGVNRSQAP 
VLLSQKFDMRGRKMSLNAYAL 
DFYKHGSLIGLVQDNRMNEGD 
AYYLLKDFALTIKSISVSL/HVT 
YCENEDDNVVLAFEQLSTTFW 


9038 


39406 


A 


9097 


2 


522 




9039 


39407 


A 


9098 


3 


1080 


FLLPFSHQSKKENSDQLMTLFT 

SFNSLHSAMESFFQATGNSTNL 

ADDGKRRTVVTPVILTKIDGVN 

VDTHH I PVN VTLRRI AHG ADAV 

AARWDFDLLNGQGGWKSDGC 

HILYSDENITT1QCYSLSNYAVL 

MDLTGSELYTQAASLLHPVVY 

TTAIILVLCLLAV1VSYIYHHSLI 

RISLKSWHMLVNLCFHIFLTCV 

V F VG G ITQTRN A SI CQ A VG1 ILH 

YSTLATVLWVGVTARN1YKQG 

H * K S* KMPRIPDEP/RTFNQDQ W 

LRFYPDLVGG YPPSLVLRA* LA 

AANIKELRQSAKPHPY/WLGW 

HGNPPWEAFYGPASFSTFVNC 

MYFLS1FIQLKRHPERKYELKEP 

TGQQQRLACQ 


9040 


39408 


A 


9099 


1 


307 




9041 


39409 


A 


9100 


2 


286 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9042 


39410 


A 


9101 


35 


1211 


EKDLLWEEK.FPDRTTVTELPQT 

SHVSFSEPDIPSSKSTELPVDWSI 

KTRLLFTSSQPFTWADHLKAQE 

EAQGLVQHCRATEVTLPKS1QD 

PKLSSELRCTFQQSL1YWLHPAL 

SWLPLFPRIGADRKMAGKTSP 

WSNDATLQHVLMSDWAVSFTS 

LYNLLKAKNFSPYFYVCTYQFT 

VLFRAAGLAGSDLITAL1SPTTR 

GLREAMRNEGIEFSLPLIKESGH 

KKETASGTSLGYGEYVIKITL/S 

SSTDLWTHEIDLHRNSL*NRDS 

NCSNF/LREQAISDEDEEESFSW 

LEEMGVQDKIKKPDILSIKLRKE 

KHEVQMDHRPESVVLVKGINT 

FTLLNFLINSKSLVATSGPQAGL 

PPTLLSPVAFRGATMQMLKARS 

VNVKTQALSG1QRP1 


9043 


39411 


C 


9102 


48 


464 




9044 


39412 


A 


9103 




140 


MNRLKKEWMLEH1VENNSGM 
ESQD1KGHFHAADKDLLEMGY 
LQKRGLIGLTVLHGWGGLTIM 
AEG*KRSGCLSTLWKITPAWNL 
KTLK.A1FMLL1KTYLKWA1YK.R 


9045 


39413 


B 


9104 


1289 


2767 




9046 


39414 


A 


9105 


3 


1278 


INNTNTFRVLPHPSFVYTAKFHP 

AVRELVVTGCYDSMIRIWKVE 

MRJEDS A I LVRQFDVHKSFINSL 

CFDTEGHHMYSGDCTGVIVVW 

NTYVKINDLEHSVHHWTINKE1 

KETEFKGIPISYLEIHPNGKRLLI 

HTKDSTLRJMDLRILVARKFVG 

AANYPGEDS*YFDAVH/GGTFLF 

AGSEDG1VYVWNPETGEQVAM 

YSDLPFKSP1RDISYHPFENMVA 

FCAFGQNEPILLYIYDFHVAQQ 

EAEMFKRYNGTFPLPGIHQSQD 

ALCTCPKLPHQGSFQIDEFVHT 

ESSSTKMQLVNQRLETVTEVIR 

SCAAKVNKNLSFTWPPAVSSQ 

QSKLKQSNMLTAQEILHQFGFT 

QTGI I SIERKPCNHQVDTAPTV V 

ALYDYTANRSDELTIHRGD1 1 RV 

FFKDNEDWWYGQHRERGQEG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9047 


39415 


A 


9106 




1249 


MAVLIFLGCLLGGIAIGLP1AWA 

LLLCGAALMFWLDMFDVQ1MA 

QTLVNGADSFSLLAIPFFVLAGE 

IMNAGGLSKR1VDLPMKLVGH 

KPGGLGYVGVLAAMIMASLSG 

SAVADTAAVAALLVPMMRSA 

NYPVNRAAGL1ASGG1IAPI1PPSI 

PF1IFGVSSGLSISKLFMAGIAPG 

MMMGATLTLGKRARFTEDDTR 

ERDA1SV1NHQRNAVLIRQRVK 

LQQLFVIRVLAMR1FVYGSLRH 

KQGNSHWMTNAQLLGDFSIDN 

YQLYSLGHYPGAVPGNGTVHG 

EVYRIDNATLAELDALRTRGGE 

YARQL1QTPYGSAWMYVYQRP 

VDGLKLIESGDWRVLRWLRVH 

SIDVPDPIFGLTVTGDRTDRAG 

KTSPAQAGCKLFLTNPLGIGVL 

TTAEKKSLLKPEHQGLATEVM 

CRMNIAGASFANIEGVKAMTD 

VTGFGLLGHLSEMCQGAGVQA 

RVDYEAIPKLPGVEEYIKLGAV 

PGGTERNFASYGHLWLR*LAL 

AP/LEVVEANGSL*CSGERGCL 

YGQTTTIQLNFRPAFCPEHAIAG 

QKVA1LRLNMQ1D1K.RVSSRTH 

GNHFTNFKFTVQHYRSCLT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9048 


39416 


A 


9107 


162 


2106 


KMSKLKIAVSDSCPDCFTTQRE 

C1YINESRNIDVAAIVLSLNDVT 

CGKLDE1DATGYGIPVFIATENQ 

ERVPAEYLPR1SGVFENCESRRE 

FYGRQLETAASHYETQLRPPFF 

RALVDYVNQGNSAFDCPGHQG 

GEFFRRHPAGNQFVEYFGAVPC 

RL V 1 PAL K.K.QRKLSDLETA I V V 

VDRFSGEV RAM VGGSEPQF AG 

YNRAMQARRSIGSLAKPATYLT 

ALSQPKIYRLNTWIADAPIALR 

QPNGQ\ESVRVMLVDALTRSM 

NVPTVNLGMALGLPAVTETWI 

KLGVPVKDQLHPVPAMLLGALN 

LTPIEVAQAFQTIASGGNRA\PL 

SALR*TIAEHGKELYQSFPQAER 

AVPAQAAYLTLWTMQ\QVVQR 

GTGRKLGAKYPNLHLAGKTGT 

TNNNVDTWFAGIDGSTVTITW 

VGRDNNQPTKLYGASGAMSIY 

QRYLANQTPTPLNLVPPEDIAD 

MGVDYDGNFVCSGGMR1LPV 

WTSDPQSLCQQSEMQQQPSGN 

PFDQSSQPQQQPQQQPAQQEQ 

KDSDGVAGWITDMFGSNEHLS 

GYELDSYPLSSARRRARFTEDD 

TRERDAISV1NHQRNAVL1RQR 

VKLQQLFVSNHIACWIRRPGDA 

NHPGFFANMQMLK1DVVFKLA 

FRQQFNIRTRRDKQ1FFQSGVT 


9049 


39417 


A 


9108 


1 


66 




9050 


39418 


C 


9109 


79 


150 




9051 


39419 


A 


9110 


2 


475 


GRGRWGAPRLRGAL*DP*GHF 
LGQQPRPQLHSPAPDR\PAPTPT 
DAEGL/PPAAAA AAAG ATA RVP 
GSRGG*GQAAEELHEAGEAQA 
CRGGTEDEEHG**HLCHGRAS* 
CPGVSGSTGSPHPSPSMAPDDT 
SGLLEFVGVPLQTLFAWVSPAE 
AAEQQRL 


9052 




A 


91 1 1 


171 


462 


PTSMGHLYSFPGN* SHAH YHPI 
KT*SPLPHSTPISNPSA\PLKGLK 
PVITRLLQHGLLKPINSPYHSPIL 
PVLKPDKAYKLVQNLRLINQ1V 
LPIHSM 


9053 


39421 


A 


9112 


1 


573 




9054 


39422 


C 


9113 


100 


297 




9055 


39423 


A 


9114 


1 


1401 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9056 


39424 


A 


9115 


24 


482 


VGSGDLPWEGNPLSSCSLLHEK 
DPPTTSGPQT/GP/GPRN1 SPILNR 
AAPRQAQLGPNSSSASAPPPYN 
PF1TSPPHTWSALQFRFVTSPPPP 
AQQLTLK.K.VAGAKGTVKEHFC 
HDLPASSMQSNYPVHDSGHLT 
TGPSLFKPTLNIEYSTGHAP 


9057 


39425 


A 


9116 


1 


489 




9058 


39426 


A 


9117 


1 


642 




9059 


39427 


A 


9118 


237 


748 


ETNPLSSCSLLRDKDPPTTSSPQ 
THQPKKH\PPI SNPAAPHQAELG 
PNPSSASAPPPYNLFITSPPHTW 
SGLPFRSVTSPPPPAQQFTLKKV 
AGAKGTVKTITDIELQVTLTVE 
ARLRPGE1NSHVAHTKPVWWS 
LHTDTCD1 WCRRPGTGGLLQET 
SPLSSPSLCEEIHL 


9060 


39428 


A 


9119 


63 


255 


WVSGSVQVKVERGWDEGCKGI 
VKKACLTYTNR1MHCVGRY*A 
*ESIWVWHHGVNRQNNLVDKA 


9061 


39429 


A 


9120 


24 


389 


SDVKANLSTGGPVGCGGDTL/P 
VAEKPSDAVFAPGV*APSAGG 
AG PA\PSPGLEPSG APPPP/ALPP 
RAVLDSGLAPGRPLPLASSNP/P 
PAGRRLLLCTSPGRRGGAAGSG 
PRCPESKSIPLRCL 


9062 


39430 


A 


9121 


704 


867 


CVKECLDVRHLRPFAYFTTR1I* 
ILQDGKIQSA1F/CV1WNYCRVCI 
GVKRHSRRK 


9063 


39431 


A 


9122 


1 


7068 




9064 


39432 


A 


9123 


2 


165 


LLKRELNFDFYKISTTKERHLQ 
QS* PK.DSYVPSLLASQTPN APFL 
APQRRLCLA 


9065 


39433 


A 


9124 




148 


1RHSVNLLRAG/RIFVFEPPPGLK 
ANTQRTFESGMKHVRIIYMMEF 
HVFM 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9066 


39434 


A 


9125 


1 


2340 


QFGIWLDSSSPEQTVPYLWSEE 

TPATPIGQAIHRLLUQAFRPDR 

LLAMAHMFVSTNLGESXFMS1M 

EQPLDLTHIVGTEVKPNTPVLM 

CSVPGYDASGHVEDLAAEQNT 

QITSIA1GSAEGFNQADKAINTA 

VKSGRWVMLKNVHLAPGWLM 

QLE KKLH SLQPH ACFRLFLTME 

1NPK\VPV\NLLRAGRIFVFEP\PP 

GWKANMLRTFSSIPVSRICKSP 

NERARLYFLLAWFHAIIQERLR 

YAPLGWSKKYEFGESDLRSAC 

DTVDTWLDDTAKASGRQNISP 

DKIPWSALKTLMAQSIYGGRV 

DNEFDQRLLNTFLERLFTTRSF 

DSEFKLACKVDGHKDIQMPDGI 

RREEFVQWVELLPDTQTPSWL 

GLPNNAERVLLTTQGVDMISK 

MLKMQMLEDEDDLAYAETEK 

KTRTDSTSDGRPA WM RTLHTT 

ASNWLHLIPQTLSHLKRTVENI 

KDPLFRFFEREVKMGAKLLQD 

VRQDLADVVQVCEGKKKQTN 

YLRTLI\NELVKGILP\RSWSHYT 

VPAG\MTVIQWGVPISARRI\KQ 

LQNISLAAASGGAKELKNIHVC 

LGGLFVPEAY1TATRQYVAQAN 

SWSLEELCLEVNVTTSQGATLD 

ACSFGVTGLKLQGATCNNNKL 

SLSNAI STALSLTQLR W V KQTN 

TEKK.ASVVTLPVYLNFTRADLI 

FTVDFE1ATKEDPRSFYERGGG 


9067 


39435 


A 


9126 


3 


6375 


HKVAAPDVVVPTLDTVRHEAL 

LYTWLAEHKPLVLCGPPGSGK 

TMTLFSALRALPDMEVVGLNFS 

SATTPELLLKTFDHYCEYRRTP 

NGVVLAPVQLGKWLVLFCDEI 

NLPDMDKYGTQRVISFIRQMVE 

HGGFYRTSDQTWVKLERJQFV 

GACNPPTDPGRKPLSHRFLRHV 

PVVYVDYPGPASLTQIYGTFNR 

AMLRLIPSLRTYAEPLTAAMVE 

FYTMSQERFTQDTQPHYIYSPR 

EMTRWVRGIFEALRPLE 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9068 


39436 


A 


9127 




617 


SWFQPPSGPPWPGAVPPPPPLAR 
VNPGV\PSLTTSLMDVEP*AQV 
ELPSHPRVPSPAPGPAP*VLEPP 
RSLLTSVVGPQGPSWAGGGMA 
VRQALEEAACRDPCIAISSWAG 
GDRPLWWLDGLLLRRVYPDSC 
PPCPSRIPAIFGASLQGSINP1LQ 
MRKLFPHDMDLL*GQDPFSCR 
RPESWNRDVGWLALGVFCLVP 
FSLVGSLN 


9069 


39437 


A 


9128 


1 


702 




9070 


39438 


A 


9129 


1 


1317 




9071 


39439 


A 


9130 


1 


2641 


MGLKARRAAGAAGGGGDGGG 

GGGGAANPAGGDAAAAGDEE 

RKVGLAPGDVEQVTLALGAGA 

DKDGTLLLEGGGRDEGQRRTP 

QGIGLLAKTPLSRPVKRNNAKY 

RRJQTLIYDALERPRGWALLYH\ 

ALVFLIVLG\CLILAVL\TTFKEY 

ETVSGDWLLLLETFAIFIFGAEF 

ALRJWAAGCCCRYKGWRGRLK 

FARKPLCMLDIFVLIASVPVVA 

VGNQGNVLATSLRSLRFLQILR 

MLRDGPGEGGTWKLLG\SAICA 

HSKELITAWYIGFLTLILSSFLV 

YLVEKDVPEVDAQGEEMKEEF 

ETYADALWWGLITLATIGYGD 

KTPKTWEGRLJAATFSLIGVSFF 

ALPAG1LGSGLALKVQEQHRQK 

HFEKRRKPAAELIQAAWRYYA 

TNPNR1DLVATWRFYESVVSFP 

FFRKEQLEAASSQKLGLLDRVR 

LSNPRGSNTKGKLFTPLNVDAI 

EESPSKEPKPVGLNNKERFRTA 

FRMKAYAFWQSSEDAGTGDP 

MAEDRGYGNDFPIEDMIPTLKA 

AIRAVRILQFRLYKKKFKETLRP 

YDVKDV1EQYSAGHLDMLSRIK 

YLQTRIDM1FTPG\PPSTPKHKE 

VFRKGQHFTFPSQQSSRGLNHM 

*ARPST\SEI\EDQRH*WGKFVKS 

LKGQV\QGLGRKLDFLVDMHM 

QHMERLQVQVTEYYPTKGTSS 

PAEAEKKEDNRYSDLKTIICNY 


9072 


39440 


A 


9131 


353 


477 


QNEILPQISKSNNE1*SRSPH*ITR 
NLNNSNKMAHKMKFAN 


9073 


39441 


C 


9132 


170 


310 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9074 


39442 


A 


9133 


1 


859 


MSCGRPPPDVDGMITLKAADNL 
TYRTSPDSLRRVFEKYGRVGDV 
YIPREPHTKAPRGFAFVRFHDR 
RDAQDAEA\AMDGAE*EGRAL 
RJ\QVARYGRRDLPRSRQG/PTP 
RGRSRGGGYGRRSRSYGRRSRS 
PRRRVHRNRFFCPSCSRSRRRGR 
YRGSRYSRSPYSRSPYSRSRYSR 
SPYSRSRYRESRYGGSHYSSSG 
YSNSRYSRYHSSRSHSKPGSSTS 
SRSASTSKSSSARRSKSFSVSVRS 
RSR\SRSSSMTRSPP\GVSKRKSK 
SR\SRSKRPPKSPEEEGQMSS 


9075 


39443 


A 


9134 


161 


332 


SCLNQLN/YLEMWKLFRKAQE 
DHTLGRD1SYVAEVRPGEAGGR 
AHTGDSLLTMNPSFL 


9076 


39444 


A 


9135 


1 123 


1489 


LQT1LQGHSNQNSMVLVPKQR 
YRSMEQNRALRNNVTYLQLSD 
L*QA*EKQAMGK.GFPIS*MVLG 
KLASHM*KAESGSLPYTLYKN* 
FKM D * RLKH * T* N H KN PRRKPR 
HYHSGHRHGQGLHV 


9077 


39445 


A 


9136 


277 


367 




9078 


39446 


B 


9137 


1 


1136 




9079 


39447 


A 


9138 




1168 




9080 


39448 


A 


9139 


1 


1460 


ERGLETNSCSEEELSSPGRGGG 

GGGRLLLQPPGPELPPVPFPLQD 

LVPLGRLSRGEQQQQQQQQPPP 

PPPPPGPLRPLAGPSRKGSFKIRL 

SRLFRTKSCNGGSGGGDGTGK 

RPSGELAASAASLTDMGGSAG 

RELDAGRKPKLTRTQSAFSPVS 

FSPLFTGETVSLVDVDISQRGLT 

SPHPPTPPPPPRRSLSLLDDISGT 

LPTSVLVAPMGSSLQSFPLPPPP 

PPHAPDAFPRIAPIRAAESLHSQ 

PPQHLQCPLYRPDSSSFAASLRE 

LEKCG WY WG PNTN WE D AEMK 

LKGKPDGSFLVRDSSDPRY1LSL 

SFRSQGITHHTRMEHYRGTFSL 

WCHPKFEDRCQSVVEFIKRAIM 

HSKNGKFLYFLRSRVPELPPNS 

CQ\LIYPMSRFSIYESFQHLAICF 

RIRQLVRIDH1PDLPL\PKPLISYI 

RKFYYYDPQEEVYLSLKEA\QS 

VSKQK.QEVEPST*RGAPCWSPP 

RAFGCQAPALKNQIKLP 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hot) 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9081 


39449 


A 


9140 


2 


418 


KSPSKYLCYTFI1STAALVLLIM 
LPHESMPVYLGMACTLGFGAIV 
FTQRAV\FFAPIGEAKIAENKTG 
AAMALGSFIGYAPAMFCFSLYG 
YILDLNPGIIGYKIVFGIMACFA 
FSGAVVSVMLVKRISQRKKEM 
LAAEA 


9082 


39450 


A 


9141 


26 


180 


KPAHQCQVFFCPVVSAHQGEV 
LPYKSGVTSIESFVTIICKVIRR* 
LLSFLA 


9083 


39451 


A 


9142 


299 


921 


FGTAALVL*IVLPPEISPSH*GM 
ACTLGLGAIVLTQRAV/FFAPIG 
EAK1AENKTGAAMALGSFIGYA 
PAMFCFSLYGYILDLNPGIIGYK 
IVFG1MACFAFSGAVVSVMLVK 
RJSQRR1RRLRR1RQFHIRRNTSS 
RYGSGFARGGRKATRGISSQEL 
GQGLSGEEQDGASGGVTAGDI 
ATGDYFLLTPHLQICTGAKGGL 
GCVVEGR 


9084 


39452 


A 


9143 


1 


752 


MSELPFAIASKRKEYVG1QLPR 

YTIQKLEENLNVVLFDRSGHRT 

KFTNVGRMLLERGRVLLQAAD 

KLTTDAEALARGWETHLTIVTE 

ALVPTPAFFPL1DKLAAKANTQ 

LAIIT*VLAGAWERLEQGRADI 

VI APDMH FRSSSE1NSRKL YTL 

MNVYVAAPDHP1HQEPEPLSEV 

TRVKYRGIAVADTARERPVLTV 

QLLDKQPRLTVSTIEDKRQALL 

AGLGVATMPYPMVEKD1AEGR 

LRVVSPESTS 


9085 


39453 


A 


9144 


389 


760 


SWR1DVHPV*YTTRLFPFVLPY 

MQKGTSIRTSSRQLLDKQPRLT 

V/STIEDKRQALLAGLGVA/TMP 

YPMVEKDIAEGRLR/VVSPESTS 

EID1IMAWRVTKRTPKN*WTM 

MPENIGEYTKTTHILG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9086 


39454 


A 


9145 




941 


MTAMERSRILRRAVDILRERND 

ELAKLETLDTGK.AYSETSTVD1 

VTGADVLEYYAGLIPALEGSQI 

PLRETSFVYTRREPLGVVAGIG 

AWNYP1Q1ALWKSAPALAAGN 

AMIFKPSEVTPLTALKLAEIYSE 

AGLPDGVFNVLPGVGAETGQY 

LTEHPGIAKVSFTGGVASGKKV 

MANSAASSLKEVTMELGGKSP 

LIVFDDADLDLAADIAMMANF 

FSSGQAKR/NGARVLCGGDGVR 

ARDRPNLRRENLRGKYHS*QR 

HRRPDAC*YRPRL*RCGGRYAD 

D*VQAGAGSDGL*ATGHGGRR 

EC*PYVTGEAG 


9087 


39455 


A 


9146 




504 


DQQQNRQR\LIDCFPHAQWAKE 
VDVSDKEARCGVRCATRDHLP 
MVCNVPDYEATLVEYASSAEH 
KDDAVSAPVFDDLFIL\GSRGLC 
SGPLCAEI LAT*1 SNDEPMPM DA 
SMLVAALIPNRLWVRKLLKGKA 
VKAGA VHFRRSI I YFHPQQANA 
LDFPSTHIIKYCTMLL 


9088 


39456 


A 


9147 


197 


353 


YGFRWPD*AHPA1N*ASAASISF 
LRWLIRLTS1TETTAPLNAKQAI 
MPNT1L 


9089 


39457 


C 


9148 


1 


1263 




9090 


39458 


A 


9149 


3 


726 


GAKNAREAIYHIEGDPDHP\EN 

RLRYPEYRAPGSDKWQR1SWEE 

AFSR1AKLMKADRDANFIEKNE 

QGVTVNRWLSTVNKKKISLRT 

VGAALVLQVV1GGIMLWLPPG 

RWVAEKVAFGVHKVMAYSDA 

GSAF1FGSLVGPKMDTLFDGAG 

FIFGFRVLPAIIFVTALVSILYYI 

GVMGIL1RILGGIFQKALNISKIE 

SFVAVTTI FLGQNEIPAIVKPFI D 

RLNRNELFTAICSGMASIDG 


9091 


39459 


B 


9150 


1 


1662 










9151 


] 


2658 




9093 


i^i — 


c 


9152 


1 


2526 




9094 


39462 


A 


9153 


422 


585 


PYRLKQ1MIAGA*PIKLPNAIAAP 
VLFSA1FASTIGAKILLAVLRLSR 
PHPSVHA 


9095 


39463 


A 


9154 


1275 


1485 




9096 


39464 


A 


9155 


1 


439 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide . 
location or first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9097 


39465 


A 


9156 


1049 


2195 


NMPK.ASSCRFSTATTYLRDRSC 

K*PWAGS* KKNSWR*CRRRTTS 

SHRTRLNATWGVSVKRRTKAR 

CSMVCASRGS/SNARGLELVKE 

GRAQACVSAGNTGALMGLAK 

LLLKPLEGQNHRMLLRWEAKL 

AALVRLQENTAQPVPFAPNNA 

RPLTLEDDRLSCTVRGYNFA1TF 

SKMSGKPTSWQLVASALATKI 

AHEVNPQNQVGCMLAGGNFYP 

YSCKPEDVWAALEKDRENLFFI 

DVQARGTYPAYSARVFREKGV 

TFNKAPGDDEILKNTVDFVSFSY 

YASRCASAEMNANNSSAANVV 

KSLRNPYLQVSDWGWGIDPLG 

LR1TMNMMYDRYQKPLFLVEN 

GLGA KDEFAANGE1NDDYRISY 

LREHIRCNGRSDCRQAFR 


9098 


39466 


B 


9157 


482 


542 




9099 


39467 


A 


9158 


115 


1662 


TPYPDA 1TTHDI VDTYPVQGG A 

VRVLVFSAWSLRVVSSVLFSLV 

WGFVSFCRRFVPCRVCVLLCCL 

FWCFVFGVWLPRRHMSNHAAI 

GVGEQQCQRGN1NGAPETFAS 

MANTGT*QW/QRISWEEAFSRI 

AK.LMKADRDANF1EKNEQGVT 

VNRWLSTASLAPTFGRGAMTN 

HWVD1KNANVVMVMGGNAAE 

AHPVGFRWAMEAKNNNDATLI 

VVDPRFTRTASVADIYAPIRSGT 

DITFLSGVLRYL1ENNKINAEYV 

KHYTNASLLVRDDFAFEDGLFS 

GYDAEKRQYDKSSWNYQLDE 

NGYAKRDETLTHPRCVWNLLK 

EHVSRYTPDVV\ENICGTPKADF 

LK\APDRT\TTFLYALGWTQHT 

VGAQNIRTMAMIQLLLGNMGM 

AGGGVNALRGHSNIQGLTDLG 

LLSTSLPGYLTLPSEKQVDLQS 

YLEANTPKATLADQVNYWSNY 

PKFFVSLMKSFYGDAAQKENN 

WG Y D WL PK WDQT YD V I K YFN 

MMDEG KVTG Y FCQGFNPV ASF 

PDKNKVVSCLSKLKYMVVIDP 

LVTETSTFWQNHEAAVSGGKR 

PGRKRLNLLPMARLTTTIASAT 

YAN1SAQWAKRLQTAFR 


9100 


39468 


A 


9159 


1 


2235 




9101 


39469 


A 


9160 


1 


1821 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9102 


39470 


A 


9161 


14 


1785 


FDQVEERVSVIEDQMNEMKRE 
EKFREKRVIRNEQSLQEIWDYV 
KRLNLHLIGVPESDWENGTKLE 
NTLQDIIQENFPNLARQAN1QIQ 
EIQRMPQRYS SRRTTPRH 1 1 LN A 
HKRK*ERYKIDTLTSQLKELEK 
QEQTYSKASRRREITKIRAELKE 
IETQKTLQKINESRSCFEKINKID 
RLLARLIKKKREKNQTDVIKND 
KGDITTDPTEIQTTIREYYKHLY 
TNKLENLEEMDKFLDTYTLPRJL 
NQEEVESLNRP1TGSEIEA1INSL 
PTKKSTGPDRFTAEFYQRYKEE 
LVPFLLKLFQSIEKEGILLNSFYE 
A STILI PK A G RDTTKK ENFRP1 S L 
MN1DAKILNKILANRIQQHIKKL 
IHYNQVSF1PGIQGWFNICKSIN 
VIQHINRTKDKNHT1ISIDAEKA 
FDKIQQPFMLKTLNKLGIDGTY 
LKIMTA1YDKPTASTILNGQKLE 
AFPLKTGTRQCCPLSPLLFNIVL 
EVLARA1RQEKEIKGIQLGKEEV 
KLSLFADDMIVYLENPIVSAQT 
LLKLISNFSK1SGYKINVQKSQV 
FPYTNNRQTESQIMSELLFT1AS 
KRIKYVGIQL 1 RDVKDLFKEN 


9103 


39471 


B 


9162 


1 


2025 




9104 


39472 


B 


9163 


67 


3156 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9105 


39473 


A 


9164 


1 


2019 


MDTIKNDKGDITTDPTEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPVRG 

SEIEAIINSLPT/KKSPGPDEFTAE 

FYQRK\AFDKIQQAFTLKTLNK 

LVIDGTYRKIIRAICDKPT ANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFN1VLEVLDRAIRQEKEITCIQ 

LGKEEVKLSLFADDMIVYLENP 

IISAQNLLKLISNFSKVSGYKIN 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKKIKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTNKWEN 

IPCSWVGRINIMKMAILPKVIYR 

FNAIPIKLPVAFFTELEKTTLKF1 

WDQKRAYIAKSILSQKNKAGVI 

MLPDFKLYYKATVTKTAWYW 

YQNRDI DQWNRTEPSEIM LHIY 

NYLIFDKPDKDEQWGKDSLFN 

KWCWENWLDIWRKLKLDPFLT 

PYTKINSRWIKDLNVRPKTIKTL 

EENLGNTILD1GMGKDFMSKTP 

KAMATKAK1DNWDLIKLKSFC 

TAKETTIRVNRQPTKWEKIFTT 

YSSDKGLISR1YKELKQIYKKKT 

NNPMNKWAKDMNRHFSKEDI 

YAAKRHMKKCSSSLAIREMQIK 

TTMRYHLTPVRMVIIKKSGNNR 

PPLSKEQPPIFRLSIILATTRDGN 

PAAVENVLHIKATLSFQQTHKA 

FYFQPS 


9106 


39474 


A 


9165 


1 


3477 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in (JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9107 


39475 


A 


9166 


1 


2460 


MGDFNIPLSTSDRSTRQKVNKD 

TQELNSALHQADL1D1YRTLHP 

K.STEYTFFSAPHHTYSKIDHIVG 

SKALLSKCRRTE11TNCLSDHSA 

IKLEIRIKKLTQNCSTTWK.LNNL 

LLNDYWVNNEMKAEIKMFFEI 

NEDKDTTYQNRWDTFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TEIRAELKE1ETQKTLQKMNES 

RSWFFEKINNIDRLLARLIKKKR 

EKNQIDA1KNHKGDITTNPTEIQ 

TTIREYDKHLYANKLENLEETD 

KFLDTYILPRLNQEQVESLNRPI 

TGAEIEAI1NSLRTKKSPG\PGGF 

TAEFYQRYKEE/HVLEVLARAI 

RQEKEIKG1QLGKEEVKLSLFA 

DDMTVYLENPTVSAQNLLKLIS 

NFSKVSGYK1NVQNPQAFLYTN 

NRQTESQIMSELPFTIASKRIKY 

LGIQLTRDMKELFKENYKPLLS 

EJKEDINKWKNIPCSWVGRIWV 

KMAILPKVIYRFNAIPIKLPMTF 

FTELEKTTFKFIWNQKRARIAK 

S1LSQKNKAGGITLADFKLYYK 

ATVTKTAWYWYQDRHIDQWN 

RTESSE1MPHIYNYLIFDKPDKN 

KKWGKDSLFNKWCWENWLAI 

CRKLKLDPFLTPYTKINSRWIK 

DLNVRPKTIKTLEENLGITIQDT 

GMGKDFMSETPKAMATKDKID 

KWDLIKLKSFCTAKETT1RVNR 


9108 


39476 


A 


9167 


1 


1389 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9109 


39477 


A 


9168 


1 


1659 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADL1DIYRSLH 
AKSTEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRTE11TNYLSDHS 
AIKLELRIKNLTQNRSTTWKLN 
NLLLNDYWIHDEMKAEIKMFF 
ETNENKDTTYQNLWDAFKATA 
SKTNKEKEKNQIDTIKNDKGD1 
TTDPTEIQTTIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESLNRPITGAEIVAI1NSLPTK. 
KSPGPDGFTAEFYQRYKEELHI 
NRAKDKNHMIISIDAEKAFDKI 
QQPFMLKTLNKLGIDGTYFKIIR 
AIYDKPTANIILNGQKLEAFPLK 
TGTRQGCPLSPLLFNIVLEVLAR 
A1RQEKE1K.GIQLGKEEVKLSLF 
ADDMTVYLENPIVSAQNLLKLI 
SNFSKVSGYKINVQKSQAFLYT 
NNRQTESQ1MSELPFTIASKRIK 
YLG1QLTRDVKDLFKENYKPLL 
KEIKEDTNKWKNIPCSWVGRIN 
I MKJvl AI LPKVI YRFN A IPI K.LPM 
TFFTELEKTTLKF1WNQK\RARI 
AK.AILSQKNEAGGITLP 


9110 


39478 


B 


9169 


1 


1716 




9111 


39479 


B 


9170 


1 


3171 




9112 


39480 


A 


9171 


1 


2952 


MLLNQGRKLPRVFAEETLKFK 
GTSNKPQTLEQ1STSIIAQKEAT 
VMVPGSNQEIPSGAYAIRALGF 
KHKTGRLFEQTLNYLQEFLFTP 
QWHLECQQERTVHSPGKAAEA 
REPSV1DRHLIQESSNWHLVGA 
ALGQSFQRKEQAAIFAVLQPLL 
V1PRQTGSGVDLQKTPTDLQQR 
GLIVRRKTNKQKGIVHNSTTRE 
QNWTENEFDKLTEGGFKRWVI 
TNSSELKEHVLTQCKEDKNLEK 
SAIKLELRIKNLIQN 


9113 


39481 


B 


9172 


1 


2406 




9114 


39482 


A 


9173 




2307 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


9115 


39483 


A 


9174 


3 


2776 


QRDLDSHTL1MGDFNTPLSILDR 
STRQKVNKDTQELNSALHQAD 
LI DI YRTLHPKSTE YTFFSA PHH 
TYSK1DHILGSKALLSKCKRTEI1 
TNCLSDHSAIKLELRIKTLTQSH 
STTWKLN1MLLLNDYWVHNEM 
KAEIKMFFETNENKDTTYQNL 
WD A FKA VCRG KFIALN A H K.RK 
QERSKI DTLTSQL K.EL EKQ EQT 
HSKASRRQEITKIRAELKEIETQ 
KTLQKINESRSWFFERJNKI DRP 
LARLIKKKREK 


9116 


39484 


B 


9175 


133 


3213 




9117 


39485 


A 


9176 


284 


1689 


QNFGNFKDLL*RSLW*REKSWI 

CML*ARNTASRQQRNKAGQR 

MTLMS*EKKASDDQTSPS*R/Q 

E VRTH RKE AKNL VKRLDK. WLN 

RITSVEKSLNDLMELKTM/R TR 

TTT**MHKLQ*PI*SFGRKEIQTT 

IREVKHLYANKLENLEEMDKFL 

ETYTLPRLNQEEVESLNRPITGS 

E1EAIINSLPTKNSPGPDRFTAKF 

YQMYKEELVPFFLKLFQSIEQE 

GILPNSFYEASI1L1 PKPGRDPTK 

KENFRPISLMNIDAKIFNK1LAN 

Q1QQH1KKLIHHDQMGF1PGMQ 

DWFNIRKSINVIQHINRTKDKN 

HTIISIDAEKAFDK1QQCFMLKT 

LNKLG1DGTYVKIIRA1YDKPTA 

NI1LDGQKLEAFPLKTSTIQGCP 

LSPLLFN1VLEVLARAVRQEKE1 

KG1QSGKEEVKLSLFADDMTV 

YLENP1ISAQNLLKLKSNFSKVS 

GYK1NVQKSQAFLYTNNREPN 


9118 


39486 


A 


9177 


1 


1515 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


91 19 


39487 


A 


9178 




1601 


ESRS*FFEKINKIiT>/RLLARLIKK 
KREKNQIDAIKNDKGDITTDPT 
EIQTTIREYYKHLYTNKLENLEE 
MDKFLNTYTLPRLNQEEVESLN 
RLITGSEIEAIINSLPTKKSPGLD 
TFTAEFYQRYKEELVPFLLKLF 
QSIEKEG I LPNSF YE A II I LIQKPG 
RDTTKKENFRPISLMSINAKILN 
KILANRIQQHIKKLIHHDQVGSI 
PGMKGWFNICKSINVMQHINRT 
KYKNHMUSIDEEKAFQKIQKRF 
MLKTLNKLSIDGTYLKIIRAIYD 
KPTANIILNGQKLEAFPLK\NGT 
RQGCPLSPVLFNIVLEVLARAI/ 
RLISCFSKVSGYKINVQKSQAFL 
Y TNNRQTESQI M SELPFTIASKR 
1KYLG1QLTRDVKDLFKENYKP 
LFNEIKEDTNKWKSIPCSRVGRI 
N1VKTAILPKVIYRFNAIPIKLPM 
TFFTELEKTTLKFIWNQKRACIV 
KTILSKKNKAGGITLPDFKRYY 
KATVTKTA/WSFHELGKTQLA T 
RTTV STFQQI PG I * VQLRFDFSR 
DITLLSLLCR 


9120 


39488 


B 


9179 




2034 




9121 


39489 


B 


9180 




2088 




9122 


39490 


A 


9181 


1 


1870 


M KA El KM FFETN EN KDTT YQN 
LWDTFKAVCRGKFIALNAHKR 
KQERSKIDTLTSPLKELEKQEQT 
HSKASRRQEITKIRAELKEIETQ 
KTLQKINESRSWIFESINKIDRPL 
ARLIKKKREKNQIDAIKNDKGD 
I1TDPTEIQTT1REYYKHLYANK 
LENLEEMDKFLDTYTLPRLNKE 
EVESLNRPITGAEIVAIINSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQSIEKDGILPNSFYEASI 
ILIPKP 


9123 


39491 


A 


9182 


1 


1410 




9124 


39492 


A 


9183 


1 


3996 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 
*=Stnp codon, /=possible nucleotide 


9125 


39493 


A 


9184 


281 


3030 


KPRLENYMKNAEASRADAINW 

KKGY/LVMEDKMNEMKREGKF 

REKRIKRNKQSLQEIWDYVKRP 

NLRLISVPESDRENGTKLENTL 

QDIIQENFPNLARQAN1QIQEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKEIQTNIREY 

Y 1CHR Y ANKLEN L EEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSEI 

V A I IN SLPTKKSPGPDGFTA E Y Y 

QRYKEELVPFLLKLFQSIEKEGI 

LPNSFYEAS11 


9126 


39494 


A 


9185 


1 


2250 




9127 


39495 


A 


9186 


248 


2385 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CDIDLTAARRAWLGCLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQS1/EKEGILPNLFDEASHLI 

PKRGRDTTKKENFRPISLMNID 

AKILNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFNlCKSTNVI 

QHINRTKDKNHMIISIDAEKAF 

DK1QQPFM LKTLNK.LGIDGTYL 

K.HRAIYDKPTANI1LNGQKLEAF 

PLKTGTRQGCPLSPLLFN1VLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENP1VSAQNLL 

KLISNFSKVSAYK1NVQKSQAF 

LYTNNRQTESQIMSVFPFTIASK 

RJKYLGIQLARNAKDLFKENYK 

PLLNEIKEDTKKWKNIPCSWVG 

R1NIVKMAILPKVIYRFNAIPIKL 

PMTFFTELEKTTLKFIWNQKRA 

RIAKS1LSQKNKAGGITLPDFKL 

HYKITVTKTAWYWYQNRDIDQ 

WNRTEPSE1TPHIYNYL1FDKPE 

KNKQWGK.DSLFNKWCWENWL 

AICRKLICLDPFLTPYTKIHPRWI 

KDLNVRPKTIKTLEENLGNTIQ 

DIGMGKDFMSKTPKAMAAKA 

Kl DKWDLIQLKSFCTAKETTI RV 

NRQPTKWEKIFATYSSDKGLIS 

RIYKELKQIYKKKVTNNPIKKW 

AKDMNRHFSKEDIYAANKHM 

KKCSPSL A I REMQIKTTM RYHL 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
.sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9128 


39496 


A 


9187 




2229 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VQNFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRJKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QE1QRTPQRYSSRRATPRH1IVR 

FTKV EMKEKMLRA AREKEIQT 

T1REYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPl 

TGSEIVAIINSLPTKKSPGPDGFT 

AEFYQRYKEELVPFLLKLFQSIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKENFRPl SLtvTN I D A 1C I LN KI L 

ANRIQQHIKKLIHHDQVGF1PG 

MQGWFNIRK.SFNV1QHINRAKD 

KNHMIISIDAEKAFDKIQQPFML 

KTLNKLGIDGTYFKIIRAIYDKP 

TANI1LNGQKLEAFPLKTGTRQ 

GCPLSPLLFN1VLEVLARAIRQE 

KEIKGIQLGK.EEVKLSLFADDM 

IVYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMGELPFTIASKRJK.YLG1Q 

LJRDVKDLFKENYKPLLKEIKE 

DTNKWKNIPCSWVGRrNIVKM 

AILPKMGKTTLKF1WNKKSRIAK 

SILSQKN/KAGGITLLTQLYYKA 

TVTKTA W Y WYQNRDIDQWNR 


9129 


39497 


A 


9188 


1 


2667 




9130 


39498 


A 


9189 


1 


3033 


MADMLTWESCLEESLQEESPL 

VTHCGPSCCISGQSPPSSARPSS 

VSSAISVLMLPQNRKLPPAWTS 

PGIFPTDLVVYSMSLPHALARY 

NCDVCKSMLPPRLYAPEEKAR 

TSPLCGTWYSPSLPLCGAWCKK 

NEKKRERERERKRQREDILSGA 

SSYKDTIHIQLRPPPYDVLQQIQ 

TTIREYFKHLYANKLENLEEMD 

KLLDTYTLPRLNQEEVESLNRLI 

TGSEIVAIINSLPTKKSPRPDGFT 

AEFYQRYKEE 
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SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9131 


39499 


A 


9190 




950 


MQAICTGQARALICMGGNFAL 
AMPDREASAVPLTQLDLAVHV 
ATKLNRSHLLTARHSYILPVLG 
RSEIDMQKNGAQAVTVEDSMS 
MIHASRGVLKPAGVMLKSECA 
VVAGIAQAALPQSVVAWEYLV 
ED YDR1 RN DIEAVLPEFA D YNQ 
R] RHPGGFH L IN A A AERR WMTP 
SEIQTTIREY\YKHLYTNKL\ENL 
EEMDKFLDTYSLPRLNQEEVES 
L I RP1TG SEIEAV VN S PPTKN SPG 
PDRFTAKFYQRY/K/EELVPFFL 
KLFLAAVPAPSSHGPFCCSRKA 
LRGSKTGSAYPSSSALRRVTVS 
EVVCLFAEAQLF 


9132 


39500 


A 


9191 




3470 


MASVSSATFSGHGARSLLQFLR 
LVGQLKRVPRTGWVYRNVQRP 
ESVSDHMYRMAVMAMVIKDD 
RLNKDRCVRLALVHDMAECIV 
GDIAPADNIPKEEKHRREEGNK 
CHKQKAMGKHLKEPHVLGQET 
KGLESTDVLLPLPAAGQDLGRE 
KKIREEAMK.QITQLLPEDLRKE 
LYELWEDLEFESPSCLDSLSLCC 
SLKPQSESSPVLPEGCETLIQRL 
CA VGTG VTAALATRLCRA SGL 
PAPHQWASELQRSRKKE 


9133 


39501 


A 


9192 


1 


3907 


MAAWNLLLKSYAYWGGLRKE 

DFHCLDRKTLRTVSFLAALLSY 

ESIGGKGKLTTRKDIYTENPSV 

HHHHQRPKVDKTTKMGKKQN 

RKTGNSKMQSASPPPKERSSSP 

ATEQSWMENDFEELREEGFRRS 

NYSELRED1QTKGKEVENFEKN 

LEECITRITNTEKCLK.ELMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMNEMKREGKFRDK 

RIKRNEQSLQEIWDYVKRPNLR 

L1GVPESDVENGTKLENT 


9134 


39502 


A 


9193 


3 


3197 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9135 


39503 


A 


9194 




3158 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQLLSDLQRDLDSHTLIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELNSALHQADLIDIYRTLHPK 

STEYTLFSAPHHTYSKIDHILGS 

KALLSKCKRTEIITNYLSDHSA1 

KLELRIKNLTQSRSTTWKLNNL 

L LND Y WRKQERSKTDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ERINKIDRPLARLIKKKEKNQ1D 

TIKNDKGD 


9136 


39504 


A 


9195 


1 


3285 




9137 


39505 


B 


9196 


1 


1366 




9138 


39506 


A 


9197 


735 


3541 


RSFPRSRPSPFLLLSRYLRIHMV 
FS V LPFGLQNPK YL LSG SLQEK 
FRTPGINSHKTLDPNRVIIKVRR 
RLEK.EKALRAYVGKSEVRNMH 
LRERCKL*KKREKNQIDTIKND 
KGDITTDATEIQTTIREYYKHLY 
ANKLEN LEEM DKFLDT Y I LPRL 
NQEEVESLNRPITGSEIEAIINSL 
PTKRSPGPDGFTAEFYQTYKEE 
LVPFPLKLFQSTEKEGILPNSFY 
EASIILIPKPGRDTTKKENFRPIS 


9139 


39507 


A 


9198 




5356 


MGKKQNRKTGNSKMQSASPPP 
KERSSSPATDQSWM ENDFDEL 
REEGFRRSNYSELRED1QTKGK 
EVENFEKNLEECITRITNTEK.CL 
KELMELKTKARELREECRSLRS 
RCDQL EERVS AMEDEMNEMK 
QEGKIKRDK.EGHY1MVKGSIQQ 
EELTILNIYAPNTGAPRFIKQVL 
SDLQRDLDSHTLIMGDFNTSLL 
TLDRSMRQKVNKDTQELNSSL 
HQADLIDIYRTLHPKSIEYTFFS 
APHHTYSKIDHIVGS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9140 


39508 


A 


9199 




2491 


MGDFNTPLSTLDRSTRQEVNK 

DTQELNSALHQVDLIDIYRTLH 

PKSTEYTFFSAPHYTYSKIDHIV 

GSKALLSKCKRTEIITNCLSDHS 

AIKLELR1KKLTQNHSTTWKLN 

NLLLNDYWVNNEVKAEIKMFF 

ETNENKDTTYQNLWDTFKAIN 

KIDRPLARLIKKKREKNQIDAIK 

NDK\WDITTD PTE IQTTIRE Y YK 

HLYANKLENLEEMDKFLDTYT 

L PRLN QEE VESLN RP1TG SE1E AI 

TNSLTATKKSPGPDGFTAKFYQR 

YKEELVP\FLLKLFQLIEKEGILP 

N SF YE AS 1 1 LIPKPGRDTTXKQKK 

NFRPISLMNIDAKILNK1LANRI 

QQ\HIKKLIHHDQVGFIPG\MQG 

LFN1CKSINVIHH1NRTKDKNYM 

1 IS/1 * DAEKAFDKIQQPFMLKTL 

NKLG1DGTYLKI1RA1YDK.PTAD 

1 1 LNGQKLEAFSLKTGTRQGCPL 

SPLLFNIVLEVLARAVRQEKEIK 

GIRLGKEEVKLSLLADDMIVYL 

ENP1VSAPNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQ1 

MSELPFTIASKR1KYLGIQLTRD 

MKDLFKENYKPLLNE1KEDTNK 

WKNIPCSWVGR1NIMKMAILPK 

V 1 Y RFN A1PIKL PMTFFTELEKTT 

LKFIWNQKRARIAKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPEKMSI1DTGGW 


9141 


39509 


A 


9200 


1 


3083 


MGKKQN RKTGNSKTQS ASPPP 

KERSSSPA TEQS WMEN DFDEL R 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKEIQT 

T1REYYK.HLYANKL 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9142 


39510 


A 


9201 




4201 


MRKKQSRKTGNSKKQSTSPPPK 

ERSSSPAMEQSWTENDFDELRE 

EGFRRSNYSKLQEEIETKGQEV 

ENLEK.NLDKC1TR1TN1EKCLKE 

LMELKAKARELHEECRSLRSRC 

DQLEERVSVMEDEMNEMKQE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLPPIDVPESDRENGTKLE 

NTLQDVIQENFPNLARQANIQ1 

QEIQRMPQRYSSRRATPRH 1 1 VR 

FTKVEMKEKMLRAAREKAFKQ 

ASRREDDIAKVTSG 


9143 


39511 


A 


9202 


715 


6193 


GQHHPDTK.AWQRHNKKKENF 
RPISLMNiDAKILNKMLANQIQ 
QHIKKLIYHDQVG FIPGMQGWF 
NICKSINVIHHINRTKDKNHMII 
S1DAAKAFDKIQQPFMLKTLNK 
LG1DGTYLKIIRA1YDKPTASI1L 
NGQKLEAFTLKTGTRQGCPLSP 
LLFN1VLEVLARAIRQEKEIKG1 
QLGKEEVKLSLFADDM1VYLEN 
PIISAQNLLKL1GNFSKVSGYT1N 
VQKSQAFLYTNNRQTESQIMSE 
LPFTIASKR 


9144 


39512 


A 


9203 




3682 


KEGHYIMVKGSIQQEELTILNIY 
APNTGAPRFIKQVLSDLQRDLE 
SHTLIMGDFNTPLSTLDRSTRQ 
KVNKDTQELNSALHQADL1DIY 
RTLHPKSTEYTFFSAP\HHTYSK 
IDHILGSKALLSKCKRTEIITNCL 
SDH SAIKLELR1RKL\TQN\RS AT 
WKVNN LPPGMTY WY\FTNGNE 
GQKLKMFFETQWE/HKDTAYQ 
NLWADTFKAGCRGKFIALNAHK 
RKAGKDPKLTPLTSQLKK\LEK 
QEQTAHSKAS 


9145 


39513 


A 


9204 


1187 


1680 


DSPCTIASTRSYSFICNRPLSVDI 
QLRCSCRNVRRLSTYC/LYLRQ 
LRJEGGNFVFTTKADNGPQQIIT 
♦TNSFPVGNNAQTVKVRHHILT 
FFINLFGKEIGGPDHFNNGFTQP 
LPSGGTQPQHLSCVTIDGGNVT 
MRIHRNQPFINRTKQRLLLTDH 
ACDLLWLH 














ERSWSQLLFSTEQFWQQLPGTG 
SG RA RQN I S RKTPRE H AG G Y RR 
DNGNN WA VPHIQCNL VPR* * K. 
RPPVRAHRAPETLCASKALQEQ 
RYWVFELLR 


9147 


39515 


A 


9206 


1 


4509 




9148 


39516 


A 


9207 


1 


507 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9149 


39517 


B 


9208 




3448 




9150 


39518 


A 


9209 




2652 




9151 


39519 


A 


9210 


75 


784 




9152 


39520 


B 


9211 




1968 




9153 


39521 


A 








LQGHLVGDYVSLSCLPFGIMGH 
GNWPLWVLTACLVLLLC*/WSL 
RRQ*IQQ*APSDQKRDFLVPHG 
A/VFDR*ISATCWSSINWPANCS 
RPSIAGWPKQAS 


9154 


39522 


B 


9213 


167 


362 




9155 


39523 


A 


9214 


959 


1267 


YHWHQLLSMVRQLMVLSWKK 
ISSWFMGPPIIRKSILAENSI*KN 
LV*VIILKLTEGISTLK*MAPQN 
TQY*MTVIKLFKWVARQTRLR 
SIMVCYSSTTTLLT 


9156 


39524 


A 


9215 


370 


555 




9157 


39525 


A 


9216 


1 

— 


1016 

— 


MSHQLTFADSEFSSK.RRQTRKE 

IFLSRMEQ1LPWQNMVEVIEPFY 

PKAGNGRRPYPLETMLRIHCM 

QHWYNLSDGAMEDALYEIASM 

RLFARLSLDSALPDRTTIlvrNFR 

HLLEQHQLARQLFKTTNRWLAE 

AGVMMTQGTLVDATIIEAPSST 

KNKEQQRDPEMHQTKKGNQW 

HFGMKAHIGVDAKSGLTHSLV 

TTAANEHDLNQLVQNELETAE 

RFRRQEDTQSKCLLSSIMLY1KN 

LSGPDVSEL1SPLSEGFNLCSSV 

VVAVIAAVLRRAP1HMPSGWW 

RSWNAESGAYNVTRSGDSYI/H 

G*LLYRSRKLPDPADEGALQK 

WWSVLPFFKRRLWF 


o — a 





- — 


9217 






PGCGSGHSWHRHQCGPSCQSA 
TDCLSWSDASPDRVAALCSWS 
SWVPQ*WWHR/HKVP*VIMTP 
A SA SQRLM VLNN WR AS 


9159 


39527 


A 


9218 


626 


760 


















9161 


39529 


A 


9220 


1 


756 




9162 


39530 


A 


9221 


1738 


1913 


PTAWSPPRPTSMTSISWVICFME 
RSNLSQPMPATKERHSARSWPR 
WMWTG*SPSVPAR 


9163 


39531 


A 


9222 


2403 


2760 


FRGDGILVSCPLVFSSAFSWRA 
ADGGKNRNVHPSV/VR*AGAL 
RPRTQSRIQ/SQRLNKVEKGGV 
KQFEHNQSCRQQVGVTIIKVVK 
QLAD1LPHGHFQFYAEVIGKLF 
RQRSARDAIRGSS 


9164 


39532 


B 


9223 


1 


3663 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 


9165 


39533 


A 


9224 


1 


1584 


MEL1EKHVSFGGWQNMYRHYS 
QSLKCEMNVGVYLPPKAANEK 
LPVLYWLSGLTCNEQNFITKSG 
MQRYAAEHN1IVVAPDTSPRGS 
HVADADRYDLGQGAGFYLNA 
TQAPWNEHYKMYDYIRNELPD 
LVMHHFPATAKKSISGHSMGG 
LGALVLALRNPDEYVSVSAFSP 
IVSPSQVPWGQQAFAAYLAEN 
KDAWLDYDPVSLISQGQRVAE1 
MVDQGLSDDFYAEQLRTPNLE 
KICQEMNIKTLIRYQRGAICSAD 
AATRGAKRESCRSGCGLLIAER 
P A K V EPGTASRQDNTA IN1EYM 
ICASIRARVEHPFRIIKRQFGFVK 
ARYKGLLKMETNWRCYSRWP/ 
HLFRADQM1RNPHDLYAPEVV 
HQKAKVTTSG Y RFLPCCG FAN 
TFWGKTTADGTL1EHFGRRCQG 
WFEDDDGHREQCDFRFRFKNC 
PQCN A EN DI A A RRCREC DT V L V 
DPDDMLKAALRLKDALVLRCS 
GMSLQHGHDEKGEWLKITYYD 
EDGADVSERFRLQTPAQRTAFE 
QLF1RPHTRTPG I 


9166 


39534 


C 


9225 


1 


2127 




9167 


39535 


B 


9226 


1 


1917 




9168 


39536 


A 


9227 


1671 


2198 


RAGAWASDPRQRGVVRNAALL 
PPDDRSDGRDA KTQSH RDG/VI 
SY/RAFDET1LASGIVPRTPPIDGI 
DHPKNEADDMLRMGFIEDVETI 
/1GADPGRSSDRSVLCNHAGSDS 
gl-IYPPLYERAAGSAHSVQRDYP 
SGHQPELLDCLGYARTRSTDTG 
TPERWSSGHPDCDRRCSPWPGR 


9169 


39537 




9228 


642 


746 




9170 


39538 


A 


9229 




2031 












909 


1058 




9172 


39540 


A 


9231 


2 


268 


WRCLLRQLKFIIKTVTSWICTG 
KLMLSTTSPLMMQMMVILLMP 
VLASKVKPKSTIN*LVSVSGNM 
NSKATALNLKVPPKIKPVLPSL 


9173 


39541 


A 


9232 


63 


463 


FPATCWSSINWPANCSRPSIAG 
WPK/PGVMMTQGTLVDATIIEA 
PSSTKNKEQQRDPEMHQTK.KG 
NQWHFGMKAHIGVDAKS\A*P 
TAWSPPRPTSMTSISWVICCME 
RSNLSQPMPATKGRHSARSWP 
RWMWTG 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9174 


39542 


A 


9233 


74 


247 


RN VM IKRRVLSSTS AS* LPP AS A 
FCRLFSTPARWRSTACFTSGNR 
YRFLTVRLSGYW 


9175 


39543 




9234 


3 


271 


ASYWNRSFSPWGTYNRHPR*N 
RQC ASRHCRGLH KQYQ WPRJ R 
S/WLNCTPAPHARDVLLWRPSS 
LPAGNADGPIRWRPCCVFTACS 
IGTT 


9176 


39544 


A 


9235 


1 


1048 


MCSFRSQTFCSSSRFTFARVSVI 

HSANHRVLNDRSTIMRTRGQD 

PTLPEMRRVRLLEMADAMDMF 

CQGLRYGPLPAPVRQQAAI1IPC 

HRVVRGDGTLSGYRWGVSRKA 

QLVRREAENEERPINRGWPKQP 

SDDPKHFVMPTIIEAPSSTKNKE 

QQRDPEM HQTK.KGNQWHFGM 

KAHIGVDAKSGLTHSLVTTAA 

NEHDLNQLGNLLHGEKQFVSA 

DAGYQGAPQREELAEVDVDW 

LIAERPGKVKTLKQNPRKNKTA 

INIEYMKASIRARVEHPFRIIKR 

QFGFVKARYKGLLKN\ETNWR 

C Y SPWPTCFG WTK* YPSIPTCLL 

TTRTASLLKPPGVRTSVCWQQL 



1186 



WO 01/075067 



PCT/US01/08631 



SEQ1D 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9177 


39545 


A 


9236 


1 


2493 


mtq1ftgtlveadpfhavtlva 
nhdtqplqaleapvepwfk.pl 
ayalillrengvpsvfypdlyg 
ahyedvggagqtypidmpi1eq 

LDELILARQRFAHGVQTLFFDH 

PNCIAFSRSGTDEFPGCVVVMS 

NGDDGEKTIHLGENYGNKTWR 

DFLGNRQERVVTDENG E ATFFC 

NGGSVSVWVIEEAANNRQYDY 

GAGHKIPVINYTDVHLR1ERSCR 

FRADPRQQHELQLSSKLAVHD 

VLTNIYNRRYFFNSVESLLSRPV 

VKDFCVMLVDINQFKRINAQW 

GHRVGDKVLVSIVD1IQQSIRPD 

DILARLEGEVFGLLFTELNSAQ 

AK11AERMRKNVELLTGFSNRY 

DVPEQMTISIGTVFSTGDTRNIS 

LVMTEADKALREAKSEGGNKH 

WYNLSDGAMEDALYEIASMRL 

FARLSLDSALPDRTTIMNFRHL 

LEQHQLARQLFKT1NRWLAEA 

GVMMTQGTLVDATIIEAPSSTK 

NKEQQRDPEMHQTK.K.GNQWH 

FGMKAHIGVDAKSGLTHSLVT 

TAANEHDLNQLGNLLHGEEQF 

VSADAGYQGAPQREELAEVDV 

DWLIAERPGKVRTLKQHPRKN 

KTAINIEYMKASIRARVEHPFRI1 

KRQFGFVKARYKGLLKMETN 

WRCYSRWP/HLFRADQMILCPV 

FVHH1PRFFGTFFGATDTQTFTL 

TESVIHQPLVLTNFIAIDGNDFA 


9178 


39546 


B 


9237 


1 


3148 




9179 


39547 


B 


9238 




1680 




9180 


39548 


A 


9239 


191 


470 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9181 


39549 


A 


9240 


1 


1675 


MFARVSTTPVTRYEMYRKTRS 

TRLEDNNALSQSCKPLPFSEVT 

GSKGKADK.EKVGDYVFCLKAQ 

GRYNGEPLTGTGKIGGMLALR 

G EGTPFPVQADFRSGNTRVAFD 

G VVNDPMKMGG VDLRLK FSG 

DSLGDLYELTGVLLPDTPPFET 

DGRLVAKIDTEKSSVFDYRGFN 

GRIGDSDIHGSLVYTTGKPRPK 

LEGDVESRQLRLADLGPLIGVD 

SGKGAEKSKRSEQKKGEKSVQ 

PAGKVLPYDRFETDKWDVMD 

ADVRFKGRRIEHGSSLPISDLST 

HIILKNADLRLQPLKFGMAGGS 

IAANIHLEGDKKPMQGRAD1QA 

RRLKLKELMPDVELMQK.TLGE 

MNGDAELRGSGNSVAALLGNS 

NGNLKLLMNDGLVSRNLMEIV 

GLNVGNYIVGAIFGDDEVRVN 

CAAANLNIANGVARPQIFAFDT 

ENALINVTGTASFASEQLDLTID 

PESKG 1RI ITLRSPL YVRGTFKNP 

QSG*WS/GTLLLSTKAKTIVAISI 

TTLKVTVMASVSLLPMNTKDS 

VSVQLMRNLIVPTLK.LMQGKFF 

LKYLLPVKMQKFGPQV 


9182 


39550 


A 


9241 


72 


506 


GHVAHLQPRAGGRQPARLHHP 
QGTDRVLHGQRGQQPGP/LLPS 
LSA WRPSTSTLKPA SCGLRGPT 
SKRMSM\QDGGLPHHRAGAQP 
PVHPGQEAVG*C/EYWSASSRP 
VTQPGALMWRLWS\AGRPRPY 
LLSHSQHDPHSGQGGGEHP 


9183 


39551 


A 


9242 


1 


447 




9184 


39552 


A 


9243 


70 


490 


CGCDAETIILRINALAF1WKCGT 
EW1CCFCRLALRELQQAVHAG 
LPQQAKILFDGGSEIGKIH* LRC 
AHCPLSS\GKPVVPAALMNRPT 
RGERRF A Y WAPG WFFFSPVRR 
ATADCPSPPGPERVAASGPRWF 
APAGENPV 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9185 


39553 


A 


9244 


1097 


1841 


ANDGDLRSCVTLSCHMSHASE 
AADPPATTAFTDEHMSVKLRR 
TVGVACSVCPGWVTSGHPVNP 
AAS/GAKVLPGDTDIALPGPLPF 
ILSR\QLRDNTLILSDNGG\RILY 
FELLFPGEDGYRRCESLWLVRG 
GVAKLDQGHRLAALWQALSEE 
LRLTPHRYLATNSPQGPWWLL 
GWCERVPEADEVLPAPLPPYRV 
LTGLVDRIWRSEDVSAASGLHH 
DNRNAPSLSDQTRTDPPIRAHA 
SRYQRQKPDG 


9186 


39554 


A 


9245 


456 


928 


EAATEPKHLHQLRHAALAQHR 
QAPRPQGRPLARPHQGQDQPD 
RLHHLRGGGRHGARGHLHQA 
GAGESAPAPKG/VTCPASPLGD 
VTGKPTSAWNTEKGRWAQHR 
GYPSPGPAAPLVLRSWPIPLFRP 
PPLLPLSSPAWILPSPLCHSLKA 
QSLVQATI 


9187 


39555 


A 


9246 


1 


1572 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


9188 


39556 


A 


9247 


1 


2505 


MAWRNSVNWQCKQEPGFLHR 

RHGRRKLTNGTTRRSLQNKEE 

DFYTSQPGFPALALGCCLRVNL 

LLGHRGISAGSSYRPITSTPCHL 

CKLGQEVFAKPLNLQDQCQQN 

LVMQVLKLVLNCLNFDFIGSSA 

DESADDLCTVQIPTTWRTMGL 

VGCDGVCCRTRWCQCLATAV 

VSGVGGG P WLLPACSSGPSMIS 

KRKKFVHKWAKDLVEPRHGLE 

N V WDLPRA MAG S YLM YKQRK 

WK1MEFGKWALQHKMTVKDIE 

RLQLYNKVKEQPVQVEGSGRA 

STI FWVLKTFKGGKSPCGAPGE 

CVAWTQCR1LGWVQIHFKEHP 

ADRVVGL1KMPGLDFYFAADV 

CYAEKVAQEKGFLYRLTSRYR 

HYAAFERATFEQGKSTKLMML 

TDKQI ADFQKH YQTEPERFQ1LP 

PGIYPDRKY SEQIPNSREI YRQK 

NG1KEQQNLLLQVGSDFGRKG 

VDRSIEALASLPESLRHNTLLFV 

VGQDKPRKFEALAEKLGSERAS 

MEFKRYEYNAAGDLTAVITPD 

GN RSETQYDAWAGKA VSTTQG 

GLTRSMEYDAAGRVISLTNENG 

SHSVFSYDALDRL\EDEGLV1L 

WYYYDESDRITHRTVNGEPAEQ 

CQYDGHGWLTDISHLSEGHRV 

AVHDGYDDKG RLTGECQTVEN 

PETGELLWQHETKHAYNEQGL 

ANRVTPDSLPPVEWLTYGSGYL 


9189 


39557 


A 


9248 


481 


857 


PLAYLYRDPHVRRCVTASGPAP 
VYGIFQPGFSAPTG/IRKSVHGD 
HSYCKYAHSCSRQYRAPEPRLS 
RTSQCLFSHRSARCPLLDLMGR 
RYRRPECRLSPLLPAAPVPGLPP 
WTIYPRRLYRNSPR 


9190 


39558 


A 


9249 


777 


1229 


GAGYSSARCGKHHARTGGAGR 

NILWRQLRRRGCRSTVDRSHH 

NQPGTWHRHQPGPRGPAKPAR 

PWRAGTHLPTGTASVRHPCLG 

QPLRAEPRPAVPDAPRNQNLPF 

PAPQTDSALPGAVRG*RAR*YH 

*SRTTTPPPDEHDHSWARACSP 


9191 


39559 


B 


9250 


1 


2681 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9192 


39560 


A 


9251 


933 


1828 


VSRIHVLVWQPRMPAPPAVDW 
LTY/GSG I L/SGNKL VGTPLVE Y 
TRDSLH/RETLRSFASMAGSNA 
AY/*LTSTDTPAGQLQSQH/LNS 
LVYDRDYGWSDNGD/LVRISGP 
RQTREYGYSA/TGRLESVRTLA 
PDLDI/RIPYATDPAGNRLPDPE/ 
LHPDMRADGGATGQKVEPEYT 
PARKA HLYH WTTGDCRWRLSA 
KTAIRVERGI * * MGQPA Y * G EPH 
HVYQPR*TWHWRWRQKGRKS 
ASGRRYLRP1NPNNVGRENQRP 
TSPDGTHMAPISLMAWQPIQLR 
YRGHVRQRLSAVGERIYRYLPP 


9193 


39561 


A 


9252 




1409 


MECDASALLRYDSRQFIPLAID 

GLAKDVLGRRFALEGHPRLEAI 

ARAGDVVRFPADSELPDPYDG 

LIPGQESLKVHACVGLPLFAGQ 

NL1GALTLDGMQPDQFDVFSDE 

ELRLIAA\LAAGALSNALLIEQL 

ESQNMLPGDATPFEAVKQTQM 

IGLSPGMTQLKKEIEIVAASDLN 

VLISGETGTGKELVAKAIHEASP 

RAVNPLVYLNCAALPESVRKSE 

LFGHVKGAFTGA1SNRSGKFEM 

ADNGTLFLDEIGELSLVLQAKL 

LRVGQYGD1QRVGDDRCLRVD 

VRVLAATNRDLREEVLAGRFR 

ADLFHRLSVFPLSVPPLRERGD 

DVILLAGYFCEQCRLRQGLSRV 

VLSAGARNLLQHYSFPGNVREL 

EHAIHRAVVLARATRSGDEVIL 

EAQHFAFPEVTLPTPEVAAVPV 

VKQSLREAT*AFQRETIRQALA 

QNRRKWTACARMLETSVANV 

HRLGKRLVLKK 


9194 


39562 


A 


9253 


389 


799 


PQFLIPS VTPCMF1 H PLDAK/AR 
DLRRGDKVKVVSRRGEVISIVE 
TRGRNRPPQGLVYMPFFDAAQ 
LVNKLTLDATDPLSKETDFKKC 
AVKLEKACPYDTLKLATLASG 
LSAGTPYFVARDIPCEMCEDIPC 
AKVCPS 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9195 


39563 


A 


9254 


588 


1500 


RHPPIPAKIGLFIAVAQDRAYNN 

MQAGPNINEERMPGWRDPRNF 

IIVSDPYPTVSALAADL/TPEVSK. 

FPGSELAEDQLNDESRELGFYL 

QK.GLFEEYAWFGRGHGHDLAP 

FDDYHKARGLRWPVVNGKET 

QWRYSEGNDPYVKAGEGYKF 

YGKPDGKAVIFALPFEPAAEAP 

DEEYDLWLSTGRVLEHWHTGS 

MTLRVP*LHRAFPDAGLFI\YPL 

DAKARDLRRGDKVKVVSRRGE 

VIS1VETRGRNRPPQGLVYMPFF 

DAAQLVN KLTLDATDPLSKET 

DWPHFSSTYNGPLLQGANKGIL 

VQQH 


9196 


39564 


A 


9255 


1 


1698 


M EREQDS I IMDA ATRRNLE ITQ 
NLAGGAENTLASVLDCTVTPM 
GSRMLKRWLHMPVRDTRVLLE 
RQQTIGALQDFTAGLQPVLRQV 
GDLERILARLALRTARPRDLAR 
MRHAFQQLPELRAQLETVDSA 
PVQALREKMGEFAELRDLLER 
AIIDTPPVLSWMSGARWLTARP 
IICNYEVDRTIRHTKMNVGDVQ 
RLSVAVVVNYKTLPDGKPLPLS 
NEQMKQ1EDLTREAMGFSEKR 
GDSLNVVNSPFNSSDESG 














SCSIQLSPWILPRTVMCVPGFTC 
ELLST* WLAKEPLKTVSWITI RS 
FTAETSTFGPTMTASMTFLPTY 
CSIIASLLSSFKLAAAILNSLPQI 
GRY1TIGSGVRRNA 


9198 


39566 


A 


9257 


1 


854 


MANRM I LNETA WFGRGA VG A 
LTDEVKRRGYQKALIVTDKTL 
VQCGVVAKVTDKMDAAGLAF 
A1YDGVVANQHYCRQDSSEDF 
AEMSLIEGRRGLRRRPLWEFE1 
DTARQQLNLQFGTRDLVGFGV 
ENAPRGLCAAGCLLQYAKDTQ 
RTTLPHIRSITMEREQDSIIMDA 
ATRRNLEITQNLAGGAENTLAS 
VLDCT VTPMG SRM LKR WLH M 
PVRD/DPRVA*APANYWRIAGF 
HRRATAGTASGRRPGTYSGTSG 
FTNCSPTRSGPYAPRFPATAGA 
ACAVRNCR 


9199 


39567 


B 


9258 


122 


868 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 














PNLYLRFFFFFFLRQESHSVTQA 
GVQWCNLSSLQPLPPGFKQFSH 
LTG\LPKCWDYRSKRPRPANQT 
S1LDVKEDPY*LHWPRSNRDIK 
LNLVANP 


9201 


^9569 


— 


9260 


2166 


2426 


VQPGGCGL*RQHGSYRPESRTA 
GGRHRG* RRLRRAFIDGGANSS 
GTGICRDAFNRISHWTGRTGRP 
DVDSGEHRKTAEQRRDGAVR 


9202 


39570 


A 


9261 


846 


1022 




9203 


39571 


A 


9262 


1 


1339 


MNALSKARQYVEEFDGNIASFI 

FSGKPG TG KNHL A A AICNELLL 

RERNLGESE1HTTSDHMVTATL 

PGETQTWPEDFRDVEQRQQVVI 

FQHLVGCVKVDGKYIQVCTFT 

VGGNYGGTCLRGDESLVIKKES 

D1EPLI VVTVVQQFH IGNGYVV1 

T1TPSEGERYQGVVGLEGRIRRT 

RR1 RHKQSARCYNLRFKPTCAIT 

QTTPTEVSPVLKKQLVLVPNPH 

YPGNKPNFKRVSVKIIGESASRR 

LQLSRGD1DIADALSDRFVSEAI 

TAKVEAAIFCN*LSQYGILPEEW 

GGESQFVHVSAKAGTGIDELL\ 

DAILLQAEVLELKAVRKGMAS 

GAVIEFPSLDKGVRGPWVTVLV 

REGTLHKGD1VLCGFEYGRVRA 

MRNELGQEVLEAGPSIPVEILGL 

SGVPAAGDEVTVVRDEKKARE 

VALYRQGKFREVKLARQQKSK 

LENMFANMTEGEVHEV1MIVLK 

ADVQGSVEAISDSLLKLSTDEV 

KVK11GSGVGG1TETDATLAAAS 

NA1LEGLFTLTSQDEFV1APGFS 

TDPLEEQHSVVSGLLHKYHNR 

ALLLVKGGCAVNCRYCFRRHF 

PYAENQGNKRNWQTALEYVA 

AHPELDEM1FSGGDPLMAKDH 

ELDWLLTQVVHQHDVGRRVQ 

RLPFIHDALFHQQFFNQHQTTF 

GQVHLARFFVHREVDSILFRRIS 

VLKKMMSPHRVKDRCYCAQFI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9204 


39572 


A 


9263 


922 




GKGNDEKKLVSDQ*MGTA*RQ 
RIHPIPSIIPLLW/YPEGPSVSRPE 
AGGYNSLLMVTHGKV1NGGRG 
ILIESD\EPGDAR*SSGSCARHGL 
VFWLCSCRRCMPQTIEAIQHPN 
A/VAVNKIDRPEADPDRVKYVL 
SQYGILPEEWVGESQFVHGSAK 
AGTG1DELLDAILLQAEVLELK 
AVRKGMASGAVIESFLDKGRG 
PV AT VL V REGTLH KGDI VLCGF 
EYGRVRA MRN ELGQEVLEAGP 
S1PVEILGLSGVPAAGDEVTVVR 
DEKKAREVALYRQGK.FREVKL 
ARQQKSKLENMFANMTEGEVH 
EVNIVLKADVQGSVEA1SDSLL 
KLSTDEVKVKIIGSGVGVIEAES 
LDLRYYSVIYNLIDEVKAAMSG 
MLSPELK.QQIIGLAEVRDVFKSP 
KFGAIAGCMVTEGVVKRHNPIR 
VLRDMVVIYEGELESLRRFKDD 
VNEVRNGMECGIGVKNYNDVR 
TGDVIEVFEI1E1QRTIA 


9205 


39573 


A 


9264 




748 




9206 


39574 


A 


9265 


923 


1387 


PPNLARCSPSAMARQSPIRSPRR 
PLAPSPALRAPSPAPPHAARLA 
VPRQA*GLLLLALIAVSTHIEMI 
SNTLAMG WN SPLTTVLALL AC 
GF AC Fl EMGKIPFD V AASWIIM1 
WSQSSTCTAPTLKPLRSVTLMR 
LTPVSARDLVGYFATAVRLP 


9207 


39575 


A 


9266 


352 


478 


CDPTQRKPLYWLQALRRGLPI 
WRNQRFRKAVR*MAMAPMFS 


9208 


39576 


A 


9267 


54 


811 


HTTGGNPLYGI/SRQIAR*QSRV/ 

G PGFCQDYRDIHKLFKRQEVAP 

TSSGLMFRLMPWVLISSMLVLA 

MALPLF1TVSPFAGGGDLITLIY 

LLALFRFFFALSGLDTGSPFAGV 

GASRELTLGILVEPML1LSLLVL 

ALIAGSTHIEMISNTLAMGWNS 

PLTTVLALLACGFACFIEMGKIP 

FDVAEAEQELQEGPLTEYSGAG 

LALAKWGLGLKQVVMASLFV 

DLFLPFGRAQELSLVACLLTSLV 

VTLLKRLL 
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SEQ1D 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /=possible nucleotide 


9209 


39577 


A 


9268 


2 


627 


CGSIIAL/VA1FK.SFFGHYLGTLE 

GLNGLVLKFGYKGDKTKVSLG 

KLNTISMIFIMGSTWVVAYANF 

NILDLIEAMGAP1IASLLCLLPM 

YAIRKAPSLAKYRGRLDNVPH 

AITRVDLKEDGKGLKIVRQSLP 

YGTASGTHGLYFCAYCARLHNI 

EQQLLSMFGDTDAIKAYQSFLA 

RSAFAVSQCIPVNTVYRAYSVI 

QNWIA1T1RHV 


9210 


39578 


A 


9269 


2648 


3072 


LSRTGTKTTFAIT/LEYAASIIAL 
VA1FKSFFGHYLGTLEGLNGLV 
LKFGYKGDKTKVSLGKLNTIS 
MIF1MGSTWVVAYANPN1LDLI 
EAMGAPI1ASLLCLLPMYAIRK 
APSLAKYRGRLDNVFVTVIGLL 
T1LN1VYKLF 


9211 


39579 


A 


9270 


467 


614 


VPLAVPYGRLWRT1FSPLPSSFR 
STR\E*YESMLGRFFERTACLQQ 
KQF 


9212 


39580 


A 


9271 


1 


846 


MSYLVWPF1ASLVLISLSLIPYW 
NSAVIDQVDLGSLALTGHDGIL1 
TVWGGUSTKWFPLNFPPNVFSF 
G\VSK\RKK*KKDFGRDFTERKC 
SQI1SRASMLMVAVVMFFAFSC 
LFTLSPANMAEAKAQNIPVLSH 
LANHFASMTGTKTTFSITLEYA 
AS1IALVAIFKSFFGHYLGTLEG 
LNGLVLKFGYKGDKTKVSLGK 
LNT1 S M 1 F1MG STWV V A Y ANPN 
ILDL1EAMGAP1IASLLCLLPMY 
AIRKAPSLAK.YRGRLDNVFSTV 
IGLLTILNIVYQLF 


9213 


39581 


A 


9272 


95 


456 


RAISMSFRMERPCCLSLPSSLCIS 
STRVTASSPLSGCSSCTLLW1SW 
GRMVRNCSNT/MQLQDLLLRA 
HLRPKPPMAKLLEPAEGFPGTS 
CLLEAEPSTIRDVVLIASQPASQ 
PASQQGSQI 


9214 


39582 


A 


9273 


1 


1241 
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SEQ ID 

NO: 


SEQ ID NO: 
uf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9215 


39583 


A 


9274 


3 


1608 


SRGFPRREFSGPSIKKKVDAPTQ 
AQWPVHAV1TNSTYDGLLYNT 
DWIKQTLDVPS1HLDSAWVPYT 
HFHPIYQGKSGMSGERGAGKVI 
FEPQ*AHRMLAALSQGSLJLIKG 
EYDQEAFSEAFM RHSPSSPSYPI 
GG\SVETAAAMLRGNPGKRL1N 
RSVERALHFRKEVQRLREESDG 
WFFDIWQPPQVDEAECWPVAP 
GEQWHGFNDADADHMFLDPV 
KVTILTPGMDEQGNMSEEG1PA 
ALVAKFLDERGIVVEKTGPYNL 
LFLFSIGIDKTKAMGLLRGLTEF 
KRSYDLNLRIKNMLPDLYAEDP 
DFYRNMRIQDLAQGIHSRRVTA 
SVSSGSQANQQVNFIGDQSTAA 
LTLSVPSGD1TVTNTAPQYMTA 
TLQDKNGNPLK.DK.EITFSVPND 
VASKFSISNGGKGMTDSNGVA1 
ASLTGTLAGTHM1MARLANSN 
VSDAQPMTFVADKDRAVVVLQ 
TSKAEIIGNGVDETTLTATVKD 
PSNHPVAGITVNFTMPQEGVYA 
MSLEY 1 1 LTF1 ALNGSRM WIN SA 
REKRTQRND 


9216 


39584 


A 


9275 


106 


709 


LRSAEDNDTREKNKQTNRSDS 

KLRLVETSGSPPTSSSQTPDPAF 

RYPKKY\CVEDCS\YRPE*PRITP 

DNRLLYGGGVVYGARDPDVVE 

RLVVPKLLKTFPQLKGVK1DYR 

WTGNFLLTLSRMPQYGRLDTNI 

YYMQGYSGHGVTCNHLAGRLI 

AELLRGDAERFDAFANLPHYPF 

PGGRTLRV PFTTKS AA Y Y\S L R 

DRLGV 


9217 


39585 


A 


9276 


140 


558 


RKPHRQRGEKAGRNRSVDGCC 

EKAMSVIIVGGGMAGATLALAI 

SRLSHGALPVHLIEATAPESHA 

HPGFDGRAIALAAGTCQQLAR1 

GVWQSLADCATA ITT V H V S D R 

GHAGFGTLSRKITTWGL*QRSW 

ARWIWYPFAKNYHLGALTTVV 

ELQMGGKRLF 


9218 


39586 


A 


9277 


3799 


4086 




9219 


39587 


A 


9278 


3017 


3184 




9220 


39588 


B 


9279 


1 


1050 




9221 


39589 


B 


9280 


1 


1455 




9222 


39590 


A 


9281 


374 


506 


RCIALIAWLTLPVLRVTLK*RW 
RVARR*RAACW*S*WHHSALA 
P 


9223 


39591 


C 


9282 


47 


406 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9224 


39592 


A 


9283 


1 


4749 




9225 


39593 


B 


9284 


507 


3568 




9226 


39594 


A 


9285 


101 


638 


RQKYSDWSSALVPTAGEPTRH 
TQTTRAG I AHA\EADFAAD1 LFL 
LCGKD1STAGGFSFV*LADNKQ 
H LMPVCFANHLTV KM/PHQSPV 
PDH/QAL1SHRIRSSRGSCSRYSA 
DNSVSRTPLSPTPGRSTMVIK.CS 
PICRRKRKGSRVQAATSLTGDT 
SPANRALQRLLFPAPVLPMMPI 
TGS 


9227 


39595 


A 


9286 


271 


532 




9228 


39596 


A 


9287 


643 


768 




9229 


39597 


A 


9288 


1 


1948 


MCSHAAGCTIPDVEHWTRINR 

KVPRLVSVLPNGPDYHPTVRAF 

LAGGVPEVMLHLRDLGLLHLD 

AMTVTGQTVGENLEWRPEPGA 

FRQCLREQDGVEPDDVILPPEK 

AKAKGLTSTVCFPTGNIAPEGS 

VIKATAIDPSVVGEDGVYHHTG 

RVRVFVSEAQAIKAIKRVVIVA 

CGFSPTRTAHAASDID1TNTVDL 

RN R R SQLRRG EIVQF/1 P ANKYR 

TSA*GS*LAHPTGSLCD*VGRL 

DIPLAANFVQR*SPPGISPTPV 


9230 


39598 


A 


9289 


2166 


2426 


VQPGGCGL*RQHGSYRPESRTA 
GGRHRG*RRLRRAFIDGGANSS 
GTGICRDAFNRISHWTGRTGRP 
DVDSGEHRKTAEQRRDGAVR 


9231 


39599 


A 


9290 


846 


1022 





1197 



wo 



01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9232 


39600 


A 


9291 


1 


1336 


mnalskarqyveefdgniasfl 

fsgkpgtgknhlaaaicnelll 

rernlgeseihttsdhmvtatl 

pgetqtwpedfrdveqrqqvvi 

fqhlvgcvkvdgkyiqvctft 

vggnyggtclrgdeslvikk.es 

dieplivvtvvqqfhigngyvvi 

titpsegeryqgvvglegrirrt 

rrirhkqsarcynlrfkptcait 

qttptevspvlkkqlvlvpnph 

ypgnkpnfkrvsvk1igesasrr 

lqlsrgdidiadalsdrfvseai 

takveaa1kn*lsqygilpeew 

gg esqf vh vsak agtgidell\ 

da1llqaevlelkavrkgmas 

gaviesfldkgrgpvatvlvre 

gtlhkgd1vlcgfeygrvram 

rnelgqevleagpsipveilgls 

gvpaagdevtvvrdekkarev 

alyrqgkfrevklarqqkskl 

enmfanmtegevhevn1vlka 

dvqgsveaisdsllklstdevk 

vkiigsgvgg1tetdatlaaasn 

a i leglftltsqdefv 1 apgfst 

dpleeqhsvvsgllhkyhnra 

lllvkggcavncrycfrrhfp 

y a enqgn krn wqt ale y v a a 

HPELDEM1FSGGDPLMAKDHEL 
DWLLTQVVHQHDVGRRVQRL 
PFIHDALFHQQFFNQHQTTFGQ 
VHLARFFVHREVDSILFRRISVL 
KKMMSPHRVKDRCYCAQFICP 


9233 


39601 


B 


9292 


1 


2890 




9234 


39602 


A 


9293 


1 


822 


ITQYCDSFT1CLSKGLGTPVGSL 

LVGNRDYIKRAIRWRKMTGGG 

MRQSG I L AAAG I YALKNN V AR 

LQEDHDNAAWMAEQ\LRETG\ 

A\DVMRQDTNML\FVRVGEEN 

AAALGEIT*KP\RNVLI\NASPIV 

RLERDVPQR1LVLGASGYIGQH 

LVRTLSQQGHQILAAARHVDR 

LAKLQLANVSCHKVDLSWPDN 

LPALLQDIDTVYFLVHSMGEAA 

IYRSSAGVASVSSVFRYCLRPSY 

DPRVFPCFLCCRALLVLPCRL1Y 

SPLSFALVLSLAPIK 


9235 


39603 


A 


9294 


1565 


1825 


SRMCVAIRSRNQRSCE1T1AQPG 
NSSRAFSSARRVSISRSLVGSSSS 
SMLPPTCSSFARCRRPRSPPESS 
PTRLP*STPLKLKRPT 
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SEQ1D 

NO: 


SEQ ID NO: 

sequence 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coclon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9236 


39604 


A 


9295 


236 


742 


VATRCSRSPSPSLSPSLSLRVMIP 

TTSAYSFM1TAKSSPAVLKLSN 

ASERVNVSGTISVLR1CTPLFSA 

RJLWLAS TRFSRSLEST*PMMWS 

ISSLQTRNLECGCSATLFFRLCS 

SSWRSN/TNDVFTAVTLITERDG 

IPAQRRFQSARVPVYVTRPPAH 

RLPLPRRCHQK 


9237 


39605 


B 


9296 


1 


951 




9238 


39606 


B 


9297 


1 


666 




9239 


39607 


A 


9298 


761 


1162 


1 1 LGSM AIFT1 L1LP1HEQGMFFHL 
FVTSFILLSSGL*FSLKRSFTSLV 
SCIPRYFILFVAIVNGSSLVIWLS 
VFLLFVYRNACDFCTLILYPETL 
LKLL1SLRRFWAETLGFSKYTIM 
SSANRDNLTSSFPN 


9240 


39608 


A 


9299 


82 


160 




9241 


39609 


B 


9300 


64 


477 




9242 


39610 


A 


9301 


408 


507 


LLPLFQNLLLVYSGI*LLPGLVW 
K.GCMHPGIYP 


9243 


39611 


A 


9302 




3141 


MLLGLHSLAAFLQRESFSGKQS 
WGCQLAALLQRRITK.MTEAMK 
ITLSTQPADARWGEK.ATYSINN 
DGITLHLNGADDLGL1QRAARK 
IDGLGIK.HVQLSGEGWDADRC 
WAFWQGYKAPKGTRKVVWPD 
LDDAQRQELDNRLMI1DWVRD 
T1NAPAEELGPSQLAQRAVDLIS 
NVAGDRVTYRITKGEDLREQG 
YMGLHTVGRGSERSPVLLALD 
YNPTGDKEA PV YACLLGD1ITY 
RNGKKVEVMNTDAEGRLVL 


9244 


39612 


A 


9303 


1 


983 


MVRASGYLQTLDDFNH1VLKA 
SENGVPVYLRDVAKVQIGPEM 
RRGIAELNGEGEVAGGVVILRS 
GKNAREVIAAVKDKLETLKSSL 
PEGVEIVTTYDRSQLIDRAIDNL 
SGKLLEEFIVVAVVCALFLWHV 
RSALVAIISLPLGLCIAFIVMHFQ 
GLNANIMSLGG1AIAVGAMVD 
AAIVMIENA/RTAGRVAAPAS* 
RHAG**NALAGQEGRLFGPLAL 
HQNVCDGGCGAAGDRSDPDPD 
GLLDPWQNSAGKQ*PAQSLFDS 
CLSSAVAESTALAENHAAGGG 
AFGADGSLAAQ*SSPGEFLPQ1N 
EGDLLYMPCDAAQGIPQQRRR 


9245 


39613 


A 


9304 


362 


436 




9246 


39614 


A 


9305 


101 


208 




9247 


39615 


C 


9306 


1 


882 




9248 


39616 


B 


9307 


1 


822 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9249 


39617 


A 


9308 


668 


826 


VNSHSQLLQRE*NT*ESNLQGM 
*RTSSRRTTNHCSRK*KRIQTTMG 
RTFHAHG 


9250 


39618 


A 


9309 


497 


1042 


LPRJPTVLTSGVRRDGWYRRFG 

RRPSG*PGNWSSSPVEKSATRT 

LRITGTSA1PSEAITGSSAVVRR 

VPAGKTTAPTEIKSTPVSANSRS 

VLSVTLPDTSSSALPLVRLTASR 

ICSVSKLSSMMISAPAFRASSSS 

SRFSTSTSTGASGCSQDAFSTA 

WRTEPEA 1 1 WFSLIRKASESPRR 


9251 


39619 


C 


9310 


1 


3447 








^ — 










9253 


39621 




9312 


Wn 


HP 


RPPPHRLSGCYHPSHRRPVHGF 
H HA * RQRQFRR* T VDTLPAD AP 
LPSPHPAHFRPL/TSIFCPVSTMA 
DNASM*RNSCCRLSARG 


9254 


39622 


B 


9313 




2585 




9255 


39623 


A 


9314 


133 


357 


SSFFQFCEEIHW*LDGDGIES1N 
YLRQ*GHFHKIDPSYP*AWNVL 
PFVCVLFHF1EQWFVVLLEEVL 
HIPCKI.YS 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence. 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9256 


39624 


A 


9315 


1 


2680 


MLVLPLFQPFMRILDHDDSSID 

HRPDGNRNATQRHNIGIQSLEV 

H DN K.SNTQPQRQRNNRHQRRA 

HMPEKQRTDYRRDPLESPKAA 

AACLFPAIADPNTPPVFTPPASL 

PTTGM/FDSPPFRN DA* M VMRS 

LIRSMTVARAVIGVAICNKGLP 

ATMMALAAQHN1ATVLVPGGA 

TLPAKDGEVMGKVQTIGARFA 

NGELSLQDARRAGCKACASSV 

RRSCQFLGTAGTSQVVAEGLGL 

AIPHSALAPSGEPVWREIARAS 

ARAALNLSQKGITTREILTDKAI 

ENAMTVHAAFGGSTNPLLHIPA 

IAHQAGCHIPTVDDWIRINKRV 

PRLVSVLPNGPVYHPTVNAFM 

AGGVPEVMLHLRSLGLLHEDV 

MTVTGSTLKENLDWWEHSERR 

QRFKQLLLDQEQINADEVIMSP 

QQAKARGLTSTITFPWQYAWIL 

HPDLDPETLLKLLISLRRFWAET 

PVGKNRITQMTNARHRTGFQG 

VT1HHTGVQFMGF1TRKDSANS 

GVKQWTLFQQTHRFRHHIQRT 

FARFQHFLPGFNNGRQRLDVAS 

VFMEFTTGLMSLDTALNEMLS 

RVTPLTAQETLPLVQCFGPJLAS 

DVVSPLDVPGFDNSAMDGYAV 

RLADIASGQPLPVAGKSFAGQP 

YHGEWPAGTCIR1MTGAPVPEG 

CEAVVMQEQTEQMDNGVRFT 

AEVRSGQNIRRRGED1SAGAVV 


9257 


39625 


B 


9316 


1 


2577 




9258 


39626 


A 


9317 


2 


772 


AFGASLAQDKPNTGTG*KSPSH 

PMLRVLDIGKICHLARKVGAVS 

VVDNPFIRPALQNPLALRADLV 

LHSCTKYLNGHSDVVAGVVIA 

KDPDVVTELAWWANNIGVTG 

GAFDSYLLLRGLRTLVPRMELA 

QRNAQAIVKYLQTQPLVKKLY 

HPSLPENQGHEIAARQQKGFGA 

MLSFELDGDEQTLRRFLGGLSL 

FTLAESLGGVEKLISHAATMTH 

AGMAPKARAAAGISETLLRIST 

GIENGENLIADLENGFPA 


9259 


39627 


B 


9318 


68 


1895 




9260 


39628 


A 


9319 


1 


636 




9261 


39629 


A 


9320 


1 


942 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9262 


39630 


A 


9321 


479 


969 


MPSTSQ*I/ISEDFVELNAARYR 

DEEIQRTPQRYSSRRPTQRHIIV 

RFTK.VEIKEKMLRAAREKGGV 

AHKRKPIRLTADLSAETLQARR 

EWGPTFNILKEKNFQPRJSYPTK 

LSFISEGETKSFTDKQMLRDFGT 

TRPPLKELLKEA LN MERNNRY 

QPQQKHTKL 


9263 


39631 


A 


9322 




652 


MGKKQSRKTGNSKNQSASPPP 

KERSSSRAMEQSWTENDFDEL 

REEGFRRSNYSELKEEVQTHGK 

EDKNLEKKLDEWLARIINAEKS 

LKDLMELKTKARELCDECTSLS 

SRFDQLEDG VSVMEDEMNEM K 

SEGKFREKRIKRNEQSLQEIWD 

YVKKPNLCLIGVPESDRKNGTK 

LENTLQD11QENFPNLSGQANIH 

1QEI\QRTPQRYSLRRATP\RHLI 

VRFTKVEMKEKXMLRAAREKG 

R\ VTHKG KP1 RLTTADLS AETLQ 

A R/RTE WG PIFN ILKEKNFVQPRI 

SYPAKLSF1SEGEIKYFIDKQML 

RDFCHHQGLPLKELLERKALK. 

HGKGNNQ*PPPKERSSSRAMEQ 

SWTENDFDELREEGFRRSNYSE 

LKEEVQTHGKEDKNLEKKLDE 

WLAR11NAEKSLKDLMELKTKA 

RELCDECTSLSSRFDQLEDGVS 

VMEDEMNEMKSEGKFREKRJK 

RNEQSLQEIWDYVKKPNLCLIG 

VPESDRKNGTKLENTLQD11QE 

NFPNLSGQANIH1QEIPENATKIL 


9264 


39632 


A 


9323 


403 


410 


VFL1RWGGKPLKRKLYFLHCS1 
TQALV*ACQGKYLG*1VGAKNI 
KYIDFFITASRYLRMLAQVFE*I 
LLLREVTRYS 


9265 


39633 


A 


9324 


174 


1252 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 


9266 


39634 


A 


9326 


1 


1049 


MHRSDMSCPDKVDILDTTAFR1 

AINEVKHSKLTSVTVTKVLDMF 

ISRSSLFPIDDGLLDDGHSDQVG 

VLNSPTCYSAHQNGER1ERFSR 

KVFVGGLPPDIDEDEITASFRRF 

GPLVVDWPHKAESKSYFPPKG 

YAFLLFQEESSVQALIDACIEED 

GK\LYLCVS*PLLSKDKPSSKYV 

PWNLSDSDFVMDGSQPLDPRK 

TIFVGGVPRPLRAVELAMIMDR 

LYGGVCYAG1DTDPELKYP\KA 

PGRVAFSNQQSYIAAISARFVQ 

LQHGD1DKRVEVKPYVLDDQM 

CDECQGARCGGKFAPFFCANV 

TCLQYYCEFCWATM1HSRAGRE 

VH 1 PLVTESA V A APRIH1PWT 


9267 


39635 


A 


9327 


2 


126 




9268 


39636 


A 


9328 




1327 


IASNSWNASSSPGEAREDGPEG 
LDKGLDNDAEGVWSPDIEQSF 
QEALA1YPPCGRRKIILSDEGKM 
YGRNELIARYIKLRTGKTRTRK 
QVSSHIQVLARKK.VREYQVGIK 
AMNLDQVSKDKALQSMASMS 
SAQIVSASVLQNKFSPPSPLPQA 
VFSTSSRFWSSPPLLGQQPGPSQ 
DI KPFAQPA YP1QPPLPPTLSS YE 
PLAPLPSAAASVPVWQDRTIAS 
SRLRLLEYSAFMEVQRDP*TRT 
SKHLFVHIRHTDRNPRRFFRTPP 
LGP\VDVR\Q1YDPNFPEK.KGGL 
KELYEKGPPNAF\FLVKFWADL 
NST1QEGPGAFYGVSSQYSSAD 
SMT1SVSTKVCSFGKQVVEKVE 
TEYARLENGRFVYRIHRSPMCE 
YM1NFIHKLKHLPEKYMMNSV 
LEN FTILQV VTSRDSQETLLVI A 
FVFEVSTSEHGAQHHVYKLVK 


9269 


39637 


A 


9329 




339 




9270 


39638 


A 


9330 


1505 


1876 


TYGCASPSRKPRVMPLVTAQVP 
ITALRVNSSS1PAQSAVETTSNR 
PPTTGVPAFRPVRAAV*AVISPQ 
ISADPTTGGRA*LISAIPSQSVRH 
GSYSPRLML*RLDSEILLSSQPL 
TPVKHQRR. 


9271 


39639 


A 


9331 


1 


1710 




9272 


39640 


A 


9332 


1 


1191 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9273 


39641 


A 


9333 


838 


1365 


STETLSPLPATPGEVTLRHLDV 

VSAEQQMFSGLVEKIQVTGSEG 

ELGIYPGHAPLLTAIKPGM1RIV 

KQHGHEEF1YLSGG1LEVQPGN 

VTVLADTAIRGQDLDEARAME 

AKRKAEEIIISSSHGDVDYAQAS 

AEL AKAI AQLR V IELTKKA M * H 

RLEKHKSQSGNRLAFFCACDPS 


9274 


39642 


A 


9334 


3 


601 


MLSAVGYQP/TLAEEMGVLQE 

RIPSTKTGSITSVQAVYVPADDL 

TDPSPATTFAHLDATVVLSRQI 

ASLG1YPAVDPLDSTSRQLDPL 

VVGQEHYDTARGGQFILARYQ 

ELESLLVA1LGMNDLSEEDKLVV 

ARARKIQRFLSQPFFVAEVFTGS 

PGK.YVSLKDTIRGFKGIMEGEY 

DHLPEQAFYMVGS1EEAVEKA 


9275 


39643 


B 


9335 


681 


1071 




9276 


39644 


A 


9336 


203 


2189 


VASSARRGLPVHGPAPLQGPGN 

SQDRL/ESGTNRCGLRGPLVKG 

GKGGRFPSARL1QTVKKGGTPS 

RDHA\IEPSGY\SVSAGVGE\RTR 

K.GSVFAHEMPDCNVIDKVSLV 

YGQMTEPPGNCMRVALSGLTM 

AEKFRDEG RD VLL F V DM 1 Y RY A 

LAG*ERFATVGR*ASN/AVGIQP 

TLAEKMGVLQERJTSTKTGSITS 

VQAVYVPANDLTDPSPATTFA 

HLDATVVLSRQIASLGIYP\AVD 

PLDSTSRQLDPLVVGQEHYDTA 

RGG*S1\LQRF\QELKDFMALP/G 

LSDELSEEDKLVVARARKIQRF 

LSQPFFV AEVFTG SPGK Y VSLK 

DTIRGFKG1MEGEYDHLPEQAF 

YMGDMAMTYHLDVVSAEQQ 

MFSGLVEKIQVTGSEGELGIYS 

GHAPLLTAIKPGMIRIVKQHGH 

EEFIYLSGGILEVQPGNVTVLAD 

TAIRGQDLDEARAMEAKRASG 

KVK.PS1MQSLTPEKIAAILPLQF 

FPQPA DFTG PY VMLTSRRNNRA 

LSRCDDQTLMPGLAIRG1RHRH 

QQAGVRILLNNAIEHVVDGEK 

VELTLQSGDTLQADVV1YGIGIS 

ADEPLAREANLDTANGIV1DEA 

CRTCDPAIFAGGDVP1TSSLINV 

VDEIIHDILLTQPVATRYCIVKVI 

FEAVMILRDSGGAPFCSNGMAT 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9277 


39645 


A 


9337 


905 


2319 


SRQAQWKGVPSTFSVINYHSLQ 

KLRTTNLTHRQLLNLLSTVLYCS 

CPSIQKLLLMLQTGQPSGVGLV 

DLPLICAMSRPALPNATAALPTG 

TRTQPPSTPLLTRLPSSHRLLLH 

SGF*AAALLGVSEMT1RRDLNN 

HSAPVVLLGGYIVLEPRSASHY 

LLSDQK.SRLVEEKRRAAKLAA 

TLVEPDQTLFFDCGTTTPW1IEA 

IDNE1PFTAVCYSLNTFLALKEK. 

PHCRAFPCGATPFSNPSIFSKRV 

NNFCRDIAFYYSAGVHVSKGV 

TCFNLKRWPVKQWAMSMAQK 

HVLVVDHSKFGEVGPVCMGDL 

K.RFDIVVRECCPEDEYVKYAQT 

QRIKPDKVSRHPVIIRLREPGLE 

PVMEFHH PVLPQRTTESAVVHI 

AHTRKSWRPEHSAPVLIQTSPV 

ERGPQY1QCYQLSLTSEENNQP 

DTQTTTKPAQYSSILFLSKYPKV 

IVDAPDRSTQRGWSSGLATQSN 

EQA CTTKCN SCTAN WHQNTTT 

FNSTANPSTFKPPTSAALRVLSL 

WTGNHCDWCF1RYWRLTPNW 

QRFRRVGRTERATTHNRLQAF 

GGHTQGLSPGPRRWLHEQRFPT 

TSDTGGHTADDFRKLDPCIQGP 

YGSHRHSVKSEVNFKEKRYAF 

APAASFRYTVL1RFCAPPNTGRF 

LLTGTPLPMLSYRHSFHAGNHA 

DVLKHTVQSL11ESLKEKDKPFL 

YLDTHAGAGRYQLGSEHAERT 


9278 


39646 


A 


9338 


98 


596 


YSGI1MAQSKLYPVVMAGGSGS 
RLWPLSRVLYPKQFLCLKGDLT 
MLQTT1CRLNGVECESPVVICN 
EQPRFIVAHQMRQLNELSENIIL 
EPAGRTTAPTIAPAALAANRHS 
PESAPLMLVLATDHV1ANEDAV 
RAPVKVNAIPYPKKGKLVTFGIG 
LDGRVPRYNM 


9279 


39647 


A 


9339 


2 


437 


LECPGRSTANCSPRARATSLLL 
LTHVHGESRDRAQEMVDLLAQ 
YEQHGLQLNSRELPDHLPLYLE 
YLAQLPQSEAVEGLKDIAP1LAL 
LSARLQQRESRYAVLFDLLLKL 
ANTA1DSDKVAEK1A/VRSAR*Y 
AAGAGCCLGRRAG 


9280 


39648 


A 


9340 


152 


334 


HLSPQYGSIPRV1SRMGGKLIIM 
DHFHYGRDSILLSME*TLALDA 
NLQFLYVVLLPNYYL 


9281 


39649 


B 


9341 




1401 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9282 


39650 


A 


9342 


86 


2063 




9283 


39651 


B 


9343 




885 




9284 


39652 


A 


9344 




101 


MDDNITYTTFICNPLNLSPQRR 

MLIITGPNMGGKSTYMRQTALI 

ALMAYIGSYVPAQKVEIGPIDRI 

FTRVGAADDLASGRSTFMVEM 

TETANILHNATEYSLVLMDEIG 

RGTSTYDGLSLAWACAENLAN 

KIKA LTL FATH YFELTQLPEKM 

EGVANVHLDALEHGDTMAFM 

H S VQDG A ASKSYGLA V A ALAG 

VPKEVIKRARQKLRELESISPNA 

AATQVDGTQMSLLSVPEETSPA 

VEALENLDPDSLTPRQALEWIY 

RLKS LGKTMPSTRYQKIN A HH 

YRH1WVVGDIHGEYQLLQSRL 

HQLSFFPK1DLLISVGDNIDRGP 

ESLDVLRLLNQPWFTSVKGNH 

EAMALEAFETGDGNMWLASG 

GDWFFDLNDSEHQEAIDLLLKF 

HHLPH1IEITNDNI1YA1TTCVGN 

ARRAHAVHFCGDVARLLTCQI 

N I YRG QFRRL PRTFH RR LLTKL 

RDL1LRLSAGNLQCCPDRAWRD 

NIHPNTFLRDLFCQATAVVQNR 

RLRSR1GDRFLGAVERRFGNDL 

PSSPVEWLTDNGSCYRANETRQ 

FARMLGLEPKNTAVRSPESNGI 

AESFVKTIKRDYISIMPKPDGLT 

A A K.NL A E A FEH YN E WHPHRAN 

P1TYQAVCANHYRTLNNGTMT 

NTG*QYNVYH1YLQPAESVAA 

APHVDHHRSEHGR 


9285 


39653 


A 


9345 


1062 


1179 


PRFVPILAPYAPVRSVCLR*V*T 
DLPEYGHILFQPADR 


9286 


39654 


B 


9346 


1 


2439 




9287 


39655 


A 


9347 


136 


629 


RSVTPVTD1VKLLEFTRLRLPGY 

TKSIE*TN1TFQCAIAAA*KNSVS 

TPRGGGTGTNGQALNQGI1VD 

MSRHMNRIIEINPEEGWVRVEA 

GV1KDQLNQYLKPFGYFFAPEL 

STSNRATLGGMINTDASGQGS/ 

LGVRAVLLGGDILDTQPLPVEL 

AETLGKSAE 


9288 


39656 


B 


9348 


1 


4653 




9289 


39657 


C 


9349 


584 


819 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9290 


39658 


A 


9350 


1 


765 


MQEWGRYTILSGCCNSALKGD 

VCLLYGFRVAGRRQASELQELT 

IGYRAQKNRVSSWCYCHFRQM 

AKAQHIKGFLNRLRKTAKK*GF 

QLVLLPFSANGKAAQHIKGFLN 

RLRKTAKKTRDFLTRMPKLGM 

TMVGVDPALVLCYRDEYKLAL 

GEERGEFNVLLANEWLASALES 

QPVATVSGESWYFFGHCTEVT 

ALPGAPAQWAAIFARFGAKLE 

NVSVGCCGMAGTYGHEAKNH 

ENSLGIYELSWHQAMQRLPRN 

RCLATGYSCRSQVKRVEGTGV 

RHPVQALLEI1K 


9291 


39659 


A 


9351 


1 


1710 




9292 


39660 


A 


9352 


1377 


1712 


IFRASLNQLLFCGLLAGRNHRQ 
RSVRALSQRKMVPTDRK*RCA 
RRAAR*PSARVL*SGE*TDRQH 
AD*PTIR*RRSWYLRPAVYASV 
RQSDRLYSDEYHW*PVRLQRY 
VRR 


9293 


3966! 


A 


9353 


203 


1293 


VASSARRGLPVUG PAPLQGPGN 
SQDRL/ESGTNRCGLRGPLVKG 
GKGGRFPSARL1QTVKKGGTPS 
RDHA\1EPSGY\SVSAGVGE\RTR 
EGNDFYHEMTDSN VI DK VSL V 
YGQMNEPPGNRLRVALTGLTM 
AEKFRDEGRDVLLFVDNIYRYT 
LAG*ERFATVGR*ASN/AVGYQ 
PTLAEEMGVLQERITSTKTGSIT 
SVQAVYVPADDLTDPSPATTFA 
HLDATVVLSRQIASLGIYPAVD 
PLDSTTRQLDPLVVGQEHYHTA 
RGG*S1\LQRF\QELKDFMALP/G 
LSDELSEEDKLVVARARKIQRF 
LSQPFF V AEVFTG SPGKY VSLK 
DTIRG FKGIMEGE YDHLPEQ A F 
YMVGSIEEAVEKAtCKL 


9294 


39662 


B 


9354 


1 


505 




9295 


39663 


A 


9355 


604 


789 


TMVASGSRRMTST*SRGSVNG 
CRTILRWK.RHSSPLKIKRKQKS 
L*TMPSF*RLPAENSLFEI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9296 


39664 


A 


9356 


1 


1514 


SVAVLRE*APKIRJQLATMPELA 

DASSDQQDNGAEMNLVYDRD 

TMARLGIDVLAANSLLNNAFG 

QRQISTIYQPMNQYKVVMEVD 

PRYTQDISALEKMFV1NNEGKA 

IPLSYFAKWQPANAPLSVNHQG 

LWRAL\TIWFTLPTGKSLC\DPS 

AAIDRAMTQLGVPSTVRGSFAG 

TAXQVFQETMNSQVILIIAAIAT 

VYIVLGILYESYVHPLTILSTLPS 

AGVGALLALELFNAPFSLIALIG 

IMLLIGIVKKNAIMMVDFALEA 

QRXHGNLTPQEAIFQACLLRFRP 

IMMTTLAALFGALPLVLSGGDG 

SELRQP\LG ITI VG GL VM SQLLT 

LYTTPVVYLFFDRLRLRFSRKP 

KQTVTDTRWQLWIVAFGFFMQ 

SLDTTIVNTALPSMAQSLGESPL 

HMHMVIVSYVLTVAVMLPASG 

WLADKVGVRNIFFTA1VLFTLG 

SLFCALSSTIR11LRFVSLLHMR 

WQFRDLTFWQMRFRTNTPITSG 

GSDDSLMNQSHQRSVSSSI 


9297 


39665 


A 


9357 


3218 


3337 




9298 


39666 


A 


9358 


252 


771 


RRCQ1LLSGSLHSSWRTLPGHV 
*QLASAHRPRF\R*LPGLEPGEL 
FVHRNVANLVIHTDLNCLSVV 
QYAVDVLEVEHII1CGHYGCGG 
VQAAVENPELGLINNWLLH1RD 
I1HGWAYG1HDGLLRDLDVTAT 
NRETLEQRYRHGISNLK.RDVHF 
TTG RFIQQRTNRQRLRFAQA 


9299 


39667 


B 


9359 


604 


831 




9300 


39668 


B 


9360 


1 


1104 




9301 


39669 


A 


9361 


242 


337 


LTVIHGVSAKTVlLSSAVPIQ*rC 
TVRRVSRR 
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SEQID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9302 


39670 


A 


9362 


2208 


341 1 


LAADHRRRNAVQRPCNGGQSV 
QSTDEAAGRLSHADTHPGRPA 
RALPGDCRPETLLRTAGVAE*T 
KALYTLRSEKTRERPMDKQQA 
SDEKHRRFHDKESDFLA/FVNL 
WN Y/LG EQQKALSSNA FRRJLCR 
TDYLNYLRVREWQDIYTQLRQ 
VVKELGIPVNSEPAEYREIHIAL 
LTGLLSHIGMKDADKQEYTGA 
RNARFSIFPGSGLFKKPPKWVM 
VAELVETSRLWGR1AARIDPEW 
VEPVAQHLIKRTYSEPHWERAQ 
GAVMATEKVTVYGLPIVAARK 
VNYSQIDPALLHDTIELGTSPAF 
LITRWGFGRNLSRTSGGPRQEP 
RRKEIAMELVLKDAQSALTVSE 
TTFGRDFNEALVHQVVVAYAA 
GARQGTRAPKTRAAVTGGMPT 
LYAVGRLSRJPMDT 


9303 


39671 


A 


9363 


79 


559 


TLSPGSINPFEKPNS*DSVPMTL/ 
RRFIEVRVFQQIHHMRQRPAHL 
W 


9304 


39672 


A 


9364 


1 


655 


THWER/A/QGAVMATEK.VTVY 
GFRIVAARKVNYSQIDPALCRE 
LFIRHALVEGDWQTRHAFFREN 
LKLRAE VEEL EHKSRRRD 1 L V D 
DETLFEFYDQRISHDVISARHFD 
SWWKKVSRETPDLLNFEKSML1 
KEGAEKISKLDYPNFWHQGNL 
KLRLSYQFEPGA DADG VTVH IP 
LPLLNQVEESGFEWQIPGL/RRE 
LVMPD*SCQTVTEFVPANSHSY 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9305 


39673 


A 


9365 




2082 


MDIQEFPDLKGTTSLE1LTLTRA 

G1RLLPSGMCQQLPRLRVLELS 

HNQIEELPSLHRCQKLEEIGLQH 

NR1WEIGADTFSQLSSLQALDLS 

WNAIRSIHPEAFSTLHSLVKLDL 

TATSQLTTLPLAGLGGLMHLKL 

KGNLALSQAFSKDSFPKLR1LE 

VPYAYQCCPYGMCASFFKASG 

QWEAEDLHLDDEESSKRPLGLL 

ARQAENHYDQDLDELQLEMED 

SKP\TPSVQ\CSPTPCPFKPCEYL 

FESWGIRLAVWAIVLLSVLCNG 

LVLLTVFAGGPAPLPPVKFVVG 

AIAGANTLTGISCGLLASVDAL 

TFGQFSEY/GLARWETGLGCRA 

TGFLAVLGSEASVLLLTLAAVQ 

CSVSVSCVRAYGKSPSLGSVRA 

GVLGCLALAGLAAALPLASVG 

EYGASPLCLPYAPPEGQPAALG 

FTVA\LVMMKLLLFSWFVGPLP 

YHQNWYCDLPRGDFEAVWVDC 

AHGEATWAWPHLRKTGLLYCP 

VAFLSFASMLGLFPVTPEAVKS 

VLLVVLPLPACLNPLLYLLFNP 

HFRDDLRRLRTPRRRTQGPP*PL 

CCGREDAG ERASC\DS YPQAL V 

APSLMW1SFCEAS*SWAGPLEL 

PTvr.FpevTT icrrvr^pr: a pdi 

r, 1 Y Lirro V 1 LJoLl^^ruArKLtlj 

THrvpppr,MUFr,MPnp<:i nr.n 
i ril^ V crDUlNnrulNr^roLUut-L 

LLRAEGSTPASGGLSGGWRLSA 
LWLGLWLHTCKYPSPFFSSPLF 
PFLSPPSVNDGCF 


9306 


39674 


B 


9366 


1 


510 




9307 


39675 


A 


9367 


88 


246 


TPMRPMKSPMPTPVSRSGSSSK 
MG*SSASL*RS1PGLDAGKTPW 
PAGRSGTWA 


9308 


39676 


A 


9368 


693 


104! 


AEGYSQCPNAREGHVDEENED 
SAPAAQK1P*I*ED*SPHVSQPVP 
EGEEECVKKQ/GRFSWNTSTS* 
RQT/TARKKLLADQAEARRSKT 
KEAHKSYEEHLQAKKEEIIKTL 
SKEEETKK 


9309 


39677 


A 


9369 


1 


1911 
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SEQID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9310 


39678 


A 


9370 




921 


MWRSIFLDSRYLLSSRRK.ILILLI 

HVTFSGIRALAVPFRLPVEKMS 

F1FMGDV1HRMLTATQYVAPL 

MANFNPGYSDNSTVVYFDNGQ 

QIRKLIKDGLI1RKPVTVHSRAR 

CRKNTLARRKGRHMG1EFACFC 

CVFLTPALICMVCAVRLLTRDP 

YLASGDQPLERATGEHASMHE 

Y\PGELG\QPPGLYPSSHPPGRA 

GTLRALSRQ DTFD A DTPG SRN S 

AYTEL*DSCVDMETDPSEGPGL 

GDPCEVGTPPARQGSWEDEEED 

YEEELTDNRNRGRNKARYCAE 

GWGPVLGRNKNELEGWGRGV 


9311 


39679 


A 


9371 




740 


ELFPFAAAAAAMSMLRLQKRL 
ASSVLRMWQRTNGLGTPMRP 
M*SPMPTPRQQIPEAHQRWAD 
HP/LSLVTGPFPG SMPEKTPLA\ 
AGEGAGQHGALGKAGRGTSQ 
MPGMPGEGQHGLRRJEDFGAG 
LLQKDTGEPRRSDRPHVFTAC 
YLEGEGGMLFQKQGGFFMGTL 
PQG*RQDKGPQRSFLADQA*RP 
QGLRTK.ESTESASEERLPGQRK 
EEINQRLYSKEGRRPRNKNLPL 
GSVHTWPLV1T 


9312 


39680 


A 


9372 


1 


2229 




9313 


39681 


A 


9373 




1560 


SGPNSLKFYDWGETVPQPWPIF 

GLSPAFGFPLCFPRGLGETIFSSR 

PHIR/RNYPELQKRLNGWLSAA 

LKTARILTVCVAVMLLLSAWG 

LFDFWNWLQNGAGQKNP*NIP 

D/LRJRNSILFL/LSAVGWTVLA\ 

SLIENRLASDI\HGRPLP\SARTR 

TLLTLFRNALAVIISTITIMIVLS 

E1GVNIAPLLAGAGALGLAISFG 

SQTLVKDIITGVFIQFENGMNTG 

DLVTIGPLTGTVERMSIRSVGV 

RQDTGAYH1IPWSSITTFAN\FV 

RG IG S VG AN YD VDRH ED ADKA 

NQALRDAVEDDETRFTSESSPIL 

RCCQREG LG LKAV VQILLSHGR 

NGLPGEPASSQGLSAASSTPVF 

HLALQIDSAPDNIDWVEMLFNK 

NMVTERLQNVMVLEQCFSDSS 

SLYRFLTYSYLLAFNVWLLLAP 

VTLCYDWQVGSIPLVETI WDM 

RNLATIFLAVVMALLSLHCLAA 

FKSRVTASIPGCIKAHAVENVL 

TTKSKTRIYPEVVVQSGLQKQK 

GKGSVMF1EAAGL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 












276 


V RQ YR7LGN/MHQQRM A E M 1 D 

arqqqafgeegacwggcpk.hr. 
vmldasgkpglndlcagyqrd 
vrhlprylkamadllahgrpa 
sdimhahllv 


9315 


39683 


A 


9375 


102 


916 


RSLLAIFNHW*\KRDL\GKFLVW 
N1KW/AFAKFCRSAGQTSGRSVI 
VEHNGEIYACDHYVYPQYRLG 
NMHRQRMAEMIDSRQQQAFGE 
DKFKQLPAQCRSCN VLKACWG 
GCPKHRFMLDASGKPGLNYLC 
AGYQRYFRHLPPYLKAMADLL 
AHGRPASDIMHAHKKVFK.RGT 
ACSGFQKGGPLFRSRTGYCPTL 
RKKAPCPKTGLLGKKWTPQRR 
NSSGKSCAKRRGDPPLLENRFN 
GSRVQRKPQWNSCTGHPENNF 
FPNYGGTPYPQRMWPL 


9316 


39684 


A 


9376 


338 


1155 


S1F1SIGNLAANDLSPSRJARLQK 
ILHSYVPEEIRDGNQVRVTSWD 
GRKWGELEGDTYDRVLVDVPC 
TTDRHSLHEEENNIFKJISRKKE 
RQ1 LPVLQVQLL A AG LLATKPG 
GHVVYSTCSLSHLQNEYVVQG 
A1ELL\P1NTASRYRWKI*LTSEG 
FSWTHFVSSQSCPGWGAGNTK 
TSLA\ILALCTSAKCVGWT*YPP 
QSLKQEYQRVYSVGCTRNWKL 
GPVAEMHSRSCLHPVRVFLQFS 
AIRSRRFAVLLSNCGASAWFPT 
SL1NPYPIS 


9317 


39685 


C 


9377 


157 


453 




9318 


39686 


A 


9378 


486 


1195 


ARPQQ YEQ VPG KAE A SE WERG 
SSAPTGPGGHAAAAAGGVGGG 
EGSPPALHGRGARAG/GAG1CM 
GLRQQLNR* AMDLTGAGGPAR 
AGAAGAVARGGGRHQGPGAG 
GRGRGLGFAAGTAEPRGAPHR 
PLQRALPPIRREPGERHRAPRAG 
AAPQCGSARPRQPRAPQSLRAG 
ALPEAHAQGQGPARTHPAEPGP 
AARRAQQSLCRHWD*GRGRPG 
PPDA LRGGA ASDFRLSA RTPICR 


9319 


39687 


A 


9379 


10 


1278 
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SEQID 
NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9320 


39688 


A 


9380 




1305 


mecvcvkekereekegkeeee 
edeavaerggkgerrgerrge 
rkreketytek.nryrdtkrdr 
drerkepyeipsslighgdpk.de 
l drnl a lkq vkt y wv iqfsksi 
eviekrmavlneqvkeaegss 
aeykkeieelkellpeitekted 
akesqttgnvaelalkatl\gg 
gssvs/siasrkptdgasssncv 
tdishfvrkkrkpeeqspwkdd 
akkvkqelevnggsgdavpsg 
n e vlenmeeeaenrvesraa v 
egtveagataestaymydipa 
m yqentavsktdevsdli hkl 
aqtdllaqeragkraspqdgg 

SAEGQAQSDRQEATKQRHKQE 
AGDRHYDKQMLEYQGAHELY 
SSREKRKEKKKKPPHGRLPPTP 
VALHGAKRRLLTKRLFNASPN 
KPKGHSTQFSVMSQAEQQPVL 


9321 


39689 


A 


9381 


67 


458 


WDMANSGCKDVTGPDEESFLY 
FAYGSNLLTERIHLRNPSAAFFC 
VARLQ\QEGVKSGMYVVIEVK 
VATQEGKEITCRSYLMTNYESA 
PPSPQYKKIICMGAKENGLPLE 
YQEKLKA1EPNDYTGKGSEENE 


9322 


39690 


A 


9382 


139 


710 


WDMANSGCKDVTGPDEESFLY 
FAYGSNLLTERIHLRNPSAAFFC 
VARLQDFKLDFGNSQG\KTSQT 
WHGGIAT1FQSPGDEVWGVVW 
KMNKSNLNSLDEQEGVKSGMY 
VV1EVKVATQEGKEITCRSYLM 
TNYESAPPSPQYKKJICMGAKE 
NGLPLEYQEKLKAIEPNDYTGK 
V SEEIEDI 1 KKGETQTL 


9323 


39691 


A 


9383 


] 


731 


MANSGCKDVTGPDEESFLYFA 

YGSNLLTERIHLRNPSAAFFCV 

ARLQLLIESPRMSRLAKFWPRT 

HAVILSKTERTSFWPLKPQKWE 

SGSDTPYSQTRKDFKLDFGNSQ 

GKTSQTWHGGIATIFQSPGDEV 

WGVVWKMNKSNLNSLDEQEG 

VKSGMYVVIEVKVATQEGKE1T 

CRSYLMTNYESAPPSPQYKK1IC 

MGAKENG\LRLKYQEKLKAIEP 

NDYTGKVSEEIEDIIKKGGTTKL 


9324 


39692 


A 


9384 


41 




MFCNTDLGT/L LCTD V V A RG LD 
I PQVN WIVHYDHPDDPKE Yl HR 
VVPAFVDLNVNGNEGKQKKRG 
GGGGFDYQKIKKVEKSKIFKHI 
SKKSSDSRQLSH 
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SEQID 
NO: 


SEQID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9325 


39693 


A 


9385 


3 


1852 


SKQKPMNVGLSETQNGGMSQE 

AVGNIKVTKSPQKSTVLTNGEA 

AMQSSNSESKKKKKKKRKMV 

NDAEPDTKKAKTENKGKSEEE 

SAETTKETENNVEKPDNDEDES 

EVPSLPLGLTGAFEDTSFASLCN 

LVNENTLKAIKEMGFTNMTEIQ 

HKSIRPLLEGRDLLAAAKTGSG 

KTLAFLIPAVELIVKLRFMPRNG 

TGVLILSPTRELAMQTFGVLKE 

LMTHHVHTYGLIMGGSNRSAE 

AQKLGNGIN1IVATPGRLLDHM 

QNTPGFMYKNLQCLVIDEADRI 

LDVGFEEELKQIIKLLPTRRQTM 

LFSATQTRKVEDLARISLKKEPL 

YVGVDDDKANATVDGLEQGY 

VVCPSEK.RFLLLFTFLKKNRKK 

KLMVFFSSCMSVKYHYELLNYI 

DL P VLA I HG K.QKQN KRTTTFFQ 

FCNADSGTLLCTDVAARGLDIP 

EVDWIVQYDPPDDPKEYIHRVG 

RT A RG\LNG RG H ALL I LRPEELG 

FLRYLKQSKVPLSEFDFSWSKIS 

DIQ\SQLEKLIEKYNYFLHKSA\Q 

EAYKSYIRAYDSHSLKQIFNVN 

NLNLPQVALSFGFKVPPFVDLN 

VNSNEGKQKKRGGGGGFGYQ 

KTKKVEKSKIFKHISKKSSDSRQ 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9326 


39694 


A 


9386 


1 


2703 


MAQQATLCSMKGCMRALVAQ 

LKSESEDLQQTVQAKREVPKSK 

VPAAEKRESGPKQAAVNAAVQ 

RVQVLPDVDTLLHFATESTPDG 

FSCSSSLSALSLDEPFIQKDVEL 

RIMPPVQENDNGNETESEQPEE 

SNENQDKEVEKPDSEKDLLDDS 

DDDDIEILEECIISAMPTKSSRK 

AKKLAQTASKLPPPVARKPSQL 

PVYKLLPAQNRLQAQKHVSFTP 

GDDVPRVYCVEGTPINFSTATS 

LSDLT1ESPPNELATGD/GVRA7S 

IQSGKSHKPFRVKK71MDQVQQ 

ASSTSSGANKNQVDTKKKKPTS 

PVKPMPQNTEYRTRLPNNEDR 

VRGSFALDSPHHYTPIEGTPYCF 

SRNDSLSSLDFDDDDVDLSREK 

AELRKGKESKDSEA KVTCRPEP 

NSSQQAASKSQASIKHPANRAQ 

SKPVLQKQPTFPQSSKDGPDRG 

AATDEKLQNFAIENTPVCFSRN 

SSLSSLSD1DQENNNNKESEP1K 

EAEPANSQGEPSRQLSQQNLTK. 

QASLSKNASSIPRSESASKGLNQ 

MSNGNGSNKKVELSRMSSTKS 

SGSESDRSERPALVRQSTFIKEA 

PSPTLRRKLEESASFESLSPSSRP 

DSPTRSQAQTPVLSPSLPDMSLS 

THPSVQAESSEKAKSEDERHVS 

SM PAPRQM KENQVPTKGT WR 

KIKESDISPTGMASQSASSGAAS 

GAESKPLIYQMAPPVSKTEDV 


9327 


39695 


A 


9387 




193 


QSSE*N IQGPCN V WSSR* RWER 
SKGRRHLSSASRPLSALSTLRFT 
SVSQHAAICRVVVIRPQGQ 


9328 


39696 


A 


9388 


395 


761 


SMQKKPRP1AHRQRCRAAMAA/ 

GQQPQIPITTGTGVVYPGA1TM 

ATTTPSPQMTSDCSSTASASPEPS 

LPVIQSTYGMKTDGGSLAGNQ 

MINGEDEMAMYDDYEDDPKS 

DYSSENEAPEAVSAN 


9329 


39697 


B 


9389 


1 


477 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9330 


39698 


A 


9390 


167 


890 


LSGARSSQGRLPWGRGDAVSTS 
TSRRNPRTG A SDERNN HEPG KN 
SPYLQAQWRIGGKGTARRKKK 
V VH RTATA\DDKKLQ F\S LKKL 
GVNHMSGI E\EVN M\FTNQGTSG 
STFNNP*KVQAISWAANTFHPL 
PG PC WRPKPADKK WLPQPSLN 
PSLGAG*S*LRFKGRLARSFLPP 
NNP\VDGKATHLPTG\KDDDD\ 
KVPRSLWRILMRLPKNEGKLEL 
RSTS*R*NLEEVT\GSRYFKJMT 
AF 














GAASLLRAGPGSSGSDP\PLSSR 
FVERRGALYRSPMNQENPPPYP 
GPGPTAPYPQYGWQGGPQEPP 
K.TT V YV V EDQRRDELGPSTCLT 
ACWTALCCCCLWDMLT 


9332 


39700 


A 


9392 


263 


680 


LLLPALVTSAPLPPAG LATCPC P 
RLAQLGIGRAAPQKRSPRRRNP 
E A S RG RPPDG V WRA P L R/V PPT 
PRETEPQRRGDPGLRNPCLSQA 
SPGAPQFSGP/PPGSPGTRPVRA* 
SPPGPSWVGPGPLHLTSPLPNRL 
DNGRV 


9333 


39701 


A 


9393 


2 


537 


SGARLLLTCSETGAASLLRAGP 
GSSGSDP\PLSSRFVESRGALYR 
SPMNQENPPPYPGPGPTAPYPP 
YPPQPMGPGPIGGPYPPPQGYP 
YPRJPTVRLAGWTSGSLLKTTV 
LL WVGRPK EEMKLGTIHLPSQP 
AGTGLCLLLSLGTWFTLTRTRP 
RPFLFLASSAANLLTGVPCPHLF 


9334 


39702 


A 


9394 


3 


470 


PKAKKEAPAPPKAEAKAKALK 

AKKAVLKGVHNHT\QKKKIHTP 

LTFQRPKSLRLRRQPKYPRKSA 

PRRNKLDHYAIIKFPLTTESAM 

KKIEDNNTLVFIVDVKANKHQI 

KQAVQKLYDIDVAKVNTLIRPD 

GEKKA Y VRLA PD YDAL DV AN 

KIGII 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9335 


39703 


A 


9395 


1 


1144 


MLYQVLMVDTCGTRGEGAFLK 
YRKPACPTALGFMFPRSHGLTA 
DTVLVSSLSRWFLWRRLLLLLL 
LLLLNLPLQKAVHRKATPESAI 
ADCSGPRDCAPWVKFAMLELH 
SFKCPAGEYWSK.DVCCKNCSA 
GTFVKAPCEIPHTQGQCEKCHP 
GTFTEKDNYLDACILCSTCDKG 
DFYGKKTAVHEALCDN1DTRT 
VMEEM RALVSQCNL YM AARK 
AERRRPNRALLENIAMYLTHM 
LK1FGA1EEESPLGFPVGGPGTN 
LN PIENGGM DKFLTT VS VLRKT 
HRVSNGQNSVCRSVSYWKPKC 
TFCSLTHITYIRYLELRLTLESTV 
MPYLQVLSEFREGVRKIAREKK 
VLEVLQLSDALRWTSCLSLGSG 
LKTMKEPCLLF 


9336 


39704 


A 


9396 


1 


639 


MDGDEKTSFICAVHNGI FREWK 

QTGTCSP1K.KGQLLLRVECHGK 

IKAQGGQMY1KAALFTRAKTW 

NQPKCPS\MIDWIKKMWVHIY/ 

TCEYYTAIKKKIMSSVETWMEL 

EA 1 1 LSKLTQEQKSKFRTFSL YSS 

R V FQR 1 QD VPY H N K.LN EE ADK 

PTTNKKGLILNLRLVNTPIGRK 

NTGKLSA1KEKLLKRPKRKHLS 

KIYTLKNDSDL1KDKNI 


9337 


39705 


B 


9397 


1 


825 
















HEENRPFVCEH/AGCGKT/FAN 
KPSLTSDAVVH/DPGKKKMKL 
KVKKSREKRSLASHLSGYIPPK 
RKQGQGLSLCQNGESPNCVED 
KMLSAVPVLTLG 


9339 


39707 


A 


9399 


2003 


2j44 


PFVGVFWFLFFFFSVFVFTFVPP 
EY YVLPA PPPHRSVFLVFGKRV 
VFFFPLPC/CDFRSRLTPPFVCAP 
PXPPPLPFVSVPCVPSLSCGDVC 
A A DKKN KKKFLNTTRWKKKT 


9340 


39708 


B 


9400 


3 


113 




9341 


39709 


C 


9401 


48 


182 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9342 


39710 


A 


9402 


2 


752 


VWWNSRRRPVKRRRLLASPYS 

ACSGRSAGFLDNCAMCAARLA 

AAAAAQSVYAFSARPLAGGEP 

VSLGSLRGKVLLIENVASL*GTT 

VRDYTQMNELQRRLGPRGLVV 

LGFP\CNQFGHQENAKNEEILNS 

LKYVRPGGGIEPNF\MLFHKSE 

VN\GAGAHPLFAFLREALPAP\S 

DDATALMTDPKLITWSPV/CRK 

DPGKIKFFLGPPGNFFEKFLGGP 

CTVLPLRRYSRRJAQTIDIEPDIE 

ALLSQGPSCA 


9343 


39711 


A 


9403 


1 


1128 




9344 


39712 


A 


9404 


7 


378 


ARCDH PTAFV VC YRFYPWPAG 
H VDA A VH * Y VC AR ATDSFIA V 
WRTLLKGT11ILHESSIHDNFNLT 
SQKLWAFVPNKAPRTSGIICWP 
E1QSAFQGGGNLYFTIP1VDRNS 
TNYVLRQVRLLGN 












616 


DPAGFPGCWKPLFYDLHYRSQ 
LHQLCLQAGRTPGQFGHQHRF 
WWQFCT*EI.PSALQPLPEGNLV 
SCNEQSFGAPATGTNPGEPVHP 
AALGTWLYLLPPC 


9346 


39714 


A 


9406 


1 


145 


MEYYAV1KKDEFMSFAGTWM 
KLET1ILSKL TQE\QKPTPLMFSL 
ISGS 
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SEQID 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9347 


39715 


A 


9407 


1 


2052 


MVLVVVAVVVVVLVVAVIVV 

VVVVVAAVVVGAVVVVVVVV 

MVVVVVVVVVEEDNQHKTGA 

INNNNTAK.NPQQSPFHSPATST 

GAEATQMRRNQKTNPHNMTK 

QVSLTPPKITLAHQQWIQTKKK 

YLIYLKKHSGVNKIPRNPTYEG 

CEGPFQGELQTTAQQNKGGHK 

QTEDHSMLMDRKNQYCENGH 

TAQAVPNPYTLLSQ1PEDAEWF 

TVLDPKHAVFCIPVHPDSQFLF 

AFEDPSNPMSQLIWTVLPQGFR 

NSPHLFGQALAQDLSQFSYLDT 

LVLRYMDDLLLATHSETLCHQ 

ATQALLNFLATCGYKVSKPKA 

QLCSQQVKYLGLKLSKGTRTLS 

EERJQPILGYPHPKTLKQLTAFL 

GITGFCQIWIPRYSKIARPLNTRI 

KETQKANTHLVRWTPEAEVAF 

QALKKALTHAPVLSLPVGQNFS 

LYVTEK\TGIALGVLT/PGTSAQ 

LAELIALTRAPELGEGKRVNIY 

ANSIGREREFLTSKGTLVKHQE 

AIKRLLLAVQKPKEVAVLHCW 

GHQKGKEREIEENRQADIEARR 

AARQDPPLEMLTEGPLAFELA 

MATARAELSLAIHHCCLPPPPQ 

TRCWLPSLR 1RQG VCCI PDPAR 

AITLTA WPK 1 PF LG I RKA KNPRS 

EKTRLAT1LEAACCHFGSGPPPS 

WELWEQGPPVTVQTHILRSHL 


9348 


39716 


A 


9408 


2 


350 


YKVSKPKAQLCSQQVKYLWLK 
LSKGTRALSEERIQPILAYPHPK 
TLKQLRG ILGITGFCRI WIP\R* S 
SPTGQE/FSLYVTEETG1ALGILT 
QVQGTSLQPMEYLNICEIDELDQ 
GRTH 


9349 


39717 


A 


9409 




749 


MNQSDQEMTGAFVHMKSYTG 
LISGVAVKMERHIYQDRRIAIEK 
EFNSCRTGCMGDWSFTITQIRL 
LENTGIRVFKDNLVEEAEWFTV 
LDLMDAFFCIPVHPDSQFLFAFE 
DPSNPASQLTWTVLPQRFKNSP 
HLFGQALAQDLSQFSYLDTLVL 
RYMDDLLLAAYSETLCHQATE 
ALLNFLATCGYKVSKPKAQLCS 
QQVKYLGLKLSKGTRDLTTFLP 
VNEEKIE/P*LSTSNCSKLRCSRG 
TSRGSLG 


9350 


39718 


A 


9410 


118 


174 




9351 


39719 


A 


9411 


577 


3018 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LISSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9352 


39720 


A 


9412 


310 


1964 


TFRLTEPTQMRRNQKTNPHMM 

TKQGSS1PPQKNHTSSPAMDPN 

QEE1PDLP\EKNSGVNKIPRNPT 

YEGCEGPFQGELQTTAQQNKG 

GHKQTEDHSMLMDRKNQYCE 

NGHTAQAVPNPYTLLSQ1PEDA 

EWFTVLDPKHAVFCIPVHPDSQ 

FLFAFEDPSNPMSQLIWTVLPQ 

GFRNSPHLFGQALAQDLSQFSY 

LDTLVLRYMDDLLLATHSETLC 

HQATQALLNFLATCGYKVSKP 

KAQLCSQQVKYLGLKLSKGTR 

TLSEERIQPILGYPHPKTLKQLT 

AFLGITGFCQIWIPSILTAKGDL 

WLSDN HLLKYQ VLLLEGPVLQ 

LRTCATLNPATFLPDNEEKIEH 

NCQQV1AQTYATRGDLLEVPLT 

DPDLNLYTDGSSFVQKGLQKA 

G YAW SDNG ILESN PFTPG TST 

QLAELVALTWALEFGEGKRVN 

INTGSKYAYLVLHAHASI WRFR 

EFLTSEGTPIK.HQEAIRRLLLVV 

QKPEEVAVLHCWGHPKGKERE 

IEGNCQADIEAKRASRQDPPLE 

ML1ERHLVWGNPLWETNPQYS 


9353 


39721 


A 


9413 


3 


370 


RCCPCPRVHHMH1SARAE1RPPP 

KrrrrLLLLVrLrl/ 1 Ur U jfirOV^ 

SPPPAHPSCSSWPQWPG/CSSPV 
SVLLAKPAACLIAAAVSANPRL 
LFKPCCRTASN WA HRQ VTLCQ 
WSELSSCFWPE 


9354 


39722 


A 


9414 


191 


1375 


EWPEGGGRYSSVPSAVHHART 
CLAAELSGTSRPQEPRALPPETG 
VATAEAEKSNQPAAISKAPNGQ 
GAPLQR/RSPRLSPSPGAAQVPA 
LPMQDMSEGSSSPSPPGGHIWL 
ASLTPCSLALWNSCCQSPGSQP 
RG RDEGDC L VRATEPS ATGPDP 
RRTRLCSISASLVVRNTPDPG1S 
DRRPGISDRRPGTSDRRPGTSDR 
RPGISDRRPGTSDRRPGTSDRRP 
GTSDRRPGTSDRRPGISDRRPGT 
SDRRPGISDRRPGTSDRRPG1SD 
RRPGTSDRRPGTSDRRPGISRLP 

D F\A1/TD A AAA CD PMCMC AHA DM 

RCS SPSRKCQTPTS HRMRG SAG 
SVGSSAGHTAGGTGLPTPSRCS 
QALQVFPAVLGK.RGFLSWERS 
LKQRDIRGPDFSSTALI 


9355 


39723 


A 


9415 


3 


523 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9356 


39724 


A 


9416 


1 


846 


MLCDFQDGSTSRHVNEPSNNPS 
PQPWSEDQGQASATVPCAKSV 
MHRLrCKFTIEYLVMKFLKAVS 
HAIQMEMLAPKGPSPIPEDASV 
KEENICRAFSDALLYKIEDIDNK 
DWNNPQLCSDY/VKDNAYTSF 
QIQEME1AILKELKFEVGGPLPL 
HFLRQASKAGKADVEQHTLAK 
YLMELTLIDYDMMHYHPSKAA 
TAASCLSQKVLGQGKWNLKQQ 
CYTGYTQNEVLEVMQHVAKN 
VLKVNENLTK.F1AIKNKYASNK 
FLKISMIPQLNSKAIKDLAFPLM 
GGS 


9357 


39725 


A 


9417 


72 


1340 


CPPFSVRVPPWAGLALLPSPSL 

MALLRRPTVSSDLENIDTGVNS 

KVKSHVTIRRTVLEEIGNRVTT 

RAAQVAKKAQNTKVPVQPTKT 

TNVNKQLKPTASVKPVQMEKL 

APKGPSPTPEDVSMKEENLCQA 

FSDALLCKIEDIDNEDWENPQL 

CSDYVKDIYQYLRQLEVLQSIN 

PHFLDGRDINGRMRAILVDWL 

VQVHSKFRLLQETLYMCVGIM 

DRFLQVQPVSRKKLQLVGITAL 

LLAPKYEKMFSPN1EDFWYITD 

NAYPSVSQIREMETLILKELKFEL 

GRPLPLHFLRRASKAGEVDVEQ 

HTLAKYNLMELTLIDYDMVHY 

HPXSKVAAAASCLSQKVLGQGK 

WNLKQQYYHKDTQENEVLEV 

MQHMAKNVVKVNENLTKFIAI 

KNKYASSKLLKISMIPQLNSKA 

VKDLASPLIGRS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in LISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon. /=pnssihle nucleotide 
deletion, \=possible nucleotide insertion) 


9358 


39726 


A 


9418 


1 


1875 


EPEKQQLYDIPASPKK.AGLHPP 
DSQASGQGVPLISVTTLRRGGY 
STLPNPQKSEWIYDTPVSPGKA 
SVRNTPLTSFAEESRPHALPSSS 
STFYNPPSGRSRSLTPQLNNNVP 
MQK.KLSLPEIPSYGFLVPRGTFP 
LDEDVSYKVPSSFL I PRVEQQN 
TKPNIYDIPKATSSVSQAGKELE 
KAKEVSENSAGVQIPHGSPDGQ/ 
RSPSPEPDRLSGSSSDSRASIVSS 
CSTTSTDDSSSSSSEESAKELSL 
DLDVA KET VM A LQHKVVS S V A 
GLMLFVSRKWRFRDYLEANID 
AIHRSTDHIEESVREFLDFARGV 
HGTACNLTDSNLQNRIRDQMQ 
TI SNSYRILLETK.ES LDNRNWPL 
EVLVTDSVQNSPDDLERFVMV 
ARMLPEDIKRFAS1VIANGRLLF 
KRNCEK.EETVQLTPNAEFKCEK 
YIQPPQRETESHQKSTPSTKQRE 
DEHSSELLKKNRANICGQTLPN 
LEEKDKPILEQRLDENKDLGTM 
NPGPLIPQPSSQQTPERKPRLSE 
HCRLYFGALFKLAISAFHGSLSSS 
QPAEIITQSKLV1MVGQKLVDT 
LCMETQERDVRNEILRGSSHLC 
SLLKDVALATKNAVLTYPSPAA 
LGHLQAEAEKLEQHTRQFRGT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9359 


39727 


A 


9419 




2013 


MGLKSWGGMGLGTAFGKGLR 

GEKAWCVSGRYHWRYSQWSG 

TLTQGPWVWRVHSLSDRVYDV 

PTQHRGPVVLKEPEKQQLYDIP 

ASPKKAGLHPPDSQASGQGVPL 

ISVTTLRRGGYSTLPNPQKSEWI 

YDTPVSPGKASVRNTPLTSFAE 

ESRPHALPSSSSTFYNPPSGRSR 

SLTPQLNNNVPMQKKLSLPEI PS 

YGFLVPRGTFPLDEDVSYK.VPS 

SFLIPRVEQQNTKPN I YDIPKAT 

SSVSQAGKELEKAKEVSENSAG 

\QIPHGSPDGQ/RSPSPEPDRLSG 

SSSDSRASIVSSCSTTSTDDSSSS 

SSEESAKELSLDLDVAKETVMA 

LQHKVVSSVAGLMLFVSRKWR 

FRDYLEANIDA1HRSTDH1EESV 

REFLDFARGVHGTACNLTDSNL 

QNRIRDQMQTISNSYRILLETKE 

SLDNRNWPLEVLVTDSVQNSP 

DDLERFVMVARMLPEDIKRFAS 

IVIANGRLLFKRNCEKEETVQL 

TPNAEFKCEKYIQPPQRETESH 

QKSTPSTKQREDEHSSELLKKN 

RANICGQNPGPL1PQPSSQQTPE 

RKPRLSEHCRLYFGALFKA1SAF 

HGSLSSSQPAEIITQSKLV1MVG 

QKL VDTLCMETQE RDVRN El LR 

GSSHLCSLLKDVALATKNAVLT 

YPSPAALGHLQAEAEKLEQHTR 


9360 


39728 


A 


9420 


3 


645 


DFHTN/K/RVCEEIPIILSKKLHN 
RRAGCVTHLTNQ1QRG PVRG1SI 
KLQEEEKERRDNYVPKVSALD 
QEIIEVDPDTK.EMLKLLDFGSLS 
NLQQQKATRVYAVVQISAPMF 
LLWALPLSVAPLITDFKMFVTT 
SYLISLFLIINSSANP11YFFVGSL 
RKKRLKESLRVILQRALADKPE 
VGRNKKAAG IDPMEQPHSTQH 
VENLLPREHRVDVET 


9361 


39729 


A 


9421 


312 


694 


LTPAPRKN VTEK Y YMCLGN DF 
HTN/K/RVCEEIPIILSKKLHNRR 
AGCVTHLTNQIQRGPVRG1SIKL 
QEEEKERRDNYVPKVSALDQEI 
1EVDPDTKEMLKLLDFGSLSNL 
QVTRPTVGMNFKMPRGAV 


9362 


39730 


A 


9422 


3 


383 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9363 


39731 


A 


9423 


304 


1862 


RMLEATSKMRKGVPSSIQ/SSQ 
GNSYTLIPSAKSDNLSDSSHSEI 
SSRSS1VSNCSVDSMSAALQDE 
RCSSQALAVPESTGALEKTEHA 
SGIGDHSQHGPGWTLLKPSLIK 
CLAVSSSVSNEEISQEHIIIEAAD 
SGSWEVGTSCSSSSHDNFQSLP 
NPKSWDFLNSYRHTHLDDPIAE 
VEPTDSEPYSCSKSCSRTCGQC 
KGSLERKSWTSSSSLSDTYEPN 
YGTVKRRVLESTPAESSEGLDP 
KDATDPVYKTVTSSTEKGLIVY 
CVTSPKKDDRYREPPPTPPGYL 
GI SL ADLKEG PHTHLK PPDYS V 
AVQRSKMMHNSLSRLPPASLSS 
NLVACVPSKIVTQPQRHNLQPF 
HPKLGDVTDADSEADATLGNK 
CKLLYMSDVRNPVPAVKDVLV 
QKYTSFNFFHPQEALDRRREEL 
ALPEGASGEACLSTRSLKRSGV 
QALAQQTHSRNFLPEKQPFSAQ 
AAGILHGSIMHNTRGPCLLEGT 
KMMTGVLYRAYLLCIAYSRDLI 
VDEQ1MNGLRKAI 



1224 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

1NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9364 


39732 


A 


9424 


1 


1335 


MTFKNPKYPFVSNLAKQKGMS 

V1KVNGK.LQQSNPNRTTNGPDP 

SGMKVWVSPQGKNPQPTEVLA 

EGKGNTEWVVEEDTRNFGFGI 

QKHTDIGIKYDSSTG1YDLDFN 

VVLDRRASEEG1TLTAALAADR 

ETPSENCLPSPVNPTAQGEEGIH 

PDPIIVLEQEDPTTAPHPQRLCQ 

QQQCQRPLCRLQPVWPHIVDLT 

PLTE1GSEEPVGELNFKHIRFEV 

SEDNMTFDASDQGPFFENYWQ 

LVLSATPGDVTWNGALGLHTP 

KSSSPDTCSAQQASQCWELSPG 

GRR1GTLLLPQESGASWLPPGV 

TSSLAAVRVIMNCGDiCATPRN 

GGVRTLKKLSSLPLSKAGGKVL 

YGEFNPEQEVQASLSFAALLES 

YGIFMETEFLVACLISQGGQLR 

NQDFSSS1YSLAPGPLDPSSVRA 

GAQRTA PP WG ISPRSC/PVIK VN 

GKLQQSNPNRTTNGPDPSGMK 

VWVSPQGKNPQPTEVLAEGKG 

NTEWVVEEDTRNFGFGIQKHT 

D1G1KYDSSTGIYDLDFNVVLDR 

RASEEGITLTAALAADRETPSE 

NCLPSPVNPTAQGEEGIHPDPII 

VLEQEDPTTAPHPQRLCQQQQC 

QRPLCRLQPVWPHIVDLTPLTEI 

GSEEPVGELNFKHIRFEVSEDN 

MTFDASDQGPFFENYWQLVLS 

ATPGDVTWNGALGLHTPKSSSP 

DTCSAQQASQCWELSPGGRRIG 


9365 


39733 


A 


9425 


56 


235 




9366 


39734 


A 


9426 


1 


515 




9367 


39735 


A 


9427 


138 


830 


AWAQLPSALGSTRVSPPPSARS 
QPPWRRRHK/CLLETEPLQGTD 
EDAVASADFSSMLSEEEKEELK 
A EL VQLEDEITTLRQVLSAVKER 
HLVEIKQKLGMNLMNELK\QNF 
SKSWH\D\MQTTTAYKRTHDTL 
SHAGQKATAAFSNVGTAISKKF 
GDMSYSIRHSISMPAMRNSPTF 
K.SFEERVETTVTSLKTKVGGTN 
PNGGSFEEVLSSTAHASAQSLA 
GGSRRTKEEELQC 


9368 


39736 


A 


9428 


3 


381 


LLETEPLQGTDEDALASADFSS 

MLYEEEKEEVKAELVQLEDE1T 

TLRQVLSAKERHLVE1KQKLG 

MNLMNELKQ\NFSKSWHDMQT 

TTAYKKTHETLSHAGQKATAXA 

FSN V\GTA 1 SK.K.FGDM RRK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9369 


39737 


B 


9429 


79 


426 




9370 


39738 


A 


9430 




570 




9371 


39739 


A 


9431 




1677 


MLESVNVRLEDLITGPCWEAG 

WNAGYAFLVVAVEDFT1GKLF 

DrCLEGTKLCLKNALPRVITQTE 

SHRQRLLQEAAANWHSWL1KV 

QKMKAVYHILNMCNIDVTQQC 

VIAEIWFPVADATRIKRALEQG 

MELSGSSMAPIMTTVQSKTAPP 

TFNRTNKFTAGFQNIVDAYGV 

GSYRE1NPAPYTIITFPFLFAVMF 

GDCGHGTVM LLAALWMILNER 

RLLSQKTDNE1WNTFFHGRYLI 

LLMGIFSIYTGLIYNDCFSKSLN1 

FGSSWSVQPMFRNGTWKTGTH 

DPHLAVLFKMGHVEGRDCVLR 

IVLAKIGYRNGFLRKIWNLASN 

KLTFLNSYK.MKMSV1LG1VQM 

VFGVILSLFNH1YFRRTLNI1LQF 

IPEMIFILCLFG YL VFMI IFKWCC 

FDVHVSQHAPS1LIHFINMFLFN 

YSDSSNAPLYKHQFNFGDVFV 

HQAIHTIEYCLGCISNTASYLRL 

WALSLAHAQLSEVLWTMVMN 

SGLQTRGWGGIVGVFIIFAVFA 

VLTVA1LL1MEGLSAFLHALRL 

HWVEFQNKF\YVGDGYKFSPFS 

FKH1LDGTAEE 


9372 


39740 


A 


9432 


3 


933 


GTWPVSSAASIYAGTGGLG\SQ1 

SMSCSTSFWGGLGSGGLATEM 

AGGLAEMGG1QNEKETMQSLN 

DHLDYLDRVRNLETENWRLES 

KIQEY LEKRPHV RDWGHY FK.T1 

KELRAQIFANTVDNVHIILQIDN 

AQSSMRQELAMRQSVESNIHG 

LCKV1DDTNVTLLQLETEMGAL 

KEELLLMKKNHEEEVKGLQVQ 

IANSGLAVEVDAPKSQVLAKM 

EQLNRILLYLESK.LAQNWAEG 

QRKVQEYK.DLLNIRVKLEAEIA 

TYRRLLEDSEGLNLGDALDSSN 

SMQTIQKTTTRQIVDSKVVSEIS 

DTKVLRH 


9373 


39741 


A 


9433 




698 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


9374 


39742 


A 


9434 


2 


479 


PRVRESTTVVTTQSAEVGAAET 

TLTELRRTVQSLEIDLDSMRNL 

KASLENSLREVEARYALQMEQ 

LNGILLHLESELAQTRAEGQRQ 

AQEYEALLNIKVKLEAEIA/TTY 

RRLLEDGEDFNLGDALDSSNS 

MQTIQKTTTRRIVDGKVVSETN 

DTKVLRH 


9375 


39743 


A 


9435 


1 

- 


618 


AEHLLKPLPADKQI ETGPFLE A 
VSHLPPFFDCLGSPVFTPIKAD1S 
GNITKIKAGYDTMQPRFRTLKT 
ILEGEKEMYGAKGPKVGATLA 
LMWLKRGLRFIQVFLQS1CDGE 
RDENHPNLIRVNATKAYEMAL 
KKYHG WI VQKI FQAAL Y A AP Y 
KSDFLKALSKGQNVTEEECLEK 
IRLFLVNYTATIDVIYEMYTQM 
NAELNYKV 


9376 


39744 


— 


9436 




1569 




9377 


39745 


A 


9437 


211 


368 


ERNSLSQLQWDNPTPPATRRPS 
HSSLRGEHAQ*GLLSFFERLSCT 
LSRFMPI 


9378 


39746 


A 


9438 


1435 


1703 




9379 


39747 


A 


9439 


1 


913 


MKNYNCWRRVFLFVVTPIPMG 
HIKHRQGPNKQQRGQKRDEQR 
MRKENRGHRKGCTWCGGGTE 
GTGWGKYEKSEVERGLVRYER 
KRRAYSGIQQYAAAALPTVYN 
QNLLTQQSIGAAGSQKEACAY 
AVMSLASRAPVYRSFDSEKAG 
DREVQRTMLELLNQLDGFQPN 
TQVKV1AATNRVDILDPALLRS 
GRIDRKIEFPMPNEEAR\AR1MQ 
IHSRKMNVS/TDTTLVALQMAL 
NVYNGKQAPYASCHIFELYQE 
DNGFLLEHTGFVSYDNPVSAQ 
AAIQSMNGFQIGMKRLKVQLK 
RSK.NDSKPY 


9380 


39748 


A 


9440 


3 


438 




9381 


39749 


A 


9441 


1 


247 


AIAAIDSDSSDGSRQSEWKFWK. 
GFTILDAIKNIYDSWEEVKMST 
LTEVWKKLIPTLMDSFEDFI\EE 
VTVDVWECTVLQTQI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9382 


39750 


A 


9442 


93 


726 


TSLGLSLCPRQCKRCPHLSLQQ 
EEPDPANLEVDHDFFQDKVWP 
HLALRVPYAFETLK.VQSAWAGY 
\YDYNTFDQNGVVGPHP\LVVN 
MYFATAFSGHGLQQAP\GIGRA 
VAEMVLKGRFQTIDLSPFLF\TR 
F YLG\EKIQ\ENNIILRH VCSG I G 
LPLACNPWLCLKSLVCWLPIFP 
KVLCPGLLSPSPVSSSSQAGHW 
HP1WAGQGTGSEAEGQ 


9383 


39751 


A 


9443 


1 


849 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDG 1 YIINLKRT WEKFLLAAR 

A V VA 1 ENPADVSVISSGNTGQR 

AVLKFAAATGATPIAGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPTIALCNTDS 

PLRY VD/1CNNKG AHSXDPEEI E 

KEEQAAAEKAVTKEEFQGEWT 

APAPEFTATQPEVADLSEGVQV 

PSVPIQQFPTDDWSTQPATENW 

SAAPTAQATEWKMQQQSTILE 

AESSPHQTPNLPAPWSRTSQPPE 


9384 


39752 


A 


9444 




1575 




9385 


39753 


A 


9445 


1 


2325 




9386 


39754 


A 


9446 


1 


1149 




9387 


39755 


A 


9447 


85 


1041 


REIVTMSGALDVLQMKEEDVL 

KFLAA\GTHLGGTNLDFQMEQ 

YIYKRKSDGIYIINLKRTWEVKL 

LLAAVRAIVAIENPADVSV1SSQE 

ILGQKGCAESFAAATGVATPICW 

ARFTPWNLSLTQIQGSPSGEPR 

AFLLVTDPQGLNHQPSHGGNL 

NV*PTLPLALVNPD/SPLRRYVD 

I\AIPCNNQGSSLQWGLMWW\M 

LASGSFCAMRGT\ISREHP\WEV\ 

MP\DLYFYRDPEEIEKEEPGCCL 

RSQVTKEEFQGEWTAPAPEFTA 

VTQPEVADWSEGVQWPSWPIQ 

QFP/TTEDWSAQPATEDWSAAP 

TAQATEWVGATTDWS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9388 


39756 


A 


9448 




762 


MGKVKVGVNGFGC1GRLVIRT 
ACNSGK.VDIIAINDPFIDLSYMV 
YMFQYDPTHGKFHGTVKAENG 
K.LVINGNP1TIFQEPDPSK1KWG 
DAGTEYV MESTGIFTTMENAG 
AHLQWGAKRPQG\LQNIIPATT/ 
GAAKAVRKVIPELNGKLTGMA 
LRVPTANVSVVDLTYHLEKPA 
KYDDIK.KVVKQASEGPLKGILG 
YTGHQVVSSDFNSDTHSSTFNA 
GAGTALNDHFVKLISWYDNEF 
GYNNRVVDLMAHMASKE 


9389 


39757 


A 


9449 


93 


660 


DTMGKVKVGVNGFGRIGRLVT 

RA\A FN SGKVDIVAINDPFI DLN 

YMVYMFQYDSTHGKFHGTVK 

AENGKLVINGNPIT1FQE\RDPSK 

I K. WG D AG\AE\ Y V V ESTG \ VFTT 

MEK/ALGAHLQGGSQKGHSSL 

APSCLMPPMFVMGVMHEKDD 

NSLK\IISN\ASCTTNCLAPLAK\ 

VIHDTLVSGEGLKDHRALP 


9390 


39758 


C 


9450 




715 
















RRVGVWRRPQFQQSRCSHGPN 
QGSAPWLNPTGAFGKETDLLL\ 
DDSLVS1FGKRRL\KRFSMVG/D 
RMASKNALNAQPDGPGLTCSL 
APNIISQL 


9392 


39760 


A 


9452 


' 


864 


GTRMGLAGVCALRRSAGYILV 
GGAG/WSVLAPRAAAARRCSE 
GEWASGGVRSFSRAAAAMAPI 
K VG D A IPAVEV\FEGEPGNKVK 
PGKSLFKGKICGVLFGVPGGPPP 
LGCS\KTHLAKGLWEQG*RLCK 
AKGKSRVVALF*VVNDALCDW 
AQWGQAPQGGKARFGLLAESP 
LGPFGK\ETDLL\LDESLVSHLL 
G I RRLK\RFS\MV VQDGIV\KAL\ 
NVEPDGTGLHLAAWAPNIIFTA 
LEALGPDLLPLPPPYSSPCPALC 
LGPLQFGNVGQ1SAINTLWVLR 
PKQKKKKKS 


9393 


39761 


A 


9453 


1 


239 


QCCSGGTHGNPAIGDR\MQKQI 
LPWAPAQMK1RFMAPPERKYS 
VWIAAP1LASLSTSSRMWISKQE 
YDESGPSIVHRKCF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


9394 


39762 


A 


9454 


2 


801 


asapraqslafadpppvhtrrq 

ltmdddiaalvvdngsgmcka 

gfagddapravfps1vgrprhq 

gvmvgmgqkdsyvgdeaqsk 

rgiltlkyp1ehgivtnwddme 

kiwhhtfynelrvapeehpvll 

teaplnpkanrekmtqimfetf 

ntpamyva1qavlslyasgrtt 

givmdsgdgvthtvpiyegyal 

phailrldlagrdltdylmk.il 

terg ysftttaere i vrd i k/ee 

avlrrpglrardghg\assssl 

eksyelpdgqv1tignerfrcpe 

alfqpsflg\mescg1hettfnsi 

MKCDVDIRKDLYANTVLSGGT 
HQFPLPCRPGC*KK.ITALEP\AT 
MK.1\RIIA\PPEAQSTPLWNRGAP 
IL\ASLVHLPAKMWDQKSREYD 
ESG PLPFVH RKACFQLLPGEELR 


9395 


39763 


A 


9455 


3 


108 




9396 


39764 


A 


9456 




1430 


MKFLIFAFFGGVHLLSLCSGKAI 

CKNGISKRTFEEIKEEIASCGDV 

AKAIINLAVYGKAQNRSYERLA 

LLVDTVGPRLSGSKNLEKA1Q1 

MYQNLQQDGLEKVHLEPVR1P 

HWERGEESAVMLEPRIHKIAIL 

G LGSSIGTPPEG 1TA EVLV VTSF 

DELQRRASEARGKIVVYNQPYI 

NYSRTVQYRTQGAVEAAKVGA 

LASLIRSVASFS1YSPHTGIQEYQ 

DGVPK1PTACITVEDAEMMSRM 

ASHG1KIV1QLKMGAKTYPDTD 

SFNTVAEITGSKYPEQVVLVSG 

HLDSWDVGQGAMDDGGGAFIS 

WEALSLIKDLGLRPKRTLRLVL 

WTAEEQGGVGAFQYYQLHKV 

NISNYSLVMESDAGTFLPTGLQ 

FTGSEKARAIMEEVMSLLXQPL 

NITQVLSHGEGTDINFWIQAGW 

PGA\SLLDDLYKYFFF\HHSHGD 

TMTVHGIQTQMECLLLLFWAV 

VSYV\VADME\EMLPRS 


9397 


39765 


A 


9457 


2 


631 




9398 


39766 


A 


9458 


1 


406 


PTVCERELCVFAFQTLGVMNE 

AADE1ATGAQVVDLLVSMCRS 

ALESPRKVVIFEPYPSVVDPNDP 

QMLAFNPRQLKFMHTPHQFLL 

LSSPPAKESNFRAAKKLFGSTF 

AF/HLHGAMYGSGIYLSPMSSIS 

FGYSA 


9399 


39767 


A 


9459 


7 


257 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


9400 


39768 


A 


9460 


2 


649 




9401 


39769 


B 


9461 


50 


607 




9402 


39770 


A 


9462 


627 


1665 


EQAGQALSTAPVGDGHELLCE 

VGSSSFRDVLGTSMGLCGGY/G 

GAS/GMGGITAVTVNQNVLSPL 

NLEVDPNMQGMHTQEKEQVK 

TLNKSASFVDKVLFLEQQN KM 

LETNWSLLQQQKPAQSNMDN 

MFESYINNLLGQLE1LGQEKLK 

LEAELGNMQGLCMFFVKEDFK 

KKYEDEINKPTEMENEFVLIKK 

DVDDAYMNKVELEFRLEGLTD 

EINFLRQLYEEEIPELQSQILDTS 

VVLSMDNSRSLDMDS1IAEIKY 

EELQTLAGKH WDDRRLTKTKI S 

EMNRNISRLQAEIEGLPQRPEQ 

RASLESV1ADAEQRGELAIKDA 

KTKLSELEAAQQRAKQDMAHG 


9403 


39771 


A 


9463 


2237 


2656 


LSCSLFSGFAGTRFFGTSILRLPL 

MYCPVNDSGTAIIASSGPSATTS 

PP*TPAPGPMSITWSAARIASSS 

CSTTITVLPRSRRWISVPNRRSL 

SRWCRPIDGSSSTYITPTRPAPI 

WLARRIRCASPPESVSAERESV 


9404 


39772 


A 


9464 


3 


2790 


EFVLIKKDWDEAYINKVELESR 
LEGLTDErNFLRQLYEEEIRELQ 
SW1SDTSVVLSMDNSRSLDMNS 
VIAEVKAQYEEIANRSQAEAF.S 
MYQIKDEELQSLAGKHGDNLR 
CTKTKISEMNRNISRLQAENEG 
LKGQRAFLEAAIADAEQCGELA 
1 K.DAN A K.L/SELEA A LQRAKQD 
M A WQLR\LMN VRL ALDIE I ATY 
KKLLEGEESRLESGMQNMSIHT 
KTTSGYASGLSSACGGLTSPGL 
SYGLGASSFSRT 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


9405 


39773 


A 


9465 


2 


1516 


SAIPTSTPASTMSIRVTQKSYKV 

STSGPRAFSSRSYTSGPGSRISSS 

SFSRVGSSNFRGGLGGGYGGAS 

GMGGITAVTVNQSLLSPLVVLE 

VDPNIQAVRTQEKEQIKTLNNK 

FASFIDKVRFLEQQNKMLETK 

WSLLQQQKTARSNMDNMFESY 

INNLRRQLET\LGQEKLKLET\E 

L\GNMQG L VEDFKNK YEDEINK 

RTEMENEFVLIKKDVDVDEAY 

MNK V ELESRLEG\LTDEIN F\LR 

QLYEEEIRELQSQISDTSVVLSM 

DN SRSLDMDSII AEVKAQYEDI 

ANRSRAEAESMYQIKYEELQSL 

AGKHGDDLRRTKT*DLLR*TRN 

ISRLQAEIEGLKGQRASL\EAAI 

ADAEQRG\ELAI\KDANAKL\SE 

LEAALQRAKQDMARHLR*VTR 

ELD*TFKLGPGTFEI\ATYRKLL 

EGEESRL\ES\GMQNMSIHTKTT 

GGYAGGLSSAYGGLTSPGLSYS 

LGSS\FGSGAGSSSFSRTSSSRAV 

VVKKIETRDGKLVSESSDVLPK 


9406 


39774 


A 


9466 


1410 


3244 


PPCRRSHPRPPLRGEQKPRPSQP 

PFAVPAAPAPQV*\PQMIDLCNV 

GFQFYRSLEHFGGKPVKQEP1K 

PSAVWPQPTPTPFLPTPYPYYPK 

VHPGLMFPFFVPSSSPFPFSRHT 

FLPKQPPEPLLPRKAEPQESEET 

KQKVERVDVNVQIDDSYYVDV 

GGSQKRWQCPTCEKSYTSK.YN 

LVTHILGHSGIKPHACTHCGKL 

FKQLSHLHTHMLTHQGTRPHK 

CQVCHKAFTQTSHLKRHMMQ 

HSEVKPHNCRVCGRGFAYPSEL 

KAHEAKHASGRENICVECGLDF 

PTLAQLKRHLTTHRGPIQYNCS 

ECDKTFQYPSQLQNHMMKHK 

DIRPYICSECGMEFVQPHHLKQ 

HSLTHKVLRGLWWGGRGLGK 

RSGA LSRALGSRTPVPLCTLPR 

GGLQGEIQAQESEFSPVCNHSP 

GVIQAELK.QGPSGVPE1LPQLNS 

CPTKGTCRYYPEGSRLPSAGTI 

NKGPRLGFSRKGDHSLTSGAPL 

YVGKESKVHFRAYEDPGVKEH 

KCGICGREFTLLANMKRH VLIH 

TNIRAYQCHLCYKSFVQKQTLK 

AHM1VHSDVKPFKCKLCGKEF 

NRMHNLMGHMRLA\RNGKPLK 

RLYCPSKFTLKGNLTRHMKVK 
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SEQ II) 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


9407 


39775 


A 


9467 


1 


1309 


MRJQQLCGHLWQQKfCISLELM 
SSFHKILKNKMGCGVTPDSKEL 
LK. YLS YCNSYPLTG SPQE A P V S 
DVPLPVSKCSHCSVQLIMCLRP 
EHIPNSPGIKGQGIKQHEEKHPT 
LLHLDASHLMTCFVVEMTLYV 
LIAGFKSLCS1HSYPPRTLRHLC 
EKVWDSLLEMERRHEKRGPAN 
FLHRLPAEHQWGIVQSSNIMAG 
LSARLQLFLEHRPFPVFELTAN 
GCPTKGLQGEIQAQESEFSPVC 
NHSPGVIQAELKQGPSGVPEILP 
QLNSCPTKGTCRYYPEGSRLPS 
AGT1NKG PRLGFSRKGDHSLTS 
GAPLYVGKESKVHFRAYEDPG 
VKEH KCG ICGREFTLLANMKR 
HVLIHTN1RAYQCHLCYKSFVQ 
KQTLKA H M I VH SD VKPFKCKK 
SFTAQGNSAPQEDAGSQGE/PV 
CLL/CPN WGQRKGRA WRHLRH 


9408 


39776 


A 


9468 




4804 


KRLENIQKTLEVAFSEAVWMQ 

PSVVLLDDLDL1AGLPAVPEHE 

HSPDAVQSQRLAHALNDM1KE 

F1SMGSLVALIATSQSQQSLHPL 

LVSAQGVH1FQCVQH1QPPNQE 

QRCE1LCNVIKNKLDCD1NKFT 

DLDLQHVAKETGGFVARDFTV 

L VDRA 1 H SRLSRQSI STREKL VL 

TTLDFQKALRGFLPASLRSVNL 

HKPRDLGWDK1GGLHEVRQIL 

MDTIQLPAKYPELFANLPIRQRT 

GILLYGPPGTGKTL 


9409 


39777 


A 


9469 


2 


1844 




9410 


39778 


A 


9470 




772 


VPNPYTLLSQIPEEAEWFTVLD 
LKD VFFC1 P VHPDSQFLFA FEDP 
LNPMSQLTCTVLPQGFRDSPHL 
FGQALAQDLSQLSYLDTLVLQ 
YVDDLLLAACSETLCHQATQA 
LLNFLATCGYKVSKEKAQLCS 
QQVKYLGLKLSKGTKALSEECI 
QPILAYPHLKTLKQLREFLGITG 
FCRIW/NFQALLLERPVLQLCTC 
ATLNP VTFLPDNEVEE YNCQQ1 1 
SQTYATRGDLLEVPLTDPDLNL 
YTDG SSF VEKGPQKA 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location ofttrst 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9411 


39779 


A 


9471 


1 


6504 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPR.RLV AQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

RIVFPKAIFPVWVDQQTYIFIQI 

VALIPAASYGRLETDTKLLIQPK 

TRRAKENTFSKADAEYKKLHS 

YGRDQKGMMKELQTKQLQSN 

TVG1TESNENESEIPVDSSSVAS 

LWTM1GSIFSFQSEKKQETSWG 

LTEINAFKNMQSKVVPL 


9412 


39780 


A 


9472 


2 


1658 




9413 


39781 


A 


9473 


1 


617 


MCSWTAPVSS1LTHPNWPVLR 

MAGLTGCASVAMKKK.1EHNCQ 

QVIAQTFTTRGDLLE1PLTDPGL 

NLYTDGSSFVEK.GLRKAGYAV 

VSDNGILESNPLTPGTSAQLAEL 

IALTWAPELEEGKRVKRKKA1 

WREREFLTSEGTPIKHQEAIRRL 

LLAVQKPKEVAVLHCRGH/QE 

GNCQVD1EAKRATRSQVARGH 

KICDFPSCSYR 


— — 

2— 


— — 


- — 


— — 


— 


715 






— 


— 


9475 


96 


269 




— — 


— — 





— — 





1^98 




5?T^ — 


39785 


— 


9477 


- 


7752 




9418 


39786 


A 


9478 




241 




9419 


39787 


C 


9479 


202 


534 




9420 


39788 


A 


9480 


108 


199 




9421 


39789 


A 


948! 


125 


352 
















RRSLALSPRPDCGLQWHNLGSL 
QAPLPGFTPFSCLSLPSSWDYRR 
PPPRPANFLYFLVETGFHLVSQ/ 
SGLDLLTS\DPPASASQSAGITG 
VSHRARPQNLFFKVRCPE 










184 


383 


LGLQWVRNLGSLQAPLPGFTPFS 
\CLSLPSSWDYRRPQPRPANFFF 
FVFFLVKTGFHLVSQG\G\LDLL 
TS*SHPASAFQSAG\IIGVSHRRP 
AITLQF 


9424 


39792 


A 


9484 


1 


416 


MGRSFLGGGSTLMLLGGGQLH 

1 LTPSFPS WTETGN YTCEFCGKQ 

YKYYTPYQEHVALHAPIRNSA 

KDDHRSASILSENRGSHQ/SHAS 

CHHHYHCHYYHQHHHCLHHH 

SYHHHHCHHHRGMWRNWDTV 

LWIHQTQPVQD 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


9425 


39793 


A 


9485 




534 


GRRQRRSRHLLHRRQDRQSAP 
GSGSKIPQKAKVKLAADEDDDD 
DDEEDDFDDEETEEAPVK.K.SIQ 
DTPARNAQKSDQNGKVSKPSS 
TPRSKGQESFKKQEKTPKTPK.G 
PRSVEDIKTKMQAS1EKAHGTV 
LGTTVGNIPLRGGNQEKFHGAA 
GVWFGKFGVQRKIQQKQLQKD 
VTSGS 


9426 


39794 


B 


9486 


44 


924 




9427 


39795 


B 


9487 


41 


2197 




9428 


39796 


B 


9488 


67 


1507 




9429 


39797 


A 


9489 


134 


311 




9430 


39798 


A 


9490 


5 


1545 


EKIQINT1/KNDKG I LPLDPTEIQ1 

TIREYYEHLYAHKLENLEE1DK 

FLDIYTLPRLNQEELESLNRKPN 

TACSNLRDGSLLLGDGHGSSIQ 

AAIEVVGAGSVATKGRGRQDD 

TDPSNRYHRPPYSQEEKEQCITL 

LLSWCLGDSQGPQCRPQLSLQE 

LRREFTVSLHLARKLLSEVRGQ 

AHRPVSPPNAAGAGDGQTPNPF 

WPPLTDLAPQAESHLPGVNLYL 

LPLGEQLPDVSLTFQAWRRLSV 

K.CTAVRAYQTTRVVETSSCRL 

HVKGASNASTHRSPKEVTQGT 

NKSERRTRETQRAIRERNMAGC 

CTC ATDVLVTLQSLM EGLA LQ 

PQRTRALLLGSASIKASCAVTII 

LMSENLGKGCSKKSEGMVRRY 

AKHKJCQEIKPYYQRKSPSLERG 

QEEKK.VGREDREGSENQYLYG 

PSNISEARNRLPECGRMGLGYV 

ARLFLG DRRSSTPSFASYDPSSL 

VTYGHRRSCRVSDIRVPRLGPN 

VGGPCKGTGIDLQCEREKKNEE 


9431 


39799 


A 


9491 


32 


2123 




9432 


39800 


A 


9492 


1 


911 


MSTLKGLIIK1IISVMIASEFILEE 

R1KTGLNAAKHCFAAPSQAASH 

TISRPIPMPIRSASACSTPTHTPQ 

DSLTGVGGDVQEAFAQSSRRN 

LRNDLLVAADS1TNTMSSLVKE 

LNSEVGSETESNVDSEFARTQF 

EDLVPSPTSEKAFLAQIHARKP 

GY1HSGATTSTMRGDMVTG\DA 

NPYVQPEDENYENDSVRQLEN 

ELQMEEYLKQKLQDEAYQMPL 

VPTKKEIHMEDFLSSLPEGA 1 AQ 

CPRTFIPDCRRKGASYSQTDDES 

NMKTGDDGEPCGHTEEEDSSL 

AAASPKRGTTTPSSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9433 


39801 


A 


9493 




2233 




9434 


39802 


C 


9494 


477 


737 




9435 


39803 


A 


9495 


2 


746 


GQATHFMAKEV*QWAHAHGIH 

WSYRVPHHPEAAGLIEWWDCL 

LKSRLQCQLGDNTLQAWGKVL 

QKA VY ALNQCPI YGTVSPI DR1 

H G SRNQRVE VE VE V A PLT1TPS 

DPLAKFLLPGLTTLCSAGLQVL 

VPEGGMLPPGDTTTIPLNRKLR 

LPPGHFGLFLPLSKQAKMRVTA 

LAVVIDLDYQDEISLPLHNGDK 

EEYARSTGDPLERLLVLPCPVIE 

VNGKLQQHNLGRTTNGPDPLG 

MKVWVSPPG 


9436 


39804 


A 


9496 


70 


532 


HVALLMPLQNSRSFSGYGFAYP 
ARNTFSKTT1HGLKECLIHHHG1 
PSSIASDQGTRFLPKEV/RKWAH 
AHG1HWSYHVPHYPEAASP/HS 
DPLAKFLLPVPTTLCSAGLAVL 
VPEGGMLPPGDATMIPLNLSSR 
SHLGMPTTSLKVVRMCSKDKY 


9437 


39805 


A 


9497 


51 


408 


CVPEPRTPSLGFQT/HPAAHAPG 
AQAPGSAH/DRLSSAGPGSRAA 
PRAPWRPWTIGYSESQPTVLARP 
GQPWPGRGVSGSSAPSVPSALR 
GPPRSSRPSCCTWWCLWRCRH 
RDLGRDINFTL 


9438 


39806 


A 


9498 


3 


618 


SSCAFSHRSSRPSRCHTVRRSTA 
PCAAS*HSSRAPKRHWALPGSS 
G*S/WRETPSTHW*P*TLPRWRT 
ALRPSQ*PRPRVFRVRKPCSSRP 
PTITRCALASAQ*SCAA\PTSSLA 
QRKSSRSPRRTATTWGTA RRSR 
AHAVPAGRSPAPSASPAPPQAP 
RAWSAAAPASPSRLSSAGRGRQ 
A APRAP WRLRGPPRSC RPTCCT 
WWCP 


9439 


39807 


B 


9499 


215 


293 




9440 


39808 


C 


9500 


1 


1170 




9441 


39809 


C 


9501 


25 


481 




9442 


39810 


A 


9502 


27 


265 




9443 


39811 


A 


9503 


2 


326 


GRVGGRVGSDLGRGDMAKRT 
KKVGIVGKYGTRYGA/SRVRK 
MVKKIE1SQHAKYTCSF\CGKT 
KMKRRAVGIWCCGSCMKTVA 
GGAWTYMTTSAVTVKSAIRRL 
KELKDQ 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9444 


39812 


A 


9504 


2 


1125 


RVGRPPLPPRPTHPRRKPLPPNN 

VTGKPGSAGI1SSGPITTPPLRST 

PRPTGTPLERIETDIK.QPTVPAS 

GEELENITDFSSSPTRETDPLGK 

PRFKGPHVRYIQKPDNSPCSITD 

SVKRFPKEEATEGNATSPPQNP 

PTOLTVVTVEGCPSFVILDWEK 

PLNDTVTEYEVISRENGSFSGK 

NKSIQMTNQTFSTVENLKPNTS 

YEFQVKPKNPLGEGPVSNTVAF 

STESADPRVSEPVSAGRDAIWT 

ERPFN SDS YSECKG KQ Y VKRT 

WYKKFVGVQLCNSLRYKIYLS 

DFLTGKFYNIGDQRG\HGEDHC 

QFVDSFLDG RTGQQLTSDQLPI 

KEGYFRAVRQEPVQFGE1GGHT 

QINYVQWYECGTT1PGKW 


9445 


39813 


A 


9505 


2 


385 


REAGSGGNDNFARRRNFSG\RG 

G\FGG\SRGGVWIWVAVGDGY 

NGFG\NDGSNFG\GGGSY\NDF 

WENTNKSGLQNFGPHEGGEIFG 

GQKLLAPYGGWRPNTFAKPTK 

PQGG\YGG\SSSS\SSYGKWPEDF 


9446 


39814 


A 


9506 


945 


2313 


TRVLLESRAGSQQSEGEASWQ 

RG Y ARPSCQAAI SFPEHRRALR 

A L WAGDCRV AD AGPGSSSSTPP 

SPPSLPKTSVSLGFLCFKKSLAA 

SCASGRERQLEA*VWASQPLSP 

TQWSEGQLGVRVWASQPLSPT 

QWSEGQ/PGGPSVGISTSLTYPV 

EGRT/GWGPECYVFCMLHRLPE 

QHDCTFDHMGRGREEAIMKM 

V ICLDRK VG RSCQRIGEGGQED 

DVVASILVSMQPHSPRTPSPHLP 

YSKFKDFSSCNCARQGWKEMG 

ACVQRPSAVLGGTRPVSVQAK 

QPLPCFLLGASALGSCGTGLGV 

KDRDIDR1VVMSVMKILRGNQR 

PSGDEQARGQRAREGLGGLGV 

RRACREQWAVLCPLVHRNWV 

CVSSFLIASQSNSPQQQHNCCY 

ANNSPQQEEGMVGRQAETFLL 

GGVRNRKPWVGVGRGLQGSH 

QQHIQGAVSSPSSPKKGVSKRE 


9447 


39815 


A 


9507 


3 


684 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


9448 


39816 


A 


9508 


15 


513 


RIRLEGLWGSSKTMNLCSKCFA 
DFQK.KQPDDDSAPSTSNSQSDL 
FSEETTSDNNNTSITTPTLSPSQ 
QPLPTELNVTSPSKEEYSQSENE 

aspvkrprllenterseetsr.sk 
qksrrrcfqcqtklelvqqel 
g\mcrcgyvfcmlhrlpeqhd 
ctfdphgavagr 


9449 


39817 


A 


9509 


818 


1455 


S DY I TRDG ASFTKA LLT WKNPV 
PNFF WKKDTFKLWGEV IRSTM 
WKT/DQSPSAAWMGGFGAQPP 
QGQAPPPV I PPPNQAG YGM ASY 
QTQILPSPHILAVFMLPERGPNP 
DPKRGFLDLARKNLGNWVSTIT 
FLSRFPGVQVLQEFVVPGTMPL 
LRPLELPMHFNPHFSTALASLIA 
DELYLLPQLSVSQMGESFPSFD 
MMAICAQASTNRLWMP 


9450 


39818 


A 


9510 


1 


1132 


MMEDDGQPRTLYVGNLSRDVT 

EVLILQLFSQIGPCKSCKM1TEH 

TSNDPYCFVEFYEHRDAAAAL 

AAMMGRK1LGKEVKVNWATTP 

SSQKKDTSNHFHVFVGDLSPE1 

TTEDIKSAFAPFGKISDARVVK 

DMATGKSKGYGFVSFYNKLDA 

ENAIVHMGGQWLGGRQIRTNW 

ATRKPPAPKSTQENNTKQLRFE 

DVVNQSSPKNCTVYCGGIASGL 

TDQLMRQTFSPFGQ1ME1RVFPE 

KGYSFVRFSTHESAAHAIVSVN 

GTTIEGHVVKCYWGKESPDMT 

KNFQQVDYSQWGQWSQVLGN 

PKPSD\RYMANGWQVPPYELY 

GQPWNQQAFGV\DQSPSAAWM 

SGFGA\QPP\QGQAPPP\VIPPPN 

QAGYGMVASYQTQ 


9451 


39819 


B 


9511 


1 


1212 




9452 


39820 


A 


9512 


1 


1032 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9453 


39821 


A 


9513 


17 


976 


SGRP/GGPGGPG MGKPRC F/RG E 
VFG I VI RG PG FPPGG RG RG R\G R 
GARGGKGPRJKGLGCPSTKLG\ 
RLVKDH*RSKFPWRRSIYSYSG 
PLKESE\IIDF\FLGGLLSKDEVFE 
RLCQVQEPEPVPGQRHQGSRHF 
VAI\GNYQWPTVGSGVLKCSQE 
/VWPTAHPVGPI1LAKLLHSSPC 
AEGYWGEQSIGKAP/HTVPCQ/ 
VWTGRCGSVLVRPHPWHPRGS 
GIVSAPVA\KKLLMMAGIDDCY 
T\SARGCTATLGYNFAKAT\FDAI 
SKTYSY LTPDLWK ETVFTKSP Y 
QEFTDHLVKTHTRVSVQQTQA 
PAVAYNIGFLYKKNKVN 


9454 


39822 


A 


9514 


1 


866 




9455 


39823 


A 


9515 


1 


1793 


MAAAAVSGALGRAGWRLLQL 

RCLPVARCRQALVPRAFHASA 

VGLRSSDEQKQQPPNSFSQQHS 

ETQG AEKPDPESSH SPPRYTDQ 

GGEEEEDYESEEQLQHRILTAA 

LEFVPAHGWTAEA1AEGAQSLG 

LSSAAASMFGKDGSELILHFVT 

QCNTRLTRVLEEEQKLVQLGQ 

AEKRKTDQFLRDA V ETRLRMLI 

PYIEHWPRALSILMLPHN 1PSSL 

SLLTSMVDDMWHYAGDQSTD 

FNWYTRRAMLAAIYNTTELVM 

MQDSSPDFEDTWRFLENRVND 

AMNMGHTAKQVKSTGEALVQ 

GLMGAAVTSPRSRRGGWWPLG 

EMPYANQPTVRITELTDENVKF 

1 IENTDL A V ANSI RR V FI AE VPII 

AIDWVQIDANSSVLHDEFIAHR 

LGLIPLISDDIVDKLQYSRDCTC 

EEFCPECSVEFTLDVRCNEDQT 

RHVTSRDLISNSPRVIPVTSRNR 

DNDPNDYVEQDDILIVKLRKGQ 

ELRLRAYAKKGFGKEHAKWNP 

T\AGVAF\EYDPDNALRHTV\YP 

KPEEVWPKSEYSELDEDESQAP 

YDPNGKPERFYYNVESCGSLRP 

ETIVLSALSGLKKKLSDLQTQLS 

HE1QSDVLTIN 


9456 


39824 


A 


9516 


3 


176 


FFFFFAETNSK.*1TYQNIH1MVEI 
FQNSIFWDLYTKDKQ1RGQEAA 
RREKRGLGRPL 


9457 


39825 


A 


9517 


1485 


1679 


RVGDAGHDDPGKPGPPGAGHR 
PEG*TGAHSLRAGLPACRAEPA 
GPGRAREGSKAPGHCAEELLQ 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9458 


39826 


A 


9518 


1 


232 


FFFFETESCSVAQAGVQWCDLG 
SLQTLPTG/SSRHSPASAFRVARI 
TGARYHVRLIFVFLVQTGLHHL 
GQADFDLLTS 


9459 


39827 


A 


9519 


1 


2408 


GTLVTKVAPVSAPPKVSSGPRL 

PA PQI V A VKA PNTTT1 QFP AN LQ 

LPPGTVLIKSNSGPLMLVSPQQT 

VTRAETTSNITSRPAVPANPQT 

VKICTVPNSSSQLIKKVAVTPV 

KKLAQIGTTVVTTVPKPSSVQS 

VAVPTSVVTVTPGKPLNTVTTL 

KPSSLGASSTPSNEPNLKAENSA 

AVQINLSPTMLENVKKCKNFLA 

MLIKLACSGSQSPEMGQNVKK 

LVEQLLDAKIEAEEFTRKLYVE 

LKSSPQPHLVPFLKKSVVALRQ 

LLPNSQSFIQQCVQQTSSDMVI 

ATCTTTVTTSPVVTTTVSSSQSE 

KSI I VSG ATAPRTVS VQTLNPLA 

GPVGAKAGVVTLHSVGPTAAT 

GGTTAGTGLLQTSKPLVTSVAN 

TVTTVSLQPEKPVVSGTAVTLS 

LPAVTFGETSGAA1CLPSVKPV 

VSFCWDHI\CKPVIGTPVQIKLA 

QPGPVLSQPAGIPTGSSS\KQLFS 

LFHVVQQPSGGNEKQVTTISHS 

STLTIQKCGQKTMPVNTI I PTSQ 

FPPASILKQITLPGNKILSLQASP 

TQKNRIKENVTSCFRDEDDIND 

VTSMAGVNLNEENACILATNSE 

LVGTLIQSCKDEPFLFIGALQKR 

ILD1GKKHDITELNSDAVNLISQ 

ATQERLRGLLEKLTAIAQHRMT 

TYKASENYILCSDTRSQLKFLE 

KLDQLEKQRKDLEEREMLLKA 

AKSRSNKEDPEQLRLKQKAKE 


9460 


39828 


A 


9520 


1 


637 


MLSNVKRGRKLPNGTWAHDL 

VTPPTASLLLLLTEPAMPSVAFC 

HSILIVTKGGVKRTRVPPPNNSS 

GARTGNPLKVKHISFKTGDELIF 

LDPHTTQTFVDTEENGTGNDQT 

FHCLQSPQR\MNILNLDPSVALG 

FFCKEEKDFDNWCSLVQKEILK 

ENLRMFELVQKHPSHWPPFVPP 

AKP\EVTTTGAEFI\DSTEQL\EEF 

DL\EEDFEILSV 


9461 


39829 


A 


9521 




176 




9462 


39830 


B 


9522 


1 


792 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9463 


39831 


A 


9523 




486 


NGHVGLGVKCSKEVATAIRGA1 
ILAKLSIVPVRRGYWGNK1GKP 
HTVPCKVTGRCGSVLVRLIPAP 
RGTGIVSAPVPKJCLLMMAGIDD 
CYTSARGCTATLGNFAKATFD 
A 1 SKTYSY\LTPDLLKE\TVFTKS 
P\* QELTDHLVK.THTRVS VQRT 
QAPAVATT 







^— 




1 


2991 






3~?8~3l 




9I2I 






K H EN WSTA RQSLH ACSR VTWQ 
NRLRLSNKWMPSHVLCLLPS/H 
MTLQPANLSSLLITPPEFGPK1A 
SPICTSCSVNFPRTLISPFSHC 


9466 


39834 


A 


9526 


1022 


1201 




9467 


39835 


C 


9527 


1 


924 




9468 


39836 


A 


9528 


2 


837 


WK.NCLEKRSMLTMHRILES*D* 
RQE/ILERHDAKYHSPKAEEKQ 
MKHKAGSQIVKKEEAK.LALAL 
EGFCRFRNHHQTGFSPAGATQR 
G PLV AILSGPGGEGQS A V ARLT 
G EKKNHPG AQY ANRLSPRVGR 
FIN A AGTTGFPTG KRA WPPFRL 
FLPHKGFADWGPTINQDFRLLG 
QPSVARFLNFSQGPAGEGQSAV 
ARLPGH PF1TQPYPI LPGYAA AG 
MQALARRRP1LMFDSLSSNFCH 
SSAYYHLFRRSNQAFKGTNNCL 
KK1TPRPATHRSTVVIH 


9469 


39837 


A 


9529 


3 


1137 


APAPSPVGSGSCCLSHMFFHPPS 
RANRAFVD\YAPMDEIQNAE1N 
SQVRRYLEGTLDEIDVRNPSVT 
TMLSQPGPPSPGHTPTHALLAS 
EPHVNGCKTVSTVHEDYSGSSE 
SSNDESDSEDTDSDDSSIPRNRL 
QSVVAVPKNSTLPMEETSPCSS 
RSSQSYRHYSDHWEDERLESRR 
HLYEEKFESIASKACPQTDKFFL 
HKGTEKNPEISFTQSSRKQIDNR 
LPELSH PQSDG VDSTSHTDVKS 
DPLGHPNSEETVKAK.I PSRQQE 
ELPIYSSDFEDVPNKSWQQTTF 
QNRPDSRLGKTELSFSSSCEIPH 
VDGLHSSEELRNLGWDFSQEKP 
STTYQQPDSSYGACGGHKYQQ 
NAEQYGGTRDYWQANGLLGS 


9470 


39838 


A 


9530 


1 


1857 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in liSSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


9471 


39839 


A 


9531 


I 


989 


MEDWKVRGHQEKTLAFEVQSF 
SCSERETTLVLLLRSPAVPQLLL 
HGLCGPDLSTKAAQCHFKAIW 
QSLGNTLGAVSDQATPGHVKS 
LPPGALISRQGRGQFCSVDAVF 
LLHDSPELPSSLPHGASLPLASS 
DKQAEQTWLGAVGSVQCTS1T 
ACPRDLEDRPHLTEHPPAGVHC 
GQNPCPCHL1FTLYSKSLPLDLA 
CRI WD VFCRDGEEFLFRTALGI 
LKLFED1LTKMDF1HMAQFLT\R 
LPEDLPAEELFGPSIATIQMQSR 
NKKWAQEPGHELEWPDRSFRP 
RVLACPMGSREHRLQPACSGST 
GQGHTKALFPETCCQSPIFQDA 


9472 


39840 


A 


9532 


2013 


2270 




9473 


39841 


A 


9533 


3 


744 




9474 


39842 


A 


9534 


190 


991 


SVLSNKQNHCSQTAPPPPPPAA 
SGSRGWVWGLFWGLAAILEGS 
TGADWSQLPHSCCPSLLVPHVL 
SVVPLRPPHRDFPVEDVFTLPV 
YFSSDWLNEFWDALDVDDYRF 
VYAGPAGSWSPFHAD1FRSFSW 
SVNVCGRKKWLLFPPGQEEAL 
RDRHGNLPYDVTSPALCDTHL 
HPRNQLAGPPLE1TQEAGEMVF 
VPSGWHHQVHNLDDT1\SINHN 
WVNG FN LAN M WRFLQQELC A 
VQEEVSEWRDSMPDWHHHCQ 
V1MRSCSGIKL 


9475 


39843 


A 


9535 




885 


MKRRAVMGPPQVQAWKALDL 

WESSQVMEGKAVVPMGRNPM 

MRKATQGQLENSPALEK.LLPPL 

QGN VG F A FTKEDLTE V RDLLL 

AN K VPAATRAGAIGPCE VTVPA 

QNTGLGPEKISFFQALGITTKIS 

RGTTEI LS DVQLI KTGDRVG A S 

EATLLNTPNISPFSFGLVIQQVF 

NNGS1YNPEVLDITEETLYSGFL 

EGVRNVAS\CLQTGYPPVASVP 

PSII/NGYKGCLALSVETDYTFPP 

AEKI K.TF L ADPS AF V A A AP V AT 

TATAAPAAAAAPTKFENEESEE 

LDEDMGFGLFD 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9476 


39844 


A 


9536 


65 


988 


RTAVMPREDRATWKSNYFLKII 
QLLDDYPKCFIVGADNVGSKQ 
MQQIRMSLRGK.AVVLMGKNT 
MMRKAIRGHLENNPALEKLLP 
HIRGNVGFVFTKEDLTEIRDML 
LANKVPAAARAGAIAPCEVTVP 
AQNTGLGPEKTSFFQALGITTKI 
SRGTIEILSDVQLIKTGDKVGAS 
EATLLNMLNISPFSFGLVIQQVF 
DNGSIYNPEV\LD\ITEETLHSRF 
LEGVRNVASVCLQIGYP\TVAS 
VPHSIINGYKRVLALSVETDYTF 
PLAEKVKAFLADPSAFVAAAPV 
AAATTAAPAAAAAPAKVEAKE 


9477 


39845 


A 


9537 


1 


993 


MREIALTQTRQCGKKIGAKVGI 

RG SE VP AP A Y WV ARED VG SG S 

GLGGGWYVPCAVLVDLEPVT 

MDSLRSGPFGLIFRPTTSSLKLIE 

NADKTFCIDNEALYDIYSRTLK 

LPTPTYGDMNHLLSATMSGVT 

MCLGFPGQLNADLQKLSVNMV 

PFPRLH FFM PG F A PLTSRG SQH 

YQALTV AELTQQM FY AKNMM 

AARDPRHGRYLTAAAIFQGRM 

PMREVDEQMFNIQDKNSSYFA 

DWFPDNVKTAVCDIPPRG\LKM 

SGSFIGNNAAIQELF\QCVSEQF 

TAMFRRKA\FLHWYTGEG\MDE 

\M EFT\E A E SN MND\L V S E Y QQ Y 

QDATAQGGGG 


9478 


39846 


A 


9538 


231 


881 


SSLSGTKVGSLPFRLLHWMPVS 
YSSVTTRYYHRAGAEEGKDRII 
FVTKKDHETPSSAELVADDPND 
PYEEHGLILPNGNINWNCPCLG 
GMASGPCGEQFKSAFSCFHYST 
EEIKGSDCVDQFRAMQECMHK 
YPDLYPQEDEDEEEEREKKPAQ 
QAEETAPIEATATKEEE\DQVNE 
GHKALSTSPFGVDLLQKALSSP 
SKKVSFCCPVHYNIQNNLF 


9479 


39847 


A 


9539 


1 


804 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9480 


39848 


A 


9540 


2 




3337 


SSLLEKMTSSDK.DFRFMATSDL 

MSELQKDSIQLDEDSERKVVK 

MLLRLLEDKNGEVQNLAVKW 

LGVPLGAFHASLLHCLLPQLSS 

PRLAVRKRAVGALGHLATACS 

TDLFVELADHLLDRLPGPRVPT 

SPTAIRTL1QCLGSVGRQAGHRL 

GAHLDRLVPLVEDFCNLDDDE 

LRESCLQAFEAFLRKCPKEMGP 

HVPNVTSLCLQYIKHDPNYNY 

DSDEDEEQMETEDSEFSEQESE 

DEYSDDDDMSWKVRRAAA 


9481 


39849 


— 


9541 




3T78 

— 




9482 


39850 


— 


9542 


— 




LNAQPGTRRLWPAEIRPPPRRL 
G KG GQQ V SHHPPI SC F YCECEE 
KRLCVNTHVWTK*T 


9483 


39851 


A 


9543 


62 


280 




9484 


39852 


A 


9544 




1452 




9485 


39853 


A 


9545 


2 


998 


ITAGATPEERV1CFVEYYLTAFH 

EGRKGALAKKPYNPIIGETFHC 

SWEVPKDRVKPKRTASR/PLLP 

AVMNTQWPMTLPKSYKLRFVA 

EQVSHHPP1SCFYCECEEKRLCV 

NTHVWTKSKFMGMSVGVSMI 

GEGVLRLLEHGEEYVFTLPSAY 

ARSILTIPWVELGGKVSINCAKT 

GYSATVIFHTKPFYGGK.VHRVT 

AEVKHNPTNTIVCKAHGEWNG 

TLEFTYNNGETKVIDTTTLPVY 

PKKIRPLEKQGPMESRNLWREV 

TRYM RLGDIDA ATEQKRH LEE 

KQRVEERKRENLRTPWKPKYF1 

QEGDGWG1LQSPLESTLMGLEV 


9486 


39854 


A 


9546 


12 


740 


H FFL YKKLIPF VLKNCMFHFSP 
VRGTVVTNDRWGAGSICKHGG 
FYTCSDRYNPGHLLPHKWENC 
MTIDK.LSWGYRREAGISDYLTI 
EEL VQPLVETVFSAGNPLM D\IG 
PHLDGTIXSVVFEERLRQMGSW 
L K VNGE A I YETYT\WRSQ\NDT 
VTPD VWYTS KPKEKL V Y A IFLK 
WPTSGQLFLGHP\KAILGAT\EV 
K\LLGHGQPLNWIFFGDKMGIM 
\VELP\QLT\IHQMPCKWG\WAL 
A\LTNVI 


9487 


39855 


B 


9547 


1 


627 




9488 


39856 


B 


9548 


47 


504 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9489 


39857 


A 


9549 


2 


379 


VDLVREFIERQ/HAKNRYYYYH 
RQYRRVPDITECKEED1MCMYE 
AEMQWKRDYKVDQEI1NIMQD 

Rl kT A FOOO^ VR A TCidn UVCi A A 
rvLrvj^vrv^/yv^/o 1 1\/\ t ^yunr^AA 

SGGGSWRPLLQIFSLAASSASV 
RPGTSWQNCRPPGPDLGKQ 


9490 


39858 


B 


9550 


49 


707 




9491 


39859 


A 


9551 


3 


1162 




9492 


39860 


C 


9552 


342 


581 




9493 


39861 


A 


9553 


3 


513 


LLPHKPLAGFFKAYLPSEPPRV 

YVSSFWPQ/EYKPDTHQELFLQ 

EE1 S/L L EDLNQ VIEN RLENKI/A 

FIRQHAIRVRIHALLLARGLDPF 

1GPRRDWLVYPAVTGAVAFGF 

VEGLDPSQEHPRFQGTQDNVSK 

DESTRKEQSVRLVGCGADDRK 

PRDLQ1LDRDRKGPELVQ 


9494 


39862 


A 


9554 


1 


1365 




9495 


39863 


A 


9555 


771 


1536 


PRPLSLWSREAGKGVQDCYIDN 
SQLCRKCDLCPTGSPQSLPPYAS 
IPPTPSPTIK/DPPSTQMV/QKET 
DKGVNN EPKSGNIPQLCRLQAV 
GGGEFGPARVRVPFSLSDLKQI 
KIDLGKFSDNPDGYIDVLQGLG 
QC FDLTWRDIMLLLNQTLTPNE 

WPVTLQPSAVPTPDSGTYDTKE 
CKIVQSVEMSMEVMIAVMSVQ 
RQQGKQTQQQPLLVVVRSAEP 
AEESVPHKSSTRGAS 


9496 


^"9864 


- — 


955(3 


— 


249 


p*N**PSTLTTGTGSTTT *QIRM 
KVN*MGN/DSPQGKNTPKMYS 
GEFSPVRVHVPFSLSDLKQIKID 
LG KFSDDPDG YIDVLQ 


9497 


39865 


A 


9557 


2 


385 




9498 


39866 


A 


9558 


84 


849 


PRPLSLWSREAGKGVQDCY1DN 
SQLCRKCDLCPTGSPQSLPPYAS 
IPPTPSPTIK/DPPSTQMV/QKET 
DKGVNN EPKSGNIPQLCRLQAV 
GGGEFGPARVRVPFSLSDLKQI 
KIDLGKFSDNPDGYIDVLQGLG 
QCFDLTWRDIMLLLNQTLTPNE 
KSAVITAAREFGNLLYLSQLRH 
WPVTLQPSAVPTPDSGTYDTKE 
CKIVQSVEMSM EVMIA VMSVQ 

Kyyurvt^ 1 yyyrLLV V VKbAbr 

AEESVPHKSSTRGAS 


9499 


39867 


A 


9559 


66 


197 


RQWKG*KFVFQKM*DLGKYLQ 
RQLFCLSSLVQPPWPVPTEIYP 


9500 


39868 


A 


9560 




2340 




9501 


39869 


B 


9561 


1 


1776 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9502 


39870 


A 


9562 


1 


1349 




9503 


39871 


B 


9563 


107 


769 




9504 


39872 


A 


9564 


329 


2042 




9505 


39873 


A 


9565 


511 


1631 


HFGNHERTSKVMGNVPRKTKT 

PLRRILENWEQFDPQTLRKKRLI 

FFCSAAW\PPEGS1NYNTILQLD 

LFCRKGKWSEVP*VQTFFSLRD 

NSQLCKKCDLCPTGSLQSLPPY 

PSIPXTPSPLNKDPPSTQMVQKEI 

DKRVNSEPKSAN1PQL*PLQAV 

GGREFGPARVHVPFSLPDLKQI 

KTDLGKFSDNPDGYIGVLQGLG 

QFFDLTWRDI\MSLLNQTLTPNE 

RSAT1TAARELGDLWYLSQVN 

DRMTTEERERFPTGQQAVPSAD 

PH*DTESEHGDWCCRHLLTCVL 

EGLRKTRKKAVNFSVMSTVTQ 

GKEENPTAFLERLREALRKHTS 

LSPDS1EGQLILKIKFITRSAADI 

RKQTSKVHLRPGAKLKTPY 


9506 


39874 


A 


9566 


15 


178 




9507 


39875 


A 


9567 


3 


826 


RQLGTRNFLNGTKAKAFELSYL 
EKVPEGKDTVHKQSLLHHVGT 
MGGENFPDSSDLYSEIGAITRSA 
KDDFDQLQDNLCQMERRCIAS 
WDHLKAIAKHEMKPLLKQRMS 
ELLK.DCAERIIILK.IVHTRIINRF 
HSFLLFMGHPPYA1REVNINKFC 
RIISEFALEYRTTRERVLQQKQK 
RANHRERNK.TRGKMITDSGKF 
SGSSPAPPSQPQGLSYAEDAAE 
HGEHEGCA EN LVPLQESPAHTF 
SIVSAVFLLIP*HPVY*FKSVTPF 
LGKEQPL 


9508 


39876 


A 


9568 


1 


670 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9509 


39877 


A 


9569 


1 


2426 


MPKPSLEAGSCPRLEFPVEDAQ 

PVIKGEEFTPPPPNSYLALGDIST 

EEWDLEVAQEYQERMPPQRAA 

LICVFSWNLGRSLPAPAMRRPC 

QNFCVALSTFAGDPEPESEAEP 

EAEAGAGQVADEAGQDIASAH 

EGAETEVEQALEQEPEERASLS 

EKERQNEGVNERDNCSASSVSS 

SSSTLEREEKEDKLSRDRTTGL 

WPAGVQDAGVNGQCGD1LTNK 

RFMLDMLYAHNRKSPDDEEKG 

DGEAGRTQQEAEAVASLATRIS 

TLQANSQTQDESVRRVDVGCL 

DNRGSVKAFAEKFNSGDLGRV 

FNAPQGLGWSQVPRGQPTFTK 

KKKTIRLFWNRN/VGLLTGH/G 

KNNRRCREFLWSKLEP1KVDTS 

RLEHLFESKSKELSVSKASKLV 

RPLFILTSACPFLSFPWKAPLHS 

STRQLHRGLSAQERWRCSGIRG 

MECLNGKGPLESRNPAYRKSE 

GTRQTGAGDMK.DGVWQGVPA 

TPDTPQGMCTVCTVSFA1MDGL 

NVNSVGPLPFHEVAEPLLDLK.E 

G1DQLDYTLGFFFLVSMLSGGG 

LLGGSASAKAFELSYLEKVPEV 

KDTVHKQSLLHHVCTMVVENF 

PDSSDLYSE1GAITRFHSFLLFM 

GHPPYA1REVNINKFCRI1SEFAL 

EYRTTRERVLQQKQKRANHRE 

RNKTRGKM1TNCVRHCVRMFS 

GSSPAPPSQPQGLSYAEDAAEH 




39878 


B 


9570 


164 


346 




9511 


39879 


c 


9571 


160 


339 




9512 


39880 


A 


9572 


54 


212 


SFPSVVLWKDLQNLKIQVPGLI 
LLGVGLISVPGGRPLLRTGSRK 
PISQVCP 


9513 


39881 


C 


9573 


48 


185 




9514 


39882 


A 


9574 


2 


551 


ADRRGAVYPRSRDGGGVRGPC 

AMATSVLCCLRSCKDRGTGHIP 

LKDMLSVHMDTQHMGTDVVI 

VK.NGRKIFGTGGCLASAPLHQN 

KS YFEFKIQSTG I WG IG VATQK 

VNLNQIPLGRDMHSLVMKNDG 

ALYHNNEEKNRLPANSLPQEG 

D/VVDDSAILDCQFSEFYHTPPP 

GFEKILFEQQIF 


9515 


39883 


A 


9575 


3 


655 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


9516 


39884 


A 


9576 


131 


1066 


SHSSSAAAHPLGLLP1AAQSLA 

VFIEPWSQASSRGQLQ/VSAPGI 

WGIGVATQKVNLNQ1PLGRDM 

HSLVMRNDGALYHKNEEKNRL 

PANSLPQEGDVVLCWSNNGHS 

LCKEESLSP1LPTSDGEERRRKR 

KKRKRKKRKQKQQQQQEAAA 

P AE A D AE ATA AE AA VEE AA AR 

KEEEEEGEEGEGNGEEEEEKAA 

AAARGDWSQQEKACKSSLQA1 

LFGHAKLEPGRLPRPTQCRVEA 

TVLVGTNSPLDNPLWSISWSLW 

QKPVGTSQQQPLGLWTREFPLE 

GHLLTRNETFTEATPLIPEIGML 

SQMMSEEH1 


9517 


39885 


A 


9577 


1 


2363 


ELQRDIEKHSTGVASVLNLCEV 

LLHDCDACATDAECDSIQQATR 

NLDRRWRNICAMSMERRLKIE 

ETWRLWQKFLDDYSRFEDWLK 

SSERTAAFPSSSGVIYTVAKEEL 

KKFEAFQRQVH ECLTQLELIN K 

QYRR LA REN RTDS ACSLKQM V 

HEGNQRWDNLQKRVTSILRRL 

KHFIGQREEFETARDS1LVWLTE 

MDLQLTNIEHFSECDVQAKIKQ 

LKAFQQEISLNHNK1 EQIIAQGE 

QLIEKSEPLDA AI IEEELDELRR 

YCQEVFGRVERYHKKL1RLPLP 

DDEHDLSDRELELEDSAALSDL 

H WH DRSADSLLSPQPSSN LSLF 

ASLQPLRSER\SGRDTPG\SVDSI 

PLVEWDHDYDLSRDLESAMSRA 

LPSEDEEGQDDKDFYLRGAVG 

LSDVMIPESPEAYVKLTENAIK 

NTSGDHSALESQIRQLGKALDD 

SRFQIQQTENIIRSKTPTGPELDT 

SYKGYMKLLGECSSSIDSVKRL 

EHKLKEEEESLPGFVNLHSTET 

QTAGVIDRWELLQAQALSKEL 

RMKQNLQKWQQFNSDLNSIW 

A WLGDTEEELEQLQRLELSTDI 

QTIELQIKKLKELPESCWDHR\K 

AIILSINLCSPEFTQADSKESRDL 

QDRLSQMNGRWDRVCSLLEE 

WRG LLQDA LMQCQGFHEMSH 

GLLLMLENIDRRKNE1VPIDSNL 

DAEILQDHHKQLMQIKHELLES 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


9518 


39886 


A 


9578 


2 


3248 


ENAVGSWTDDLTQLSLLKDTL 
SAYISADDISILNERVELLQRQW 
EELCHQLSLRRQQ1GERLNEWA 
VFSEKNK.ELCEWLTQMESKVS 
QNGDIL1EEMIEKLKKDYQEEIA 
IAQENKIQLQQMGERLAKASHE 
SKASE1 EYKLGKVNDRWQHLL 
DLIAARVKKLKETLVAVQQLD 
KNMSSLRTWLAH1ESELAKP1V 
YDSCNSEEIQRKLNEQQELQRD 
1 EKH STG V ASVLNLCE VLLHDC 
DACATDAECDSIQQA 


9519 


39887 


A 


9579 


2 


194 


CSTSLMIREMQIKTTVRYHLTS 
ARMAIIK.KSK\NSRCWHGCGEH 
GTLLHCCNLWKERNVSYVSA 








^sTF 


105 


215 




9lfl 











210 


MNSHFLKED1QMANKHMEKCS 
VTLLMIREMQIKPTVRYHLTSAR 
MPIIK.KSKYNSRCWHGCGEHGT 
LLHC 


9522 


39890 


C 


9582 


48 


182 




9523 


39891 


A 


9583 




225 




9524 


39892 


A 


9584 


1 


549 




9525 


39893 


A 


9585 


367 


971 


GVCLLGAPAGRRGSLLSLGSLR 

GQGSYLSKNVAVPSEATTVREL 

HP**TSLQRPPSDPGGWVVLGF 

P\CNQFGHQENRQ\NE\EILNSLK 

VRSGPGGGFEAQLHGSSRK.CEV 

YNG\SGAHPLFAFLR\EALP\VPS 

DDGPRAL*PTPKLI\TWFSGVFA 

Tl V A WN FFEKF L\ V GPDGVPLR 

RYSR\AFQT1DIEPD1EALLSQGP 


9526 


39894 


A 


9586 


1 


129 




9527 


39895 


A 


9587 


1 


406 


PTVCERELCVFAFQTLGVMNE 

AADEIATGAQVVDLLVSMCRS 

ALESPRKVVIFEPYPSVVDPNDP 

QMLAFNPRQLKFMHTPHQFLL 

LSSPPAKESNFRAAKKLFGSTF 

AF/HLHGAMYGSGIYLSPMSSIS 

FGYSA 


9528 


39896 


A 


9588 


2 


634 


SSNRSHIVKLPVNRRLKFMHTP 

HQFLLLSSPPAKESNFRAAKKL 

FGSTFAFHGSHIENWHSILRNGL 

VVASNTRLQLHGAMYGSGIYL 

SPMSS1SFGYSGMNKKQKVSAK 

DEPASSSKSSNTSQSQKKGQQS 

QFLQS RN LKC\I ALCE V ITSSDL 

H K\HG E I WGCPPI/SDH VCTRFFF 

VYEDGQVGDAN1NTQEGGIHK 

EILRV1GNQTATG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


9529 


39897 


A 


9589 


3 


3623 


FGVCARGCLDSAGPWTMSRAL 

RPPLPPLCFFLLLLAAAGARAG 

GYETCPTVQPNMLNVHLLPHT 

HDDVGWLKTVDQYFYGIKNDI 

QHAGVQYILDSVISALLEDPTR 

RFIYVEIAFFSRWWHQQTNATQ 

EVVRDLVRQGRLEFANGGWV 

MNDEAATHYGAIVDQMTLGLR 

FL EDTFGN DG RPR V A WH1 DPFG 

HSREQASLFAQMGFDGFFFGRL 

DYQDK.WVRMQK.LEMEQVWR 

ASTSLKPPTADLFTGVLPNGYN 


9530 


39898 


B 


9590 


1 


3839 










9591 




513 




9532 


39900 


A 


9592 


1 


233 


KQELNEPPKQSTSFLVLQEILES 
ENKG DPNKPSGF RSWKA P VTK. 
VAASIGNAQKLPMCDKCGTVL 
QQASAAAFSLSV 


9533 


39901 


A 


9593 


3 


469 


LTVARSEHKVWSPLVTGEGKR 
HPYKMNLASEPQEVLHIGSAHN 
RSAMPFNASPASSTTARV1TNQ 
YNNPAGLYSSENISNFNNVASSL 
VIDKESEVYKMLQEKQELNEHP 
KQSTSFWVLQE1LESEEKGDPN 
KPSGFRSVKAPVTKVAASIGNA 


9534 


39902 


A 


9594 


1 


1146 


MTTQQ1DLQGPGPWGFRLVGR 
KDFEQPLAISRVTPGSKAALAN 
LCIGDVITAIDGENTSNMTHLE 
AQNR1KGCTDNLTLTVARSEH/ 
KKVWSPLVTEEG KRHPYKMNL 
ASE\PQEVLH1GSAHNRSAMPFT 
ASPASSTTARVITNQYNNPAGL 
YSSEN1 SN FNNC/ALESKD WLPA 
GVEANSRPLDHA\QPP\SSLVID 
KR]LKVYKMLQEKQE\LNE\PPK 
QSTSFLG FCQEIL\ES\EEKGDPN 
KP\SGFRSV\KAPVT\KVA\ASIG 
KCSRKFAFCVDKCWHLGFLGV 
F\LKLR\DRH RHP* VFMCCTADC 
GHQT*KQKGPFLLWMDQ\IYCE 
ESMAPGSEVNTHPEG\YESGST 
VFPPSGAQQDLDPLFLPAGLLL 
KLFLLKCSGPLSLS 


9535 


39903 


A 


9595 


65 


353 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9536 


39904 


A 


9596 




1974 


MNGVPVGAQKRVDKEEVKNG 

AIAELFSEDWSDCAYKANEVSR 

IRPLEESELLYPILGQSKLFVLSG 

EWSQSSEEASEEVAVTLIYQLA 

ESPTVICAQIWQGCAKQALEKL 

EEKRTSQGDPKESPTMLPTFLL 

MNLLSLAGDV A LQQL VHLEQA 

VSGELCQRRVLREEQEHKTKDP 

KEKNTSFETTMEEELGLVGAA 

DDTEAELIRGFCKMELLDGKQT 

L A AF VPLLLK V YNN SGLY SNPD 

LS A A ASPTLGKFCM I STTFCN SQ 

PHLLFTMLEKSPLPIVRSNLIVA 

TGDLAIHFPNLVDPWTPHLYAH 

LQDPAQPVWKTVGLVMT\HLIL 

KDMVKVKGQSKAL/RKMLGNF 

DCFGDKLSDESIFSSFLSVMGKL 

QHGAKPEGKA11DEFEQKLQAC 

HARGLDGIEELEINQAGSQRAP 

TAKKPSTVCRHQPLASAASDN 

DFVTPEPRRTTHRHPNTQQRAS 

EKKPKVVFSSDESSIKTEVEGLG 

YN1KLRVATQRLSFVWVMN1A 

EGESAVLVTVAWPECEVAVMG 

SLGSAARGTGKRLQGEGNLQL 

NFVTIATKLEVSWTELGGGCVS 

ALFASVGTKREKAGFYQGCSF 

ASNIMKRGRVKEVEDVQKRLI 

KMTVEFNLAWSSLPPHMAMN 

GDQGGDRVTHESFLRCMTLMR 


9537 


39905 


A 


9597 


785 


5049 


ACRSRMA PQM YEFHLPLSPEEL 
LKSGGVNQYVVQEVLSIKHLPP 
QLRAFQAAFRAQGPLAMLQHF 
DTIYSILHHFRS1DPGLKEDTLEF 
LIKGVYGSGVVSRHSQELPAIL 
DDTTLSGSDRNAHLNALKMNC 
YALIRLLESFETMASQTNLVDL 
pvi c ' r • \/ c- \z v a d vv a a 1 1 ^ r p\ \ \ ■ r: 

NHSIIEEEFVSLVTGCCYRLLEN 
PTINHQKNRPTREAITHLLGVA 
LTRYNHMLSATVK1 













HI 




9l3l — 




j— 


9l9l 


7T7 




KIAAPQLHVFLPFLFFCMRPFAF 
WQPLPEPLELRP\RLSD 


9540 


39908 


B 


9600 


1 


732 




9541 


39909 


C 


9601 


1 


420 




9542 


39910 


B 


9602 


110 


928 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkm»vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9543 


39911 


A 


9603 


1 


868 


MKLMETLNQCINAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSLRLSEMPRKQGD 
YRTRIWKFEDGLSNVLVIQLNK. 
LIICVMCLDLALKGLRVLLVEG 
NDPQGTASMYHGWVPDLHIHA 
EDTLLPFYLGEKDDVTYAIYFT 
CWPGLDIIPSCLALHRIETELMG 
KFDEG KLPTDPHLMLRL A I ET V 
AHDYDV1VIDSAPNLGIGTINVV 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDD 
PTGNRTVQLTWQPLPEPLELAC* 


9544 


39912 


A 


9604 


1036 


1119 




9545 


39913 


C 


9605 




513 




9546 


39914 


A 


9606 


1 


890 


MSKSESPK.EPEQLRKLFIGGLSF 
ETTDESLRSHFEQWGTLTDCVV 
MRDPNTKRSRGFGFVTYATVE 
EVDAAMNARPHKVDGRVVEP 
KRAVSREDSQRPDYFEQYGKIE 
VI EI MTDRGSG KKRGFAF VTFD 
DHDSVDKTVIQKYHTVNGHNC 
EVRKALSKQEMASASSSQRGRS 
GSGNFGGGRGGGFGGNDNFGR 
GGNFSGRGGFGGSHGGGGYGG 
SGDGYNGFGNDGSNFGGGGSY 
NDFGNYNNQSSNFGPMKGGNF 
GGRSSGPYGGGGQYFAK.PRNQ/ 
GGYGGSSSSSSYGSGRRF 


9547 


39915 


A 


9607 




286 




9548 


39916 


A 


9608 


1 


1674 




9549 


39917 


B 


9609 


531 


744 




9550 


39918 


A 


9610 


1 


818 


YNRAMFHPHAVNKIALSLNNK 
NP\RSKVLFLELLAAVCLVRGG 
HKLFYLAFDNFKEVCGEKQRFE 
KLMEHFRNEDNMDFMVASMQ 
FINIVVHSVEDMNFRVHLQYEF 
TKLGLDEYLDKLFCHTESDKLS\ 
VQIQAYLDNVFDVGALLEDAE 
TKNAALERVEELEENISHLSEK 
LQDTENEAMSKIVELEKQLMQ 
RNKELDVVREIYK.DANTQVHT 
LRKMVKEKEEAIQRQSTLEKKI 
HELEKQGT1KIHKKGDGDIAILP 
VVASAHCPWGQKW 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9551 


39919 


A 


9611 


1 


937 


MALLTLKQQQNEDLQDISHFTT 

TRTPRQGTPVQKEKSEETRLEW 

ARRMLRRDQHSTKG KVVKRM 

RGFLVGLVYCDKQSGALESLLC 

LWNVSGNTTLSSLVEIGSKAAL 

GLVCGEKQRFEKLMEHFRNED 

NN1DFMVASMQF1NIVVHSVED 

MNFRVHLQYEFTKLGLDEYLD 

LLDTKSTDRKQTLLH Y I SN V VK 

EQYHQVSLFYNELHYVEKAAA 

VSLENVLLDVKELQRGMDFTK 

REYTMHDHNTLLKEFILNNEGK 

LKKLQDDAKIAQDAFDDVVKY 

FGENPKTTPPSVFFPVFVRFVKA 

YKQAEEE/NMELRKrCQEQALM 

EKLLEQEALMEQQDPKSPSHKS 

KRQQQEL 1 AELRK\RQ VK\DNR 

HVYEGKDGAIED1ITVSLENVLL 

DVKELQRGMDFTKREYTMHD 

rfNTLLKEFILNNEGKLKKLQDD 

AK1AQDAFDDVVKYFGENPKT 

TPPSVFFPVFVRFVKAYKQAEE 


9552 


39920 


C 


9612 


47 


286 




9553 


39921 


A 


9613 


1 


423 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9554 


39922 


A 


9614 


1 


2015 


MPSVSKAAAAALSGSPPQTEKP 
THYRYLKEFRTEQCPLFSQH KC 
AQHRPFTCFHWH/FPQTRRRRR\ 
PLGRRDGTFNYSPDVYCSKYNE 
ATGVCPDGDECPYLHRTTGDT 
ERKYHV\RYYKTGTC[HETDAR 
GHCVKNRLHCAFAHGPLDLRP 
PVCDVRELQAQEALQNGQLGG 
GEGVPDLQPGVLASQAMIEKIL 
SEDPRWQALLPVALLRHRVAH 
FSDANFVLGSYK.TEQCPKPPRL 
CRQG Y ACPI I YHN S RDRRRNPR 
RFQYRSTPCPSVKHGDEWGEPS 
RCDGGDGCQYCHSRTEQQFHP 
EGPVRESGVRGVFCVQSRRPW 
LQTPVSGTQLKWSWHHVGHSR 
T1NPEGDKPSRLGPAPENIKRGN 
DFACDGRADAAGMAPHVCVFP 
IYKSTKCNDMRQTGYCPRGPFC 
AFAHVEKSLGMVNEWGCHDL 
HLTSPSSTGSGQPGNAKRRDSP 
AEGGPRGSEQDSKQGVRAHGV 
YVFEQNHLAVFAAVHPPAPSVS 
SSVASSLASSAGSGSSSPTALPA 
PPARALPLGPASSTVEAVLALE 
PTPSSPTSSAVQGVAGELGMGS 
GGQGCWSHVVGALAAVPAWT 
HSGDLEWDPSTIRTRVNVGGGP 
A A RPAMTLAR EPQLLVVGGCP 
TRNCSGPAASPQQLLDDAGQG 
GRGERDSSQRPLRPQTTHRQDT 


9555 


39923 


A 


9615 


2 


609 


IHSLCVSPCLSPCHCLSLSPASLL 

VSFFCCLFLMTLFPSLCVCGSLP 

VHLLPSL/HFLSQVLNEYFHNV 

CELDLVFNFYKVECFPLKSPVV 

PESKEIGSQVDGQSRMEQRSPA 

HTNRENDIAREGGSEETHSKPG 

KGNLEFRFRCSHLQLGECP1PP 

WQKERTIAQGPEPEARAAVPA 

GRHDTRHAVNAGCALIGSLRRP 

WGGA 


9556 


39924 


A 


9616 


60 


277 




9557 


39925 


B 


9617 


43 


354 






39926 




9618 


3 


309 


GGGQGRPGAGGQGRSDGGGQ 
GSPGGGSQGSPGGSGGVGQGS 
RGGQGK.PGGGGGQGSPDGGGR 
PLAGGASGRRGSRGQAQ/CPISV 
SATHLAF 


9559 


39927 


A 


9619 


36 


363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9560 


39928 


A 


9620 


1 


512 


MLMPGLSACVRDCVAFLQAVV 
LGDPSPAAQCQDTWTLAASAD 
GTCKAVGTEDGSVYFISVYDK.E 
SPQVVHKAFLSESSVQHVVYD 
QQGIFLLVGTAEGKVFIINANSS 
SSFQ1 IGFT/DGGQRH FTD1HSVS 
FRNRHSGSDGAFLASRSREKQV 
GDVHTAYITATSFHNLC 


9561 


39929 


A 


9621 


1 


822 


MKLGV/QVVITDHEKLDQIRQR 

ESDMTKERIQKl L ATG AN VI LTT 

GGIDDMCLKYFVEAGAMAVRR 

VLK/R1AKASGAT1LSTLANS\KA 

HTSASIILRGANDIMCGEMERSL 

HDALCVVKRVLESKSMVPGGG 

AVEAALSIYLENYATSMGSQKE 

LA1AEFARSLLV1PNTLAVNAA 

QDSTDLVTKFRAFHNEAQVNP 

EHICNLKWIGLDLSNGERGDNK 

QAGMFEPTIVKVKSLKFATEAA 

ITILRIDDLTKLHPESKDDKHGG 

YEDAVHSGALND 


9562 


39930 


B 


9622 


625 


1162 




9563 


39931 


A 


9623 


202 


402 




9564 


39932 


A 


9624 


350 


652 


SAGGYPDGQGVHPGPPELFAAL 

GRLGHTLREHGHHLLRYHRPG 

HMGRRPLPCRMGHREPGSLH* 

QDCPRAWQWCWPHRPGHLQD 

VPPPG1HLQRLSQPGP 


9565 


39933 


A 


9625 


83 


1503 


SWNTPYNHWATKQ/LSSHYSR 
GGAKYEGEAVKQSLVESYTHP 
NSNETERSANIDTVMNWFTKE 
DFDFVTLCYREPDNVGHRFRPE 
AENRKLMIQQIDRTIRPWDDHR 
EEETQCQQDPLSNYIKFMDLVK 
FDIVGYGGFGMPLP1CLGQEEAL 
YQALKNAYPHLHIYKKEGFPEH 
FHLAKHDRVLP1VMYANFGYSI 
NGISLLYFYTHLCDKYFNVHFF 
HEPLSLWRAQTTPSLSHRYISLV 
RHMDATNLDASEAQLPGSPYP 
DSAPGPANLDSTQDLPQRRLSW 
PYPRPRPPNAHPGPALQPAPRTL 
LLTLPPGPAPSLPPRTALGPPPL 
QSRPGFRPVSRQRCGPAHFMAP 
EENAGTELLLQSFERRFLAART 
LRSFPWQGGGGRAERPAGLAG 
VQGQTGWVSVLKPPALLPREFL 
GSPRSGPRDPVPVPGAWPKSLA 
PLLPRELAAEDEGVSTALGGQT 
RARCGVQFTIIFTTF 


9566 


39934 


B 


9626 


1 


1177 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9567 


39935 


A 


9627 




283 




9568 


39936 


A 


9628 


1 


708 


MPKGKEAKGKKLALAPAFVKK 

QEAKKVVNPLFEKRPKNFGIGQ 

DIQPKRDLTCFVKWPRY1RLQW 

QRSILYKQLK\PETKQEKKWRL 

LAQAE/SVGKGDLPMKRLPVFR 

AGVNTVTTFVDNKKAPLVVTT 

HDMDPIELTVFLPVLCHKMGA 

TCCIIKGKARJLGCL VH R KT YTT 

VDFTQVNSEDKGALAKLVEAI 

GTNYNARYDETHCHWDGNVL 

GPKSVAH1AKLEKAKAKELAT 


9569 


39937 


A 


9629 


1 


836 


GTRPKMPKGKKAKGKKVAPAP 
AVVKKQEAKKVVNPLFEKR\PK 
NFGIGQD1QPKRDLTRFVKWPR 
YIRL\QRQRAILYKRLKEPPAIN\ 
QFTQAL\DRQTATQLLKLAHK\ 
YRP\ETKQEKAKQRL\LARAEKK 
AA\GKGDVPTKRPPV/LFRAGV 
KQPSPPLVE\NKESFSLVVISH\D 
VDPIELVVFLP\ALCRKMGVPY 
CIIKGKARLGRLS\HKKTCTTVA 
FTQVMSEDKGALAKLVEAIRTN 
YNDRYDEIRR H WGGNVLGPKS 
VARIAKLEKAKAKELA I'KLG 


9570 


39938 


A 


9630 


3 


119 




9571 


39939 


B 


9631 


1 


71 1 




9572 


39940 


B 


9632 


97 


942 




9573 


39941 


A 


9633 




588 




9574 


39942 


A 


9634 


1 


1029 




9575 


39943 


A 


9635 


1 


1031 


MADQKEARHSASQWKCFVGFL 
SFRGHMQVAWEADRCKGPGRP 
LLAEALQDLWPSPRRSQRDPVP 
ERPCRRPQQSPLPRFGSLSAPLH 
RENNF1 K.DFPQL ADG L L VI PLP V 
EEQCRGVLSEPLPDLQLLTGDIR 
YDEAMGYPMVQQWRVRSNLY 
RVKLST1TLAAGFTNVLKILTKE 
SSREELLSFIQHYGSHYIAEALY 
G SELTCI I HFPSKK VQQQL WLQ 
YQKGFLG EPKKILG SSLPRRTQF 

LRKGQQ1SFSSDSQLLSELEFLR 
PGAGDQSLPTHLVKVIPFPPQFS 
L/LCEMGTFILFCNINCAWGRG 
RGERYSQSC 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9576 


39944 


A 


9636 




4091 


FASASAVSAAASSSSFATAATA 
AAARSTAAPPAMAAAGARLSP 
GPGSGLRGRPRLCFHPGPPPLLP 
LLLLFLLLLPPPPLLAGATAAAS 
REPDSPCRLKTVTVSTLPALRES 
DIGWSGARAGAGAGTGAGAA 
AAAASPGSPGSAGTAAESRLLL 
FVRNELPGRJAVQDDLDNTELP 
FFTLEMSGTAADISLVHWRQQ 
WLENGTLYFHVSMSSSGQLAQ 
ATAPTLQEPSEIVEEQMHILHIS 
VMGGLIALLLLLLV 


9577 


39945 


A 


9637 


2 


398 


SDARVDALNKIKIWERIKKHLE 
GHSTNLSLD1AKLKEQIFEASQA 
HLTLMPGTGVLEGAADRLSAS 
NPLKWIKTLGSSVISMM1VLLIC 
VVCLCVVCRCRS*LLREVAHRD 
KAAFAF1ALQIKEGEHVGNST 


9578 


39946 


A 


9638 


201 


495 


WKKTLMPGTGVLEGAAN/GLA 
AINPLKWIKTLGDSVISMMIVLL 
IC/VCLC1VCRCRSRLLREVAHC 
DKATFAFIISEKMWYFGFCFCN 
NSLRVIASSCIH 


9579 


39947 


A 


9639 




409 


GIYILHQKKTWEKALLLAACAIV 
AIENPADVSV1SSRKTGQKATPL 
FAAVTGATLVAGCFTPRTFSNQ 
ISAAFREPQLLVVTDPRADHQP 
LTEASYINLPTIALC\TDSPLHYV 
GLAIQCNNKGAHSGGLTCNLS 


9580 


39948 


A 


9640 


3 


438 




9581 


39949 


A 


9641 


288 


489 


SFRPLSVLGDCVVRGPTKPSGK 
CSPASRSLFVRRHILLLHPQGLH 
NLDQNKATPPPQPL\GHQTCAC 
















9583 


39951 


A 


9643 




209 


SPSTTAVCCPPRPSIDFHSSGSSR 
VSAALLIQ/QRFPLPLWIGLKAR 
HCSCGLRQRQVSWQETEEDGK 
AG 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide iocation of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9584 


39952 


A 


9644 


28 


925 


PEAGTRSWREPDPEDLRRFLLS 
AACRSFPQWLPGGGGGQVSSC 
SDTDVPYLLLAVKSEPGRFAER 
QAVRETRRKPTS\G1RLLFLLGS 
P VG E AG PDLNSL V A WESRRYS 
DLLLWDFLDVPFNQTLKEP/VL 
WLPGWAGPCPTGSFVLRAQDD 
AFVHTPALLAHLRALPPASARS 
LYLGEVFTQAMPLRKPGGPFY 
VPESFFEGGYPAYASGGGYV1A 
GRLAPWLLRAAARVAPFPFED 
VYTGLC1RALGLVPQAHPGFLT 
AWPADRTADHCAFRNLLLVRP 
LGPQASIRLWKQLQDPRLQC 


9585 


39953 


A 


9645 


1 


1612 


M1FVVIILMVVLSPEGGSGLDSS 

PFLSEANAERIVQTLCTVRGAA 

LKPYPPTGPNFRYSHGVPPHLF 

AYFPPGSTVSQDNSF1SPQLQHI 

FERVRQSADFMPRWQMLRVLE 

EELGRDWQAKVASLEEVPFAA 

ASIGQVHQGLLRDGTEVAVKIQ 

YPGIAQSIQSDVQNLLAVLKMS 

AALPAGLFAEQSLQALQQELA 

WECDY RREAAC AQN FRQLLAN 

DPFFRVPAVVKELCTTRVLGME 

LAGGVPLDQCQGLSQDLRNQIC 

FQLLTLC LRELFEFRF M QTD PN 

WAN FLY DASSHQVTLLDFGAS 

REFGTEFTDHYIEVVKAAADGD 

RDCVLQKSRDLKFLTGFETKAF 

SDAHVEAVMILGEPFATQGPYD 

fgsgetarraqdlipvllrhrl 
vsp\pegdlwpwhrk:l\agafl 
acahlrdh1acrdhkpghlppl 

LGQSPARRSHCRQPPHQRGTPG 
W1PHDSLHGGFSPQSRPYPAVV 
PLIPSPSALGQRSPLGLPSLAWL 
SSLAQELRIPGAGELPTSCPRSC 


9586 


39954 


A 


9646 


930 


1123 


GVRRDGSSASVTVGQPCRDTSL 
AFETVAGPYLA*KT*TSGKPGS 
D*RASKVAGGVQNGTRTTAT 


9587 


39955 


A 


9647 


719 


1346 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9588 


39956 


A 


9648 


1 


823 


MKKVLIAALIAGFSLSATAAETI 
RFATEASYPPFESIDANNQIVGF 
DVDLAQALCKEIDATCTFSNQA 
FDSLIPSLK.FRRVEAVMAGMDI 
TPEREKQVLFTTPYYDNFALFV 
GQQGKYTSVDQLEGKKVGVQ 
NGPTHQKFIMDKHPEITYVSDE 
SYQN AK LADLQNGC A A RA A PG 
SRRYGGWTIQASTARPSDVLLT 
ADSVSFAVRSRGAAATAYHRC 
CLSGVMVNAATACEHSTASQG 
RA S RT V TD S A DPH PRS VRRRA S 
FRRSGRGFCGTVR 


9589 


39957 


A 


9649 


583 


730 




9590 


39958 


C 


9650 


333 


439 




9591 


39959 


A 


9651 


2 


171 




9592 


39960 


A 


9652 


1 


826 


MGGLFWRSALRGLRCGPRAPG 
PSLLVRHGSGTIMGVFVAVGTI 
PVPSRVPC1EADTLKPGGPSWT 
RERTLVAVKPDGVQRRLVGDV 
1QRFERRGFTLWGMKMLQAPE 
SVLAEHYQYDLRRKPFPPCPSSR 
YMSSGPVVAMVWEGYNVVRA 
SRAMIGHTDS\AEAAPG\TIKGV 

Ur b V rt 1 oKJN V In /\MJiV\EuA^K 

E1\QLWF\QSSELVSWA\D\GGQH 
SS1HPGLRLRAALTTPSPTQDPT 
YPPLARTPSPTSKPALSPNPLTS 
PVSPLAPPQAQREF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9593 


39961 


A 


9653 


144 


1650 


NCETTTKGSAILRNVDPSTLLPL 

RRAGSSPGLM\PVEEEME1DEEK 

QMKGFLDDSERMAFLVSLHLG 

AAERWFILQMEVGEPLSHENKS 

FLRRSQGIYDSLSEIDILSAVLC 

HPKQGQK.SVRQYATDFLLLAR 

HLSWSDAILRTRFLEGLSEAVT 

TKMGRIFLKVAGSLKELIDRSL 

YTECQLAEEKDSPGNSSQVLPT 

ACKRNNEEAMGNELSSQQQTE 

EHQHVSKRCYYLKEHGDPQEG 

LHDHLGQSTGHHQKAHTNNVA 

ATKKVVQQLQLEAGLNSVKVS 

QAATEPQTIISPPNALQEPSGIE 

WEQFPKAQIPSEPQENLCPFVST 

MNS1KGLHEDYQGNAGKVLST 

VPGRRYALQNLGTAIVQGEER 

KQSSLCPGEEGKRHELRSGSHS 

LVMKHAMVLFNVGFETKDQIH 

LPTRLGMAEVETLCIYAKQLPH 

KLIAKLRLLKGTRPLSLNNEH1L 

THPGLEGWLHTEFFRILSINNKY 

HLSAYLVQSIVLHVMGFHRKT 


9594 


39962 


A 


9654 


8 


440 


VFERSTPPTLETVRSKQEWETR 

LNGVRIMKKNVRDQFNSHIQL 

VRNGAK.LSSLPQ1PTPTLPPPPSE 

TSCFRCFNPVPLWLLGCPSPLG 

RQTGEDPGEAADPVPTVQ*GPD 

DQHSSADQDSTYHHGRPDHGG 

TYPVGCCTTGRT 


9595 


39963 


C 


9655 


89 


389 




9596 


39964 


A 


9656 


1 


184 




9597 


j9965 


B 


9657 


I ..... 


942 _ 




9598 


39966 










NDGPDWGGRRRETDVNRKRGF 
KISKTLYLYSDIYSCHVHFYYIG 
NVCIESLYSNVRK*NYVYY 


9599 


39967 


A 


9659 


1 


717 




9600 


39968 


A 


9660 


103 


374 




9601 


39969 


A 


9661 


1590 


2051 


SYPVSEERSQAEQPSSNPYSHFT 
STPIRDRLHASGVSTQSLSGSSD 

V FPNPEPCPFPAQPAFLTPS WLP 
WQK* P WLGFPCQPPRSTHAPCR 
LHPTSP\GLGGVKASAETPRPQP 
VD/ETGEDPGEAADPVPTVQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9602 


39970 


A 


9662 


] 


2912 


MAQALPWLLLWMGAGVLPAH 
GTQHGIRLPLRSGLGGAPLGLR 
LPRETDEEPEEPGRRGSFVEMV 
DNLRGKSGQGYYVEMTVGSPP 
QTLNILVDTGSSNFAVGAAPHP 
FLHRYYQRQLSSTYRDLRKGV 
YVPYTQGKWEGELGTDLVSIPH 
GPNVTYRAN1AAITESDKFFING 
SNWEG1LGLAYAEIARPDDSLE 
PFFDSLVKQTHVPNLFSLQLCG 
AGFPLNQSEVLASVGGSMIIGGI 
DHSLYTGSLWYYTPl 


9603 


39971 


A 


9663 


1 


902 


MSAKEKGKFENMAKADKVHY 

VREMKTYIPPK.QETKKKFKDPN 

APKRPPFS/SEYCPK1KG\EHPGQ 

STGDVAKKLGEMRTNSAADDK 

WPYEK KAAKLKEKY RKDTA V 

YRAKGKPDAAKKGDVICAEKS 

KKRKNEKDEEDEEEDEEEDEE 

DDDNEYADNECTGFSGFVYK.T 

FNSPVHNSLFLNVEIHALGFDEL 

LES1FCILLVVEVFSLQKGVAML 

EEVVVNGERSGRSLPWLPAAPS 

LPVPVPLGLRHPPSQSDNHSLQ 

LTFLTALRLLRPRLGAVLEETV 

EDGRTKTNLPDENSVPFSPET 


9604 


39972 


A 


9664 


146 


733 


LNMGKGDPKKPRGKMSSYAFF 
VQTCREEHKKKHPDASV1MFSEF 
SKKCSERWKTMSAKEK.GKFED 
M A KADKA RYEREM KTY I PPKG 
ED/TKKKFKDPN\APKRPPSAFF 
LF\CSEY/RAPK1KGEHPG\LSIG\ 
DVAEETGEEMW\NNTAADDKQ 
PYE KKA AKLKE K Y EKDI A A YR 
AKGKPDAAKKGVVKAEKRSTR 
PRIPDL 




39973 


— 


9665 


— 


— 




9606 


39974 


C 


9666 


418 


555 




9607 


39975 


B 


9667 


550 


1717 




9608 


39976 


B 


9668 


1 


1705 




9609 


39977 


B 


9669 


328 


484 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


9610 


39978 


A 


9670 


5 


1215 


1IVLPKMSMPVVSAQLTITSIPP 

WAVE/WGNVTLSVQGIPQNLIS 

YNWLRGATTNQVTR1LNFNFFS 

HGYTLGPAHTGRETGRADGSLI 

1IDVRASDNGIYTLHLISSGE\KV 

AIM LCYLSLL V APWHFHKTPR 

WRFPWGPRAASQRASCSQPQS 

WSSGCSK/VSQAALYIQK1PEQP 

QKNQDLLLSVQGVPDTFQDFN 

WYLGEETYGGTRLFTYIPGIQR 

PQRDGSAMGQRDIVGFPNGSM 

LLRRAQPTDSGTYQVA1TINSE 

WTMKAKTEVQVAEKNKELPST 

HLPTN AG IL A ATIIG SLA AG ALL 

ISCIAYLLVTRNWRGQSHRMAT 

TEKPELGPAHDAGDNNIYEVM 

PSPVLLVSPISDTRSINPARPLPT 

PPHLQAEPENHQYQQDLLNPDP 

APYCQLVPTS 


9611 


39979 


A 


9671 


1 


558 


EGGLRTPSNPYHVDISQTKPCH 
♦TNHCIQKEYSKNYGKYEEGNE 
MFFKEFNQYLTSALNITLESSIL 
LQIKH11RNCLLSVEPAISTKHLP 
\YQSFQLFGFDFMVDEELKVWL 
IEVNGAPACAQ*ACTSLCFYKW 
EVGSAVG1VCGYKCSHFDCCEG 
GCHSDRRPLGGLYLAGGFAESL 
PFLFPRV 


9612 


39980 


A 


9672 


1 


534 


MVGVDVTFKV1SREERQTQRL 

GSSSPKRCPLEQEFEHEYSSFFG 

RNCLLSVEPA 1STKHLPYQSFQL 

FGFDFMVDEELKVWL1EVNGA 

PACAQSPAKSL/CATSSSLFLSPP 

PWTCQQHSRQPTALAELLSCH 

GWTRGAGQACLWAFVLSVTC 

V WNPH H H YHH HHQ P Y RG WL L 

LYQNIL 


9613 


39981 


A 


9673 


624 


805 


SGGHPGHWLPPNPMASPGATT 
PVGEG/ELQYASLSFQMVKPWD 
SRGQEATDTECSEIKIHR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


9614 


39982 


A 


9674 


1 


1005 


MENRRKVKGEWIAVPQPVKEL 
RGVLNAATTLSKTRE1LRGKCF 
QLTSPTGNEPSHLSWTPRKRSR 
DGHPGCPDPLAASGARPLRSSS 
AFAAAAADSGSTVQVWDK.GV 
LRVADVWSTIEPVTHVNLGWA 
AKVGPIISHGSAVISAFSKEGMF 
RIFSERKTLLA K.LRDFQNTQLR 
KLFSEMEKAAGRSQSGVSFGQ 
KGLGDRACEEMSENPQKGRKK 
PKAPQEVSFRENGNWKTPVSIFF 
SPKTPRKKKSFS\KEELMS\SD\L 
EETRWQAPS1PKRKKSTPKEET 
VNDPLE\AGHK\SGSKKKRKFS 
K\EEPV\SSGPEEAAGKSSSKKK 
KKFHKASQED 


9615 


39983 


A 


9675 


[ 


2742 




9616 


39984 


A 


9676 




405 


MADI PQEARQYRH K.QAYAYSI 
QGEGVEDDDERIVRFHTRWPL 
QNADG TVAEYNGYHVVFALA 
GSPKDADDTSIYMFYQKVGDN 
SIDSWKNAGR/VLKDSDKFDAN 
DPILKDQTQEWSGSATFTGSVF 
LAFGCYSK 


9617 


39985 


A 


9677 


3 


642 


GKGLFDDEDEESDLFMEAPQD 
RQAGASVKEESSSSKPGKKIPA 
GAVSVFLGDTDVFGAASVPSLK 
EPQK.PEQPTPRKSPYGPPPTGLF 
FFSAPHSKPSKTRKVQSTADIFG 
DEEG DLFKEKA V A SPE ATV SQT 
DENKA RAEKK VTLS Y S KNLKP 
SSETK\TQKGLFSDEEDSEDLFS 
SQSASNLKGASLLPGKLPTSVS 
WFDDEDEEDNLLGVQ 


9618 


39986 


B 


9678 


175 


1422 




9619 


39987 


A 


9679 


1 


3096 


MVTHQQPAARKPNMTSKKPKP 
MGPKAHGIFSGTRKNNLEIYMD 
QTRTGIAKTKLSKNNKSGGMT 
LPDFKLYYKAIVAKIACGGSMY 
NSDTDEDEETEPSSSGQQIIENSI 
TMNKMKLLKAKMKNMNLSKK 
H1TQVSDEEEDDDGCDLFADSE 
KEEKDIEDIEENTRPKRSRPTSF 
ADELAARIKGDAVGRVDEEPTT 
VSYEDDRRGKNQDAYTEGGLS 
TIKTVNCSSSL\PSGEAKLRKTL/ 
KEKKERRTPSDDE 


9620 


39988 


A 


9680 


1 


2925 




9621 


39989 


A 


9681 


2 


688 J 




9622 


39990 


A 


9682 


1 


1005 




9623 


39991 


B 


9683 


1 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


9624 


39992 


A 


9684 


1 


2763 




9625 


39993 


A 


9685 


2 


1075 


NSDEELLFSHKLQKDNDPDVDL 

FAGTKKTKLLEPSVGSLFGDDE 

DDDLFSSAKSQPLVQEK.KRVV 

KKDHSVDSFKNQKHPES1QGSK 

EKGIWKPETPQ\AHQVSLHLKP 

NEPSTR1GKIQANLAINPAALLP 

T\AASQIS\EVKPVLP\ELAF\PSS 

EHRRSHGL\ESVPVLPGSGEAG 

VSFDLPAQ ADTLH SANKSRVK 

M RG KRRPQTRA ARRLAAQESS 

EAEDMSVPRGPIAQWADGAISP 

NGH\* PQLRA ASG EDSTEE ALA 

AAAAPWEGGPVPGVDTSPFAK 

SLGHSRGEADLYDSGDIFSRAP 

G SQ/S VERPN PRQRSRDLPPPG W 

KQRPRSGKQPRKRPSP*QPKHP 

LPKGRTSSPW 


9626 


39994 


A 


9686 




4086 


VTPRAAWLGLGFRGSAVLGLC 

WQPRSPPSRAAGMMNRTTPDQ 

ELVPASEPVWERPWSVEEIRRS 

SQSWSLAADAGLLQFLQEFSQQ 

T1SRTHEIKKQVDGLIRETKATD 

CRLFTNVFNDFLMLSNTQFIENR 

VYDEEVEEPVLKAEAEKTEQE 

KTREQKEVDL1PK.VQEAVNYG 

LQVLDSAFEQLD1KAGNSDSEE 

DDANGRVELILEPKDLYIDRPLP 

YLIGSKLFMEQEDVGLGELSSE 

EGSVGSDRGSIVDTE 


9627 


39995 


A 


9687 


1930 


5781 


RAKSPANUMTGS1MSH1TILTLN 
VNGLNSP1KRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQKKAGVA1LVS 
DKTDFKPTKIKRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RFIKQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELNSALHQADLIDIYRTLHPKST 
EYTFFSAPHHSYSKIDHILGSEA 
LLSKCKRTEIITNYLSDHSAIKL 
ELRJKNLTQSR 


9628 


39996 


A 


9688 


1 


3654 




9629 


39997 


A 


9689 


1 


5127 




9630 


39998 


A 


9690 


1 


3663 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ III NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 


9631 


39999 


A 


9691 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHT1IM 

GDFHTPLSTLDRSTRQKVNKD1 

QELNSALHQEDLID1YRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSK.CKRTEIITNCLSDHSAIK 

LELR 1 K.NLTQN RSTTWK LNNLL 

LNDYWVHNEMKAEIK.MFFETN 

ENKDTTYQNLWDTFKAVCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKE1ETQ 


9632 


40000 


A 


9692 


1 


3489 


MGDFN TPLSTLDRS TRQK VNK 
DTQELNSALHQADLTDIYRTLH 
PKSTEYTFFSAPHHTYSK1DHIV 
GSKALLSKWKRTEIITNYLSDH 
SAIKLF.LRIKNPTQSRSTTWKLN 
NLLLNDYWVHNKMKAE1KMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKF1PLNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIETQK.TLQKINESR 
SWPFER1NKTDRPLARLIKKKR 
EKNQIDTIKNDK 


9633 


40001 


A 


9693 


1 


3235 




9634 


40002 


B 


9694 


1 


3300 
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SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9635 


40003 


A 


9695 




2563 


MKA E1KMFF ETN EN K DTTNQN 

LWDAFKAEEVESLNRPITGAEI 

GAI1NSLPTKK.SPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPN SF YE A S 1 1 LI PKPG RDTTK K.E 

NFRPISLMNIDAK1LNK.1LANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKSINVIQHINRAKDKNH 

MIISIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

G I Q LG KEEV K.LS LF A DDMI V Y L 

ENPIVSAQNLLKLISNFSKVSGY 

KIN VQKSQAFL YTSN RQTESQI 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKNIPCSWVGRJNIVKMAILPK 

VIYRFNAIP1KJLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGJTLPDFK.LYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSR W 1 KDLN VRPKT 

IKTLEENLG1TIQDIGMGKDFMS 

RTPKAMATKAKIDK.WDLIKLK 

or\s 1 AN.C. 1 J li\ V IN Kl^r i 1 Wc-ISJr 

All ooL/KOL/loixl I IN fcLKyl I PvK 

KTNNPIKKWEKDMNRHFSKED 
IYAAKKHMKKCSSSLAIREMQI 
KTTMRYHLTPVRMAIIKKSGNN 


9636 


40004 


B 


9696 


1 


3420 




9637 


40005 


A 


9697 


1 


3579 


MPGHNLKWKLNRGTVLIETGI 

QLSTSTILGSASEPPSAPIPKAQV 

SSTEKLRNCIDDLKPFPALASEL 

SRRAKALQIAGFPPMKVPRDTI 

SKVCLDKTVGKLCHSGEESRK 

CTLICNNKHYPIQDNLQGYKTQ 

NKFLNK.EILELSALRRNAERRE 

RDLMAKYSSLEAKLCQIESKYL 

ILLQEMKTPVCSEDQGPTREVI 

AQLLEDALQVESQEQPEQAFV 

KPHLVSEYDIYGFRTVPEDDEE 

EKLVAKVRALDLK 


9638 


40006 


A 


9698 


1 


4371 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9639 


40007 


A 


9699 




1825 


MVKGS1QQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTD1YRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTE1ITNYLSDHSA1K 

LELW1KNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTT YHNL WDTFKA VC RGK 

FIPLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQKTLQKINESRSWFF 

ERINKIDRLLARLIKKKREKNQI 

DAIKNDKGD1TTDPTE1QTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASIILIPKPGRDTTK 

KENFRPI SLMN I DAKILNKKL A 

KRIQQHIKKLIHHDQVGFIPGM 

QGWFN 1 RKSIN V1QH INRAKDK 

NHM1ISIDAEKAFDK1QQPFMLK 

TLNKL\G1KYLGIHLTRDVKDLF 

KEN YKPLLKEI K EDRN K WKNIP 

CSWVGRINIVKMA1LPKNIL1TL 

QLLLVLPELSTLIPLWLPALAGQ 


9640 


40008 


A 


9700 


] 


4449 




9641 


40009 


A 


9701 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NS ALHQADL1 DI YRTLHPKSTE 

YT/FFSAPHHTYSK1DHIVGSKA 

LLSKCKRTE11TNYLSDHSAIKL 

ELRIKN FTQSRSTTWKLNNLLL 

NDYWVHNEMN AEI KM FFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQKTLQKINESRSWFF 

ERITKSDRPLARLIKKKREKNQI 

DTIKNDKGDIT 


9642 


40010 


B 


9702 




2858 




9643 


40011 


A 


9703 




3354 




9644 


40012 


B 


9704 


288 


3301 




9645 


40013 


A 


9705 




3457 




9646 


40014 


A 


9706 




4794 




9647 


40015 


B 


9707 




3384 




9648 


40016 


A 


9708 




3345 




9649 


40017 


A 


9709 




3780 




9650 


40018 


A 


9710 




3720 




9651 


40019 


A 


9711 




3894 
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SEQ II) 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9652 


40020 


A 


9712 


1 


3335 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MG DFNTPLSTLDRSTRQK V T\l K 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSK.CKRTEI1TNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSK1DTL 

1 bt^LlVGLC-rvl^cl^ 1 riorvA^KKl^fc, 

ITK1RAELKEIETQ 


9653 


40021 


A 


9713 


1 


3780 




9654 


40022 


B 


9714 


1 


3855 




9655 


40023 


A 


9715 


1 


3345 




9656 


40024 


A 


9716 


965 


4362 


TWKGTTSTSRCK1MPKYRSTRQ 
KVNKDTQELNSALHQADL1DIY 
RTLHTKSTEYTFFSAPH HTYSKI 
DHIVGSKALLSKCERTEIITNYL 
SDHSAMKLELRIKNLTQNCSTT 
WKLNNLLLNDY WVHNEM KAE 
IKMFFETNENKDTTNQNLWDA 
FKAVCRGKFIALNAHKRKQERS 
KJDTLTSQLKELEKQEQTHSKA 
SRRQEITKIRAEEK EIETQKTLQ 
KINESRSWFFERJNK.1DRPLARL1 
KKKREKNQ1DT 


9657 


40025 


A 


9717 


1 


3921 




9658 


40026 


A 


9718 


1 


3988 


MTGSNSH1T1LTLN1NGLNSAIK 
RHRLASW1KSQDPSVCC1QETH 
LMCRDTHRLKIKGWRKIYQAN 
GKQKKAGVAILVSDKTDFKPT 
KIKRDKEGHYIMVKGSIQQEEL 
TILN1YAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSILDR 
STRQKVN KDTQELNS A LHQ A D 
L1DIYRTLHPKSTEYTFFSAPHH 
TYSKIDHIVGSKALLSKCKRTEI 
ITNYLSDHSAIKLELRIKNLTQS 
RSTTWKLNNL 


9659 


40027 


A 


9719 


32 


583 


GPHGAFTHGRR7RFGRDPYEGP 
RRTGKRKQKS ARGC1 VDANLS 1 
LNL VIVKKGEKDI PGLTDTMVP 
CHLGPKRASRICKLFSLSEDDD 
VHQCVVRKALNKEGKKPRTKA 
PTTKYLVTPHVLQHEWWHIAL 
KKQRIKENKEVAAEYAKLLAK 
RMKEAKEKHQEQIAKRRRLSSL 
RASTSKSESSQK 


9660 


40028 


A 


9720 


318 


605 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9661 


40029 


A 


9721 


1 


649 


MGLKGQGVEGGLLRQSGSVSL 
QPLSREDLGRSQSESLGPEFQGL 
WEWLPVERVERENLSDYCVLG 
QRPMHLPNMNQLASLGKTNEQ 
SPHSQIHHSTPIRNQVPALQP1M 
SPGLLSPQLSPQLVRQQIAMAH 
L1NQQIA/S*PAPGSPASSSHQPA 
VPEPS/IPSPEQLSQSQPTLPWKS 
LQISTSKSEMS*RGPVCPKLSLQ 
EWHSTAHRNLKTWKK.D 


9662 


40030 


A 


9722 


15 


272 


KPQWPGIPSGPPPPGSCFKC*KS 
GHWAKECLQPRIPPKPCP1CAGP 
HWKSDCSTHLAATPRAPGTLA 
QGSLTDSFPDLLGLAAEG 


9663 


40031 


A 


9723 


96 


531 


VQPADLLRPLHTDTCMWCQRP 
GTEGLLRETGPLSS/PLTP/MRRS 
TYDLRSSDQPKEHLTDFKSGSC 
FKCRKSGHWTKECQQPRIPPKP 
CPICAGPHWKSDCPSCPAATPR 
APGTLAQDSLTDSFPTDPKGSL1 
DYFPDLLCLVAED 


9664 


40032 


A 


9724 


3 


567 


GRLQTG ADPAWRV1 1GTWRSTS 
AADAIDQMWP\PVMRTWRLNE 
RHYGGLTDLGKAETAAKHGEA 
QVKIWSNISK.DRRYADLTDDQL 
SSCESLKDTIASALPFWNKE1VP 
QIKEGKWVL1AAHGNSLRGIVK 
HLEGLSEEAIMELNLLTGIPIVC 
KLDKSSKPIRCMEFLGDEGTLC 
KAMEAVAAQGKAKK 


9665 


40033 


A 


9725 


2 


801 


GGVPHPQPAAMAAYKLVLIRH 

GESAWNLENRFSGWYDADLSP 

AGHEEAKRGGQALRDAGYEFD 

ICFTSVHLY\AIRTLWTVLEMPL\ 

SEMWLPVVRTWRLNERHYGG 

LTGLNKAETAAKNGEAQVKIW 

RRS YD VPPPPMEPDH PFYSNISK 

DRRYADLTEDQLPSCDRLKDTI 

ATALPFWNEEIVPQIKEGKRVLI 

AAHGNSLRGIVK.HLEGLSEEAI 

MEL\NLPTGIPIVYELDKNLKPI 

K.PMQFLGDEETVRKAMEAVAA 

QGKAKK 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9666 


40034 


A 


9726 


3 


573 


VAPVVQVWK.EMHKLLPFSPDS 
VYVTHGDISIDSGIFDQDK.LIGR1 
DVGRVGIACGCQDVAIVWNYL 
AACSVDRNTCRIMRPNCRPEVE 
ETPGLKEEKELSQPKEGEATDL 
K.KEVEKISSSEEEETVNLKEEVE 
KIPPPEEETMDLKEEKEEIPPPEL 
RDQKLMHVLKDLEPVSAVPHK 
DSLFHGQLTTVPV 


9667 


40035 


A 


9727 


2 


685 


TLYCRVFLLDGTEVSVDLPKHA 

KGQDLFDQIVYHLDLVETDYF 

GLQFLDSAQVAHWLDHAKPIK 

KQMKIGPAYALHFRVKYYSSEP 

NNLREEF TRPKITKMDFKKSKL 

TLVVVEDDDQGREQEHTFVFR 

LDSARTCKHLWKCAVEHHAFF 

RLRTPGNSKSNRSDFIRLGSRFR 

F SC FS/ERJENAH STGN SP ALRER 

PGDGSVSREGRWVDEGWPQRP 

GGRGQNALCSVP 


9668 


40036 


A 


9728 


1 


419 


MSKFGRATRGLRKPEVGDVIRT 

IVRAGLAMPGPPLGPVLGQRRA 

SINQFCKEFNERTKDIKEGIPLL 

TKIFLKPDGTFEIKIGQPTVSYF 

VKAAAGIEKGARPT/DLSSEEFA 

AFQKEQA1FLAAQKKADLATQ 

EEAAKK 


9669 


40037 


A 


9729 


97 


826 


SQLPR1MSKLGRAARGLRKPEV 
GGV1RA1VRAGLAMPGPPLG\N 
VLGQRGVSINQFCKEFNERTKD 
IKE\G1PLPTKIL\VKPD\RTFEIKI 
GQPTVSYFLKAAAGIEKG\ARQ 
TGKEVAGLVTLKHVYEIARIKA 
SGLRAFALQDVPLSSVWRSIIGS 
ARSLGTSRGERTSSSEELAAFQ 
KERAIFL\AAQK\EADFGLPKKE 
AAKE1DPLPHQLPDFQKEVSLQ 
KLCPRGGRRSHQYDDGFHDFE 


9670 


40038 


B 


9730 


273 


418 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9671 


40039 


A 


9731 


69 


1565 


RRRRFQASGAAAMLSSRAEAA 

MTAADRA1QRFLRTGAAVRYK 

VMKNWGVIGGIAAALAAGIYV 

IWGPITERKXRRKGLVPGLVNL 

GNTCFMNSLLQGLSACPAFIRW 

LEEFTSQ Y SRDQK.EPPSHQ YLS 

LTLLHLLKALSCQEVTDDEVLD 

ASCLLDVLRMYRWQISSFEEQP 

HFQDGLVQLRVGVVCRHYPEK 

WEAASWTSQNCGADDAHELF 

HVITSSLEDERDRQPRVTHLFD 

VHSLEGHPLTLDHCLHHF\TQSE 

SVRDVVCDNCTK.1EAKGTLNG 

EKVEHQRTTFVK.QL1CLGKLPQ 

CLCIHLQRLSMVQPVGTPLKRHE 

HVQFNEFLMMD1YKYHLLGHK 

PSQKTNPK.LNKNPGPTLE/HAGW 

AGSPHTSSESARGPQNTDFYEW 

RLLPIFIANAVSADALPSPSCSR 

LQLLHIPLPADGQLSSTMGDMA 

LWDTLFIYRRSPPSARNPLSTSN 

QWLWVSDDTVRKASLQEVLSS 

SAYLLFYERVLSRMQHQSQEC 


9672 


40040 


A 


9732 


1 


1393 


PLQLQPRHIGAQIQLGPLLQRV 

QAIRLGSFHMVLSLW/VMQSAR 

VEILEPPPRLQRMYGKAWR1SL 

CPQG EST VM RSELTA SSTPQVQ 

EILPPQSPEYLGPKG1TER1HKIM 

HVKGLAK.LPANRNQPSPGVSG 

KRLVNCVSASAVDSEPAAVPEP 

DVCAGIV1KKQCFPVIARCNKT 

KQVDSIPHRAYAKPSPFFPAVV 

VVTSESKDPRV1CQNPTHPLLAE 

GSNAAHFHKTKISQSLKWLPVG 

YLNSTTYEYRDLTKGLSLLCSL 

LLGVEADIPSMAGLHVRHLMQ 

VPQQPCIAFAVSSPLHQGGKET 

EDAWSFHIPST1HRWPTSPSVQL 

SSLRASTQLLCLHINLAKCFIWG 

ILAQVLSCHHHRITQFVGMLTF 

VCAGDSSKLSPDIRTLVRRLTS 

YLVSASVLLKSKQMALCSASRI 

LDVSVSPGDHVASEARARCAP 

DLVAPRPMPHQNQGSLEWTEE 


9673 


40041 


A 


9733 


44 


282 


FSCL1LHDAFPCLILHDAFPCSL 
CSVTGSLVLSRVPLRGTHQKSA 
IATSTK.IALSNM/K1LKHHTDAY 
FKKQQLFFDVSKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9674 


40042 


A 


9734 


3 


381 


EQQGQR/SQWWRGAARVSRTV 
KRVLCE/VVECPLKSACPDVDM 
YWAALQRLASLLKADGNLVT 
MAALHSHYMVGSKKFFGLHPE 
KETVEK.AMQEAGCQVQRCA/SI 
SCSETCSINDGlCFVAACKGPSV 


9675 


40043 


A 


9735 




209 


CRHSTQHCVS/HHGHSQYK/DS 
HQHYSHYHHHNHPHHHHQSPY 
LHHHH YDCHLHHHHHN DH YH 
RHISVYDI 


9676 


40044 


A 


9736 


197 


3348 


RVVQTDMIKGMLETSLLKISLD 

QAFIRJCLNSTCFRPKGKLVIK/C 

EKS1NSASLVSTSQR1SCRPKTHI 

SKNYGNNFLNSSLLTQKQEVH 

MREKSFQCNESGKAFNYSSVLR 

KHQIIHLGAKQYKCDVCGKVF 

NQKRYLACHRRCHTGKKPYKC 

NDCGKTFSQELTLTCHHRLHTG 

EKHYKCSECGKTFSRNSALVIH 

KAIHTGEKSYKCNECGKTFSQT 

SYLVYHRRLHTGEKPYKCEEC 

DKAFSFKSNLERH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


9677 


40045 


A 


9737 




1665 


MAGACWLMAFQYWVLKLLVV 

KSA/SWPRQSSLKWNWNFKGC 

QDLETWGKKETRKFYGYRRNE 

EAQKYSCRIPRICPD*WCHCWQ 

W**WLMAFQYWVLKLLVVKS 

AYGLVKALSNGIGISKVAKTW 

KPGGKKRLENFMAIEEMKKHR 

STHVGFPENLTNGATAGNGDD 

GLIPPRKSRTPESQQFPDTENEE 

YHRDFSKLCLGSAANGVVHVE 

VKMCVYNGKGERQEEKMKGLI 

SMNLVVEEEMKKHESNNVGLL 

ENLTNGVTAGNGDNGLIPQRKS 

RTPENQQFPDNESEEYHSLGDK 

SKTSFQNSNNNNNKQQEQQQQ 

NPTFSNTRKLTKLYKAP1PPSIIL 

SGCPNINDSNWQEIEHGMQTA 

GLPTRPLSHGLQQKGAAFRCLG 

CK.CSEPFTGSLILQKAKTOTQK 

WQAT YPKSQN EQLVPSVGKSY 

RCSTPAQPMKTAVGHKPCKAT 

GAELPKALGAQPLHPCALDVG 

QGFK.KGNFGAVGLNGLLGLEF 

HGVSGVLLVGPGDGGLISEGVV 

REDLMCGVWSAGTWSVGTAE 

RCLEK.PGALHVIEGPLDSWDGP 

VMPNGPVKSRQSSCLDGPGRC 

CSEILTGQSHGNKKPARASSKS 

SQS1NDRPLAVLTNQYQCEQLA 

SERQPSSNSCS1R1DSA 


9678 


40046 


A 


9738 


1 


115 


RRTARGPQQTSTDGLGTSPCRN 
ASEHTADILELSTLIV*RRQ*ICL 
CLDFLYY/LIPEGRCFCRACDLV 
HNFVDTIILQQHRTLTSQGVDDF 
LKAKATFKASDFIDALVLSKVA 
SPRILIQGGRMGA*DQVSDQAS 
VYGRCSSSGAEAAKRPKSAWL\ 
LLGYDSRASGLY*ILYNLTKHP 
D/YRECCQP VMQES* S * RRTAR 
GPQQTSTDGLGTSPCRNASEHT 
AD1LELSTLIV 


9679 


40047 


A 


9739 




506 


MVIVGLAAGVLLVGPGDGGL1S 
EGVVREDLMCGVWSAGTWSV 
GTAERCLEKPGALHVIEGPLDS 
WDGPVMPNGPVKNHKGEQQE 
VPSKHPQMALEICLCLDFLYY/L 
I PEG RCFCRACDL VHNFVDTI ILQ 
QHRTLTSQGVDDFLKAKATFK. 
ASDFIDALVLSKVASPGS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9680 


40048 


A 


9740 


1 


380 


KFSRPSVNMLR1VKPCITRG/YP 
NLKSVNKLIYKHGRGKINKKRI 
ALTDNTLIDQSHGQYGIICIEDLI 
HE L Y\L WPF KL S S PQ SG M K.KKT 
THFVENGAAANREGQIHRLLIR 
MNCGVYRDYFSNLVS 


9681 


40049 


A 


9741 


3 


279 




9682 


40050 


B 


9742 


23 


197 




9683 


40051 


A 


9743 


2 


402 


CGDRGALRPPSCAGRSGPGPPR 
PPRPPRPLPWHPAPPAHGAPLA 
RPGARARRSEK.PPSEKPRLRRSS 
PRAQEEGPGEPPPPELALLPPPP 
PPPPTPA\PRRPRRP\PGPGRAAG 
ALGDVPEAAEAYLERVPPSSC 


9684 


40052 


A 


9744 


1 


660 




9685 


40053 


A 


9745 


1 


1035 




9686 


40054 


A 


9746 


1 


2575 


MRAAGGAMLCGKQGRWDPEG 

EGAHPGFIPKLACSSQGVFRQL 

HLRTAVTAAVSRHFPQPSWRY 

DPGPQFLGEKSGFKPRCPGVAV 

CQFQSMNAFIHWFRNKAWASS 

CDRIKIPVPPEATFVEPNCLPGEI 

GQLLRQLQSGRN LKEWLREQF 

CDHPLEHCEDTRLHDAAYVGD 

LQTLRSLLQEESYRSRINEKSV 

WCCGWLPCTPLRIAATAGHGS 

CVDFLIRKGAEVDLVDVKGQT 

ALYVAVVNGHLESTQILLEAGA 

DPNGSRHHRSTPVYHASRVGR 

AD1LKALIRPAACDRSVSITADT 

HFRYLIKVVPAMFRSRKA1PFLS 

SCTAWRCADELQFIQPVPLVDT 

SGSGKTVSN VITESFTN SDNEED 

DQFVVEAAPQLSEMSEIEMVTA 

VELEEEEKHGGLVKKILETKKD 

YEKLQQSPKPGEKPSATGWHG 

ECLGTRNRAQGALVGWGWLY 

SERHSGMLRAITLKYKGGGRQ 

G IQ A/A WKSETFRSRA APENPL 

GRWGFALLSKIIS*RQVL\1CLHF 

SLSPQARVNSRFPGSGKAGLGL 

WMEGARPSGHVPKERVVAGK 

RPQVPTKAHHTCVRETAGNQE 

GNGEGALQQEQRLGVAEAGSN 

GEGALQQEHRITDCAVEPLKAE 

LAELEQLIKDQQDKICAVKANI 

LKNEEKIQKMERSLFESAWKKE 

KDIVSKE1EKLRTSIQTLCKSAL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9687 


40055 


A 


9747 


2 


1739 


MKGLYTDAEMKSDNVKDKDA 
KISFLQK.AIDVVVMVSGEPLLA 
KPARIVAGHEPERTNELLQHGK 
CCLNKLSSDDAVRRVLAGEKG 
EVK.GRASLTSRSQELDNK.NVRE 
EESRVHKNTEDRGDAEIKERST 
SRDRKQKEELKEDRKPREKDK 
DKEKAKENGGNRHREGERERA 
KA RARPDNERQKDRGNRERDR 
DSERKKETERKSEGGKEKERLR 
DRDRERDRDKGKDRDRRRVKN 
GEHSWDLDREKNREHDKPEKK 
SASSGEMSKKLSDGTFKDSKAE 
TETEISTRASKSLTTKTSK.RRSK 
NSVEGDSTSDAEGDAGPAGQD 
KSEWPETPEIPNELSSNIRRIPRP 
GSARPAPPRVKRQDSMEALQM 
DRSGSGKTVSNVITESHNSDNE 
EDDQFVVEAAPQLSEMSEIEMV 
TAVELEEEEKHGGLVKKILETK 
KDYEKLQQSPKPGEKERSLFES 
AWKKEKD1VSKEIEKLRTSIQTL 
CKSALPLGK1MDYIQEDVDAM 
QN ELQMYY H SENRQH AE ALQQ 
EQRITDCAVEP\LKAELA\ELEQ 
L1KD\Q\QDK1CAVKANILKMEE 
KIQK.MVYSINLTSRR 


9688 


40056 


A 


9748 


93 


800 


RANLPTQPYCHCGLAPAALTRI 

VGGSAAGRGEWPWQVDLWLR 

RREHRCGAVLVAERWLLSAAH 

CFDVYGDPK/QWAAFLGT/HVP 

ERRGGAVERVARIYKHPFYNL 

YT/FDYDVALLELAGPVRRT/SL 

VRPICLPEPA/HATPDGTRCVIT 

n \\/r* /vr c /~rr a rn r\v aavdi i c 
uWU/Yu!)/ 1 UAyLl^KJVA.VKLLS 

EQTCRA/LYPVQISSRMLCAGF/ 
LQGGVDSCSGDAGGPLACREPS 
GAPVPGQPRTCTAPARWPRRSA 
LSPAPL 


9689 


40057 


A 


9749 


107 


378 


NLVP*LRSGD/SPLGDQSPVLLIF 
TP*ERSTYNLKSSD*PAQETS/PP 
ISNPDPTEN/PDCSTHLAATPRA 
PGTLAQGSLTDSFPDLLSLAAE 
D 


9690 


40058 


A 


9750 


2 


286 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9691 


40059 


A 


9751 


215 


631 


GTQSCNQKVLNSANNLQELG1G 
PKFQMRLKPQLAPMQPNRGTS 
LGRSIPCPPVLCSMRKIHLRPQV 
LRPTSPRNISP1LNRVSEVSDHA 
GTPALVLHP*RQVPLFWGRGK 
YPNPFSLCLYPFSAFLGGKKHP 
TPSPSP 


9692 


40060 


B 


9752 


1 


933 




9693 


40061 


A 


9753 


1 


2283 


MLPNRLGSSET1TDAELRVTLT 

VEELNGLRAVQDMFVKQILKA 

ARSLRVITIPNLKYPGTQTLRKA 

AAPDPNTTGLIFLEKLCE1AAAI 

ASYVAVPSLEINHRKKANPNLL 

LRRSGSGSVSLQLLAEKIWEGV 

REPWARVLVLWEWLPDQNPLS 

GLTKSNSTSRHELPHGRAIQLH 

LSGWELWSEPSNLLDLVVTGDI 

ENTSLAPEDPTFLTMPSGSHCPE 

SPSDGPGLSSLVALVWFLVED 

WLSRKRLESEPAELPLGKAGEV 

VFDTLPLPSRRTHFSGFLGHFCY 

SFSDGYSTNRAAPDGSSTKAEK 

HGSCRKQPPYTLQCRDKAGLR 

VHGNSPVSAYGWLFSEERPGKP 

TRTPFSWEGDPPGLLTADETSL 

VVHLELPVFPSFLKRAGNSRHS 

GMGSPLEAEEAYSTVVMADVS 

QYPVNEPLVAAVVCQEPERAQ 

PDVHFFQ/CLRLGGHAGGVAAR 

PLPAAETPPLQRRPSVRA*SAP* 

SGARAADDPRRTHS\QAEEAQR 

PEPD1LNHVFDDVESFAVSRLQK 

SAEAARVLEHR/KRGRRSRRRA 

AGEGLLTLR/AKPPSEAEYTDV 

LQKIK/HAFSLLARLRGNIADPS/ 

SSELLH FLFGPLQMIV/QPSGG P 

EFASSVRRPHLT/RDAVALLRD 

NVTPRE/RRLWTSLGDSWTRPG 

LELSPEEGPPY/1PEFFSGWEPPV 

TDPQSAPGRTQLRNSYSTSGGA 


9694 


40062 


B 


9754 


1 


930 




9695 


40063 


A 


9755 


76 


247 


QLK.TDTAQLPRKLFVESHNYH 
CSWPGLQSGLPHYSGYHTSSS* 
LYLSDPADIHPISP 


9696 


40064 


C 


9756 


95 


301 




9697 


40065 


A 


9757 


352 


545 


DILNHVFDDVESFVSRLQKSAE 
RPGCWRRRTRPQKPAPGVAG* 
RGTWRGPTPPDLFQMSPLSP 


9698 


40066 


B 


9758 


406 


602 




9699 


40067 


A 


9759 


1 


543 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
l>y/540,2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


9700 


40068 


A 


9760 


2 


138 


LDDFVGRMLTLMGCP1PEC/PR 
VPSPLREGRKTQAALSVRRGRS 
HRR 


9701 


40069 


A 


9761 


1 


417 




9702 


40070 


A 


9762 


830 


1029 


YLPHLSLRLLPCPPPLPLSKPNS 
LP*LRPSLLQRDYLSIFILILNMP 
SISSTTMLLYGQK.EISSLH 


9703 


40071 


B 


9763 


40 


980 




9704 


40072 


C 


9764 


419 


700 




9705 


40073 


A 


9765 


271 


1185 




9706 


40074 


A 


9766 




1655 


RGRRSRRRAAGEGLLTLRAKPP 

SE AEYTDVLQKIKYAFSLLA RL 

RGNIADPSSPELLHFLFGPLQMI 

VNTSGGPEFASSVRRP\LVTSD\ 

AVALL\GNNVTPRENELWTSLG 

DSWTR/LRA/EELSPEEGPPYRP 

EFFSGWEPPVTDPQSRAWEDPV 

EKQLQHERRRRQQSAPSGRCQ 

WVTGDLEPESEPQLESETAGK 

WVLCNYDFQA\RNSSEAVRSSS 

GDVL\EVL\DDSR\KWWKVRDP 

AGQEGYVPYN1LTPYPGPRLHH 

SQSPARSH\DSTPPPPPAPAP/VP/ 

LPPALARPRWDRPRWDSCDSL 

NGLDPSEKEK.FSQMLIVNEELQ 

ARLAQGRSGPSRAVPGPRAPEP 

QLSPGSDASEVRAWLQAKGFSS 

GTVDALGVLTGAQLFSLQKEEL 

RAVSPEGG\ARVYSPVTVQRSL 

LEDKRES\SELEAVMEKQKEEG 

GRRGGNGGHLTCQAPFAKSDE 

APWENGPPQTLPNSGSRSSEGW 

P1CSGPGLPPLPVDRLNDPCCSP 

SGEDLDWLGVGRAWRQSTESA 

SRPPRGCSGALSIVILRPSPINMP 

PCLAK.K.KKK 


9707 


40075 


C 


9767 


565 


762 




9708 


40076 


A 


9768 


1 


401 


SPLRPLLLALALASEPCAQGAC 
PASADLKHSDGTRTCAKLYD\C 
SDPYYENCCGGAELSLESGADL 
PYLPSNWANTASSLVVAPRCEL 
TVWSRQGK.AGK.THKFSAGTYP 
RLEEYRRGILGDWSNAISALYC 
RCS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9709 


40077 


A 


9769 




1489 


MPQLLQNING 1 1 EAFRRYA R.TEG 
NCTALTRGELKRLLEQEFADV1 
VKPHDPATVDEVLRLLDEDHT 
GTVEFKEFLVLVFKVAQACFKT 
LSESAEGACGSQESGSLHSGAS 
QELGEGQRSGTEVGRAGKGQH 
YEGSSHRQSQQGSRGQNRPGV 
QTQGQATGSAWVSSYDRQAES 
QSQER1SPQIQLSGQTEQTQKAG 
EGKRNQTTEMRPERQPQTREQ 
DRAHQTGETVTGSGTQTQAGA 
TQTVEQDSSHQTGRTSKQTQEA 
TNDQNRGTETHGQGRSQTSQA 
VTGGHAQIQAGTHTQTPTQTVE 
QDSSHQTGSTSTQTQESTNGQN 
RGTEIHGQGRSQTSQAVTGGHT 
QIQAGSHTETVEQDRSQTVSHG 
GAREQGQTQTQPGSGQRWMQ 
VSNPEAGETVPGGQAQTGASTE 
SGRQEWSSTHPRRCVTEGQGD 
RQPTVVGEEWVDDHSRETVI LR 
LDQGNLHTASVSSAQGQDAAQS 
EEKRGITARELYSYLRSTKP 


9710 


40078 


A 


9770 


2 


3031 




9711 


40079 


A 


9771 


6288 


6584 


TAVSLPAPLFSDLQI PPRKRSLK 
ETVMAPENLTN*RAPPQSSARV 
FQ*EALYVPGP*ALDPPEVCSSY 
SSVCGLHQLSHSSSESSSTLGSL 
LGSFQML 


9712 


40080 


A 


9772 


884 


1032 


ESRPNTTTRLRKTSSWSFQS*TA 
TQTKGPRDPGASM TKPG A TS E R 
SASG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution oflasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


9713 


40081 


A 


9773 


1 


1457 


RSAQKEKTAAKEQQGEKTEVL 

SSDDDAPDSPVILEIPSLPPSTPP 

STPTYKKSLRLSSDQIRRLNLQE 

GANDVVFSVTTQYQGTCRCKA 

TIYLWKWDDKVVISDIDGTlTK 

S\DALGHILPQLGKDWTHQGITS 

LYHK1QLGQLVMPLDARPERP 

MDGMKVRAFMERLLFVRRGT 

DKRWSVRMYVTCSQSSNLNEE 

1Y1NQVVIQANMKLQLWAMRT 

DDARGLSSLGDTEPSPCPSVVP 

G LQP1CPAP VCAGDA LLQAQIPG 

VLLGTLFSGAAFYSGLYGGSEQ 

FLDHLLHPARAAPPPPLVGPGP 

APRVPGSPSAPELAGPAVWRFA 

AAASRGVVVAASGWGRGGEA 

SQTFQTGKEPGGTRHPTRMPLG 

STGC1FPGTLEKSQGYERYNAM 

RADPALCFLEKVGMPDEKSLSA 

EQGVTDGTSDIPERARQNEEQL 

TSFGLLWPTPQGSTDHIDNHPR 

ERYPEMRWELDVPLPDIDYMEI 

PVDWWDA 


9714 


40082 


A 


9774 


3 


4804 


KRLENIQKTLEVAFSEAVWMQ 

PSVVLLDDLDLIAGLPAVPEHE 

HSPDAVQSQRLAHALNDMIKE 

F1SMGSLVAL1ATSQSQQSLHPL 

LVSAQGVH1FQCVQH1QPPNQE 

QRCEILCNVIK.NKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQS1STREKLVL 

TTLDFQKALRGFLPASLRSVNL 

HKPRDLGWDKIGGLHEVRQIL 

MDTIQLPAKYPELFANLPIRQRT 

G1LLYGPPGTGKTL 


9715 


40083 


A 


9775 


1 


897 




9716 


40084 


A 


9776 


486 


800 


CLQLSWLSLGQAQVHWLGRA 
VHTAFCMD*VLLFGESFGFLVR 
LTPGILLGLL*P*KQGHCHSVSL 
GEVRI/CGIIS*TFITSWAFSVLQ 
GKASAQPVKVSTQNSRY 


9717 


40085 


C 


9777 


332 


497 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9718 


40086 


A 


9778 




6504 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

RrVFPKAIFPVWVDQQTYIFIQI 

VALIPAASYGRLETDTKLLIQPK 

TRRAK.ENTFSKADAEYK.KLHS 

YGRDQKGMMKELQTKQLQSN 

TVG1TESNENESE1PVDSSSVAS 

LWTMIGSIFSFQSEKKQETSWG 

LTE1NAFK1MMQSKVVPL 


9719 


40087 


A 


9779 




5421 




9720 


40088 


B 


9780 


124 


273 




9721 


40089 


A 


9781 


84 


493 


1HANNCS*L*KAALNFVLLLLQ 
KRL*GEKHLTLSETGREGNKVG 
GVGS*VTGTGQETELGSLGRCH 
SPLSVLHLLPFFS/ILLGRTHLNA 
LLIRDYFASSCKYL*EVLLSLSD 
GSG*NLMSVWMAGNSSAEYVR 


9722 


40090 


A 


9782 


1 


5954 


MDGMTEACIKGGIEACYAAVS 

CVCTLLGALDELSQGKGLSEGQ 

VQLLLLRLEELK.DGAEWSRDS 

MEINEADFRWQRRVLSSEHTP 

WESGNERSLDISISVTTDTGQTT 

LEGELGQTTPEDHSGNHKNSLK 

SPA I PEGKETLSKVLETEAVDQP 

DVVQRSHTWPYPD1TNFLSVDC 

RTRSYGSRYSESNFSVDDQDLS 

RTEFVDSCDQYSMVAAEKDSGRS 

DVSDIGSDNCSLADEEQTPRDC 

LGHRSLRTAALS 


9723 


40091 


A 


9783 


1 


2217 




9724 


40092 


A 


9784 


1 


1360 




9725 


40093 


A 


9785 


1 


777 


MN1KNPIAAQHLDNLPIVKASSI 

GMTWGLVRNGVSAPTQKSCIRI 

HILARCTGAVAFEKLYFKSPAN 

Q A H ARK VG KQ VQDC YIG REM V 

AKAGAIIHLNVGK.GTPVCCPLL 

EEGINSEVWTTEGQYGRAKANA 

RPVQVKLKDSTSFPYQRQYPLR 

PKA/LTKGFQKIVKDLKAQGLV 

KPCSNPCSTPILGVQKPNRQ WRI 

EALKLQ1VLQMEPQMQSMTK1 

YHGPLGRPASPCSDVNDIEGNP 

TKEISTAPPLLCPNSAGSS 


9726 


40094 


A 


9786 


1 


415 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9727 


40095 


A 


9787 


1 


451 


MVHFISRLLYSDGLDVPGDP1Q 
DSDDAALSVSPHCSPDSRVSTT 
KHLWVSPRLLRVAVRVKNID1T 
NFSSSWYNDGLAFCALLHTYLP 
AH1PYQELNSQDKRRNFMLAFQ 
A A ES VG 1 KSTLD1NEM VRTERP 
DWQNVMLFVIVAIYKYFET 


9728 


40096 


A 


9788 


3 


605 


DEWPPERI1QYNEPTTWH/EDGL 
WGYRTRFYM INQI I W/LQA 1LEII 
TN KTDRALTI LAQQETQM RN A I 
NQNRLALDYLPAAEGGICGKF 
NLTNCCLHVDDQGQVVEDIVR 
DM IKLS H V PMQ V WHG FDPG A 
MFG K WFP V LG G FK.TL I1G VILVI 
GTCLLLPCLLPVLLQMIKSFIAT 
L V HQN ASEQL Y Y MN H YRS VLQ 
EYMGS 


9729 


40097 


A 


9789 


3 


876 


GAGGGFGSPMDIFDMFFVGGGG 
RMHRERRGKNVVHQLSVTLED 
LYNSATRKLALQKNAICDKCE 
DRGGKKGGVEYCPNCRGTGM 
QIRIHQIGPGKVQQIQSVCVECQ 
GHGEQISPKDRCESCNGRKILR 
EKKILEFHIDKGMKYGQKITFH 
GEGYQEPGLEGED1IIVLDQKD 
DAVFTRQGEDLFMCQ1VKHGD1 
KCV1NEGMPIYPRPYEKGRLI1E 
FKVNLPENDFLSPDKLSLLEKL 
LPKRKEVEETDEMDQVELVDF 
DPNQERWHHYNGEAYEDDEH 


9730 


40098 


A 


9790 


199 


410 




9731 


40099 


A 


9791 


134 


1369 


KMVKETTYYDVLGVKPNATQE 
ELKKAYRKLAL\KY\HPDKNPN 
EGEKFKQISQAYEVLSDAKKRE 
LYDKGGEQAIKEGGAGGGFGS 
PMDRFDMFFGGGGRMQRERRG 
KNVVHQLSVTLEDLYNGATRK 
LALQKNVICDKCEGR/SGRFKE 
QGAVRSACPNCRGTGMQIRIHQ 
IGPGMWQQIQSVCMECQGHGE 
R1RPKDRCKSCNGRKIVREKKIL 
EVHIDKGMKDGQK1TFHGEGD 
QEPGLEPGDIIIVLDQKDHAVFT 
RRGEDLFMCMD1QLVEALCGF 
QKP1STLDNRT1\VITSHPG\QIVK 
HGDIKCVLNEGMP\IYRRPYE\K 
GRL\IIEFKVNFPENGFLSPDKLS 
LLEK.LLPE\RKEVEETDEMDQV 
EL\VDFDPN\QERRRHYNGEAY 
EDDEHHPRGGVQCSDLLMGPV 
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SEQ IB 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9732 


40100 


A 


9792 


3 


337 


GYSQAPRKR/GGECSSLSQPFSK 
AQPDAASLEPPSLETPAGRTPA 
TLTQGSPPAAVREPLSPGHNAK. 
ARLRSRPARPPWIPDPDPPGHFV 
TDFC APE S LQG ETRTSRSFQ LL 


9733 


40101 


A 


9793 


1 


346 


SGS*QLQMCSGLPAHTQDETHI 
SSCGQLDLALPPLLPPLPPSPLN 
TLPPQGLCTC 


9734 


40102 


A 


9794 


1 


1110 


MEG EE A A G A AG PDP VGHRKK.C 

GFHPVCEREAPSTFAAVMIHLV 

VQYIGEICRYLLKQPVREAERR 

HRVRLAVGNGLRPAIWEEFTER 

FGVRQIGEFYGATECNCSIANM 

DGKVGSCGFNSRILPHVYPIRL 

VKVNEDTMELLRDAQGLCIPC 

QAGEPGLLVGQINQQDPLRRR 

NGYVSESATSTKIAHSVFSKGD 

SAYLSRDALMMDELGYMYYR 

DRSGDTFRWRGENVSTTDVEG 

ELSRL\LGQTDVAVYGVAVPGK 

LGLQGVVLRMGVEGKAGMAA 

VADPHSLLDPNAIYQELQKVLA 

PYARPIFLRLLPQVDTTGTFKIQ 

KTRLQREGFDPRQTSDRLFFLD 

LKQGHYLPLNEAVYTRICSGAF 


9735 


40103 


B 


9795 


28 


376 




9736 


40104 


A 


9796 


3 


461 


VRQCRG1RDPYRFKKRTELF1A 

AEG1HTGQFVYCGKKAQLNIGN 

VLPVGTMPEGTIVCCLEEKPGD 

RGKLARASGNYATVISHNPETK 

KTRVKLPSGSKKVISSANRAVV 

G/VVSGSS*MLRAVGEHAVSAG 

GQPVARLGPWNSITCCSKTWV 


9737 


40105 


A 


9797 


1 


701 


MQEVPGM FERN YPHPAITFKPS 

VPVSRSLDYAPLPGGVFRDPYW 

FKKRTELF1AAEGIHTGQFVYC 

GKKAQLNIGSVLPVGTMPEGMI 

VCCLEEKPGGRSKLSWASGNY 

ATAISHNPETKKTRVKLPSGSK 

KVVSSANRAVVGVVAGGGRT 

DKP1LKACQAYHKYKAKRNW 

WPRVWDVAMNPMEHPFGGGN 

HQHIGIPSAI/SRDDPAGCKMGL 

1AARQTGRLWGTKTVQEKEN 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9738 


40106 


A 


9798 




910 


QCGG 1RRTG PVAMGRVIRGQR 

KGAFSVFRAHVKHRRGAARLR 

AVDFAERHGY1KGIVK/DAERW 

PGREG KG RPAGTPH S RRLC PQD 

1IHDRGR\GAPLA\RVVFRDPYRF 

KKRTELF\IAAEG\IHTGQF\VYC 

GKK\AQ\LNIGNVLPVGT\MP*\G 

TIVCCLEEKPGD\RGKALARASG 

NYATVIS\HNPETKKT\RVKLPS 

GSKKVISSANRAVVGVVAGG\G 

\RIDKPIFEGWPGRYHKYKAKR 

NC*PR1RGV\AMNPVEHPF\GGG 

NHQH I G K\PST\1 RRD AP\AG RK V 

G L I A\A R RTG RL RG TKTV QEKE 


9739 


40107 


A 


9799 


1 


405 


LEISIMAAS1SGYTFSAVCFHSA 
NSNADHEGFLLGEVRQEETFSIS 
DSQISNTEFLQVI\KVIGWYRFR 
RNTQQQMSYREQVLHKQLTR1 
LGVPDLVFLLFSF1STANNSTHA 
LEYVLFRPNRRYNQRISLAIPN 


9740 


40108 


A 


9800 


1 


232 




9741 


40109 


A 


9801 


1 


420 




9742 


40110 


A 


9802 




1272 


EISIMAASISGYTFSAVCFHSAN 

SNADHEGFLLGEVRQEETFSISD 

SQ\I SNTEFLQV I El HM HQPC SKL 

FSFYDYASKVNEESLDRILKDR 

RKKVIG\WYRFRRNTQQQ\MSY 

K\EQVLHKQLT\RILGVPDLVFL 

LFSF1STANNSTHALEYVLFRPN 

RRYNQRISLAIPNLGNTSQQEY 

KVSSVPNTSQSYAKVIKEHGTD 

FFDKDGVMKDIRAIYQVYNAL 

QEKVQAVCADVEKSERVVESC 

QAEVNKLRRQITQRKNEK.EQE 

RRLQQAVLSRQMPSESLDPAFS 

PRMPSSGFAAEGRSTLGDAEAS 

DPPPPYSDFHPNNQESTLSHSR 

M\ERSVFMPRPQAVG\SSNY\AS 

TSAGFEVFLGSGADLPPPQRAA 

GDSGEDSDDSDYENL1DPTEPS 

NSEYSHSK.DSRPMAHPDEDPRN 


9743 


40111 


A 


9803 




513 


GAYGGGYGACDNYNGYGYGF 
GSDRFGRDLNYCFSGMSDHKY 
G DGGSTFQSTTGHCI YWH IE1GP 
DGRVTGEADVEFATHEDAVAA 
MSKDKANMQHSYVEPFLNCAA 
GASGTAYGSQMMGGMGLSIQS 
SYGGPASPQLSGGYGGGYGGH 
SSMSGFDQVLQENSCDFQSDIA 


9744 


40112 


B 


9804 


73 


1127 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9745 


401 13 


A 


9805 


1 


3647 


MRVRHVGQAALELLTSVRESR 
ATSAFQVSPYEDEPCRPCNCDP 
VGSLSSVCIKDDLHSDLHTMGKQ 
PGQCPCKEGYTGEKCDRCQLG 
YKD YPTC VSCGCNP VG SASDEP 
CTGPCVCKENVEGKACDRCKP 
GFYNLKEKNPRGCSECFCFGVS 
DVCSSLSWPVGQVNSMSGWLV 
TDL1SPRKIPSQQDALGGRHQVS 
INNTAVMQRLAPKYYWAAPEA 
YLGNKLTAFGGFLKYTVSYDIP 
VETVDSNLMSHADVliK 


9746 


401 14 


B 


9806 


141 


236 




9747 


40115 


B 


9807 


66 


266 




9748 


40116 


A 


9808 


1 


330 




9749 


40117 


A 


9809 


1 


792 




9750 


40118 


A 


9810 


129 


311 




9751 


40119 


A 


981! 




538 




9752 


40120 


B 


9812 


96 


536 




9753 


40121 


A 


9813 


1 


2090 


MSSNQK.SPTKTSKSPGTANVLD 
VNNSTLMFVGGLGGQIKKSPA 
VKVTHFKGCLGEAFLNGKSIGL 
WNYIEREGK.CRGCFGSSQNEDP 
SFHFDGSGYSVVEKSLPATVTQ 
IIMLFNTFSPNGLLVLYLGSYGT 
KDFLSI ELFRGRVKVMTDLG SG 
PITLLTDRRYNNGTWYKIAFQR 
NRKQGVLAVIDAYNTSNKETK 
QGETPGASSDLNRLDKDP1YVG 
GLPRSRVVRRGVTTKSFVGC1K 
NLEISRSTFDLLRNSYGVRKGC 
LLEPIRSVSFLKGGY1ELPPKSLS 
PESE WL VTFATTNSSG 1 ILA ALG 
GDVEKRGDREEAHVPFFSVMLI 
GGNIEVHVNPGDGTGLRKALL 
HAPTGTCSDGQAHSISLVRNRR 
I1TVQLDENNPVEMKLGALVES 
RTINVSNLYVGG1PEGEGTSLLT 
MRRSFHGCIKNLIFNLDHGFVD 
SVEQKRFCGVPSCARESARGRA 
Q AQDTAQELQS ES AC DKRS PQP 
PGKGKHMYGGVLQPQSLFQKN 
LLLFYDEVLDLQPNGKEKEFSV 
GANHNAFMVVHWGVCGFCLF 
PSGEWLASPFCVHPQITIHPPDR 
FQASVTDEGYLFLAKPTQPAPA 
CPLDPIRPLLLGHAQQPLLTDQ 
HTDAAVTPSSAVTARAANYCA 
GGRNERKKTGREKRHLTGGPC 
VALRTFTVLHISSHHQVDG1RA 
GYVQRDGLQPTNRQIVM 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9754 


40122 


A 


9814 


1 


8705 


MRGGVLLVLLLCVAAQCRQRG 
LFPAILNLASNAHISTNATCGEK 
GPEM FC K LV EH VPGRP VRNPQ 
CRICDGNSANPRERHPISHAIDG 
TNNWWQSPSIQNGREYHWVTI 
TLDLRQVFQVAYVIIKAANAPR 
PGNWILERSLDGTTFSPWQYYA 
VSDSECLSRYNITPRRGPPTYRA 
DDEVICTSYYSRLVPLEHGEIHT 
SLINGRPSADDLSPKLLEFTSAR 
Y 1 RLRFERJRTLN ADLMTLSHRE 
PKELDPMLPR 


9755 


40123 


A 


9815 




564 


MGDLEDKLVPF1GELPRHLDQN 

SEQLKQVVQRELKELHETCQQ 

HQLCQASTSGEPKERDKEEGK 

DSKPRSLRFTWSMKTTSSMDPN 

DMMREIRKVLDANNCDYEQKE 

RFLLFCVHGDARQDS/LPCQWG 

DGKSCQVGPRLS\LNGV\RFKRI 

S\GTSYCPLKN1A\SKIA\NELKP 

VKKSQIYQVQGRYIHI 


9756 


40124 


A 


9816 


2 


451 


ANAHGFIMELQDGYSTETGEK 
GAQLSGGQKQRVAMARALVR 
NPPVLILDEATSALDAESEYL1Q 
QAIHGNL\QKHTVL1IAHRLSTV 
EHAHL1VVLDKGRVVQQGTHQ 
QLACPRAGFYGKLVQRQMLGL 
QPAADFTAGHNEPVANGSHKA 


9757 


40125 


A 


9817 


1 


498 


MVKY/YLGQGVLRSSW/DQVV 
P A/F WQR YRN P VQRYLTEDI V H 
RENQTMTTFTWN1NHARPMVV 
EERCVYCVNSDNSGWTEIRREA 
WVSSSLCGVSRAVWEFGLAQF 
KSNVTKTLKGFEYILAKLQGEA 
ASKTLIKTAREAKEKAKETALA 
ATEKAKDLA SKA ATKKQQQ 


9758 


40126 


A 


9818 


3 


231 




9759 


40127 


B 


9820 


94 


375 




9760 


40128 


A 


9821 


45 


439 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9761 


40129 


A 


9822 


304 


1557 


DRQNVMEQFNPGLRNLINLGK 

NYEKAVNAMILAGKAYYDGV 

AKIGEIATGSPVSTNELGHVLIEI 

SSTHKKLQRESLMENF\KKFHK 

EI 1 HELEKK.I EL\DVKYMN ATLK 

RYQTEHKNKLESLEKSQAELK 

K I RRK.SQG SRN A LK YEHKEI E Y 

VETVTSRQSEIAQKSIADGCKEA 

LLERERGASCFPGLNKHCGFA/ 

NTHIHYYHLQSAELLNS\KLPR 

WQETCVDAIKVPVEKIMNMIEEI 

KTPASTPVSGTPQASPMIERSNV 

VRKDYDTLSKCSPKMPPAPSGR 

AYTSPLIDMFNNPATAAPNSQR 

VNNSTGTSEDPSLQRSVSVATG 

LNMMKKQKVKTIFPHTAGSNK 

TLLSFAQGDV1TLLIPEEKDGWL 

YGEHDVSKARGWFPSSYTKLL 

EENETEAVTVPTPSPTPVRSFSG 


9762 


40130 


B 


9823 


■j 


1128 




9763 


40131 


A 


9824 


1 


4j4 




9764 


40132 


A 


9825 


92 


319 


SIPPYPIPPPVDRKEID*LEGMQT 
SGLFQQTSG*EEGVGS1MASGR 
PPHPEPLKADFICKREVRLAFS1 
ACIWMR 


9765 


40133 


A 


9826 


1 


851 




9766 


40134 


A 


9827 


227 


305 


LVIFSIFNLVG*NISDCIILICQLK 


9767 


40135 


A 


9828 


66 


808 


YC WQSQGA KPRDLLGPDLIPLN 
HSPRVSHLLCHRHIRKAGGVFV 
ADEIQVGFGRVGKHFWAFQLQ 
GKDFVPDIVTMGKSIGNGHPVA 
CVAATQPVARAFEATGVEYFN 
TFGG\SPVSCAVGLAVLNVLEK 
EQLQDHATSVGSFLMQLLGQQ 
K. 1 KHPI VG D VRG VGLFIG VDLI K. 

N Y VL LSTDGPG RN I LKFKPPMC 
FSLDNARQVVAKLDAILTDME 
EKVRSCENR 


9768 


40136 


A 


9829 


3 


597 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9769 


40137 


A 


9830 




3281 


MGFHHVGQAGLKLLTSGTPQL 

LALVQHWVPGARLVEELPHEL 

VLVLPYTGAHDGSFATLFRELD 

TRLAELRLTGYGISDTSLEEIFL 

KVVEECAADTDMEDG/TLRAA 

PMHRHCWPRRNPTAQDAATGD 

SAG\DGEPAGSAPETDQGSGPD 

A VG RVQGWALTRQQLQ ALLL 

KRFLLARRSRRGLFAQIVLPALF 

VGLALVFSL1VPPFGHYPALRLS 

PTMYGAQVSFFSEDAPGDPGR 

ARLLEALLQEAGLEEPP 


9770 


40138 


A 


9831 


1 


684 


RTRGPPPQSRSGGRRRRIPLYLP 

TSCIKELVAGGVAVESWPGRD 

AAQLLLCSCLLSPPPVMTETRE 

PAETGGYASLEEDDEDLSPGPE 

HSSDSEYTLSEPDSEEEEDEEEE 

EEETTDDPEYDPGYK VK* RLGG 

GRGGPSRRAPR\AAQPPAQPCQ 

LCGRSPLGEAPPGTPRCTGTSCC 

MPGVRCRQSPHTGSLAEGVGW 

EEGAEEJGVVTVVMGDGVLPV 

CVVLEVDV 


977 '1 


40139 


A 


9832 




670 


MESD1GRKGGK.DPEAGPEHSSD 
SEYTLSEPDSEEEEDEEEEEEET 
TDDPEYDPGYKVKQRLGGGRG 
GPSRRAPRAAQPPAQPCQLCGR 
SPLGEAPPGTPPCRLCCPATAPQ 
EAPA PEG RALGEEEEEPPRAGE 
G RPAGR EKEEEEEEEGT YHCTE 
CEDSFDNLGEL\TGTSCCMPGV 
RCRQSPHTGSLAEGVGWEEGA 
EEIGVVTVVMGDGVLPVCVVL 


9772 


40140 


A 


9833 


3 


512 




9773 


40141 


A 


9834 


3 


815 


MLYSRGPQPMGHGPVLVCGLL 
GTGCTAGAQELREAYTSISSQID 
QAEERISEIEDKLNEIKREDKITE 
KRMKRNEQSLQEIWDYVKRPN 
LRL1GVPKSDVENGTKLENTLQ 
DIIQENFPNLARQANVQIQEIQR 
TPQRYSSRRATPRHIIVRFTKVE 
MREKVMLRAAREKGRVTHKGK 

FNILKGKNFQPRISYPAKLSFISE 
G EI KYFTDKQM LKDF VTT/RPA 
LKELLKEALNMERNNWYQPLQ 
KHAKL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


9774 


40142 


A 


9835 


1 


561 


MVNGRJPQAPSQFSHLARLHPA 
PSPNSDPSPFLAELLLMPSVIGL 
TPSYPSRFSSESTFLQEAFPDLC 
QAEDPVYANGGLNYSYRGYGA 
LSSNLQPPASLQTGNHSNGPTD 
LASMKGGAFTTSTTPTPTPSSTST 
SRPVPTAQLSPTEISAVRQLIAG 
YRESAAFLLRSADELENLILQQ 
NRPRRHL 


9775 


40143 


A 


9836 


2 


226 


KGVQFQFSSYG*PVFPTPFIK*G 
VLSPLFVFLRFLKDQMVVDV*H 
YF*GLCSVPLVYISVLVLVPCCF 
FFTVAL 


9776 


40144 


A 


9837 


2 


350 


YKVSKPKAQLCSQQVKYLWLK 
LSKGTRALSEERJQPILAYPHPK 
TLKQLRGILG I TG FCRI WIP\R* S 
SPTGQE/FSLYVTEETGIALGILT 
QVQGTSLQPMEYLNKEIDELDQ 
GRTH 


9777 


40145 


C 


9838 


213 


365 




9778 


40146 


A 


9839 


1 


1923 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


9779 


40147 


A 


9840 


1 


2091 


MVLVVVAVVVVVLVVAV1VV 

VVVVVAAVVVGAVVVVVVVV 

MVVVVVVVWEEDNQHKTGA 

MNNNTAKNPQQSPFHSPATST 

GAEATQMRRNQKTNPHNMTK 

QVSLTPPKITLAHQQWIQTK.KK 

YLIYLKKHSGVNKIPRNPTYEG 

CEGPFQGELQTTAQQNKGGHK 

QTEDHSMLMDRKNQYCENGH 

TAQAVPNPYTLLSQ1PEDAEWF 

TVLDPKHAVFCIPVHPDSQFLF 

AFEDPSNPMSQLIWTVLPQGFR 

NSPHLFGQALAQDLSQFSYLDT 

LVLRYMDDLLLATHSETLCHQ 

ATQALLNFLATCGYKVSKPKA 

QLCSQQVKYLGLKLSKGTRTLS 

EERJQPILGYPHPKTLKQLTAFL 

G 1 TG FCQI Wl PRY S K 1 A RPLN TRI 

KETQKANTHLVRWTPEAEVAF 

QALKKALTHAPVLSLPVGQNFS 

LYVTEKATGIALGVLT/PGTSAQ 

LAELIALTRAPELGEGKRVNIY 

ANSIGREREFLTSKGTLVKHQE 

AI KRLLLA VQKPKE V A VLHC W 

GHQKGKERE1EENRQADIEARR 

A ARQDPPLEMLTEG PL AFELA 

MATARAELSLA1HHCCLPPPPQ 

TRCWLPSLRIRQGVCCIPDPAR 

A I TLTAWPK1PFLG 1 RKAKNPQ V 

REHEACHHLGSGLPPFWKWPT 

TILGALGARTPGNTGSTYTF1GY 

TYTSPV1FILSWQYVYFHGLYY 


9780 


40148 


A 


9841 


1 


1284 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


9781 


40149 


A 


9842 


1 


1522 


MVAPGSVTSRLGSVFPFLLVLV 

DLQYEG AECG VNADVEK H L EL 

GKKLLAAGQLADALSQFHAAV 

DGDPDNY1AYYRRATVFLAMG 

KSKAALPDLTKVIQLKMDFTA 

ARLQRGHLLLKQGKLDEAEDD 

FKKVLKSNPSENEEKEAQSQLI 

KSDEMQRLRSQALNAFGSGDY 

TAAIAFLDKILEVCVWDAELRE 

LRAECFIKEGEPRKAISDLKAAS 

KLKNDNTEAFYKISTLYYQLGD 

HDCSFSEFRDVLNLDQDHKRVC 

FAHYKQVKKLN K.LIESAEEL1 R 

DGRYTDATSKYESVMKTEPSIA 

EYTVRSKERIC\IICF\SKDEK\PV 

EA 1\RVCSEVLQMEPDN VN ALK 

DRAEAYLIEEMYDEAIQDYETA 

QEHN\ENDQQIREGLEKAQRLL\ 

KQSQKRDYYVKILGVKRNAKK 

QEIIRAYRKLA LQWHPDNFQNE 

EEKKKAEKKFIDJAAAKEVLSD 

PEMRKKFDDGEDPLDAESQQG 

GGGNPFHRSWNSWQGFNPFSS 

GGPFRFKFHFN 


9782 


40150 


A 


9843 


5 


519 


LTCQEEHK.K.KHPDSSVNFVEFS 
KKCLERWKTTSAKErC/SKFEEK 
AKSDKARCDREIK.N YI PPKCKK 
GRPPSAFFLFCSEHRPK1KSGHP 
GLFVVETAKKLGEMWSGQSAK 
DKQPYEQKAVKLQERYEKGIA 
AYRAKGKSEAGKKGSKKNKPE 
DEEEEEEKEDEDEEEEGEDEE 


9783 


40151 


A 


9844 


1 


3140 


YSIATVLAAEEKLDPRRDEAKR 
LRPQRNFNITFTHGTVFRPLTLE 
STFFNSALLFTTIKQDLPPLPKTI 
ITNAFHRFRNHHQTGFKLSAAN 
QRGPLAATLSGPGGEGQSAVA 
RLTGEKKNHPGAQYANRLSPR 
VGRFINAAGTTGFPTGKRARSD 
SSLAKENNQKAYKETYGVSH1T 
RHDMLQIPKQQQNEKYQVPQF 
DQSTIK.NIESAKGLDVWDSWPL 
QNADGTVAEYNGYHVVFALA 
GSPKDADDTSIYMFY 
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SEQ ID 
NO: 


SEQ Il> NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9784 


40152 


A 


9845 


2 


604 


FLELPPAAAAAVLSASPGALER 
EARSPRSPQTADTSPRPRAPAC 
APSRARAMPSDRPFKQRRSFAD 
\RCKEVQQIR\DQHPSKIPV\IIER 
YKGEK.QLPVLDKTKFLVPDHV 
NMSEL VK I IRRRLQLN PTQAFFL 
LVNQHSMVSV\STPTADIYEQEK 
DEDGFLYMVYASQETFGF*ASS 
PCLSAHLPLTHPRLCPPPGPAHP 


9785 


40153 


A 


9846 


3 


303 


RDQHPSKIPVIIERYKGEKQLPV 
LDKTKFLVPDHVNMSELVKIIR 
RRLQLNPTQAFFLLVNQHSMVS 
V STPI AD I Y EQE K DYEDGFLYYM 
VYGLPGKPFGF 


9786 


40154 


A 


9847 


254 


2110 




9787 


40155 


A 


9848 


234 


1904 




9788 


40156 


A 


9849 


5 


189 




9789 


40157 


A 


9850 


1 


1546 


MASASSQPSLAVGFSSFDPGAP 

SCTASSASGILSPTASEVPYASG 

MPIKKTGHRGVDSSGETTYKKT 

TSTALKGAIQLG1TYTVGSLSTK 

PERDVLMQDFYVVESIFFPSEGS 

NLTPAHHYNAFRFKTYAPVAF 

RYFRELFG1PPDDYLCSLCSEPLI 

ELCSSGASGSLFYVSSDDELIIK 

TLQHKEAEFLQKLLPGYYLNLS 

QNPRTLLPKFFGLYCVQTGGKN 

IRJVVMNNLLPRSVKMH1KYDL 

KG STYK RRASQKEREKPLPTFK 

DLDFLQDIPDGLFLDADTYNAL 

CKTLQRDCLVLQSFKIMDYSL 

WLS1HNIDHAQREPLSSDTLQV 

SIDTQRLAPQKALYSTAMEFIQ 

GEARLGDTMEADDHMGGIPAQ 

NSKGERLLLYIGIIDILQSYTFLK 

KLEHSWKAVVHDGDAVSVHR 

PGFYAERFQHFMCNAVFKKIPL 

KPSPSKKFRSGLSFSLHTGSSGN 

SCITYQPLVSEEHK.SQVIKVQVE 

PGVHLGRSDVLPQTSE\PPLEEIT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9790 


40158 


A 


9851 


233 


2051 


AGPGAGSTCLREARRGRGGGP 

QNAGSVKRRWEDSIPRRGRTGL 

KESQAAEGEGAAK.MASASSGP 

SSSVGFSSFDPAVPSCTLSSASGI 

KRPMASEVPYASGMPIKKJGHR 

SVDSSGETTYKKTTSSALKGAI 

QLGITHTVGSLSTKPERDVLMQ 

DFYVVESIFFPSEGSNLTPAHHY 

NDFRFKTYAPVAFRYFRELFGI 

RPDDYLYSLCSEPLIELCSSGAS 

GSLFYVSSDDEFIIKTVQHKEAE 

FLQKLLPGYYMNLNQNPRTLLP 

KFYGLYCVQAGGKN1RIVVMN 

N LLPRS VKMHIKYDLKGSTYK 

RRA SQKEREKPLPTFKDLDFLQ 

DIPDGLFLDADMYNALCKTLQ 

RDCLVLQSFKIMDYSLLMSIHNI 

DHAQREPLSSETQYSVDTRRPA 

PQK\ALYSTAMESIQGEARRGG 

TMETDDHMGGIPARNSKGERL 

LLYIGIIDILQSYRFVKKLEHSW 

KALVHDGDTVSVHRPGFYAER 

FQRFMCNTVFKKIPLKPSPSKKF 

RSGSSFSRRAGSSGNSCITYQPS 

VSGEHKAQVTTKAEVEPGVHL 

GRPDVLPQTPPLEEISEGSPIPDP 

SFSPLVGETLQMLTTSTTLEKLE 


9791 


40159 


A 


9852 


30 


298 


EPFIFLFIYLF1YLFFETESRPV1Q 
AGVQWCNLSSLQPLPTGFKQFS 
\CLSPLTSWDYRHPPPCPANFCS 
FSRDGVSPCWPGWSQTPDLR 


9792 


40160 


A 


9853 


3 


938 




9793 


40161 


A 


9854 


208 


870 


LGMAGRLFTVNLQSPLNPSTLL 
AEVCVEQCTLMDSKMKPLWIM 
YSNEEAGSGGRVSVSLKRDDD 
LWQDMLTMQTIRLMDVPDTIA 
N IQLNNRN M DGGNEEFTLSC A 
GYCVATYVLG1GDRHSDNIMIR 
A SGQLFHIDFCH FRQR VPFI LTY 
DFVHVIEQGKTNN/SEKFERFRG 
YCERA\YTILRRHGLLFLHLFAL 
MQAAGLPELSCSKDIRYLKDSL 
VHPL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9794 


40162 


A 


9855 




790 


VEELSKKLADSDQASKVQQQK 

LKVGQLGEWVWPLDKGGKLFS 

KLWGRGGLVYKWFLL1YKISY 

ATGIVGYMAVMFTLFGLNLLF 

KIKPEDAMDFG1SLLFYGLYYG 

VLERDFAEMCADYMASTIGFY 

SESGMPTKHLSDSVCAVCGQQI 

FVDVSEE/EDH*EHRCS/CFHEF 

CIRGWCIVGKKQTCPYCKEKV 

DLKRMFSNPYPLLGSLLGVGCG 

KKVLASVTCIWVLLGPSLLPPT 

RTCQTMNNKKIMKVMMRIKR 

MMTDTMAS 


9795 


40163 


A 


9856 


1 


1005 


FRGRAVKMAAVVEVEVVGGA 
AGERELDEVDMSDLSPEEQWR 
VEHARMHAKHRGHEAMHAEM 
VLILIATLVVAQLLLVQWKQRH 
PRSYNMVTLFQMWVVPLYFTV 
KLHWWRFLVIW1LFSAVTAFVT 
FRATRKPLVQTTPRLVYKWFLL 
IYKISYATG1VGYMAVMFTLFG 
LNLLFKIKPEDAMDFGISLLFYG 
LYYGVLERDFAEMCADYMAST 
IGFYSESGMPTKHLSDSVCAVC 
G QQIF VD V SEEG DH\ETT YRLSC 
NHVSHEFCIRGWCIVGKKQTCP 
YCKEKVDLKRMFSNPWERPHV 
MYGQLLDWLRYLVAWQPVIIG 
VVQGrNYILGLE 


9796 


40164 


A 


9857 


28 


267 


LN1GKGDSKKPRGKMSSYAFFV 
QTCREEHKKQHPDASVNFSEFS 
YKKDIAAY*AKGKPDAAKKGFI 
KAEKSKK KK.EEEED 


9797 


40165 


A 


9858 




194 


MGKGDPKKLRGKMSSYAFFVQ 
TCQEEHKKQQPDASVNFSEF/S 
KKCSERWKTMSAKEKSEDMA 
KL 


9798 


40166 


A 


9859 


241 


958 


HQIF1LFFRKITKHGQRRSLRSPR 

GKMSS\FAFF\VQTCREEHKKRH 

PDASVN\FSEFSKKC/SQRGWKT 

MS\SKEKGKF*RYGQKRDKAR 

YER\EMKTYYPS\KGGDQKRSF 

KDPNAPQGGPPFGPSFLF\CSEY 

DP(t / ii ( 'DPnupr;i c ir:r*\/ avi/i n 
Krts.1 KKc.L'ri ru LolOL/ V AJvivLU 

EMWELTLLQ/SDKQPYEKKAA 

KLKEK.YE1CD1AAYRAKGKPDA 

AKKGVVKAEKSKKKKEEEEDE 

EDEEDEEEEEDEEDEEDEEEDD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9799 


40167 


A 


9860 


2536 


2909 


KSGVPGSRFSSSDKSDTGVTGL 
FSTYFLK.SDFQLQLID1SASTAS 
KSLFSAVLFQEYILSFGLSE1ISTL 
SSAVCWREAPKLSMVGCLAAG 
GKLTGC*AAGCLATDGRTETL 
DAAPAAAALSAV 


9800 


40168 


A 


9861 


5 


1752 


KCTICLRNS/IAVCCGCGQGLSG 

YLNGEGADGAERGGGGSGVEC 

LRAPVCGQAASSI -AASQLA AG 

GQAANHAQLRCLSPADCALML 

FIQVEVLTNSIAMVSVHLEKQP 

LKLVLGELGFRSPAGEEQATPV 

VGGEGLGCIEDSAAVAEGGIAI 

GGIVG1NTALQEVLKPHTIKMQ 

RNNAQLSRRKEPKEGLCGERG 

QDRMSRAKGSSSKGKELPPGCR 

RVTMKPLLVRETQEGQAAERG 

AEEQLQTLGPFAVYRDSPSKNF 

YKRDKMLKGLEEAKVNFVWR 

TNEGFLEEDAGQEFG1QKAVTP 

ALCPSRKAEVPLSCLTLKLSED 

GKAKKAPYNTGPLGLLHLSMC 

SHSRKGFEQLWQLNSGK.LLQG 

PRDSVEGSARRAETAVHCPAVL 

HFAPALLLAALRCQRDLESAAA 

PSHTRSCQHPRLLSGAVQTAGF 

SNPPKVVIQIKWNFLVMLLNFP 

GSTK.L1ARLKQQMNYKEMASQ 

RLTQSMLPHRSRL1GAGPCNRC 

VHPEP V I VTLFG QK VF ARI I K.KN 

QTCLLCSQIWCAHYQQGWICA 

WLAGFGKIYIFSTIGVIDTLSSG 

H1HLQPNCTARDSASWESPA 


9801 


40169 


A 


9862 


1 


668 


MWRLVIQDAKDENGVLVGNR 
VLAHSSLAVLSCLALNNRR1SG 
WTP/CG PSG S PPGFMGRRGTST/ 
RLPTG**CPEGQPPRCPCG*ASG 
CASSPAECRMPATHLPGNSGRV 
PFPPGPVNYSPLRLQAPEQVTG 

o/orWrr o/lvVL.UrLrLcui\rrr 

F/RLPPRPRPAGVAAGSSWGHS 
AASVRRSPGRRPEGESIHPRPPA 
SRLPWLRATREEEAGAPKLGED 
SYPNF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9802 


40170 


A 


9863 


2 


624 


FMG RRGTSTPFPL A DNAPRGSP 
PGAHVVGGWDPDLRRAPVTGF 
SCSGSCSQRGAADWESFPRSPP 
CRASGCASSPAECRMPATHLPG 
NSGRVPFPPGPVNYSPLRLQAP 
EQVTGS/SPWPFS/RPVLGPLPLE 
GS\PPPF/RLPPRPRPAGVAAGSS 
WGHSAASVRRSPGRRPEGESIH 
PRPPASRLPWLRATREEEAGAP 
KLGEDSYPNF 


9803 


40171 


A 


9864 


51 


225 




9804 


40172 


A 


9865 




276 


AFAAIPTNTLLLEQK.ALDEPAE 
TESVSKDNTL*PPVETPTTLPRA 
AGRETKYANLSSPTSTVSESQ/P 
D*AWSNSPSTCKIQNITEKRGGS 
L 


9805 


40173 


A 


9866 


3 


441 


QTNFKGCSKVTSSKLNMSLLW 
TPTGR*GCDRKVEQGPPGDLGT 
AAVRPKSLA1SSSLVS/ACSASK 
TQGTDLKTSSHPEMLHGMAPQ 
QKHGQQYKTKSSYKAFASIPYK 
HIAFGTEDS/STTLPRAAGRETK 
YANLSSPTSTVSESQAD 


9806 


40174 


A 


9867 


123 


417 


SLDLDLFTVSGLLSLDSSG1LTR 
NLEVSAN*VWVGSLLTVGTNV 
KIRGLASEPPAETVSFSSKFLFN 
K.LLFSRFSSSILKENEKERKNER 
HRGSNSV 


9807 


40175 


A 


9868 


153 


1624 


TTRRKSMNPTLSGKYLEDNSDL 

FSEQALDEPAKTESVSKDNTLE 

PPV EL YFPAQLRQQTEELCATI D 

KVLQDSLSMAPSLSPTKQASSS 

LAYMNVERTPSPTLKSNTMLSL 

LQTSTSSSVGLPPVPPSSSLSSLK 

SKQDGDLRG PENPRNIHTYPST 

LASSALSSLSPP1NQRATFSSSEK 

CFHPSPALSSLINRSKRASSQLS 

GQELNPSALPSLPVSSADFASLP 

NLRSSS/APSCQSAHPGAPAQSL 

SSAPT\CGSGTLPSRLGKSESTTP 

NHRSPVSTPSLSISLTRTEELISP 

CALSMSTGPKNKKSKTPTTLPR 

AAGRETKYSKSNDYLTLNAGS 

QQERJDQAKLTCPSEVSGTILQE 

REFEANKLQGMQQSDLFKAEY 

VLIVDSEGEDEAASRKVEQGPP 

GG1GTAAVRPKSLAISSSLVSDV 

VRPKTQGTDLKTSSHPEMLHG 

MAPQQKHGQASAYKGEESNEE 

DWTILKSSRMTNPRKLSDNK1 


9808 


40176 


A 


9869 


1 


762 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9809 


40177 


A 


9870 


1 


537 




9810 


40178 


A 


9871 


490 


681 


MGLVLLHVGKLGSSWLRNGSQ 
ETAGQIISPLSSWHDTGAGAAL 
DFSPGLSCLPVR*GSRRAAPH 


9811 


40179 


C 


9872 


258 


527 




9812 


40180 


A 


9873 


1 


2865 


MLPAFEHQTPSSSAFGLLNLQQ 
WFVRGSRAFGHRLKAALSGSL 
LLKFSDSDWLPCSSACRGPIVG 
LHLVIVYVKSHQNAYRHKNIQL 
KQTLLSCNTTKVRSFIIEVSETR 
NPPAGTNSG HILGTCPG YRY AK 
GKETGKEIIKGPQNPPGYRLCPL 
QAVGGGEFGPTQVHVPFSLSDL 
KQ I R VDLG KFSDDPDRQ YPLRP 
EAHEGLQDILRYLKVQGLVRK 
CSSPCNTRILGVQKPKGQWRLV 
QDLRFINEAVIPL 


9813 


40181 


A 


9874 


3 


177 




9814 


40182 


A 


9875 


255 


1299 


AAVFPLWCWRTRGKCHSLEWR 

PCTVCSWPDSPPKVSAGQALCG 

SETLPLTQTPDIQVPATLESGHP 

ANLLWSAAWKSRKSLIFSWTW 

GTVISLGPRTPHFSEITIIPLPWS 

HGSS1TFQVTFPRFHVTTEMTIQ 

LNVSSPVALENATSLSVLKNQS 

LRFVYVTDSNPPARLSWTWEG 

QALNLSQSSESAVLELPPVESC 

DGGEFVCQAQHPLGSQHVS1 SL 

SVQSDSVISIEEGVLQTLGFTL1R 

G1LMGTSCTFICGFTWICCTSPV1 

PKPGTQSCFSTRDSATLPDACG 

SPGPKRVWMCSESHQPLCAVP 

DEDEQELHYAVLHFHKVQPQE 

PKVTDTEYSEIKIH1C 


9815 


40183 


A 


9876 


27 


385 


ASTTTGSGTSTAAARCTAWSPG 
PL VTA V EKFEAEA AALGQRI ST 

t rw/^CDnDi r*\/t?iv4i Mr*r\r \ai i 
LkJ KAjbr Ur L\J VKMLIN Ul^LlVl LL 

E RTFLNPRA FPEERY YSH VL WA 
/PSHGLRSHIPG\LSNACSRARDT 
ASGSEAWAEG 


9816 


40184 


A 


9877 


160 


480 




9817 


40185 


A 


9878 


19 


433 


GLDHGWAGDRWRTRPVVGAG 
EGRAPRLNSPSGQIRSPGPGDLS 

IVnWWIRVFNBQQPVVf;! ywnp 
1 1 U1N Wlrv i r rNrvoor V I OLVr\ur 

SSHQAVARTAGSVILRLSDSFFL 
PLKVSDYSETLRSFLQAAQQDL 
GALLEQHSISLGPLVTAVEKFE 
AKAAAL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9818 


40186 


A 


9879 


1 


996 


MALSKERSTVTRTQWARKTML 

QGETIQISESVSTYLRPYSVSGT 

VLGTNMSKTSAR1YPTYHTAFD 

TFDYVDKFLDPGFSSHQAVART 

AGSVILRLSDSFFLPLKVSDYSE 

TLRSFLQAAQQDLGALLEQHSI 

SLGPLVTAVEKFEAEAAALGQR 

ISTLQKGSPDHVLWA/PSHGLRS 

H1PG\LSNACSRARDTASGSEA 

WAEVQRQLSIVVTALEGSVEAL 

HEVLQLPAALRACPPLRKALAV 

DAAFREGNAARLFRLLQTLPYL 

PSCAVQCHVGHARREALARFA 

R A FSTPKGQTLPLGFM VNLLA 

WMDSGKHGTCARPTGCPWTER 

RELCS 


9819 


40187 


A 


9880 


66 


744 


RAHEDRERSGVQ1RTQSWNGG 

KREKDFLHQSG\LETLLMKGC 

WRKSKTSARIYPTYHTAFDTFD 

Y VDKFLDPG FSSHQA VARTAG 

SVILRLSDSFFLPLKVSDYSETL 

RSFLQAAQQDLGALLEQHSISL 

GMHSPDPEVRMLNDQLMLLER 

TFLNPRAFPEERYYSHVLWA/PS 

HGLRSHIPG\LSNACSRARDTAS 

GSEAWAEVQRQLS1VVTALEG 

AAATLRPVADL 



1297 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9820 


40188 


A 


9881 


2 


2241 


PRVRRMQWTKVLGLGLGAAA 

LLGLGI1LG H FA 1 PKKANSLAPQ 

DLDLEILETVMGQLDAHR1REN 

LRELSREPHLASSPRDEDLVQL 

LLQRWK.DPESGLDSA EASTYE 

VLLSFPSQEQPNVVD1VGPTGG1 

IH SCHRTEEN VTGEQGGPD V VQ 

PYAAYAPSGTPQGLLVYANRG 

AEEDFKELQTQGIKLEGTIALTR 

YGGVGRGAKAVNAAKHGVAG 

VLVYTDPADINDGLSSPDETFP 

NSWYLPPSGVERGSYYEYFGDP 

LTPYLPAVPSSFRVDLANVSGF 

PPIPTQPIGFQDARDLLCNLNGT 

LAPATWQGALGCHYRLGPGFR 

PDGDFPADSQVNVSVYNRLEL 

RNSSNVLGIIRGAVEPDRYVLY 

GNHRDSWVHGAVDPSSGTAVL 

LELSRVLGTLLKKGTWRPRRSI 

VFASWGAEEFGL1GSTEFTEEFF 

NK.LQERTVAYINVDISVFANAT 

LRVQGTPPVQSVVFSATKEIRSP 

GPGDLSJYDNWIRYFNRSSPVY 

GLVPSLGSLGAGSDYAPFVHFL 

GISSMDIAYTYDRSKTSARIYPT 

YHTAFDTFDYVDKFLDPGFSSH 

QAVARTAGSV1LRLSDSFFLPLK 

v^riVQPXi i?w:t"i ha Annni p,a i 

V oU i i>o 1 LK&r LyAAyyULuAL 

LEQHSISLGPLVTAVEKFEAEA 
AALGQRISTLQKGSPDPLQVRM 
LNDQLMLLERTFLNPRAFPEER 
YYSHVLWAPSHGLRSH1PG\LS 


9821 


40189 


A 


98 . 82 


1 


1962 
















MEYYAALKKDEFMSFVGTWM 
KLETIILSKV\CQGQKVKHHMFS 
LTGALLVRGPWA 


9823 


40191 


A 


9884 


1 


378 




9824 


40192 


A 


9885 


1 


681 




9825 


40193 


A 


9886 


1 


3174 


MEYYAAIKNDEFMSFVGTWM 

KLETI1LSKLLQGQKTKHRMFSL 

IGSIIVKVPSSLQAHLQLSGKEV 

DVNSEVHVQEMAEARKDDVV 

TVTDAEKALDK1QHLFMVKTLS 

KIGIQGTYLNVIKAIYDKPTANII 

LNGEKLKAFPLRNETRQGCPLS 

PLLFNTVLKVLARAVRQEKEIK 

GIQIGKEEVILSLFADDMIVHLE 

NPIVSAQNLLKLIDNFSKVSGY 

K1NVQKSQAFLYTNNRQTESQI 

MSELPFTIASER 


9826 


40194 


B 


9887 


1 


352 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9827 


40195 


A 


9888 




430 


FFFPLPVAGLRRPRPRLGPVPPR 
PRVPPPQDRAATMKK.FFQEFKA 
DIKFKSAGPGQKLKES VGEKAH 
KEKPNQPAPRPPRQGPTNEGTD 
GSRCCPQP/WLEQKQSRAWGPH 
IAGHHPKPGEKGTSSRSHRQRE 
PRGPRDQRG1 


9828 


40196 


A 


9889 


1 


1062 


MKKFFQEFKADIKFKSAGPGQK 
LKESVGVWGRPNGLMSVKGN 
CECGNLWLLYPEVAALAAEAE 
GPEVGSVEDQRRQQGYFVRLG 
SLSARIRHLAYEHSVGKLRQSK 
HRAQDTLAQLQETLELVDHMP 
CGVTPTAPARPGKVHELWGEW 
RQRPP/REPPPE\QAELETLVLAR 
SLTHELQGTVEALEFSVWGLPA 
GAQEKVAEVRRSVDALQTAFA 
DARCFRDVPAAALAEGRGRVA 
HAHACVDELLELVVQAVPLPW 
LVGPFAPILVERPEPLPDLADLV 
DEVIGGPDPRWAHLDWPAQQR 
AWEAEHRDGSGNGDGDRMGV 
AGD1CEQEPETPSCPVKHNPDA 
RAGLLTHGPVEAG 


9829 


40197 


A 


9890 




285 




9830 


40198 


A 


9891 


2 


138 


FFFLGFHVFYSIPLIPRDNSF*GV 
FSSLDL1TAVFVTLAELRSVT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9831 


40199 


A 


9892 


121 


2320 


EM AFQKA VKGTl LVGGGALAT 

VLGLSQFAHYRRKQMNLAYVK 

AADCISEPVNREPPSREAQLLTL 

QNTSEFDILVIGGGATGSGCAL 

DAVTRGLKTALVERDDFSSGTS 

SRSTKLIHGGVRYLQKAIMKLD 

IEQYRMVKEALHERANLLEIAP 

HLSAPLPIMLPVYKWWQLPYY 

WVGIKL\YDLVARKANCLKSSY 

VLSKSRALEHFPMLQKDKLVG 

AIVYYDGQHNDAXRMNLAIALT 

AA\RYGAATANYMEVVSL\LKK 

TDP\QTGK\VHVSGARCKGCPST 

GQEFDVRAKCV1NATGPFTDSV 

RKMDDKDAAAIACQPSAGVHIV 

MPGYYSPESMGLLDPATSDGR 

VIFFLPWQKMT1AGTTDTPTDV 

THHP1PSEEDINFILNEV\RNYLS 

CDVEVRRGDVLAAWSGIRPLV 

TDPKSADTQSISRNHVVD1SESG 

LITIAGGKWTTYRSMAEDT1NA 

AVKTHNLKAGPSRTVGLFLQG 

GKDWSPTLYIRLVQDYGLESEV 

AQHLAATYGDKAFEVAKMAS 

VTGKRWPIVGVHLVSEFPY1EA 

EVKYGIKEYACTAVDM1SRRTR 

LAFLNVQAAEEALPRJ VELMG R 

ELNWDDYKKQEQLETARK\FL 

YYEMGYKSRSEQLTDRSEISLL 

PSD1DRYKKRFHKFDADQKGFI 

TIVDVQRVLESIMVQMDENTLH 

EILNEVDLNKNGQVELNEFLQL 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9832 


40200 


A 


9893 


1 


2020 


MLKPLMGGGAHRRAAAGARK 

WDGTA1IASTSGLEVLWVTTSR 

SKTVESVGLAKPGQHNDARMN 

LA1ALTAARYGAATANYMEVV 

SLLKKTDPQTGKVRVSGARCK 

DVLTGQEFDVRAKCVINATGPF 

TDSVRKMDDKDAAAI\CQA\SA 

GVHIVMPGYYSPESMGLLDPAT 

SDGRVIFFLPWQKMTIAGTTDT 

PTDVTHHPIPSEEDINFILNEVR 

NYLSCDVEVRRGDVLAAWSGI 

RPLVTDPKSADTQSISRNHVVDI 

SESGL1TIAGGKWTTYRSMAED 

TINAAVKTHNLKAGPSRTVGLF 

LQGGKDWSPTLYIRLVQDYGL 

ESEVAQH LAATYGDKAFEVAK 

MASVTGKRV/WPIVGVRLVSDF 

PYIEAEVKYG1KEYACTAVDMT 

SRRTRLAFLNLQAAEEALPRLL 

ELMGRELNWDDYKKQEQLET 

ARKFLYYEMGYKSRSEQLTDR 

SEI SLLPSD1DRYKRRCHKFDAD 

QRGFMTVVEVQRVLESINVQM 

DENTLHEILNEVDLNKNGQVEL 

NEFLQLMSAIQKGRVSGSRLAI 

LMKTAEENLDRRVPIPVDRSCG 

GLYFCVRNWWVLGLTDFKNE 

AADPSGVKLQTFTVSVTALKV 

ARLELFVSPGGLVVLLGSGVKL 

QIFAPNMAMHNKAAPPQIPDTR 

RELAELVKRKQELAATLAKFG 


9833 


40201 


A 


9894 


2 


593 


ISSAVEFETSQLSGLWTEQSAA 
RSRGEN1VCGPQGPRG/GPWVP 
AEPTGSPVVSEEPLDLLPTLDLR 
QEMPPPRVFKSFLSLLFQGLSVL 
LSLAGDVLVSMYREVCSIRFLF 
TVVSLL\NLFLSAFWLGLLYLVS 
PLENEPKEMLTLSEYHERVRSQ 
GQQLQQLQAELDKLHKEVSTV 
RAANSERGAKLVFQRLNEGFV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9834 


40202 


A 


9895 


1 


1105 


MRRSSRPGSASSSRKHTPNFFSE 
NSSMSITSEDSKGLRSAEPGPGE 
PEGRRARGPSCGLLFQGLSVLL 
SLAGDVLVSMYREVCSIRFLFT 
AVSLLSLFLSAFWLGLLYLVSP 
LEN EPKEMLTLSEYHERVRSQG 
QQLQQLQAELDKLHKEVSTVR 
AANSERVAKLVFQRLNEDFVR 
KPDYALSSVGAS1DLQKTSHDY 
A DRNTA YFWNRFSFWN YARPP 
TVILEPHYFPGNCWAFEGVQGQ 
VVIQLPG/HECTLSDITLQHPPPS 
VEHTGGANSAPRDFAVFFLLSF 
FTHQGLQVYDETEVSLGKFTFD 
VEKSE1QTFHLQNDPPAAFPKV 
K.1QILSNWGHPRFTCLYRVRAH 
GVRTSEGAEGSAQGPH 


9835 


40203 


A 


9896 


10 


395 


VEPGKRLIDR1VET1CSCFQGPQ 
TDEGVQLQIIKALLTAVTSPHIEI 
H EG Tl LQT VRTC YN I Y L A S KNL1 
NQTTAKATLTQML/NHARSDSG 
KVSTENGDAPRERGSSLSGTN\ 
DGAQEVVKDILEDVVT 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9836 


40204 


A 


9897 


1 


1698 


MLGTSVEDIAQFLHQEERLDST 

QVGDFLGDSARFNKEVMYAYV 

DQLDFCEKEFVSALRTFLEGFR 

LPGEAQKIDRLMEKFAARYIEC 

NQGQTLFASADTAYVLA YSI 1 M 

LTTDLHSP/PDLEMHQPAGARS 

ADRNRCEDALPVWIWA*KRRE 

PEGPH1GRRRVHGPWPR*FGEW 

RSG*KTDGQLPRJGW*DQLAEC 

GCSCGQDFYWVYQTGWKCNS* 

LCPLAVCCVHG*TGFPPPSSHV 

QLA EDCGDII LQH ESDPTTV VS 

NMACDWRSLQ*DKL*MLGTSV 

EDIAQFLHQEERLDSTQVGDFL 

GDSARFNKEVMYAYVDQLDFC 

FKEFVSALRTFLEGFRLPGEAQ 

KI DRLMEKFAARYI ECNQGQTL 

FASADTAYVLAYS1IMLTTDLH 

SPQ1LKCISQLELAQLIGTGVKT 

RYLSGSGREREGSLKGHTLAGE 

EFMGLGLGNLVSGGVDKRQM 

ASFQESVGETSSQSVVVAVDRI 

FTGSTRLDGNAIVDFVRWLCA 

VSMDELASPHHPRMFSLQK1VE 

ISYYNMNR1RLQWSRIWHVIGD 

HFNKTSCDRLRELHVSEVFTVI 

TETRETKGPRDTP1 FIETLVKVK 

Lbt>r KrbbKr IMiVlb 1 rKVLLMj 

a \/i cd \v\ a r.nrni nupiuvc cw\ 
A V L^KJUAU^t^LUivKJn I t>vIN 

DLVEYSPVTEKHLTDGMTVRE 
LCSAAITMSDNTAANLLLTTIG 


9837 


40205 


A 


9898 


1 


492 




9838 


40206 


A 


9899 


1 


3555 




9839 


40207 


A 


9900 


1 


4145 


MFVLKVGCPSLLLRDPRRSLLH 

YTCFTSVPVLVQVGCNPNEDV 

A1FAVDSLRQLSMKFLEKGELA 

NFRFQKDFLRPFEHIMKKNRSP 

TIRDM AIRC I AQM VNSQ A AN 1 R 

SATIFQHHFPAAIDSFQDAVKCL 

SEFACN A AFPVDTSM EA I RL1RF 

ULifN I L\icKrK.VLLD I lolJIJMfM 

VAPGDRVWVRGWFPILFELSC1I 
N RCKLD V RTRG LT VMFEIM KS 
YGHTFEKHWWQDLFRIVFRIFD 
NMKLPEQLSEKS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9840 


40208 


A 


9901 


1 


5477 


MQESQTKSMFVSRALEK1LADK 
EVKRPQHSQLRRACQVALAWK 
LLLIAPLAVGKATPVKMWSNK 
VEQLTVMNMHSAEQETDEIKA 
EIEK.QRLGTAAPPKANFIEADK 
YFLPFELACQSKSPRVVSTSLDC 
LQKLIAYGHITGNAPDSGAPGK 
RL1DRIVETICSCFQGPQTDEGV 
QLQIIKALLTA VTSPH IE1HEGT1 
LQTVRTCYNIYLASKNL1NQTT 
AK.ATLTQMLNVIFTRMENQVL 
QEARELEKPIQSK 


9841 


40209 


A 


9902 


2 


740 


TGWEGRAEAEVPQDDRREPRH 
S/IEVEEEDQK.LVSASLEP1GG/P 
PDCPQKPQ\PQCPLSPSKKWGC 
DLCL*QHKLAQKWRREISTSVP 
SQPGLGPGRTADTGPSLPIATPA 
GQEAGRTPAPPAWSAFDLDST 
VVKMEKGWICS*KYTRSQASC 
SELPRRLGRAGPTEELGMPTQE 
VAPLPARG*GPESLPL/ASRQEF 
LSGRTVRVKLGLPLPLTEGKIV 
LPGGEGGSPHVCPSPWIIERRTA 
DQGVVAE 


9842 


40210 


A 


9903 


1 


1376 


MPSSSVGPARPSLRGSSEQLAW 

LRGIFSYRSSPPPSPQQSSPNQTR 

SRQHYAPSVFEKYTASVTVGSK 

EVTLNLYDTAALAGPWPALHS 

WRPLRGAGCGALEAK.PYTKQ 

WAALGPPMVPGLLRYLLWSLQ 

TLATPGQRPREGPH A HTPRAEA 

TAGQEPARDPKGSARNPEPQRP 

RGKGVRAAPKQGVRGMSIPAQ 

PHASTRAGSERRSE\QRRLLSSF 

TGSCDSDLLKFNQLKFRKKKLK 

FCK.SHIHDWGLFAMEPSGDPLE 

SAWIHARNAPTTTPSQTPHPPPR 

EAGNPNPPPRAPEARGPGHDKA 

AQKACVHGGPNTQHPRPQPEP 

AVPPAALAPPPKHQLSSQASSPS 

RLGRAAERPHKTQQRQTPTHT 

GPFIAAATAEHAPQALPPPAPAP 

HYNRTRPAQLRNPPTPKKGSEE 

PAQPTKHTPATPAKRDPKGGG 

ARRRPARPLQPHSGGEEDEKES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9843 


40211 


A 


9904 


724 


2076 


KLCPCLYHFFHTNVQRHAPFVA 

NPFLLTHIQISTKHPA1VGTTELL 

LCVGGVQRVLQLAPQRLQLLA 

QVPALLLRLGPGHTLRLQVLLG 

LGQGCLSLPQGFQQLGPGPTLV 

FCPLPELLEEDAVGEALATDAD 

ALQDPVAAKLVQHQPWLQLPG 

LGKQPPPLPVSQLEVGRAVPLH 

HPQGALLLLALLEGLQSLLPRV 

HSPFLHDTFRRHRPVPASLQLN 

SFEQLCITTPQKLQQLFNHTMF 

VSPPAVNVQANPAGLLALLDEE 

CWFPK.ATDKSFVEKVAQEQGG 

HPKFQ\RPRHLRDQADFSVLHY 

AGKVDYKANEWLMKNMDPLN 

DNVAALLHQSTDRLTAEIWKD 

VEGIVGLEQVSSLGDGPPGGRP 

RRGMFRTVGQLYKESLSRLMA 

TLSNTNPSFVRCIVPNHEKRAG 

KLEPRLVLDQLRCNGVLEG1RI 

CRQGFPNRILFQEFRQ 


9844 


40212 


A 


9905 


2 


480 


VGCMGCSKGPWRQAFQVDVH 
VSDLALPQCRLQTGMRGAFGK. 
PQGTVARVH1GQVIMSIRTKLQ 
NKEHVIEALRRAK.FKFPGRQKV 
CSAAAPFSHLCPRPPDSVLSIAP 
*IHISKKWGFTKFNADEFEDMV 
AEKRLIPDGCGVKYIPSRGPLD 
KWRALHS 


9845 


40213 


A 


9906 


1 


485 


SDEYDQLCSEALVGAQICAKK 
YIVKCCGKNGFHIRVRLHPFHV 
ICrNRMLACAGTDRLQTGMGG 
AIGKP\QGTVARILIGQVIMSIRT 
KLQNKEHVIEALRRAKF1CFPGR 
QKIHISKKWGFTKFNADEFEDM 
VAEKRLIPDGCGVKY1PSRGPL 
DKWRALHS 


9846 


40214 


A 


9907 


198 


452 


DYYLEGL1NHIVHHDHFLNLQN 
HSSNLPVAE1CYR*RYRKKVQQ 
RIIIAKDYTTELFSNR*LFN 
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SEQID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9847 


40215 


A 


9908 


2 


1968 


SYLHCK.WATMEELEKDPRIAQ 

KIKRFRN KQAQMKHIFTEPDED 

LFNPDYVEVDRJLEVAHTKDAE 

TGEEVTHYLVKWCSLPYEEST 

WELEEDVDPAKVKEFESLQVLP 

EIKHVERPASDSWQKLEK.SREY 

KNSNQLREYQLEGMNWLLFN 

WYNRKNCILADEMGLGKTIQSI 

TFLSEIFLRGIHGPFLIIAPLST1T 

NWEREFRTWTEMNAIVYHGSQ 

ISRQMIQQYEMVYRDAQGNPL 

SGVFKFHVV1TTFEMILADCPEL 

KK1HWSCVIIDEAHRLKNRNCK 

LLEGLKLMALEHKVLLTGTPLQ 

NSVEELFSLLNFLEPSQFPSETA 

FLEEFG DLKTEEQVKKLQSI L K.P 

MMLRRLK DDVEKNL APKQETI 1 

EVELTNIQKKYYRAILEKNFSFL 

TKGANQHNMPNLINTMMELRK 

CCNHPYLFNGAEEKILEDFRKT 

H SPDAPDFQLQG\M1QA\AGKL 

VL1DKLLPKLIAGGHKVLIFSQM 

VRCLDILEDYLIQRRYTYERIDG 

RVRGNLRQAAIDRFCKPDSDRF 

VFLLCTRAGGLGINLTAADTC1I 

FDSDWNPQNDLQVPEGRIQKV 

u/cnMC\t/Dij a rtonn\i a a a \ n 
WrJ,l^IVIi> W rKAv^rt^UJN A A A ALL 

QDFGSQLGVQSEETGPFHNRQK 
QDSGNSHTAPRGRESFIKPPSSR 
DLLPLKIQKEGPATNYNS 


9848 


40216 


C 


9909 


223 


402 
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SEQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9849 


40217 


A 


9910 


1 


1710 


MFEKAARQEWIQVAKSVTRVA 

MSSYTFQK.NPDLISVGEDVEKK 

LELSYAAVTMAWGQYGDYGY 

PYQQYHDYSDDGWVNLNRQG 

FSYQCPQGQVIVAVRS1FSKKE 

ADSVSRASATGPDSGQFFLLER 

VGTCKTTAEAQPQRDDPYLVT 

RTVEGLSRTVEGVGRGLTQAA 

AGEGAGAVEAAW/NSLCGPFSS 

TPMASDEETEA1RGHETRPDDT 

AKNSGA1QQHSQCSWPLYY/RA 

PHSVKRYQTCSNNGLVAGFQS 

RYFESVLDREWQFYCCRYSKR 

CPYSCW/LSLAADQTLMTPGVG 

EAPRKCSSFRKGNRTIEPALTGP 

KSPTYSVGMPSLKLRPNDSHPS 

A VLLLPNF WLTTE YPG H YG EE 

MDMISYNYDYYIRGATTTFSAV 

ERKEERRERKGIGDKKHTEPTV 

LVWAAIPHYLRLGNLRTIEIYFH 

SSGSWKVQDQVDPEEEPARQN 

HRDRVPCHTPPLGGQEGDSQPV 

VMRAKDHYELEKQKALGQVE 

DEEDLCQQQRLPEQTYGSEEAP 

QEAKKNLGSPEPNSQAGAQKPI 

SMATNRAVFDVTCNFSPHWLQ 

CLQSRSLSPEDPGL 


9850 


40218 


B 


9911 


101 


1237 




9851 


40219 


A 


9912 


1 


622 


NLSDRH RGSHLESQHFQRLKQE 
DLLSPR1QDQPGQHWETLSHINI 
VVIGHVDSGKSTTTGHLIYKCG 
G 1 DKRTIEKFEKEAAEMGKGSF 
KYAWVLDKLKAERVERGITIDIS 
LWK.FETSKYYVTIIDAPGHRDFI 
KNMITG\TSQADCAVL1VAAGV 
GEF\EAGISK\NGQT\REHALPG/ 
YSQKRYEEIVKEVSTYIKKIGYT 
PDTVACVP 


9852 


40220 


A 


9913 




762 


VVQTQISKTADELISYWGTSFPP 
PFAASLTLYELEYCITIDISLWK 
FETSKYYATVIDAPGHRDFIKN 
MITGTSQADCAVLIFAAGVGEF 
EAVTFAPVNVTTEVKSVEMHH 
EVLSEALPGDNVDFDVKNVSV 
KEVHHGNVAGQISAGCAPVLD 
CHMAHIACKFAKLKKKTGSTS 
GKKLEDGPTFLKSGDAAIVDM 
VPGKPMCVESFSVYPPLSRFAV 
CDMRQTVAVGVIEAMDKMAAV 
GAGKVTMSAQKAHNAK 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9853 


40221 


A 


9914 


1 


618 


MVQARPGAHPTLLPGPTAAWV 
SGFSGGGSDLTGAREAQERGR 
WSPTESSSASVSPVAKVSKFTLS 
SELEGGDYPKERERTGGGPGRP 
PDWTPHGTGA\LQSPHPRTAPA 
PHPTPCPGRPRDAGQRSPGAPA 
WSPRVHRPTPSLLPPRRWTAAA 
LWAAWQRPLPASQPGRGTSPG 
NPGPGRTPPSPQEVGSPGH1HIS 
LRTGFPPTL 


9854 


40222 


C 


9915 




406 




9855 


40223 


A 


9916 


1379 


2096 


NGGGCGAARGGAAPGEGTRRG 
ACWATRGLPGTGRSAAAPARR 
GERQQLAMDVFLMIRRHKTTIF 
TDAKESSTVFR/ELKRIRRGQSS 
KRPPDEQRL\YK\DDQLLD\DG\ 
KTLGECGFVTSQNRHRPQAPAT 
VGSGLPASSAASSTDDTFEALCI 
EPFSS\PPEL\PDVDGRPQGFGEG 
SAQLNKAVQVETPQEGP1FPQL 
KGDLGSLPGCCLFFPPLPGMGP 
TPCGLLLGLVLGSSCAVLSPRS 


9856 


40224 


A 


9917 


1 


695 


MAHAGRTGYDNREIVMKYIHY 

KLSQRGYEWDAGDVGAAPPG 

AAPAPGIFSSQPGHTPHPAASRD 

PVARTSPLQTPAAPGAAAGPAL 

SPVPPVVHLALRQAGDDFSRRY 

RGDFAEMSSQLHLTPFTARGRF 

ATVVEELFRDGSVNREMSPLW 

DNIALWMTEYLNRDLHTWIQD 

NGGWPWDFLIGATTPVTIPYLP 

YHSTEECQL1NVKGTAEFKIPFA 

KPDEM1QAKIIDGC 


9857 


40225 


A 


9918 


3 


422 


C S L K.NWRE VL ALL LT Y SGTEKF 
PELCXDLMEKVMVLNRSLEQLR 
GPH/GGSAVLGQQSPPFPFPRIV 
VGATLHSKETSSYRLGSQPSHQ 
VPTPSPRPRVFTPQSSPAMPLAP 
SHPSPYQGPRTQNISDYRAPGP 
QA1QPLPL 


9858 


40226 


A 


9919 




849 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9859 


40227 


A 


9920 


3 


868 


NSSPPFPFPRIVVGATLHSKETS 

SYRLGSQPSHQVPTPSPRPRVFT 

PQSSPAMPLAPSHPSPYQGPRT 

QN1SDYRAPGPQAIQPLPLSPGV 

RPGPQDSWKEAPAPRGNLQRN 

KLPETFMPPAPITGPS/IM/RPHP* 

ATRDSSLTAPLSPV*VMLPQEF 

QENS\PAGDKDNVFPSLGKPPSP 

PCVQVMVDGPHSSR/PCAEGD 

WVQVPGVLTAEKGRLLISPTLL 

*WEQCDCESLGTSP*GSHEKDS 

LPLWPFSLLLYQQLQHLPPEKM 

ERK.ELPPEHQSLKSSFEALLQRC 


9860 


40228 


A 


9921 


1 


307 


MKLKELERPAVQAWSPASQYP 

LYLATGTSAQQLDSSFSTNGTL 

E1FEVDFRDPSLDLKHRGVLSA 

LSRFHKLVWGSFGSGLLESSGV 

1VGGGDNGMLILYNVTHILSSG 

KEPVIAQKQKHTGAVRALDLN 

PFQPPEDIKALSWNRQAQH1LSS 

AHPSGKAVVWDLRKNEPIIKVS 

DHSNRMHCSGLAWHPDIATQL 

VLCSEDDRLPVIQLWDLRFASS 

PLKVLESHSRGILSVSWSQADA 

ELLLTSAKDSQILCRNLGSSEPC 

PRLVF1SQVTTESEFLMRSAELQ 

EALGSGNLLNYCQNKSQQALL 

QSEKMLWQFLKVTLEQDSRMK 

FLKLLGYSKDELQKKVATWLK 

SDVGLGESPQPKGNDLNSDRQ 

QAFCSQASKHTTK.EASASSAFF 

DELVPQNMTPWE1P1TICDIDGLL 

SQALLLGELGPAVELCLKEERF 

ADA1ILAQAGGTDLLKQTQERY 

LAKKKTK1SSLLACVVQKNWK 

DVVCTCSLKNWREALALLLTY 

SGTEKFPELCDMLGTRMEQEGS 

RALTSEARLCYVCSGSVERLVE 

CWAKCHQALSPMALQDLMEK 

VMVLNRSLEQLRGPHGVSPGP 

ATTYRVTQYANLLAAQGSLAT 

AMSFLPRDCA/PAARD1YAPSTN 

YCSSYEPHP*ATRDSSLTAPCLQ 

SASAPAT*EDGKEGAAPRASVL 

EEQL*GASPTLLPVCN*LKDKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9861 


40229 


A 


9922 


3 


2751 


SVSWSQADAELLLTSAKDSQIL 
CRNLGSSEVVYKLPTQSSWCFD 
VQWCPRDPSVFSAASFNGW1SL 
YSVMGRSWEVQHMRQADK1SS 
SFSKGQPLPPLQVPEQVAQAPLI 
PPLKKPPKWIRRPTGVSFAFGG 
KLVTFGLPSTPAHLVPQPCPRL 
VFISQVTTESEFLMRSAELQEAL 
GSGNLLNYCQNKSQQALLQSE 
KMLWQFLKVTLEQDSRMKFLK 
LLGYSKDELQKKVATWLKSDV 
GLGESPQPKGNDLNS 


9862 


40230 


A 


9923 


363 


543 




9863 


40231 


A 


9924 


2 


737 


EAETEYFVRCIKHMFTNH1VFQ 

LFHLLTFQFDCTNTLNDQLLEK 

VTVQMEPSESYEVLSCIPAPSLP 

YNQPGICYTLVRLPDDDPTAVA 

GSFSCTMKFTVRDCDPNTGVPD 

EDGNDDEYVLEDLEVTVSDHIQ 

KVLKPNF\AAAWEE\VGDT\FEK 

EETFALSSTKTLEEAVN\NIITFL 

GMQPCERS\DKVPENQD\SHSL 

YLAGIFRGGYDLALVRARLALA 

DGVTMQVTVRCKHRTPVDI1LA 


9864 


40232 


A 


9925 


327 


464 


GSPTTRPAKPLTLSSGHLRSRPR 

WAEGPQYHLP*ISAPRAKLGV 

MM 


9865 


40233 


A 


9926 


2 


1179 


WQPDIGPYGGLLNVVVDGLF11 

GWMYLPPHDPHVDDPMRFKPL 

FR1HLMERKAATVECMYGHKG 

PHHGHIQIVKKDEFSTKCNQTD 

HHRMSGGRQEEFRTWLREEWG 

RTLEDIFHEHMQEL1LMKFIYTS 

QYDNCLTYRRIYLPPSRPDDLIK 

PGLFKGTYGSHGLEIVMLSFHG 

RRARGTK1TGDPNIPAGQQTVEI 

DLRHRIQLPDLENQRNFNELSRI 

VLEVRERVRQEQQEGGHEAGE 

GRGRQGPRESQPSPAQPRAEAP 

SKGPDGTPGEDGGEPGDAVAA 

AEQPAQCGQGQPFVLPVGVSSR 

NEDYPRTCRMCFYGTGLIAGH 

GFTSPERTPGVFILFDEDRFGFV 

WLELKSFSLYSRVQATFRNAD 

APSPQAFDEMLKNI\QSLTS 














TG K.FPSC/CLLSFYGTGLIAGHG 
FTSPERTPGVFILFDEDRFGFVW 
LELKSFSLYSRVQATFRNADAP 
SPQAFDEMLKNIQSLTS 


9867 


40235 


A 


9928 


1 


3651 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9868 


40236 


A 


9929 


1 


3720 


MEEMFGGGAADDYGKAGPPE 
DEGDPKAGAGPPPGPPAYDPY 
GPYCPGRASGAGPETPGLGLDP 
NKPPELPSTVNAEPLGLIQSGPH 
Q A APPPPPPPPPPPAPA SEPKGG 
LTSPI FCSTK.PKKLLK.TSSFH LL 
RRRDPPFQTPKK.LYAQEYEFEA 
DEDKADVPADIRLNPRRLPDLV 
SSCRSRPALSPLGDIDFCPPNPG 
PDGPRRRGRKPTKAKRDGPPRP 
RGRPRJRPLEVPTTAGPASASTP 
TDGAKKPRGRG 


9869 


40237 


A 


9930 


503 


739 


QGWRRRRPISKISESRNMQNFL 
HALSNCLPEGGA*DRCSSRLEE 
GRQLPPLLLGSLQVAKKSGGTG 
WMVRCSQCLFLG 


9870 


40238 


A 


9931 


1 


1148 


MGGKGDDSWVISATPLGKCCA 
AVPLGGNPTLRVDQLWRKQRP 
PLQQCTASAPGGWVTSLMGAG 
THAANTGFQLVWSSKRPMYKV 
LQAFFGVQRSDRSAMNGQGFS 
KCVGMP1THTRQQADLGRGPE 
ETEDK.KQQSRGSDELRSEGEEP 
EPYLLRTSKWKDKER1LKAARE 
MKQ1 1YNGA P1HLA ADFS VETL 
QAKKEWCD1FKVLKKKTFYPK 
MVLTAGPSHPQSV1SVSFTGLA 
NAASLTMSPDLHGQPGFAGLSS 
VAAVDWQWALLRPSPPQGRM 
G LLP1CQATQGPQLC VASPSDK 
EGFLLLFGKEIARLTNKGGARL 
YKCD1VQGVCCEDPLATLDWE 
LRPDLEQGERPTPERHKPFLLG 
KSFSAPLIKICRYEWQMF 


9871 


40239 


A 


9932 


333 


689 


NSFLTCILPPVSPTDLLQPSAQ 

WKQLSLARRNVHSTRLAGARR 

CAASGPSPVAAHCYHPVSGHSR 

LLHGCQHGHWGSWQVPEVPPG 

SPFSLAPVWKRRQTALPAILHL 

PVEHYYPEL 



1311 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9872 


40240 


A 


9933 


84 


933 


PLTSPEAFSNRCGLRGPPVPCVP 
VGRLQFYNDVSSLGICLPDSSCC 
SSWHGPHSLHH/HVQACKASIR 
ASGTAASANCAFSRYHVHCSIA 
FQIKVLHNLIVLTVIIPAAEHMA 
WGPGIAQPNPPHRASGHSSWGP 
EVGPKLSTTA1LVGTYPQVPPV 
GLETGPPSLFQPLP1STHTAWNT 
ENCPANATV1AHPTLAAQGTKN 
PPTLLVHHCHYQHLSLKDDGT 
RRENSLKLGEGKVILQTEGIQK 
GMDPTMEYATNYWKKLQLWK 
RRQTALPA1LHLPVEHYYPEL 


9873 


40241 


A 


9934 


1 


627 


MESLDTETSTWGECHRKIRGM 
VPQVKELAEEEEAPPDGAVAE 
YRREKQKYEALRKQQSKKGTS 
REDQQI1IKNLPCTNHCIWQSTH 
EHIPALSDLSGKRAKQVIPVKG 
GEHYERTLALLNQFKSK.LTQAI 
AETPEND1P\ETEV\EDDEGWMS 
HVL\QFEGKSRKSGKVPSMQDS 
DTFEIYDPRNP/LVNKRREGKK. 
AKSLMREKKERRLK 


9874 


40242 


A 


9935 


1 


371 


PMR.PAFTRVEMARVLMERNQY 
KER.LMELQEAVRWTEMIRASR 
EHPSVQEKKKSTI WQFFSRLFSS 
SSSPLRPKRPYPSVNIHYKSPTE 
GCSV\AAGFSPPPCHLHCDVCPL 
PRLFPQDLEVTPG 


9875 


40243 


A 


9936 


2 


186 




9876 


40244 


C 










9877 


40245 


c 


9938 


161 


341 




9878 


40246 


c 


9939 


303 


439 




9879 


40247 


c 


9940 




, 419 




9880 


40248 


c 


9941 




307 




9881 


40249 


A 


9942 


3 


80 


YNPAPYKEKTITL/PCPRKLGPP 
QGS/S*NGPPSSSSSSQCSVSFND 
PHLPEGQ VQAAR* WAPPGI L 


9882 


40250 


c 


9943 


249 


427 




9883 


40251 


A 


9944 


90 


244 


TVVPHDPCGTDAHVCETHMD 

MCPSHSVMLCGWLTFAEFRGA 

MGEGG RESFLLNQASFCY*CSQ 

AGFSSNLWRCSRAGRGNTADE 

LWCHMTLVAQMPTYVKHTWT 

CVPATVLCSVAGSPLLSSGVQW 

GREGGKASS 


9884 


40252 


C 


9945 


4 


204 




9885 


40253 


c 


9946 


340 


497 




9886 


40254 


c 


9947 


158 


184 





1312 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 


9887 


40255 


A 


9948 


200 


386 


LFYTME*IMAFLLSSSSSPGRPF* 
R1LGGAKVYAGMQRYSFFLIGS 
R1ITYLGIFGRELYFC 


9888 


40256 


B 


9949 


47 


622 




9889 


40257 


A 


9950 




630 




9890 


40258 


A 


9951 


1 


782 




9891 


40259 


A 


9952 




677 


MHGLGRWDACPQDEMSESGQ 
SSAAATPSTTGTKSNTPTSSVPS 
AAVTPLNESLQPLGDYGVGSK 
NSKRAREKRDSRNMEVQVTQE 
MRNVSIGMGSSDEWSDVQD1ID 
STPELDMCPETRLDRTGSSPTQ 
GIVNKAFGINTDSLYHELSTAG\ 
S*VIGDVDEGADLLGNNDRKK 
VYTSVQTRPPQACTFSVRLVES 
THAELVG1EGRLYHKIHPLRVH 
GAVGYSVLT 


9892 


40260 


C 


9953 


202 


366 




9893 


40261 


A 


9954 




2429 


MKEGGWGCDPVGRGVTSGHV 
LQMKLLPFRQKKAHIME1QLNG 
GTVAEKVAWAQARLEKQVPV 
HSVFSQSEVIDVIAVTKGRGVK 
GVTSRWHTKKLPRKTHKGLRK 
VACIGAWHPARVGCSIARAGQ 
KGYHHRTELNKK1FRIGRGPHM 
EDGKLVKNNASTSYDVTAKS1T 
PLGGFPHYGEVNNDFVMLKGC 
IAGTKKRV1TLRKSLLVHHSRQ 
AVENIELKFIDTTSKFGHGRFQT 
AQEKRAFMADGLSLSPAASDS 
DYPPGEMFLDSDVNPEDPGAD 
GVLAGITLVGCATRCNVPRSNC 
SSRGDTPVLDKGQGEVATIANG 
KVNPSQSTEEATEATEVPDPGP 
SEPETATLRPG PLTEH V FTDPA P 
TPSSGPQPGSENGPEPDSSSTRP 
EPEPSGDPTGAG SSA APTM WLG 
AQNGWLYVHSAVANWKKCLH 
SIKLKDSVLSLVHVKGRVLVAL 
ADGTLAIFHRGEDGQWDLSNY 
HLMDLGHPHHSIRCMAVVYDR 
VWCGYKNKVHVIQPKTMQ1EA 
SAGQGPGEGKRLLLASSSPASSI 
RKSTRPTHDST\KSFDAHPRRES 
QVRQLAWIGDGVWVSIRLDST 
LRLYHAHTHQHLQDVD1EPYVS 
KMLGTGKLGFSFVRITALLVAG 
SRLWVGTGNGVVISIPLTETVV 
LHRGQLLGLRANKTSPTSGEGA 
RPGGIIHVYGDDSSDRAASSFIP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihlc nucleotide insertion) 


9894 


40262 


A 


9955 


9 


452 


K1KVLSKNSQVTDFPVPTLLND 
GQCLGYNSTPYKEKA1TL/PCPR 
KLGPPQGSFKTA/APSSSSPSFNF 
FNGSQNSVTNFWSSCFH*KVLI 
LKTNNLKLPHAKKKTKVV/LQ 
NILLSF*RFYDALLSLTSLLLLN 
LNGQLKQTVMRPFFHH 


9895 


40263 


A 


9956 


1 


3223 


ATATPSTTGTKSNTPTSSVPSAA 

VTPLNESLQPLGDYGVVSKNSK 

RAREKRDSR\NMEVQVTQEMR 

NVSIGMGSSDEWSDVQDIIDST 

PEL DMCPETRLDRTG SSPTQG I 

VNKAFGINTDSLY\HELSTAGS\ 

EV1GDVDEGADLLGEFSGMGK 

EVGNLLLENSQLLETKNALNV 

VKNDLIAKVDQLSGEQEVLRG 

ELEAAKQAKVKLENRIKELEEE 

LKRVKSEAIIARREPKEEAEDVS 

SYLCTESDKIPMAQ 


9896 


40264 


B 


9957 


176 


658 




9897 


40265 


A 


9958 


2 


5671 


AGGPCVRSSRELWT1LLGRSAL 

RELSQ1EAELNKHWRRLLEGLS 

YYKPPSPSSAEKVKANKDVASP 

LKELGLRISKFLGLDEEQSVQLL 

QCYLQEDYRGTRDSVKTVLQD 

ERQSQAL1LKIADYYYEERTCIL 

RCVLHLLTYFQDERHPYRVEY 

ADCVDK.LEKELVSKYRQQFEE 

LYKTEAPTWETHGNLMTERQV 

SR WF VQCLREQS M LLE1 1 F L Y Y 

AYFEMAPSDLLVLTKMFKEQG 

FGSRQTNRHLVDETMD 


9898 


40266 


A 


9959 




404 


MVDQEAIFGCKNRNNCSHLEPP 
VSRLEGGAFVRDLLSPTQYLLA 
SCPYQYDGSFVIQQIPSSNLFMV 
VVDSSCLCESVAP1TMAPIEIRYI 
LLC\EVHSLPRKPENARECGGA 
PSL\QAQTVLLLLPLLLMLFSR 


9899 


40267 


A 


9960 


1 


1374 




9900 


40268 


A 


9961 


102 


205 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9901 


40269 


A 


9962 


1 


1527 


MVPDAAVLAQLA1RARVNRRW 
PTGLSAPHLCGAACSRCRHAA1 
AKYFGDALPACAKGCDHCQNP 
TAVRRRLEALERSSSWSKTCIG 
PSQGNGFDPELYEGGRKGYGG 
FSRYDEGSGGSGDEGRDEAHK 
RE WN LF YQK.QMQLRKGKDPKI 
EEFVPPDENCPLKEASSRRIPRL 
TVKAREHCLRLLEEALSSNRQS 
TRTA DEAD\FRA KA VELEHETF 
RNAKVANLYKASVLKK.VADIH 
RASKDGQPYDMGGSAKSCSAQ 
AEPPEPNEYDIPPASHVYSLKPK 
RVGAGFPKGSCPFQTATELMET 
TRIREQAPQPERGGEHEPPSRPC 
GLLDEDGSEPLPGPRGEVPGGS 
AHYGGPSPEKKAKSSSGGSSLA 
KGRASKKQQLLATAAHKDSQS 
IARFFCRRVESPALLASAPEAEG 
ACPSCEGVSGTPDWPQRSTQGR 
KMEPGD1RLPLPRLRSASGRGQ 
APARPETRAPLKSSPPLQRTHG 
KGKRPRFPARRTQRASLRRGHA 
PQPIPPS 


9902 


40270 


A 


9963 


2 


99 




9903 


40271 


A 


9964 


115 


1360 


ENGQLHMVNLALDGVRSSLQK 
PRPFRLFPKGFSVELCMNREDD 
TARKEKTDHFIFTYTREGNLRY 
SAKSLFSLVLGFISDNVDHIDSLI 
GFPEQIAEKLFSAAEARQKFTEP 
G\AGL\RALQKFTGGLWEVWVL 
CSLCFLLWKLPDICCKLGDEHE 
LLEHLTNEALSRY*PVTTCR*IV 
SVLF*RLIQQDYRVMKRGLENL 
TLLDLSCKFSSKL*IILMLEEWP 
*RSCSSFSGTGLKVRLLVPSL1FL 
DSTI*YFACANWEFDHSNCKTE 
GWADQVLQIFLPCG*CSFSS*FQ 
VSYPTSRETAESCFRSTLSLVQN 
MHDEAAQRFCEKFPFL*SFLPFI 
CILKAVRLF*KLQFYKEKAPDC 
HGPVLKHEAISSQESKKSKKRP 
FEESETEQNNSSQPSKQKYVCL 
AVEDWDLLNSY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9904 


40272 


A 


9965 


3 


1026 


DNVDHIDSLIGFPEQIAEKLFFA 
AEARQKFTEPGAGLRALQKFTE 
AYGSLVLCSLCLRNRYLVISEK 
LEE1KSFREL1 CLDLSCCKLGDE 
HELLEHLTNEALSSVTQLHLKD 
NCLSDAGVRKMTAPVRVMKR 
GLE\NLTLL\DLSCNP\E1TGGRA 
LGYPLFLFRGNLN\CFRDISGDR 
GSRDIKTLNKHKLQTHIGLVHSK 
VPLKEFDHSNCKTEGWADQIV 
LQWERVTAEAVKPRETSEPIAA 
AQRFYGKRSRAEAPLKACPLAD 
TH\MNSS\EK LQ\FYK.EKAP\DCH 
GPWLKHEAl SKPRSPKKSK1CRP 
FEESETEQNNSSQPSKQKYVCL 
AVE D WDLVLN S Y 


9905 


40273 


A 


9966 


] 


289 


VKHCLHRPILWDPWKTSG1QQ 
VLTPL*KAMEKLEA1LLIICSLE 
AIGLITLPSLSMTQFLQLHVECC 
YVSPDQTPYFIDVETEAMKDEV 
TVHNPHG 


9906 


40274 


A 


9967 


1 


1413 


MVVPPNIAELKNLEVLNFLNNQ 

IEKLPTQISRLQKLKHLNLGFLS 

PCNSMNRLNISPQGFGSLPALE 

VLDLTYNNLNENYLPGNFFYLT 

TLCALYLSDNDFEILPPDIGKLT 

KLQILSNRDNNLISLPKEIRVLT 

QLKELHIQGNRLTVLPPELGSR 

GGSGSRFSAETATGGAQNAPPS 

VLGSAGT1FKAQRRNPSPAALRG 

GSVAA*PSPAAAKYGKDQREH 

LPTAAGDGVGWEPTRDIQVGS 

ATAQALSQANAARGRLSTAQA 

AGSLHVECCYVSPGQTLYFTDV 

E1EAMKDESRGISILYKHRHLK 

VPLDQKLPKSKGHQPDGYGQH 

DHKPQMTSLTRNIATLR 


9907 


40275 


A 


9968 


1 


619 


MNRLNISPQGFGSLPALEVLDL 
TYNNLNENYLPGNFFYLTTLCA 
LYLSDNDFEILPPDIGKLTKLQI 
LSNRDNNLISLPKEIRVLTQLKE 
LH1QGNRLTVLPPELASSSRCGP 
LSHPYAGKRIPRNAVFKFEQNIA 
PWHTPPKKAGREMLLDVTGFP 
EAATSKPPAFLHRRRGRGSWNP 
RSRSSSLQRTPWPPGSREAEYPP 
ASGA 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9908 


40276 


A 


9969 


810 


1672 


GLPSVTMSKSLKKLVEESREKN 
QPEVDMSDRGISNMLDVNGLF 
TLSHITQLVLSHNKLTMVPPNIA 
ELKNLEVLNFFNNQIEELPTQIS 
SLQKLKHLNLGMNRLNTLPRG 
FGSLPALEVLDLTYNNLSENSL 
PG\NFFYL\TTL\RALYLSDN\DF 
EILPPDIG\KL\TKLQILSLRDNDL 
1SLPKEIGELTQLKELHIQGNRL\ 
TVVPPEL\GNLGF*LGQKQVFK 
AENN P WVTPIADQFQLG VSHVF 
EYIRSETYKYLYGRHMQANPEP 
PKKNNDKSKKISRKPLAANNR 


9909 


40277 


C 


9970 


120 


347 




9910 


40278 


A 


9971 


2 


10018 


LC VSPVTAGRPA RSLREMEVEQ 
EQRRRKVEAGRTKLAHFRQRK 
TKGDSSHSEKKTAK.RKGSAVD 
ASVQEESPVTKEDSALCGGGDI 
CKSTSCDDTPDGAGGAFAAQP 
EDCDGEKREDLEQLQQKQVND 
HPPEQCGMFTVSDHPPEQHGM 
FTVGDHPPEQRGMFTVSDHPPE 
QHGMFTVSDHPPEQRGMFT1SD 
HQPEQRGMFTVSDHTPEQRGIF 
TISDHPAEQRGMFTKECEQECE 
LAITDLESGREDEAGLHQ 


9911 


40279 


A 


9972 


2 


5196 


APLDGEVELLQQK.LREKLDEFN 
ELAIQKESADRQVLMQEEEIKR 
LEEMNINIRKKVAQLQEEVEKQ 
KN I VKGLEQDKEVLKKQQMSS 
LLLASTLQSTLDAGRCPEPPSGS 
PPEGPEIQLEVTQRALLRRESEV 
LDLKEQLEKMKGDLESKNEEIL 
HLNLKLDMQNSQTAVSLRELE 
EENTSLKVIYTRSSE1EELKATIE 
N LQENQKRLQKEKAEEI EQLHE 
VIEKLQHELSLMGPVVHEVSDS 
QAGSLQSELLC 


9912 


40280 


A 


9973 


1 


8277 


GEFG SEKKT ALH E KEETLRLQS 

AQAQPFHQEEKESLSLQLQKKN 

HQVQQLKDQVLSLSHEIEECRS 

ELEVLQQRRERENREGANLLS 

MLKADVNLSHSERGALQDALR 

RLLGLFGETLRAAVTLRSRIGE 

RVGLCLDDAGAGLALSTAPAL 

EETWSDVALPELDRTLSECAEM 

SSVAEISSHMRESFLMSPESVRE 

CEQPIRRVFQSLSLAVDGLMEM 

ALDSSRQLEEARQIHSRFEKEFS 

FKNEETAQVVRKHQ 


9913 


40281 


A 


9974 




393 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9914 


40282 


A 


9975 


2 


153 




9915 


40283 


A 


9976 


184 


790 


KFTKHISMNQEDLDPDSTTDVG 
DVTNTEEELIRECEEMWKDME 
ECQNKLSLIGTETLTDSNAQLSL 
LIMQVKCLTAELSQWQKKTPE 
TIPLTEDVLITLGKEEFQKARGQ 
DLEMVLSTKESKNEKLKEDLER 
EQRWLDEQQQIMESLNVLHSE 
LKNKVETFSESR1FNELKTKML 
NIKEYKEKLLSTLGEFLEDHFPL 


9916 


40284 


C 


9977 


23 


217 




9917 


40285 


A 


9978 


25 


100 




9918 


40286 


A 


9979 


1 


2850 




9919 


40287 


A 


9980 


108 


1132 


HPHQVETSRDVAGEQSHAVAF 

MSTGISQADVCRLEWFSAPNLK 

GRPRKXKPCPQRRDSFSGVKDS 

NNNSDGKAVAKVKCEARSALT 

KPKNNHNCKKVSNEEKPKVAI 

GEECRADEQAFLVALYKYNMK 

ERKTRIERJPYLGFNQINLWTMF 

QAAQKLGGYETITARRQWKHI 

YDELGGNPGSTSAATCTRRHYE 

RLILPYERFIKGEEDKAPLPPIKP 

RKQENSSQENENKTKVFGTKR1 

KHE1PKSKKEKENAPKPQDAAE 

VSSEQEKEQETLISQKSIPEPLPA 

ADMKK.K.1EGYQEFSAKPLASR 

VDPEKDNETDQGSNSEKVAEE 

AGEKGPTPPLPSAPL 


9920 


40288 


B 


9981 


177 


3543 




9921 


40289 


B 


9982 


63 


374 
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SEQID 
NO: 


SEQ ID INO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9922 


40290 


A 


9983 


1 


2023 


MGGGSWAPTGLCPLQSLLAMS 

PEKRKLAAQEGQFTEPRPEEPP 

KEKLHTLEEFSYEFFRAPEKDM 

VSMAVLPLARARGHLWAYSCE 

PLRQPLLK.RVHANVDLWD1AC 

QIFVDILPHQPACTSAVVGVSV 

YPQSVSAWSCPSTVLLDSHTML 

RYMGDYPSRQAWPTLELTDQIF 

TLALQHPALQDEVYCQILKHLT 

HNSDRHSEERGWQLLWLCTGL 

FPPSKGLLPHAQKFIDTRRGKLL 

APDCSRRJQKVLRTGPRK.QPPH 

HVEVEAAEQNVSRICHKIYFPN 

DTSEMLEVVANTRVRDVCDSI 

ATRLQLASWEGCSLFIKISDKVI 

SQKEGDFFFDSLREVSDWVKK 

NKPQKEGEEASVELGEGVAGW 

VEGALAASVRPMPIHPSIRSRVS 

LGCGNNQALGPGGAPVTLPYQ 

VYFMRKLWLNISPGK.DVNADT 

ILHYHQELPKYLRGFHKCSRED 

A1HLAGLIYKAQFNNDRSQLAS 

VPK1LRELVPENLTRLMSSEEW 

KKSILLAYDKHKDKTVEEAKV 

AFLKWICRWPT\FGSAFF/EGEG 

KPCPTPGPPTQAASAQPSPSRPS 

VNQHTSWQTSEPSYPDVILIAIN 

RHG VLLI HP\KTKDLLTTYPFTK 

1SSWSSGSTYFHMALGSLGRGS 

RLLSETASLGYKMDDLLTSYVQ 

QLLSAMNKQRGSKAPALAST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9923 


40291 


A 


9984 


428 


2502 


VSKEIVYNKLLPYAERLDAESD 
LQLAQ1KCNLGRAVQLQELWP 
GGLFWTRKLS/TRAGPLALSSLE 
LSPSGDPRVVTEPVKYSSRPPCH 
FPTGLPGSLPSLYVLRICFSRSV 
RVVVFPPGGPWVAQGPRPRGR 
ETWGFTMLLRYIRLYGRKFSKE 
DHVLFIKLLYELVSIPKLEISMM 
QGFARLLINLLKYFPADATAEM 
LEEWRPLMCPFDVTMQKAITY 
FEI FLPTSLPPELHHKGFKL WFD 
ELIGLWVSVQNLPQWEGQLVN 
LFARLATDNIGYIDWDPYVPKG 
GPSKLVQKHLAGLFNSITSFYH 
PSNNGRWLNKLMKLLQRLPNS 
VVRRLHRERYKKPSWLTPVPDS 
HKLTDQDVTDFVQCIIQPVLLA 
MFSKTGSLEAAQALQNLALMR 
PELVIPPVLERTYPALETLTEPH 
QLTATLSCVIGVARSLVSGGRW 
FPEGPTH M LPLLMRALPG VDPN 
DFSKCMITFQFIATFSTLVPLVD 
CSSVLQERNDLTEVERELCSAT 
AEFEDFVLQFMDRCFGLIESSTL 
EQTREETETEKMTHLESLVELG 
LSSTFSTILTQCSKEIFMVALQK 
VFNFSTSHIFETRVAGRMVADM 
CRAAVKDWGKPGDLWNLGIQ 
WHVPSSEEVSFAFYLLDSFLQP 
ELVKLQHCGDGKLEMSRDDIL 
QSLTIVHNCLIGSGNLLPPLKGE 


9924 


40292 


A 


9985 


2 


5396 


AESDLQLAQIKCNLGRAVQLQE 

LWPGGLFWTRKLSTYIRLYGR 

KFSKEDHVLFIKLLYELVSIPKL 

E1SMMQGFARLLINLLKJCKELL 

SRADLELPWRPL YDMVERI L YS 

KTEHLG LN WFPNS VENILKTL V 

KSCRPYFPADATAEMLEEWRP 

L.lVICrrJJ V 1 MV^Fv/vl 1 Y r EjlrL.r I o 

LPPELHHKGFKLWFDELIGLWV 
SVQNLPQWEGQLVNLFARLAT 
DNIGYIDWDPYVPKIFTRILRSL 
NLPVGSSQVLVPR 


9925 


40293 


A 


9986 


1 


477 


VREFPGRRFRGCCGALRPRYKR 

LVDNIFPEDP\GYVCIAMEALDQ 

LLMACHCQSINLFVESFLKMVA 

KLLESEKSNLQILGTNSFVKFA 

NIEEDTPSYHRSYDFFVSRFSEM 

CHSSHDDLEIKTKIRMSGIKSLQ 

G V VRKT VNDE LQ AN I WDPQH 
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SEQ IB 

NO: 


SEQ ID NO: 
of peptide 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9926 


40294 


A 


9987 




2371 


AGGARLRPARGRPPRLLPPRPG 
PCRPPPV PAPTVNERRAPPRAG 
WERRSDAGLSRGARPAEMYGV 
CGCCGALRPRYK.RLVDNIFPED 
PEDGLVKTNMEKLTFYALSAPE 
KLDRIGAYLSERLIRDVGRHRY 
GYVCIAMEALDQLLMACHCQS 
INLFVESFLKMVAKLLESEK.PN 
LQILGTNSFVKFANIEEDTPSYH 
RSYDFFVSRFSEMCHSSHDDLEI 
KTKIRMSGIKGLQGVVRKTVN 
DELQANIWDPQHMDKIVPSLLF 
N LQH VEEAESRSPSPLQAPEKE 
KESPAELAERCLRELLGRAAFG 
NIKNAIKPVLIHLDNHSLWEPK 
VFAIRCFKI1MYSIQPQHSHLVIQ 
QLLGHLDANSRSAATVRAGIVE 
VLSEAAVIAATGSVGPTVLEMF 
N\TLLRQLRLSIDYALTGSYDGA 
VSLGTKIIKEHEERMFQEAVIKT 
VGSFASTLPTYQRSEVILFIMSK 
VPRPSLHQAVDTGRTGENRNR 
LTQ1MLLKSLLQVSTGFQCNNM 
MSALPSNFLDRLLSTALMEDAE 
IRLFVLEILISFIDRHGNRHKFSTI 
STLSD1SVLKLKVDKCSRQDTV 
FMKKHSQQLYRHIYLSCKEETN 

VOk'UVPAI Vni I AI TCTPT AMP 

EVVVDLIRLVLAVQDVAQVNE 
ENLPVYNRCALYALGAAYLNLI 
SQLTTVPAFCQHIHEVIETRKKE 
APYMLPEDVFVERPRLSQNLDG 


9927 


40295 


A 


9988 


I 


662 


IPGSTISWSPAAARGLSVCRCCR 

LHPASAMDLFGDLPEPERSPRP 

AAGKEAQKGPLLFDDLPPASST 

DSG/SSLQALPGSGGPLLFDDLP 

PASSGDSGSLATSISQMVKTEG 

KGAKRKTSEEEKNGSEELVEK 

KVCKASSVIFGLKGYVAERKGE 

REEMQDAHVILNDITEECRPPSS 

LITRVSYFAVFDGHGGIRASKF 

AAQNLHQNLIRKFPKGDVISVE 
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SEQID 
NO: 


SEQ II) NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9928 


40296 


A 


9989 


3 


1145 


KEAQKGPLLFDDLPPASSTDSA 

V A A LGTTPS P VTL W F LQTRRG S 

KIWRNSLDYQSKVGAEPWCHE 

RQQKADRFLGK.RGRVPASSVIF 

GL\KGYVAERKGEREEMQDAH 

VILNDITEECRPPSSLITRVSYFA 

VFDGHGGIRASKFAAQNLHQN 

LVRKFPKGDV1SWEKTVKRCLL 

DTFKHTDEEFLKQASSQKPAW 

KDG ST A TC V L A VDN 1 L Y 1 ANLG 

DSRAILCRYNEESQKHAALSLS 

KEHNPTQ YEERMR1QKAGGN V 

RDGRVLG VLEVSRSIGDGQYK 

RCGCHLCAPTSRRC\QLTPYNDR 

F1/LVWPCDGLF\KVFTPEEAVN 

F1L\SCLEDEKIQTREGKSAADV 

RLRSSPATRLAN KAVAAGARP 

DNVTV\MVVR\IGH 


9929 


40297 


A 


9990 


2 


419 




9930 


40298 


A 


9991 


2 


1842 


CLRL1AAAPPI/A1EPATTSSLALF 

LLLQRDQSSRTRGLPEEKEEVT 

MDTSENRPENDVPEPPMPIADQ 

VSNDDRPEGSVEDEEKKESSLP 

KSFKRK1SVVSATKGVPAGNSD 

TEGGQPGRKRRWGASTATTQK 

KPS1SITTESLKSLIPD1K.PLAGQE 

AVVDLHADDSR1SEDETERNGD 

DGTHDKGLKICRTVTQVVPAE 

GQENGQREEEEEEKEPEAEPPV 

PPQVSVEVALPPPAEHEVKKVT 

LGDTLTRRSISQQKSGVSITIDD 

PVRTAQVPSPPRGK1SNIVHISN 

LVRPFTLGQLKELLGRTGTLVE 

EAFW1DKIKSHCFVTYSTVEEA 

VATRTALHGVKWPQSNPKFLC 

ADYAEQDELDYHRGLLVDRPS 

ETKTEEQG I PRPLH PPPPPP VQPP 

QHPRAEQREQERAVREQWAER 

EREMERRERTRSEREWDRDKV 

REGPRSRSRSRDRRRKERAKSK 

EKKSEKKEKAQEEPPAKLLDDL 

FRKTKAAPCIYWLPLTDSQIVQ 

KEAERAERAK.EREKRRKEQEE 

EEQKEREKEAERERNRQLEREK 

RREHSRERDRERERERERDRGD 

RDRDRERDRERGRERDRRDTK 

RHSRSRSRSTPVRDRGGRR 


9931 


40299 


A 


9992 


1400 


2959 




9932 


40300 


C 


9993 


169 


430 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9933 


40301 


A 


9994 


2 


199 


STSR/KMTELEEVTLNG KPLQ A 
LRVTDLKAALEQRGLAKSGQK 
SALVKRLKGVRSRRCWGVGGE 
RTR 


9934 


40302 


A 


9995 


1 


4033 


MWRRKHPRTSGGTRGVLSGNR 
GVEYGSGRGHLGTFEGRWRKL 
PKMPEAVGTDPSTSRKMAELEE 
VTLDGKPLQALRVTDLKAALE 
QRGLAKSGQKSALVKRLKGAL 
MLENLQKHSTPHAAFQPNSQIG 
EEMSQNSFIKQYLEKQQELLRQ 
RLEREAREAAELEEASAESEDE 
MIHPEGVASLLPPDFQSSLERPE 
LELSRHSPRKSSSISEEKGDSDD 
EKPRKGERRSSRVRQARAAKLS 
EGSQPAEEEEDQETP 


9935 


40303 


A 


9996 




6305 


ELEEVTLDGKPLQALRVT\DLK 
AALEQRGLAKSGQKSALVKRL 
KGALMLENLQKHSA\PHAAFQP 
NSQ1GEEMSQNSF1KQYLEKQQ 
ELL\SSRLEREAREAAELEGKSS 
SISEEKGDSDDDKPRKGERRSS 
RVRQARAAKLAEGSQPA EEEE 
DQETPSRNLRVRADRNLKTEEE 
EEEEEEEEEDDEEEEGDDEGQK 
SRE API LKEFKEEGEEI PR VKPE 
EMMDERPKTRSQEQEVLERGG 
RFTRSQEEARK.SHL 


9936 


40304 


B 


9997 


99 


332 




9937 


40305 


A 


9998 


3 


236 


YIFTILNTLQGVF1LLFGCLMDR 
KIQEALRKRFCRAQAPS/SHHLP 
GELLPSDPQLCIQEHVRRHSMA 
LLRGHGHSQKL 


9938 


40306 


B 


9999 




3099 




9939 


40307 


A 


10000 


355 


858 


RASSAAWGPSRK.TSASSSAFSSS 
CWSSS*QS*SYSSSSLS\HGQGE 
RERQEGPEGRPAAVPHREQRG 

AtntvLt-rtrlrLi L/AIVILWt^n Ln 

RLVPSAGGEHGSRPLLHGELPG 
LRAQRHHAFVENGLL*KGEDV 
VR*Q*ARAGHGGDVHPHHADP 
GHGLLHDPLPAHPPDW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9940 


40308 


A 


10001 




1478 


GRALTSRRRACQGASEAAGSPA 

QVTTSTGHHQHRSHQHRSPPA 

QVTTSTGHHQHRSPAQATTSTG 

HHQHRPPPAQVTTSTGHHQHR 

SPAQATTSTGHHQHRSH\HTGH 

HQHRS/HTSTGHHQHRSPAQAT 

TSTGHHQHRPPPAQVTTSTGHH 

QH\GHQHRPPPA/HGHHQHSSPP 

A/HGHHQHRPPPA/HGHHQH\G 

HHQHSSPPA/HGHHQHR\HHQ\P 

GHHQHRSP/HSTAHHQH\GHHQ 

HSSPPA/HGHHQHHQH\GHHQH 

SSPYQHXGHHQHRPPPA/HGHH 

QHRSH\HTAHHQHRSHQH\GHH 

Q\PG HHQHRSPAQATTSTGHTS 

TGHHQHRP/HTSTGHH\HTGHH 

QHRSHQHRSPPAQATTSTAHH 

QHSS/HTSTGHHQHRSP/HSTGH 

HQHSSPPA/HGHHQHSSPPAQA 

TTSTGHHQHRESPAVAAAADPS 

ALSAARRGSPGPAAAPQSRGTR 

GGGAPAKWWGSALGLGWAGR 

ARARLGRPLRPILGAMPPAPRT 

PRERREHGEVE 


9941 


40309 


A 


10002 


5 


341 


PPRRRG QKRRQK/REEG ERERG 
ERKRPRDRKEERKG/RRTKRQG 
GTETRESRPNGDGPQAKRKKQ 
TAGQREREEGEQRSSRQRGAA 
ERERGRETTHITCLLVPCWWEP 
NGRLCL 


9942 


40310 


A 


10003 


1 


582 


MLAQRGGRSVVQCIAVSKLSV 
TQRSFVTLIMDEEALGNCGGSS 
GSQTCEKAVCIHNLPFLTSHAF 
QSGFPPHQSPEASLPKMVSDAQ 
TARLSLESMRELGFHISESAGFP 
APVSGYEHSNPSRPGVMPSGTS 
HWKQRSQKVEDNRTEMVKGIQ 
GDT\VKHQQHLPRJNGN*LAYM 
TAKSRTWLPVQQDPGPQTI 














MEYYAAIK.NDEFMSFVGTWM 
KLETIILSKLSQGQKTKHHIFSLI 
EAQAQVSPPPPYPAPQELTQPL 
LQQPRAPEAPAQQ/PPGSLLTAT 
VRLSASPGPGLIFDQLLPRCGF 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9944 


40312 


A 


10005 


1 


1108 


MLAQRGGRSVVQCIAVSKLSV 

TQRSFVTLIMDEEALGNCGGSS 

GSQTCEKAVC1HNLPFLTSHAF 

QSGFPPHQSPEASLPKMVSDAQ 

TARLSLESMRELGFHISESAGFP 

APVSGYEHSNPSLSTTNLSGPSR 

RRQPPVSPLTLSPGPEAHQGFSR 

QLSSTSPLAPYPTSQMVSSDRS 

QLSFLPTEAQAQVSPPPPYPAPQ 

ELTQPLLQQPRAPEAPAQQPQA 

ASSLPQSDFQLLPAQGSSLTNFF 

PDVGFDQQSMRPGPCLSSTGAS 

GATAGSRELQDSFHLRPSPYSNC 

GSLPNTILPEDSSTSLFKDLNSA 

LAGLPEVSLDVDTPFPLEEELQI 

EPLSLDGRVHMLSDSSMGLLDP 

SVEETFRADRL 


9945 


40313 


A 


10006 




691 


MRERARPPRGCLAPPLPPG/E/S 
GA DGQPAPRGRGTAGG/ELAA 
AGCGARAAMHRGAVPSAEPVP 
ASP/DGRWQWAGEGRPCNAAG 
GSRT/GAGCGWPAPAGWGPAP 
SSAASCPASGGATHRGASAAPG 
GGGGGRAP/GPDALEQRRAGAP 
PNAPGTPGSPEESSLRMRRESA 
AGAPAVGMAAATSLGQALGPR 
VPRSPYRTAVVLSSRSAFGYFSL 
ITLARYTLGCLSHSD1TLFEC 


9946 


40314 


A 


10007 


1 


1065 


MADKRAGTPEAAARPPPGLAR 
EGDARTVPAARAREAGGRGSL 
HPAAGPGTAFPSPGRGEAASTA 
TTPSLENGRVRDEAPETCGAEG 
LGTRAGASEKAEDANKEEGAIF 
KKEPAEEVEK.QQEGEEKQEVA 
A EAQEGPR/PPEPWCPN/C/MDP 
LEA1QWEAEAVSAQADRAYLP 
LERRFGRMHRLYLARRSF1IQNI 
PGFWVTAFLNHPQLSAMISPRD 
EDMLCYLMNLEVRELRHSRTG 
CKFKFRFWSNPYFQNKVIVKEY 
ECRASGRVVSIATRIRWHWGQE 
PPALVH RNRDTVRSFFSWFSQH 
SLPEADRVAQIIKDDLWPNPLQ 
YYLLGDRPCRARGGLA R WPTE 
TPSRPYGFQSG 


9947 


40315 


A 


10008 


2 


433 
















TRICSGCLKIRFHVFLFLYR.NPG 
MDVADAYVTFVRHSQDVLRD 
KVNE\EMYI\ERLF 


9949 


40317 


A 


10010 


1 


774 




9950 


40318 


A 


10011 


1 


1749 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9951 


40319 


A 


10012 


1 


1175 


MFASCYMRNIPKRVIEFGTCLW 

RTCKNCLSSLEFKMPFPPHPRSV 

TYNLKQERCRLSLDASLSCMLS 

IEDSQIPNTRLECCKGLSRCTSV 

ASTCPLVTFSFCLFSPKMEQYS 

KDDSEKTLKGWFSPGQVFVLD 

EYCARNGVRGCHRHLCYLRDL 

LERAENGAMIDPTLLHYSFAFC 

ASHVHGNSQQMHVYLSGLPPN 

TDPEGSKTPSPPEPEAKKDTKK 

ESKKRRDSK.TQANQELKRSLTS 

NLP/ICEPTQ/W*TFPKYQIYQLT 

SL*ASHKCLLFRHRHGWLLY/ID 

ADNGSGTSEDLFWKLDALQTFI 

RDLHWPEEEFGKHLEQRLKLM 

ASDM IESC VKRTRUAFE VKLQK. 

TSS1QQIFRVPQFNMAPCFNVM 

GLMA KG SIQPK1ACSMEMGQE 


9952 


40320 


A 


10013 


1 


3951 


MLDPSSSEEESDE1VEEESGKEV 
LGSAPSGARLSPSRTSEGSAGSA 
GLGGGGAGAGAGVGAGGGGG 
SGASSGGGAGGLQPSSRAGGG 
RPSSPSPSVVSEKEKEELERLQK 
EEEERKKRLQLYVFVMRCIAYP 
FNAKQPTDMARRQQKISKQQL 
QTVKDRFQAFLNGETQIMADE 
AFMNAVQSYYEVFLKSDRVAR 
MVQSGGCSANDSREVFKKHIE 
KRVRSLPE1 DGLSKETVLSSWM 
AKFDAJYRG EEDPRKQQ 


9953 


40321 


A 


10014 


1 


457 


VAAVAATALKGGGARNARVL 
RG IF A G ATA\NKA S\HN RTRALQ 
N/HTASPEGKEEPXEPLIPGTGKY 
IPQKRGAKNPHENCGNLPWAIG 
FPCG I LLFDPSPKR/RKLDKDRVX 
K.Q MK.A RQN MR V SN TG\E Y ES\Q 
RFRASSQS\APSP\DVGSGVSGV 
QT 


9954 


40322 


A 


10015 


464 


863 


TPAAVESSPSIPLAPRLLYTG*PL 
QP/GPRGQGCVPRIVPCCPKP/V 
CAPRPPWPRRSQRLRSAGLSPL 
C A A A APP VP AG SHGTPG RV WA 
PLSNSACCTCCRHPS*LHPGTLD 
PGRWQAR*GPALPRGPLPGSPP 














PKILVGASKVVLL\SAHKLGFIG 
DTLSRQAK\AVDVASRVTHYSN 
LL\CDFL\QGIVATTKAAALQYP 
IAFPGPKDMVERVKELGHSVTQ 
QFRRVLGQLAAA 
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SEQ ID 

NO: 


SEQ ID ISO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locntion of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9956 


40324 




10017 






ARI/VFAIISFYFMPCCPLTA/SSF 
YLLSGLLDAFDGHALALLIKFC 
VRG S E SH KM 1DLSGNP/VLR1YY 
TS/RVGSVGLFR/MGLWVTAPIA 
LLKSLISV1T 


9957 


40325 


A 


10018 


1 


344 


VLI RARLSDNPA VRGSESHKM I 
DLFCYPVLRIYYTSRPALFTLCA 
GNELFYCLLYLFHFSEGPLVGS 
VGLFRMGLWVTAPIYALLKSLIS 
VIHLITAARNMA\ALGRQQDRA 
KKK 


9958 


40326 


A 


10019 


1 


469 


MVRSCFVDDRRKRCNFNRQAS 
EVLNEYFYSHVSNPYHSEEAKE 
ELAKKCG 1TVSQ VSNRFGNKKI 
RYKKN1GEFQEEANIYAVKTAV 
SVTQGGHSSTS\SPTPPSCAGCG 
GSFNISGSGDMFLGMPGLNGDS 
YSASQALESGDASPAQSEMPK 
MGT 


9959 


40327 


A 


10020 


232 


1728 


PGGGRGGAGRGPQGPPPAMDE 

RLLGPPPPGGGRGGLGLVSGEP 

GGPGEPPGGGDPGGGSGGVPG 

GRGKQD1GD1LQQIMT1TDQSLD 

EAQGQKTPPLNCP\RKKPVLFS 

GRGEIKEKTGVLSIRSSQEEEPVD 

PQLMRLDNMLLAEGVAGPEKG 

GGSAAAAAAAAASGGGVSPDN 

SIEHSDYRSKLAQ1RHIYHSELE 

KYEQACNEFTTHVMNLLREQS 

RTRPVAPKEMERMVSIIHRKFS 

AIQMQLKQSTCEAMMMLRSRF 

LD A RRKRRN FSRQ ATE V LNE YF 

YSHLSNPYPSEEAKEELAKKCG 

ITVSQVSNRFGNKKIRYKKNIG 

KFQEE AN I Y A VKTA VS VTQGG 

HSSTSSPTPPSSAGSGGSFNISGS 

GDMFLGMPG\LNGDSYSASQ/V 

WESLRHSMG ARG VIGG *TFGG 

RARCYSPR\EMRANGSWQEAV 

TPSSVTSPTEGPGSVHSDTSNLI 

LPLRVTGVGALTRRLEEDAGFQ 

RTNPNTGEAQDREGPMGSSPP 


9960 


40328 


A 


10021 


337 


830 


IPRLPGSIQLSFVGAFGQTSKSLF 
FLCVFILLLFQFFLCSVYVPMCT 
E/RRINIPIGPCGGMCLSVKGRC 
EPVLKEFGFAWPFSI NCSKFPP 
QNDHNHMCMEGPGDEEVPLPH 
KTPIQPGEECHSVGTNSDQYIW 
VKRSLNCVLKC/GYDACLYSRS 
AQEVTXDIWMA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9961 


40329 


A 


10022 


1 


1561 


MAWRGAGPSVPGAPGGVGLSL 

GLLLQLLLLLGPARGFGDEEER 

RCDPIRJSMCQNLGYNVTKMPN 

LVGHELQTDAELQLTTFTPLIQ 

YGCSSQLQFFLCSGYVPMGTEK 

INIPIGPCGGMCLSVKRRCETPS 

LK\EFGFA\WPVESLNCSK/Y PH P 

QNDVHNPHVPWKGPGDEEVPLP 

HK.TPIQP\GEECHSVGTNSDQYI 

WVKRSLNCVLKCGYDAGLYSR 

SAKEFTD1WMAVWASLCFISTA 

FTVLTFLIDSCRFSYPERP1IFLS 

MCYNIYSIAYIVRLTVGRERISC 

DFEEAAEPVL1QEGLKNTGCAII 

FLLMYFFGMASSIWWVILTLT 

WFLAAGLKWGHEAIEMHSSYF 

HIAAWAIPPVKTIVILIMRLVDA 

DELTGLCYVGNQNLDALTGFV 

VAPLFTYLVIGTLFIAAGLVALF 

KIRSNLQKDGTKTDKLERLMV 

KIGVFSVLYTVPATCVIACYFY 

El SN WALFRYSA DDSNM A VEM 

LKlrMoLLVOJ 1 aUMWlWbAK 1 
LHTWQKCSNRLVNYT 


9962 


40330 


A 


10023 


496 


664 


F YKA VPS1HQLD VPQTHQP* ST 
GL VQKV YSRSKH VSL* PKYYY 
VQLVPKLDHLIFY 


9963 


40331 


A 


10024 


1 


954 




9964 


40332 


A 


10025 


127 


481 


GRTREATWRVYSVAVGVSRSQ 
IIRJAREFADNADKTHGRSM1IV 

/•ATI MUU'VUI r\\A M V D C 1 I M \ ,1 

LIFCGCVGQSGG/GWAHYVGQ 
EK.LRPQTGWQPGVCLDWQRPA 
RHMNSTSYFLLVP 


9965 


40333 


B 


10026 


161 


234 




9966 


40334 


A 


10027 


3 


199 


DDFLDLAESPNASDTESSDEIPL 
KAGPGTL I M ATG VQDFNRTEFD 
RLNAIKGHLEAALLEKHFFT 


9967 


40335 


A 


10028 


37 


455 


LRTHLLPRLSQSSPVSSLPRALL 
RPPGQLELWAVPAGPGPLL\AA 
DASQNLTQHMEALASQSRGRV 
DMSDGHLAVLSPIEEELRKLRE 
ETNAEMLRQELDRERQRRMEL 
EQKVQEVLKARTEEQMAQQPP 
KGQAQASNGA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9968 


40336 


A 


10029 


1 


1721 


DKIRFRGHKRDDFLDLAESPNA 

SDTECSDEIPLK.VPRTSPRDSEE 

LRDPAGPGTL1MATGVQDFNRT 

EFDRLNEIKGHLEIALLEKHFLQ 

EELRKLREETN AEM LRQELDRE 

RQRRMELEQKVQEVLKARTEE 

QMAQQPPKGQAQASNGAERRS 

QGLSSRLQKWFYERFGEYVED 

FRFQPEENTVETEEPLSARRLTE 

NMRRLKRGAKPVTNFVKNLSA 

LSDWYSVYTSAIAFTVYMNAV 

WHGWAIPLFLFLAILRLSLNYLI 

ARGWRIQWS1VPEVSEPVEPPK 

EDLTVSEKFQLVLDVAQKAQN 

LFGKMADILEKIKNLFMWVQP 

EITQKLYVALWAAFLASCFFPY 

RLVGLAVGLYAGIKFFLIDF1FK 

RCPRLRAK Y DTPY1I WRSLPTDP 

QLKERSSAAVSRRLQTTSSRSY 

VPSAPAGLGKEEDAGRFHSTKK 

GNFHEIFNLTEN ERPL A VCENG 

WRCCLINRDRKMPTDY1RNGV 

LYVT\ENYLCFESSKSGSSKRNK 

VIKLVDITDIQKYKVLSVLPGSG 

MG1AVSTPSTQKPLVFGAMVH 

RDEAFETILSQYIKITSAAASGG 


9969 


40337 


A 


10030 


18 


573 




9970 


40338 


C 


10031 


71 


20 . 5 ... 




9971 


40339 


C 


10032 


190 


243 




9972 


40340 


A 


10033 


18 


283 




9973 


40341 


A 


10034 


1 


190 




9974 





^— 






|P 










Ir5rj3l 


90 






9976 


40344 


B 


10037 


272 


560 




9977 


40345 


A 


10038 




422 




9978 


40346 


A 


10039 


205 


1090 




9979 


40347 


A 


10040 


1 


2142 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IB NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9980 


40348 


A 


10041 


15 


1524 


FPGRRFRAEGERTECAEPPRDEP 

PADGALKRAEELKTQANDYFK. 

AKDYENAIKFYSQAIELNPSNAI 

YYGNRSLVYLRTECYGYSL*D 

ATRAIELDKKYIMGYYRRAXAS 

NMALGKFRAALRDYETVVKV 

KPIIDK.DAKMKYQECNKMVKP 

KAFERA1AGDEHKRSVVDSLDI 

ESMTIEDEYS*PKLEDGKVTISF 

MKELMQWYKDQKKLHRKCAY 

QILVQVKEVLSK.LSTLVETTLK 

ETEK1TVCGDTHGQFYDLLN1FE 

LNGLPSETNPYIFNGDFVDRGSF 

SVEV1LTLFGFKLLYPDHFHLLR 

GNH\ETDNMNQ1YGFEGEVKA 

KYTAQMYEtFSEVFEWLPLAQ 

C1NGKVLIMHGGLFSEDGVTLD 

DIRKIERNRQPPDSGPMC\DLLW 

SDPQPQNGRSISKRGVTCQFGP 

DVTKAFLEENNLDYIIRSHEVK. 

AEGYEVAHGGRCVTVFSAPNY 

CDQMGNKAS\YIHLQG\SDLRP\ 

QFHQF\TA VP\HPN VK\PMA Y AN 


9981 


40349 


A 


10042 


94 


188 


V1EHLVSQDGLDFL/NLVICPPR 
PPKVLGLQA 


9982 


40350 


A 


10043 


419 


495 


EPTNENSPIALSR*VNSQKISMK 
AV 


9983 


40351 


A 


10044 


1 


265 


EMESRSIAVRMECSGSISAHCKL 
RLPG SHH SPA S V SR V AGTTGTC 
HHARLIFLYF/LLETGFHCVSHD 
GLHLL/NLVICPPRPPKVLGLQA 


9984 


40352 


A 


10045 


3 


706 


ADAWAWPHC/CTVLL*CLGFA 
GVLFGWPSLVFVFKNEDYFKD 
LCGPDAGPIGNATGQADCKAQ 
DERFSLIFTLGSFMNNFMTFPTG 
Y 1 FDRF KTT V A RL 1 A I F F YTT AT 
L 1 1 A FTS AG S A VLLFL AMPM LTI 
GGILFLITT^LQIGNLFGQHRSTII 
TLYNGAFDSSSAVFLIIKLLYEK 
GISLR/VLLHLHLCLQYLACSTH 
FPPDAPGAHPIPTAPQLQLWPV 
PWEWHHKGREGNS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


[N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9985 


40353 


A 


10046 


1 


1413 


MKRGNGSRRRRRLLSENNGVF 

HIESFAQHPKDEKSRKLLGPIEH 

WTFVVEKGKGKPEETGTVSMV 

LEDGEVEADIKQGSVVGCCNV 

PPDAARERAEKAYMDGEQPTLI 

LLLWDLKKQIPVHKGTHSVGR 

HQTELLPNNGGGVVRFFYTTAT 

LIIAFTSAGSAVLLFLAMPMLTI 

GGILFLITNLQIGNLFGQHRSTII 

TLYNGAFDSSSAVFL1IKLLYEK 

GISLRASFIFISVCSTWHVARTF 

LLMPRGHIPYPLPPNYSYGLCP 

GNGTTKEEKETAEHENRELQSK 

EFLSAKEVSTYTNAFAFTQFGV 

LCAPWNGLLMDRLKQK.YQK.E 

ARKTGSSTLAVALCSTVPSLAL 

TSLLCLGFALCASVPILPLQYLT 

FILQ VI SRSFL YG SN\G RFLTL AF 

PSEHFGKLFGLVMALSAWVSL 

LQFPIFTLIKGSLQNDPF\YVNV 

MFMLAILLTFLPPLSG1SGMPYL 


9986 


40354 


B 


10047 


316 


395 




9987 


40355 


A 


10048 




1614 


RMQQQAVMHYMQQQQQQQQ 
QQLGGPPTPAIMTPVHFQSPPPV 
PGEVLKVGPVLACPPPCPH*SQ 
PPLEPLPYLSETYGNK.FAAHISP 
AQ\ALRNPHQPPPQGCELDTCC 
PPPLATVLP/ISPMAMLHIGSNPE 
REVSEELASGHAACRARAHCC 
ASETMPNTVLLARVGWVCKGS 
REGGTHCGSEPGESGVTSSSCP 
ADLTQKRELTGTASLYPCAFEY 
PTPPSFSPSLPAAPLPASLFLVLT 
WAG*KANDL*/VRFLRGRVMG 
LGGQQLT\RLSALLQKSRELEN 
HSRRLEMTNKQLWLRIQVWS* 
TWTSLVTLTLNLAPGPKGQYFR 
MFCFGNKQSSASLSNTYQLEVL 
FCETLILAPTLLAPSSLMAHLEL 
ALKA1VTLKVPHVTSVQWAWP 
MQAHSTSTLTSLAQQVVKQEL 
PSEEGPGEALMLGAEVPDPEPL 

PA1 PPHAPI PI PTHPPCPFUUI H 

FSHSLSFGGREDEGPPGYPEPLA 
PGHGSPFPSLSKKDLDLMLLDD 
SLLPLASDPLLSTMSPEASKASS 
RRSSFSMEEGDVL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9988 


40356 


A 


10049 


1 


1651 


GGVTAGARAPARGSVTAEAAA 
RAGRGSGRGADGGREGRTGRA 
SLVARGRSRPGAGGGHSLRAR 
HPNLRQVAGA/GGARAADRLT 
FRAREPAPAATMASR1GLRMQL 
MREQAQQEEQRERMQQQAVM 
HYMQQQQQQQQQQLGGPPTP 
AINTPVHFQSPPPVPGEVLKVQS 
YLENPTSYHLQQSQHQKVREY 
LSETYGNKFAAAHISPAGAALR 
NPHQPPPQGCELDTCCPPPLAT 
VLPISPMAMLHIGSNPERELDD 
VIDNIMRL\TMSLGYINPEMQM 
PNTVLLARLPLSSSHLNVYSSDP 
QVTASLVGVTSSSCPADLTQKR 
ELTDAESRALAKERQKKDNHN 
LIERRRRFNINDRIKELGMLIPK 
ANDLDVRWNKGT1LKASVDYI 
RRMQKDLQKSRELENHSRRLE 
MTNKQLWLRJQELEMQARVHG 
LPTTSPSGMNMAELAQQVV\KQ 
ELPSEEGPGE ALM LG A\EG P\DP 
EPLPALHRQAPLPLPTQAPSPFH 
S/HWDFSHSL\SFGG\RVDDWSP 
GLPRTPGAGAWLPIPQPVQEGS 
LirriArUlvL I A I AUL 


9989 


40357 


A 


10050 


2 


76 


TPLAPPPKPVRRRLKSRR*IKAR 
S 


9990 


40358 


A 


10051 




206 




9991 


40359 


A 


10052 


1 


492 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in LiSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9992 


40360 


A 


10053 


2 


2395 


K.QTELRRSGSRDVTGALLVAA 
AVASEAVGSLRVAEGGPNTLLL 
QVLR\SW\PWCNKATQTMEERK 
VICRRSPKSFSAHCTQVVNVQK 
KMSIPV\SKS\TGFSNPASQVNFT 
SRPKVKKEVMKAEKTKPQGLEE 
GQRHSSQLPIQHSFLTVDVSRCS 
RKMERGLLSL\LNDFHSWKTFK 
HFGN\ECSI\EQMEHVSGELQEK 
LA RLNLELYGELEELPEDKRKT 
ASDSYNLDRLLSDCREM1PAFRT 
FLKRHDKTIVTKMLSLPELLLY 
PSRRFEEYLNLLYAVRLHTPAE 
HVDRGDLTTAIDQ1KKYKGYID 
QTLSE VNRYLI R VQDVAQLHCC 
DEEISFSLSVACRSVDSASPESL 
PEMQNSQATLALLNQNLHFNKI 
TRLYEHIHDLSLFLFNDALLVSS 
RGTSHTPFERTSKTTYQFIASVA 
LHRLLIENIPDSKYVKNAFILQG 
PKYKWICATEIEDDKFLWLSVL 
RNAIKSSMEKACGLVFTGQFMF 
DTMGMTNI LNNQDTAQALADG 
LMELSKEDSKCGKKIKDVEGN 
VIPTKCDPKTTFSLFMKERNVV 
EDNSWDTKSRLSKNDLNFEALI 
NLERILQKDSAEKRARVVRELL 
QSERKYVQ1LE1VRDVYVAPLK 
AALSSNRAILSAAN1Q1IFCDILQ 
1LSLNRQFLDNLRDRLQEWGPA 
HC VGEI VTKFG SQLNTYTNFFN 
NYPVILKTIEKQWETFSERSSSS 


9993 


40361 


A 


10054 


2 


296 




9994 


40362 


A 


10055 


2 


369 




9995 


40363 


B 


10056 


82 


2483 




9996 


40364 


A 


10057 


2 


3343 


YDVVLDAIDTMQRVAWHIND 

MKRKHEHAVRLQEIQSLLTNW 

KGPDLTS YG EL VLEGTFRIQRA 

KNERTLFLFDKLLL1TKKRDDT 

FTYKAHILCGNLMLVEVIPKEP 

LSFSVFHYKNPKLQHTVQAK.SQ 

QDKRLWVLHLKRLILENHAAKI 

PAKAKQAILEMDA1HHPGFCYS 

PEGGTKALFGSKEGSAPYRLRR 

KSEPSSRSHKVLKTSETAQDIQ 

KVSREEGSPQLSSARPSPAQRNS 

QPSSSTM1 SVLRAGG 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9997 


40365 


A 


10058 


32 


483 


LKGHADAVLAAGTEAVKCHLL 
LGRHLLRLMASSG1HHKIVN*R 
QYAKFSHG*IQKF** WQHRQQF 
RGKETEMASAVDLPVTLTETEA 
NFPPEYEKFWKTVENNPQDFTG 
WVYLLQYVEQENHLMAARKA 
FDRFFIHYPYCYGYWKKYADL 


9998 


40366 


A 


10059 


1 


1090 


MRQKRK.EEKELFHNKDCEKKE 

KNSWERMRHTGTEKMASESET 

PTGAISQYKERMPSVTHSPEIM 

DLSELRPFSKPE1ALTEALRLLA 

DED/WDKQLHALEQLLASCYS 

GTRHTTSSFHCGHQGMWWHPE 

AWRC/LATAEPQREPGKSTISSH 

SSLWN*Q/LHSHKLQSVPGLKV 

KNLRSGVSRAAVVCLSDLFTYL 

KKSMDQELDTTVKVLLHKAGE 

SNTFIREDVDKALRAMVNNVT 

PARAVVSLINGGQSHLHIAVRR 

CTAQHLSDVLEFMEPERILSAA 

KDMAERILPAAAKFAQDSSQET 

RYYGRKMLFFMMCHPNFEKM 

LEKYVPSKDLPYIKDSVRNLQQ 

K VCG KSLFYKQL YKQSLFLH P 


9999 


40367 


A 


10060 


36 


203 




10000 


40368 


A 


10061 


1 


798 


MKFQYKEDHPFEYRKKEGEKI 
RKKYPDRVPV1VEKAPKAR/RA 
*SGQEEV PS AL* PYCCLP/DGAG 
LGTCS/HAMPEPPTHSMGTCAA 
RASPTSTTPCSTAPSP1DRE\EQT 
TQGLRN A S A RRGTG RQLHLQ/S 
PVWDPLGEASWAPESSGNVESI 
SSSG1VN1PISTLCLAQGFSRFVN 
APIDTLYLAALVGPWRTFMSSS 
G1VNTPIGTLYLAQGMVHYHKS 
PFPTCLVQMSKIESLPKEKGAQ 
GVAAGLPSSLAPTCPPPDPSMK 
LHNN 


10001 


40369 


A 


10062 


164 


605 


ALLKQHLRTVHRSAPPIRGHCC 
VSSSWT*G/AGKLSLEHTEEPSD 

VPCUT T VT?\X/QICQATTP\/Fr\AT A 
V rortLL. i RWMSaAl 1 £ V r\^AL/\ 

SS\IPPRSQ*MSTPRR\NESTRHSP 
GPS I EE VKECMQDDN * YLQGTS 
YAPAGSQSYSAKLCFQVLKRN 
TCPPEKPNPASER 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10002 


40370 


A 


10063 




2480 


RPITGAEIVAIINSLPTKKSPGLD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGTLPNSFYEASIILIPKPG 

RDTTKKENFRPiSLMNIDAKILN 

KILAN R1QQHIKKLI H HDQVGF1 

PGMQGWFNIRKSINVIQHINRT 

KDKNHMIIS1DAEKAFDKIQQ/R 

LHAKNS/RIN*VLM/ETYFKIIRA 

IYDKPIANIILNGQKLEAFPLKT 

GTRQGCPLSPLLF1MIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYK1NVQKSQAFLYTN 

NRQTESQIMSELPFTIASKRIKY 

LG1QLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGR1NI 

VKM A 1 LPKV1 YRFNAIPIKLPMT 

FFTELEK.TTLKFIWNQKRAHIA 

KSILSQKNKAGGITLPDFKLYY 

KAT1TKTA W Y WYQNRDIDQW 

NRTEPSE1TPHTYNCLIFDKPEK 

NKKWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVRPKT1KTLEENLGITIQNI 

GMGKDFMSKTPKAMATKDKJD 

KWDL1K.LKSFCTAKETTIRVNR 

QPTKWEK1FATYSSDKGLISR1Y 

NELNQ1YKKK.TNNPIKKWAKD 

MNRHFSKEDIYAAKKHMKKCS 

SSLA1REMQ1KTTMRYHLTPVR 

MAIIKKSGNNRCWRGCGEIGTL 

LHCWWDCKLVQPLWKSVWRF 


10003 


40371 


A 


10064 


317 


582 


STVCCFLLRF1GGGFRHIPLSVD 
LW1HYIK1LKETLDPGDPETNNT 
IRGYVEH*Y*NVFYDINNYSDV 
DNRAHES*AGSLTSIPLLKK 


10004 


40372 


A 


10065 


41 


434 


GDLQPTAALWEPLSGLAKAGA 
RSLSLQGGVGGEARARTRAAR 
GACGPAAAPGGHGLGGHALGA 
AGR/RLLALGRLGTCSLPCLSLP 
PSPWAPVPPEPPR*VPPHAPGRP 
VPSATQRLRSAGAQRRTGRQL 


10005 


40373 


A 


10066 


67 


459 


LRDCKYTHRHCVSSSRFINTPIN 
TLCLAQGL* VHQSTLCI*LLWV 
GGLGGNFCVQYSVSN*SDGDV 
ENLCI*LRDCK.C rNQHPVKTGH 
FGSTNQQDVGWGQIKJUKAGLP 
EPASGNSLGSPSTLWELCSLQ 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10006 


40374 


A 


10067 


2481 


2882 


IPQGNYRVIARNAKTQRGGNLT 
LTKPS/GIGRRGENSSISSWQRQ 
QKGKKETGSQRKRQRGRDKKL 
ERICRDRHRSQREGKKERKRQR 
RSQRERWK**RKNSVP1PLKAR 
VNFSLPTQGNSLLDLNPYLPLK 
QLKK 


10007 


40375 


B 


10068 


52 


5199 




10008 


40376 


A 


10069 


1510 


2454 




10009 


40377 


B 


10070 


97 


3414 




10010 


40378 


A 


10071 


164 


620 


PPTGCGTGPIGCSGPGTGPVPVP 
VAP\PFPQEGARTQPGSAGA\PG 
ARGLRRAETLVALGAVGPGLP 
TPPPPPPPAPQSQAPGGPEAQPF 
GSRVCVLASCCAHRPRPAPSAP 
PA PPA PPESTVRPA PPTR PG ESS 
YSSISHAFTATNFPFGTA 


10011 


40379 


A 


10072 


1 


513 


MATLAGEGRPAGWVPW1SLLA 
VGVLllWKLWPAPPIGGELQFA 
F VCFLLGN VYEAFEH WKRLLN 
LLCRSEAAMKK7HATRLWINLI 
SILHHQLGE1PADFFVDJVSQHN 
FLTSTLQVFFSSACSIAVDATLR 
KKAEKFQAHLTKKFRWDFAEE 
PEDCAPVVEELPEGIEMG 


10012 


40380 


A 


10073 




1642 


MDYIRTDLTTAAPSPPRRLGPPP 

PGEQPPSGSGHVRPPGARPPHR 

GGGRGGGGGDPAAPPARGGGG 

GGKARPPGGGAAPCEPGCQCR 

APMVSVSSERHPLYNRVKTGQI 

ANCALPCHN PFFSQDERAFTVF 

WIGLWSVLCFVSTFATVSTFLID 

MERFKYPERPIIFLSACYLFVSV 

GYLVRLVAGHEKVACSGGAPG 

AGGAGGAGGAAAGAGAAGAG 

AGGPGGRGEYEELGAVEQHVR 

YETTGPALCTVVFLLVYFFGMA 

SSIWWVILSLTWFLAAGMKWG 

NEAIAGYSQYFHLAAWLVPSV 

KSIAVLALSSVDGDPVAGICYV 

GNQSLDNLRGFVLAPLVIYLFIG 

TMFLLAGFVSLFR1RSV1KQQD 

GPTKTHKLEKLMIRLGLFTVLY 

TVPAAVVVACLFYEQHNRPRW 

EATHNCPCLRDLQPDQARRPD 

YAVFMLKYFMCLVVGITSGVW 

VWSGKTLESWRSLCTRCCWAS 

K.GAAVGGGAGATAAGGGGGP 

GGGGGGGPGGGGGPGGGGGSL 

YSDVS\TGLTWRSGTASSVSYP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10013 


40381 


A 


10074 


3 


475 


HSSLNSVDKARALEADNGELE 

VNIRDWYQKQGPGASRDYSHY 

YTTIQDLRDKILGATIENSRJVL 

QIDNARLAADDFRTKFETEHAL 

RMSVEADINGLRRVLDELTLAR 

TDLEMHIEGLKEELAYLK.KNHE 

EEISTLRGQVGGQVTV*VDSAP 

GTDL 


10014 


40382 


A 


10075 


39 


1323 


NGMWSNWNPLIPQRWEEKFQS 

PSRHRGSSSRGVSLSSVSGGYSGI 

LSGSNGLLAGNEKLTMHNLNN 

CLASYLDKVHALEAANSKLEF 

GLSVWVLDEVTLARTDLEAQI 

KGLKEELAYLKKKHEEEINALR 

GQVGDQVHILSDRQSQYEIMA 

KQNWKDAEAWFTSWTEELNQ 

EVTGHIEQLQISRSEVTDLQCTL 

QGLEIELHSQLSVKAPLEGTLA 

ETEACFGAQLVQIQAL1SS1EAQ 

LGDVRADGEWQNQEYQRLLE 

QEIATYRSLLEGQEDHYNNLST 

SKVQIPECTVSNVPVASVCLQT 

LEPHSLASNPGSSTYSVTFGQYI 

NLSVSPFLLLEATIAGAKKAAT 

Li IN IN o 1 yrorrAtK^LLlr 1 LrK 1 

IPLTTASHAGSYGPKLVKYTSL 
RPLPMAAPTESNPALPSSRATA 
HRLLPAPGHFPSGL 


10015 


40383 


B 


10076 




180 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10016 


40384 


A 


10077 


1 


2182 


MSVDKAELCGSLLTWLQTFHV 

PSPCASPQDLSSGLAVAYVLNQ 

IDPSWFNEAWLQGISEDPGPNW 

KLKVSNLKMVLRSLVEYSQDV 

LAHPVSEEHLPDVSLIGEFSDPA 

ELGKLLQLVLGCA1SCEKKQDH 

IQRIMTLEESVQHVVMEAIQEL 

MTKDT\P\DSLSPETYGNFDSQS 

RRY YFLS EEAEEGDELQQRCLD 

LERQLMLLSEEKQSLAQENAGL 

RERMGRPEGEGTPGLTAKKLLL 

LQSQLEQLQEENFRLESGREDE 

RLRC A EL ERE VAEL\QHRNQA L 

TSLAQEAQALKDEMDELRQSS 

ERAGQLEATLTSCRRRLGELRE 

LRRQVRQLEERNAGHAERTRQ 

LEDELRRAGSLRAQLEAQRRQ 

VQELLGQRQEEAM KAEKWLFE 

CRNLEEKYESVTKEKERLLAER 

DSLREANEELRCAQLQPRGLTQ 

ADPSLDPTSTPVDNLAAEILPAE 

LRETLLRLS/LLENKRLCRQEAA 

DRERQE/EKLQRHLEDAN\RAR 

HG\LETQ\HRLNQQAAYSELRA 

QVEDLQKALQEQGGKTEDAISI 

LLKRKLEEHLQKLHEADLELQR 

KREYIEELEPPTDSSTA\RRIEEL 

i V UrvAKlvl V IVIV^ 1 1VJ tr ISA^Kr A A 

GAPPELHSLRTQLRERDVRIRH 
LEMDFEKSRSQREQEEKLLISA 
W\YNMGMALQ\QRAGE\EPAPA 


10017 


40385 


A 


10078 


1 


687 




10018 


40386 


A 


10079 


1 


1104 




10019 


40387 


A 


10080 


1 


677 


MAAAGGGGGGAAAAGRAYSF 
KVVLLGEGCVG KTS L V L R YCE 
N K FNDKHITTLQ ASFLTKKLN 1 
GGKRVNLAIWDTAGQERFHAL 
GPIYYRDSNGAILVYDITDEDSF 
QKVKNWVKELRKMLGN\ETCL 
CIVGNKIDLEKERHVSIQEAESY 
AESVGAKHYHTSAKQNKGIEE 
LFLDLCKRMIETAQVDERAKG 
NGSSQPGTARRGVQ1IDDEPQA 
QTSGGGCCSSG 


10020 


40388 


A 


10081 


1 


1467 


















10022 


40390 


A 


10083 


1 


257 




10023 


40391 


A 


10084 


1 


558 




10024 


40392 


B 


10085 


41 


618 




10025 


40393 


A 


10086 


1 


591 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10026 


40394 


A 


10087 


128 


851 


KMEKEKGNDDGIPDQENSLDFS 
EHFNQLELLETHGHLIPTGTQSL 
WVGNSDEDEEQDDKNEEWYR 
LQEK.KMEKDPSRLLLWAAEKN 
RLTTVRRLLSEKATHYNTARDE 
DEYTPLHRAAYSGHLDIVQEL1 
AQGADVHAVTVDGWTPLHSA 
CKWNNTRVASFLLQHDADINA 
QTKGLLTPLHLAAGNRDSKDT 
LELLLMNRYVKPGLKNNLEET 
AFDIARRTSIYHYLFEIVEGCTN 


10027 


40395 


A 


10088 


2 


264 


NKQP1WIPSRHLKPYHEPDAKE 
E1PGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DG RRKPEESRTTSH ICRCRS 


10028 


40396 


A 


10089 


2 


461 




10029 


40397 


A 


10090 


2 


749 




10030 


40398 


B 


10091 




1077 




10031 


40399 


A 


10092 




1114 


MPQNSLEECALELGKKSLQEN 

VNNFPKTKLFQFLKLTNWILPKI 

TKFKPIEGAENVFTDGSSNGKA 

SYFGLKGKVFQTPYTAAQKVE 

LVAVIEVLTAFDMPVSM1SDST 

YVVHSTQLTENAQLRLHTDEQ 

LMTLFSQLQTAVR\CFAVMG1P 

ASRKTDNVPGYTIQTLATFFSM 

WNIKHITGIPYNSQGQAIVGRIN 

LSLKQRLQKQKEGNREYRTPQ 

MQLNLALLALIFLSLSKGQMLS 

AAEQHLQKPPAKTEAEQLIWW 

RDTKTRSWEIGK1ITCGRGYAC 

VSPGQNQQPIWTPSRHLKPYHE 

PDAK\KRFREDPEDPPSCSHVKT 

DAEEDPNCHEQHPSNTAIHLRS 

DQEAVTDGRRKPEESGTTSHNE 


10032 


40400 


A 


10093 


239 


783 


RRAPGTAPDAGPELRSVLHNLL 
GPACIFLRKGFAENRQPVQLRE 
AFREFDKDKDG Y INCRDLGNC 
MRTMGYMPTEMELIELSQQ1N 
MNLGGHVDFDDFVELMGPKLL 
AETADMIGVKELR\DAFREFDT 
NGDGEISTSELREAMRKLLGHQ 
VGHRDIEEIIRDVDLNGDGRVD 

CPA PPP/^QQXl 


10033 


40401 


A 


10094 


1 


304 




10034 


40402 


A 


10095 




154 




10035 


40403 


B 


10096 


126 


251 




10036 


40404 


B 


10097 


122 


2916 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10037 


40405 


A 


10098 


3 


2433 


LAELSSLSVLRLSHNSISHIAEG 

AFKGLRSLRVLDLDKNEISGT1E 

DTSGAFSGLDSLSKLTLFGNKIK 

SVAKRAFSGLEGLEHLNLGGN 

AIRSVQFDAFVKMKNLK.ELHIS 

SDSFLCDCQLKWLPPWLIGRML 

QAFVTATCAHPESLKGQSIFSVP 

PESFVCDDFLKPQIITQPETTMA 

MVGKDIRFTCSAASSSSSPMTF 

AWKKDNEVLTNADMENFVHV 

HAQDG EVMEYTTILHLRQVTF 

GHEGRYQCVITNHFGSTYSHKA 

RLTVNVLPSFTK. TPHDITIRTTT 

MARLECAATGHPNPQIAWQKD 

GGTDFPAARERRMHVMPDDD 

VFF1TDVKIDDAGVYSCTAQNS 

AGSI SAN ATLTVLETPSL VVPLE 

DRVVSVGETVALQCKATGNPP 

PRITWFKGDRPLSLTERHHLTP 

DNQLLVVQMVVAEDAGRYTCE 

MSNTLGTERAHSQLSVLPAAG 

CRKDGTTVGIFT1AVVSSIVLTS 

LVWVC1IYQTRKKSEEYSVTNT 

DETVVPPDVPSYLSSQGTLSDR 

QETVVRTEGGPQANGHIESNGK 

ASVTVKQSSAVTVSLGAGGGL 

QVFTGQVPG1RWGKLGEVEGG 

VCPRDASHIPEPD I HSVACRQP 

VI r A r C A VU YTD^W A WFTt' A T 
rvLOAvjbA Y riis.nl W tv/\JVlcixAb 

GTPGPHKMEHGGRVVCSDCNT 
E VDCYSRGQA FHPQPVSRDS AQ 
PSAPNGPEPGGSDQEHSPHHQC 


10038 


40406 


A 


10099 


1 


164 




10039 


40407 


A 


10100 


368 


566 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


10040 


40408 


A 


10101 


3 


1160 


RDQRGYRDDRSPARJEPGDVSA 

RTRSGGGGGRSATTAMPPPVPN 

GNLHQHDPQDLRHNGNVVVA 

GRPSCSRGPRRA1QKPQPAGGR 

RSGRGPAAGGLCLQPPDGGTC 

VPEEPP V PPMD WE ALEK H L AG 

LQFREQEVRNQG\QARTNSTSA 

QKNERESIRQKLALGSFFDDGP 

GIYTSCSKSGKPSLSSRLQSGM 

NLQICFVNDSG\SDKDSDADDS 

KTETSLDTPLSPMSKQSSSYSVD 

RDTTVEEESESLGWTWDFLYKG 

KRNLQAEAKMALAMAKPMAK 

MQVEVEKQNRKKSPVADLLPH 

MPHISECLMKRSLKPTDLRD\L1 

MGQLQVIVNDFISQMKSLNEEW 

VQLLLIVQDELHTEQDAMLVDIE 

DLTRHAESQQKHM AEKM PAK 


10041 


40409 


A 


10102 


1 


506 


RGPRTEPQDPCCPRAAAGARPS 
GPG/QDLPRLRLPGSPGAPGAG 
GGAGTAAGRKGPGLPEEAAAD 
GAWRLGEGWAAASEEPAPPGP 
HTSQRGASPPQPGWARAAGLS 
NQPTKDRIFGGSHKAAPQASAD 
SPTSLQCGAAGHCPKASRRALG 
DNPETEATSSLSPTEWLQ 


10042 


40410 


A 


10103 




429 


MGSRLNWMEVIPEQCTYLHVL1 
KCMFFWNRQHRGG1QEKAALK. 
QRTPRI FH EKNTPC YLL VQE * H 
RSN AFG EEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEETLFSNM 


10043 


40411 


A 


10104 




122 




10044 


40412 


A 


10105 


53 


619 


ILVWS1VPEGK1LWGTKQQRRD 
SRTQRLLKKSPWRAKQSVWEE/ 
ERKKKNKEEKEEKEKKEKEKK 
EKEKEKKRKKKRKKKKKKKK 
KK.KKKKKKKKKKKKEEEEEEE 
EDEEEEEEEEEKKKKEKEEKVK. 
EKKICEEKK/QEEKEEEN/EEEEK 
EEEEKEEKSSSSK.YSLLDSVPTL 
L1SLWV1LNTLPELLQPA 


10045 


40413 


A 


10106 


2821 


4680 




10046 


40414 


A 


10107 


18 


1535 




10047 


40415 


A 


10108 


3 


1494 




10048 


40416 


A 


10109 


3 


617 


















10050 


40418 


B 


10111 




2151 




10051 


40419 


B 


10112 


1 


1461 




10052 


40420 


A 


10113 


1 


1248 




10053 


40421 


A 


10114 


2 


1624 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10054 


40422 


A 


10115 




1416 




10055 


40423 


A 


10116 




2262 




10056 


40424 


A 


101 17 




1791 




10057 


40425 


B 


101 18 








10058 


40426 


B 


10119 




1599 




10059 


40427 


A 


10120 




1722 




10060 


40428 


A 


10121 




3168 




10061 


40429 


A 


10122 




1083 




10062 


40430 


A 


10123 




589 


MGAIYDKPTAN1ILNGQKLEAF 
PLKTGIRQGCPLSLLLFNIVLEV 
LARAIRQEKEIKVIQVGKEEVK 
L SLF ADDMI V YLEDPII S APNLL 
K.L1SNFSKVSGYK1NVQKSQAF 
LYTNNRQTESQIMSELPFTIASK 
R1KYLGIQLTRDVKDLFKENYK 
PLLKE\KEDTNKWKNIPCSWVG 
RINIVKMA1LPKPYVES 


10063 


40431 


A 


10124 


1 


1566 




10064 


40432 


B 


10125 


1 


2406 




10065 


40433 


A 


10126 




2478 




10066 


40434 


B 


10127 


69 


1259 




10067 


40435 


B 


10128 


225 


997 




10068 


40436 


A 


10129 


2 


1124 




10069 


40437 


A 


10130 




2058 




10070 


40438 


A 


10131 


258 


823 


TLMQKSSAKYWQTESSSTSKSL 
STMIKWASSLGCKAGSIYANQ* 
M* SSI/YTNNRQTESQIMSELPFT 
1ASKR1K.YLG1QLTRDVKDLFKE 
NYKPLLKEIKEDTNKWK.NIPCS 
WVGRJNIVKMAILPKVIYRFNA1 
PIKLPMTFFTELEKTTLKFIRNQ 
KRAC1AKS1LSQTKLEASRYLTS 
NYTTRLQ 


10071 


40439 


A 


10132 




1512 




10072 


40440 


A 


10133 




992 




10073 


40441 


B 


10134 




2019 




10074 


40442 


A 


10135 




1203 




10075 


40443 


A 


10136 




1578 




10076 


40444 


A 


10137 




2956 




10077 


40445 


A 


10138 




1983 




10078 


40446 


A 


10139 




3156 




10079 


40447 


A 


10140 




3325 




10080 


40448 


A 


10141 




1870 




10081 


40449 


A 


10142 




1446 




10082 


40450 


A 


10143 




2310 




10083 


40451 


A 


10144 




1293 


















10085 


40453 


A 


10146 




1713 




10086 


40454 


A 


10147 




2271 




10087 


40455 


A 


10148 




3654 




10088 


40456 


A 


10149 


1090 


1647 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10089 


40457 


B 


10150 




1248 




10090 


40458 


A 


10151 




1884 




10091 


40459 


A 


10152 




1 140 




10092 


40460 


B 


10153 




1545 




10093 


40461 


A 


10154 




3300 




10094 


40462 


A 


10155 




1824 




10095 


40463 


A 


10156 




1023 




10096 


40464 


A 


10157 




2169 




10097 


40465 


A 


10158 




2661 




10098 


40466 


A 


10159 




1 104 




10099 


40467 


A 


10160 




1668 




10100 


40468 


A 


10161 




1945 




10101 


40469 


A 


10162 




3303 




10102 


40470 


A 


10163 




1382 




10103 


40471 


A 


10164 




399 


MPPVDASRDLRELNPLSSYKAK 
PNEYLLLVQVLFLNRNTKEGLI 
RLLARYPDDLQQTESQIMSELP 
FTIASKRIKYPGIQLTKDVEDLF 
KENYKPLLSK\KEDANKWKNIP 
CSW1GRINIVKMAVLPKKKIWV 


10104 


40472 


A 


10165 


1 


2218 




10105 


40473 


B 


10166 


1 


2562 




10106 


40474 


A 


10167 


1 


3169 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location ol'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10107 


40475 


A 


10168 


1 


2105 


MKAE1KMFFETNENKDTTYQN 

LWDAFKAVCRGKFIALNAHKR 

KQERSKIDNLTSQLKELEKQEQ 

THSKASRRQEITKIRAELK.EIET 

QKTLQKINESRSWFFERJNKIDR 

PLARLIKrCKREKlslQIDTIKNDK 

WDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIGKEGILPNSFYE 

ASIIL1PKPGRDTTKKANFRP1SL 

MNIDAKILNKILAKRIQQHIKKL 

IHHDQH INKAK.DKNHMIISIDAE 

KAFDKIQQPFMLKTLNKLGIDG 

TYFKIIRAIYDKPTANIILNGQK.L 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARA1RQEKEIKGIQLGKEE 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKXE 

NYKPLLKEIKEDTNKWKNIPCS 

WVGRINIVKMAILPKGFCRPRN 

HHQTGFSPAGANQRGPLAATLS 

GPGGEGQSAVARLTGEKKNHP 

GAQYANRLSPRVGRFINAAGTT 

GFPTGKRAVSATQLMDFADFG 

TT1KQDFRLLGQTSVDRLLQLS 

QGQAVKGNQLLPVSLVKRKTT 

LAPNTQTASPRALADSLMQLA 

RQVSRLESGQ 


10108 


40476 


A 


10169 


1 


1689 




10109 


40477 












10110 


40478 


A 


10171 


1 


2274 




10111 


40479 


A 


10172 


1 


3828 




10112 


40480 


A 


10173 


3 


3130 




10113 


40481 


A 


10174 


1 


960 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


10114 


40482 


A 


10175 


746 


2470 


TLMQKSSIKYWQNESSSTSKSL 

STMIKWASSLGCKAWFNIRKSI 

KVIQHINRAKDKNHM1IS1DAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFKIIRA1YDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAI RQEKE1KGIQLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKLIRNFSKVSGYKINVQKSQ 

AFLYTN"NRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLLKEN 

YKPVLLKEIKEDTNKWKNIPCS 

W VGRIN I V K.M Al LPKN WKKTT 

LKFIWNQKRAH ITK.SILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHTYNYLIFDKPEKNKQWGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTK1NSKWIKDLNVRPK 

T1KTLEENLGITIQDIGMGKDFM 

SKTPKA M ATKAKIDKWDLIKL 

KSFCTAK.EA1 IRVNRQPTKWEK 

1FATYSSDKGL1SR1YNELKQIY 

KKKTT^JNPIKKWVKDMNRHFA 

KEDIYAAKKHMKKCSPSLAIRE 

MQIKTTMRYHLTPVRMAIIKKS 


10115 


40483 


A . 


10176 




3492 .. 




10116 


40484 


A 


10177 




3139 




10117 


i 0485 


A 


10178 


637 


2760 




10118 


40486 ...... 




10179 




3932 




10119 


40487 


— 

A 


10180 




1865 




i oi^T 


40488 


A — 


T^T^ 


X — 
















Tr5I3 




10122 


40490 


A 


10183 


701 


6973 




10123 


40491 


A 


10184 




3319 




10124 


40492 


A 


10185 




3296 




10125 


40493 


A 


10186 




2296 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10126 


40494 


A 


10187 


1614 


2615 


TLMQKSSIKYWQTESSSTSKSL 

stmikwasslgmqgwfnicksi 

n viqh inrtkg knhm 1 1 si da ek 

afdkiqqpfllktlnklgidgt 

ylkiiraiydkpianiilngqk.lt 

fekfplk.igtrqgcplspllfni 

vlevlarairqekeikgiqlake 

evklslfaddmivylenpivsv 

qnllklisnfskvsgykiykidv 

qksqaflytnnrqtesqimsel 

PYFTIASK.RIKYLG1QLTRDVKDL 
FK\ENHKPLLKE\IKEDTNKWKN 
1P\CSWVGGRINLVKMAIL\PKV1 
YRFNAIPIKL\PMTFFTELEKNYF 
KVHMEPKKEPVLPSQS 


10127 


40495 












10128 


40496 


A 


10189 




156 


MQFPKTKTKKKEEEEEEEEEEE 
EEEEEEEEEYEEEEEEEEEEEGEE 
EKEEII 


10129 


40497 


A 


10190 


1 


1446 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10130 


40498 


A 


10191 


272 


2722 


ETSCPLVRVHYAEAITGRCTAP 

EDEGSLGQKPPARRSNNRTEGA 

WGKRQLM SSP/STEPR VCLTIEG 

QEIDFLLDTGAAFSVLISCPGRL 

SSTSVTIQGILGQPVTRYFSHLL 

SCNWETLLFSHAFLLMPERPTG 

LLGRD1LAKAGAIIYMNMGNK.L 

PICCPLLEEGINPEVWALEGQFG 

RAKNAHPVQIRLKDPTTFPYQR 

QY/PLRPEAHKGLQNIVKHLKA 

QGLVRKCSSPCNTPILEVQRPRL 

VQDLRLFNEAVISLYPVVPNPYT 

LLSQIPEEAEWFTVLDLKDAFF 

CVPLHSDSQFLFAFEDPTNHTS 

QLTWMVLPQGFRDSPHLFGQA 

LAK.DLGHFSSPGTLVLQYVDDL 

LLATS*EALCQQATLDLLNFLA 

NQGYKVSMSKAQLCLQQVKY 

LGLILAKGTRALSKE*IQPILAY 

PRPKTLKQ LREFLGITSFCRL WI 

PGYSETARPLYTLIKDTQRANT 

HLVEWESEAETAFKTLKQALV 

QAPGLSLPTGQNFSLYVTERAG 

IALGVLTQTRGTTPQPVAHLSK 

ETDVVAKGWPHCLRVVAAVA 

VLVSEAIKIIQGKDLIVWTTHEV 

NG1LGAKGSLWLSDNCLLRYQ 

A LLLEGPVLQICTCM ALNPATF 

LPEDGEP1KHDCQQIIVQTYAAR 

DDLLEVPLTNPDLNLYTDGSSF 

VENGI/RKVSDVT1LESKPLPPGT 

SAQLAELVALTWALELGKGKR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10131 


40499 


A 


10192 




2529 


MTQEPSAIMREVPEMVNILKGT 

GDIHNTEIQNDNGKVGMTKCM 

AKPKLDELRNLKLILSESLESAQR 

QGVSKQEK.VLQCRRAQDLQPT 

MPEPPIPSMGSCAARASPTSATP 

CSRAPSPTDHPTAAKCRRMAR 

YWQAAPPAALVLDQLGEASW 

APESANLVGKWRTFVSSSGTA 

NAPISTLSKQTTGLYQSAGCGW 

GQNLGAKYRAPVGQLKLATSTA 

ARLKTRVSGFLGKGSLTTPDSS 

ELGPLDPTDHTSQLTWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLILQYVDDLLLATSLEALCQ 

KATLDLLNFLANQGYKVSRJLK 

AQLCLQ\SEIARPLYTLIKETQR 

ANTHLVVSEPEAVI/AFETLKQA 

LVHAPALSLP1GQNFSLYITERA 

GIALGDLTQTCGTTPQPVAYLS 

KE1DVVAKGWPHCLRVVAAVA 

ILVSEA1KIMQGKDLTVWTTHD 

VNG1LGAKGSLWLSDNHLLRY 

QALLLEGLVLQICTCVALNTAT 

FLPEDGEPIEHDCQQIIVQTYAT 

RDDLLEVPLTNPDLNLYTDGSS 

VVENG1RRAGYAIVSDVTILESK 

PLVPGTSAQLAELVALTRALEL 

U\uM1JN V Y 1 L/oK Y A I LILHAM 

a a i\\/vp\x/Trci Tcr.MPunruDf 
AAJ W Kd WtrL J oulNrnULnKx- 

VJVlbLLrlJVl V^c J Ntvli VLhi Yl^b 

pi \\/no at tm ODTN/iPPPT>iPC\/ir: 
r 1 ,WuRALULyr 1 lvlrbrrIr3lVlLj 


10132 


40500 


A 


10193 




197 




10133 


40501 


A 


10194 




259 




10134 


40502 


A 


10195 




295 




10135 


40503 


A 


10196 




439 




10136 


40504 


A 


10197 


1268 






10137 


40505 


A 


10198 




389 




10138 


40506 


C 


10199 




298 




10139 


40507 


A 


10200 


2 


90 




10140 


40508 


A 


10201 


3 


1252 




10141 


40509 


A 


10202 


2 


82 


WMKLETSKLT*EQKTKHCMFS 


10142 


40510 


A 


10203 


149 


244 




10143 


40511 


A 


10204 


485 


668 




10144 


40512 


B 


10205 


1 


598 




10145 


40513 


C 


10206 


422 


784 





1348 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possinle nucleotide insertion) 


10146 


40514 


A 


10207 




899 


IYNHLIFDKPDKNKQWGKADSL 
FNKWCWENWLAICRKLKLDPF 
LTPYTKINSRWIKDLNVRPKT1K 
TLEENLGNTIQDIGMGKDFMTK 
TPEAMATKArCIDKWDLIQLKSF 
CTANETVIRVNRQPTEWEKIFAI 
1YPSDKGLISK1YKELYEKKTNN 
LIKKWAKDMNRHFSKEDFYEA 
KKHEKSSSLLGQGVTKGGCCLP 
MNLLGTYRSEENPSEYQRRQL1 
KTLRVCKPSSSYFLTSDFLDTPS 
FSCEPTQTNELQGCSLRFRVAT 
AAGPVQVRGARLPSFAAPERGL 
AQ1PRQMDSKI 


10147 


40515 


A 


10208 


3 


352 


APGRRRRLCQPAGGPGAWPGS 
AVPGSVSPAPDARSPISGPSRAL 
RRHLRPSAAGGPGLEIPTHDPH 
LPGVDYKEGRP\PSGKAGRGGP\ 
PGKGSPSASGARALGVPAAAA 
TPRASTL 


10148 


40516 


A 


10209 


1 


510 




10149 


40517 


A 


10210 


73 


327 




10150 


40518 


A 


10211 


1 


957 


MWSTCKLHGQGAKYILCAAEL 
SWGAASCLHGSTMSLTVVSMA 
CVG\AWPLMGGQDKP/FLSARP 
STVVPRGGHVAF/RCHYRRGFN 
NFMLYK/EDRSHVP1FHGR1FQE 
S/F1MGPVTPAHAGTYRC/RGSR 
PHSLTGWSAPSNP/LVIMVTGN 
HRKP/SLLAHPGPLLKSGETVI/L 
QC/WLSA/PSDPLDIVIT/GWENP 
CLSHVL*S*SHS*ELPADDGEKH 
GQMQREPKTG*NPSSSWPSPTE/ 
PSSKSGICR/HLHVLIGTSVVIFL 
FI/LLLFFLLYRWCSNKK\DSDE 
QDPQEVTYAQL/NHCVFIQRKIS 
RPSQR/PKTPLTDTSVYTELPNA 


10151 


40519 


A 


10212 


351 


637 


AWIGDMGLDWRYGLRVEISA 
WSGDMG LEWRYGL\REGMFN 
DTLRLIGEHHDGVSKANFSISR 
MKQDLAGTYRCYGSVTHSPYQ 
LSAPSDPLD1VII 


10152 


40520 


A 


10213 


1 


1314 




10153 


40521 


A 


10214 


1 


1008 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10154 


40522 


A 


10215 


3 


1080 


GQDKPLLSAWPSLVVPLGHVIL 

RCHSYLGFNNFSLYKEGVHRKP 

SLLAHPGRLVKSEETVILQCWS 

DVRFEHFLLHREGKFKDTLHLI 

GEHHDGVSKANFSIGPMMQDL 

AGTYRCYGSVTHSPYQLSAPSD 

PLDIVITGLYEK.PSLSAQPGPTV 

LAGESVTLSCSSRSSYDMYHLS 

REGEAHERRFSAGPKVNGTFQ 

ADFPLG PATHG GT YRCFG S FRD 

SPYEWSNSSDPLLVSVTGNSRY 

LHAL1GTSVVIIPFA1LLFFLLHR 

WCANKKNAAVMDQEPAGNRT 

VNSEDSDEQDHQEVSYA*LDH 

CVFTQREITRPSERPK.TPPTDTS 

MYIELPNAEPRSKVVFCPRAPQ 


10155 


40523 


A 


10216 


3 


1379 




10156 


40524 


A 


10217 


352 


1825 




10157 


40525 


A 


10218 




1497 


MGLEWRYGPGGADMDLEWRY 
GPGVEMWVWSGDMGLEVEIR 
AWSGDMGLEWRYEPGDGDMG 
LEWRYGPGGGQDKPLLSTWPS 
LVVPPEHVTLRCHSNLGFNNFS 
LYKDDG VPVPELYNRJFWKSLF 
MGPVTPSHTGTYRCRGSHTHSP 
SGGSAPSNPLV1VVTGFRRKPSL 
LAHPGPLVKSEETVILQCWSDV 
MFEHFLLHREGTFNHTLRLIGE 
H1DGVSKGNFS1GRMTQDLAGT 
YRCYGSVTHSPYQLSAPSDPLD 
IV1TGLYEKPSLSAQPGPTVLAG 
ESVTLSCSSRSSYDMYHLSREG 
EAHERRLPAGPKVNRTFQADFP 
LDPATHGGTYRCFGSFRDSPYE 
WSKSSDPLLVSVTGNSSNSWPS 
PTEPSSETGNPRHLHVLIGTSVV 
K.LPFT1LLFFLLHRWCSNKKNA 
SVMDQGPAGNRTVNREDSDEQ 
DHQEV S Y A* LDHC VFTQRKITP 
PSQRPKTPPTDSSMYIELPNAES 
RSKAVFCPRAPQSGLEGIF 


10158 


40526 


B 


10219 


114 


1944 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10159 


40527 


A 


10220 


20 


1138 


AGARPPVCTGSTMSLMVI1MAC 
VGFFLLQGAWPQEGVHRKPSF 
LALPGHLVK.SEETVILQCWSDV 
MFEHFLLHREGKFNNTLHLIGE 
HHDGVSKANFSIGPMMPVLAG 
TYRCYGSVPHSPYQLSAPSDPL 
DMV1IGLYEKPSLSAQPGPTVQ 
AGENVTLSCSSRSSYDMYHLSR 
EGEAHERRLPAVRSINGTFQAD 
FPLGPATHGGTYRCFGSFRDAP 
YEWSNSSDPLLVSVTGNPSNSW 
PSPTEPSSKTGNPRHLHVLIGTS 

V\/k*IPPTTI 1 FP1 1 T41?\\/r , Cr^l£ r lc'"\T 

V V Pwlrr 1 ILLr r LLHK WCoiJJsJsJN 

AAVMDQEPAGNRTVNSEDSDE 
QDHQEVSYA*LDHCVFTQRKIT 
RPSERPKTPPTDTSMYIELPNAE 
PRSKVVFCPRAPQSGLEGIF 


10160 


40528 


A 


10221 


1 


1334 


MSLMVVSMACVGLFLVQRAGP 

HMGGQDKPFLSAWPSAVVPRG 

GHVTLRCHYRHRFNNFMLYKE 

DRIHIPIFHGRIFQESFNMSPVTT 

AH AGN YTCRG SHPHSPTGWSA 

PSNPVVIMVTGNHRKPSLLAHP 

GPLVKSGERVILQCWSDIMFEH 

FFLHKEGISKDPSRLVGQ1HDG 

VSKANFSIGPMMQDLAGTYRC 

YGSVTHSPYQLSAPSDPLD1V1T 

GLYEKPSLSAQPGPTVLAGESV 

TLSCSSRSSYDMYHLSREGEAH 

ERRFSAGPKVNGTFQADFPLGP 

ATHG GTYRC FG SFRDSP YEWSN 

SSDPLLVSVTGNPSNSWPSPTEP 

sot I uINrrUILn VLIO la V VllLr 1 

LLL FFLLHRWCSNVKKN A A VM 

DQESAGNRTANSEDSDEQDPQ 

EVTYTQLNHCVFTQRKITRPSQ 

RPKTPPTDIIVYTELPNAESRSK 


10161 


40529 


A 


10222 


50 


492 


RARHRVTRPSIRKHSGHIRRILC 
LTCSSGVFLQGLRAGSRGTGPG 
LRTGWRLSPRAPRRRLHTPSAS 
SP*CSQ*RGPSAGTAAGARRRW 
RCRGQLRHPAGTSPPGRRWTG 
TACGPPAAPPAPWHSSWSCPHS 
GAGPPWSPACRTASL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


10162 


40530 


A 


10223 


3 


3159 


QAEFAAASTTPALGSDGVRVT 

MDSALTARDRVGVQDFVLLEN 

FTSEAAF1ENLRRRFRENLIYTYI 

GPVLVSVNPYRDLQ1YSRQHME 

RYRGVSFYEVPPHLFAVADTV 

YRALRTERRDQAVMISGESGA 

GKTEATKKLLQFYAETCPAPQR 

GG A VRDRLLQSN PVLEA FGN A 

KTLRNDNSSRFGKYMDVQFDF 

KGAPVGGH1LSYLLEKSRVVHQ 

NHGERNFHIFYQLLEGGEEETL 

RRLGLERNPQSYLYLVK 


10163 


40531 


A 


10224 


1 


2810 


MLNGCAHAHPIFPTR1LSECPRG 

MLRAGFHLNRREALPPSRSHIS 

AAVLAPGALLSWGPDHPLELY 

GLHSHQDPPTGYEGVKGAPVG 

GHILSYLLEKSRVVHQNHGERN 

FHIFYQLLEGGEEETLRRLGLER 

NPQSYLYLVKGQCAKVSSINDK 

SDWKV VRKALTV I DFTEDEVE 

DLLS1 VASVLHLGN 1 HFAANEES 

NAQWTTENQWKYLTRLLSVE 

GSTLREALTHRKIIAKGEELLSP 

LNLEQAAYARDA 


10164 


40532 


A 


10225 




416 


FRGVARQLRTSAMTMPVNGAH 
KDADLWSSHDKMLAQPLKDSD 
VEVYNIIKKESNRQRVGLELIAS 
ENFASRAVLEALGSCLNNKYSE 
GYPGQ\GSPANFAVYTALVEPH 
GR1MGLDLPDGGHLTHGFMTD 
KKKISATSI 


10165 


40533 


A 


10226 


135 


840 


GSPANF/AV/YTALVETHGC1MG 

LDLPDGGHLTHGFMTDKKKIS 

ATSI FFESMPYKGGPHNHTI AG 

VAVALKQAMTLEFEVYQHHV 

VANCRALSEALTELGYQTVTG 

CSDKHLIL VDLH S 1 KGTDGRRA 

EKVLEACSIACNKNTCPDDRNT 

LRPSGLRLGNPALTSLGLLEKG 

FQKVAHFIHRGIELTLQIQSNAG 

1 RATLKEFKERL AGHKYQGC V 

QALQEEVESFTLFPLPGLPDF 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 


10166 


40534 


A 


10227 


2 


1355 


QLRTSAMTMPVNGAHKDADL 

WSSHDKMLAQPLKDSDVEVYN 

1IKKESNRQRVGLEL1ASENFAS 

RAVLEALGSCLNNKYSEGYPG 

QRYYGGTEFIDELETLCQKRAL 

QAYKLDPQCWGVNVQPYSGSP 

ANFAVYTALVEPHGR1MGLDLP 

DGGHLTRG1AMTDKKKISATSIF 

F* SM P YKANPETG YIN YGQLEE 

NARLFHPKLIIAGTSCYSRNLEY 

ARLRKIADENGAYLMADMAHI 

SGLVAAGVVPSPFEHCH VVTTT 

THKTLRGCRAGMIFYRKGVAV 

ALKQAMTLEFKVYQHQVVAN 

CRALSEALTELGYKIVTGGSDN 

HL1LVDLRSK.GT\DGGRAEKVL 

EACSIACNKNTCPGDRSALRPS 

GLRLGTPALTSRGLLEKDFQKV 

AHFIHRGIELTLQIQSDTGVRAT 

LKEFKERLAGDKYQAAVQALR 

EEVESFASLFPLPG LPDF 


10167 


40535 


A 


10228 


2 


243 


GTACNPAWPPPGLAPHLTHYA 
DLLPGSPFHVALPPPESELWETP 
DVSLITGVPRLGQTPVTEAVSGR 
RGIAIAYEDEGSG 


10168 


40536 


A 


10229 




1194 


MESMFSSPAEAALQRETGVPGL 
LTPLPDLDGVYELERVAGFVRD 
LGCERVA LQFPDQLLGDAV A V 
AARLEETTGSKMFILGDTAYGS 
CCVDVLGAEQAGAQAL1HFGP 
ACLSPPARPLPVA F V/LSSTFCG 
LGALCQGL*GPEPRPQSACGAA 
\GEPACAHALDTGKTQDEGAR 
AGRLRARRRYLVERARDARVV. 
GLL AGTLG V AQHRE AL A HLRN 
LTQAAGKRSYVLALGRPTPAK 
LANFPEVDVFVLLACPLGALAP 
QLSGSFFQPILAPCELEAACNPA 

U/DDDr.I A DUI TU V A HI I Dr.CDP 

WrrruLArnL 1 ri Y AULLruorr 

HVALPPPESELWETPDVSLITGD 
LRPPPAWKSSNDHGSLALTPRP 
QLELAESSPAASFLSSRSWQGL 
EPRLGQTPVTEAVSGRRGIAIA 


10169 


40537 


A 


10230 


35 


429 


K£KRYLVYLGCCDLPEK*ESV* 
TNPVQPIELSAMMAYPVAALSP 
HVA/RLNT*MTNVTEKLSF*S*L 
T*I*V*PHVFSGYCTGQCRSS*A 
SSSSSSSSSSSSSSSSSSSSSSSSSS 
SSSASDK*WAEASPRVR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


10170 


40538 


A 


10231 


73 


393 


RTQAPKLSQGGPRCIPPPKLCL 
MESMFSSPAEAALQRVETGVPG 
LLTPLPDLGRSVALQFPDQLLG 
DAVAVAARLEETTGSKMFILG\ 
DTAYGSCCVDVLGAEQAGAQ 


10171 


40539 


B 


10232 


191 


367 




10172 


40540 


A 


10233 


131 


1681 


RTQAPKLSQGGPRCIPPPKLCL 

MESMFSSPAEAALQRET\GVPG 

LLTPLPDLDGVYELERVAGFVR 

DLGCERVALQFPDQVLLGDAVA 

VAARLEE\TTG\SKMFI/LGVDT 

AYGSCCVDVLGAEQAGAQALI 

HFGPACLSPPARPLPVAFVLSST 

FCGLGTLCQDLWGPKPRPQSAC 

GAA\GEPACAHALEALATLLRP 

RYLDLLVSSPAFPQPVGSLSPEP 

MPLERFGRRFPLAPGRRLEEYG 

AFYVGGSKASPDPDLDPDLSRL 

LLGWAPGQPFSSCCPDTGKTQD 

EGARAGGLRARRRYLVERARD 

ARVVGL\LAGTLGVAQHREAL 

AH\LRNL\VQAAG\KCSYVLALG 

RPTPAKLANFPEVDVFVLLACP 

LGALAPQLSGSFFQP1LAPCELE 

AACNPAW\PPPG/LWVPHLTH/Y 

IADLLPGSPFHVALPPPESELWE 

TPDVSLITGDLRPPPAWKSSND 

HGSLALTPRPQLELAESSPAASF 

LSSRSWQGLEPRLGQTPVTEAV 

SGRRGIAIAYEDEGSG 


10173 


40541 


A 


10234 




605 


AAAREAAGRDMLAADLRCSLF 
ASALQSYKRDSVLRPFPASYAR 
GDCKDFEALLADASKLPNLKEL 
LQSSGDNPQTGPGDLVSLDFYP 
QKVLTN PQVQ/WECRSFEKDSK 
S*LGLLTRLFLHR TSCLKLST/SD 
PANAKFYETKGERDLIYAFHGS 
RLENFHSIIHNGLHCHLNKTSLF 
GEGTYLTSDLSLALIYSPHGHG 
WQH 


10174 


40542 


A 


10235 


197 


895 


LGLLTRLFLHRTSCLKLST/SDP 
ANAKFYETKGERDL1YAFHGSR 
LENFHSI I HNGLHCHLN KTSLFG 
EGTYLTSDLSLALIYSPHGHGW 
QHSLLGPILSCVAVCEVIDHPD 
VKCQTKKKDSKE1DRRRARIKH 
SEGGDIPPKYFVVTT s JNQLLRVK 
YLLVYSQKPPKRASSQLSWFSS 
HWFTVMISLYLLLLL1VFCGLL 
ALQDRG LPQVCPQIPCGWRPPS 
EGSQVFETQPGL 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10175 


40543 


B 


10236 


1 


1059 




10176 




B 


10237 


226 






10177 


40545 


A 


10238 


159 


306 


LGSGNLP*E1NPLSSCSLFREEDP 
PTTSGPQTNQPKEHLTNFKSAA 
ED 


10178 


40546 


B 


10239 


101 






10179 


40547 


A 


10240 


2 


253 


LQEFGTRKDPPTTSGPQTDQAR 
EHLTNFKSSA/CQIPWNSGPRLS 
E*LLPRSSRLSS*RLT/RAQSPW 
KPTGQSQMLWVTLTVEGT 


10180 


40548 


B 


10241 




409 




10181 


40549 


C 


10242 




5 62 .. . 




10182 




A 










10183 


40551 


C 


10244 




140 




10184 


40552 


B 


10245 




1773 




10185 


40553 


B 


10246 




320 




10186 


40554 


C 


10247 




420 




10187 


40555 


A 


10248 


27j 


485 


LGSGDLPWGINPLSSCSLLREK 
DPLTISGPQTHQPKEHLTNFKSG 
P\TENRTVQL\TWQPLPEPLELW 
PKAL 


10188 


40556 


A 


10249 


508 


558 




10189 


40557 


B 


1 0250 


76 


358 




10190 


40558 


C 


10251 


83 


414 




10191 


40559 


B 


10252 








10192 


40560 


C 


10253 




411 




10193 


40561 


B 


10254 




1054 




10194 


40562 


B 


10255 


57 


229 




10195 


40563 


B 


10256 




222 




10196 


40564 


A 


10257 


230 


1272 


LLCSSACKCLMLGLHFVIVGNI 
CATLKEKYSSMLHLDVTMKKN 
GEKRTRLQKRKKGMPPHPAYE 
DLN1AAITLPANVVLHQPSGFRT 
SGQLDPVWWSLDTDAHE1WCQ 
DPGLGSGDFPWEITPLSSYSLLH 
EKDPPTTSG PQTDQPKKHLTNF 
KSKTKETGFI HGPKTPAPVTDW 
EGSLPLVFNHCRDTSLIIHPCFK 
GVRPRRDACLGPSPLAASPAFL 
EKGQDLINLAFKVYNNRKKLQ 
FLASTVRQTAATSPAHKNFQMP 
EPQRPGVPPEPPPTGACYMCRKA 
SGHWYTRNAGSPGFLLSRVPSV 
WDPTEN RTVQLTWQPLPEPL EL 
WPKALCLTDSFPDLLGLAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 




Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10197 


40565 


A 


10258 


1926 


2448 


DFIAVITTRKQLKTKYNAHHSK 
QAITKHFSPK1SDLILCLKKKIM 
NRHFSK.EDIYAAKKHMKKCSP 
SLA1REMQIKTTMRYHLTPVRM 
AIIKKSGNNRCRRGCGEIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DLVDPAIPLLGIYPKDYKSCCYK 
DTCTRMF1AALFTIAKTWNQP 


10198 


40566 


A 


10259 


1 


1947 


MNIDAK.1LNKILANRIQQHIKKL 

1HHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDK1QQLFMLKTLNKLGIDGTY 

FK11RAIYDKPTANIILNGICKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARAIRQEKEIKGIQLGKEEV 

KLSLF ADDM 1 V YLENPI VSAQN 

LLKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YKPLLKE1KEDANKWKNIPCSW 

VGR1N1VKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKF1WNQK 

RAHITKA1LSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLK.LDPFLTPYTKIN 

SRW1KDLNVRPKTTKTLEENLG 

1TIQDIGMGMDFMSKTPKAMAT 

KDKIDKWDLIKLK.SFCTAKETT 

IRVNRQPTKWEKIFTTYSSDKG 

LISRIYNELKQIYKKKTNNPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMAIIKKSGNNRCWRGC 

GE1GTLLHCWWV1NWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLETII 


10199 


40567 


A 


10260 


1 


347 


TNKIDRPLARLIKKKREKKQID 
A1KNDKGDITTDPTETQTTIKEY 
YKHLYANKLENLEEMDKFFDT 
YTLPRLNQEEVESLNRPIAGSEI 
EAIINSLPT/KKSPGPDGFTAKFY 
QRE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


10200 


40568 


A 


10261 


31 


809 


KPRLENYVKNAEASGADAINW 

kkgy/lvmedemnemkregkf 
rekrikrneqslqeiwdyvkrp 
tlhlidvpetlnahkrkqer.sk 
tdtltsqlkelekqeqthskas 
rrqeitkiraelkeietektlqki 
nesrswfferinkidrplarlik 

KKREKNQIDAIKNDKGDITSDP 
TEIQTTIREYYKHLYANKLENL 
EEMDKFLDTYTLPRLNQEEVES 
LNRPITGSE1VA11NSLPTKKSPG 
PDGSTAEFYQRYKEEL 


10201 


40569 


A 


10262 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KRISRG7 
KTLQARRQSWFFEKINK1DRPQ 
ARLIKKKREKNQIDTIKNDKGD 
ITTDPTEIQ1TI REY YKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRP1TGSEIEA1TNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEG1LPMSFYEASII 
LIPKPGRDTTKKGNFRPISLMN1 
DAKIL 


10202 


40570 


B 


10263 








10203 


40571 


A 


10264 




2832 




10204 


40572 


A 


10265 


1 


2757 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10205 


40573 


A 


10266 


1 


2114 


MKEKMLRAAREKGRVTHKGK 

PIRLTA DL S AETPQ A RRE WG PI F 

N1LKEKNFQPR1SYPDKLSFISEG 

EIKYFTDKQMLRDFVTTRPVLK 

ELLKEALNMERNNWYQPLQKH 

AKNMPNSIILIPKPGRDTTKKEN 

FRPISLMNIDAKILNKILANRIQ 

QHIKKLIHHDQVGFIPGMQGWF 

NIHKSINVIQHINRTIDKNHMIIS 

IDAEKAFDKIQQLFMLKTLNKL 

GIDGTYLK1RIKYLGIQLTREVK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCSWVGRINIMKMAILPKVI 

YRFNAISNKLPMTFFTELEKTTL 

NFIWNQKRARIAKSILSQKNKA 

GG 1 TLPDFKQY YK ATVTKTA W 

YWYQNRDIDQWNRTEPSE1TPH 

IYTYL1FDKPEKNKQWGKDSLF 

NKWCWENWLAVCRKLKLDPF 

LTP YTK IN SRWI K.DLN VRPKTI K. 

TLEEILGITIQDTGMGKDFMSKT 

PKAMATKAKIDKWDQIKLKSF 

CTAKETTIRVNRQPTKWEKIFA 

TYSSDKGLIFRIYNELKQIYKKK 

TNNPIKKWAKDMNRPFSKEDIY 

AAKKYMKKCSPSLAIREMQIKT 

TM RYHLTPVRM AH KKSGNNR 

QTESQIMSELPIT1ASKRIKYLGI 

QLTKD VKDLFKENYKPLLN EIK 

EDTNKWKNIPCS W1GR1N I V K/T 

WPYCPSPQMYMSPTWQPKTLQ 

LWRQPKYPWKGTHRRKK 


10206 


40574 


A 


10267 




2952 


MLLNQGRKLPRVFAEETLK.FK 
GTSNKPQTLEQISTSIIAQKEAT 
VMVPGSNQEIPSGAYAIRALGF 
KHKTGRLFEQTLNYLQEFLFTP 
QWHLECQQERTVHSPGKAAEA 
REPSVIDRHLIQESSNWHLVGA 
ALGQSFQRKEQAAIFAVLQPLL 
VIPRQTGSGVDLQKTPTDLQQR 

KjLI VlvKrv 1 INrvl^Kljl VrHN^s 1 IKc 

QNWTENEFDKLTEGGFKRWVI 
TNSSELKEHVLTQCKEDKNLEK 
SAIKLELRIKNLIQN 


10207 


40575 


A 


10268 


1 


1797 
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SEQ ID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10208 


40576 


A 


10269 


1 


1751 


MIIS1DAEKAFDK1QQPFMLKTL 

NKLGIDGTYFKIIRANYDKPTA 

NIILNGQKLEALPLKNGTRQGC 

PLSPLLFNTVLEVLARAIRQEKE 

IKG1QLGNVEVKLSLFADDMIV 

YLENPIVSAQNLLKLISKFSKVS 

GYK1NVQKSQAFLYTNNRQTES 

QIMSELPFTIASK.RJKYLGIQLTR 

DVKDLFKENYKPLLKE1KEDTN 

KWKNIPCSWVGRINIMKMAILP 

KVIYRFNAIPIKLPMPFFTELEK 

TTLKF1WNQKRARIAKSILSQK 

NKAGGITPPDFKLYYKATVTKT 

AWCWYQNRD1DQWNRTEPSEI 

TPH1YNYLIFDKPEKDKQWGKD 

SLFNKRCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLKVRPKT 

IKTLQENLGFTIQDIGMGKDFM 

SKTPTAMGTKDKIDKWDLIKL 

KSFCTAKETTIRVNRQPTKWEK 

IFTTYSSDNGLISRIYNELKQIYK 

KKTNNPIKQWAKDMNRHFSIE 

DIYAAKKHMKKCSSSLAIREM 

QIKTTMRYHLTPV RM AI 1KKSG 

NNRNHLDFKHIRILGICYL/D*KI 

YQP*LHLVSRNRKPEKLSPKQA 


10209 


40577 


A 


10270 


1 


4729 




10210 


40578 


A 


10271 


1 


1428 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10211 


40579 


A 


10272 


1 


2718 


MALFRVGMTTRRLGHANKFTR 
DLLVK.RLLLYEFVVEIIPGLRTK 
TTLVGPLETGYTSSDSVNSPHF 
MLD1ALSHNVKSTQLLLRPWR 
N1DCSRNHKNAKKEEQMGDDE 
INRQQECSSSPAMEQSWTENDF 
DELREEVFRRSNYSELQEE1RTN 
GKEVKSFEKKLDEWITRITNAE 
KSLKHLTELKTKARELQLEKQE 
LTHSKASRRQEITK1RAELKEIE 
TQKTLQKINESRSWFFEK1NKID 
RPL A RL 1 KXKREKNQTDT1 KN D 
KGDI1TDPTEIQTTIREYYKHLY 
TNKLENLEEMDKFLDTYVLPRL 
NQEEVESLNRPITGSEIEAIINSL 
PTKKSPGPDGFTAEFYQRYKEE 
LVPFLLKLSQSIEKERILPNSSYE 
AS1IL1PKPGRDTTKKENFRPISL 
MN I D AK1 LNKI L AN RTQQH 1 KK 
LIHHEQVGCIPGMQGWFN1RK.S 
INV1QH1NRTKDKNHMIISIDAE 
KLISKFSKVSGHKINVQKSQAF 
LYTDNRQTESQ1MSELPFTIASK 
R1KYLG1QLTRDVKDLFKENYK 
PLLNE1KEDTNKWKNIPCSWVG 
RIN1VKMALLP\RFSAIPIKLPMT 
FFTELEKTTLKFIWN/QKRARIA 

K ATVPKTA WYC YQN RDIDQW 
NRTEPSE1MLL1 YNYL1 FDKPDK 
KKEWGKDSLFNKWCWENWLA 
ICRKLKLDPFLTPYTKMNSRWI 


10212 


40580 


A 


10273 


396 


1227 


SLGRNSTSQKRVGAN1QHS*RK 
EFSTQNFI SSQTTLHK* RRNKIL 
YRQANAERFCHHQACPKTAPE 
RSTK\LERNNRLPARL1KKKREK 
NQ1DATKNDKGDITTDPTEIQTT 
IREYYKHLYANKLENLEEMDK 
FPDT YTL PRLNQEE VESLNRPIT 
GSEIEAIIKSLPTKKRPGPDRFTA 
EFYQRYKEELVPFLLKLFQSTE 
KEGILPNSFYEASIILIAKPGRDT 
TK.K.ENFRPISLLNIDAKILNKILA 
NRIQQHIKKLIHHDQVGFIPGM 
QGWFNI 


10213 


40581 


A 


10274 


1 


2168 




10214 


40582 


A 


10275 


1 


1845 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10215 


40583 


A 


10276 




2877 


MENDFDELREEGFRQSNYSELR 
EDIQTKGKEVENFEKNLEECITR 
ITNTEKCLKELMELKTKAQELR 
EEWRSLRSRCDQLEERVSAME 
DEMNEMKGEGKFREKRIKRNE 
QSLQEIWDYVKRPNLCLIGVPE 
RDGQNGTKLENTLQDVIQENFP 
NLARQANVQIQEIQRTPQRYSS 
RRATPRHIIVRFTKVEMKEKML 
RAAREKEIQTTISEYYKHLYTN 
KLENLEEMD1CFLDTYTLPTLNQ 
EEVESLNRPITGAE 


10216 


40584 


A 


10277 


1 


1689 


MIFS1DAEKAFDKIQQPFMLKTL 

NKLGIDGMYLKIIRAMYDKPA 

AN11LNGQKLEAFPLKTGTRQG 

CPLSPLLFN1VLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENPITSAQNLLKLISNYSKV 

SGYKINVQKSQAFLYTNNRQTE 

SQIMSELPFT1ASKR1KYLGIQLT 

RDVKDLFKENYKPLLNKIKEDT 

NKWKNIPCSWVGR1NIVKMAIL 

PKVIYTFSA1P1KLPMTFFTELEK 

TTSKFIWNQKRARIAKSILSQKN 

KAGGITLPDFKLYYKATVTKTA 

WYWYQ1MRD1DQWNRTEPSE1M 

PHIYNYLIFDKPDKNKQWGKDS 

LFNKWCWENWLD1WRKLKLD 

PFLTPYTKINSRS1KDLHVRPKTI 

KTLEENLGDT1QD1GMGKDFMS 

KTSKAMATKAKIDKWDLIQLK 

sfct a kett i r vnrq pt e wekif 
aiyssdkglifriyicelkqiyick: 

KTNSPI KKWVKDMNRHFSKEAI 

VA Ak'DUR^k'WPQCCI A Tl>r?A Jf~\TV 

ttlslpaqvsvv/rhglsfcwd 
srg\cgksglflaysinpfpqsh 

WDQEQVM 


10217 


40585 


A 


10278 


1 


2142 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10218 


40586 


A 


10279 


1 


1722 


MIISIDAEKAFDKIQQRFMLKTL 

NKLGIDGLYLKIIRAIYDKPTAN 

IILNGQKLEALPLKTGTRQGCPL 

SPLQFNIVLEVLARA1RQEKEIK 

GIQLGKEEVKLSLLADDMIVYL 

ENPIVSAQNLLKVISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRIN1VKMAILPK 

VIYRFNAIP1KLPMTFFTELEKTT 

LKFIWYQKRARITKSILSQRNK. 

AGDITLPDFK.LYYKATVNKTA 

WYWHQNRHIDQWNRTKPSEIT 

LHIYNYLFFDNPDKNKKWGKD 

SLFNK.WCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLNIRPKTI 

KTLEENLGITIQDIGMGKYFMT 

KTPKAMATKAKIDKWDLIKLK. 

SFCTGKETT1RVNRQPTKWEKIF 

ATYSSDKGLISR1YNELKQIYKK 

WTXTWPTTt'VW/ A V HX/TM 1? 14 PC VPH 
IS.1JN1N1 IrvJS. WAlVlJJViJNJ\xlrJ>KclJ 

IYAAKKHMKKCSPSLAIREMQI 
KTTMRYHLTPT/RLIVIGIEECLR 
GKEKLETL YY WN SDTDHQV* W 
LGWP*WKSDHKKEQPSF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10219 


40587 


A 


10280 


1 


2076 


MDKFLNTYTIPRLNQEEVESLN 

RSITGSEIEAIINNLPTKRSPGPD 

GFTPEFYQRYKEELVPFLLKLF 

QSIVKEGFLPNSFYEGSIILITKS 

GRDTTKKENLRPISLMNINAK.iL 

NK1LANQ1QQHIKKLIHHEQVDF 

1PGMQGWFNIRKSINVIQHINRT 

NDKNHMIISIDAEKAFDKIQQLF 

MLKTLNKLGIDGTYLKI1RAIYD 

KHTANIILNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLARAIS 

QEKEIKGIQLGKEEVKLSLFAD 

DM1VYLENPIVSAQNLLKLIGNF 

SKVSGYKISVQKSQAFLYTNKR 

QTESQIM SELPFTI VSKRIKYLG I 

QLTRDVKDLFKENYKPLLNEIQ 

DETNKWKN\CSWVGR1NIVKM 

VILP/KELEKTTLKF1WNQKRAR 

IAKTILSQKNKAGGITLPDFELH 

YKATVTKTACYLYQNRDIDQR 

NRTEPSEIMPHIYNYLIFDKSDK 

NKK.WGKDSLFNKWCWENWLA 

I CRK LKLDPFLPP YTKIN S R W 1 K 

DLNVRPKTIKTLEENLGNT1QDI 

GMGKDFMSKTPKAMSTKAKID 

KWDLIKLK.SFCTAKETAIRVNR 

EPTEWEK1FA1YSSDKGLISRJYN 

EFKQIYKKKTNNP1KKWAKDM 

NRHFSKEDIYAANRHMKKCSSS 

LAIREMQIKTTQVGGSEEKSAS 

ELGNKLIELDQSEEWRGKED 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10220 


40588 


A 


10281 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTE1ITNYLSDDS 

A I KLELRIKNLTQNRSTTWKLN 

NLLLDDY WVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKINES 

RSWFFERINKIDRQLARLIKKXR 

EKNLIDA1K.NDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVA11NSLTTK.K.SPGPDG 

FTAEFYQRA1RQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKL1SNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQ1MSELPFTIA 

SK.RJKYLG1QLTRDVKDLFKEN 

YKPLLKE1KEDTNKWKNIPCSW 

VGRINIVKMA1LPKVIYRFNAIPI 

KLPMTFFTELKKTTLNFIWNQK 

\RAHIAKS/VLSQKNKAGGITLP 

DFKLY YKATVTKTA WY WYQN 

R DTDQ WNRTEPS EI M PRJ YNYL 

IFDKPEKNKQWGKDSLFNKWC 

WK.rN WLAlCKJSXJvlylJrrL, Ir I 1 

KINSRWIKDLN1RPKTIKTLEEN 
LGITIQDIGMGKDFMSKTPKAM 
ATKAKIDKWDLIKLKSFCTAKE 
TTNRVNRQPTKWEKIFATYSSD 


10221 


40589 


A 


10282 


1 


1996 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 


Nucleotide 
codon for peptide 




Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10222 


40590 


A 


10283 


1 


1778 


MIISIDAEKAFDK1QQPFMLKTL 

NKLGIDGTYLKIIRAIYDKPTAN 

I1PNGQKLEAFPLKTGTTQGCPF 

SPLLFNIVLEVLARVIRQEKE1K 

GTQLGKEEVTLSLFADDMIVYL 

QNPIVSAQNLLKLIGNFSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMAILPK 

VIYRFNAIPIftLPMTFFTELEKTT 

LKFK WN QK.R AC I A KS I L SQKN K 

AGGIMLPDFKLYYKATVIKTA 

WYWYQNRDIDQWNRTEPSEIM 

PHIYNYLIFDKPDQNKQWGKDS 

LFNKWYWENCLA1CRKLKLDP 

FLTPYTKINSRWIKDLNVRLKTI 

KALEENLGNTIQD1GMGK.DFMS 

KTPKAMATK.DKIDKWDL1KPK. 

SFCTAKETTIRVNRQPTKWEKIF 

ATYSSDKGL1SRNYNELKQIYK 

KKT1GPIKKWAEDMNRHFSKE 

DTYAAKKHMK.KCSSSLAIREM 

l l JV1K I nL 1 r VKJVi VllrvK.oU 

NM RC WRGCG ETGTLSHCWWD 
CKL/IQPLW/RFLRD*GPKTGGD 
S* M1QVKY* PQQKKKGCPNA 


10223 


40591 


A 


10284 


3 


2875 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN ' 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10224 


40592 


A 


10285 


1 


1838 


MIIPIDAEKAFDKIQQPFMLKTL 

NKLGIHGMYLKIIRA1YDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LPPLLFNIVLEILARAIRQEKEIK 

G1QLGKEEVKLSLFADDMIIYLE 

NPIVSAQNLLKLISNFSKVSGYK 

INVQKSQAFLYTNNRQTESQILS 

ELPFTI A SKRIK YLG IQLTRD VK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCLSIGKINIMKMA1LPKVIY 

RFNA1PIKLPMTFFTELEKTTLK 

FIWNQKRARIAKTILSQK.NKDG 

GITLPDFK L Y YKATVTKTA WY 

QYQNRDIDQWNRTEPSEIIPHV 

YNHLIFDKPDKNKKWGKDSLF 

NKWCWENWLAICGKLKLDPFL 

TPYTKINSRW1KDLNVRPKT1KT 

LEENLGMTIQDIGMGKDFMSK1 

PKAMATKAKIDKWNLIELKSFC 

TA KETTI S VNRQPTE WE KIF AI C 

LSDKGLISRIYKELKQRHK.K.KT 

NNPIKKWAKDMNRHFSKEDIY 

AANRHMK.KCSSSLAIREMPIKT 

TMRYHLTPVRMAIIKKSGNNRC 

WRGCGE1GTLSHCWWDCNLVQ 

PLWKAVWRFLKDLELEIPFDPA 

1SLLG/IYPKDYKSCCYKDTCTQ 

STFTCRQHLPL 


10225 


40593 


A 


10286 


1 


2046 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10226 


40594 


A 


10287 


1 


1700 


MEDEMNEMKQEGKFREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQTNIQIQEIQRMPQRYSS 

RRATPRHIIVRFTKVEMKEKMS 

RAAREK.EIQTTIREYYKHLYAN 

KLENLEEMDKFLDTCTLPRLNQ 

EEVESLNRTVTGSE1VAIINSLPT 

KKSPGPDGFTAEFYQRQSESQI 

MSEFPFTIASKRIKYLGIQLTRD 

VKDLFK.ENYKPLLNEIKEDTKK 

WKNIPCSWVGRIN1VKMA1LPK 

VIYTFNAIPIKLPMTFFTELEKTT 

FKF1WNQKRAHVAKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYSYLIFDKPEKNKQWGKDS 

LFNKW\CWENWVLAICRKLKLD 

PFLTPYTKINSRWIKDLNIRPKTI 

ETLEENLG1TIQD1GMGKDFMS 

KTSKAMSTKAK.IDKWDLIKLKS 

FCTAKETTIKVNRQPTKWEK1F 

ATYSSDKGL1SR1YNELKQIYKK 

K\TNNPIKKWVKDMNRHFSKE 

D1YAAKRHMKKCSSSLAIREMQ 

1 KTTMRYHLTP V 


10227 


40595 


A 


10288 


1 


3210 


MVKGSIQQEELTI.LNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVN KD1 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTE1ITNCLSDHSAIK 

LELR1KNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAE1KMFFETN 

ENK.DTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10228 


40596 


A 


10289 




2019 


MDT1KNDKGD1TTDPTEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPVRG 

SEIEAIINSLPT/KKSPGPDEFTAE 

FYQRKXAFDKIQQAFTLKTLNK 

LVIDGTYRKI1RA1CDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLDRAIRQEKEITCIQ 

LGKEEVKLSLFADDMIVYLENP 

IISAQNLLKLISNFSKVSGYK1N 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKKIKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTNKWEN 

IPCSWVGR1NIMKMA1LPKVIYR 

FNAIPIKLPVAFFTELEKTTLKFI 

WDQKRAYIAKSILSQKNKAGVI 

MLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSE1MLHIY 

NYLIFDKPDKDEQWGKDSLFN 

KWCWENWLDIWRKLKLDPFLT 

PYTK1NSRWIKDLNVRPKTIKTL 

EENLGNTILD1GMGKDFMSKTP 

KAMATKAKIDNWDLIKLKSFC 

TAKETTIRVNRQPTKWEKIFTT 

YSSDKGLISR1YKELKQIYKK.KT 

NNPMNKWAKDMNRHFSKEDI 

YAAKRHMKKCSSSLA1REMQIK 

TTMRYHLTPVRMVI1KKSGNNR 

PPLSKEQPPIFRLSIILATTRDGN 

PAAVENVLHIKATLSFQQTHKA 

FYFQPS 


10229 


40597 


A 


10290 


1 


3144 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLH H ADLIDI YRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

AIKPELRIKKLTQNRSTTWKLN 

NLLLNDY WVHNKMKAE 1 K.MFF 

ETNENKDTTYQNLWDTFKAVS 

RGKF1ALNAHKRKQKRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

E1TK1RAELKEIETQKTLQKINES 

DCW/TTl CDIMfinDDI ADI If VfD 

Kb WrLfcKlNKlDKrLAKIjIKIS.KK 

EKNQIDVIKNDK 


10230 


40598 


A 


10291 


1 


2274 




10231 


40599 


A 


10292 


1 


2250 




10232 


40600 


A 


10293 


1 


822 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10233 


40601 


A 


10294 


1 


2605 


M K AEIKMFFETNEN KDTTYQN 

LWDAFKAVCRGKFIALNAYKR 

KQERSK1DTLTSQLKELEKQEQ 

SHSKAGRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARL1KKKREKNQIDTIKNDK 

GD1TTNPTEIQTTIREYYKHLYA 

NKLEN LEEMDTFLDTYTLPRLN 

QEEVGSLNTPITGSEIVAIiNSLP 

TKKSPGPDGFTAEFYQRYKEEL 

PGRVPTKKENFRPISLMN1DAKI 

LN Kl LANRIQQHIKKLIH HDQV 

GF1PGMQGWFNIRKSINVIQHIN 

RAKDKNHMIISIDAEKAFDKIQ 

QPFMLKTLNKLGIDGTYFRIIRA 

1YDKPTAN1ILNGQKLEAFPLKT 

GTRQGCPLSPLLFN I VLE VLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDM1VYLENPIVSAQNLLKLIS 

NFSKVSGYNFYVQKSQAFLYT 

NNRQTESQIMSELPFTIASKR1K. 

YLGIQLTRDVKDLFKENYKPLL 

KE1KEDTNKWKNIPCSWVGRIN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKRARIA 

KS1LSQKNKAGGITLPDFKLYY 

KATVTKTAWYWYQNRD1DQW 

INK l crot-livirril i in. i LlrL/fvr els, 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK. 

DLNVRPKTIKTLEENLGITIQDI 

GVGKDFMSKTPKAMATKAKID 


10234 


40602 


B 


10295 


111 


2440 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10235 


40603 


A 


10296 




1795 


MIISIDAEKAFDKIQQPFMLKTL 

NK.LS1DGTYFKIIRAIYDKPTANI 

ILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GIQLGKEEVK.LSLFAHDM1VYL 

ENP1VSAQNLLK.L1SNFSKVSGY 

KINVQKSQAFLYTONRQTESQI 

MSELPFTIASKRIKYLG1QLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSGVGRINIVKMAILPK 

VI Y RFN A I PIK LPM TFFTE LEKTT 

LKFIWNQKGACITKTILS\QKNK 

VGGITLPDFKLYYKATVTK.TA 

WYWYQ\NRDIDQWNRIKPSEIM 

PHMYNYL1FDK.PEKNRQWGEDS 

LFNKWCWETWLAIWRKLKLDP 

FLTLYAKIN*RWIKDLNVRPKTI 

KTLEENLGIT\IQD\IGMGKDFM 

SKTPKAMATK.AKIDK.WDLIQL 

K S YCTAKENTI R VN RQPTK WE 

KIFATYSSDK.GLITRIYNELKQI 

YKKKTNNP1KKWAKDMNRHFS 

KEDIYAAK.KHMKKCSSSLA1RE 

MQIKTTMRYHI.TPVRMAI1QKS 

OrNiNKJ N.KIJY KKIN UUUIJUNUU 

NDDDSLMSLSRTEIPFSSYSELN 
VVLHKPRPEPSASTILLLHTA 


10236 


40604 


A 


10297 


1 


2851 




10237 


40605 


B 


10298 


1 


3220 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


10238 


40606 


A 


10299 


1 


2047 


MENDFEELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTQK.CLKELMELKTKARELR 

EECRSLRSRCDQLE ERVSAMED 

EMNEMKREGK.FREK.RIQRNEQ 

SLQEIWDYVKRPNLRL1GVPET 

LHPRDEAHLKNLIDAIKNDKGD 

ITTDPTE1QTTIREYYKHLYANK 

LENLEETDKFLDTYTLPRLNQE 

EVESLNRPITGSEIVAIINSLPTIC 

KSPGPDGFTAEFYQRYKEEL/PD 

KQLQQSLRIQNQCTK1TSILIHQ 

QQTNREPNHE*TPIHNCFKENKI 

PRNPTYKGCEGPLQGELQTTAQ 

GNKRGYKQMEEHSMLMGRKN 

QYHENGHTAQGNLQIQCHPH* 

ATNAFLHR1GKNYFKVHMEPK. 

KSPHRQVNPKPKEQSWRHHTT 

*LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L*QT*EKQEMGKGFP1**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHV*NTKSN 

GNKSQN*QMGSN*TKELLHSK 

KKKN Y * QTEQATCKMG EN FHN 

LLI*QRANIQNLQ*TQTNLQEKN 

KQPHQK VG KG HEQTLLKRRHL 

CSQK\NI IEKMVTITGHQRNAN 

QNHNEIPSHAS*NGNH*KVRKQ 

VLERMCRNRNTFTLLVGL*TSS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10239 


40607 


A 


10300 


1 


2704 


MYSHVITVCRHVK.NGDILLLNR 

QPTLHRPSIQAHRARILPEEKVL 

RLHYANCKAYNADFDGDEMN 

AHFPQSELGRAEAYVLACTDQ 

QYLVPKDGQPLAGLIQDHMVS 

GASMTTRGCFFTREHYMELVY 

RGLTDKVGRVKLLSPSILKPFPL 

WTGKQH1MRTKDKNHMI1SIDA 

EKAFDKIQQPFMLKTLNKLG 1 D 

GTYLKIIRAIYDKPTASIILNGQK 

LEAFPLKTGTRQGCPLSPLLFNI 

VLEVLARAIRQEKEIKSIQLGKE 

EVK.LSLFADDM1VYLENPTVSA 

QNLLKLMSNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSGLP 

FTITSKRJTYLGIQLTRDVKDLF 

KEN YKPLL KEIKEDTNK WKN IP 

CSWVGRIN1VKMAILPKVIYRF 

NTIPIKLPMTFLTELEKTTLKF1 

WNQKRAHIAKS1LSQKNKAGG1 

MLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIMPHI/Y 

YNYLIFDKPEKNKQWGKDTLF 

NKWCWENWLAICRKLKLDPFL 

TP YTK1N SRWIKDLN V RPKTI KT 

LEENLGNT1QDIGMGKDFMSKT 

PKATATKAK1DKWDLIQLKSFC 

TAKETTI R V NRQPTE WEE 1 FA1 Y 

SSDKGLISRIYNELKQIYKKKTN 

N PIKKWAKDMNR1 1 FSEED I Y A 

AKKHMKKCSSSLAIREMQIKTT 

MRYHLTPVRMVI1KKSGNNRC 


10240 


40608 


B 


10301 


1 


3345 
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SEQID 

NO: 


SKQ ID NO: 


hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10241 


40609 


A 


10302 


248 


2623 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CDIDLTAARRAWLGCLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQSI/EKEG1LPNLFDEASIILI 

PKRG RDTTKJCENFRPI SLMN ID 

AKILNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFMCKSINVI 

QHINRTKDKNHMIISIDAEKAF 

DKIQQPFM LKTLNKLG1DGTYL 

KIIRAIYDKPTANIILNGQKLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARA1RQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENP1VSAQNLL 

KLISNFSKVSAYKINVQKSQAF 

LYTNNRQTESQ1MSVFPFTIASK 

RIKYLGIQLARNAKDLFKENYK 

PLLNEIKEDTKKWKNIPCSWVG 

R1NIVKMAILPKVIYRFNAIP1KL 

PMTFFTELEKTTLKFIWNQKRA 

R1AKSILSQKNKAG\G1T\LPDFK 

LYLQGLQ*PKTAWYWY\QNRD 

IDQWNRTEPSEITPH1YNYLIFD 

KPEKNKQWGKDSLFNKWCWE 

NWLATCRKLKLDPFLTPYTKIN 

SRW1 KDLN VRPKTI KTLEENLGI 

TIQDIGVGKDFMSKTPKAMAT 

KAKIDKWDLIKLKSFCTAKETA 

IRVNRQPTTWEKIFATYSSDKG 

LISRIYNELKQ1YKKK\TNNPIKK 

WAKDMNRHFSKEDIYAANKH 

MKKCSPSLAIREMQIKTTMRYH 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10242 


40610 


A 


10303 


1 


2467 


MG DFN IPLSTSDRSTRQK VN KD 

TQELNSALHQADLID1YRTLHP 

KSTEYTFFSAPHHTYSKIDHIVG 

SKALLSKCRRTEI1TNCLSDHSA 

IKLEIRIKKLTQNCSTTWKLNNL 

LLNDYWVNNEMKAEIKMFFEI 

N E DK.DTTYQNRWDTFKA VCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TEIRAELKE1 ETQKTLQKMNES 

RSWFFEKINNIDRLLARLIKKKR 

EKNQIDAIKNHKGDITTNPTEIQ 

TT1REYDKHLYANKLENLEETD 

KFLDTY 1 LPRLNQEQVESLN RP1 

TGAEIEAIINSLRTKKSPG\PGGF 

TA EFYQRYK EKLI VLE VLARAI 

RQEKEIKGIQLGKEELKLSLFAD 

DMIVYLENPIVSAQNLLKLISNF 

SKVSGYK1NVQKSQAFLYSNNR 

QTESQIMSELPFT1ASKR1KYLGI 

QLTRDVKDLFKENYKPLLNEV 

KEDTNK.WKNIPCSWIGRIN1VK 

MA1LPK.VIYRFSAIPIKLPMTFFT 

ELEKTTLKFIWNQKRS\RIAKSIL 

SQKNRAGGITLSDFKLYYKATV 

TKTAWYWYQNRDIDQWNKTE 

PSE1MPHIYMYL1FDKPDKNKK 

uyf;k'n ( vi pxiic'u/r , \x/f-."\iu/i aipr 

W wJS.UoL/r INN. W<^ WCiN W L,/\IWIv 

KLKLDPFLTPYTKINSRWIKDL 
NVRPKTl KTLEENLG1TIQDTGM 
GKDFMSETPKAMATKDKIDKW 
DLIKLKSFCTAKETTIRVNRQPT 


10243 


40611 


A 


10304 


2 


2480 




10244 


40612 


A 


10305 


1 


4793 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSK1DHIL 
GSKALLSKCKRAE1ITNYLSDHS 
A I KLLELRIKNLTQSRSTTWKLN 
NLLLNDYWVNNEMKAEIKMFF 
ETKEN KDTTYQN LWD AFKA VC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
1TKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQ1DTIKNDK 


10245 


40613 


A 


10306 


1 


4320 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10246 


40614 


A 


10307 


1 


3229 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLQ 
PKSTEYTFFSAPHHTYSKIDH1V 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELRIKNLTQSRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNEN KDTTYQN LWVDAFKA V 
CRGKFIALNAHKRKQERSKIDTA 
LTSQLKELEKQEQTHSKASRRQ 
EIT\KIRAELKEIETKK\TLQKINE 
SRSWFFERIKKTDRPLARLIKKK 
REKNQIDTI 


10247 


40615 


A 


10308 


1 


3392 


MGDFNTPLSTLDRSRRQKVNK 
NTQELNSALHQVQLIDIYRTLH 
PKSTEYTLFSAPHHTYSE1DHVV 
GSKALLSKCKRTEIITNCLSDHS 
AIKLELRIKKLTQNCSTTWKLN 
NLLLN DY WVHNEMK AEIKMFF 
ETNENKDTTYPNLWDTFKAVC 
RGKFIALNAHKRKQERSEIDTL 
TSQLKELEKQEQTHSKASRRQE 
1TKIRAELKEIETQKTLQKINESR 
SWFFEKINKI DRPLARLIKKKRE 
KNQIDSIKNDK 


10248 


40616 


A 


10309 


1 


4137 


MGKKQNRKTGNSKKQRASPPP 
KEHSSSPATEQSWMENDFDELR 
EEGFRRSNYSELREDIQTKGKE 
VENFEKNLEEC1TRITD1EKCLK 
ELMELKTKARELHEECRSLRSR 
CDQLEERVSAMEDEMNEMKQ 
EGKFREKR1 KRNEQSLQEI WDY 
VKRPNLPPIDVPESDRENGTKL 
ENTLQDV1QENFPNLARQANIQI 
QEIQRMPQRYSSRRATPRHIIVR 
FTKVEMKEKMLRAAREKAFKQ 
ASRREDDIAKVTSG 


10249 


40617 


A 


10310 


1 


5195 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIHIYRTLH 
PKSTE YTFFS A PH HTYSKIDH 1 V 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELRIKNLTQSRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 

TSQLKELEKQEQTHSKASRRQE 
IMKIRAELKEIETQKTL\QKINE\ 
SRSWFFXERINKIDRPLARLIKKK 
REENQID\AI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon,/=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10250 


40618 


A 


10311 


1 


2958 


MKQEGKFREKRIKRNEQSLQE1 
WDYVKRPNLHLIGVPESDREN 
GTKLENTLQDIIQEDFPNLARK 
AN1QIQEIQRTPQRYSSRRATPR 
HTIVRFTKVEMKEKMLRAARE 
KGRVTHKGKPIRLTADLSAETL 
QARRELNQEEVESLNKPVTGSE 
VVAIINSLPTKKSPGPDGFTAEF 
YQKYKEEPVPFLLKLFQSIEKE 
G1LPNSFYEASIILIPKPGRDTTK 
KENFRPISLMNIDAKILNKILAN 
R1\QQHI\KK 


10251 


40619 


A 


10312 


5211 


7687 


TDTSQKKTFYAAKRHMKKCSS 

SLAIREMQ1KTTYHAGPDGFTA 

EFYQRYKEELVPFLLKLFQSIEK 

EGILPNSFYEAS11LIPKPGRDTT 

KK\ENFRPISLMNIDAK1LNKILA 

KRIQQHIKKLIHHDQVGF1PGM 

QGWFNIRKSINWIQHINRAKDK 

NHMIISIDAEKAFDK1QQPFMLK 

TLNKLGIDGTYFKIIRAIYDNPT 

ANI1LNGQKLEAFPLKTGTRQG 

CPLSPLLFN1VLEVLARAIRQEK 

E1KGIQLGKEEVKLSLFADNMI 

VYLENPIVSAQNLLKLISNFSKV 

SGYKINVQKSQAFLYTNNRQTE 

SQIMSQLPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSG\EGRINIVKMAIL 

PKN WKKTTLKF1 WNQKRARI A 

KSILSQKNKAGG1TVPDFQLYY 

KATVTKTAWYWYQNRDI DQW 

NRKEPSE1MPHIYDSLIFGKPDK 

NKQWGKDSLFNKWCWEDWLA 

1 C RKLKLDP F LTPCTKIN S R WV 

KDLNIRPKTIK.TLEENLGNT1QD 

IGMAKDFMSKTPKAMATKAKI 

DKWDLIKLKSFCTRIAKEPTIRV 

NRQPTKWEKIFATYSSDKGLIS 

RIYNELKQIYKKKTNNPIKKWA 

KDMNRHFSKEDIYAAKKHMK 

KCSSSLAIREMQIKTTMRYHLT 

PVRMAIIKKSGNNRCWRGCGE 

TGTLLHCWWDCKLAQPLWKS 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10252 


40620 


A 


10313 


1 


4525 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
HK.STEHTFFAAPHHTYSKIDH1L 
GSKALLSKCKRTE1ITNYLSDHS 
AIKLELRIKNLTQNRSTTWKLN 
LLLNNYWVHNEMKAE1KMFFE 
TNKNKDTTYQNLWDTFKAVCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKQLEKQEQTHSKASRRQE1 
TKIRGELKEIETQKTLHKINESR 
SWFFERINKIDRLLARLIKKKRE 
KNQ1DA1INDKG 


10253 


40621 


A 


10314 




1185 


MED1KRTQNKLSEMKATLAEM 

KNTLDGINDHGRDSRRKIRKLQ 

DNGGDDPTGNTQRKKNLINGP 

SLSVH1GEKRGGRRSWAETLTP 

LQTKALRLGPTTPSARRKCGIV 

PNLQTRKTEAYRYPDTHPGETP 

VGTAVLSIQKPKLESVIDVRVN 

MSSFHPEPELQPTQTSVLPDQD 

ATVAGSTTKFPEEQEARQGRVR 

ERPATRERPVPGGVSVPGLHHI 

HFLRGPSLPLASLTRJTVLEAVV 

CFFSVWSIVGLSGFHTYLISSNQ 

TTNEDIK.GSWSNKRGKENYNP 

YSYGNIFTNCCVALCGPISPRT/ 

LSHTGQRPTP1ECEPHLNLVTSA 

ETLLASKPD/PTEEGTSSPTRRS 

QQHPPM A SPCTGPRSHRVTCTL 

EKREEEEGVGQRLSPLCKPRL 


10254 


40622 


A 


10315 


44 


302 


GLLGPGPPTAC*CGPHCGIHPES 
SPQSWCLCHSH RSSRAPPLARL 
SGDRHPGWRTWGGRDARSVA 
RGQWWCLVEPVLPFSTRSAFW 
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SEQ ID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


10255 


40623 


A 


10316 




2182 


1RDPGKKPVMLFLHGGSYMEG 

TGNMFDGSVLAAYGNVIVATL 

NYRLGVLGFLSTGDQAAKGNY 

GLLDQIQALRWLSENIAHFGGD 

PERITIFGRYSQPGLSYHIAFGPV 

VDGDVVPDDPEILMQQGEFLN 

YDMLIGVNQGEG\LKFVEDSAE 

SED/G A FDFTVSNFVDNL YG Y P 

EGKDVLRETIKFMYTDWADRD 

NGEMRRKTLLALFTDHQWVAP 

AVATAKLHADYQSPVYFYTFY 

H HCQAEGRPEW ADAAHGDELP 

YVFGVPMVGATDLFPCNFSKN 

DVMLSAVVMTYWTNFAKTGD 

PNQPVPYDTKFIHTKPNRFEEV 

VWSKFNSKEKQYLHIGLKPRL 

WSRFRGVLYQVFHDTICEKEAP 

KSSLLRKQTQPPKKQSSPAVHL 

RCTMDPVMMTVSPPPAHRHRR 

RGSPTRCAHCPVAWAPDTDDE 

KPHQYPAICSYH WD VPEDWEG 

FQHTQGTWVPWSQDAPESPPQ 

TIRFQPTVEERPLKTGIWSELGL 

RAYVYPVNPPPPSPEAPSHKNG 

RI V YD A RDM RRRLRELTREVE 

ALSGCYPLASGSSTAEETSK.NW 

VYRSLTGSQK.MSQLHRVPFFD 

QEDPDSYLEEEDNLPFPYPKYP 

RRG WGGF YQRAG LPSN VG L W 

r*u mi aci dddci vi cdci or 
unyuulLAoLrrrsL I LorbLKL 

MPKRVEARKCQDLGDSILLLLG 
SFI LLNVWINVVTLL WKHLKSS 


10256 


40624 


B 


10317 


37 


241 




10257 


40625 


A 


10318 


2 


815 




10258 


40626 


A 


10319 


1 


943 


RAGGQGVG*GWGPPSVPCSVH 
GGKGL/PPEEGPGQVTHLEF\GR 
G DGLLTP W WPLTGDGRGPSA/S 
LASQRTCSQ*GMWLPAAQPSPS 
HPGPAGTVGQSHLHL*GLLGPG 
PPHCLLMRPTLRDSSRVFTSKL 
VSVPQPQVQQGPTTRKTVWRS 
ASWMENLGRKGCQVCSTWPM 
VVPGGACTSIWEWEADRVTPG 
GHRGSSCSHSAAGGANAAPHG 
PRGRPGGHAAAGGRHSTDGRS 
SCSPRPPDPGAARPQSAVHTDY 
RSPSLGTFPLAQPFGESKSDQSA 
PGIRGQKAPLAVARRGQQTPRP 
RGQA RG RGRGTRPR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10259 


40627 


A 


10320 


39 


621 


SCPEEEESSLLSPGTSWPLHAW 
ACSAAQVTGRERVVADWPGY 
HPGGPTAPHWRAGPLSDKTRPS 
RDVGTWDTGRAGCPPPPGRNP 
GPPDQRKALGVVVTSFGSQLG 
NGTPNSCLSPRQCWIQRLGGSS 
RTGPPPPGSVPEAAVSCPGHHT 
LFGLRSGAGKIQG*LLGPGWEL 
GQAGTEPPLPLAPPPPHRSCG 


10260 


40628 


A 


10321 


1 


496 


AAATYVQNQSEDCLYLNLYVP 
TEDGPLTKKRDEATLNPPDTDI 
RDPGKKPVMLFLHGGSYMEGT 
GN MFDGS VLAA YGN V I V ATLN 
YRLGVLGFLSTGDQAAKGNYG 
LNLDQIQALRWLSENIAHFGGDP 
ERJTIFGSGAGASCVNLLILSHH 
SEGLFQKAIAQSGT 


10261 


40629 


A 


10322 


' 


4304 


MLPVWFTDNLGAAATYVQNQ 

SEDCLYLNLYVPTEDGPLTKKR 

DEATLNPPDTDIRDPGKKPVML 

FLHGGSYMEGTGNMFDGSVLA 

AYGNVIVATLNYRLGVLGRYS 

QPGLSYH1AFGPVVDGDVVPDD 

PEILMQQGEFLNYDMLIGVNQG 

EGLKFVEDSAESEDGVSASAFD 

FTVSNFVDNLYGYPEGKD/DW 

ADRDNGEM RRKTUL ALFTDH 

QWVAPAVATAKLHADYQSPV 

YFYTFYIIHCQAEGRPEWADAA 


10262 


40630 


A 


10323 


1 


2765 


MDVGFSRTTVQTLSRSHCKNIK 
QKISQWEGRANGISNPEKWCPK 
DFGVRYNCHQEIRLKKNPIAER 
KSKNLDVTSRENVGLD1NENTK 
SHDQSENENKKHEYDDTHFFK 
NESESNWVCSRVKE1ESCKEDV 
LDPETSLPPGNFYTSQILWKKIE 
ALPPDKLLNLALEHCDSSEKEL 
NFRVLDSSYG1TKSLENIYSEPE 
GQECGPSINPLPKPRRTFRYLSE 
SGVTPYKERNCDKKYCENNSC 
AQSSLASSQEPE 


10263 


40631 


A 


10324 


2 


597 


RWL1PKVMRIYDTQKKMDREA 
SQAA LQKMLTLLMLPPTFGDLL 
REEYIGDNGDPQTLQAQFQEM 
MADSMFVIPALQVAHFQCSRA 
PVYFYEFQHQPSWLKNIRPPHM 
K.ADH VKFTEEEEQLSRKMMKY 
WANFARNGNPNGEGLPHWPLF 
DQEEQYLQLNLQPAVGRALKA 
HRLQLWXKKALPQKIQELEEPE 
ERHTEL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10264 


40632 


A 


10325 


2 


1766 


PGQPLGEQQRVRRQRTETSEPT 

MRLHRLRARLSAVACGLLLLL 

VRGQGQDSASPIRTTHTGQVLG 

SLVHVKGANAGVQTFLGIPFAK 

PPLGPLRFAPPEPPESWSGVRDG 

TTHPAMCLQDLTAVESEFLSQF 

NMTFPSDSMSEDCLYLSIYTPA 

HSHEG SN LP VM V WIHGG AL VF 

GMASLYDGSMLAALENVVVVI 

IQYRLGVLGFFSTGDKHATGN 

WGYLDQVAALRWVQQNIAHF 

GGNPDRVTIFGESAGGTSVSSL 

VVSPISQGLFHGAIMESGVALLP 

GLIASSADVISTVVANLSACDQ 

VDSEALVGCLRGKSKEEILA1N 

KPFKMIPGVVDGVFLPRHPQEL 

LASADFQPVPSIVGVNNNEFGW 

L1PKVMRIYDTQKEMDREASQA 

ALQKMLTLLMLPPTFGDLLREE 

YIGDNGDPQ\TLPKRKF\QKMM 

ADS\MFVIPALQVAHFQ\CS\RAP 

VYLPTSSQH\QPSWLKNIRPPH 

MKADHGDELPFVFRSFF\GGNY 

IKFTEEEEQLSRKMMKYWANF 

AR\NGNPNGEGLP\HWP\LFDQE 

EQYLQLNLQLAVG\RALKAHRF 

\QFWKKALPQKIQ\ELEEPEERH 


10265 


40633 


A 


10326 


2 


435 


1LAEFGSLHLEFLHL TELSGNQV 
FAEKVRN1RKVLRKIEKPFGLYP 
NFLSPVSGNWVQHHVSVGGLG 
DSFYEYLIKSWLMSGKTDMEA 
KNMYYEALET/HKLGPEAFWF 
NSGREAVATQLSESYYILRPEV 
VESYMYLWRQTHNTK 


10266 


40634 


A 


10327 


3 


583 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10267 


40635 


A 


10328 




1299 


MHLNQLPPILSRLGAVGFFGSM 

rCAHLVSVSRQVRNIRKVLRKJE 

KPFGLYPNFLSPVSGNWVQLPI 

PGSVAAGEIMPASYPYRHRAPE 

VRRVCE ALPHHVSVGGLG DSF 

YEYL1KSWLMSGKTDMEAKN 

MYYEALEAIETYLLNVSPGGLT 

YIAEWRGGILDHKMGHLACFS 

GGMIALGAEDAKEEKRAHYRE 

LA VQITKTC YES Y AR\SDTKLG P 

EAFWFNSGREAVATQLSEE/YT 

YILRPEVVESYMYLW\RQTHNP\ 

SYR\EWGWEVVLALEKYCRTE 

AGFSGDSKTCYSRHPQPRTTSR 

QSFFLAETLNRCLVSACNGPDT 

GLEARDTAESETVISPAVKGSR 

GEKAMVRETDKPAKCIGKKSK 

NGKSDLKAASKMDAQFRSLCF 

EEVTPLWFEKVLEMNGPASPSV 

SPGGLSLEVWSLVMWHKDARP 


10268 


40636 


C 


10329 


186 


401 




10269 


40637 


A 


10330 


194 


482 




10270 


40638 


A 


10331 


224 


495 




10271 


40639 


B 


10332 


138 


1810 




10272 


40640 


A 


10333 




1351 


MGGVGEPGPREGPAQPGAPLPT 

FCWEQ1RAHDQPGDKWLVIER 

RVYDISRWAQRHPGGSRLIGHH 

GAEDATDAFRAFHQDLNFVRK 

FLQPLLIGELAPEEPSQDGPLNA 

QL VEDFRA LHQAAEDMKLFDA 

SPTFFAFLLGHILAMEVLAWLLI 

YL\LGP\GWVPSALAAFILA1SQ 

AQSWCLQHDLGHASIFKKSWW 

NHVAQKFVMGQLKGFSAHWW 

NFRHF\QHHAKPNIFHKDPDVT 

VAPVFLLGESSVEYGKKKRRYL 

PYNQQHLYFFLIG PPLLTL VNFE 

VENLAYMLVCMQWADLLWA 

ASFYARFLSLSYLPFYGVPGVL 

LFFVAVRVL\ES\HWFVWITQM 

NHIPKEIGHEKHRDWVSSQLAA 

xr^ivH/PDCNt CTt>j\\n7c:r;i-ii Mcnre 
lOINVJbrMLr I IN Wr oUriLrNrv,Hc 

HHLFPRMPRHN\YSPVAPLV\KS 
LCAK\HGLSYE\VKPFL\TALVDI 
VRSLKK\SGDIVLDAYLHQ 


10273 


40641 


A 


10334 


43 


399 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IU NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10274 


40642 


A 


10335 


1 


2229 


FLKVCPQNNAETFGCLGTGXEK 

GDRGNQTQKP\LHYKSWSLFHR 

SCPRDFYGSKVGDFQGKENGR 

G\GES\IYGGFFEDEGVSLVKDH\ 

KEFLLSMANRGKDTNGSQFFIT 

T\KPTPHLDGHHVVFGQV1\SGQ 

EVVREIENQKTDAASKPFAEVR 

ILSCNGELIPKSKVKKEEKKRHK 

SSSSSSSSSSDSDSSRYS\QSSSDS 

SDSESATEEKSKKRKKKHRKNS 

RKHKKEKKKRKKSKKSASSES 

EAEN/LLEAQPPVLLFRPEE1PLP 

IPENRFLMRK\SPPKADEKERKN 

RERERERECNPPNSQPASYQRR 

LLVTRSGRK\LKGRGPRRYRTPS 

RSRSRDLFRRS\ETP\PHWRQEM 

QRA\QRMRVSSGER\WIKGDKS 

ELNE1KENQRSPVRVKERK1TD 

HRNVSESPNRKNEKEKKVKDH 

KSNSKERDIRRNSEKEDKYK.NK 

VKKRAKSKSRSKSKEKSKSKER 

DSK\HM\RNEEKRMRFKELKGR 

DHENVKEKEKQSDSKGKDQER 

SRSKE K S KQLESKSNEHDHSKS 

KEKDRRAQSRSRECDITK.GKHS 

YNSRTRE\RSRRRDSSSRVRSRP 

HDRDRSMSK\EYHRYRDQVYS 

RRVRSRSRERRTPPGRSRSRDR 

RRRRRDSRSSEREDSQSRNKDK 

YRNQESKSSHRKENSESEKRM 

YSKSRDHNSSNNSREKKADRD 

QSPFSK1KQSSQDDELKSSMLK 


10275 


40643 


A 


10336 


3 


3366 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10276 


40644 


A 


10337 




2431 


GCLQELSVLFARGEPRGPCHNL 
LHYMLALIGVPEVFWAFLFHCS 
LGLEEEKLAPLIKGEEKIVWLRS 
SFYFQHCLVDKSTLLPSSSVSLG 
IFHEEKNSGEFPIFAKAVRLALV 
PLRYVKLEDRDNWISVDSVTSE 
IKLAKLPDFESRYVQNGTYTVK 
IVAISEDYPRKT1TGTVLINVEDI 
NDNCPTLIEPVQT1CHDAEYVN 
VTAEDLDGHPNSGPFSFSVIDKP 
PGMAEKWKIARQESTSVLLQQ 
SEK.KLGRSE1QFLISDNQGFSCP 
EKQV LTLTVCECLHGS\GCREA 
QHDSYVGLGPAAIALMILAFLL 
LLLVPLLLLMCHCGKGAKGFTP 
1PGTIEMLHPWNNEGAPPEDKV 
VPSFLPWDQGGSLVGRNGVGG 
MAK.EATMKRKVSSASIVKGQH 
EMSEMDGRWEEHRSLLSGRAT 
QFTGATGAI\MTTETTITARATG 
ASRDVAGAQAAAVALNEEFLK 
NYFTDKAASYTEEDENHTAKD 
CLLVYSQEETESLNASIGCCSFI 
EGELDDRFLDDLGLKFKTLAEV 
CLGQKIDINKE1EQRQKPATETS 
MNTASHSLCEQTMVNSENTYS 
SGSSFPVPKSLQEANAEKVTQEI 

V 1 bKo VjoKAyfAl^lS. V A 1 rLrlJrM 

A SRN VI ATETS YVTGSTM PPTT 
VILGPSQPQSLIVTERVYAPAST 
LVDQPYANEGTVVVTERVIQPH 
GGGSNPLEGTQHLQDVPYVME 


10277 


40645 


A 


10338 


5 


354 


RPRLTSQDIK.K.PDC/DGEDAIGR 

VNQSLLELHKLATDKNDPHLC 
DFI ETH YLNEQVKAIKELGDH V 
TNMHEMGAPDSGVAEYLFDKH 
TLGDSDNES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10278 


40646 


A 


10339 


1 


2024 


GEALMYHTHFSELLDEFSQNVL 

GQLLNDPFLSEKSVSMEVEPSP 

TSPAPLIQAEHSYSLCEEPRAQS 

PFTH ITTSDSFNDDEVESEKWY 

LSTDFPSTS I K.TEPITDEPPPG L V 

PSVTLTITAISTPLEKEEPPLEIEQ 

WGLIPRARPLFPK1KLEPHEVDQ 

FLNFSP\KEAKHLHIFPSWAACT 

CGSSGNSAIRJILAYSLALRVPT 

ETKKPRDLFGKTGREKGKEETS 

REKLYVAERERKAPVDHLHLPP 

TPPSSHGSDSEGSLSPNPRLHPF 

SLPQTHSPSRAAPRAPSALSSSP 

LLTAPHKLQGSGPLVLTEEEK.R 

TLIAEGYPIPTKLPLSKSEEKAL 

KKIRRK1KNKISAQESRRKKKE 

YMDSLEKKVESCSTENLELRKK 

VEVLENTNRASHGELVIGVLGK 

G RRWDPLLTSPHAGDQCLG SV 

QGWAGECTPRQLDGSRTTLISE 

EDPGSPEMGGGEALGAIVSYA 

WRGREALHASRVGAVIQAPIA 

AGSDICLSDIRESATSSQTNISVT 

RTLLQQLQKLQTLVMGKVSRT 

CKLAGTQTGTCLMVVVLCFAV 

AFGSFFQGYGPYPSATKMALPS 

QHSLQEPYTASVVRSRNLLFYE 

EHSPPEESSSPGSAGELGGWDR 

GSSLLRVSG LESRPDVDLPHFIIS 

NETSLEKSVLLELQQHLVSAKL 


10279 


40647 


A 


10340 


1 


489 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


10280 


40648 


A 


10341 


1 


2665 


MESTLTLATEQPVKKNTLKKY 

KIACIVLLALLVIMSLGLGLGLG 

LRKLEKQGSCRKKCFDASFRGL 

ENCRCDVACKDRGDCCWDFED 

TCVESTRIWMCNKFRCGETRLE 

ASLCSCSDDCLQKKDCCADYK 

SVCQGETSWLEENCDTAQQSQ 

CPEGFDLPPVILFSMDGFRAEYL 

YTWDTLMPNINKLKTCGIHSKY 

M RAM YPTKTFPNH YTI VTGLYP 

ESHGIIDNNMYDVNLNKNFSLS 

SKEQNNPAWWHGQPMWLTA 

MYQGLK.AATYFWPGSEVAING 

SFPS1YMPYNGSVPFEERJSTLL 

KWLDLPKAERPRFYTMYFEEP 

DSSGHAGGPVSARVIKALQVV 

DHAFGMLMEGLKQRNLHNCV 

N1ILLADHGMDQTYCNKMEYM 

TDYFPRINFFYMYEGPAPRIRA 

HNIPHDFFSFNSEEIVRNLSCRK 

PDQHFKPYLTPDLPKRLHYAKN 

VRIDKVHLFVDQQWLAVRSKS 

NTNCGGGNHGYNMEFRSMEAI 

FLAHGPSFKEKTEVEPFENIEVY 

NLMCDLLRIQPAPNNGTHGSLN 

HLLK.VPFYEPSHAEEVSKFSVC 

G FANPLPTESLDC FC PH LQN ST 

OI POA/ATOlVflT "MI THPPITA l \/ iz 
^JLc.y VlNV^JVlLJNLf 1 1 A 1 V IV 

VNLPFGRPRVLQKNVDHCLLY 
HREYVSGFGKAMRMPMWSSY 
TVPQLGDTSPLPPTVPDCLRAD 
VRVPPSESQKCSFYLADKNITH 


10281 


40649 


A 


10342 


590 


900 


PLYSATVPSAFCSGQ/LVPHIKS 
FCRLN1FNR*LIELRHLVFFVLLL 
FRDLQHIMACNM RD A V RFF VC 
FLVIFFREGLSRSSCQKCSRKSQ 
NCGLFYNFFDVHVH 


10282 


40650 


A 


10343 


1 


804 




10283 


40651 


A 


10344 


207 


299 
















EDASCDEGSTARAVHSMEPAG 
ARNRQKPHPFQVRGAEPHPPW* 
RCSHPAVAVDPG1HALSGKPLC 
SWRLGSDLPTVWPLPTPDPPVS 
VS 


10285 


40653 


A 


10346 


150 


509 


QLPAGSGEGPYHLEGQLSYCHR 
GGEKALAALLSSPTSKTRSPSEP 
DPEQDEQKLRFCKJIHLYGQQP 
RSPVEIRLQHVAIAYQTHHAYD 
*FVQLYNQHVAQPVLEFPYPGA 
VVALLSRHL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10286 


40654 


A 


10347 


120 


620 


SYVKYFPHQPAQKYFQQ1HSAI 
GLHNADHVHKHLLGDNRYPIW 
IMQPS AH HPA RQPEHDNH F R* V 
QQLYDGDSHRQFL* HQILFDRT 
PVSVDQSVEKKG*DHPVRPQ*A 
APGHVHYLT1PERSSQHYHPGA 
LQE*TSHPDHIQARGSILASVLS 
GSDRWRRTYRCL 


10287 


40655 


A 


10348 


599 


1185 


MCQNLMTHSKSTEWKITKRFL 
TETEKHIRTFSSLSMKAIIHPA/H 
NHTLRDPHYVEDKGHKYLVFE 
ANTGTENGYQGEESLFNKAYY 
GGGTNFFRKESQKLQQSAKKR 
DAELANGALGIIELNNDYTSEK 
SNEAADHFKHVPQAKGNNVVI 
TSYMTNRGFFEDKKATFAPSFL 
MNIKGNKTSVVKNSILEQGQLT 


10288 


40656 


B 


10349 




975 




10289 


40657 


A 


10350 




1080 




10290 


40658 


B 


10351 


58 


1 128 




10291 


40659 


B 


10352 




1029 




10292 


40660 


A 


10353 


10 


108 




10293 


40661 


B 


10354 


208 


2237 




10294 


40662 


A 


10355 




1 153 




10295 


40663 


A 


10356 


1026 


1274 


LHIEKSNE A ADH FKH V ACH R* R 
♦ACTCHCNNPWFPRPLPQPDCP 
TSATVEPPLYPIRSRGRTRKPAE 
GSRAPGCCCCQRPGK 


10296 


40664 


A 


10357 


434 


1128 


MCQNLMTHSKSTEWK1TK RFL 
TETEKHIRTFSSLSMKAI1HPA/H 
NHTLRDPHYVEDKGHKYLVFE 
ANTGTENGYQGEESLFNKAYY 
GGGTNFFRKESQKLQQSAKKR 
DA EL ANG ALG 1 1 ELNND YTLKK 
VMK.PLITSNTVTDEIERANVFK 
MNG K WYLFTD SRG S KMT 1 DG I 
NSNDIYMLGYVSNSLTGPYKPL 
NKTGLVLQMGLDPNDVTFTYS 
HFAVPQAKSNNVVNYGA 


10297 


40665 


A 


10358 


300 


491 


SYVKYFPHQPAQKYFQQ1HSAI 
GLHNADHVHKHLLGDNRYPIW 
IMQPSAHHPARQPEHDNHFR*V 
QQLYDGDSHRQFL*HQPAQKY 
FQQIHSAIGLHNADHVHKHLLG 
DNRYPI W IMQPS AH HPA RQPEH 
DNHFR 


10298 


40666 


B 


10359 


1 


1226 




10299 


40667 


A 


10360 


1369 


1548 




10300 


40668 


A 


10361 


1 


1365 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10301 


40669 


A 


10362 


1560 


2384 


MCQILMTHSKSTEW11TKRFLTE 
TEKH IRTFSSLSMKAI I HPA/HN H 
TLRDPHYVEDKGHKYLVFEAN 
TGTENGYQGEESLFNKAYYGG 
GTNFFRKESQKLQQSAKKRDA 
ELANGALGIIELNNDYTLKKVM 
KPLITSNTVTDEIERANVFKMN 
GKWYLFTDSRGSKMTIDGINSN 
DIYMLGYVSNSLTGPYKPLNKT 
G L VLQMGLDPND VTFTYSHF A 
VPQAKGNNVVITSYMTTRGFFE 
DKKATKAPSFLMNIKGNKASV 
VKNS1LEQGQLAVN 


10302 


40670 


B 


10363 


783 


881 




10303 


40671 


A 


10364 


1 


1359 




10304 


40672 


A 


10365 


1512 


2010 


ENFPHQPAQKYFQQIHSAIGLH 
NADHVHKHLLGDNRYPIWIMQ 
PSAHHPARQPEHDNHFR*VQQL 
YDGDSHRQFL*HQILFDRTPVS 
VDQSVEKKG*DHPVRPQ*AAP 
GHVHYLT1PERSSQHYHPGALQ 
E*TSHPDHIQAK*WHYR\GHYS 
YARN*RJHHRGSWCR 


1 0305 


40673 


A 


10366 


62 


368 


TGARRVPWPRRGARLRGRARA 
RSDESGSAGDQPPSFPPWWGW 
RWVTTAASPANLWPSVARSTM 
VDRAINL/FFLKMKGDLALTED 
KREQAQNEQSAWKFTPGR 


10306 


40674 


A 


10367 


2 


305 


CT1NN PKSF/HG VG FKQHAPQA 
LTE1QKFAMKEMGTPDVRIDTR 
LIKAVWAKG1RNVPYR1RVRLS 
RKRNEDEDS PN KL YTL VTY VP 
VTTFKNLQTVNVDEN 


10307 


40675 


A 


10368 


129 


283 


HLILLFLKHKYCFAREEEEK*R 
GVGGEEEEEEEEEEEGEEEEEE1 
FKSIVY 


10308 


40676 


A 


10369 


777 


1755 


DIWDQTEHQSSGPWSYGTSTDP 

E\PTSDLAVIVFEKRGGGEEEEE 

KEEEEGRR\EEEEKEEEE\GRRR 

EEEKEEEEEEEEVGRRAQEEEEE 

KKEEEEEEEEEWCLGEEESQPG 

HAEEVPSPHKMGALTLRVEGV 

KEQEAKLLRSSDLMKGDFSSTS 

QH PPQCSKRTNSESNAD A KSKK 

KERP1MTFRQRKTFRIRILPLPQ 

GR1AGSNKLSAKLCTDGRGAG 

D VG VLTN VM L KRLH FTIDH FLF 

KI1QMSPSASWNLWSLLDQDSL 

KCQ1CLEGYAQGGKPDVQLLPP 

RLTADWKGHRWGQMMGLDE 

KLTPSSVMVTSVALFWFEVSAQ 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


locution of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10309 


40677 


A 


10370 




444 




10310 


40678 


A 


10371 




3799 


MNRQLSKEDIQMANKHErCML 

N I TNDQGN ANQN HN AIQP YSC 

KNGHNRKIDVSMNMVNREHFY 

TAVHKASDLSFKPTSEK.DLDTK 

LQANFPNLVKAPDKARICFCGK 

PYQPYVQGSPNSPVEIVENEPSQ 

LLHFLCVGSSKEEIDLGNPKGS 

QHTGLGHSMGKCNYFYLPILLV 

HGWKSHLHPCVASMKVAGTQ 

RTQDQDEAQEKEK.RDKRKAEA 

LVAALQTYKTQNPQGAPANCY 

KCGKLGHFKKDCHSSKRKPL 


10311 


40679 


A 


10372 




990 


MTQKKNQTEQKEQKNEQKKQ 

HN ERKEH KKKQTE YKTHETNR 

PRKTERAEHDEQKRENEGKRR 

RHKKRT/RERKKTNEETETRKG 

REKPEQARQARKEKQKRQRGE 

RQXKEEKKRKNNRQENEEEEAN 

EQDRREQKEETRKRGPRKRRE 

HKEEEGRRERKKRKRKTKEKG 

RRAQQKERREEEQQQRRRRRR 

GKRKKNESEDEEDKASNKHRQ 

QERERQKRKGAVERARRPAETG 

R RRRKRKRQRKA\A KQRQERQ 

G DG VLPC APWTAHPRQPSQC W 

SARAPGGSAHRPRRYLLTGQA 

NGSLAMWDLTTAIGRPRPGPCR 

WPDGARADGTAGTL 


10312 


40680 


A 


10373 


99 


1365 


KEAEGRALARLLGPSEERFAAH 

EGMRPMRAVFTRQGH1FTTGFT 

RMSQRJELGLWDPNNFEEPVAL 

QEMDTSNGVLLPFYDPDSSIVY 

LCGKVLTAGQGEQGTGWRCG 

GPCPGAPLNRLILQGDSSIRYFEI 

TDEPPFVHYLNTFSSKEPQRG\M 

G FMPKRGLDVSKCEIARFYKLH 

ERKCEPIIMTV\PRKVRAWDRD 

LGRRSDAVPRIRQGPEPALEAD 

EWLSGQGRRNPCSFSLR\DGYC 

CPPTHRD\LRVTKRN1LDVRPPS 

G PRRKPSRPATPPCRSSTPLETL 

LEE1KPLRERVQAQEQRJTALEN 

MLCELVDGPHYPRAPGRASGL 

PTDPFGGAVRRACPVPPPLVPL 

ARAVRTLPLRYASS1AALVERM 

KAHMWAKGRATRDATAKRCS 

PMAQTTTQHLHVPCDREDESR 

WNY1CCSS 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


10313 


40681 


A 


10374 


1 


361 


MINPNPERSDDLVFWGLFRAG 

GMWSAIIAPVMILLVG1LLPLGL 

FPGDALSYERVLAFAQSFIGRV 

FLFLMIVLPLWCGLHRMHHAM 

HDLKIHVPAGKWV\FYGLAAIL 

TVVTL1GVVTI 


10314 


40682 


B 


10375 


70 


256 




10315 


40683 


A 


10376 


224 


414 


LRWRSLPAFQSGNLSVPAALM 
NRANARGEAVCVLGRSSRFLA 
H*LAALGRSAAASGISSLKGG 


10316 


40684 


A 


10377 


439 


595 


RA 1 SCCPSH L VKRKTTL APNTQ 
TASPRALADSLMQLARQVSRLE 
SGQ*AQRN 


10317 


40685 


A 


10378 


1 


391 


FSSGTVPGDRPDREFIGDTLME 
RRNRRTGRTEKARIWETANTL 
AITMLMSTVAMPAAAADGVTFS 
VPVTPHTFRHSYAMHMLYA\GI 
PLKGLQSLMGHKCIRSTGRLPQ 
RFLGLEWGLPGHPGGRLAMAE 


10318 


40686 


A 


10379 


278 


694 


GHRSPLAIAGCPT1QNGAGPQC 
AA1TRVRAARWCGYPPGSGIPTI 
PEDSFM L Y PR A LTTHQTGFSPA 
WGKPSVDRLLATLSGPGGEGQ 
YSCCPSHLVKKKTTLAPNTQTA 
SPRALADSLMQLARQVSRLESG 
Q*AQRN 


10319 


40687 


A 


10380 


2 


371 


SVQVF1RDKLMERRNRRTGRTE 
K A Rl W\E VTDRTVRTCDCGGGL 
PAAAADGVTFFCSAPPNIRFR\H 
SYA\MHMLYAR*YPLKGLLSPI 
G\HKC1RSTGRLPQRFLGLEWG 
LPGHPGGRLAMAEV 


10320 


40688 


A 


10381 


276 


508 




10321 


40689 


A 


10382 


464 


763 




10322 


40690 


A 


10383 


1 


715 


MQHLSHGSRRHILISENFRGCQ 
DQAVSQTLLTRPPLVSKEASFF 
LLPFDLHVLGLPPAFNLSHDQT 
LQFKSLTLVTSVRVPLEVARPG 
LSMLGLLRFMSSLLAVGDMGQ 
G DQVEFQDTKGNSEGRASSQPP 
MTPLTPTRVRRCPGGPTWGAK 
AEGVGRAEAATADPGSEGDVV 
LSRTGLLLAGLLHYFRGRHHLE 
EIMYNENTRRSQLLMLFDKFRS 
VLVWTTHEDPVIAVFQALLP 


10323 


40691 


B 


10384 


72 


195 




10324 


40692 


A 


10385 


1 


2331 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iVucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


10325 


40693 


A 


10386 


1 


706 


MTTSRSDTRSQDDPSAHLASPK 
LPQRLPKDLSEAQVERLLQAPL1 
DQPLELRDKAMLEVLYATG\LR 
VSELVGLTMSDISLRQGVVRVI 
GKGNKERLVPLGEEAWHWLET 
YLEHGRPWLLNGVP1NVLFPSQ 
RAQQITRQALWRRINHYDELAA 
GIDSEK.LSPHVVRHAFATYFAG 
SGGC1ADFCGGSCAGSSAAESC 
LWFAGTGLYLHHAWVSGVWS 
RECSGAAWRDRRDVGGGE 


10326 


40694 


A 


10387 


39 


209 


EPGTYVYNETDKSHSPCRPCVL 
LS**GIYLGSV*R*NG1TYGALL 
AHIPNKFQVDY 


10327 


40695 


A 


10388 




930 


AWTHAGILLKHKYSFLVGCASI 

SDV1AQVVFVAILLH\SHLECRE 

PLLIPIXLSLYMGALVRCTTLCL 

GYYKNIHDIIPDRSGPELWGDA 

TIRKMLSFWWPLAL1LATQRJR 

RPIVNLFVSRHLGGSSAATEAV 

A1\LTAT YP V V H MP YG WLTE IR 

AVYPAFDKNNPSNK.LVSTSNTV 

TAAHIKKFTFVCMALSLTLCFV 

MFWDTQRV*GKSLIDIIGSGLW 

PLQELCVV\PLWIFSFFPVPVTV 

RA H LTG WLMTLUCKTF VL A PSS 

\VLRI1VL1ASLV\VLP\YLGVHG 

ATLGWGFLLAAGFCGENSTMG 


10328 


40696 


A 


10389 




1389 


GDAT1RKMLSFWWPLALILATQ 

RJSRPIVNLFVSRDLGGSSAATE 

AVA1LTATYPVGHMPYGWLTEI 

RAVYPAFDKNNPSNKLVSTSNT 

VTAAHIKKFTFVCMALSLTLKD 

SVQKPDISLTGRLVQTLPTRMR 

HQRGESKDVAPLASWLSEPSTS 

SEASQTSSKLT1NSQGEGKAKQ 

KLECGTLS1VLRSCEKNQERIKA 

AEKRNRSWTTLCGLGAWRPLL 

FELPVIVQTPDQTNRFQFRYPA 

KTQSGLCSFFHSFDLLTLEAFV 

KVWFPGCLLILIEYASSKNRKS 

KMLQNLKLLSADMTLK.LCFVM 

FWTPNVSEKILIDII\GVDFAFAE 

LCVVPLRIFSFFPVPVTVRAHLT 

r:\PT A/fXF "MVATPVT A DCQVI Dir\/ 
U\r LM 1 LIN Y \ 1 r VLArijVLKJIV 

PHRPASWVLPY\LGVHGATLGV 
G\SLLAGFVGESTMVA\LATCY 
VYRKQKKKMENESATEGE\DS 
AMTDMPPTEEVTDIVVEMREEN 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10329 


40697 


A 


10390 


57 


556 


TGRCTCHDRHYWYSPVER1AY 
NVEAARWEQRTDLDKLVIEME 
TNGTIDPEEAIRRAATILAEQLE 
AFVDLRDVRQPEVK.EEK.PEFDP 
ILLRPWDDLELTVRSANCLKAE 
AIHYIGDLVQRTEVELLKTPNL 
GKKSLTEIKDVLASRGLSLGMR 
LENWPPASIADE 


10330 


40698 


A 


10391 


536 


787 


GRD*PDYAENAHVMPPVVIED 
ASDMLLAITQAGRMLMFPVSD 
LPQLSKGKGNKIINIPS AE A A RG 
EDGLAQLYVLPPQSTLTIH 


10331 


40699 


B 


10392 


868 


900 




10332 


40700 


A 


10393 


1 


278 


MNPQEANYAYLRG/EVELVRLP 
DAEGRIAAE/GALPYPPGVLALE 
EGI/NLLPGFAPELQGVY1EE/HD 
GSGIIMLPTKLAEVGTI 


10333 


40701 


A 


10394 


1 


811 




10334 


40702 


A 


10395 


1 


682 




10335 


40703 


A 


10396 


442 


546 




10336 


40704 


C 


10397 




1776 




10337 


40705 


A 


10398 


2 


1354 


YFSPAAMKALDLLIKWTRSDQ 

NLGGCNTGL1RPISP1VLIYKLVI 

GEQMIDVLGPEKRRRRTTQEKI 

AIVQQSFEPGMTVSLVARQHG 

VAASQLFLWRKQYQEGSLTAV 

AAGEQVVPASELAAAMK.QIK.E 

LQRLLGKKTMENELLKEAVEY 

GRAKK.WIAHAPLLPGDGDCTS 

FSDEPMTGWMAAAVVTLMIR 

MCFSVYTMLSESCQRMVIVGY 

GRR\PDRQNLMIQGSKP/SIFRQF 

C/PDFEHLQEPYE/LLWE/MYGN 

RG YLQLVSFMQKFI DQSIFANT 

QYDPSRFPSGKVPIQQLLKDLL 

TAYKFGVKTLYYQNTRDGAED 

AQDDLVPSIQDDGCESGACLIR 

RASVASGSGCRMQRERLILATA 

RICRPDKTRQRRIRHRMRRKMP 

YPALNSQQDTLMAYTTFSQTK 

NDQLKEPMFFGQPVNVARYDQ 

QKYDIFEKLIEKQLFFLLASGRS 


10338 


40706 


C 


10399 


1 


1269 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10339 


40707 


A 


10400 


1 


1909 


MGFHHVAQAGFELLISSDLPAL 

ASQTARITAREARAPVEENKKA 

QLERDKQLSEQQKQAALAKEY 

KAQVKQLIEMNRITIANGDIGF 

N FTDGNLIKK1FVDKLTQAQLIN 

GRLAIARLLVDNNSEGEYAIIPA 

SVADK1AQRDASSIVLHSALSA 

EEQDEDDPYADFKVPDDLMWP 

TVYGRSVDR1RRSRRIRQSCAM 

PDATLCASYQAYGLRAKHPSFS 

SQGVPHCVPDVTLKIASEAPSPI 

VGGTLPVPMTSQLPSVTSMQLL 

LDLDTI PNEPLH YDWEALRESI 

KTHGLRNSTLSALMPSETSSQIS 

NATNGIEPPRGYVSIKASKDGIL 

RQVVPDYEHLHDAYELLWEMP 

GNDGYLQLVGIMQKF1DQSISA 

NTNYDPSRFPSGKVPMQQLLK 

DLLTAYKFGVKTLYYQNTRDG 

AEDAQDDLVPSIQ\DDG\CESGA 

CLIRRASVASGSGCRMQRERLI 

RPTAR1CRPDKTRQRR1RHRMR 

RVLPGRATRRDFPSLEAGYQW 

LPGRGLVIEPQAQVMYQGVQQ 

DDCTAASRARVSQSQGDDIQTR 

LGLHSEWRTAVHVIPTLDLNDY 

HDPHSTE1EEDGST1SDDAVKQR 

GE1KVGVTGNISQRVSLRGSVA 

WQKGSDDFAQTAGFLSMTVK 


10340 


40708 


B 


10401 


1 


1329 




10341 


40709 


A 


10402 


1419 


1788 


ALTSVLPRPSVHW*\SPKPRNVD 

WHIGRGVAIIMQKSGIPDIDQA 

NCMIKLESDGTFIVHSGGADIG 

TGLDTVVTKLAAEVLHCPPQD 

VHVISGDTDHALFDKGAYASS 

GTCFSGNAARLAAEN 


10342 


40710 


A 


10403 


73 


477 


SMFPR1PFGY/WHI/GSRVA11CQ 
KJSG IPDIDQSNLHDQLESHGTFI 
VHSG/GFDYGTGLDTV/VLTKL 
AAEV/LHCPPQDVHVISGDTDH/ 
ALFDKGAYASSGTCFSG/NAAR 
LAAVNPRALAYSYGGGGGARV 
CIWGGWGRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
:quence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10343 


40711 


A 


10404 


1 


756 


MSIAYQEIPQNERLRLSDSSITS 
VVEYLLAVVARSVYTSPDMAIF 
REHHSYMSLSMAACRKIRPCPQ 
ELPRSIPHM1SAMWSQSAPDHV 
VQHEREQQSGFGDGTESHSTSD 
SNTEVRQNCSPPIGGVRNHRAL 
RG HQPAELEPENILKLLLM V AE 
RKAHK.GWYYSGDLCRMDEAG 
Y1KITGRKKDIIVRGGENISSREV 
EDILLQHPK1PNA\CMGAMSDD 
RLGERSCAYVWLKAPHHSLSL 
EEVLCWRGC 


10344 


40712 


A 


10405 


252 


1245 


GSRILPGASITRS\LEFIAGQAVK 
FNPLLPVSLVKRNTTLAPTTHT 
ASPRALADSLMQLARQVSRLD 
SGQRSVVFVRWSRRSIIVDSHA 
GLITTQRALGQSDMYRGSLPISE 
LR11GPRHLRGVLRVVRLCPFSE 
PML VECN PLLPSSLIIREPSLEPT 
LRFASRIALPDSTVLQ1FSGVLP 
LSSGQAYIQFTYSETPRSTPREA 
NSAHILSVHQWKCGHIVMAAR 
VKVGYPQWTPISLSAGLSAVLY 
KPVERGGRCSHSCSTALSPQGF 
L S SLLRFI SEG VFKSFTDKQML R 
DFVTTRPALIVLLWQPLNVEGT 
SSTSHC11MPTCNDHRD 


10345 


40713 


A 


10406 


269 


432 




10346 


40714 


A 


10407 


332 


933 


R V SRGRK V V F YRPEED AG DEK 
GYESFPWFIKRAHSPSRGLYSV 
H1NPYLIPFF1GLQNRFTQFRLSE 
TKEITNPYAMRLYESLCQYRKP 
DGSGIVSLKIDW1IERYQLPQSY 
QRMPDFRRRFLQDFRLLGQ\TS 
VDRLL\QLSQGQAVKGNQLLPV 
SLVKRKTTL\APNTQTA\SPRAL 
ADSLMQLARQVSRLESGQ*AQ 


10347 


40715 


A 


10408 


1 


531 


MRWKIDLARISKEIIDFYITQGV 
N RIGFI AGEDEPGKADIRE V AFA 
EYGRLKQVVREEDIWRGGFSSS 
SGYELAK\QILARKDYPKPLFV 
ASDSIAIGVLRAIHERGLNIPQDI 
SLISVNDIPTARFSFPPLSTVRJH 
SEMMGSQGVNLVYEKAPDGR 
ALPLLVFVPSKLKLRGTTR 


10348 


40716 


A 


10409 


1 


1059 




10349 


40717 


A 


10410 


2187 


2429 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10350 


40718 


A 


10411 


1 


835 


MRPFGDYPDGGIDDLK.ISFSVP 

AAGVGPHFDQYDVFIIQGTERR 

RWRVGEKLQMKQHCPHPDLL 

QVDPFEAI1DEELEPGDILYIPPG 

FPHEGYALENAMNYSVGFRAP 

NTR£LI\SGLPDYVLQRELGGNY 

YSDPDVPPRAHPADVLPQEMD 

KLREMML\ELSTHPDPFK.QWLG 

EFISQSRHDLDIAPPDPPYQPDE 

FSDALNQGKVLGALGGLRVLR 

MGDAVYPNGEKMDSPPRPALD 

ALASTIALTAKNFGDALEDPSF 

LAMLAALVNSGYWFFEG 


10351 


40719 


A 


10412 


249 


474 


VYLL1VLAVLYTNNRQTESQIM 
SELPFTIASKRIKYLGIQLVTRDV 
KDLFKDNYIPLLKEI*EDTSKW 
KSIPCSW1 


10352 


40720 


A 


10413 


157 


413 


ALVCS/SSLA I REMQIKTTMRYH 
LTPVRMA1IKKSGNNRCWRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


10353 


40721 


A 


10414 


342 


528 




10354 


40722 


B 


10415 


32 


587 




10355 


40723 


A 


10416 


1 


2141 




10356 


40724 


A 


10417 


1 


748 




10357 


40725 


A 


10418 


321 


411 


RNRDRYKQWKQDFFHDSYNR 
QRCGC WRL YRRHHR* CRRYRR 
QQPHLCRLYES*KKSCFHCLYR 
SRF/RLRVKY PRDM YSCLGTFL 
RSPVA1RIPLSRNQVKR 


10358 


40726 


A 


10419 


1 


2235 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10359 


40727 


A 


10420 




1884 


MGKDFMTKTPKAMATKAKID 

KWDVIKLKSFCTAKETTIRVMR 

INKIDKPLA RLIKKKREKNQI DT 

IKNDKGDITTDPTEIQTTIREYY 

KHLYTNKLENLQEMDKFLDTY 

TLPRLNQEEVETLNRPITGSEIV 

Al MN SLPTKKSPG PDGFTAEFY 

QRYKEELMILIPK/PGQDTTKKE 

NFRPISLMMDAKILNKILAKR1 

QQHIKKLIHHDQVGFIPGMQG 

WFNIRKSINVIQHINRAKDKNH 

MTIS1DAEKAFDK.1QQPFMLKTL 

NKLGIDGTYFKIIRA I YDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPTVSAQNLLKLISNFSKVSG 

YKINVQKSQAFLYTNKRQTESQ 

IMSELPFTIASK.R1KYLG1QLPRD 

VKDLFKENYKPLLK.EIKEDTNK 

WKNIPCSWVGRIN1VKMA1LPK 

VTYRFNAIPIKLPMTFFTELEKT 

TLKFIWNQKRAR1AKSILSQKN 

KAGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPEKNK.QWGKDS 

LFNKWCWENWLA1CRKLK.LDP 

FLTPYTK1NSRWIKDLNVRPKT1 


10360 


40728 


A 


10421 


1 


822 




10361 


40729 


A 


10422 


2738 


2949 




10362 


40730 


A 


10423 


1 


1134 




10363 


40731 


A 


10424 


1 


2118 




10364 


40732 


A 


10425 


938 


1147 


SLETRKSAPCTIMFRIC1AGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSITGHVH 
HQ 


10365 


40733 


A 


10426 


2 


1624 




10366 


40734 


B 


10427 


1 


3690 




10367 


40735 


A 


10428 


1 


1056 




10368 


40736 


B 


10429 


1 


2265 




10369 


40737 


A 


10430 


1 


2037 




10370 


40738 


A 


10431 


1 


2406 




10371 


40739 


B 


10432 


670 


2568 




10372 


40740 


A 


10433 


3 


4072 




10373 














10374 


40742 


A 


10435 


1 


1542 




10375 


40743 


A 


10436 


1 


1008 




10376 


40744 


A 


10437 


1 


2241 




10377 


40745 


B 


10438 


1 


2682 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


10378 


40746 


A 


10439 


644 


949 


MRKPTLGRTYPSRPPSPAAARG 
ASRAALGPGHGLETRKSAPCT1 
MFR1C1AGCCWLPCGTPTSVLT 
KRWH*P*VIFLWSRRIHTASCLP 
SQRSITGHVHHQ 


10379 


40747 


A 


10440 


1 


1088 


MARKDIQVLIIGTYEYYLVKGE 
KVLTILAIKLKVLKWSGYPGLC 
LPEYHLGEVEGEDDMEVTAMD 
GRCLEVKQGSERLQVADQECV 
GDGSGRLCPFDRCECEQRLQLV 
RPGLCNPRAIALTTKPQSPSPNI 
KRLVIGEQMIDVLGPEKRRRRT 
TQEKI A I VQQSFEPGMTVSL V A 
RQHGVAASQEGSLTAVDAGEQ 
VVPASELAAAMKQIKELQRLL 
GKKTMENELLKEAVEYGRAKK 
W1AHAPLLPGDGERTDDWMDG 
RRSRHTDDTDVL* SASWRQQV 
QRQEQPVLRRRQQ* DFLLGWL 
LHHVAGQRGRPSSPVQSSAEQL 
RSFPVWYAVCVSPALRHQSSVL 


10380 


40748 


A 


10441 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 
KERSSSPATEQSWMENDFDEM 
REEGFRRSNYSELREDIQTKGK 
EVENFEKNLEECITRITNTEK.CL 
KELMELKTKARELREECRSLRS 
RCDQLEERVSVMEDEMNEMN 
DGENGTKLENTLQDIIQENFPN 
LARQANVQIQEIQRTPQRYSSR 
RATPRH1IVRFTKVEMKEKMLR 
AAREKDFKPTKIKREKEGHYIM 
VKGSIQQEELT1LKIYAPNTGAP 
RFTKQVLSDLQRDLD 


10381 


40749 


A 


10442 


1 


2445 




10382 


40750 


A 


10443 


1 


1428 




10383 


40751 


A 


10444 


1 


2478 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10384 


40752 


A 


10445 




1746 


metqktlqk1nesrswffekin 

kidrplarlikkkreknqidtik 

ndkgdittdpteiqttireyykh 

lyanklenleemdkfldtytl 

prlnqeeaeslnkp1tgpe1eaii 

n slptkk i pg pdgftaef yqr y 

keelqhikklihhdqvgfipgm 

qgwfnihklinviqyinrtk.dk. 

nhmiisidaekasdkiqqpfmlk 

tlnklgidgtylkiiraiydk.pt 

an1ilngqkleafplktgtrqg 

cllspllfn ivle vlarairqek 

ekkcirlgkeevklslfaddmi 

vylenp1vsaqnllklisnfskv 

sgykinvqksqaflytnnrqie 

sqimselpftiaskriqylg1qlt 

rdvkdlfkenykpllneikedt 

nkwknipcsw1grinimkmam 

lpkv1yrfdaipiklpmtfftele 

kttlkf1wnqkrar1aksilsq 

knkaggitlpdfklyykaivtk 

tawywyqkrdvdqwnrieps 

ETIPHICNHLIFDKPDKNKQWG 
KDSLFNKWCWEIWLAIGRKRK 
LDPFLTPYTKINSRWI KDFNIRP 
KTIKTLEESLGUQDISMGKKFTS 


10385 


40753 


A 


10446 


2 


541 




10386 


40754 


B 


10447 


1 


1533 




10387 


40755 


A 


10448 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*1KPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LA1TSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYG1DRSVLQSRP1H 

SQKK*NRSSLYSSGK*L*PALQC 

WWFYCTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10388 


40756 


A 


10449 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MG V WI KN* 1KPMS*REQL* P WL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRPIH 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPV1RVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10389 


40757 


A 


10450 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*1KPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRP1H 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10390 


40758 


A 


10451 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*IKPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRPIH 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10391 


40759 


B 


10452 




2259 




10392 


40760 


B 


10453 




684 




10393 


40761 


A 


10454 




1419 




10394 


40762 


B 


10455 




462 




10395 


40763 


B 


10456 




915 




10396 


40764 


B 


10457 




1659 




10397 


40765 


A 


10458 




[1659 




10398 


40766 


A 


10459 




1224 


M1VYLENP1VSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYPGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVERINIVKM 

AILPKTAKNGPVLPPLHSEEKIP 

FN\FH*LFR*TITATKA*QKRR* 

MCQNLMTH\QNQRSGRSQIYF* 

RRRKNISDRSAVYR*RQLYIRR 

QPYAERPSVHVEDKGHKYLVFE 

ANTGTENGYQGEESLFNKAYY 

GGGTNFFCKESQKLQQSAKKR 

DAELANGALGIIELNNDYTLKK 

VMKPLITSNTVTDEIERANVFK 

MNGKWYLFTDSRGSKMTIDGI 

LPISDPTIKQDFRLLGQTSVDRL 

LQLSQGQAVKGNQLLPVSLVK 

RKTTLAPNTQTASPRALADSLM 

QLARQVSRLESGQ 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 


SEQ ID NO: 

in USSN 
0S)/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10399 


40767 


A 


10460 


1 


2241 


MEDEMNEMKQEEKFREKRIKR 

NEQTLQEIWDYVKRPNLHL1GV 

PESDGENGTKLENTLQDIIQENF 

PNLARQANVQ1QEIQRMPQRYS 

SRRATPRH11VRFTKVEMKEKM 

LRAAREKDRSMRQKVNK.DTQE 

LNSALHQADLID1YRTLHPKSTE 

YTFFSAPHHTYTKIDHILGSKAL 

LRKCKRTEIITNYLSDHSAIKLE 

LRIKNLTQNRSTTWKLNNLLLN 

DYWVHNKMKAEIKMFFETNEN 

KDTTYQNLWDAFKA/EIQTT1K 

E Y YKH L Y AN K.LEN LEEMDKFL 

DTAYTLPRLNQEEVESLNRPITG 

AEIVA11NSLPTKKSPGPDGFTA 

EFYQRYKEELVPFLLKLFQSIEK 

QGILPNSFYEASTILIPKPGRDTT 

EKENFRPISLMNIDAKILNKILA 

KRIQQH1KKLIHHDQVGFIPGM 

QGWFNIHKSINV1QHINRAKDK 

NHMIISIDAEKAFDK1QQRFML 

KTLNKLG1DGTYFKI1RAIYDKP 

TANIILNGQKLEAIPLKAGTRQG 

CPLSPLLFNIVLEVLARV1RQEK 

EIK.G1QLGKEEVKESLFADDMI 

VYLENPIVTAQNLLKLISNFSKV 

SG Y K IN VQKSQAFLYTNN RQTE 

SQIMSELPFTIASKRJKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGR1NIMKMAIL 

PKV1YRFNA 1 PI KLPMTFFTELE 

KTKVFIWNQKSAH1TK.GILSQKN 


10400 


40768 


B 


10461 


1 


1254 




10401 


40769 


A 


10462 


551 


868 


S1QHWSR1SSRLVYRSKAVAAA 
LLPMNCSLWSTQAGFLPRFG*R 
♦TRHLSTIEPEDYNLLFRRVSLK 
LSVWLPTWQSKSNGWSQKCL 
WMHLKFDSLNALLPPTGF 


10402 


40770 


A 


10463 


1 


2985 


MEDEMNEMKREGKFREKRJKR 
NEQSLQEIWDYVKRPNLHLIGV 
PESDVENGTKLENTLQDIIQENF 
PNLARQANVQIQEIQRTPQRYS 
SRRATPRHIIVRFTKVEMKEKM 
LRAAREKGHCNSGKSHRSLWE 
QNKGIFTTCICDDAEDLQSPSTA 
GPWFGVLYTKGGPYPQEDIFSE 
EVHTGPKLRKKIQEYQLTSKWS 
KSDVQVSVERRMAGGNPNQCH 
IGEVLLDGFTAEFYRRYKEELV 
PFLLKLFQS1EKEG 


10403 


40771 


B 


10464 


1 


2277 





1399 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


10404 


40772 


A 


10465 


1 


1064 




10405 


40773 


B 


10466 


1 


1827 




10406 


40774 


A 


10467 


1 186 


1208 


ATKMVRLSVAALVQRMKEFCA 
AK.FPAVITCWWSVWAQSA*WR 
♦CWRKTK1 


10407 


40775 


B 


10468 


1 


1992 




10408 


40776 


A 


10469 


1488 


1920 


RVRVTAVITERDCVSRSRWTAV 
IVRHCTGRSLPAASTVKQYRTS 
CWERWN/CRFGNDLPSSPVEWL 
TDN/EFMLPG**NTPVRPDVGLE 
PT*TRAACQESRCN/RLTPGIVL 
E1IGVWMQRWSLECRLAIPCIFG 
WLPRVVGEESGA 


10409 


40777 


A 


10470 




1659 




10410 


40778 


A 


10471 




987 




10411 


40779 


A 


10472 




1278 




10412 


40780 


B 


10473 




1556 




10413 


40781 


A 


10474 




1905 




10414 


40782 


A 


10475 


644 


949 


MRKPTLGRTYPSRPPSPA A ARG 
ASRAALGPGHGLETRKSAPCTI 
MFRICIAGCCWLPCGTPTSVLT 
KRWH * P* VI FLWSRRIHTASCLP 
SQRSITGHVHHQ 


10415 


40783 


A 


10476 


1 


1217 




10416 


40784 


A 


10477 


83 


1134 




10417 


40785 


A 


10478 


2450 


2607 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10418 


40786 


A 


10479 




2604 


MPLRAFNPVSSFRWARGMTIV 

AALMTVFFIMQLVGQVPAALW 

VIFGEDRFRWSATMIGLSLAVF 

GILHALAQAFVTGPATKRFGEK 

QAIIAGMAADALGYVLLAFAT 

RGWMAFPIMILLASGGIGMPAL 

QAMLSRQVDDDHQGQLQGSL 

AALTSLTSIIGPLIVTAIYAASAS 

TWNGNRACSSSVTRIVSILSRFI 

GIITPMNRNPPYTEASVTKQEK 

TALNM ARFIRSQTLTLLEKLN E 

LDADEQADICESLHDHADELYR 

SCLARFGDDGNSYDHDYAKLA 

CLQVEGRGGGTFAHELLAVEY 

AGWISPAFRLKVNQTFIDYRTG 

RLQPAIPQSLPEALRLAADLAE 

QKQRLEQKM LMD A PK VEFA ER 

VATASGVL1GNYAKVLGLGQN 

YLFTWLRDNG1L1/CNR*TQERP 

QTRIHISWVFH/LLKKP*SIQAM 

EAG/LSFTTR1TGKGQQWLMKR 

LLDARNRDRYKQWKQDFFIIDS 

YNRQSAGHILSQCANLAATTSE 

YFIHKPHRL1AAETGYSQSTVV 

RAFREAVNKGILSVE1VIGDHRE 

RRANL YRFTPSFL AFAQQA KN A 

LIESKLKISSAATKVKAVLAKTL 

ALFNFLSTPPCQNDTPSPCQDD 

VAIKNKKSQV K.KTKRS VSGGA 

GTTSLKKLTSWIAKAKAKADN 

LRLSKKRTQKHEFKQKVEAAA 

RKYAYLKNKRSPDIGGISNFDN 


10419 


40787 


A 


10480 


1 


2559 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10420 


40788 


A 


10481 


1 


1676 


MLNGEKLAVKQEALLAAISEK 

DANIALLELSSSKKKTQEEVAA 

LKREKDRLVQQLKQQVEGRGG 

GTF AHELL A VE Y AG WI SP A FRL 

KVNQTFIDYRTGRLQPAIPQSLP 

EALRLAADLAEQKQRLEQKML 

MDAPKVEFAERVATASGVLIG 

NYAKVLGLGQNYLFTWLRDN 

GILIATGERRNVPKQEY1SRGYF 

TLKETVIDTSNGSRISFTTRITGK 

GQQWLMKRLLDADVVRTTSIV 

ML AK VTFLSCITM SDFTFSG YE 

LACFVTH SGLSRSAGH 1LSQCA 

NL A ATTSE YFI HKPHRLI A AETG 

YSQSTVVRAFREAVNKGILSVE 

IV1GDHRERRANLYRFTPSFLAF 

AQQAKNALIESKLKISSAATKV 

KAVLAK.TLALFNFLSTPPCQND 

TPSPCQDDVAIKNK.KSQVKKTK 

RSVSGGAGTTSLKKLTSWIAKA 

KAKADNLRLSKKRTQKHEFKQ 

KVEAAARKYAYLKNKRSPDIG 

GISNFDNLPHCMTVNEALNAVL 

AKNKDNEQWGAVAGAYIADIT 

DGEDRARHFGLMSACFGVGM 

VAGPVAGGLLGAISLHAPFLAA 

AVLNGLNLLLGCFLMQESHKG 

ERRGELLKIVVLPGDHVGQE1T 

AEAIKVLKAISDVRSNVKFDFE 

NHLIGGAAIDLQGGGGKPRCVS 

KSLMLH/CWHSCRLEPRWR*QR 

VQR1RL*VHP*AFFAPAVAFALP 


10421 


40789 


A 


10482 


1 


3213 




10422 


40790 


A 


10483 


1089 


1373 




10423 


40791 


A 


10484 


2720 


2968 


TTTLVRLPCRSPKRRIKALRSQL 
RRKS I LKPLLS* S R* STTK * RNTP 
CSQVSSLSRLSTRYRPvRMKHSV 
NLVWTWVPYSSAP 


10424 


40792 


A 


10485 


2 


2264 




10425 


40793 


A 


10486 


1693 


1980 




10426 


40794 


A 


10487 


1776 


2026 


SLETRKSAPCTIMFRIC1AGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSSNRACSS 
SVTR1VSILSRFIGI 


10427 


40795 


A 


10488 


1323 


2064 




10428 


40796 


A 


10489 


53 


243 


WTVPLGAVPPVRMHEGLGCW 
CKLNGEVCMSGMCLLCWWDC 
D*RHDLKANLDRLMNVCQDGR 
KR 


10429 


40797 


A 


10490 


! 


3117 




10430 


40798 


A 


10491 


1 


1227 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10431 


40799 


B 


10492 




21 19 




10432 


40800 


A 


10493 


938 


1147 


SLETRKSAPCTIMFR1CIAGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSITGHVH 
HQ 


10433 


40801 


A 


10494 


1 


2822 


MVK.GSIQQEELT1LNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

G SKALLSKCKRTEIITN YLSDHS 

A I KLELRIKN LTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQ 


10434 


40802 


A 


10495 


2 


163 




10435 


40803 


A 


10496 


4051 


4355 


MRKPTLGRTYPSRPPSPAAARG 
A SRA ALGPG HGLETRKS A PCT1 
MFR1C1AGCCWLPCGTPTSVLT 
KRWH*P*VIFLWSRRIHTASCLP 
SQRS1TGHVHHQ 


10436 


40804 


B 


10497 


1692 


1781 




10437 


40805 


B 


10498 


1 


3477 




10438 


40806 


A 


10499 


179 


439 


KKEL VN LTTD* SLENR/WIDVL 
GPEKRRRRTTQEK1A1VQQSF/G 
TGDDGLPRCPATWCSSQPVISL 
A*A1PGRKSYCCRRRRTGCSCL 


10439 


40807 


A 


10500 


1 


7456 


MYQANGKQK.KAGVAILVSDKT 

DFKPTKIKRDKEGHYIMVKGSI 

QQEELTILNIYAPNTGAPTF1QQ 

VLSDLQRDLDSHTLIIGDFNTPL 

STSDRSTRQKVNK.DTQELNSAL 

HQADLIDIYRTLHPKSTEYTFFS 

APHHTYSKIDHILGSKALLSKC 

KRTEIITNYLSDHSAIKLELMIK 

NLTQNHSTIWKLNNLLLNDYW 

VHKEMKAEIKMFFETNENKDT 

TYQNLWDTFKAVCRGKFIALN 

AHKRKQERSKIDT 


10440 


40808 


A 


10501 


2476 


2718 


WPLRGRGGHRAAPGRHLHLQQ 
RLLLRLHLTACLLQDALDG/GP 
PRCWRGSCRWRCSAGPPRSWA 
RRPSATRSPSWPALECS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


10441 


40809 


A 


10502 


2 


4517 


HRLANW1KSQDPSVCYIPETHL 
TCRDTHRLKIKGWRKIYQANG 
KQKQAGVAIHISDKTDFKPTK1 
KRDKEGHYIMVKGSIQQEKLT1 
LNVYAPNTGAPRFIMQVLSDLQ 
RDLDSHTLIMGDFNTPLSTLDR 
LTRQKVNKDTQELNSALHQVD 
L 1 DI YRTLQPKSTEYTLFSAPHH 
TYSKIDH1LGSKALLSKCKRTEII 
TNYLSDHSAIKLELRJKKLTQIR 
STA WKLNN LLLNDYWVHNEM 
KAEIKMFFKNNEN 


10442 


40810 


B 


10503 


88 


501 




10443 


40811 


A 


10504 


1 


971 


MWALFM1RNVKKQRPVNLDLQ 

TIRFP1TAIASILHRVSGVITFVA 

VGILLWLLEYRLSYLKGSSKLR 

DYGQLLTLEIPAALLPIHTGIVN 

QN1NCTETLTASSDNLLRRAFC 

GDTHLHEVHLNTLFFNHFLCFA 

VIFDETRNKD1CA TSGQHAHFV 

DK.KRKRELLSHMIGKGNWQQV 

L VFTRTKH G AN H L AEQLNKDG 

IRSAA1HGNKSQGARTRALADF 

KSGD1RVLVATDIAA/RGLDIEE 

LPHVVNYELPNVPEDYVHRJGR 

TGRAAATGEALSLVRSFFDWC 

DDCAAAGGMGNRNAQLADGI 

YHLRCIELYLGDGMADFL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10444 


40812 


A 


10505 




2201 


MSFDSLGLSPDILRAVAEQGYR 

EPTP1QQQAIPAVLEGRDLMAS 

AQTGTGKTAGFTLPLLQHLITR 

QPHAKGRRPVRALILTPTRELA 

AQ1GENVRDYSKYLNIRSLVVF 

GGVSINPQMMKL\RGGVDVLV 

ATPGRLLDLEHQNAVKLDQVEI 

LVLDEADRMLDMGF1HDIRRVL 

TKLPAKRQNLLFSATFSDDIKA 

LAEKLLHNPLEIEVARRNTASD 

QVTQHVHFVDKKRKRELLSHM 

IGKG\NWQQVLVFTRTKHGAN 

HLAEQLN KDG1RRAAKHGNKC 

KCAYSKFQKPSPHIFTMLIGVC 

GVNQSAITNVSNVSNMAKISGS 

GSHRLTKRV1KRDMRP1INHPV 

AYSDRRRLQTELLFWHARWLN 

HTRRQFRIKEGDNGGQCFLFLW 

TGRFNFNLPSFGRIQHQQRNMA 

VGFSLGAFVITFIAGRACMPSLF 

VISTVCLTVMVYVFPAYDGVT 

GRFYRASGSSLPVALQYTPNGA 

SRRYNQWRPSRMLSSLKKQKW 

RKGMSESLHLTRNGSILEITLDR 

PKANA1DAKTSFEMGEVFLNFR 

DDPQLRVA1ITGAGEKFFSAGW 

DLKAAAEGEAPDADFGPGGFA 

UL 1 Jc-irlNLL/rvr V 1 A A VINO I ArU 

GGFELALAADFIVCADNASFAL 
PEAKLG1VPDSGGVLRLPKILPP 

Ai V JNfclvl VM 1 UKKMUAbtALK 

WGIVNRVVSQAELMDNARELA 


10445 


40813 


A 


10506 


1 


168 


MCEKNLAYAHKVKAALEKGA 
SPGDFPREDYETNWEGXRFTLA 
DLNIHGKRALGMDV 


10446 


40814 


C 


10507 


1 


3861 




10447 


40815 


A 


10508 


1 


7407 




10448 


40816 


A 


10509 


290 


661 


QPLPEGRW/THLWHNDELDGS 
RWHK/QQHGFLSLPVYVRDNT 
LRALGNNDQRPDYVWHE/GTA 
FHLFN\LKAARTGNTITAIDASE 
AKNWTLCLRNGVKVNGLQDG 
SQAESEQGLVVKPQGNALTITL 


10449 


40817 


A 


10510 


3 


510 


KFHFMSPFPAHSMVQALE*LYA 
LGGLDKDCRLTEPLGMRIAEFP 
LNPMFAKMLLESGNFGCSQEIL 
SIAAMMQIQNIFVVPPNHKSHA1 
RVHRKFAVEEGDHLTMLNIYE 
AF1KHNKDSKWCQEHFLNYKG 
LVRAATVREQLKKLLVKFQVP 
RKSSEGDPDLVLRCIVS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


10450 


40818 


A 


10511 


1 


1920 


MIWGRAWWLTPVIPALWAAK 

VAGRVAEERGAVLGHEVGYCI 

RFDDCTDQLATRIKRLTESFSLI 

LSV1MLDEAHERTLYTDIAIGLL 

KK1QKKRGDLRLIVASATLDAD 

EEVETVVSML1 EQARAL ARTG 

MK.RHLRVLPMYAGLPSFEQMK 

VFERVSRSVRKVIVATNVAETSI 

TISGIVYVIDCGFVKLRAYNPRT 

AIECLVVVPVSQASANQRAGR 

GGRSRSGKC YRLYTEE AFDKL P 

QSTVPEMQRSNLAPV1LQLKAL 

GIDNVLRFHFMSPPPAQSMVQA 

LELLYALG\SLDKDCRLTEPLG 

MRIAEFPLNPMFAKMLLESGNF 

GCSQEILSIAAMMQIQNIFVVPP 

NQKSHAIRVHRKFAVEEGDHL 

TMLNI YE A FI KVSTTTARS A AST 

HHPLEHNKDSKWCQEHFLNYK. 

GLVRAATVREQLKKLLVKFQV 

PRKSSEGDPDLVLRCIVSGRFA 

NAARFHSTGAYRTIRDDHELHI 

H PA S VL YAEKPPRW VI YN E\LL 

QTSKYYMRDVTAIESAWAVGS 

WLHTFYSTRERTCSLESQK.GPR 

SRDPLRREPTVYSCRDCWRPLL 

HAAAPGPRWGELAPAPVECLV 

ALKWAAACSLVLSSRCPQHLH 

PCWDPGGLCAWAGILLCCSGQ 

SGSWLTQHAH 


10451 


40819 


A 


10512 




414 




10452 


40820 


R 


10513 


62 


1408 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10453 


40821 


A 


10514 


1 


1388 


MGTSSIFLCVLFLCGALGLTMS 

PARGRLRCYICGFTKPCHPVPTE 

CRDDEACGISIGTSGCRGIFQVP 

DGQRDSRSHFPADVTKITWAC 

GQSPPGFKPLFPSCSSPKTGQM 

DVLIDLDFGFELRNRGIWGEGA 

IRDTEEKSADNLEPCSSPPPLEE 

VICCEGNAGFYEVGCVSTPLEA 

GYSVLGWNHPGFAGSTGVPFP 

QNEANAMDVVVQFA1HRLFFH 

PQDIIIYAVLAIGGFTATWAAMS 

YPDVSAMILDASFDDLVPLALK 

VMPDSWRGLVTRTVRQHLNLN 

NAEQLCRYQGPVLLIRKTQDG 

NLTPTVP\KDICSNRANCLLVKA 

LQ\HRYPG\VMAEEGLLVARQW 

LEA SSQLEEAS1 YSRWNEVEED 

WCL\SVLR\SY\QAEHGADFPW\ 

SVGEDMSA\DGR\RQL\ALFLAR 

KHLHNFEATHCTPLPAQNFPRC 

PWHPLGTQLGLIMEEWGERRH 


10454 


40822 


A 


10515 


1 


1519 


MGFLPKLLLLASFFPAGQASWG 

VSSPQDVQGVKGSCLL1PCIFSF 

PADVEVPDG1TA1WYYDYSGQR 

RVFMGNPEHRVCNLLLKDLQP 

EDSGSYNFRFE1SEVNRWSDVK 

GTL VTVTARSLSPPG RHLETLH 

MAMSWQDHGR1LRCQLSVAN 

HRAQSE1HLQVKYAPRGVKILL 

SPSGRNILPGELVTLTCQVNSSY 

PAVSS1KWLKDGVRLQTKTGV 

LHLPQAAWSDAGVYTCQAENG 

VGSLVSPP1SLHIFMAEVQVSPA 

GPILENQTVTLVCNTPNEAPSD 

LRYSWYKNHVLLEDAHSHTLR 

LHLATRADTGFYFCEVQNVHG 

SERSGPVSVVVNHPPKTPTMM 

VFVEPEGGLRGILDCRVDSEPL 

ASLTLHLGSRLVASSQPQGAPA 

EPHIHVLASPNALRVDIEALRPS 

DQGEYICSASNVLGSASTSTYF 

GVRALHRL/LSVPAAALGPGTA/ 

VWASCSCCWAWGPATPGGTG 

YYLTGTYKSGGQTQMLSASLF 
















10456 


40824 


A 


10517 


373 


631 


SGGPDTDVVS1PYSCSRMHLCS 
♦LCELLSFSWETLCRAVKENEL 
PKKE*RAPANQGPTGESSLSGL 
SDSPLQPGGDGVEERRALLF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


10457 


40825 


A 


10518 


1 


5521 


MANRFRSGEDSGGA1WQDCVE 
EGASELGFLESLLYTQGNDRKQ 
CSLTNQGRQVFALLMLRKGHL 
HVFV1LFGPAGPAPPQPLPSVEQ 
VPLSLVPGPKGVAVSRTPPFFH 
QVHDCPFQDPKWEEQGSWDKI 
A A L Al AELTLTSPVARDTSDPQ 
CAQQAAFLHGQASWGVSSPQD 
VQGVKGSCLLIPCIFSFPADVEV 
PDGITAIWYYDYSGQRQVVSHS 
ADPK.LV E ARFRG RTEFMGNPE 
HRVCNLLLKDLQPEDS 


10458 


40826 


A 


10519 




1149 




10459 


40827 


A 


10520 


1 1 1 


370 


SHRRSLGEAARHPSFRPAGTAF 
E*VSQKVVHPRDLEDRSACVPV 
GCSLTRESFFRLNNQPHGTRFLP 
IPSNPESSRRAVPSAHLTV 


10460 


40828 


A 


10521 


1 


220 




10461 


40829 


A 


10522 


654 


967 




10462 


40830 


A 


10523 


2 


1415 




10463 


40831 


A 


10524 






CGKAFTQHSRL1QH/QRMHTGE 
KPYEYWEFGEKPRIYLQRKTFM 
KLDTTTG EGQS YQRNQMPECP 
YGEKPCKCKECGKSFRR/SSELT 
RHQRAHTGEKP 


10464 


40832 


A 


10525 




378 


GDFSPQKPPMAPHGCLTYLAFQ 
K.VKEGKKEEKKEKKKRKKERK 
KERKKERKKERKKERKRKEKK. 
E\EGKEGRKEGRKEGRKEGRKE 
KKE1SKKEIVAPTSLNPLKCSVL 


10465 


40833 


A 


10526 


1 


235 
















N KEM H WPCTG LCS HQP WGFK 
DCSLLE* RLPGQQEQNSIERKK 
RKKEKKEKK.EKRKKRKKGKKE 
ERKKERKYH FILLLGMPTS 


10467 


40835 


A 


10528 


127 


376 




10468 


40836 


A 


10529 




710 


EPG/NPERLK/GFSYPEFEDLDA 
LFSTLGLNEESVDSFDDYLPRR 
GVDSFGDKYQD/RCNSDQYHD 
GCQDRFRDGSHQDMGQCGGR 
D*DDD*GSRDYDRGYDSATGS 
CRRAFGSGYLRDDDYWVESSET 

Ci^V^rr 1 UotulvV rrvv^i ottKr 

AKKDENKVDGMN/APKVQSGN 
SGRGPGDGGNKDCWRESDRKD 
GKKDQVCRSAPESKKPEENPAS 
KFSSASK.CAAVSVDGEDEKEG 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10469 


40837 


A 


10530 


1 


548 


MQRSENDILGMDLRPLICIKDE 
KEEVGEKEEGEKEEEECEEQEE 
EGGKEWEEPGNYHLGQSLSHD 
WQSSETEQQPPTGSEGKVPPVQ 
PSEERPAKKDENKVDGMN/APK 
VQSGNSGRGPGDGGNKDCWRE 
SDRKDGKKDQVCRSAPESKKP 
EENPASKFSSASKCAAVSVDGE 
DEKEGADYTK 


10470 


40838 


C 


10531 


37 


289 




10471 


40839 


A 


10532 




1062 




10472 


40840 


A 


10533 




1977 




10473 


40841 


A 


10534 




2050 


LPLLHAGFNRRFMENSSI1ACYN 

ELIQ1EHGEVRSQFKLRACNSVF 

TALDHCHEAIE1TSDDHVIQYV 

NPA FERMMG YHKGELLGKELA 

DLPKSDKNRADLLDTINTCIKK 

GKEWQGVYYARRKSGDS1QQH 

VKITPV1GQGGK1RHFVSLKKLC 

CTTDNNKQ1HK1HRDSGDNSQT 

EPHSFRYKNRRKESIDVKSISSR 

GSDAPSLQNRRYPSMARJHSMT 

1EAPITKV1N11NAAQENSPVTVA 

E ALDRVLE1 LRTTEL YSPQLGTK 

DEDPHTSDLVGGLMTDGLRRL 

SGNEYVFTKNVHQSHSHLAAMP 

I"NHSMDV\PPCISQLLDNEESWD 

FNI FELEAITHKRPL V YLGLK VF 

SRFGVCEFLNCSETTLRAWFQV 

IEANYHSSNAYHNSTHAADVL 

HATAFFLGKERVKGSLDQLDE 

VAALIAATVHDVDHPGRTANSF 

L\CNAGSELAVLYNDT\AV\LES 

H HTALAFQ\LTVKDTK\CNIFKN 

1D/RGNHYRTLRQA1IDMVLATE 

MTKHFEHVNKFVNSINKPMAA 

EIEGSDCECNPAGKNFPENQILI 

KRMMIKCADVANPCRPLDLCIE 

WAGRISEEYFAQTDEEKRQGLP 

VVMPVFDRNTCSIPKSQ1SFIDY 

FITDMFDAWDAFAHLPALMQH 

LADNYKHWKTLDDLKCKSLRL 

PSDRLKPSHRGGLLTDKGHCES 


10474 


40842 


A 


10535 


2 


445 


ERTFNCCYPGCHFKTVHGMKD 
LDRHLR1HTGDKPHKCEFCDKC 
FSRKDNLTMHMRCHTSVKPHK 
CHLCDYAAVDSSSLKKHLRIHS 
DERPYKCQLCPYASRNSSQLTV 
HLRSHTGPGP\ADLLEHSRLHQ 
ADHPEKCPECSYSCSSAA 


10475 


40843 


A 


10536 




957 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, '-possible nucleotide insertion) 


10476 


40844 


A 


10537 




1438 


MSRRKQAKPQHLNSEEPRPARR 

ECAEVAPQVAGEPASELDDDV 

PKANCLSTESTDTPKAPVITLPS 

EAREQMATLGERTFNCCYPGC 

HFKTVHGMKDLDRHLRJHTVP 

FCFSKVYWNGFQLGMISPPKGT 

MSGD1FDCYNWRRKGSTG1CIW 

TGGGGTPICPGYHLGQIFVAILT 

K.KPLTLTPYVFEGDKPHKCEFC 

DKCFSRKDNLTMHMRCYHTSV 

KPH KCHLCDYAA VDSSSLKKH 

LRIHSDERPYKCQWCPYASRNS 

SQLTVHLRSHTA\GDTPFQCWL 

CSAKFKISSDLKRHMIVHSGEK 

PFKCEFCDVRCTMKANLKSHIR 

1KHTFKCLHCAFQGRDRADLLE 

HSRA/LHQADHT\EKCPECSYSC 

SSAAALRVHSRVHCKDRPFKC 

DFCSFDTKRPSSLAKHVDKVHR 

DE AKTENRAPLG KEG L REG SSQ 

HVAK1VTQRAFRCETCGASFVR 

DDSLRCH KKQ1 1SDQSEKQNLT 


10477 


40845 


A 


10538 


1 


1427 


MIAFDSMSHIQVMLMQEESTAP 

ATLEHILGHSQLCGSDGLAHAA 

VWVLAHLHYWFTGLSPGPMD 

VLPLHPAISSSFHLWRVAFISKA 

GKPRAAGHLLKRFLRCQFQRA 

ASSLLFTTVEAM LGTESGTEKV 

MRGAGTWYHIIIENWPSAECV 

WTEEYQQGRGQEDSAEDRKLF 

VGMLNKQQSEDDVRRLFEAFG 

NIEECT1LRGPDGNSKGCAFVK 

YSSHAEAQAAINALHGSQTMP 

GASSSLVVKFADTDKERTMRR 

MQQMAGQMGMFNPMAIPFGA 

YGAYAQALMQQQAALMASVA 

QGGYLNPMAAFAAAQMQQMA 

ALNMNGLAAAPMTPTSGGSTP 

PG1TAPAVPS1PSPIGVNGFTGLP 

PQANGQPAAEEI\FANGIHPYPA 

QSPTAADPLQQAYAGVQQYAG 

PAAYPAAYGQ1SQAFPQPPPM1P 

QQQREGFVSFDNPASAQTAIQA 

MNGFQ1GMKRLKVQLKRPKDA 

NRPY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10478 


40846 


A 


10539 


1 


547 


AAAPMTPTSGGSTPPG1TAPAV 

PS1PSPIGVNGFTGLPPQANGQP 

AAEAVFANGIHPYPAQSPTAAD 

P1AQQAYAGVQQYAGPAAYPA 

AYGQISQVAFPQPPPMIPQQQRE 

GPEG\CNLFIYHLPQEFGDS\EL 

MQVMFLPFGFRE/RFDNPASAQT 

AIQAMNGF\Q1GMKRLKVQLKR 

PKDANRPY 


10479 


40847 


A 


10540 


96 


1080 


WFKCYGCNSS/RDWQRSTYLLS 

WEVR/G/RPVPDSGCKAVVALC 

SQPAHPSNICK.GVGGCLTKAHLL 

LMGAMGIRVACLEVWRDGEER 

GGEEATFFTSLA ERQ VGTAHRH 

LHQPALY1QIRKVPAALHMCVV 

QKPSLFQADSRAPLEQGLRQQA 

SLATARPIVSGANAGPAGLK.VP 

QAAQLQLSPYLHRGVGDEACR 

YGRSQPTRKAFALCICAAPALP 

CPALDGSWMVCGLGQETRTSL 

ANVQSFTQRPQQQPLTVWMLN 

RGRKPAQGTLTVICPIGPGHLLT 

STITESVCVPRRNKYHSRTLPA 

AQHCQWLVTAVPTALGLVIRA 

GSKKLC 


10480 


40848 


A 


10541 


1 


392 




10481 


40849 


A 


10542 


1 


110 


FFWSHS*VYYTCFLLQN*KHLK 
PGPSGSLSPSISGN 


10482 


40850 


A 


10543 


1 


978 


MAAATRGCRPWGSLLGLLGLV 

S A A A A A WDL ASLRCTLG A FC E 

CDFRPDLPGLECDLAQHLAGQ 

HLAKALVVKALKAFVRDPAPT 

KPLVLSLHGWTGTGKSYVSSLL 

AHYLFQGGLRSPRVHHFSPVLH 

FPHPSH 1 ERYKMDLKS WVQGN 

LTACGRSLFLF\DEMDK\M PPG L 

\MEVLRPFLGSSWVVYGTNYR 

K A 1 F I F 1 SNTG G EQINQ V A LE A W 

RSRRDREEILLQELEPVISRAVL 

DKPAPLPSPNSGHHWKERLLD 

AVVPFLPLQRHHVRHCVLNEL 

AQLGPGAKGMRVVQAVLDSTT 

FFPEDEQLFSSNGCKTVASRJAF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10483 


40851 


A 


10544 


1 


560 


ATSPHQSQQSTVDVGQLHDPQP 
YPQHA1QVQHIQVSEPTASAPSS 
AQGSSSTQGQGVLQQQQQQQQ 
NSSVQHTYLPSAWNSFRGYSSE 
IQMMTLPPGQFVITDSGVATPV 
TTGQVKAVTSGHYVLSESQSEL 
EEKQTSALSGGVQVEPPAHSDS 
LDPQTNKQQQTTQYIITTTTNG 
NGSSEVHITKP 


10484 


40852 


A 


10545 


3 


205 




10485 


40853 


A 


10546 


2 


348 


ADQARGKPTEWAVSATQFQLD 
FPIT*CYGLL*QRVSRRHIGALQ 
GKPVPLLHVLLYPITPREGGLG 
DRARLCLKQQQQQQQQQQQQ 
QLLLLLLLLLLLLLLLQQCEGT 
EGRPFPD 


10486 


40854 


A 


10547 




1146 


MVTYKLVLIRCGESTWNLENH 
FSSXWQKRA/IRJLWTVLDAIDQ 
MRLPVVRTWCLKEWHYGSLA 
GLNKA ETS AKHGE AQSN ISKGC 
RYADLTEDQLSSGESLKE1VPQI 
KEGKWVLTAAHGNSLRGIVKH 
LEGLSEEAIMELNLPTGIPIVYE 
LDKNLKP1KPMQFLGDEVTLCK 
AMEAVAAQSKAKKRRPAGML 
LSPGTPSLAIPSSAPAPCTCHTD 
H I WN SP V YSDL A I LRANPFC VHI 
SKANYLVNELHTAVNVAGLYI 
GWRCPHYLWDCFRIGDESRCF 
CGHLLREHR1ISD1SVPCKVSQC 
RCFMFCFIPSRPEEVGCCCGCFE 
SNFLCAACDRRWEEHETFFDTQ 
KTRQRGGRPRGADYVPFAEMA 
VLREAILSNSDF 


10487 


40855 


A 


10548 


2 


516 


GRLNERHYGGLTGLN1AETAA 

KHGEAQVKIWRRSYDVPPPPKE 

PDHPFYRNIRMDRRYADLTED 

QLPSCESLKDTIARALPFWNEEI 

GPQIKEGKRVLIATHGNSLRGIV 

KPWEGLSEEAIMELNLPTGIPIV 

YELDKNLKPIKPMQFLG\DEET 

VRKAMEAVAAQGKAKK 


10488 


40856 


B 


10549 


123 


237 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10489 


40857 


A 


10550 




952 


PAAPQVAGRLGLGCPLHLHVF 

AVVSAMLPLLRCVPRVLGSSV 

AGLRAAAPASPFRQLLQPAPRL 

CTRPFGLLS VRAGSERRPG LLRP 

RGPCACGCGCGSLHTDGDKAF 

VDFLSDEIKEERKIQKHKTLPK 

MSGGWELELNGTEAKLVRKVA 

GEK.I P VPF\NINNSIPP\TFYGEKD 

PSQSQKV\EDREPELTSLPK.F\VV 

EVIKNDDGRKAVLVLDCHYPED 

EVGQEDEAESD1FSI\REVSFQS\ 

TGESEWKDTNYTLNTDSLDWA 

LYDHLMDFLADRGVDNTFADE 

LVELSTALEHQEY1TFLEDLQEV 

LSRAHRADRC 


10490 


40858 


A 


10551 


1 


879 


AAGCRKENSLDLRSQFPRGRDS 

EDFNVKEEANAAAEEIRYTHIL 

NRVLPPDIRILAWAPVEPSFSAR 

FSCLERTYRYFFPRADLDIVTM 

DYAAQKYVGTHDFRNLCKMD 

VANGVINFQRTILSAQVQLVGQ 

SPG EG RWQEPFQLCQFE VTG Q 

AFLYHQVRCMMAILFLIGQGM 

EKPEI1DE\LLNIEKNPQKPQYSM 

AC\EFPLVL\YACKFENVKWIYD 

QE\LRSSN1THLQQLWANHAVK 

THMLYSMLQGLDTVPVPCGMG 

PKMDGMTEWGNVKPSVIKQTQ 

CLCRRSEDAH1 


10491 


40859 


A 


10552 


231 


358 




10492 


40860 


A 


10553 


2 


319 




10493 


40861 


A 


10554 


573 


1660 


MAAPTPARPVLTHLLVALFGM 

GSWAAVNGIWVELPVVVKELP 

EGWSLPSYVSVLVALGNLGLL 

VVTLWRRLAPGKDEQVP1RVV 

QVLGMVGTALLASLWHHVAP 

VAGQLHSVAFLALAFVLALAC 

CASNVTFLPFLSHLPPRFLRSFF 

LG\QGLSALL\PCVLALVQGVG 

RLECPPAPINGTPGPPLDFLERF 

PASTFFWALTALLVASAAAFQG 

LLLLLPPPPSVPTGELGSGLQVG 

APGAEEEVEESSPLQEPPSQAA 

GTTPGPDPKAYQLLSARSACLL 

GLLAATNALTNGVLPAVQSFSC 

LPYGRLALPPG L WCWA VLPI P 

WACFLGHGCCCAGPWQGWGG 

LLSAGRVLWGLPDGRWQS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ IIJ NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10494 


40862 


A 


10555 


154 


850 


QFFRV1TCLPFKGPDYRLYKSEP 
ELTTVAEVDESNGEEKSEPVSEI 
ETSVVKGSHFPVGVVPPRAKSP 
TPESSTIASYVTLRKTKJCMMDL 
RTERPRSAVEQLCLAESTRPRM 
TVEEQMERIRRH\QQACLREKK 
K.GLK.CFSVLSDQSPLQSPSNLR 
DNPFRTTQTRRRDDKELDTAIR 
ENDVKPDH ETPATE1 VQLKETE 
PQNVDFS/IRGLLDCPSVSILPGR 
S1KRAKNQNS 


10495 


40863 


C 


10556 


39 


436 




10496 


40864 


A 


10557 


2 


959 




10497 


40865 


A 


10558 


34 


1044 


QGCAVAGPLHPARLPCCVHGC 
PVRMHALSLCHVRCHFAVTFR 
LMYLDWLPTVIEPCGVGSNKV 
PVVQHPHHVHPLTPLITYSNEH 
FTPGN PPPH L P A D VDPK17 GM C 
SCGTGRCAVARTCR1RSCVPCE 
ALSPCDARGAHSAG1PRPPHPPD 
ISPYYPLSPGT\QGQPVYPITTGG 
FRHPYPTALTVNASMSRKHQD 
SKKEEEKKKPH1KKPLNAFMLY 
MKEMRAKVVAECTLKESAAIN 
QILGRRLGYNARAFGLKRGWR 
LDKYRGFVWMEMAVWSLPPA 
FSFQGKKKK.RKRDKQPGETND 
KPESSLGASSLMVVGNWTYRN 
QEKHIPTLELDHTVSV 


10498 


40866 


A 


10559 




398 




10499 


40867 


A 


10560 


174 


362 




10500 


40868 


A 


10561 


14 


266 




10501 


40869 


B 


10562 


67 


474 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10502 


40870 


A 


10563 


1938 


3291 


ERRKRFGMLDATDGPGTEDAA 

LRMEVDRSPGLPMSDLKTHNV 

HVEIEQRWHQVETTPLREEK.QV 

PIAPVHLSSEDGGDRLSTHELTS 

LLEKELEQSQKEASDLLEQNRL 

LQDQLRV ALG REQSAREG Y VL 

QATCERGFAAMEETHQKKIED 

LQRQHQRELEKLREEKDRLLAE 

ETAATISAIEAMKNAHREEMER 

ELEKSQRSQISSVNSDVEALRG 

QYLEELQSVHRELEWLSEQYS 

AKCLENAHLAQALEAERQALR 

QCQRENQELNAHNQELNNRLA 

AE1TRLRTLLTGDGGGEATGSP 

LAQGKDAH*LKGLM\RVKESEI 

QYLKQEISSLKDELQTALR\DK 

KYASDKYKDIYTELS1AKAKA\ 

DQDISRLKEQLKAATEALGEKS 

PDSATVSGY\DI\MKSKSNP\DFL 

KKDRSC VTRQLRNI RSKSLKEG 

LTVQERLKLFESRDLK.KD 


10503 


40871 


B 


10564 


58 


4405 




10504 


40872 


A 


10565 


3 


156 


NSSHHCHHHHHHHNHHHQHH 
QHNHC\HQHHHYNHHYDYHH 
DDNYYHHHHHHH 


10505 


40873 


A 


10566 


10 


445 


HRSTITRQCPSGLETRIALLPPA 

VFPSGSRTLPPSTPGSSSPQPR/P 

PLTRGPGPPRTHALASGTRGPA 

RGEEKVADTPHHGEGGCPNSE 

KEPFLHPTAPPPRLPTPSPESGP 

VPHTLQQAPPLRRHLGGTPAGA 

PASPQSSEWGG 


10506 


40874 


A 


10567 




288 




10507 


40875 


A 


10568 


50 


542 


TLSPERLSPELRLLPYMITLGDA 
VHNFADG\LAVGAAFAI\SWKT 
GLATSLAVFCHELPHELGGLRP 
LAAPGAVPCAKELLLNLASALT 
AFAGLYVALAVGVSEESEAW1\ 
LAVATVALFLYVAICDMLPAML 
K.VRDPRPWLLFLLHNVGLLGG 

W J V rAUA VrvKu 


10508 


40876 


A 


10569 




690 




10509 


40877 


B 


10570 


34 


465 




10510 


40878 


A 


10571 


1 


624 




10511 


40879 


A 


10572 


3 


933 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10512 


40880 


A 


10573 


1 


1481 


RRFPPAGAVAVIERGVRGGSQR 

CRTMADQLYLENIDEFVVTDQN 

KIVTYKWLSYTLGVHVNQAKQ 

MLYDYVERKRICENSGAQLHVT 

YLVSGSLIQNGHSCHKVAVLRE 

DK.LEAVKSKLAVTASIHVYS1Q\ 

KAM LKDSGPLFNTDYDILKSNL 

QNCSKFSAIQCAVAAVPRAPAES 

SSSSKrCFEQSHLHMSSETQANN 

ELTTNGHGPPASKQVSQQPKGI 

MGMFASKAAAKTQETNKETKT 

EAKEVTNASAAGNKAPGK.GN 

MMSNFFGKAAMNKFKVNLDS 

EQAVKEEK1VEQPTVSVTEPKL 

ATPAGLKKSSKKAEPVKVLQK 

EKKVRGKRVALSDDETKETENM 

RKKRRTUKLPESDNSEYEVFPD 

SSGAYEAESPSPPPPPSPPLEPVP 

KTEPEPPSVKSSSGENK.RKRKR 

VLKSK.TYLDGEGCIVTEKVYES 

ESCTDSEEELNMKTSSVHRPPA 

MTVKKEPREERKGPKKGTAAL 

GKANRQVSITGFFQRK 


10513 


40881 


A 


10574 


1 


too 
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SEQID 

NO: 


SEQID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10514 


40882 


A 


10575 


2 


2271 


PELLTEGVKEP1MDSQERDSGD 

PLVDESLKRQGFQENYDARLSR 

IDIANTLREQVQDLFNKKYGEA 

LGIKYPVQVPYKRIKSNPGSVII 

EGLPPGIPFRKPCTFGSQNLERIL 

AVADKIKFTATARPFQGLIPKPD 

EDDANRLGEK\VILREQ\1KELF\ 

NEKLR*GPWGLNRPVLVPYKL\ 

IRDSPDAVEVPGLPDDIPIRNPN 

TYDIHRLEKILKAREHVRMAIIS 

QLQLLQQQQHHISEGRPFAEIC 

NDAKVPGESEARKPPFCPVGTR 

LFLLKKREPEVSMNKDRYPQE 

APRNLQSLRTLLDILDDPRGGC 

VHLRQSQSRWRGADTRELPRG 

MLEGLRQLLSA1GCPRDPTCAP 

A QPGDQPLQR L A FTL ANEPQTV 

LEKPPPRFRRRGAARSPEQLYTP 

RRGGVLPAEPERTQSASADAGS 

LACRALEVDSGCPTGPPCPKGS 

RRLTITSG VDCGLLKQM KELEQ 

EKVVLLQGLEMMAGSRLQRLQ 

PVQDRQCRLGQSRASADFGPA 

GSPHPLGRLLPKVQEVARCVGE 

LLAAAGASRALPTSSSGPLCPA 

LTFTSFPG WQQQTILMLKEQN R 

RLTQEVTEKSGRVMQLEQKSA 

L 1 1 VI Is. \£ L, r c. A A L. J> U \j c A o U L. 

HLHLARLGWAEPQGSSVTQPFE 
GGRPVSPNVSGWRPPAAQAVP 
EWAPSCPTCHPGFPGPPPAGPR 
TEPLTRFWLLVLTWAGALLSLH 


10515 


40883 


A 


10576 


346 


3136 


ALRTKRLWPGGHCRAEAPQWP 

P/ASPLAPATALAAHSRHLSLCR 

SDK.GSMSEDCGPGTSGELGGLR 

PIK 1 EPE VLDIIQVTVPDALPTSE 

EMTDSMPGHLPSEDSGYGMET 

LTDKKWTWDGAKAIGISEPIKV 

LYSKFLMHPEELFVVGLPEGISL 

RRPNCFGIAKLWKILEASNSIQF 

VIKSGEEIRWDRELFCRACSMP 

GGSLLQIAKSYTTGLESKSCDP 

AVESKASAGQDEMQPHARPKL 

LTEGVICEPIVD 
















10517 


40885 


B 


10578 


1 


720 




10518 


40886 


B 


10579 


1 


1478 




10519 


40887 


B 


10580 


1 


1895 




10520 


40888 


A 


10581 


2 


413 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10521 


40889 


A 


10582 


2 


969 


WG SWA PQSRGCPYQPG A AQG R 

ALAPQHRGSCSPPWTGGGKE/Y 

LMRAHFGLPSVEAEDKEGKPPI 

SVKFEIPYFTTSGIQVRLAPGSL 

YGRKRSSLGKSHPSLLQVDGQ 

YSQQQGAGHPRGTK.RGSQTPG 

ARQRVEPGKCWPVVCVPHVPC 

PPTSTA L RK.HLRPQRAI YTSRLA 

PGALGGHCSVCLLPGLAGLAC 

GAFPGPAWVTRCCHSARSVLT 

HQGAPPGPDITVPARLPEPEVE 

VSCRGRRPALLNAQQSPPSLPPP 

PPSAAAEASCSHHVRQRRLRAG 

PEGQGFYLFHDRNKHS1LKLAK 

PREPFCVVTDSRIQFGPPH 


10522 


40890 


A 


10583 


50 


1083 


NPRA1FKSVRTCPVPPTQPCRNV 

KARSCGVGAGTTSFTLSVWPH 

RYITQEGHKLETGAPRAPGTVT 

NAVCWRSEGIKYRKNEVFLDVI 

ESVNLLVSAVNGNVLRSEIVGSI 

KMRVFLSGMPELRLGLN\DKVL 

FDNTGRGKASKSVEVLEDVKFHQ 

CVRLSRFENDR\TISFIPPDG\EFE 

\LMSYRLNTHVK\PLIWIESVIEK 

HSHSR1EYMIKAKSQFKR\RSTA 

NN VG DPHFPL PN DCRLN PSFK\T 

TVGERLSWVPENSE1VWSIKSFP 

GGKEYLMRAHFGLPSV\EAEDK 

EGKPPDSV FKF\E1 PYFVLTSGIQ 

VRYLK11EKSGYQALPWVRY1T 

QNGDYQLRTQ 


10523 


40891 


C 


10584 


175 


454 




10524 


40892 


A 


10585 


1 


193 


LLPRPGSGLDFLLSPVLPS/HSAS 
WACPLPRPSPMPSSCC*R*RKE 
MASGFSKGPTLGCCPTCPP 


10525 


40893 


A 


10586 


2780 


2965 


SPSQGESIPT* WRPTGPSPPTSSP 
GPA*SSLSPRPSPSSASASPSMC 
VRPSMWAASLLKSL 


10526 


40894 


A 


10587 


1 


1502 




10527 


40895 


A 


10588 


1256 


1990 


RCAPMTTCAWASCCSPWPTPF 

GTGPPSTSVSTSWPWQPWGWG 

WL*VGAAPAGGRQHPSPPALPR 

RSSG RSKLSRPSLCQL VPG IL*T 

RLLSPPQKESLPWRGSWREFPL 

PQLNTLPATEADPGVSSLPSAQ 

DTJT PCVfl^VI CDnPQI A PA PA 

SGYPESTALPQNGRGPWAVGF 
GQ1PFLCIHNVGRSLGAGPGSG 
KPLPCVFRSTFSSSHQYCRLGR 
KHNFHFTKGKLRCGCGPGDGR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10528 


40896 


A 


10589 


375 


678 


RCCCCTTRPARKCRTTMGIRHS 
TWPAPTATRTTHSGSRSPGSTA 
ASPRGLCPRPALTDCPCGHLSG 
LPVASV*AGSCPHVPGDQTTRK 
SGTVFPTQCTRP 


10529 


40897 


B 


10590 


1 


2452 




10530 


40898 


B 


10591 


1 


1140 




10531 


40899 


A 


10592 


1 


1617 




10532 


40900 


A 


10593 


1 


1448 


RERSCLHLVC1RCSCDVVEMGS 

VLGLCSMASWIPCLCGSAPCLL 

CRCCPSGNNSTVTRLIYALFLL 

VGVCVACVMLIPGMEEQLNKIP 

GFCENEKGVVPCN1LVGYKAV 

YRLCFGLAMFYLLLSLLMIKVK 

SSSDPRAAVHNGFWFFKFAAAI 

AIIIGAFFIPEGTFTTVWFYVGM 

AGAFCFIL1QLVLLIDFAHSWNE 

SWVEKMEEGNSRCWYAALLS 

ATALNYLLSLVAIVLFFVYYTH 

PASCSENKAFISVNMLLCVGAS 

VMSILPK1QESQPRSGLLQSSV1T 

VYTMYLTRS\CMTNEPETNCNP 

SLLSIIGYNTTSTVPKEGQSWQ 

WWHAQGMIGLILFLLCVFYSSIR 

TSNNGQVNKLTLTvSGESTLIGR 

WVGAR\SDGITGRDGGTDVSPE 

AVRINGK/RDGCSLYSYSFFHF 

MLC\LASLY1M\M\TLTSWYRYE 

P\SAWMESQWTAVL/WVK1SSS 

WIG1VLYVWTLVAPLVLTNRDF 


10533 


40901 


A 


10594 


3 


343 


GVLLCRL*QGQNYW/NFLQTK 

V 1 OINlvlivIJKK. 1 1 rJVlriir LnAc»W 

PNTELRYWKENCPESQKGP*PM 
MALS*GCPLPWPAPNVTSSSKG 
WSPGQLWMYRFGRPLRISSETG 
WSLWLT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10534 


40902 


A 


10595 


1 


2500 


MEDAWGIRKETGRVKEEAEKV 

TGWGNNWRNVEKSSMSRKVK 

AARPGFKKLPMTSDIPPKCTIKD 

LLPKEKSSTEAVFHTVVLERHE 

S PDI EDFSFK EPQKN VHDFECQ 

WRDDTGNYKGVLMAQKEGKR 

DQRDRRDIENKLMNNQLGVSF 

HSHLPELQLFQGEGKMYECNQ 

VEKSTNNGSSVSPLQQIPSSVQT 

HRSKKYHELNHFSLLTQRRJCA 

NSCGKPYKCNECGKAFTQNSN 

LTSHRRIHSGEKPYKCSECGKT 

FTVRSNLTIHQVIHTGEK.PYKC 

HECGKVFRHNSYLATHRRIHTG 

EKPYKCNECGKAFRGHSNLTT 

HQLIHTGEKPFKCNECGKLFTQ 

NSHLISHWRIHTGEKPYKCNEC 

GKAFSVRSSLAIHQTIHTGEKPY 

KCNECGKVFRY"NSYLGRHRRV 

HTGEKPYKCNECGKAFSMHSN 

LATHQVIHTGTKPFKCNECSVQ 

VFTQNSQLANHRRIHTGEKPYK 

cnecgkafsvrssltthqaihs 
gekpykc1ecgksftqkshlrs 
hrgihsgekpykcnecgkvfa 
qtsqlarhwrvhtgekpyk.cn 
dcgrafsdrssltfhqaihtge 

KPYKCHECGKVFRHNSYLATH 

r> n it rrr" i: 1/ dvltx i.ytl' a t? c a a 
KKIH 1 UtiS.r I RCINtCLiKAr oM 

HSNLTTHKVIHTGEKPYKCNQC 
GKVFUQNSHLANHQRTHTGEK 
PYRCNECGKAFSVRSSLTTHQA 


10535 


40903 


A 


10596 


330 


432 




10536 


40904 


A 


10597 


1 


147 




10537 


40905 


A 


10598 


1 


380 


RTRGRGQRGKMELVQVLKRGL 

QQITGHGGLRGYLRVFFRTNDA 

KVGTLVGEDKYGNKYYEDNK 

Q/FFWHRWLHSMTDDPPTTKPL 

TARKFIWTNHKFNVTGTPEQY 

VPYSTTRKKIQEWIPPSTPYK 


10538 


40906 


A 


10599 


9 


536 


VLKRGLQQITGHGG/LFRGYLR 

VFFRTNDAKVGTLVGEDKYGN 

K.YYEDNKQFFGDERLQASGLA 

LTLCEQTEEGSCLWSQRSKLGK 

SQSMNFKNSKTRSFQRTVSAGK 

TKYYHPVVAGRQQQARATCD 

HVDPRTQEHGPGAAWPYWPRL 

GLKHALLTFTVALQYRAQPLFR 

LPNLPL 


10539 


40907 


A 


10600 


239 


263 




10540 


40908 


A 


10601 


1 


600 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10541 


40909 


A 


10602 


1 


1178 




10542 


40910 


A 


10603 


1 


1038 


MHLEVNSSPEPLDENLDNTVTS 
ALSGHEQRIQTSLPVLLTTKTEI 
LARFSQLQFPEEQSSFAYPANC 
VKSKGMNTKLPLPvPLKVCREL 
T1DSDRDILYRTLFMGDSGMGK 
VQFEFGEEVHIVIKSTGFGPFSS 
YATLEPFVAVQLWGGGQHYQ 
GQQPPMGMMGQVNQGNHMM 
GQRQIPPYRPPQQGPPQQYSGQ 
EDYYGDQYSHGGQGPPEGMN 
QQYYPDGHNDYGYQQPSDPEQ 
GYDRPYEDSSQHYYEGGNSQY 
GQQHDAYQGPPPQQGYPPQQQ 
QYPGQQGYP\KQQQGYGPSQG 
GPGPQYPNYPQGQGQQYGGY1 
PTQPGPPQPPQQRPYGYDQGQY 


10543 


40911 


A 


10604 


130 


213 


LKVST*AMPLPR*TPSRRCQP*R 
TGTSP 


10544 


40912 


A 


10605 


124 


208 


LKVST*AMPLPR*TPSRRCQP*R 
TGTSP 


10545 


40913 


B 


10606 


140 


589 




10546 


40914 


A 


10607 


1 


302 




10547 


40915 


A 


10608 


2 


98 




10548 


40916 


A 


10609 


2 


190 




10549 


40917 


B 


10610 


1 


856 




10550 


40918 


A 


10611 


123 


1287 


AFSLGK\MSEKKLFGPNGERM P 

FS K VKALC AG LQATV A APKN A 

EEN KAIQDVAKDTAFLGITDEA 

TEGQFMYLTGGRLTYSNWKKD 

EPNDHGSGEDCVILLNNGLWN 

GISCTSSFIAIFQWAHYQYRQAE 

NYPKGELHTLRVKLCGPSWPT 

NA1HFRSRLLMPLGPTVLLMTM 

AVFQLSQAVAMCSWCCGLVLP 

PAGCLQDKASKPRETQAQPGL 

CVRGNFRIPSRQDFAAALARAL 

SGLDLWASLWVPFADFLGSSLS 

VPWFSYLENDEEDLTRLSLRLN 

G E RTFLESPG K.KRI GAGTPPMS 

QEAVMLAVMERDPGQCRGEE 

GPTECRAMWPGWGGRHSLPGH 

PAMLCSFLGSDLEIRGSNGGWE 

PPF1PGLQPELARGIQGSGRGAE 


10551 


40919 


A 


10612 


292 


445 


LSICLQSAVCTPGMD/PAAPCSL 
GILDWGTLPSTAEPGREGPADA 
WVDPGVR 


10552 


40920 


A 


10613 


363 


575 


HLLPTQGALCPAEGWPAPWQG 
YTPTCDCAEDTTQLERAGQLPP 
VF*SCHRGGVSSQ*GSPGVPQL 
LHQPE 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10553 


40921 


A 


10614 




638 


SSKLSGLTTNVVD1ILAHHFGQE 

ELQANLDL1QTYRMHIAQDINQ 

DNLQLFLNSYNGRRDLEIERPIL 

GQNDNKSKTLKG\STLLVVGDN 

SPAVEAVVECNSRLNPINTTL\L 

KMADCGGLPPG*FSPGKLTEAF 

KYFLQGMGYIPLVLCYSTASGS 

MTSVARSR\THSTSSSLGSGESP 

FSRSVTSNQSDGT\QES\CESPDV 

LDRQQTMEVSC 


10554 


40922 


A 


10615 


3 


1152 


KSCFNA FFNFEDMQEITQH\F A V 
CHVDAPGQQEGAP/SPFPTGYQ 
YPTMDELAEMLPPVLTHLSLKS 
IIGIGVGAGAYILNSRFALNHPEL 
VERPLCSLMVDPC/ALKGWIDW 
AASKLSG\LTTNVV\EI1LAHHFG 
QEELQANLD\LIQTYRMH I AQDI 
NQDNLQLFLNSYNGRRDLEIER 
P1LGQNDNKSKTLKCSTLLVVG 
DNSPAVEAVMADCGGLPQVVQ 
PGKLTEAFKYFLQGMGYIPVCA 
AQSPEHRVSTASASMTRLARSRT 
HSTSSSLGSGESPFSRSVTSNQS 
DGTQESCESPDVLDRHQTMEIS 
LDDVLLSALLRNNGKSAQQKKI 
SAKPKLEFLCPRPGTCDHGSRE 
KQGHSRGPGQFPGRWPGRAVA 
ETRGAIDHRL 


10555 


40923 


A 


10616 


169 


270 


GICPFLQLSFYHLLD*DTRYLQI 
LRLQLKPHSFH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10556 


40924 


A 


10617 


1 


1551 


MRKDSCASSMHQQVSRSKKRA 

GQKTPPEDQEGGQRALRSSHIR 

LGQFLLIEDCKTPSPSSLGADAI 

AKQRKTSVSAAASVSATIPIRR 

VQGPTVVGSWARGVSAAASGP 

RGTGPKGKARSEKGCSLSHGPQ 

TNKPLVVQKGQKMEQANHPV 

GLV IS V V YKD1 LKK1 VQRETSHP 

LIHVRYAEAITGRRTAPEDKGS 

LGRDMLAKAG A 1 1 YMNMGNKL 

P1WCHLLEEGIYLEVWALEGQF 

GRAKNACPVQIRLKDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRLISEAVIPLYP 

V VPNPYTLLSQI PEEAE WFPVL 

DLKDAFFCIPLHYDSHDSQFLF 

AFEDPTDHTSQLIWTVLPQGFR 

DSPHLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKASRSKAQ 

LCLQQVKYLGLILARGTRTLGK 

ERIQPILAYPHPKTLKQLWGFL 

QIT/GFCQLW1PR*SK1 


10557 


40925 


A 


10618 


1 


1022 


MKPSVWAL1QLNLSPYEKGILG 
LTKRHQGRLCTDGRQGIQPLPP 
SQAHTGIPLLHPYSIQVDCAIDR 
GKLCFCCCIGECN Y SDQQGPGT 
VAGSWARG1SAAVSVSAT1LISR 
VQGPLHVLGQEVFLLLRRQTNL 
AGSERTENGAGQSPGGACYQC 
GLQGHFTKDCPMRNKLPPRPCP 
LYQGNHWKDGEPIEHDCQQIIV 
QTSAAREDLLEVPLANPDLNLY 
TDGSSFVENGEVAKAVIAQFPT 
TVGVSCLDGRLRVLEVLARAIR 
/LGEGNKGYSIRKRGSQIVPVCR 

QQSLRIQNQCAKITSILIHQ*QT 


10558 


40926 


A 


10619 


1 


2091 




10559 


40927 


B 


10620 


1 


2269 




10560 


40928 


A 


10621 


1 


1776 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10561 


40929 


A 


10622 


112 


1465 


LLKGARCLIQRPSFA/LQQETHR 

AHTLLLEWEPQAETAFTTLKQA 

LLQAAA LTLPTRQNFSLY VTDR 

AEIALGVLIQTCGTTPQPVAYLT 

IEK.GKERGEQQHKQLAEAAER 

KERK.RQEVREREKEKETERQSK 

KEREEETK.MESERKRETEKEVS 

TLAALEEPFSPPQPSLGLAEAGA 

GSLFSWGGVEGEVRGGGRAAH 

SAHRLVQVPGGQVRVQVFENP 

LLKAIKSDLPRSSLWSGRKTSV 

SAAALKE1RKEISKGTQ1PLGYR 

LCPLQAVGGGEFGPTKIHVPFS 

LSDLKQIKADLGKFSDDPDRYi 

DVLQGLGKTFDLTWRDVMLLL 

DQTLAFNEKNAALAAASEFGGI 

WYLSQVNDRMTAEERDQFPTG 

QQAIPSMDPHWDLDSDHGDWS 

HK.HLLTCVLEGLRGIRKKPMN 

Y SMMST1 1QGKEEN PSAFLQQL 

WKSLRKYTPPSSKSL 


10562 


40930 


C 


10623 


52 


690 




10563 


40931 


C 


10624 


199 


285 




10564 


40932 


A 


10625 


59 


411 


SWPSDKQTLVVQRGQKMEQA 
NHPDPTDHMSQLMWT/VLPQG 
FRDSPHLFGQALAQDLGHFSSP 
GTLVLQYVDDLLLATSSEASCQ 
QATLALLNFLANQGYK/LSRSK 
AQLCLQQVKYLCL 


10565 


40933 


A 


10626 


280 


571 


D1YVPIRIPKLPQAYAD/PAVPP 
CTSGRIWL*IHAGAWSSFWLVS 
Y*LLPQFQILLLVYSEIQILPGLV 
LGECMCQGICPFLLDFLVYLRR 
GVCSIL 


10566 


40934 


A 


10627 


60 


148 


WGRGEPLCLAQGLTHQSAPC 
QNRPLGSL 


10567 


40935 


B 


10628 


1 


397 




10568 


40936 


A 


10629 


55 


219 


LGNKHLLGSIDPRGSWVTGEYI 
FLRPPIAA*GRQ*DFLPFPELWW 
TSLNNSWAFS 


10569 


40937 


A 


10630 


3 


494 




10570 


40938 


A 


10631 


2 


689 




10571 


40939 


A 


10632 


157 


277 


DV*SNNSMTSLQVRCRTSMYLS 
GSSENFPRSTW1CDAVAETPLA 
QEPATVPGP 


10572 


40940 


A 


10633 


230 


543 


PSDRQTLVVQRGQKIEQANHL 
VGLVTSVVWKDTLKKIVHGMA 
FSML1 SC/PRQLSSRSITIQG 1 LGR 
AVTRYFSHLLSCNWETLLQIDQ 
GHQATDGLTNGTPNELN 


10573 


40941 


B 


10634 


1 


669 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10574 


40942 


A 


10635 


1 19 


409 


GDICHHLGLTPVGSHSLLSCSR* 
QVA*VGAVTAATIGTG1LLQQL 
AFLVCNWLLLSGSSENFPRSALI 
CFKSEREKGTCIQVGPNSPPPTA 
CKGHN 


10575 


40943 


A 


10636 


3 


482 


LSSYSGGDLEKLYV*LRDCKYT 
NQHSVSSSRFVNIPISTLCLTQG 
L * MHPMDTL YL ATLGGDL ENL 
CVHTLYLANLVGMWRTFVSSS 
GIVNAP1STLSKQTT*LSVKWTN 
QQDVGGARQENKSRLPEPAVT 
TPLGSPPTPWKLCSFALCNKSC 
YCPKKKK 


10576 


40944 


A 


10637 


1 


2331 




10577 


40945 


A 


10638 


879 


1353 


SNNRTEGARGKRQLMSSP/STE 

PRVRLTIEGQETDFLLDTGAAFS 

VLTSCLGRLSSRSVTIR*1LGQPV 

TRYFS/QPLSCNWETLLFSHAFL 

IMPESSTPLLGRDILAKAGAIIY1 

NMGNKLPICCPXLLVEGINPEV 

W ALEG QFG RA KN ARPLQ1RLK 


10578 


40946 


A 


10639 


345 


1996 




10579 


40947 


B 


10640 


97 


1110 




10580 


40948 


A 


10641 


728 


5171 




10581 


40949 


C 


10642 


1 


2049 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10582 


40950 


A 


10643 


1 


2019 


MNAHPEFRMAMKDGELVIWD 

SVHPCYTVFHEQTETFSSLWSE 

YHDDFRQFLH I YSQDV AC YGE 

NLAYFPKGF1ENMFFVSANPWV 

SFTSFDLNVANMDNFFAPVFTM 

GKY YTQGDKVLMPLAIQ VH HA 

VCDGFHVGRMLNELQQYCDE 

WQG G AQ YPL RPE AHKG IQDI V 

KYLKAQGLGRKCSSPCNTPILG 

VQKLNGQWRLVQDLRLIN/EGF 

F*SSKLQAMQAMFAENSMSSV 

YSPTQEAEYWLPHGILQPADCF 

FEAASTSRSMWPRE/DWLSTT7S 

LTTWNMDFADFGTTIKQDFRLL 

GQTSVDRLLQLSQGQAVKGNQ 

LLPVSLVKRKTTLAPNTQTASP 

RALADSLMQLARQVSRLESGH 

LDHGSHSYRRSDNSLDPRSHSC 

CRSDIGLGPRSHLYCRSDYQRE 

TT1PSMPVK.GNQAPCMKSNNA 

LIVILGTVTLDAVGIGLVMPVLP 

GLLRDIVHSDSIASHYGVLLAL 

YALMQFLCAPVLGALSDRFGR 

RPVLLASLLGAT1DYEIMATTPS 

WEDEEPIEHDSQQI1VQTYATR 

DDLLEVPLANPDLNLYADGSSF 

VENGIRRAGYAIVSDVTVLENS 

LAAVTLQNRQGLDLLTAEKGG 

LCTFSGKECCFYTNQSG1SSPLE 

DTTTAGPFLHPIQQEVARAIIGQ 

FPTAFGVSCLEGRLRGEASWTS 


10583 


40951 


A 


10644 


803 


1171 




10584 


40952 


A 


10645 


1 


2148 




10585 


40953 


A 


10646 


1094 


3886 


SNDRTEDDCGKHPFMSSPPYTEP 
WVCLIIEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVTIQGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRD1LAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQDIV 
K.HLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKD 


10586 


40954 


A 


10647 


762 


1298 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10587 


40955 


A 


10648 


893 


2165 


GPRGTGPKGKARSEKGRSLSHG 

PQTNKPLVVQKGQKMEQANHP 

VGLVISVVYKDILKKIVQRETS 

HPL1HVRYAEAITGRRTAPEDK 

GSLGRDMLAKAGAIIYMNMGN 

KLPIWCHLLEEGIYLEVWALEG 

QFGRAKNACPVQIRLKDPTTFP 

YQRQYPLRPEAHKGLQDIVKH 

V K AQGL VKKCSS PCNTPILG VQ 

KPNGQWSLVQDLRL1SEAVIPL 

YPVVPNPYTLLSQIPEEAEWFP 

VLDLKDAFFC1PLHYDSHDSQF 

LFAFEDPTDHTSQL1WTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGL1LARGTRTL 

GKERIQPILAYPHPKTLKQLWG 

FLEITGFC*LWIPGYSK1ARPLYT 


10588 


40956 


A 


10649 


2 


403 




10589 


40957 


B 


10650 


51 


1038 




10590 


40958 


A 


10651 


581 


1128 


SPCRAQRHSCMWGLWQQSPCS 
PGSWQDSSPAQSGPPPR*PFSVP 
SSPWCLPSTWPLSPSPLPASWR 
RKTSAPSLLSLATAGPP*AGVC 
E/AKTPKKKYSDDDEEEESEEN 
SRDSESDFSDDFSDDFVETRRR 
RSRRNQKRQ1NYK.EDSESDGSQ 
KSLRRGKEIRRVHKRRLSSSESE 
GYFFIKS 


10591 


40959 


B 


10652 




4296 




10592 


40960 


A 


10653 


2 


447 


KEKKRNKKKKT1GSPKRJQSPL 
NNKLLN SPA KTLPG/AC/G SPQK 
LIDGFLKHEGPPAEKPLEELSAS 
TSGVPGLSSLQSDPAGCVRPPW 
VIS. 1 1 L'ljJccJSJJL.n.iS.LLJij V Its. I 
MKRLMQQSVESVWNMAFDFIL 
DNVQVVLQQTYGSTLKVT 


10593 


40961 


C 


10654 


286 


336 




10594 


40962 


A 


10655 


421 


638 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10595 


40963 


A 


10657 




888 


MMNEKNLEKGLGVDSVDKDA 
MNAAIQQAIKAQPSMSPKKAPP 
APAKEARNVVAVGTGGRGTHD 
RDPSEKPPRLQWFEQQAKKLA 
KQQEEDSEEEEEDLDGDVLEIG 
KSKIKVLAESVSDWEDIDSDEE 
LECEDTEAMDDVVEQDAEEEE 
AEEGPPLGAIPITDCLFCSHHSSS 
LMKNVA H MTKDHSFFIPDIEYL 
SDIKGLIKYLGTHSSSSNVCKGL 
WDLEKRPSIDLK/CRT*YSTKRH 
/CTRTLSASSHFILCQWPSVLS/P 
VH ASTDQEIQEMHDDQSN PQN 
AVVREHCVGWGWGV 


10596 


40964 


A 


10658 


1 


1545 


MATYTCITCRVAFRDADMQRA 

HYKTDWH RYN LRRKV ASMAP 

VTAEGFQERVRAYHGPSRRRRA 

RARP/L YCTVC SK.KF A SFNA YE 

NHLKSRRHVELEK.KAVQAVNR 

KVEMMNEKNLEKGLGVDSVD 

K.DAMNAAIQQAIKAQPSMSPK 

KAPPAPAKEARNVVAVGTGGR 

GTHDRDPSEKPPRLQWFEQQA 

KKLAKQQEEDSEEEEEDLDGD 

VLEIGKSKIKVLAESVSDWEDI 

DSDEELECEDTEAMDDVVEQD 

AEEEEAEEGPPLGA1P1TDCLFC 

SHHSSSLMKNVAHMTKDHSFFI 

PDIEYLSDIKGL1 K.YLGEK VGVG 

KICLWCNEKGKSFYSTEAVQA 

HMN DKSHCKLFTDG DAALEFA 

DFYDFSWRLAVGGHDWVERLT 

ASHYFYGYYPGARVGHRSLMR 

YYKQRFGLSRAVAVAKNRKAV 

GRVLQQYRALGWTGSTGAAL 

A>ii?t7Drn\4rw\/r\[?ivyik'ci^w\/iT v 
JVlrvtfKL'iVl^ I vts^KiVIJs.oK.VViVlLK. 

TGMKNNATKQMHFRVQGSQK 
EIQIFHSSEIDGIATAVEDDFASP 
TPTKDAKN 


10597 


40965 


A 


10659 


3 


943 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10598 


40966 


A 


10660 


1 


2427 


M ATYTCITCRV AFRDA DMQRA 

HYKTDWHRYNLRRKVASMAP 

VTAEGFQERVRA\HGPSRRRRA 

RARP/LYCTVCSKKFASFNAYE 

NHLKSRRHVELEKKAVQAVNR 

KVEMMNEKNLEK.GLGVDSVD 

KDAMNAAIQQAIKAQPSMSPK 

KAPPAPAKEARNVVAVGTGGR 

GTHDRDPSEKPPRLQWFEQQA 

KKL A KQQEEDSEEE EEDLDG D 

D WEDIDSDEELECEDTEAM DD 

V VEQDAEEEEAEEG PPLG Al PIT 

DCLFCSHHSSSLMKNVAHMTK 

DHSFF1PDIEYLSDIKGLIKYLGE 

KVGVGKICLWCNEKGKSFYST 

EAVQAHMNDKSHCKLFTDGD 

AALEFADFYDFSWRLAVGGHD 

WVEVEGRIRGCGSREDNECLL 

VCNFSVIGVAIQITRKGRTPIRA 

EELPSEKNLEYDDETMELILPSG 

ARVGHRSLMRYYKQRFGLSRA 

VAVAKNRKAVGRVLQQYRAL 

GWTGSTGAALMRERDMQYVQ 

RMKSKWMLKTGMKNNATKQ 

MHFRVQMDCRGIAVLVFKAPS 

FYL1MAPKHKSGDAGDSNMPK 

GSRKVLPLSEKVKVLKEKKLY 

AEVAKIHGVKLQTFGVSVTAH 

KGSVDPKSEQQQDLLQRVKEQ 

SFHSVEADPAAEGAGSGLSQLR 

KGLPQCSSRLNGSSSATKVGAQ 

AEEAPRASEGCEGCQHAVTSQ 


10599 


40967 


A 


10661 




658 


GTKGWAFP1TDCLFCSHHSSSL 
MKNVAHMTKDHSFF1PDIEYLS 
DIKGLIKYLGEKVGVGKICLWC 
NEKGKSFYSTEAVQAHMNDKS 
HCKLLAQDGDAALEFADFYDFR 
SSYPDHK.EGEDPNKAEELPSEK 
NLEYDDETMELILPSGARVGH\ 
RSLMRYYKQAIWLVKNLWQLP 
KIRKAVGRVLQQYRSPGIGLGS 
TGAALMRERDMQYVQRMKSK 
MGC 


10600 


40968 


A 


10662 


1 


221 


MNPLANSTLTDVHPHF1FKQMA 

ELDRDMDEAGNHHSQQTNTRT 

ENQTPHVLTHKWELNNENTRT 

QGREHHTSEEFIAIQPEYYQKE 

KSNSDINLEGTSYWTENHCSGI 

YKVINCLESE1HSEEN*CQN* IFL 

SDNIQVELR*IPLMCDVPCPVSV 

CSHCSTPTYE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10601 


40969 


A 


10663 


1 


1815 


MHEAGNHHCQQSNTRKENQTP 

DVLTHKWEGFDQLRLEGLLCD 

VTLMPGDTDDAFPVHRVMMA 

SASDYFKAMFTGGMKEQDLM 

CIKLHGVSKVGLRKIIDFIYTAK 

LSLNMDNLQDTLEAASFLQILP 

VLDFCKVFLISGVTLDNCVEVG 

RIANTYNLTEVDKYVNSFVLKN 

FPALLSTGEFLKLPFERLAFVLS 

SNSLKHCTELELFKATCRWLRL 

EEPRMDF A A KLMK.NIRFPLM TP 

QELINYVQTVDFMRTDNTCVN 

LLLEASNYQMMPYMQPVMQS 

DRTA I RSDTTHL VTLGG VLRQQ 

LVVSKELRMYDEKAHEWKSLA 

PMDAPRYQHGIAVIGNFLYVV 

GGQSNYDTKGKTAVDTVFRFD 

PRYNKWMQVASLNEKRTFFHL 

SALKGYLYAVGGRNAAGELPT 

VECYNPRTNEWTYVAKMSEPH 

YGHAGTVYGGVMYISGGITHD 

TFQKELMCFDPDTDKWIQKAP 

MTTVRGLHCMCTVGERLYVIG 

GNHFRGTSDYDDVLSCEYYSPI\ 

LDQWTPIAAMLRRQSDVGVAV 

FENKIYVVGGYSWNNRCMVEI 

VQKYDPDKDEWHKVFDLPESL 

GG1RACTLTVFPPEETTPSPSRES 


10602 


40970 


A 


10664 


1 


1226 


MNEIEFRLERTPVDESDDEIQH 

DEIPTG KCI A PI FDKRLKHFR VT 

EGSPVTFTCKIVGIPVPKVYWF 

KDGKQISKRNEHCKMRREGDG 

TCSLH1 ESTTSDDDGN YTIM A A 

NPQGRISCSGHLMVQSLPIRSRL 

TSAGQSHRGRSRVQERDKEPLQ 

ERFFRPHFLQAPGDMVAHEGR 

LCRLDCKVSGLPPP\DMTWLLN 

GQPVLPDASHKMLVRETGVHS 

LLIDPLTQRDAGTYKCIATNKT 

GQNSFSLELSVVAKEVKKAPVI 

LEKLQNCGVPEGHPVRLECRV1 

GMPPPVFY WKKDN ETI PCTRER 

ISMHQDTTGYACLLIQPAKKSD 

AGWYTLSAKNEAGIVSCTARL 

DIYAQWFTHQ1PPPMSVRPSGSR 

YGSLTSKGLDIFSAFSSMESTM 

VYSCSSRSVVESDEL 


10603 


40971 


C 


10665 


166 


229 




10604 


40972 


B 


10666 


251 


371 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon lor peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10605 


40973 


A 


10667 


79 


1391 


PWEGSAPATSPLGEDSAWGSA 
DGSESWSCRELLQPGDVLGESC 
GLTPPALPAHCIQEGCLPPLTQE 
LRCCQPPRMGRWALDVAFLW 
KAELTLGLELLYY\CFFIGINFY 
NKWLTKSF/HIFPLFMTMLHLA 
V1FLFSALSRALVQCSSHRARV 
VLSWADYLRRVAPTAALREVA 
SLFRKPSAEEMLCPPARQRGEA 
RELSQNPIIRAGEGRLQGHRQV 
ATVICAPAPFSVMGLSPELQQCI 
VGNFASRYTMTK.SSAVLFILIFS 
LIFK.LEELRAALVLVVLL1AGGL 
FMFTYKSTQFNVEGFA\WCWG 
PRSSVAFAGPSPRCSCRRLNSAS 
RIPSTPCSTCSHSCS/WGLFPLFA 
VFEG\TGLLLRVLGSLFLGGILA 
FGLGFSEFLL/VSSRTSSLTLSIA 
G1FKEVCTLLLAAHLLGDQISLL 
NWLGFA\SASREYPSTLPS 


10606 


40974 


A 


10668 


] 


1129 


MGRWALDVAFLWKAVLTLGL 

VLLYYCFS1GITFYNKWLTKSF 

HFPLFMTMLHLAVIFLFSALSR 

A LVQCSSHRARVVLSWADYLR 

RVAPTALATALDVGLSNWSFL 

YVTVSLYTMTKSSAVLFILIFSLI 

FKLEELRAALVLVVLLIAGGLF 

MFTYKSTQFNVEGFAVWCWGP 

RSSVAFAGPSPRCSCRRLNSASR 

1PSTPCSTCSHSCSWGLFPLFAV 

FEGLHLSTSEKIFRFQ\DTGLLR 

RVLG\SLFLGG I L A FG LGFSEFLL 

VSRTSSLTLSIAGIFKEVCTLLL 

AAHLLGDQISLLNW\LGFA\SAS 

REYPSTLPSKPCIPEVTQSPFQK 

PLVSVLLPVTLSDSDAGSVPGG 

SAAVTPLGRCGGHLQSGWVGP 


10607 


40975 


A 


10669 


566 


1026 


PVM PKLI YVIRTGKQLKISLGH 

VDFQTVPSFLQQLNV/WQT1KA 

SEHPDRNDCVAVLRQKRSLGS 

VENTSGKRKCWGGQSGFTTSE 

LEETEEDSDLSDYGDDVDGRK. 

DALAEPCFMLIGEIFELRGKPQY 

QLEIWQVPTGTPDHLEEEANEK 



1431 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 


10608 


40976 


A 


10670 


1717 


2340 


GIDVQGKKNSFSLSSFLERLPRD 
FFSHQEEETEEDSDLSDYGDDV 
DGRKDALAEPCFMLIGEIFELR 
GMFKWVRRTLIALVQVTFGRTI 
NKQIRDTVSWIFSEQMLVYYINI 
FRDAFVVPNGK.LAPPTTIRSKEQ 
SQETKQRAQQKLLENIPDMLQS 
LVGQQNARHGI 1/NKYSNALQE 
TRANKHLLYALMELLLIELCPE 
LRVHLDQL 


10609 


40977 


A 


10671 


181 


399 


NRYIVPISQIMKRKRRKVSIVLN 
VTGY*/RGM/RKPGLLNLASGFL 
LSTSPTSENSNRCRGLWQIDPW 
EEGETYV 


10610 


40978 


A 


10672 


66 


535 


CWWQDPLQRTRQKSVTATSTK 
1DMSNVKIPKHPADAYFKKQQL 
WKPRNRKLAGKLSTPAARDAP 
RARPPHEAPPPPPPPELRYRVPP 
RPAPSSWRHPSGKGRRGPPGIG 
GR1VGERQLRTEYGNDRPGREG 
DPAPGCCGGARTLSLYGEIKLR 
VK.F 


10611 


40979 


A 


10673 


67 


585 


SAAKSEMAGEKVEKPDTKEKK 
PEAK.KVDAGGK.VKK.GNLKAK 
KPK.K.GKPHCSRNPVLVRGIGRY 
SRSAMYSRKAMYKARK.YSAAK 
SKVEKKKKEKVLATVTKPVGG 
DKVGGTRG\VKLRK\MPR1\YPT 
EDVPRKLLSHGKKPFSQHVRKL 
RASITPGT1LIILTGRHRGKRVVF 


10612 


40980 


A 


10674 


2 


282 


CIALYCHLLN1CSKVKAEMQNL 
GREFIVPGMDSATSLIWATK/DL 
MNAVIEAPEKK.PLLKREKQDES 
QSEIKWASQKKHLNPVQALSEF 
KAMDSI 


10613 


40981 


A 


10675 


2 


2798 




10614 


40982 


A 


10676 


14 


2858 


PDWRETK.QRPSASGLWNLALA 
QLAAEMTAVHAGN1NFKWDPK 
SLEIRTLAVERLLEPLVTQVTTL 
VNTNSKGPSNKKRGRSKKAHV 
LAASVEQATENFLEKGDKIAKE 
SQF\L*E*LLAAVEYVRKQGDL 
MKTAAGEFADDPCSSVEQGNM 
VQAA*TLLSAVTCLLILA\DMG 
NVYTLL1QLKVVEDDILKLRNA 
GNEQDLGI*YKALKPEVNKVNI 
MAVKRQQELKDVGHRDQMAA 
ARG1LQKNVL1FYTASRA 


10615 


40983 


A 


10677 


1 


4545 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10616 


40984 


A 


10678 


1 


1921 


MAGLGMGEEG1PGGERWEHKR 

RAHIVSNHRITRTGTHPYTHSPY 

PHKDNVHTARREHKTQDLGTI 

RSVGHSSEHTQHTTPDTVPPLV 

V1VCRVCYRPPHGETRAEYTRH 

RGQNRRTKFWVGIKEEKNLAQ 

QERTEEQLAN1ARGGYVLKDC 

AGQPELIFIATGSEVELAVAAYE 

KLTAEGVKARVVSMPSTDAFD 

KQDAAYRESVLPKAVTARVAV 

EAG1ADYWYKYVGLNGAIVGM 

TTFGESAPAELLFEEFGFTVDNP 

LASRAVRLRLPFNNDQVEAAV 

GWKLAVERHNGPTALILSRQN 

LAQVERTPDQVKEIARGGYVL 

KDSGGKPDIILIATGSEMEITLQ 

AAEK.LAGEGRNVRVVSLPSTDI 

FDAQDEEYRESVLPSNVAARV 

AVEAGIADYWYKYVGLKGA1V 

GMTGYGESAPADKLFPFFGFTA 

EMVAKAHKVLGVKAGSHIPRK 

KYDVPGKKSFSPVKYSTIGSPSP 

ERPVSITTI PNSFV 1ITANRVLHC 

NADTPEEMHHW1TLLQRSKGD 

TRVEGQEF1VVEK.LIRGLAMED 

SRNMFAL/S*1QRPRRQSH*KSN 

RRS*CLSQV*KRASW*AFTN1* 

WPDRHGLRKYSFAVSPGN1HHL 

RIICRML*VVRLLLRLLNAVYE 


10617 


40985 


A 


10679 


1 


2940 




10618 


40986 


A 


10680 


2 


404 




10619 


40987 


A 


10681 


2 


546 


WCPHRWRPHTLTPTAAPAVTK 
SPEATHLYGQVSWNSQNLHLE 
GQLQSASLQGSFMLK**GDPLD 
F/VMSPPRPLFERLKARISQSTK 
TFTPCERLEKRRTSFLEGTLRRS 
FRTGSVVRQKVEEEQMLDMWI 
KEEVSSARASIIDKWRKFQGMN 
QEQ AMAKYM A LI ICE WPG YGST 
LFDVEGTDT 


10620 


40988 


A 


10682 


1 


555 




10621 


40989 


A 


10683 


1 


627 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10622 


40990 


A 


10684 


1 


7232 


MPEPPTHSMGSCAAGASLTSTA 

PCSTAPSPIDHLRAKECERTAQ 

DWQAAPPAALVRDPLAALVRT 

WRTFMSSSR1VNTP1GTLCLAQ 

GFQWFSVLSQVHASTDQE1QE 

MH DEQ ANPQN A VGTLD VG L I D 

SVCASDSPDRPNSFVIITANRVL 

HCNADTPEEMHHWITLLQRSK 

GDTRVEGQEFIVRGWLHKEVK 

NSPKMSSLKLK.KRWFVLTHIPG 

LLQEFREDALN WG PDEKIFKET 

ELVNDMDKINGRIERAE 


10623 


40991 


A 


10685 


1 


2146 


IDSVCASDSPDRPNSFVIITANR 

VLHCNADTPEEMHHWITLLQR 

SKGDTRVEGQEFIVRGWLHKE 

VKNSPKMSSLKLKKRWFVLTH 

NSLDYYKSSEK.NALKLGTLVL 

NSLCSVVPPDEK1FKETGYWNV 

TVYGRKHCYRLYTK.LLNEATR 

WSSAIQNVTDTKAPIDTPTQQLI 

QD1KENCLNSDVVEQIYKRNPIL 

RYTHHPLHSPLLPLPYGDMNLN 

LLKDKGYTTLQDEAIKIFNSLQ 

QLESMSDP1PUQG1LQTGHDLRP 

LRDELYCQL1KQTNKVPHPGSV 

GNLYSWQ1LTCLSCTFLPSRGIL 

KYLKFHLKR1REQFPGTEMEKY 

ALFTYESLKKTKCREFVLSRDEI 

E A L 1 HRQDMTSTV YCHG GG SC 

KITINSHTRAGEVVEKLIRGLA 

MEDSRNMFALFEYNGHVDKAI 

ESRTVVADVLAKFEKLAATSEV 

GDLPWKFYFKLYCFLDTDNVP 

KDSVEFAFMFEQAHEAVIHGH 

H PAPEENLQV L A AH ATSSIMQG 

DYTALHA\AIPP\LEEVYSLQRLK 

ARISQSTKTFTPCERLEKRRTSF 

LEGTLRRSF\RTGSVVRQKVEEE 

QMLDMWIICEEVSSARASI1DK 

WRKFQGMNQEQAMAKYMALI 

KEWPGYGSTLFDVEVRTGCHV 

LGWAGCWHLRTWITAKFMWR 

EDKMEHFALSTSFFRAPK1VPLT 

PPFSSQFLFSCVVNASVILGMN 



1434 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10624 


40992 


A 


10686 


28 


561 


MDIVQDATFVYATLQTAHYHR 
DAGLPVYLYEFEHHARGIIVKP 
RTDGADHGDEMYFLFGGPFAT 
GAKVPPDTPTGCPVSHLWMQT 
HPS1GWPQGAHQFLICYALPNE 
SLLLRKQQKQQE*GGRNPNDG 
N L PC WPRYNKDEK YLQLDFTT 
R VGM KLKEKKM AF WM SL YQS 
QRPEKQRQF 


10625 


40993 


A 


10687 


148 


444 




10626 


40994 


A 


10688 




1531 


PLPGARRCLHEFWGQLASMYV 
STRERYKWLRFNEDCLYLNVY 
APARAPGDPQLPVMVWFPGGA 
FIVGAASSYEGSDLAAREKEGL 
VFLQHRLG1FSFLSTDDSHARG 
NWGLLDQM\AALRWVQENIAA 
FRGRPREILTLFGQSAGAMSISG 
LMMSPLASGLFHRAISQSGTAL 
FRLFITRNPLKVAKKVAHLAGC 
N HN STQIL VNCLR A L 1 R\AKVM 
RVSNKMRFLQLNFQRDPEEI1W 
SMSPVVDGVVIPDDPLVLLTQG 
KVSSVPYLLGVNNLEFNWLLP 
YIMKFPLNRQAMRKETITKML 
WSTRTLLAKNSWGAEHGSKSL 
VGPPLAQLAPRPQNITKEQVPL 
VVEEYLDNVNEHDWKMLRNR 
MMD1VQDATFVYATLQTAHYH 
RDAGLPVYLYEFEHHARGI1VK 

rK 1 IJuAUHuUblVIY rLruurrA 

TGLSMGKEKALSLQMMKYWA 
NFARTGNPNDGNLPCWPRYNK 
DEKYLQLDFTTRVGMKLKEK1C 
MAFWMSLYQSQRPEKQRQF 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10627 


40995 


A 


10689 


138 


1898 


ICKYIMNDQWARQNCLHSPTY 

GPSENVLSSAESKPEIQLSPSCPL 

IFSSQQALSQHVWLSHLSQLFSS 

L W AGVNPLH LG KH YPEDQKQQ 

QDPFCFSGKAEWIQEGEDSRLL 

FGRVSKNGTSKALSSPPEEQQP 

AQSKEDNTVVDIGSSPERRADL 

EETDKVLHGLEVSGFGEIKYEE 

FGPGF1KESNLLSLQKTQTGETP 

YMYTEWGDSFGSMSVLIKNPR 

THSGGKPYVCRECGRGFTWKS 

NLITHQRTHSGEKPYVCKDCGR 

GFTWKSNLFTHQRTHSGLKPY 

VCKECGQSFSLKSNLITHQRAH 

TG EKPYVCRECGRGFRQHSHL 

VRHKRTHSGEKPYICRECEQGF 

SQKSHL1RHLRTHTGEKPYVCT 

ECGRHFSWKSNLKTHQRTHSG 

VKPYVCLECGQCFSLKSNLNK 

HQ\RSHTGEKPFVCTECGRGFT 

RKSTLITHQRTHSGEKPFVCAE 

CGRGFNDKSTLISHQRTHSGEK 

PFMCRECGRRFRQKPNLFRHKR 

AHSGAFVCRECGQGFCAKLTLI 

KHQRAHAGGKPHVCRECGQGF 

SRQSHLIRHQRTHSGEKPYICRK 

CGRGFSRKSNL1RHQRTHSG 


10628 


40996 


C 


10690 


160 


294 




10629 


40997 


A 


10691 


3 


82 


SWACA1HPTGYLIEQAGG*WVT 
ARRD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10630 


40998 


A 


10692 




1399 


MLRRYRPDITSCHGSTAESKGG 
VVLDVSGRARPLRRTRNSPSPT 
SLTSSKMSGLDGGNKLPLAQTG 
GLAAPDHASGDPDRDQCQGLR 
EETEATQVMANTGGGSLETVA 
EGGASQDPVDCGPALRVPVAG 
SRGGAATKAGQEDAPPSTKGL 
EAASAAEAADSSQKNGCQLGE 
PRGPAGQKALEACGAGGLGSQ 
MIPGKK.AKEVTTKKRAISAAVE 
KEGEAGAAMEEKKVVQKEKK 
VAGGVKEETRPRAPKINNCMD 
SLEAIDQELSNVNAQADRAFLQ 
LER\KFGRMRRLHMQRISFIIQNI 
PGFWVTAFRNHPQLSPM1SGQD 
EDMLRYM1NLEVEELKHPRAG 
CKFKFI FQGNPYFRNEGLVKE Y 
ERRSSGRVVPFSTPI\RWH\RGQ\ 
DPQAHIHRNREGNT1PSFFNWFS 
DHSLLEFDRIAEIIKGELWPNPL 
QYYLMGEGPRRGIRGPPRQPVE 
SARSFRFQSG 


10631 


40999 


A 


10693 


3 


441 




10632 


41000 


A 


10694 


190 


2716 




10633 


41001 


A 


10695 




793 


MARQKKMGQSVLRAVFFLVLG 
LLGHSHGGFPNTISIGKRKRASR 
RSRLSLTRDHCPGKAFPAVFRA 
ERSTGGEQEAGMLQGGEESRLF 
GSLLWTLPWRACSSWKLSQGD 
ADCLAAPGR1TRARGAQSVVSG 
CRETGWXGLFMRNTVQEHSAFR 
FAVQLYNTNQNTTEKPFHLNY 
HETSPIPLKSPPVSFCCALVVHS 
TLH RPSLCS VSSL AH RSHIPSPH 
CHCKNCCCTPLQPTNVLVDYA 
LFARSREKANVTLKLPLTEVIPF 


10634 


41002 


A 


10696 


2 


2744 




10635 


41003 


A 


10697 


2 


2740 




10636 


41004 


B 


10698 


47 


7237 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10637 


41005 


A 


10699 


426 


2118 


GFGHTVHAAEGGDFGOSWQG 

DSVLLCSTVDPGSWAASRGKG 

SPCRGPLCGCCPGRSS\QPSKVE 

VAVSCSCGALLGMCMPPVVLA 

LEGCPRGVAAKGK.GSPQAQTV 

RRSPSADQSLEDSPSKVPKSWS 

FGDRSRARQAFRIKGAASRQNS 

EEASLPGEDIVDDKSCPCEFVTE 

DLTPGLK.VSIRAVCVMRFLVSK 

RKFKESLRPYDVMDVIEQYSAG 

HLDMLSRIKSLQSRQEPRLPVQ 

QGTRTGIDM1VGPPPPSTPRHKK 

YPTKGPTAPPRESPQYSPRVDQI 

VGRGPAITDKDRTKGPAEAELP 

EDPSMMGRLGKVEKQVLSMEK 

KLDFLVNIYMQRMGIPPTETEA 

YFGAKEPEPAPPYHSPEDSREH 

VDRHGCIVKIVRSSSSTGQKNFS 

APPAAPPVQCPPSTSWQPQSHP 

RQGHGTSPVGDHGSLVRIPPPP 

AHERSLSAYGGGNRASMEFLR 

QEDTPGCRPPEGTLRDSDTSISIP 

SVDHEELERSFSGFS1SQSKENL 

DALNSCYAAVAPCAKVRPYIA 

EGESDTDSDLCTPCGPPPRSAT 

GEGPFGDVGWAGPRK 


10638 


41006 


A 


10700 


1 


774 




10639 


41007 


A 


10701 


124 


815 


HPGTAMDALNSMQNFLRGRPK 
TFKSLENAIEWSVKSGQ1 RNLES 
ARVSMVGQVKQCEGITSPEGSK 
S1VEGIIEEEEEDEEGSESISKRK 
KEDDMETKKDHPYTWRIELAK 
TEK Y WDG WFRG LSNLFLSCPI P 
KLLLLAGVDRLDK.DLTIGQMQ 
GKFQMQVLPQCGHAVHE\DAP 
DKVAEAVATFLIRHRFAEPIXGG 
FQCVFPGLLVTCCPPLLQHRAL 
LVNTFAPEAHC 


10640 


41008 


A 


10702 


69 


370 




10641 


41009 


A 


10703 


1 


224 


MCNTPAYCDLGKAAKDVFNK 
GYGFGMVK1DLKTKSCSGVEFS 
TSGHAYTDTGKASGNLETKYK 

VL.1N I UL 1 r 1 t^rv IN 1 r A Y l^ULU 

KAAKDVFNKGYGFGMVKIDLK 
TKSCSGVEFSTSGHAYTDTGKA 
SGNLETKYKLVCNYGLTFTQK 


10642 


41010 


A 


10704 


2 


171 





1438 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10643 


41011 


A 


10705 


1 


740 


MCNTPTYCDLGICAAEDVFNKG 
YGFGMGKIDLKTKSCSAVEFST 
SGHAYTDTGKASGNLEPECKV 
CNYGLTFTQKRNTDNTLGTE1S 
LENKLAKGLKLSLDTILVPNTG 
KK.SGELKASYK.WDCFSVGSNV 
DLDFSGPTIYGWAVLVFEGWL 
AGYQMSFDTAKSKLSQNNFAL 
GYEAADFQLHTHVTDGTEFGG 
SIYQKVNGIEMSINLAWTA/GSN 
NTHFGIATKYKLDCRTSLSAKA 
VVLGTRVGSC 


10644 


41012 


B 


10706 




318 




10645 


41013 


A 


10707 


2 


100 




10646 


41014 


A 


10708 


116 


1746 


SSVTGRTEKARIWEVTDRTV/R 
RPWIGEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAGIPL 
KVLQSLMGHKSISSTEVYTKVF 
ALDVAARHRNRFTQFRLSETKE 
ITNPYAMRLYESLCQYRK.PDGS 
CIVSLKIDW1IERYQLPQSYQLY 
YFELAIPVGYFYPGSFSTASRJL 
LLHPRGLRAITIAVFGKQNTYIR 
LEPFKINVLEQITK.HIEKLQCGG 
VVKQLSRRGNNQH1SSTYDINR 
ADTQVRRAVNNYDI1VMSNSFN 
GQSEHQVW1ARLTWVIGTINVV 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDV 
RILLTKYSNSNGSQSPWMEEQ1 
RDAWGSMVLKNVVRETDEVG 
KARLTWGIGTFNVVCAADVLIV 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLKGFEPDVRJLLTKYSN 
SNGSQSPWMEEQ1RDAWGSMV 
LKNVVRETDEVGKEPPSTNTFR 
HSYAMHMLYAG1PLKVLQSLM 
GHKSISSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 


10647 


41015 


A 


10709 


284 


969 


RVSRGRKWFFIALKRMPAMKK 

AMNLFLGLSNVRTVHPEGFTV 

Y1STHISFPSLSGYRTGLRSFGLV 

KQKKSPIRMPCVYTNPCVSIHP 

LWLRLRSPSARWLRCGSPSLG 

WTRTEPAPSPPRGGRTEKAR1W 

EVTDRTVRTWIGEAV/AAHAA 

DGVTFSVPVTPHTFRHSYAMH 

MLYAGIPLKVLQSLMGHKSISS 

TEVYTKVFALDVAARHRVQFA 

MPESDAVAMLKQLS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10648 


41016 


A 


10710 


2817 


3297 


AGCVRHRLSENRLDHRALPAA 
SKLPAYA*LPPPLPAGRL*RIPH 
RQFL*HQI/RL/PTERRCLLTRRT 
EKA R I WE VTDRT VRTWIGE A V 
ARLAADGVTFSVPVTPHTFRHS 
YAMHMLYAG1PLKVLQSLMGH 
KSISSTEVYTKVFALDVAARHR 
VQ\FAMPES 


10649 


41017 


B 


1071 1 


1 


963 




10650 


41018 


A 


10712 


1 


1296 




10651 


41019 


A 


10713 


1 


1 167 




10652 


41020 


A 


10714 


349 


3 195 




10653 


41021 


A 


10715 


163 


864 




10654 


41022 


A 


10716 


576 


754 




10655 


41023 


A 


10717 


1 


1449 




10656 


41024 


A 


10718 


1422 


1600 




10657 


41025 


A 


10719 


489 


726 


ISCCSFFSPRPPHXTFRHSYAMH 
MLYAGIPLKVLQSLMGHKSISS 
TEVYTKVFALDVAARHRVQFA 
M PESDA VAMLKQLS 


10658 


41026 


A 


10720 


1 


1596 




10659 


41027 


A 


10721 


1 


1572 




10660 


41028 


A 


10722 


2 


100 




10661 


41029 


A 


10723 


561 


804 


TLRQTK PDNSADPPHTxFR H S Y 
AMHMLYAGIPLKVLQSLMGHK 
S1SSTEVYTKVFALDVAARHRV 
QFAMPESDA VAMLKQLS 


10662 


41030 


A 


10724 


1 


867 




10663 


41031 


B 


10725 


1 


825 




10664 


41032 


A 


10726 


1 


942 




10665 


41033 


A 


10727 


2 


100 




10666 


41034 


A 


10728 


39 


359 


R1LGKGAGQTRAESLVWGRGV 
PARCC*PGGPFLVPGPPP*VR/H 
LSYARPM\L*PGIPLKVLQSLMG 
HKSISSPEVYRKVFALNVAARH 
RVQFAMPEFDA VAMLKQLS 


10667 


41035 


B 


10729 


41 


724 




10668 


41036 


A 


10730 


1 


1023 




10669 


41037 


A 


10731 


1 


1314 




10670 


41038 


A 


10732 


1 


1 128 




10671 


41039 


A 


10733 


892 


161 1 


















10673 


41041 


A 


10735 


1 


936 




10674 


41042 


A 


10736 


766 


1056 




10675 


41043 


A 


10737 


1 


1422 




10676 


41044 


A 


10738 


1214 


1721 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10677 


41045 


A 


10739 


2592 


3233 


RWGRWRTGGSSRSEPTMELRA 

PAWPRGRPGQGGARPAGSELR 

GNATAPSPACLCRNILCRMEES 

PNTDGKRPETGSNKRGKAGDK 

WWKIKTGI\IRDKLMERRNRRT 

GRTEKARJWEVTDRTVRTW1GE 

AVAAAAADGVTFSVPVTPHTF 

RHSYAMHMLYAGIPLKVLQSL 

MGHKVISSTDFYTKVFALDVA 

ARHRVQFAMPESDAVAMLKQL 


10678 


41046 


A 


10740 


6323 


7130 




10679 


41047 


A 


10741 


319 


522 


RNTRYWVINSISVIPPSSALISKR 
SPRLMAKKTAHFLGISRTSVAE 
FTFTRSGISRDHCVKGAGAADR 
RPNAPPRAEFQSGWFLIMECFA 
R* VGDPQL/TA/HFD A V/RRE/IM 
PL/PREG/KTL/QTEVREMPRKC 
AVFLAINLGDRFDIKADEGGIT 
DIEFITQYLVLRYAHEKPKLTR 
WSDNVRJLELLAQNDIMEEQEA 
MALTRAYTTLRDELHHLALQE 
LPGIIVSEDCFTAERELVRASW 
QKWLVEE 


10680 


41048 


A 


10742 


2 


640 




10681 


41049 


C 


10743 




2358 




10682 


41050 


A 


10744 


1264 


1894 


RGDKPQHIVTVHRADVVKAQL 
FKQRARHYHAFNMFFGAFEQL 
FNWRHARENFFPAGKQLCQMV 
VERADIFGNRHFIVVENHQHIR 
TDI AR VI HRFKRH ACGNRA IAN 
nmr, a a i p a pt a ii vrnnFQr' a q 

U 1 UuAAlrAr 1 AIL, I OlV^r JV^ACi 

FYLFVVYEHG SLKT VGCPLQE V 
/WRTALESCKPAHIQLSGVLAI/S 
SIVMQSVNAMPSWSGYSSSQA 
A S A ARWLL ARSGL 1 C 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10683 


41051 


A 


10745 


872 


3111 


VLKPNHLTERK.GC/GFACGRYG 

KLGAWELDYSPDLDI1FLNDCP 

MNAMTAGERK1DGRQFYLRLA 

QRIMHLFSTRTSSGILYEVDARL 

RPSGAAGMLVTSAEAFADYQK 

NEAWTWEHQALVRARVVYGD 

PQLTAHFDAVRREIMTLPREGK 

TLQTEVREMREKMRAHLGNKH 

RDRFDIKADEGGITN1EFITQYL 

VLRYAHEKPKLTGWSDNVRIL 

ELLAQND1MEEQEAMALTRAY 

TTLREPRFSRFSLFWGCSPLGLF 

DYLADLFKIDNSHGGRFKTVLL 

TFLPPALLYLIFPNGFIYG1GGA 

GLCATIWAVIIPAVLAIKARKKF 

PNQMFTVWGGNLIPAIVILFVLP 

WFYFIPPGLICTSLVYRASPPIS 

MPAKAVAYCVLRISGGDGSCD 

VICRGKVADRSKFWNPNWSKT 

HTEPTQQSQTATSNRTSATTAE 

QRSDEKEGNNRTRHEEQRSQN 

ATQHKRRERATTTQKTCSETVT 

PTTMNMCN EPELRRH ARVLPP 

VLY1VQRRYDESHLRIS1SACNV 

CRTERHAVHTDET1HSTVVADC 

KERVAVMRLRLPLCAACRHIG 

DVIVYSAYVCEHRCMRLLATR 

RHYVVTLTTHLRRRLFLTEVNA 

RYVC1YDDEHSRSSTVTHAHPI 

DHQSAHYDTYVYDIGTVSYMR 

LNTSVRLIRRRAHTCTSRALMD 

SHSKDGRPMDYASAVVVTHPL 


10684 


41052 


A 


10746 


1577 


1668 


TINPPELAFVKTVH*SPRJCLGFI 
HIFLLN 


10685 


41053 


A 


10747 


486 


674 


HWWKNWRRCWIPVIWH*RRSR 
TIWRCCKKWITASTLLSRSSPSK 
LPPCMSGFQPVVAGRKRR 


10686 


41054 


A 


10748 


254 


396 


ADDQIPHSKTHLKLSLEVEENQ 
Q*EI*RPLLQ*GGMSVPRCVHG 
RSG 


10687 


41055 


A 


10749 


3 


674 


1SAELNRPFAIRGDLG/VVWERQ 

KQETGWRSWVP/WPHVHAEDII 

LGNPPDI/PEVTMVHLPRVEATL 

/APLALLTKTVWLPWIKLESPR1 

RFQFSHHVRRAVLCEDAYYKL 

TLAQVEKLKNGGKVIASDELM 

TKFRI PNTLEFCAPVMADAPAI 

ALLRLSLACLDLAQAMMPAFH 

KPISSSFVNDYAGTSFACAASD 

MDERRMLNAPLSLRLTLVEKL 

RRCW1PV1RH 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 


10688 


41056 


A 


10750 


I 


I7'i5 




10689 


41057 


A 


10751 




1662 


MSKPKYPFEKRLEVVNHYFTT 

DDGYRI1SA RFG V PRTQV RTWV 

ALYEKHGEKGL1PKPKGVSADP 

ELRIKVVKAVIEQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALK1GTKRNIAISVDPE 

KAASALELSKDRRIEDLERQAL 

SKPDKYADVKKRISEIYHENRG 

RYGYRRVTLSLHREGKQrNHK 

AVQRLMGTLSLKAAIKVKRYR 

SYRGEISSTTKLFLTAFRMIVVA 

1ILIATFDWNRLKPTINQKVSAE 

LNRPFAIRGDLGVVWERQKQE 

TGWRSWVPWPHVHAEDIILGN 

PPDIPEVTMVHLPRVEATLAPL 

ALLTKT V W LP Wl KLEKPDARL I 

RLSEKNN1M WTFNLANDD/NKD 

ANA\NRRHGRFGWI1FFSIKGGS 

PLMTND1HGSLVYTTGKPRPKL 

EGDVESRQLRLADLGPLIGVDS 

GKGAEKSKRSEQKKGEKSVQP 

AGKVLPYDRFETDKWDVMDA 

DVRFKGRR1EHGSSLPISDLSTHI 

ILKNADLRLQPLKFGMAGGSIA 

ANIHLEGDKKPMQGRAD1QAR 

RLKLKELMPDVN 


10690 


41058 


A 


10752 


1 


477 


SELGHAGLNGD1LVWNPVLED 
AFELSSMG I RV\D\ADTLKHQLA 
\GDEDRLELEWHQALLRGEMP 
QTIGGGIGQSRLTMLLLQLAHI 
GQVQCGVWAAAVRESVPSLPL 
QLFHFTRHVVRQPLSDKIRNHQ 
RIG 1 K PFPA LQ AFHNG AKTTGK1 
GADTK.LLA 


10691 


41059 


A 


10753 


414 


794 


RPSPLPTGLGDTGLGFLPRFIEM 

EKLPF\DVAEAEQELQEGPLPEY 

SG PG L AL A K WG\LG\LKQ V VM 

ASLFVALFLPFGRVAQELSLACL 

LTSLVVTLLK.NINSMTAGILVC 

LVTVVSPGLIK.VL1YDQ 


10692 


41060 


A 


10754 


88 


227 




10693 


41061 


A 


10755 


26 


261 




10694 


41062 


A 


10756 


164 


361 




10695 












RVGRPGHRASAQSGGNPQNHR 
RLGEPVSARHPAYLSTGSGDAA 
AARYRRSA*SLRR*SRASSHPPE 
RAGTPVAPGTIDIFRWRTAARQ 
HRPRLYRRLPHSAA 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10696 


41064 


A 


10758 


2096 


2248 


RLIGLHGQNSRSVPQLPMESAS 
VA*RCTAALDGGVSSTSTRWLF 
ASCTRL 


10697 


41065 


A 


10759 


1 


2240 




10698 


41066 


A 


10760 


1 


1082 


MEHERYVG1SNLMLKPELYLA 

VGISGQIQHMVGAN ASQTIFA I 

NKDKNAPIFQYADYGIVGDAG 

ALMSEDIFDAIIVGAGLAGSVA 

ALVLAREGAQVLVIERGNSAG 

AKNVTGGRLYAHSLEHIIPGFA 

DSAPVERLITHEKLAFMTEKSA 

MTMDYCNGDETSPSQRSYSVL 

RSKFDAWLMEQAEEAGAQLIT 

GIRVDNLVQRDGKVVGVEADG 

NRVMKKILTTPIKAEDLQD1RV 

GDVIYL*RHRSLSVG*RAESGG* 

RSGRIVKRTG 


10699 


41067 


A 


10761 


987 


1191 




10700 


41068 


B 


10762 


1 


1506 




10701 


41069 


A 


10763 


204 


527 


GPDRCQIGPLAE*NTGNSHKAA 
LRQQRAEGRWWQKPHG E WRA 
ATADGRTYAA1SAQATAPQSPA 
GQSTMPRPPRWLSTPALPVMPA 
VTVDRQ1TPASVSTTKQAISA 


10702 


41070 


A 


10764 


1041 


3024 




10703 


41071 


B 


10765 


1 


763 




10704 


41072 


A 


10766 


729 


989 


HLTRQG1PTDLQLRVLSVRRKT 
NKQKGHPHRKRICTSPSSKTKS 
R*NHKDGEKTEQKNWKL*NAE 
HLSSSKGTQFLTSNGPKLDGE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10705 


41073 


A 


10767 


89 


1755 


LSEGKLTNRKD1HTKTPSVRHH 
HQRPKCWKFWPGHSGRRRK*R 
/CIQVGKEEVKLSLFADDMIVY 
LETMPIVSAQNLLKLISNFSKVSG 
YKIN VQKSQAFLYTN N RQTESQ 
1MTELPFTTASKR1KYLG1QLTR 
D VKDLFKEN Y K.PLLN EI KEDTN 
KWKNIPCSWVGRINIVKMAILP 
KVIYRFNAIPIKLPMTFFIELEKT 
TLKFIWNQKRAR1AKSILSQKN 
KAGGITLPDFKLYYKATVTKTA 
WYWYQNRDIDQWNRTEPSEIM 
LH1YNYLIFDKPEKNKQWGKDS 
LFN1WCWENWLAICRK.LKLDPF 
LTPYTKlNSRWIKDLNVRSKTIK 

TLEENLGNTIQDIGMGKDFMSK 
TPKAMATKAKIDKWDLIKLKSF 
CTAKETT1SVNRQPTEWEKIFAI 
YSSDKGLISR1YNELKQIYKKKT 
NNP1KKWVKDTNRHFSKED1YA 
AKRHMTKCSSSLAVREMQIKT 
TMRYHLTPVEEVRAGEMAKTR 
RCQNVKGASEEGIRALALFUN 
LTVHMEGNH1DGD1E1QTNRSPL 
QAPGEICESFTALMAMQLLSKL 
FWS 


10706 


41074 


A 


10768 


533 


760 




10707 


41075 


A 


10769 


1067 


1225 




10708 


41076 


A 


10770 


1080 


1250 


SSGLHSWDARLVQYTQINKYN 
PAYKQSQRQKPHDYLNRCRKS 
L*QNSTTLHAKNSQ 


10709 


41077 


C 


10771 


55 


1842 




10710 


41078 


A 


10772 


1575 


1745 


SSGLHPWDARLVQYTQINKCN 
PAYK.QSQRQKPHDYLNRCRKS 
L*QNSTTLHAKNSQ 


10711 


41079 


A 


10773 


2798 


2871 




10712 


41080 


A 


10774 


601 


876 




10713 


41081 


A 


10775 


1194 


1421 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10714 


41082 


A 


10776 


587 


1683 


GWKFWPGQSGRRRK*R/CIQLG 

KEKVKLSLFADDM1VYLENPIV 

SAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRJKYLGIQLTRDVKDL 

FK.ENYKPLLKEIKEDTNKWKNI 

PCSWVGR1SIVKMAILPKVIYRF 

NAIP1KLPMTFFTELEKTTLKFI 

WNQKRARIAKSILSQKNKAGGI 

TLPDFKLYYKATVTKTAWCWY 

QNRDIDQWNGTEPSEIMPHIYN 

YL1FDKPEKNKQWGKDSLFNK 

WCWENWLAICRKLKLDPFLTP 

YTKINSRWIKDLNVRPKTIKTLE 

ENLGITIQD1GVGKDFMSKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTVRVN RQPTTW 


10715 


41083 


A 


10777 


1260 


2176 


SSGLHPWDARLVQYMQ1NQCN 

PAYKQNQRQK.PH DYLN RCRKG 

L*QNSTTLHAKNS/A1N*CWKF 

WPGQLGRRRK*R/CIQLGKEEV 

KLSLFADDM1VYLENPIISAQNL 

LKLISNFSK.VSGYKINVQK.SQA 

FLYTNNRQTESQIMSELPFTIAS 

KRIKYLGIQLTRDVKDLFKENY 

KPLLNEIKEDTNKWKN1PCSWI 

GR1NIVKMAILPKVIYRFNAIPIK 

LPMTFFTELEKTTLKF1WNQKR 

ARITKS1LSQKNKAGGITLPDLK 

LYYKA1VTQNSMVLLPKQRYR 

PMEQNRALRNNAAYLQLSDL 


10716 


41084 


A 


10778 


3813 


3983 


SSGLHPWDARLVQYTQINKCN 
PAYKQSQRQKPHDYLNRCRKS 
L*QNSTTLHAKNSQ 


10717 


41085 


A 


10779 


1312 


3348 




10718 


41086 


A 


10780 


1636 


1815 




10719 


41087 


A 


10781 


67 




KPLCRPPIIRPPKTFNTLIVLARR 
CIQCFRFFDIACFNRVGKGFGV 
GHQLRGFRHDIRGFAQWTHLP 
DGCAFRDRCYAAGAQCENVPA 
LTACGDNNQR\GACWYPQQEV 


10720 


41088 


A 


10782 


506 


915 


WASVKSPVPCWNCWISHRRRV 
TCRHVRFAPGFNLAKAV/QGAA 
LVITGKGRIDSQTAGGKAPLGV 

AJ» V AlN^Jr IN V r V lvj 1 AO V Lu LJO V 

EVVPQYG1DAVFS1LPRLAPLAE 
VLASGETNLFNSARN1ACAIKIG 
QG1KN 


10721 


41089 


A 


10783 


1 


906 
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SKQ1D 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10722 


41090 


A 


10784 


2 


597 


SILKVACDVDNPLVGARGAAA 

VFGPQKGATPEMVEELEQGLQ 

NYARVLHQQPEINVCQMAGXA 

GAAGGMG1AAPWFFNGDIKPGI 

E1VLNAVNLAQAVQGAALVITG 

EGR1DSQTAGGKAPLGVASVA 

KQFN V PCDLGLL A Y VGDG VE V 

VHQYGIDAGFNILP\FLAPLAEV 

LASGETNLFNSARNIACAIKIGQ 


10723 


41091 


A 


10785 


1 


1140 




10724 


41092 


A 


10786 


13 


628 


LLIPARPPGINPYYWKVSEANLI 
RYFQQVGDSVTLPVMLYNFPA 
LTGQDLTPALVKTLADSRSNIIG 
IKDTI DSVAHLRSMIHTVKGAH 
PHFTVLCGYHDHLFNTLLLGGD 
GA1SASGNFAPQVSVNLLKAW 
RDGDVAKAAGYHQTLLQIPQM 
YQLDTP\FVNVIKEAIVLCGRPV 
STHVLPPASPLDEPRKAQLKTL 
LQQLKLW 


10725 


41093 


A 


10787 


3 


1185 


EQSGRGARDGGARDGVREGG\ 
SWTQQHGLPLTKVELATVAEY 
PVCLWQRLTL\SPQYGSIP/RGD 
QSDG WK VDYNGPFSL WKGQH 
F VING 1 DTCSGCKFA IPVCSASA 
KLLPMSSQNVYHRD1LHRIDSE 
QGTHFRVKEVQQWALGRGFY 
WSYYISHHPEAAGLVEQCNG1L 
KTPSQFQMGRNTLQGWGKVLP 
SLEGCAFSSSKSNLCSVVLKVF 
VPKEGMVPPGDTTMIILNCKLR 
LPP\MPLNLLASKEVTVLD/YQG 
E1GQLLHNRGKEECVWNTGDC 
LTYLLILPSSVIKVKEKPQPHPG 
RTINGPDPSGMKTWVTPPAGA 
VFLIGSWLRYDYGQYTWRAAS 
SQMLDRKGMNLASNLFHIGI LG 
I FVGHFFGMLTPH WMYEAMTY 
GSCDTDNANV 


10726 


41094 


A 


10788 


396 


504 


WKRLERRAIQGDSPVHKNARA 
GELDE*AATRAIPG 


10727 


41095 


A 


10789 


24 


611 


EILPVPGPVVIAW/AIFRRIAGES 
WSAIVISGLSIARHAQQKRIITFT 
ASLAARLE1ALKIVRNADGTES 
ASEQLYQVVGAGCKMPWQSE 
AMKDVLICD1CRRLMRRTGGTE 
TSKYPEEKKSTE1PPVAASERGG 
AQSLNQCATEAVVLTRVDSHL 
KVGDSLSHTTSFLKKFAARFGG 
QLEKALGLGSMQAFSDIRGL 


10728 


41096 


A 


10790 


212 


578 
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NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10729 


41097 


A 


10791 


1 


1707 




10730 


41098 


A 


10792 


3 


313 


NAE/TVKMFTTSSKEDATFGL/G 
WRVNGNATMTPTFGT/LASPQT 
YGHTGSPPLPP1CPVRPPGYLRR 
LSPRFPRLFGISLPQRPPGILERS 
LQRRRNPSGWRRRNQ 


10731 


41099 


A 


10793 


1 


1992 


MDVQSAADDTGLPMLVVRGPF 

NVVWQRLPAALEKVGMKVTD 

STRSQGNMAVTYKPLSDSDWQ 

ELGASDPGLASGDYKLQVGDL 

DN RSSLQFIDPKGHTLTQSQND 

ALENA1LAV1RHE1CLSDVVR1R 

ASRRFDKTSGTPDRQKILKLGY 

LLPAG WLADVDPRL VG V1VTN V 

WTLLVPAALFFFGAGMLFPLAT 

SGAMEPFPFLAGTAGALVGGL 

QNIGSGVLASLSAMLPQTGQPG 

VVDDLNGIVDRAVLAAAGDAD 

VASGAARLSARHRSIVISSMGE 

RCCF1RSRJTR1CGFLAAGVGLD 

QLAPDFATPVIRELLALLLCLFS 

GGLAMYGYLRWLRNEKAMRL 

KEDLPYTNSLLIISLILMVVAVI 

VMGLW1PPTC1VDDRMAKY1PG 

LADSPNDT1KGKNTLRISDLLH 

HSGGFPADPQYPNKAVAGALY 

SQDKGQTLEMIKRTPLEYQPGS 

KH I YSDVDYM LLGF1 VES VTGQ 

PLDRYVEESIYRPLGLTI1TVFNP 

LLKGFKPQQIAATELNGNTRDG 

V 1 H F PN I RTSTL WGQ V HDEKAF 

YSMGGVSGHAGLFSNTGDIALF 

NAETVKMFTTSSKEDATFGLG 

WRVNGNATMTPTFGTLASPQT\ 

YGHTGWTGTVTV1DPVNHMTI 

V M LSNKPHS P V ADPQKNPTMF 


10732 


41100 


A 


10794 


2 


137 


NCLSPVSAN*WPAKTGRPILPS 
ATVTASTRNVLSKHWRIWVST 
VC 


10733 












ATQRQDLHFVRSPGDAVYTQIT 
PEAADAVVARNPDTAQHLHC/ 
V Y P/HTSN AAL AQK YLH 1 A ASP 
EVMVPLSAFHAASYSMFFMEF 
NLIAMWANFS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10734 


41 102 


A 


10796 




747 


MLLGLHSLAAFLQRESFSGKQS 
WGCQl.AALLQRRITKMTEAMK 
ITLSTQPADARWGEKATYSINN 
DG1TLHLNGADDLGL1QRAARK 
IDGLG1KHVQLSGEGWDADRC 
WAFWQGYKAPKGTRKVVWPD 
LDDAQRQELDNRLMIIDWVRD 
TINAPAEELGPSQLAQRAVDLIS 
N V AGDRVT YR 1 TKGEDLREQG 
YMGLHTVGRGSERSPVLLALD 
YNPTGDKEAPVYACLLGDHTY 
RNGKK.VEVMNTDAEGRLVL 


10735 


41103 


A 


10797 


444 


548 




10736 


41104 


A 


10798 


951 


1648 


TTG RFPPS VQDSF VNESSRMGL 

PDEFTLQREFERARQQGALAQ 

W/IAAFEGGFTGIVATLDTGRPG 

PVMAFRVDMDALDLSEEQDVS 

HRPYRDGFASCNAGMMHACG 

HDGHTAIGLGLAHTLK.QFESGL 

HGVIKLIFQPAEEGTRGARAMV 

DAGVVDDVDYFTAVHIGTGVP 

AGTVVCGSDNFMATTKFDAHF 

TGTAAHAGAKPEDGHNALLAA 

/AQATLALHA1APHSEGASRV 


10737 


41105 


A 


10799 


1495 


2282 


FDRHVGEFFLNQLETTNSLAKL 
HAL1GVARRIFKGAHRRTVVGE 
GYQETFMVELFFDAVKAVTFPT 
EHVFLVQFHVVKGDFTAAIHTQ 
TELFK.FGHFDARFAHINKPFGV 
DRFVRRSPVARHHHDVRGVGA 
AGNKTLTTIKINLTISTGISRFQA 
THVGARARFGDR*VRTDSTTTV 
GHRDCIITGGHR/HKSFQPGHEA 
PQAVPLPGRFHHH*PSHDHCR* 
LVSLAGAAYRSPQDPVPYMPIS 
PGLDWVRQ1VCCVMASDAD 


10738 


41106 


B 


10800 


1 


3618 




10739 


41107 


A 


10801 


3 


490 


TGIVATLDT/GRPGPVMAFRVD 
MDALD/LSEEQDVSHRPYRDGF 
/ASCNAGMMHACGHDGHT/AIG 
LGLAHTLKQFESGL/HGV1KL1F 
QLHRYAAHAGAKPEDGHNALL 
/AAAQATLALHAIAPHSE/GASR 
VNVGVMQAGSGR/NVVPASAL 
LVRQPTRSALNTTQQLNAR 



1449 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10740 


41108 


A 


10802 


1 


513 


MGIESLQAFLRSAGALGVWVY 
TFLERIL1PTGLHHFIYGQFISGP 
AAVEGGIQMYWAQHLQEFSLS 
AEPLKSLFPEGGFALHGNSK.IFG 
AVGIYLAMYFAAAPENRVKVA 
RLLIPTPLAAMLVVIPEPLAEFTF 
LFISPILYAVHAVLTASMSPVM 
YLPGVVGNMGEGKID 


10741 


41109 


A 


10803 




4941 




10742 


41110 


A 


10804 


1 


1083 




10743 


41111 


A 


10805 




1363 


MPVRKNMIMNEGNITTPTNGC 

RJRASCGVPM1CINQLKDGNKK 

PSPLTAARMKQKAIILFLIRTVR 

TDTHVVEDTGRKGSRKANSRE 

RFPDAFPEFHG FADFRVLRQAM 

IQIWLVSMVQHVHNVCTTDAC 

R1VQTRJVVTAGFQLSNASLVA 

MRRWVYRVRRIQYRRTTQTAV 

FHSTHGNYREGQPVGTLIDDRY 

KANENVELVHYAQPLLNEADS 

LAKVMPSD1PLK.QRRWLGLQM 

LEGDIYSRAYAGEASQHLDAAL 

ARLRNEMDDPALH1ADARYQCI 

AAICDVVSNTLTAEPSRFTTAV 

DKIVLNRFLGLP1FLFVMYLMF 

LLAIN1GGALQPLFDVGSVALF 

VHG1QW1GYTLHFPDWLT1FLA 

QGLGGGINTVLPLVPQIGMMY\ 

CFSSFLKTPALACREI FVPLMRL 

RVNLRWYPPVL*RJSWWTNSR1 

PTTFSTRGSACWRATPAK 


10744 


41112 


A 


10806 


199 


1083 


RLFEHPRLGVAAVENGALGKR 
SAVVLPGFDAVNHKTRFIEFVK 
SAIEGNRLTVRA1GPQFFTQTPV 
1VFNQGVSGAQNIAGRAVVLLQ 
TNSFGTGEIIKETLN1LHLRPAPA 
VD*LVVITDDHHFAGVARQQA 
DPRVLNVVG1LEFVHQDIGK.TF 
AVVLQDMRLVKPQLVSAQQQL 
GEVHQARAVTRFLIRLIHLLPGL 
LHRITVALNMMRTQAFIFLAVD 
VPHCLPRRPLLLVEVHGFDQTQ 
KVAAWRGHRFALFVIKAVEQV 
RNVHWHRRVKIGWAEKRNAL 
RQKAGNFQMRQ 














DFLGRGAFNV1NIGAWASRPVQ 
GSTVDLSHGLHLVLHLKNNL*F 
YGFDSHFLKSFFYKGTSIS1QVE 
VG1SQGNL 


10746 


41114 


B 


10808 


91 


2183 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10747 


41115 


A 


10809 


8 


219 


FSLWPL/KKFSNRFLKKKPMEF 
GSWTTRE1L1ASFAGVRGAITLA 
GVLSIPLLLPDGNVFPARYELVF 


10748 


41116 


A 


10810 


84 


509 




10749 


41117 


A 


10811 




163 


ENTTWLYAD*NAGRDADFGHA 
KRKWTLWLA1LAAVATAMAN 
RQPGAGLFALFT 


10750 


41118 


A 


10812 


1 


707 


MGWRMGIWLRVFTVAKHLQR 
AESDQIGFRLKEHCWKRYAVR 
HPVKDVSGFSPVLTVNMRAPQ 
SN/PARRTVGWLRMFRRLRKR/ 
RKPRPLPLSPLHMDV/HAGNLV 
HSASGLKLIDW/EYAGDGDIAL 
E\LAAVW/VENTEQHRQLVNDY 
ATR/AKIQPAQLWRQVRRWLP/ 
WLLMLKAGWFEYRWRQ/TGD 
RQFIRLADDSWRQLHRSNKESS 
RELVARLRVFAQSSGGAVDQE 
GGRVQCFREGL 


10751 


41119 


A 


10813 


1 


227 


SFrNVERYRAEPQTADAAPLKR 
GAFGSWLPEPDHYAED/DHQQ 
YLHKNPYGYCGIGGIGVCQAY 
KIVQIQYIARTA 


10752 


41120 


A 


10814 




283 




10753 


41 121 


A 


10815 


315 


569 




10754 


41122 


A 


10816 


65 


580 


SDRS*IPVRPTHRDSGNRHDGSS 

GYCRCYG*HG*HRGIRYRCWPE 

KSQTRSGLLPYLTVNYQERTYA 

AGRI PGSFFRREGRPSEG ETL1 A 

RL1DRPIRPLFPEGFVNEVQVIA 

TVVSVNPQVNPDIVAMIGASAA 

LSLSGIPFNGP1GAARVGYINDQ 

YVLNPTQDELKESK 


10755 


41123 


A 


10817 


235 


1236 


TDHDGRNDTQRIGSGERNRPFS 

NANTAHHQCRFAGFALFCGEIF 

TTNQRRQPHPQRRDTNTHGSD 

GHHGINTLSN ANQHEG IGHFVN 

RTAHIERQHQTHDHRQHNNAA 

NSGTEVSQ*AR*HAAV*RYVAE 

REIHSGDRCGKRNSAHKIMPG 

WWCALPDTAPSLSKVVFFKGC 

PHLCPWCANPESISGKIQTVRRE 

AKCLHCAKCLRDADECPSGAF 

ERIGRDISLDALEREVMKDDIFF 

RTSGGGVTLYRGEDPAEDARY 

AHTNQPRQNKAVVDDEATDV 

GGAGTVKLNRCQ1AR1SRQDVI 

TVASRCEHGFCHPCDTVHRHD 

GDHTGTEDFVF 


10756 


41124 


A 


10818 


1 


400 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10757 


41 125 


A 


10819 


783 


1116 


SVLHLYYEQNTE\HDTRGYRPI 
KTLDIVPAFEASHLLWQSYENS 
WEQIFSASVGASWQKHYGTDV 
LTQLGYGQRIIWND1IDAGATL 
R WEKRPYDGDREHN L YVEFD 
MTFRF 


10758 


41126 


A 


10820 


3 


474 


TCGE/A AS I VDRJRGFFEPS SIL V 
STLVLTLRPTGLLPLVTDSLPM 
RLLPTEIMAGSPIRS/RD1SLGDD 
PGINGQRAQGTWERWTVRADE 
PQAFHIEGVMFQIRNVNGAMPF 
PEDRGWKDTVWVDGQVELLV 
YFGQPSWAHFQFYFNSQTHKV 
GPRAVA 


10759 


41127 


B 


10821 


93 


786 




10760 


41128 


A 


10822 


191 


748 


GPATPRQPFKVLASLGRLVQHG 

GRWDAQHLHNAVHLVDLIGAT 

EEGLSGVHLHKDAAQGPHVNG 

QVVGCAQEHLR*AVEAALDIL 

VDPLAKLAGAAEVHNLDGAAL 

GVAQQDVFGLEVAVNDAEAQ 

AWPERAVPCRAAAPASGSGSA 

RRRGSGCCAGGRTGCRTAAQIP 

STSGFRNMKCRFRCTI 


10761 


41129 


B 


10823 


1 


2724 




10762 


41130 


B 


10824 


116 


2458 




10763 


41131 


A 


10825 


1 


1317 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


10764 


41 132 


A 


10826 


99 


2052 


NPADGRTGFTLCATGEALSSAT 

IAAAERRQALQEGCDDILS/HG 

DADMVSMAR/PFLADAELLSK 

AQSGRA/DEINTCIGCNQACLD 

Q/IFVGKVTSCLVNPRACH/ETK 

MP1LPAVQKKNLA/VVGAGPAG 

LAFA\FNIAKQIPGKEEFYD/TL/ 

RYYRRM I EVTG VTLKL/NHTVT 

ADQLQAFDETILAVG/1VPRTPPI 

DG1DHP/KVLSYPDVLRDKAPV/ 

SN/KVAIIGCGGIGFDTAM/YLS 

QPGESTSQNIAGFC/NEWG1DSS 

LQQADCDAPAKASKPGQGLGK 

TTGWI/HRTTL/LSRGVKMIPGV 

S/Y QKIDDDGLH WING ANQGS 

DMLRLQGELDSASRIGRRSAAP 

KLGSLNDGRCFINCHILDRLPY 

KGLVPACSWNGGSLDPLEGRP 

DEPHVEVLGIPPAAMLDQAPRL 

ASTLNGCLGVAGPYEDERTQE 

GLPGPRDTAAEEVLGVQTGGA 

GSRGRVRGPQPADLPSASGPGA 

ACWSMSPPPDQPPCVLAHGFFR 

RTPTSTQQRPA EQCFHSPAPLEL 

PLSSTSS1LSFAEYGNAMAWLY 

RGK.ILPSGTPDDLKAQSANDGN 

PDPTMEKAF1QLIHDG1RSIAMS 

NPILSCRRYGRYQEWCLTIPAV 

FISAPYVRRYVRFHEHQEGGGV 

RQEATVRE1PLAIAV1PNSRTPC 


10765 


41133 


A 


10827 


1 


525 


DAMVSSWNRAAPNTIPTAAKA 
GGN YLSSLLVG SEARRHG YQE 
GIALDVNGYISEGAGENLFEVK 
DG V LFTP/PGFTS S ALPG ITRDAI 
IKL\AKE\LGIEVREQVLSR/EKS 
LYLADEVF\MSG1AAGEITPR\RS 
GNGYSGLAKGRCGPVTKRIQH 
ALQGVYSWVTPGYFESVRCTA 


10766 


41134 


A 


10828 


8 


573 


REP AGENG PP VC DG AMLDLKA/ 
WGSECHQQLTGRDNQQIKRSIY 
LLPERAKLAELRLLVIPGQVDY 
LQHIEELAAFIKGLGDVPVRLN 

A pLi A Ur.VVr.F AHCWACATPFn 
ArrlAriO V I ucA^oWAjA 1 rt-U 

VEPLADALKVRGTCRPDKTRQ 
A SHQ ALC ANCRMRRERL 1 RPT V 
RHKPVG MI RRDKRRIRH Y APTA 
GCGVNALSGLRFGTDL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10767 


41135 


A 


10829 


1 


479 


SNATNGIEPPRGYVSIKASKDGI 

LRQVVPDYEHLHDAYELLGEM 

PGNDGYLQLVGIMQKF1DQS1S 

ANTNYDPSRFPSGKVPMQQLL 

KDLLTAYKFGVKTLYYQNTR/G 

RR*RRTRRSGAVNPGTMGCESG 

ACKNPGYLRMPGCRRKTPLIPA 

LPGFGFW 


10768 


41136 


A 


10830 


1 


443 


M DSLMDML AST\QG RRM DDQR 

VTVSSLPGFQPVGSKAYKPSRR 

PDKAFTPHPASQYQILHAPLVA 

AIVSGLTAARVVFVRLQQPSLG 

VLSNTSGCDATNVVGRLQDNA 

SVSPG1VHTDSV1WRSCQVRRS 

AVHTLWRQKTRLFDAVDA 


10769 


41137 


A 


10831 


1 


323 


MDLVTGSRKVIIAMEHCAKDG 
SAKILVRRCTMPLTAQHAGHML 
VTELAVVRSFDGKMWLTE1AD 
GPTSQAQPAATYRIPLSNSRVR 
RRYRHRYYRYNLS1RKK.RHRPL 


10770 


41138 


A 


10832 


526 


975 


TPYPAYVQHVTPGR1RRGKRRI 

RQCLPVLESRFHNTQKSRGETE 

GASGFSLQUHLGDSSRAAPGPY 

RVSTAAADSGGRAGSSAPSALV 

PRGC*GPSLAPAGRSQR*HRGG 

GQLSPAAPRTANKAAGLGPPA 

RLNFFIRAQCDSRJNDITR 


10771 


41 139 


A 


10833 


1906 


2049 


PLSIIEADFRIWANAG*RMVAG1 
KPSIA RVPLVLQVSALEVPEQC 
YRH 


10772 


41140 


A 


10834 




808 


MPKPNTRWSAWGLRRLKRKW 
SVARGSNLTMRSVQYEFTGRGD 
RIGWVKGIDDNWHLTLFIENGR 
ILDYPARPLKTGLLEIAK1HKGD 
FRJTAANQNLI1AGVPESEKAK1E 
KIAKESGLMNAVSPQRENSMA 
CVSFPTCPLAMAEAERFLPSF1D 
NIDNLMAKHGVSDEHIVMRVT 
GCPNGCGRAMLAEVGLVGKAP 
GRYN LHLGGNR1GTRI PQ1TRRI 
EHRANDARTHRKVAEAFTRFA 
LFRPAPYQFIKRRQDFRLVMFSI 
YMPVPS 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10773 


41141 


A 


10835 


248 


830 


HHYRKMNIQQSKWLIVTVCDG 
KLNWLLSGSKVCCTWMLCVQ/ 
SEPELA1CAWIFANLLAAFLIDDI 
IQPSLDFPPRRAE1TIAADGT1SA 
LNPGDPANTVAPVGRLKLVKA 
TGSEVQRGDDGIFRLSAETQAT 
RGPVLQADPTLRVMSGVLEGS 
NVNAVAAMSDMIASARRJFEMQ 
MKVISSVDDNAGRANQLLSMS 


10774 


41142 


B 


10836 


328 


481 




10775 


41143 


A 


10837 


14 


675 


FRKLQVCWLPRPHLRPWWTCK 

PRWFGSCLRVFL/LERVI/GDV/ 

WGLRLWS ALG VAFFG/WAFITS 

LQAKRGWMRIVPIILLAAALVS 

VRPLQDWAFGATHTAQTQTHL 

NFTQIQTVDELNQALVEAQGKP 

VMLDLYADWCVACKEFEKYTF 

SDPQVQKALADTVLLQANVTA 

NDAQDVALLKHLNVLGLPTILF 

FDGQGQEHPQARVTGFMDA ET 

FSAHLRDRQP 


10776 


41144 


A 


10838 


1 


1413 


GMALTYTALGLVVAAAGLQFQ 

AALQHPYVLIG\LAIVFTLLAMS 

M FG LFTLQLPSSLQTRLTLMSN 

RQQGGSPG/GAILLYIAQSGNM 

WLGGGTLYLYALGMGLPLMLI 

TVFGNRLLPKSGPWMEQVKTA 

FGFV1LALPVNIAPGSLDKLALNQ 

YAAHSGFTLSVDASLTRGKQSN 

GLHGDYDVESGLQQLLDGSGL 

QVKPLGNNSWTLEPAPAPKED 

ALTVVGD WLG DAREND VFEH 

AGARDV1RREDFAKTGATTMR 

E V LNRIPG VS A P ENNGTG SHDL 

AMNFGIRGLNPRLASRSTVLMD 

GI PRPLRPLRS A A AFTG SRF ARQ 

HGCHCTWYAVVVRCVTDTQS 

VGGVVNFVTRAIPQDFGIEAGIL 

1V1 iULKnO oL. V O/YI^LAjivLLj r (jJ\ 

VLYLAVAVLGVRVRRGVVLVC 
PLGGTGLGYSCQGGAFQFAAS 
CFLGRYGVVQGVIHVCFGPRSV 
FLDDCLRFDLPCLVWLSCPR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ IU NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of Inst 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10777 


41145 


A 


10839 


1 


908 


LLKPFHVIA1ATGRSLAVFCMG 

RLRTICSHATPPASAI/LLY1/AQS 

GTWGGGGTLYLYALGMGLPL 

ML1TVFGTRLLPKSGPWM EQV 

KTAFGYVILALPVFLLERVIGD 

VWGLRLWSALGVAFFGWAFIT 

SLQAKRGWMRIVQIILLAAALV 

SVRPLQDWAFGATHTGQTQTH 

LNFTQIKTVDELNQALVEAKGK 

PVMLDLYADWCVACKEFEKYT 

FSDPQVQKALADTVLLQANVT 

ANDAQDVPTS APFI SPPNAL V AI 

1VQLRFGDFYNRVSK.GSRPTVF 

GRTLKARRITLSEKSILKAKIH 


10778 


41146 


A 


10840 


3 


808 


SSGGHGRRAAGRLQHPLLRVH 
VPV V DTSC VPSCSRLQ WHH LPL 
CPGQLQHGHFHGPWCFPPSG*G 
♦GQGGRLPGSAVQERGCARYP 
GPHEVVCHVPLLPPAALLPLQR 
L * QLCRGL* PPLPLGQ/PTA SG V 
ETIATSSCSCCHSVHTWWASWP 
SAWSTC*TTLRGWEPRTPPSRJL 
GSCGPHCRGDVDRGHVHPGE* 
AFQSLVPCQGTPKGPMAPP*VG 
RG VS P/PGTRVE A A LSCES PPH A 
RQSMCFNLHTHS1DPKQSRRPY 
SDNVGK.E 


10779 


41147 


A 


10841 


2 


646 


CSWQPAVPTQPQPAGPSAPRQG 

LPGHSRGAQPALVSPHKGLTPV 

PGTPA\PA STPPAP AGGEG LPSP 

AAGAPPAHCPG/HPPAPATAAP 

VPGLCGPCPSLPACPQTR/PPTH 

VNTKKRV/PGA^RPAARRPWPP 

GCTWRGARTVTFLHQLNPGVN 

CQMLTVGRSGIRPTCTIASCSV 

NKLHPQMHPATQPHHRMALSP 

SHSEGPSHCWGLSLGDISPIPR 


10780 


41148 


A 


10842 




550 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10781 


41 149 


A 


10843 


2 


1132 


LCLVMILYTRRRWCKRRRVPQ 
PQKSASAEAANEIHYIPSVLIGG 
HGRESLRNARVQGHNSSGTLS1 
RETPILDGYEYDITDLRHHLQR 
ECMNGGEDFASQVTRTLDSLQ 
GCNEKSGMDLTPGGDGRKARL 
MNKYKDNIIATSPVDSNHQQAT 
LLSHTSSSQRKRINNKARGMHV 
*H*GEGDSGTEAENDPQLTFYT 
DPSRSRRRSRGRNDRGGRNKTT 
LTLIS1TSCVIGLVCSSHVNCPLV 
VKITLHVPEHLIADGEPVLLRM 
GSQLDASDWLNPAQVVLFSQQ 
NSSGPWAMDLCARRLLDPCEH 
QCDPETGRREH RAAGNCQRDH 
ARAHSVWLGSPPYHDTSLRWS 
PM YTTMESAPHA FPPS VTADAE 


10782 


41150 


A 


10844 


3 


3935 


HASGPGLKMALAGLCALLACC 
WGPAAVLATAAGDVDPS1CELE 
CKLKSITVSALPFLRENDLSIMH 
SPSASEPKLLFSVRNDFPGEMV 
VVDDLENTELPYFVLEISGNTE 
DIPLVRWRQQWLENGTLLFHIH 
HQDGAPSLPGQDPTEEPQHESA 
EEELRILH I SVMGGMI ALLLSIL 
CLVMILYTRRRWCKRRRVPQP 
QKSASAEAANE1HYIPSVLIGGH 
GRESLRNARVQGHNSSGTLSIR 
ETP1LDGYEYDIT 


10783 


41151 


A 


10845 


184 


357 


ALQGWSKNLH\PEDIQLGKTPP 
P*QVAQEGGWSRRVGSDTWIL 
EEQPGSTTRRVSVGM 


10784 


41152 


A 


10846 


226 


609 


VILSSFDLIKHGILLEISDSIQFRG 

QPRP\WRA\GRHLQPGSLGSLVS 
KHQLRGSRKTL/YSAFRKCHLL 
SVWEGKPLKPRGDQVADSSQK 
KQLAADAHTPYRGGDI 
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SEQ1D 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10785 


41 153 


A 


10847 


20 


1317 


SSHQKQMLAPCFLGSLQNWQH 

HTAGKGK./WVLGTCAFGEQLA 

ASGHMKETRADRSKKLFRHYT 

VGSYDSFDTSRGGRVRKPYAGF 

FPDLQD1CDEQPRPLHSTLRPAC 

GG IQPGKQQPMPFAKTDTCASD 

KHVEKKLERLIHQAVSDAPEPS 

RVVKGIFIGGLPCARLWVVPYL 

MGHVQEVTMAEGYERASQATF 

REQMQEVPCCLQRSTGSSMKT 

GNKIRRVTDNVLTRSGPLINDIL 

SVAVDSSVSVLIWMHLFSSHPL 

G1VRYWGCMGISCKLLLLTRVC 

YLITPLDLERFPFPNTEQVTFPE 

RRVSVFLLPLSWCLDTRLPREP 

GCRSRRDSFTHRVFYSVTPTSG 

DVPGSHPFCDKPVRRGDDPYIR 

NDRGTLYSTLQFISTCVQVVGV 

YGHLPGFK.SDAAQAVPRLLSQ 

KRDQNHKJEEE1TDGDERPK 


10786 


41154 


A 


10848 


1930 


5781 


RAKSPANIIMTGSNSHITILTLN 
VNGLNSPIKRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQKKAGVAILVS 
DK.TDFKPTKIKRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RF1KQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELN S A LH QADL1DI YRTLHPKST 
EYTFFSAPHHSYSKIDHILGSEA 
LLSKCKRTEUTNYLSDHSAIKL 
ELR1KNLTQSR 


10787 


41 155 


A 


10849 


1 


3654 




10788 


41156 


A 


10850 


1 


5127 




10789 


41157 


A 


10851 


209 


3816 


QG RPTFRFRK YREHHKDTPR E E 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KR]SRQ/ 
KTLQARRQSWFFEKINKIDRPQ 
ARL1KKKREKNQIDTIKNDKGD 
ITTDPTE1QITIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRPITGSEIEA1TNSLPTK 

l\orUrL/Ljr 1 At-r Y Y lvtlt,L.V r 

FLLKLFQPIEKEGILPNSFYEASII 
L1PKPGRDTTKKGNFRPISLMNI 
DAKIL 


10790 


41158 


A 


10852 


1 


3663 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


10791 


41159 


A 


10853 


1 


3210 


MVKGS1QQEELT1LN1YAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSK.CK.RTEIITNCLSDHSAIK 

LELRIKNLTQN RSTT WKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK. 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


10792 


41160 


A 


10854 




3354 




10793 


41161 


A 


10855 




5073 




10794 


41 162 


A 


10856 




3235 




10795 


41163 


B 


10857 




3300 




10796 


41 164 


A 


10858 




2563 


MKAE1KMFFETNENKDTTNQN 

LWDAFKAEEVESLNRPITGAEI 

GAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPN S F YE A S 1 1 LI PKPG RDTTKKE 

NFRPISLMN1DAK1LNKILANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKSINVIQH1NRAKDKNH 

MI1SIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFN 1LLE VL ARAIRQEKEI K 

G1QLGKEEVKLSLFADDMIVYL 

ENP1VSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK. 

WKN1PCSWVGRINIVKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKF1WNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNK.WCWENWLAIWRKLKLD 

PFLTPYTK1NSRWIKDLNVRPKT 

1KTLEENLGIT1QD1GMGKDFMS 

RTPKAMATKAKIDKWDLIKLK 

ATYSSDKGLISRI YNELKQIYKK 
KTNNPIKKWEKDMlsIRHFSKED 
IYAAKKHMKKCSSSLAIREMQI 
KTTMRYHLTPVRMAIIKKSGNN 


10797 


41 165 


B 


10859 


1 


3420 j 




10798 


41 166 


B 


10860 


1 


4019 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 


10799 


41167 


A 


10861 


1 


1825 


MVKGS1QQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNK.DT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDH1LGSK 

ALLSKCKRTE1ITNYLSDHSAIK 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEI KMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

FIPLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQE1TKIR 

AELKEIETQKTLQK1NESRSWFF 

ERINK1DRLLARLIKKKREK.NQI 

DA1KNDKG Dl TTDPTE1QTTI RE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

GI LPNSF YEASI ILIPKPGRDTTK. 

KENFRPISLMNIDAKILNKK.LA 

KRIQQHIKKLIHHDQVGFIPGM 

QGWFNIRKSINVIQHINRAKDK. 

NHM11S1DAEKAFDKIQQPFMLK 

TLNKLVGIKYLGIHLTRDVKDI.F 

KENYKPLLKEIKEDRNKWKN1P 

CSWVGRINIVKMA1LPKNILITL 

QLLLVLPELSTL1PLWLPALAGQ 


10800 


41168 


A 


10862 




4449 




10801 


41169 


A 


10863 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YT/FFSAPHHTYSK1DHIVGSKA 

LLSKCKRTE11TNYLSDHSA1KL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSK1DTLTSQL 

KELEKQEQTHSKASRRQE1TK1R 

AELKEIETQKTLQK1NESRSWFF 

ERITKSDRPLARLIKKKREKNQI 

DT1KNDKGDIT 


10802 


41 170 


A 


10864 




3297 




10803 


41171 


A 


10865 




4791 




10804 


41 172 


A 


10866 




3316 




10805 


41173 


B 


10867 




3415 




10806 


41 174 


B 


10868 




4753 


















10808 


41176 


A 


10870 




3345 




10809 


41177 


B 


10871 




3772 




10810 


41178 


A 


10872 




3720 




10811 


41179 


A 


10873 




3894 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10812 


41180 


A 


10874 


1 


3335 


MVKGSIQQEELTILN1YAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTE YTFFSAPHHTYSK1 DHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELR1KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAE1 KMFF 

ETNENKDTTYQNLWDAFKAVC 

RG K F I A LN V YKRKQ ERSKI DTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 


10813 


41181 


A 


10875 


] 


3780 




10814 


41182 


A 


10876 


1 


3852 




10815 


41183 


A 


10877 


1 


3345 




10816 


41184 


A 


10878 


965 


4362 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTKSTEYTFFSAPHHTYSKI 
DHIVGSKALLSKCERTEIITNYL 
SDHSAMKLELR1KNLTQNCSTT 
WKLNNLLLNDYWVHNEMKAE 
IKMFFETNENKDTTNQNLWDA 
FKAVCRGKFIALNAHKRKQERS 
K1DTLTSQLKELEKQEQTHSKA 
SRRQEITKIRAELKEIETQKTLQ 
KrNESRSWFFERJNKIDRPLARLI 
KKKREKNQ1DT 


10817 


41185 


A 


10879 


1 


3921 




10818 


41186 


A 


10880 


1 


3988 


MTGSNSHITILTLNINGLNSAIK 
RHRLASWIKSQDPSVCCIQETH 
LMCRDTHRLKIKG WRK1YQAN 
GKQKKAGVA1LVSDKTDFKPT 
KIKRDKEGHYIMVKGS1QQEEL 
T1LNIYAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSILDR 
STRQK.VNKDTQELN SALHQAD 
L I DI YRTLHPKSTE YTFFS APHH 
TYSKIDHIVGSKALLSKCKRTE1 
ITNYLSDHSAIKLELRIKNLTQS 
RSTTWKLNNL 


10819 


41187 


A 


10881 


2 


462 


YFTDRLRARLAGTPL/IMFGTIA 
RSGVR1VSREPLNRRAILI1ALSL 
AVGLGVSQQPLILQFAPEWLKN 

1 I CCniA A r^niT A f\/PQT a^hpa 
LLooulAAuOl lAlvrjLAUnrA 

LATNAQPMEAFLLHQTTFFQNL 
IRVKEAICSDQFNTTMFRGLQG 
NSACTKCNPRCLNELTPTE 


10820 


41188 


B 


10882 


16 


163 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10821 


41189 


A 


10883 


2 


1509 


rdevngcirlvydmystfgfek 

ivvklstrpekrigsdemwdra 

eadlavaleennipfeyqlgeg 

afygpkieftlydcldrawqc 

gtvqldfslpsrlsasyvgedn 

erkvpvmihrailgsmerfi\gil 

seefagffptwlapvq v vimn i 

tdsqseyvneltqklsnagirv 

kadlrnekigfknrsgelshlp 

pinqskprnfpsaalpqvpqpth 

lsqrpraspkppppdpervelsl 

eehremlegfyeeiskgrkptli 

lrtqlsvrvnailaslesvk.pl 

ytmalgllvkypdsalgqlri e 

stvdgsrlyitgngvlfqhvkf 

hafllylgytpqaarevrimqf 

chtlrefaleyrtcrervlqqq 

qkqatyrernktrgrmitete 

KFSGVAGEAPSNPSVPVAVSSG 
PGRGDADSHASMKSLLTSRPED 
TTHNRRSRDRHGPRGCQVCSA 
QPSLLRAVPVADMRALMTGKD 
CPPCPGKRLRGAELGPL 


10822 


41190 


A 


10884 


296 


757 


ISRFRRRALSPKAESSLSSILPRE 
KRSPSRTWILTPRRLFSLAISSKS 
AGNTLSSRIFK*KA*ACK*RGR 
V STRC Rl FLALFI VTIKHRLMM R 
STASNRQYS1SIWTILPCWSARC 
FSIKIAG1PAEPPRYLL1SPGILTG 
LKINFFTTVSFW 


10823 


41191 


A 


10885 


1 


519 


MGLPWQVGMGA1FWGAIGLLL 
LTIFRVRYWMIANIPVSLRVGIT 
SG1GLF1GMMGLKNAGVIVANP 
ETLVS1GNLTSHSVLLG1LGFFI1 
AILASRN1HAAVLVS1VVTTLLG 
WMLGDVHYNGIVSAPPSVMTV 
VGHVDLAGPIGNSLV/GCPYFAI 
LRRFSDGSGGLGRNQI 


10824 


41192 


B 


10886 


1 


3489 




10825 


41193 


A 


10887 


817 


1528 


WGSRDNRDEIRNTLVLDTLRLQ 

RVCAQRAFLVLFVLGKVTFEEL 

NFTFILVIQNVRGDTVEEPTVVR 

DNHRTARELQQGVFQRAQGFD 

IQVVGWFVEQQHVAANLSRCR 

LVNTPTQQVRFSTATFRVIWRV 

TPTAGKLSGGFLFK.MYGLPAA 

AIAI\GTLLNQKTARKWAVL*SP 

PALTSFLTGITEP1EFSFMFVAPI 

LYIIHAILAALFMWKFVPETKR 

KTLEELEALSNRJAAE 


10826 


41194 


C 


10888 


1 


573 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10827 


41195 


A 


10889 


2321 


2554 


WRK.RCVKVRNLSPLCLPDRKL 

tlpccsiairnciaklpvs*lwv 
alwgwvtgrlrlnliftltrk 
rqklsssqgsrw 


10828 


41196 


A 


10890 


1 


4350 




10829 


41197 


A 


10891 


137 


686 


kllelrskreagmlersssrmv 
tcsqwaatrnpvvalpiygfie 
rclvpfgllh1wnvpfqmqige 
ytnaagqvfhgdiprymagdp 

TAGKLSGGFLFKMYGLPASAIA 
IWHFVKPETRAKVGGIMIFAAL 
TSFLTG1TEPIEFSFMFVAPILYI1 
H A ILAGXWHSQS VFF WGCVTVR 
RSRTV 


10830 


41198 


A 


10892 


3 


3831 


SIGMMGLKNAGVIVANPETLVS 
IGNLTSHSVLLGILGFFIIAIL/AS 
RNIHAAVLVSIVVTTLLGWML 
GDVHYNGIVFVAPPSVMTVVGH 
VDLAGSFNLGLAGVIFSFMLVN 
LFDSSGTLIGVTDKAG\LADEK 
GKFPRMKQALYVDSISSVTGSF1 
GTFSVTAY1ESSSGVSVGGRTG 
LTAVVVGLLFLLV1FLSPLAGM 
VPGYAAAGAL1YVGVLMTSSL 
A RVN WQDLTES VPAFITA VMM 
PFSFSITEGIAL 


10831 


41 199 


A 


10893 


6 


146 




10832 


41200 


C 


10894 


1 


1197 




10833 


41201 


A 


10895 


1 


763 


MCSEKVAMCCDDDDDDDDDD 
DDDDDDDDDYSCSHGFWDFSY 
TWNTSIPQGHLGMGSPIKGLVE 
IRDKLGDRTQRVYIQRITGNGL 
EFENPCKQFRGLTRMYIRRLTR 
LSVQWYMVALERPVLQKYRY 
RG SKAHETSHSMSTVTSSNEKQ 
DN TR1DTQG ATNR/ V ATLRHRE 
TVLANEVAPYAATDNVLAAST 
DVGDVSWKLPVAQCFSPCFAV 
GTPLHTWQ/SGLLQECQQEHQQ 
VTDTQPYHCPIPKNVTPSPLK 


10834 


41202 


A 


10896 


2 


412 


LFEFTLDVKVRESPIL\FRDESM 
RTACSPDGLCSNGFGLELK.CPF 
TSRDFMKFRLGGFEAIKSAYMA 
QVQYSMWVTGKDAWFFANYD 
PRMKREGIHHVVVERDPQYMS 
DFNEMVPEFIEKMDEALAEIGL 
TVRELGI 
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SEQ ID 

NO: 


SEQ ID NO: 
ur peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10835 


41203 


A 


10897 




663 


ARGKKPPRRGKEDFWDLS1ATR 
VSVNP1KFPVEA*PFLKP\LQQV 
S\GPLGGRLPLP1PGNLLLQVAD 
GTLSLTGTDLEMEMVARVALV 
QPHEPGATTVPARKFFD1CRGL 
PEGAEJAVQLEGERMLVRSGRS 
RFSLSTLPAADFPNLDDWQSEV 
EFTLPQATMKRLIEATQFSMAH 
QDVRYYLNGMLFETEGEELRT 
VATDGHRLAVCSMPIGQSLPSH 


10836 


41204 


A 


10898 


377 


1077 


WRGQRCLASVFPRHPGAEGRG 
RPVFRAETIFL**SRRGLAR/TGR 
RKLPVKLKAADFPNLDDWQSE 
VEFTLPQATMKRLIEATQFSMA 
HQDVRYYLNGMLFETEGEELR 
TVATDGHRLAVCSMPIGQSLPS 
HSVIVPRKGVIELMRMLDGGD 
NPLRVQIGSNNIRAHVGDFIFTS 
KLVDGRFPDYRRVLPK.NPDKH 
LEAGCDLLKQAFARAAILSNEK 
FRGVRLYVSESQLKSRQ 


10837 


41205 


A 


10899 


591 


871 


VRGFPSGAEQLYG*SVSLLILLP 
NLSNSG/RTGFPVAPLPYSKSPS 
DFMSLL1STVPGSQL*QPIQRAE 
LVCTTCSP1VSAPTGQAPTQGAF 
SH 


10838 


41206 


B 


10900 


1 


1765 




10839 


41207 


A 


10901 


1 


1177 


MKSLI1VNPADC1GCRTCEVAC 

VVAHPSEQELNADVFLPRLKV 

QRLDSIKRFWEQMMRJVTAAV 

MASTLAVSSLSHAAEVGSGDN 

WHPGEELTQRSTQSHMFDGISL 

TEHQRQQMRDLMQQARHEQPP 

VNVSELETMHFPGMLFETEGEE 

LRTVATDGHRLAVCSMPIGQSL 

PSHSV1VPRKGV1ELMRMLDGG 

DNPLRVQIGSNNIRAHVGDFIFT 

SKLVDGRFPDYRRVLPKNPDK 

HLEAGCDLLKQAFARAAULSN 

EKFRGVRLYVSENQLKITANNP 

DQEEAEEILDVPYSGAEMEIGF 

fN Vox VMJJVLINAijrvCciN VK1VIM 

LTDSVSSVQ1EDAASQS\AAYV 

GMPMRLEGSPPLGNPEFQKISSP 

CALY1ALCSKARHHTGRYLGLC 


10840 


41208 


A 


10902 


527 


925 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


10841 


41209 


A 


10903 




1514 


MAFGLFWLIWILMSTITRG1DG 

MSLALFTEMTPPPNTEGGGLAN 

ALAGSGLLILWATVFGTPLGIM 

AGIYLAEYGRKSWLAEVIRFIN 

DILLSAPSIVVGLFVYTIVVAQM 

EHFSGWAGVIALALLQVPIV1RT 

TENMLKLVPYSLREAAYALGT 

PKWKMISA1TLKSAVVGNMTR1 

L\L RM A P I V VKTAPL LFT A LSNQ 

FWSTDMMQPIANLPVTIFKFAM 

SPFAEWQQLAWAGVRNLNFYY 

GKFHALKN1NLD1AKNQVCVC 

YNQCTESLVNGLYANAAHLVS 

VGQRSTGNSSVIKARQGSSIRP 

MIVKYSALCLCRMRSERF1RRT 

KHRKFDRLQCTCRPDKRSASG 

NLAFVISLRPVPLVAVVFALFA 

AFPMFSDVSIQLRHFIFANFLPA 

TGDVIQRY1EQFVANSNKMTAV 

GACGLIVTALLLMYSIDSALNTI 

WRSKRARPKIYSFAVYWM1LTL 

GPLLAGASLAISSYLLSKQWAI 

Dl DSVNRLGA 1 1 LTA L ITG DT 


10842 


41210 


A 


10904 


900 


1250 


WY ACDQCQTCLPDH A PEC A VA 
*AKTCCTA1ETGTYRQSGRERK 
QSAMVL*RVRVLL**RRETACH 
VRAGLL*S*GTALGGHYRRLQQ 
*NSTGRHAGSGGTPLRQRSSVV 
SSGVADG 


10843 


4121 1 


A 


10905 


626 


850 


LRFCLVFN1LSRYSLISTVQKFSP 
AMLNGTLPLEN1LH*LRNITAIM 
NLVIFHGLSA*SVCY1PGRGSV 
MSDRV 


10844 


41212 


A 


10906 


307 


858 




10845 


41213 


A 


10907 


698 


1115 


RIMVHATGLMKHASSPGCWDL 
NRRTRRCGVRRVTE*QRAS*KR 
*SVTTS/CIMPKPDGLTAAKNLA 
EAFEHYNEWHPHSGTRGRRAR 
FSVRATYAAGRLATIPGYRGGP 
LGLMCGQPNRKPTDGANERLT 
MIRAATAMSE 


10846 


41214 


B 


10908 




721 




10847 


41215 


A 


10909 


1 


2615 




10848 


41216 


B 


10910 


1 


1164 




10849 


41217 


B 


10911 


1 


1930 




10850 


41218 


A 


10912 


689 


1033 


RIMVHATGLMKHASSPGCWDL 
N RRTRRCG VRR VTE * QR-A S* K.R 
*SVTTS/CIMPKPDG LTAAKNLA 
E AFEH YN E WH PH\DG PEH S V FM 
PSR*APMTR*KIYSSPPYRSSQR 
AHRHA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10851 


41219 


A 


10913 


393 


686 


NPSQLWEAAPPQWKWIQGAGK. 
VSCQLSRAADQLGRQHHISDPC 
FSIVPLIL*FAAYFPINPAVLKLA 
PVALYADAIRYNARTPLQGSLL 
PLTRLVWA 


10852 


41220 


A 


10914 


1313 


2370 


RIMVHATGLMKHASSPGCWDL 

NRRTRRCGVRRVTE*QRAS*KR 

* S VTTS/CIM PK PDG LTA AKNL A 

E A FEHYNEWHPH RANPDAN VV 

SEDVLRESVGKSVVNLIHGVRD 

MAAIRQLKATHTDSVSSEQVD 

NVRRMLLAMVDDFRCVVIKLA 

ERJAHLREVKDAPEDERVLAAK 

ECTN1YAPLANRLG1GQLKWEL 

EDYCFRYLHPTEYKRIAKLLHE 

RRLDREHYIEEFVGHLRAEMK 

AEGVKAEVYGRPKHIYSIWRK 

MQKKNLAFDELFDVRAVR1VA 

ERLQDCYAALGIVHTHYRHLP 

DEFDDYVANPKPNGYQSIHTV 

VLGPGGKTVEIQ1RTKQMHEDA 

ELGVAAHWEI 


10853 


41221 


B 


10915 


1 


1556 




10854 


41222 


A 


10916 


1566 


1947 


RIMVHATGLMKHASSPGCWDL 
N RRTRRCG V RR VTE * QRA S * KR 
*SVTTS/CIMPKPDGLTAAKNLA 
EAFEHYNEWHPH/ECAGLSLAT 
GISAAAGL*WARRSFIQRDSRD 
PRYRAP1RIHPLPGANHLRQ 


10855 


41223 


B 


10917 




1571 




10856 


41224 


A 


10918 


2024 


2589 


QDMQNLLVLRETSVKPEYPGL 

KVPEAFR/RIQGRKG EPGEGAY 

VYRSAFSVFQKPRFSCALGGAI 

AASWAGGGAPSPCGRRAELPW 

GPGPVGVAQTVCPERPRRERRL 

RGEREEEAADKVMARRWRK.SR 

RRKRKEMEERMSPEETEGTNF 

DFAGEAVGQAERKGPAFSAAE 

ESFHEEEKRRRKEQSDLTF 


10857 


41225 


B 


10919 


690 


2724 




10858 


41226 


A 


10920 


3892 


4338 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10859 


41227 


A 


10921 


2573 


3473 


ANGARLALPPLGTFQGRQLRRR 
RPRWRRRRPGEASGPVMRLRG 
PRPGASAQPWDGGSQVAR*WC 
PFPSPQGWDGGSQGGQGDGAR 
FRTHRAKVQQDGDGR*DEADG 
VHRHAPLQGRLVLVQVGVADE 
REDDAGNEGLQHLQQPGYGGH 
1ASDLAGPGPGPGHFGGVSHTR 
DAGEEGGGDGVVPRTAVGQEL 
DIGGGVDDGGRJEAEEGRJAGEG 
DGEVAPRQGEAGLEPAQLHDE 
DDQGHGEAEAPGEHGPVAHGP 
RPGAHASHQREGHAGRHQLQQ 
AKETQGLCQGPRGPHDHGGPQ 


10860 


41228 


A 


10922 


819 


1274 


NPLPRLQLRRQLHLPSVRNCCQ 
TRRCGR*HRQRLRQ*ARRKLVR 
SVYFGSCLRQLLREEWK*Y*RV 
♦VLGWYSAVSTSSLPFDYCFLP 
NSDGYRRVVDPGSLSGHPFLYQ 
RYGWQHDDVHQPDLGLGPPGS 
LHPDPACFRCVLRNCGNLLA 


10861 


41229 


A 


10923 


720 


3546 


RDGRKPLQPDAARNCGGSQSQ 

RSGSRKRRGDRR1/TLMSLKTRK 

ANRW A* SFRRKM A A ISTP/RTDI 

ACAKYRYETLHADRVLYY1DS 

RQHQHLMQAWA1VRKAGYVP 

ESVPLEHHMFGMMLGKDGKPF 

KTRAGGTVKLADLLDEALERA 

RRLVAERTRYSAKSWKTVFRL 

VIGEQMIDVLGPEKRRRRTTQE 

KIAIVQQSFEPGMTVSLVARQH 

GVAASQLFLWRKQYQEGSLTA 

VAAGEQVVPASELAAAMKQ 


10862 


41230 


A 


10924 


764 


1227 


RJMVHATGLMKHASSPGCWDL 

NRRTRRCGVRRVTE*QRAS*KR 

* SVTTS/CIMPKPDGLTAAKNLA 

EAFEHYNEWHPHNPTLEWFLS 

HCHIHKYPSKSTLIHQGEKAET 

LYYIGKGSVAVLIKDEEGKEMI 

r evi \mr r^TifTM m ccrrncD 
Li> I LiNl^KjU I lUULULr bbUl^bK 

SAW 


10863 


41231 


A 


10925 


2467 


2653 


WLPFGLSHHNSPHPTSWGAN\G 
GFCQLLSMSVLIMHSGTLGAH 
WDFSPVIGLEANRGVGDGS 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10864 


41232 


A 


10926 




860 


MSHQLTFADSEFSSKRRQTRKE 
IFLSRMEQILPWQNMVEVIEPFY 
PKAGNGRRPYPLETMLR1HCM 
QHWYNLSDGAMEDALYEIASM 
RL FARLSLDSAL PDRTTIMN FR 
HLLEQHQLARQLFKTINRWLAL 
GVMMTQGTLFDATIIEAPSSTK 
NKEQQRDPEMHQTKKGNQWH 
FGMKAHIGVDAKSGLTHSLVT 
TAANEHDLNQLGNLLHGEKQF 
VSAMPATKEPQREELAEVDVD 
LLIAERPGKVKTLK/TESAQ/GT 
KRPSTSNT*KPASVPGWSTRFA 
SSSGSSAS 


10865 


41233 


B 


10927 


754 


910 




10866 


41234 


A 


10928 


2395 


3454 




10867 


41235 


A 


10929 


1 


1377 


MSCMTPASDGTF1SIDDEEAKQ 

FRESVVEWLMTNHPHDCPVCE 

EGGNCHLQDMTVMTGHSFRRY 

RFTK.RTHRNQDLGPF1SHEMNR 

CIACYRCVRYYKDYADGTDLG 

VYGAHDNVYFGRPEDGTLESE 

FSGNLVEICPTGVFTDKTHSER 

YNRKWDMQFAPSICQQCSIGCN 

I SPGERYG ELRRIENRYNGTVN 

HYFLCDRGRFGYGYVNLKDRP 

RQPVQRRGDDFITLNAEQAMQ 

GAADILRQSKKV1G1GSPRASVE 

SNFALRELVGEENFYTGIAHGE 

QERLQLALKVLREGGIYTPALR 

El ESYDA VLVLGEDVTQTG ARV 

ALAVRQAVKGKAREMAAAQK 

VADWQIAAILNIGQ\HPLFVT/N 

VDDTRLDDIAAWTYRAPVEDQ 

ARLGFAIAHALDNSAPAVDGIE 

PELQSKIDVIVQALAVFRLVIGE 

QM1DVLGPEKRRRRTTQEKIAN 


10868 


41236 


A 


10930 


19 


586 


IAALLKDKHPAMLLLAATKRG 
KALAARLSVQLNAALVNDATA 
VDIVDGHICAEHRMYGGFAQE 
KINSPLAIITLAPGVQEPCTSDTS 
HQCPTETVPYV/APRHEILCRER 
RAVKAASSVDLSKAKRVVGVG 
RGLAAQDDLKMVHELAAVLN 
A E VGCSRPIVA EG EN WMERH AQ 
HKSWNPLSWAPLGSQAHP 



1468 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10869 


41237 


A 


10931 


1 


1364 


MLRILCLALCSLLTGTRADPGA 

LLRLGMDIMNREVQSAMDESH 

1LEK.MAAEAGKKQPGMKPIKG1 

TNLK.VKDVQLPVITLNFVPGVG 

IFQCVSTGMTVTGKSFMGGNM 

EIIVALNITATNRLLRDEETGLP 

VFKSEGCEVILVNVKTNLPSNM 

LPKMVNKFLDSTLHKVLPGLM 

CPA 1 DA VL VYVNRKWTNLSDP 

MPVGQMGTVKYVLMSAPATT 

ASYIQLDFSPVVQQQKGKTIKL 

ADAGEALTFP/RGVMPKA/PPQL 

LVPATFLSAELALLQKSFHVNI 

QDTMIGELPPQTTKTLARFIPEV 

AVAYPKSKPLTTQIKIKK.PPKV 

AM KTGKSLLHLHSTLEMFA AR 

WRRKAPMSLFLLEEHFNLKGQ 

HSLHENQLQMATSLDRLLSLSR 

KSSSIGNFNERELTGFITSYLEE 

AY1PVVN DVLQ VGLPLPDFLAM 

NYNLAELDIVELGGIMEPADI 


10870 


41238 


A 


10932 


1 1 1 


415 


VSALSLLLHRAPRCRRPSLPPLQ 
DAGLHGWEHGVQRGRGPAAH 
RDPV*EGWHHSGHLAQGHSEG 
* PCG DSETPAGREG KTAGHRTG 
RCGCRQEQTEGAQQD 


10871 


41239 


A 


10933 


2 


219 


FLGGEGV1FPRGWWGAAMRFV 
STGSRHTTP*GSEKSAGPHTQW 
HQNSK*ATSETRLHSCASEGIVP 
AGCRPY 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10872 


41240 


A 


10934 




2358 


VPMVVVPPVGAKGNTPATGTT 

QGKKAEGTQNQSKKAEGAPNQ 

GRKAEGTPNQGKKTEGTPNQG 

KKAEGTPNQGKKA\EGTPNQG 

KKA EGA HNQGKK V DTTPNQG 

KKVEGAPTQGRKAEGAQNQA 

KKVEGAQNQGKKAEGAQNQG 

KKAEGAQNQGKKAEGAQNQG 

KKAEGGQNQGKKTEEAQKQG 

KKAEGAQIQGKKNEGAQTQGK 

KAEGAQNQGKKNEGAQTQGK 

KAEGAQTQGKKADGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKADGAQNQGK 

KAEGAQNQGKKAEGAQNQGT 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KVEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGQ 

KGEGAQNQGKKTEGAQGKKA 

ERSPNQGKK\GEGAP1QGKKAD 

SVANQGTKVEGITNQGKKAEG 

SPSEGKKAEGSPNQGKKADAA 

ANQGKKTESAFVQGKNTDVAQ 

SPEAPKQEAPAKKKSGSKKKGE 

PGPPDADGPLYLPYKTLVSTVG 

SMVFNEGEAQRL1EILSEKAGII 

QDTWHKATQKGDPVAILKRQL 


10873 


41241 


A 


10935 


967 


1574 


SLKCL11SLSPVHSYPGKRPEVSF 
SPIN SGQPPN YEMLKEEHE VAV 
LGVAYNPAPPTSTVIHIRNETSV 
PDHV/VLVPVQHSLHEP\CCLGF 
IAFA YSVKSRH RKMVGDLTGA 
Q/ALCLHRQVPEHLGPDFGHPH 
DHSAHHHPSVDLPSLPSSFLLLF 
LFLFLPALQLLFLSFSLVFFFFFS 
FFPLFQRLELWGWGEWDHHST 


10874 


41242 


A 


10936 


3 


370 


RVATIVDIWEKSISGKKNSQNL 

r ViNrCULLir lAr A Y o VrJjlvlJK.lv 

MVGDLTGAQA/LCLHRQVPEH 
LSPDCGHPHDHSAHHHPGVDL 
PSLSIDQEASSRPGARALQDGA 
WASVFPSVQWEQQGW 
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SEQIl) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10875 


41243 


A 


10937 


76 


614 


PDRRWSSLDTMNHTGQTFFSPV 
NSGQPPNYEMLKEEHEVAVLG 
APHNPAPPTSTVIHIRSETSVPD 
HV/VLVPVQHPLHEP\CCLGF1A 
FAYSVKSRDRKMVGDVTGAQ/ 
ALCLHRQVPEHLGPDSGHPHD 
HSAHRHPSADLPGLWIDQEASL 
RPGALPMTCIPRTPTSIPRPAPR 
GQELCP 


10876 


41244 


B 


10938 


695 


1011 




10877 


41245 


A 


10939 


410 


5501 


EAKTHKSVVMTDPLLDSQPASS 
TGEMDGLCPELLLIPPPLSNRGI 
LGPVQSPCPSRDPAP1PTEPGCL 
LVEATATEEGPGNMEIIVETVA 
GTLTPGAPGETPAPKLPPGEREP 
SQEAGTPLPGQETAEEENVEK.E 
EKSDTQKDSQKAVDKGQGAQR 
LEGDVVSGTESLFKTHMCPECK 
RCFKKRTHLVEHLHLHFPDPSL 
QCPNCQKFFTSKSKLKTHLLRE 
LGEKAHHCPLCHYSA VERNAL 
NRHMASMHEDIS 


10878 


41246 


A 


10940 


446 


1704 


GGPDMDARAPAVGGSCHQHGP 

SGAPGP/CIGRMES/EVGVRDHA 

IPEGARCNRFRKETTEGPLHCSR 

CGLLCPSPASLRGHTRKQH PRL 

ECGACQEAFPSRLALDEHRRQQ 

HFSHRCQLCDFAARERVGLVK. 

HYLEQHEETSAAVAASDGDGD 

AGQPPLHCPFCDFTCRHQLVLD 

HHVKGHGGTRLYKCTDCAYST 

KN RQKITWH SR I HTG EKPYHCH 

LCPYACADPSRLKYHMR1HKEE 

RKYLCPECGYKCKWVNQLKY 

HMTKHTGLKPYQCPECEYCTN 

P\ADALRVHQETRHREARAFMC 

EQCGKAFKTRFLLRTHLRKHSE 

a /pwrwurHP a fpu/ a a ni p 

Alxrl vLINVLnKArKWAAuLK 

HHALTHTDRHPFFCRLCNYKA 
KQKFQVVKHVRRHHPDQADPN 
QGVGKDPTTPTVHLHDVQLED 
PSPPAPAAPHTGPEG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10879 


41247 


A 


10941 


1 


944 


MSILLTSIARQSRDKRTRLGHK 
QRILAGLGSNHPIRRNLQGLRR 
FALVDRQLVVQNVVTRWCRM 
VYQSAANVF1QHRPISHDERVQ 
QRGTAITMMVQQAQWAERGK 
SGLSGVAIGPAVDTSALQAQLR 
ETLPPHMVPVVLLQLPQLPLSA 
NGKLDRKALPLPELKAQAPGR 
APKAGSETI I AAAFSSLLGCD VQ 
DADADFFALGGHSLLAMKLAA 
QLSRQVARQVTPGQVMVASTV 
AK.LATIIDAEEDSTRRM/WIRNH 
SAVA*R*WPDAVLFPSCVRFCL 
AVQRALALSRSTMVDYRHSVT 
APQWPHADGGKPG 


10880 


41248 


A 


10942 




939 


MRTILTI D 1 QLRYPRRPG AFGTH 

TFLKCAFSNKQRRFTVKRFAFL 

AARYPASQEMPPVRHGHAVAA 

AIPCGNVPANGNTPARYKGQC 

GLCSSTLQDALRDF1QVAHTCEI 

PLMPACFGLADDKLWRWLNE 

KLPCSLMLLPTLPPSVLGIRLQN 

QLQRKIVLFGGVWMPGDEVK.K 

VTCKNGVVNEIWTRNHADIPLR 

PRFAVLASGSFFSGGLVAERNG 

I REPILG L D VLQTATRGE WY K G 

DFFAPQPWQQFGVTTDETLRPS 

QAGQTIEN LFAICVSMLGGFDPI 

AQGCGGGVCAVSALHAAQQIA 

QRAGGQQ 


10881 


41249 


A 


10943 


25 


479 




10882 


41250 


A 


10944 


2 


453 


APSRTSGSSVGLQGSYVLDVDG 
REFGCERVKG * FL VHRAG H L/L 
TLWLFSSQINKMEWWSRLVSS 
DPEINTK K I N PENS K V SPG WLG 
ELQQEGEGPRCFQSFTDSCHCL 
PS\LSDLDSETRSMVEKMMYDQ 
RQKSMGLPTSDEQK.KQEILKK 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10883 


41251 


A 


10945 


3 


1110 


RDPQERRERGTRVQSSGTW1GA 

GAMGGEQEEERFDGMLLAMA 

HQHEGGVQELVNTFFSFLRRKT 

DFFIGGEEGMAEKLITQTFSHH 

NQLAQKTRREKIARQEAERREK 

AERAARLAKEAKSETSGPQIKE 

LTDEKAEKLQLEIDQKKDAEN P 

EAQLK.NGSLDSPGKQDTEEDEE 

EDEKDKGKLKPNLGNGADLAQ 

*RLNPDPCRELDLAVPF\CVNFR 

LKGKDMVVDIQ/RRQHLGVGL 

KGQPA1IDGELYNEVKVEES\SW 

LIEDG\KVVTVHLEKI'NKMEW 

WSRLVS\SDPEINTKK\INPENSK 

LSDLDSETR\SMVEKMM\YDQ\ 

RQKSMGLPTSDEQKK\QE1LK\K 

FM\DQHPEMGFFPKAKFPTNPC 


10884 


41252 


A 


10946 


50 


426 




10885 


41253 


A 


10947 


1 


942 


QVWKQNCFKHYSNETDNSTTQ 
LVGLQTLQVVVPSLILCEHCMN 
FSSPHVWCCLVQAVPGGQGQT1 
MQVPVSGTQGLQQVSN1*KY*A 
VYQRRGFKE*11TTYQTQQI1IQQ 
PQTAVTAGQTQVIPLALSHRSK 
TDLEESDN*VRYFPVNADGT1L 
QQGKCTH KLP* DFLGQLFCPLD 
N*HLSSSGQGTVTVTLPVAGNV 
VNSGGMVMVRKCIFQLCL*NF 
LEHAT*CLLKFEPLYVNAKQYH 
RILKRRQARAKLEAEGK1PKER 
RVCITLGRI*ERRIAGFYF*NYLL 
YPKEKDSPHMQVGRHIHF1LLF1 
TLY 


10886 


41254 


A 


10948 


24 


378 




10887 


41255 


A 


10949 


15 


658 


QRPNAAQTQPSRGCQLSAPARA 
GRFHPQSCRPSRVGCKGHVCIP 
G DRSL ALWPPRLGCG E* TSS AL 
DSQGILVSNFPHEGS/PTPQQSG 
LKTGRILLNHGRRRLKVSQSEG 
RF LE VG WKQ RGPTAH RTH SN R 
TRRRHALSTGGDTGRARNARS 
GGGRSPRSSLPAASSTPGVCWS 
PRMSQA RQPPSCRRG VPRRPEM 
LRSLSPSCQICVCVRFRH 



1473 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 


SEQIDNO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10888 


41256 


A 


10950 


1171 


1639 


PMALWADGRARHKVGTECEC 

GMHPGLKCSGRTLGSQTMLAT 

TPCDSPT* I/SNKNGLRSV/SYR* 

CLINALWLFSISPHILVRCGTESS 

*LLPSLVPSWLP*LVRVR\PLPT 

GWC*IPSCLKP\PPTWSSHHSPQ 

RLP*NPATLVCLQNGTARSHSS 

TPV 


10889 


41257 


A 


10951 


2 


357 


HERLLNPGRETDWATCYSETAS 
CSVA*ATVQ*HDHGSL*PQTPG 
LK WFSHFSLPSS WDYRH VPPCP 
ETGPCPVTQDGVQWSYHGSL*P 
QTPRLKQSYHVSLPSSWDYRW 
EHPVAGKQA 


10890 


41258 


A 


10952 


15 


578 


IQTTPKGRRTKPCHRQKRT1VTP 
RQSTPRSM RGKDTRSKQRDETT 
E*TTRAQDTNKEGATQDRTETA 
RRTQSNMEKEKPNQHNRKRKD 
RDSRKDKGHERETKNTERNRT 
KRREKRKDNKHNEAKSQRQTR 
KK.KETKETATRKREEPSNSCSM 
HPFQ1SWLHSVGDNGRRDQLLC 
QGFHLYYLMCFPQ 


10891 


41259 


A 


10953 


2 


369 


DIDPTG LQSQG SPKGQDPPLMF 
SEDYQKSLLEQYHLGLDQKLR 
KYVVGEL1WNFADFMTNQCQP 
KTTPSV1LFLPSCEEPQANKATL 
VCLMNN/FYPG1LMVTWKADG 
TLITQSVEKTTPSK.QS 


10892 


41260 


A 


10954 


1 


417 


FGTGPSASPRTSFRHQCGH*PH 
WTAVTVDSQGAGQPKTTPSVIL 
FLPSCEEPQANKATLVCLMNNF 
IPGILMVTWKADGTLITQSVEK 
TT/PSKQSNNKYVASSYLSLTPE 
\SWRSRRSYSCQVMQEGSTVEK 
SVAPAECS 


10893 


41261 


A 


10955 


113 


767 


GPMRPGTGQGGLEAPGEPGPN 
LRQRWPLLLLGLAVVTHGLLR 
PTAASQSRALGPGAPGGSSRSS 
LRSRWGRFLLQRGSWTGPRCW 
PRGFQSKHNSVTHVFGSGTQLT 
VLSQPQ/ALTPSVILFLPSCEEP\ 
Q ANKAVTL VCLMNDF YPG 1 LTV 
TWKADGTPITH\GVEKTTPSKQ 
SNN K Y V A SS/YTLSLTPEQ WRS 
RRSYSCQVMQEGSTVEKSWAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10894 


41262 


A 


10956 


1 


344 


GSAAGQVQQQQQRRHQQGKV 
TVKYDRKELRKRLVLEEWIVE 
QLGQLYGCEEEEMPEVE1DIDD 
LLDADSDEERASKLQEALVDC 
YKPTEEFIKELLSRJRGMREN*A 
PPPK.KSV 


10895 


41263 


A 


10957 


3 


349 


TMNNMRGQILLLFLLIWLWNR 
YGQLVGSSEKHKIASQLELIQS 
QFHYCVTLDKLLNFSEPVHVK 
QEQLLSVCSEKEVTEVKVLALV 
NHVGSKCCFLIFCSGPS*PKFSV 
SQVFSD 


10896 


41264 


A 


10958 


998 


1383 




10897 


41265 


A 


10959 


39 


402 


TDHIMREYKLVVLGSGGVGKS 

ALTVQFVQG1FVEKYDPTIEDS 

YRKQVEVDCQQCMLEILDTAG 

TEQFTAM RDL YMKNGQGFAL V 

YSITGQSTFNDLQDLREQILRG* 

RTREDV\PM1LVGN 


10898 


41266 


A 


10960 


25 


739 


YKKNFDISLLSVKCETCTHMLT 
SSSL*C*NLICRSLFLIDFNL*AG 
FV1*VGFTAQSTFNDLQDLREQI 
LRVKDTEDVSIFSLCKMLCHLS 
VAK*KSACFQNLARQWCNCAF 
LESSAKSK1NVNEVTYNCWAA 
QTSAFLVCFKLTARLLALSITNV 
SSCTGWGVQRSHQDQGNSKHA 
ASSVWKVGFG1VRLGTGTCLSS 
LERGYMCMEK.EMFDPYTPSRV 
LKPRSEALELFGPLKSLT 


10899 


41267 


A 


10961 


946 


1424 


YFRFLCV1FCSFLLRCLVSRVLL 
YPMLIAE1PRVQGRGGPSWPGL 
GGRLLKELSRLLTFLKVRKLSIL 
SGWREVPLGQPSLTEPP/PPAPP 
HPGPGSWLASASAPHLSQPPAA 
GPAGQPPSPGSPVPGGCSLALP 
VTSVLCLEPPALK.PAAASAPVV 
AVH 


10900 


41268 


A 


10962 


1 


148 


TALQEFGTRSGIPALGCPPPDP* 
PPPGSCPPPEPQLLSVGEPSRCS 


10901 


41269 


A 


10963 


10 


233 


LGAARRAQLLESWPRA\PPPAR 
LH ACHLQP/LPRTPKVHTS * PTQ 
QQGGFSLCLKKKNVPVSVEMIC 
SSARLKLTE 


10902 


41270 


A 


10964 


1 


331 


RPLLLSTLCWELRAALSYWRA 
GRAPPPPARLHAGPASGFWVLT 
PSGGEEGEPRTHLWGGGGRRG 
GGRKKKD*GGQGRGAGGFATF 
SPPANAPRLHTSLTNSSARWIFL 
CV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10903 


41271 


A 


10965 


4 


1023 


fpragekpytceesgrafnqs* 
tltthmtihag*kpykceecgk 
afyrf'syltkhmiihtgetfyk 
ceecgrgfnwsstltkhnriht 
gekpykceqcgkalnessnlt 
ahki1htgekpyk.ceecgkafn 
rspkltahkvihsgekpykcee 
cgkafsqssiltthkr1htgekp 
ykceecgkafnrssnltkhkii 
htgeks ykceecg icrtpkma v 

FSQCHQVLKITNIHYPSS1ATIVH 

GDRAQSHVDICTLGDKASGAI1 

GTAFYTTQCEQRAYNETAVSR 

YTISRPPSHHGGDSETTEFSPAI 

GRCNGVHKSWGSNRCSDRWRS 


10904 


41272 


A 


10966 


1 


290 




10905 


41273 


A 


10967 


1 


1508 


MSWAARPPFLPQRHAAGQCGP 

VGVRKEMHCGVASRWRRRRP 

WLDPAAAAAAAVAGGEQQTP 

EPEPGEAGRDGMGDSGRGECP 

SRRAGEPVTALSATPPPPPFPV1S 

SSMGSPGLPPPAPPGFSGPVSSP 

QVRGCDQLTAWPLSFSCFPCNP 

VLGVRGLHCPPPPGGPGAGJCRL 

CAICGDRSSGMWLRG*TERESL 

GHVSSPVG*DLTYSCRDNKDCT 

VDKRQRNRCQYCRYQKCLATG 

MKREGKDPPCPGVLDHMPFSLI 

PLRPPEEMPVDR1LEAELAVEQ 

KSDQGVEGPGGTGGSGSSVSV 

GVNPLSFVMGVGGGSLGLWAK 

R1PH FSSLPLDDQVILLRAGQ* P 

WIPLTS*HLTPL*LPDLFLATGL 

HVHRNSAHSAGVGAIFDRSVA 

LG*AGM*IEGVGL*AGPCLRA1I 

LFNPGKRR1TFVSQGQGNLGAS 

SSPMETYCKQKYPEQQGR*DG 

AGGH*GSLGGGECYEDVFLFFF 

KLIGDTP1DTFLMEMLEAPHQL 


10906 


41274 


A 


10968 


945 


1131 


MICTVAISYVLFVDVYISLLSAT 
CSPKPQGSAVFQHD*VSPGI*NG 
SERCCSRDRHRQFLW 


10907 


41275 


A 


10969 


37 


332 


AEGIRTIQGTENIFCKVVWGRQ 
VSLSQTNTLEGQSNDHGCQLR 
KRTF1STFTAHYSRFFLQRF/VFP 
YTGFEKCQSTAWKPRYLLSHS 
VKGKRNLHPA 


10908 


41276 


A 


10970 


137 


283 




10909 


41277 


B 


10971 


1 


624 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10910 


41278 


A 


10972 


3 


618 


KTQDPAKAPNTPD1LEIEFKKG 

VPVKVTNVKDGTTHQTSLELF 

MYLNEVAVAQHGVGRIDLGDN 

RAFIGMKGRGIYYTPTGTILYHA 

HLHIEAFTMDREVRTIIQGLGLK 

FAELVYTGFWHSPECELCRHCI 

AKSQERVEGKVQVSVLKGQVY 

ILGRESPLSLYNEELVSMNVQG 

DYEPTDATGFININSLRLKEYHR 

LQSKVTAK. 


10911 


41279 


B 


10973 




1102 




10912 


41280 


A 


10974 


748 


1396 


LYLQRPFFQI RSSLQVLGHRQIF 
PQSPRCLHLAPPPLMRHSHRSPT 
WY*FSPRRTQQSRPVSAQPLGS 
CGG1QPAPPPVTQPSQLSPPRGS 
R*LGSDGAGTQPRHVQNPCPLT 
CVHM*SPPPPCLNLQARCPQSL 
RAKVVPAVEQRARVGHVESPG 
SHCWLEREPEVGSGPQQGQRPL 
PAGAAD*CLGAFWQTHLDLGD 
SLISCSHDLQGWQLSQA 


10913 


41281 


A 


10975 


1 


846 




10914 


41282 


A 


10976 


2 


851 


WNSAELGRGGPGAGGAGV1GM 
MRTQCLLGLRTFVAFAAKLWS 
FF1YLLRRQIRTVIQYQTVRYD1 
LPLSPVSRNRLAQVKRK1LVLD 
LDETL1HSHHDGVLRPTVRPGT 
PPDF 1 LK V V1DKHP VRFF\ VH KR 
PHVDFFLEVVSQWYELVVFTAS 
MEIYG\SAVAD\KLDNSRSILKR 
RYYRQHCTLELG\SYIKD/LSLV 
VHSDLS\GIVIL\DNSPGA\YRSH 
PGYGGR\DNAIPIKSWVSVTPS\ 
DTALLNLLPMLDALRFTADVRS 
WLSRNLHQHRLWVTACFPLPP 


10915 


41283 


A 


10977 


25 


153 




10916 


41284 


A 


10978 


1 


741 


MMSFDSMSHIQVMLLQEVPSS 
YPASKKNEA/PQTSGGGPGTPR 
KGLGE/PAVVPMSPAVGT/PALT 
QCHGPHAEDDLEEPILTTDPVA 
RDCPLDLLMDGK.TGA1ISSLLHS 
NCLPAPFCQCSHAVKWQLKTV 
HSCCPLGEVQPQRRCVIATAKE 
KGIGVKHHCNIHSDNVNSIITAT 
VAAHQQQQLPQNGNNSGIKNN 
QNSSENTVTNNSKNISNHUCRN 
SSKNSKSSSSSSSNNNKNSSNTl 
NSNNKAR 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10917 


41285 


A 


10979 


1 


669 


MMSFDSMS1 1IQVMLLQEVPSS 
YPASKKNEA/PQTSGGGPGTPR 
KGLGE/PAVVPMSPAVGT/PALT 
QCHGPHDEDDLEEP1LTTDPVA 
RDLTMPTAASQHLQKQCLEHH 
HYFHSYNINSDITVSRNNISSIIT 
TPVHHCNIHSDNVNSIITATVAA 
HQQQQLPQNGNNSGIKNNQNS 
SENTVTNNSKNISNH1ICRNSSK 
NSKSSSSSSSNNNKNSSNTINSN 
NKAR 


10918 


41286 


A 


10980 


3 


980 


1ESPGPFPPGLQRPVPHRGEFCL 

RCTSSEALPCFYSWTVTFSPWT 

VAAAQGQPRPGPASRTLLLATQ 

SEIAAAELGPGSWGGPSSCPSE 

QSSHGPPASS*AAPLQTGRRLRS 

RAS*RSGAPSVAALPAPLSRPQE 

RHPSVSASRSGHPPGPCPSPPPP 

A ARP VQPS PCRAPPG S A AGRAR 

APHA*AAPGSWLSSAGAAARR 

WPFQTAKGSGS*DRPGRPGPDA 

PAAPPGWHRAPPSGSSSGAGTG 

RH PQPFG RPRRRTP A P Y A A PC A 

FVATLVFS*LLIFGGAFSFPALS 

HCPTSA*LKRLLSEPAPIAFPFG 

LHPGTLLSR<\SE 


10919 


41287 


A 


10981 


1 


5229 




10920 


41288 


A 


10982 


1 


7044 




10921 


41289 


A 


10983 


1 


3228 




10922 


41290 


A 


10984 


10 


209 


TLSGGEPQRLEAERRARLQDEE 
RRRQQQL E* MRKRE AEDRARQ 
EEERRRQEEERTKRDAEEKVM 


10923 


41291 


A 


10985 


293 


363 




10924 


41292 


A 


10986 


3 


434 




10925 


41293 


A 


10987 


3 


1536 




10926 


41294 


A 


10988 


315 


993 


VPVAP1FHFSHFSPAPTVFTQSR 
QDSMQCILRQHCHLILISRSSSL 
VPAGLRG AM A F AL A I R DTA S Y 
ARQMMFTTTLLICPELLALLLS 
LSHSRSLLLHGYHGPS*YALFFS 
LSFSLVTWVGAKPGRYQSLIFV 

V V VvjU 1 rl^lNt^crLrvtcL'oL'rlL 

TEGDLTLTYGDSTVTANGSSSS 
HTASTSLEGSRRTKSSSEEVLER 
DLGMGDQKVSSRGTRLVFPLE 


10927 


41295 


A 


10989 


3 


320 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10928 


41296 


A 


10990 




582 


GPPTPRRPRPLPSSLPSRRSRDPP 
RIPLCA*FPQTRKQ1ARSEPD*T 
WASQSSTSIPRIWRFVHA*KFST 
APLTATPPPGKMCSAGCRETVK 
TT*PPLRGGPAPFLLPSRAVARG 
TRPGFRSALSFRRPGNRSRGVN 
LIKLGLRSPPPPYPGFGGSYTPE 
NSQPLPSLLLHPLEKCALRDAE 
RQLKPPDHHLMVAWLIPDVWN 
GEGEPSPSHTRHSLRASSSNYV 
LRAPEGNLLARRLPRETAINLQ 
PKACYKTLSHPESFSHFYNQFC 
PRRHQWLPAQPPGHFFLG 


10929 


41297 


A 


10991 




338 


NSPSRPRSSQRGVAGRRSEAGP 
VAVP*GGPKK.GRGC*GNGRWG 
QRPRWMLRASGSGESTTPACSA 
ENRHAS*RKKRKRPGQVSWEE 
TEETRSGHSQPRGHAEPLLHRP 
QRR 


10930 


41298 


A 


10992 




226 


TILSS* SSSSSSSPSPSPSPSPSPSP 
SPSPSPSPSPSPSPSPSSSFFLRWS 
PALFPRSLSFSLFPGTGTPFSCP 


10931 


41299 


A 


10993 


24 


489 


KEYLVRTK*QKGKG ENPLVK.IT 
FRPPPGLRTYPSAPWSARSTYG 
RAAAVWRPHSPSAPRRGTHPW 
PAGHRGQRASGEGVGTHTHAH 
MSSVCACSTHTCWSRNCKDPR 
EDRGRGLTVLLEAAVCNSCLLL 
VLKTPRNPQLPILYTDSDTKSST 
GNP 


10932 


41300 


A 


10994 


1 


1491 




10933 


41301 


A 


10995 


140 


308 


RNV1KLKGWSRPSKQQDNPTLR 

PGPPSPAGGFQQLLMRMRRPLA 

GGGKSWGIAHFYKPLQRERRA 

GAECGLARQVRAEVTKWIGVN 

RRPRKRKRMEKEEVFEKLLPD 

QLGLLLEHLLEQKTLSPRTLQS 

LQRTYHLQDQDAEVRHRWCEL 

IVKHKFTKAYKSVERFLQEDQA 

MGVYLYGELMVSEDARQQQL 

ARRCFERTKEQMDRSSAQVVA 

EMLF*RGQDRFSLKKCDKVKG 

MVKTQQATGQPDSPPRPALTG 

RRVPATADADEKAFGGWRKIL 

GYRTFL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10934 


41302 


A 


10996 


219 


688 


RRMHAYVSLDPLERPPFFFFFLF 

FFFFFFFLRRSFALVAQAGVHW 

RDLGSPQPPPPRFK*FSCLSLPSS 

WNYRHAPPRPANFVFLVETGL 

QLPTSGDLPASASQSVGITGVS 

HCAWPGNWLLKETRCGSSVGR 

QITGP1TPDA WVDPG I PDRYLQ 


10935 






10997 






FFFFFLRQSFALVAQAGVQWRD 
LCSPQPPPPRFK*FSCLSLPSSW 
NYRHGPPHPANFVFLVEMEFH 
HVGQACLKLLPSGDPPALASQS 
AG1TGVSHRA 


10936 


41304 


A 


10998 


2 


438 


APSVRSGNERDLARDEEAQETQ 
VRGCHASGG\CTPAATAGASPP 
AWAGRRGTGQRLRSQPRQTGR 
QPPRVQPLAPPPGAPAPLPNPQ 
NCRRKTRSHPRFWAGTLAPGPC 
PGLWCLPGLVQVDVLAAGRCD 
HLSCLPPLCPQAFLL 


10937 


41305 


A 


10999 


2856 


3044 


GAATGEGGCCRLPGHPALAST 
A*A1PCRGPRVQETSPPPVLGW 
DPGSRAMSRALVFAWVGAG 


10938 


41306 


A 


11000 




908 


GLGDPGVPVLRSGGLGPPADLK 

GDQAVAE*LHEASGVTEHHPS 

AQPGPGGEAAEPAHLIV*EPEG 

G SPGHPGGGPGHPG * SEGPAGG 

KPGPAGGGSAQGCRRSSEPSGT 

*SGRSPR*GPHGHPDCRTHPAR 

EGAQVHSRSPLPGGAPVRRGCS 

QGPEQRLQQEDFLRVQQLSAA 

G PLRPQL YPQV WLCPDEHQLLE 

QYPRSYFSERIDVFKPCGVQQG 

CPVLDRASSKISPEDAAGSVVR 

LRSLWAASGLQQGASGLATFL 

QLLTCGVLWPDEELVHLLLDE 

VVASAALRCPDPVPMEPTCG 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 


10939 


41307 


A 


11001 


218 


990 


VLQLLKAMRLELFLPPGGFMV 

LLASGVKLQTFATQVPSWLHP 

VDPSPGLEVELPASPVQCAHTP 

QPLGGRWDWVPWSRGQRSSG 

RLGPHGSPWRRWEAQAWQPA 

GPKPCPVGS*GPVRNRGQRRW 

AGTAGDPVHPPQPLAQVLSPSL 

PGADRAGQLLRVQGPPSPCPPG 

TPAGPQGRCAAPVPTGVSPSTP 

PCKLREQA PAL ASPERG SHSAA 

VG*RAPQVLPKW*PELMFRWV 

RSFFLLVGSWLTSGVKLHPFVV 

SVTALKGDASGVIPSSRWVHGL 

AGLRCEAADLRDSGAQLASPS 

GSLTRTGGGAACQSRAVCPHSS 

AFGWSMGLGAMEQGAAL1GEA 

RASREPMEEVGGSGMAACRSQ 

ALPRGQLRPSEKSRAAPVGWH 

CWGPSTPSAATGPGAKPLIARG 

RQGRPAAQSAGPAKPMPTRNSS 

WPARAVRSPGSHWRLSLHTSL 

QAERAGSGLGQPRKGLPQCSSG 

LKGSSSAAKVVAQAEEAQRAS 

EGCEDYLARCHLSIRKMRRRN 


10940 


41308 


A 


11002 




644 


EPPGPTGPPSPQSPWHPGLPGR 
WSSTHVVFTHLHLAGPGWSCD 
HRWMGKQLPVSLSASGVQGVP 
RFRSQDMYQSSRNKFPSGAAH 
VPQEWAVPWKNQGNTHQSSRP 
SESGCCAQAEGSNQCHQRQEA 
AGPSRLSLPDGGRRLETPRHPN 
GPWYWNNSPQRLN*WRRGDPS 
WPEPQGKPHTGGARVPACQRR 
EICLSPFRG PRRRQKENIYEYL 


10941 


41309 


A 


11003 


202 


438 


FHGHPAPGEMRGWPRVTKRSP 
AQSGKTAHFPPGSPGPPDTSTESI 
FRRA WKAPGFPG RG RTADPET 
ARCGAWDEIVEPV 


10942 


41310 


A 


11004 


520 


1094 


GPLSQCPPLPRLLPPLGVYSKGR 
APHADTHSPGHRRTHAHAQPA 
AAAATATR*QRRRRLPPRRTPF 
RRPAARPDRRVPAHSSAVLPRP 
GKPGAFQALRKMDSVDVSGGP 
GEPGGKLGFARLRRAPPDRLPG 

L/rOk>r1or^ I v^oL,orMAriiN V Dor 

LESATSLLGLLRRSWFCFTWQK 
QTVYWSTGRIRHSGEK 


10943 


41311 


A 


11005 




138 


S1SLMNIDVKILNK1LANQIQQHI 
RKL1HHD*VGF1PCLR1LVIY1 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


10944 


41312 


A 


1 1006 


65 


297 


NQRLPQPFLPTTPPPPATRAT*D 
EEKSPYPGPGSDKK.CPTLQLPSP 
PTPSAGGFPPLGESGSPGGLVK 
AQIMEGISM 


10945 


41313 


B 


1 1007 


322 


6900 




10946 


41314 


A 


11008 


3 


215 




10947 


41315 


A 


11009 


1 


234 




10948 


41316 


A 


11010 


149 


300 




10949 


41317 


B 


11011 


28 


162 




10950 


41318 


A 


11012 


700 


861 


RRKCIPGRRNSKHKGPDGAGRP 
* VCREQQEGQC A WTG YPG AQG 
PDPYCGKGPYS 


10951 


41319 


A 


11013 


291 


744 


LK.RTK.CDQLLKTSFLDLGRGP1 
LKWLCTSKWGHQQIIIRA*GTE 
YKTTSFFFFFETASRLCIIPGWE 
CSGAISAHS'FLLPGSCHSPASA 
S*VAVTTDTREHAQLIFF*HFSR 
DGFHVVARWLDLLTCDLPLSL 
QVLGYRNYI1IVRQLPSR 


10952 


41320 


A 


1 1014 


139 


414 


SFKTAPPGFFFSF*LHL1LMLKFT 
PGAIKLVFLAQFLLGISFFFLGKP 
PSSWFRNESCSVFRKESSQSWQ 
GRAHVWG*SDPWSSGRSRRAH 
L 


10953 


41321 


A 


11015 


5 


565 


VHTTEATCTTTGAKPCPWPSKL 
ATRQDHSVLSTSNPRGPTPHKS 
GSPETAGALSSGDAGSRGEGPR 
TVSSERSSPGKGGSTLLGTTA*G 
PGPAHFASAVLGPSSKSLQAAS 
*EVDSFPSSLLKTAVSVLASTVR 
LSVSFMPPF1TVSVTSSV1SASSS 
PSELASMATLPG ASG* A ARAVN 
FELDEE 


10954 


41322 


A 


1 1016 


188 


515 


SQTVSIVGELPIPRKRCEIGIWD 
AQKR/CPRLTGPWATISVPTISK 
KATGN/PQHPNHPRARYQINAE 
*WKVHF*TNTDRPSHECPCTLV 
VHRTLDQLRHKSSTSGGKTHG 


10955 












SVQRSVDHL*DHP*TSVDWELY 
LDGSSFANPCKVTLKTTTSPAS 
VTPEADWSMHSQSMRNSLRDS 
FSLKFGL1IIHDFLTPTFNPLENP 
CGFLTRFCCVPNQISS 














PSQFHLKLLH LMLALLYPVGTC 
QVKDSSLLQKSTSVPPDSPQTG 
HASKLGPFNPGRFR* RPQCQPG V 
LPPDVELSCHSWSNVLWTTAA 
KTPIFCSY 



1482 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10957 


41325 


A 


11019 


125 


1404 


NLALGMAMWMRPCQRLPQQP 

LVAEPTAEGEPHLPTGRELTEA 

NRFAYAALCGISLSQLFPEPEHS 

SFCTEFMAGLVK.WLELSEAVLP 

TMTAFASGLGGEGTDVSVQTL 

LK.DPILK.DDPTVITQDLLSFSLK 

DGHYDARARVLVCHMTSLLQV 

PLEELDVLEEMFLESLKEIKEEE 

SEMAEASRKKKENRRKWKRYL 

LIGLATVGGGTVIGVTGGLAAP 

LVAAGAATIIGSAGAAALGSAA 

GIAIMTSLFGAAGAGLTGYKM 

KKRVGAIEEFTFLPLTEGRQLHI 

TIAVTGWLASGKYRTFSAPWA 

ALAIISREQYCLAWEAKYLMEL 

GNALETILSGLANMVAQEALK 

YTVLSGIVAALTWPASLLSVAN 

V1DNPWGVCLHRSAEVGKHLA 

HILLSRQQGRRPVTLIGFSLGAR 

VIYFCLQEMAQEK 


10958 


41326 


A 


11020 


3 


1693 


CQRLPQQPLVAEPTAEGEPHLP 
TGRELTEANRFAYAALCGISLS 
QLFPEPEHR* VLLSCPLGTPVGL 
HSDAHYGQRLAVAVHVEGTLP 
FTSSTFAAASVFQKARPWQHPG 
EQMAFSGKPFLVAAVTSAGGS 
GAPSVGCTEL1STSVLGYHTAL 
EMAGLVQWLELSEAVLPTMTA 
FASGLGGEGADVFVQILLKDPI 
LKDDPTVITQVHPTPGVKDGKL 
IF*ARVLVCHMTSLLQVPLEEL 
DVLEEMFLESLKEIKEEESE*ES 
PATKTEGGG EDK.DRKHPLMG D 
KMTESKTDLWIYEMGNAGVLL 
FRR YL WLQPKKKEN R RK. WKR 
YLLIGLATVGGGTV1GESS*RCA 
PLVAAGAAT1IGSAGAAALGSA 
AGIAIMTSLFGAAGAGLTGKVQ 
KE*VGAIEEFTFLPLTEGRQLHt 
T1AVTGWLASGKYREDQEDQA 
ALAHSREQYCLAWEAKYLMEL 
GN AL ET 1 L SG LAN MVAQEALK 
YTVLSGKCPHLPWPASLLSVAN 
VIDNPWGVCLHRSAEVGKHLA 
HILLSRQQVPGNGCVIGFSLGA 

U\/TVT7^I r**EM A T 
KVl Y rL-Ll^fclvlAl^E,IS.Lic.HULL 


10959 


41327 


A 


11021 


208 


324 


VSLLKAADNWLVNSYPFCNSV 
SSEFFFR*IRDFFLFW1H 


10960 


41328 


A 


11022 


1265 


1459 




10961 


41329 


C 


11023 


188 


730 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10962 


41330 


A 


11024 


64 


228 


QHLLRRWGRSGLLLNDR*VSN 
EIKME1NKF1ELNNNSDTIYQTL 
WDTANTVLKFM 


10963 


41331 


A 


11025 


1 


648 




10964 


41332 


A 


11026 


26 


613 


VGAGGRGWRFAAAVRRAAGG 
GLRPGPAPGPRAGGGGPRGAH 
LALLRRAGALRAGKEYGKADA 
RWVYFDPTIVSVEILAVALDVS 
LALFLIYAIVKEKYYRHFLQITL 
CVCELYGCWMTFLPEWAHPEA 
PNLQQPATGWLYWLGFTLFFF* 
RCVGFLIPRNWLLWAVHGPRTS 
RKWHQKGNQFQWKEVFSGTF 


10965 


41333 


A 


11027 


2 


252 


ARGRAGVAGGPR*AAELPGLP 
RDPFPASRPLRRSDCLGGLIRHK 
PPDPGAGARVEGEALPSWSPGG 
ALEEGVT*PGTRGPPWE 


10966 


41334 


A 


11028 


3 


637 


RDQVRRGQGGEPARIQCPRRRL 
GEGPGAPNRLGPPARDPRCSPW 
PRADSPRDPNRLSSPQLPRPAYL 
GPACFP*PSWGVSRSLPSLAPW 
RPHRLPDSQRFPNGGSRSRATS 
G S WTWKSKECREW RPSG SRGT 
RGSSGSGAGSSGSSAGVGRRAG 
HGRWHLR*GPLFPAAPASATCP 
LWHGWKGASLDLGLQPWATF 
YPRVTGARGGRTLGP 


10967 


41335 


A 


11029 


158 


462 




10968 


41336 


A 


11030 


339 


866 


QICHSPPGNKAHSHLLPYQTPV 
PSSQYPPSPSRTLQLPFPTPWNP 
CQ WPSRG SCGPSA VGTGPPFPT 
GIPSVP*APSARG*HHSSACGCH 
PGCAGPQPARSPHGPAPASGCH 
TVSGCCHALLQSCLAPGRPSPA 
GTWPHPPPGGLPSA PGTEPCTA 
FEGFQPPCWLSQHPLSPCL 


10969 


41337 


A 


1 1031 


621 


944 


TPQGGTAPSGGRHPWASASPHR 
LPPL*CSARPGCH/SSRMRSPGT 
RPSGPLVQDCHPPPRPQTPHAGS 
HHTSAPQAPAGTF* * RQRVAPG 
SSCWHLPQSWSCSAWLGGC 


10970 


41338 


A 


11032 


3 


257 


AGRASKGG*NPSKAVQGSVPG 
a pr.cpppr.r.rr.nr.DA r.i c\ i or: a 

AtuorrcuuLUyurAuLULruA 

RQDCSRA*QHPPGPGGGQEVY 
LDISLAPGSTGIQGLEAKHL 


10971 


41339 


A 


11033 


94 


227 


SSYVFKSILTAFGMTWMRLETII 
LSEVTQG*KTKHQMFSLICGS 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10972 


41340 


A 


11034 


404 


894 


FVYFFRGELCKISSTLGFKGTGQ 

GLQPSKVS**VPSRPAGNGRPA 

YPETSQPPPGPSGG*HWLAGW 

Q*GGPEPGWTCIWP*GS*GTEIG 

SPSQPGPEPAGVPSPRDAGSAA 

TGCHTGLAGVVWPPRLCHRRV 

TDGRKSMKRCLSRSYCTSSVRA 

SGGGAGRIT 


10973 


41341 


A 


11035 


1 


408 




10974 


41342 


A 


11036 


68 


204 


SFLWHPLGLHFHTHH***NYKS 
SSK*MVR1RVTFSKFIFVRNNYC 


10975 


41343 


A 


1 1037 


5 


188 


PQCRLHLRQGLALSPKLECSSA1 
TAHCSLELPGSSNPPSASRF*GS 
RSVAQAGVQQCYHSSLQPRTP 
GVKQSSLSFPFLRLQPKVSSATL 
PVRLQE 


10976 


41344 


A 


11038 




263 




10977 


41345 


A 


11039 


2 


283 




10978 


41346 


A 


11040 




1965 


MAAENEASQESALGAYSPVDY 
MS1TSFPRLPEDEPAPAAPLRGR 
KDEDAFLGDPDTGEAR*PRPCP 
ALGSPRSSFFCVK.HPGSPLRETR 
KDPFSAAAAECSCRQDGLTVIV 
TACLTFATGVTVALVMQ1YFG 
DPQVRGTNGEGEETGEWGVG* 
CLRNCGKGSSVDAAVAAALCL 
G1VAPHSSGLGG*GAVEVGVPQ 
AYFLPPGL*ASCAARALREETL 
QRSWETKVGTLVRRESSGESLF 
IALLLTQALIC*VLAQDGFNVT 
HDLGQWGLGIWERHEVDGEG* 
NL*DLEPPPLPGSLLH RPDL AE V 
LDVLGTSGPAAFYAGGNLTLE 
MVAEVSARVVRVGACPKVP1A 
GHPRPHFFGVYRGDLSPGSQGP 
PSGEASQSMATSFWPFNLTSLV 
SREQALHWVAEVRLTRLPFPGF 
KDIRSGEIGYCHRADDMLRWV 
LGRTWGLQRQRWVWGKGQEK 
SSYELDGAPTAAQVL1MGPDDF 
1VAMVRYASSDSEPGTRDPLNQ 
EGVGAG*RFSWPNRTANHSAPS 
LVGFASLLSWGP*GL*VGGAM 

SGLTQVRFTPWLAFFSREPSCG 
LDCRCLS*QSNLLQVDSECRAE 
TSWGGHRDR*RKDSSQGCPWV 
HGSRRTNNF1IAVKDPRSPDAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


10979 


41347 


A 


11041 


1 


363 


SSMTTVHATTATQKTVGETLA* 
LLQNIIPVSTSVAEAMGKVIPEP 
DKRLTGMAFCVPTHNMLVVAL 
ICHLQKAAKYDGMRRCFNATT 
GITFNGHFVRLLSWDEFGSSNR 
VVDLMVHTASKE 


10980 


41348 


A 


1 1042 


162 


303 


CLLLK.SCSQEAAAALALPALGL 
VFDVFL*IYFVRTKYLRVGFRN 

1 


10981 


41349 


C 


11043 


56 . . 






10982 


41350 


C 


11044 


345 






10983 


41351 


C 


1 1045 


7 


4j9 . 




10984 


41352 


A 


1 1046 


2 


80 




10985 


41353 


B 


1 1047 








10986 


41354 


A 


11048 


i 


813 




10987 


41355 


A 


11049 


i 


1454 




10988 


41356 


A 


11050 


2 


1624 




10989 


41357 


A 


11051 


1 


1185 




10990 


41358 


A 


11052 


1 


2149 


MKEKMLRAAREKGRVTHKGK 

P1RLTA D LS A ETPQ ARRE WGPIF 

NILKEKNFQPRISYPDKLSFISEG 

EIKYFTDKQMLRDFVTTRPVLK 

ELLKEALNMERNNWYQPLQKH 

AKNMPNSIILIPKPGRDTTK.K.EN 

FRPISLMNIDAKILNK1LANRIQ 

QH1KKLIHHDQVGFIPGMQGWF 

NIHKS1NVIQHINRT1DKNHM1IS 

IDAEKAFDK1QQLFMLKTLNKL 

GIDGTYLK1R1KYLGIQLTREVK 

DLFK EN YKPLLNEIKEDTNKW 

KN1PCSWVGR1NIMKMAILPKVI 

YRFNAISNKLPMTFFTELEKTTL 

NFIWNQKRARIAKS1LSQKNKA 

GG1TLPDFKQYYKATVTKTAW 

YWYQNRDIDQWNRTEPSE1TPH 

IYTYLIFDKPEKNKQWGKDSLF 

NKWCWENWLAVCRKLKLDPF 

LTPYTKINSRWI KDLN VRPKTIK 

TLEEILGITIQDTGMGKDFMSKT 

PKAMATKAKIDKWDQIKLKSF 

CTA KETTI R VN RQPTK WEKIFA 

TYSSDKGL1FRIYNELKQIYKKK 

TNNPIKKWAKDMNRPFSKEDIY 

AAKKYMKKCSPSLAIREMQIKT 

TMRYHLTPVRMAIIKKSGNNR 

QTESQIMSELP1T1 ASKRIKYLGI 

QLTKDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRINIVKVM 

AILPKPTNVHVTNLAAQDTTAL 

EAAQISLEGHPQEKEISVTAMPL 


10991 


41359 


A 


11053 




2031 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 




codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


or peptide sequence 


deletion, \=possible nucleotide insertion) 


10992 


41360 


A 


1 1054 




1 188 




10993 


41361 


C 


1 1055 




353 




10994 


41362 


B 


1 1056 


151 


1608 




10995 


41363 


A 


1 1057 




373 




10996 


41364 


B 


11058 




488 




10997 


41365 


A 


11059 




1257 




10998 


41366 


A 


11060 




3527 




10999 


41367 


A 


11061 




2373 




11000 


41368 


A 


11062 




1755 




11001 


41369 


A 


11063 




1599 




1 1002 


41370 


B 


1 1064 


220 


1286 




1 1003 


41371 


A 


1 1065 




1826 




11004 


41372 


A 


11066 




1645 


MDKFLDTYTLPRLNQEEVESLN 














RPITGAEI VA UN SLPTKKSPGPD 














GFTAEFYQRLISNFSKVSGYRIN 














VQES\QAFLYTINRQTESQIMSA 














LPLTI ASKRIK YLG IQLTRD VKD 














LFKEN YKPLLNEI KEDTN KWK 














NIPCSWVGRINMLKMAILPKNW 














KKTTLKFIWNHKRACIAKSILS 














QRNKAGGITLPDFELYYKATVT 














KTAWYWYQNRDIDQWNRTEP 














SEITPH I YN HMIFDKPDKN KKW 














GNDSLFDKWCWENWLA1CRKL 














KLDPFLTPYTKINSRWIKDLNV 














RPKTIKTLEESLGNTIQD1GIGK 














DFMSKTSKAMTTKAKIDK.WDL 














1KLKSFCTAKETT1 RVNRQPTE 














WENIFAIYSSDKGLISRIYKELK 














Q1YKKKTNNPIKKWAKDMNRH 














FSKEDIYAAKKHMKKCSSSLAI 














REMQI KTTMRYHLTPVRMAIIK 














KSGNNRTRENYFKIHMESKKSQ 














NSQGNRKEKEQSWRHHATRLQ 














TIVQGYTVAKTACYWYK.NRPT 














DQSNRTENQEIRLHTYNHLIFD 














KPDKSNGETTPYSINGARITG 


1 1005 


41373 


A 


1 1067 


1961 


2588 


KLAQDRDALSPPLLFNIVLEVL 














ARAIRQEKEIKGIQLGKEEVKLS 














LFADDMIVYLENP1VSAQNLLK 














LISNFSKVSGYKINVQKSQAFL 














YTNNRQTESQTMSELPFTIASK 














R1KYLGIQLTRDVKDLFKENYK 














PLLNEIK\EDTNKWKNIPCSWV 














GRINIVKMA\ILPKVN\YRFNAIP 














1KLPMTVFTELEKNYFKVHMGT 














KKEPASPSQS 


11006 


41374 


A 


11068 


2 


278 




11007 


41375 


A 


11069 


3 


274 





1487 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hull 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11008 


41376 


A 


11070 


261 


1382 


LELSFPPAGQRGVLSGDPQNLC 
TCPSGSWHVPRCWAVERQRPN 
LPRTVTQLVAEDGSRVYVVGT 
AHFSDDSKRDVVKVSAATRH1P 
DTGWCKLLPGSRDGLVRFPTY 
RVSMLKMDESTLLREAQELSLE 
KLQQAVRQVRSRGQGSGSGSG 
SKPPHITEQLGMAPGGEFREAF 
KEVGTG*GRGWPQGCGSQAVT 
FKRA1AALSFWQKVRLAWGLC 
FLSDPIR*GCPRDPGRPAGWSV 
GMAEMIGEFPDLHRTIVSERDV 
YLTYMLRQAARRLELPRASDG 
DGRPQAWDPL*G*GPRGHVPGI 
EKNWSTDLNIQEIMT*VPAPPC 
KPHPTSPQVAAFFGLLGYSLYW 
MGRRTASLVLSLPAAQYCLQR 


1 1009 


41377 


A 


1 1071 


3 


506 


KDCQF*VGPEQKKALYKVHAPI 
QAALQLGPYE*ADQKRTCVRF 
GRHTCETAAFTFWKSLGLDKV 
TKPRSSSSQLLALAIRSSPGSTT 
DACLLDSFSGKSRISSWFGS 


11010 


41378 


A 


11072 


2 


374 


1RRESTHLQQALGTTPQDRLTC 
TGHSAQPPACSASPLPPGPP*SS 
AWPLPPSTRLARQKQAAATAQ 
P*PLTTQTLGPWSSASTWTSAH 
KQPGAAAQEWTSTAGSRQLLA 
GASGSSPSSCSVWTN 


11011 


41379 


A 


11073 








1 1012 


41380 


A 


11074 


239 


547 


GHHFQMNVVCRCSVWMLSLEP 
HPVGQIHSC**ERAKLCGKEFN 
RMHNLMGHMHLHSDSKPFKCL 
YCPSKFTLKGNLTRHMKVKHG 
VMERGLHSQVSRPSLEA 


11013 


41381 


A 


11075 


1 


267 


MAISMVTTRSTT1RTTAAGCHY 

ENDMAHNHSDRGGLPLKVVLT 

TPFLTPPGKGGGAAGALERRTE 

EGDRDAGGAAQEGGLTPTSVP 

PSS*HTLWLRTVDPEASTSPSTP 

RHPYPNRGGGGRALEPHPRR*V 

*AGCHYENDMAHNHSDRGGLP 

t v\/\/t TTPn TDDrii^p.rir: a An a 
1_*K VVLl IrrLl rr OKUOvj AAO A 

LERRTEEGDRDAGGAAQEGGL 
TPTSVPPSS 


11014 


41382 


A 


11076 


1 


1707 




11015 


41383 


A 


11077 


1 


1407 
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SEQ II) 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
todon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11016 


41384 


A 


11078 


1 


1275 


MVKGSIQQEELT1LKIYAPNTG 

APRFIKQVLSDLQRDLDSHTIM 

TGDFNTPLSTSDRSTRQKVNKD 

IQELNSALHQADLIDIYRTLHPK 

STEYTFFSAPHRTYSIIDLIGGSK 

ALLSKCKR1EITTNCLSDHSAIK 

LELRIKKLTQNRSTTWQLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHK.RKQERSKIDTLTSQL 

KELEKQEQTHSK.ASRRQEITK1R 

AELKE1ETQKT1QK.1SESRSWFF 

EKINK1DRLLARLIKKKREKNQI 

DAIKNDQGDITTLERVVLEEPD 

TLHLLNYTPRKVLYRWNRQSS 

TS V I ETNKTS VELSLPFDEDYIIE 

1KPFSDGG DGSSSEQIRIPKIS/NK 

KTK*PNPWRQK*G**LAVADA 

Y A RG SG A STSN ACTLS A 1 ST1 


11017 


41385 


A 


11079 


1 


426 


MLHTKQHLSMGTEDMDDKLH 
FSDCSAASLVSLSTTTGGHVLT 
NMSADIARYLPVLYRWNRQSS 
TSV1ETNKTSVELSLPFDEDYNE 
1 KPFSDGGDGSSSEQIRJPKISNA 
*ARGSGASTPNACALSAISRIMI 
SLTARSSL 


11018 


41386 


A 


11080 


3 


620 


DRTLAEAPHTAPARSGHRGWC 
PRPHRRR RN RG RQLL APG RG A 
DPGAGEAATVQWRLLRGQPAA 
ALHVQQGAGDAANAGLQRGA 
HADSHDRAVPAGHAPGPVAAA 
GRGHDGQVPAALG*AGGPVGL 
RRPEPPLQTRGKGRLAPATQQV 
GQARRLPTGRGQLLLRRPQPAA 
HHGPRPRLGGRGRGGSHKSPPH 
GIWPRLAGWRATLE 


11019 


41387 


A 


11081 


335 


640 


PLGVLWSLWKSLVHSDAGAGE 

i * n?\/iTr~:cx\x/DXTD*f^r , r , T vdmv 
L cvlluaJ WrlNr yLLL V rIN V 

DDEEEGEEQDDDDDEEEEGL*D 
IDEEGDEDEGEEEEDDDDVEEG 
EEDEGEDDWKFAK.E 


11020 


41388 


A 


11082 


2 


204 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11021 


41389 


A 


11083 


3 


1471 


SKDTKRDVDSKSPGMPLFEAEE 

GVLSRTQ1FPTTIK.VIDPEFLEEP 

PALAFLYKDLYEEAVGEKKKE 

EETASEGDSVNSEASFPSRNSDT 

DDGTGIYFEKY1LKDDILHDTSL 

TQKDQGQGLEEKRVGKDDSYQ 

PI AAEGE1 WGKFGTICREKSLEE 

PKG V YGEG RI S RPCGDRW* RSD 

AEESSHHRGRQSGYPENKLCGF 

LLKTPHHVLERADEAGSHGNE 

VGNASPEVNLNVPVQVSFPEEE 

FASGATHVQETSLEEPK1LVPPE 

PSEERLRNSPVQDEYEFTESLH 

NEVVPQDILSEELSSESTPEDVL 

SQGK.ESFEHISENEFASEAEQST 

PAEQKELGSERKEEDQLSSEVV 

TEKAQKELKKSQIDTYCYTCKC 

PI S ATDK VFGTH KDHE VSTLDT 

AISAVKTVIRDSDKTKSGEGAY 

GREMKSPHKFPEGKIHNDK.EH 

DR1VQEFLAETGPKVTRFNEQC 

RFRPRIYVYENNQTQ1MVEEPQ 


11022 


41390 


B 


11084 


148 


235 




11023 


41391 


A 


11085 


30 


420 


VSGTRGPSPCLGTSWASGAWR 
PPLGGLPPSAGANGPGRVRSAA 
GCSLVAGCKVLGSWVSGFAGR 
SHVACAGSSGESVRARCPGTA* 
AAGGPGPQAFQAAY*QGSRMH 
RA PPRPNRQVQT WWEEG AGTG 


11024 


41392 


A 


11086 


2 


73 


ERLRMPGVAKGRPR*GNPRRG 
RG 


11025 


41393 


B 


11087 




1412 




11026 


41394 


A 


11088 


39 


427 


PPYWGHFHSSAAASAALKGKD 
GGSSRSLVPPAQ*HSHSPSKTHC 
VHTPSRSCAQGLTHTLTQSPPSL 
KIAQSPSFDARAHARLR1WQIPS 
APRVPPLSASLSPTRTAGSVRFE 
SQSTKTSRSHRFLPRT 


11027 


41395 


B 


11089 


1 


813 




11028 


41396 


A 


11090 


3 


365 


RTPSSKGCGRPPRGMGAQGSA 
GCGRRRSPRRSRQARRWSHPC* 
PPSSPPWPRPARSPPGCSHRAAL 
SSPSPPSSFLARHSARPRLALAL 
GPPPWCSSGCASSAPFDLQHPE 
QSQNQDARG 


11029 


41397 


C 


11091 


295 


412 




11030 


41398 


A 


11092 


21 


164 


GAVTENDFYDLVRTIGGDLVE 

KVDL1DKFVHPK*VKSFLILPLTI 

SV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ IIJ NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11031 


41399 


A 


11093 




1373 


G ISTM VGSALRRG AHAY VYLV 

SKASHISRGHQHQAWGSRPPAA 

ECATQRAPGSVVELLGKSYPQD 

DHSNLTRKVLTRVGRNLHNQQ 

HHPLWLIKERVKEHFYKQYVG 

RFGTPLFSVYDNLSPVVTTWQN 

FDSLLIPADHPSRKKGDNYYLN 

RTHM L RAHTS AHQ WDLLHAG 

LDAFLVVGDVYRRDQIDSQHY 

PIFHQLEAVRLFSKHELFAGIKD 

GESLQLFEQSSRSAHKQETHTM 

E A VKLVEFDLKQTLTRLMAH L 

FGDELEIRWVDCYFPFTHPSFE 

MEFNFHGEWVLEVLGCGVMEQ 

QLVNSAGAQDRIGWAFGLGLE 

RLAMILYDIPDIRLFWCEDVERF 

LKQFCVSNFNQK.VKFQPLSKYP 

AV1NDISFWLPSENYAE\NDF*Y 

LVRTIGSDLVERVDLIDKFVLPK. 

THKTSHSYRIMYR\HMEPTLSQ\ 

REVRHI/HIQALQEAAVQLLGV 


11032 


41400 


A 


1 1094 


8 


119 




11033 


41401 


A 


11095 


2 


475 


QAGPSGG1PEGIAITGDDSSMHA 
IAPEDLPVGQDVEAEDSDTGDL 
DPVLTVFRRGVEREFFSNWYKT 
AWSFSKLAQKGLLSS*PSSLSSS 
SSSSDKAVTAGTELFASSLSSSS 
DPRRSISSSSLLFVAPLPVVSSTL 
AGPYLPTAFFTPGRLAFSFS 


11034 


41402 


B 


11096 


677 


696 




11035 


41403 


A 


11097 


1 


357 


STM1EAHVDVRTTDGYFFLLFC 
VG FTK.KHNN L IPKTS YA *HQQ Y 
ICLPHQDDRVTHQNPSLPDGSIA 
RVLSIYYLYISRREMNS1ISQGL 
QKVHIHIVIPGSLMNQELLDDLI 
TVFFKA 


11036 


41404 


B 


11098 


1 


541 




11037 


41405 


A 


11099 


14 


671 


PAPWRLGKNKRLTKGGKKGA\ 
KKKGVNPFSKXEWY\D\VKAPA 
MFNIRNIGKTLVTARTQGTKIAS 
DGLK/GVRVFEVSLADLQNDEV 
AFRK\FKLIT\EDVQGKNCLTN\F 
HGMDLY/TRDKMCSMVKK\WQ 

1 MitAM VU V IS. 1 llJUYLLKLrL- 

VGFTKKRNNQIRKTSYA\QHQQ 
YVRQ I REGR WM\EIM DPRR WQD 
QMDLEEVGHELIAGSIWKRHR 
KGLPIYLSSP 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


11038 


41406 


A 


11100 




217 


RQGLTLSFRLECPGVISAHCSLN 
LPGSSKPPASAPQVAGTTGVYH 
HAS*FFIFFVEMGFHHVAQPGL 
CNFVF 


11039 


41407 


A 


11101 


2 


442 


LDVQIQEAQRTPGKF1AKRYSP 
RHFVIRLSKLKTKERILRAVRQ 
KHQVTYKGKPIRLAADFSTETL 
QARRDRGPIFSLLKQNNYQPRI 
LYPEKLSIIYEGKIQSFSDKQML 
REFAIRKPPLQELLKGSLNLETN 
PGNT* K.QNFFKA 


11040 


41408 


A 


11102 


2 


545 


EPRPGEKTAHVYGPDCLCGSCV 
QLSFSGAFFSTRWVSYEQANCK 
GEQFVFEKGEYAHWDWWTSS 
QRT/DLSSLRPIKVDSQEHK11LY 
ENPNFTGKKMEI1DDDWPSFHA 
\HGYQEKVSSVWLRSGTWVGY 
*YPGYRGLQYLLEKGDYKDSS 
DFGARHPQVQSVRC1HDMQGH 
QCGAFHPSK 


11041 


41409 


A 


11103 


2 


389 


EIIDDDVPSFHAHGYQEKVSSV 
WVRSGM*VHCQPWLTLPQELR 
LWGPRSGETLALTSAPVSKTCD 
FG A RHPQ VQS V RC 1 H DMQG HQ 
CGAFHPLGTQEEEEAGQKEQM 
EQVPFWLARGDICELSGKKSV 


11042 


41410 


A 


11104 


1 


446 


MEEEELEFVEELEAVLQLTPEV 
QLA1EQVFPSQDPLDRADFNAV 
EYINTLFPTEQLPMPSAHGGVSS 
CGNAGGPVSFATRENARCGIW 
GSGGVCDGVFGA/GAAGWGGV 
*GGGALGWMLSGRR1VLRSAIF 
TSPVSRAGSPERGWSCDC 


11043 


41411 


A 


11105 


1 


210 


SSDGRHLAFDQGSPG*VLGHVG 
KQRAVDVQPSVAVRVRQPLLL 
LST1MGSGLLGWEQGIDILNS1EI 
CSI 


1 1044 


41412 


A 


11106 


2 


287 


AAESPGRSTRTDGAGLTRSLPR 
GSRCAGAWVAAGGLSWARGG 
GRQEAGWRNDG*GGTGARGG 
AGSRAAAHARGAAGHRASVSK 
PGPSRSSRFQCC 


1 1045 


41413 


A 


11107 


150 


389 


GEEI A WLG AA RPG KPTPSRIPL* 
PSLFPWRPHKFPERSVFAGSQP 
ASQSPPLRPPPPSHPEGSCLGSR 
LPPPGYLLPLR 


1 1046 


41414 


C 


11108 


43 


213 




11047 


41415 


A 


11109 




246 


SSFPAPAREGALAPCRCLAGISV 
TLQGNP*GRCHHHHHHHHHHH 
HRC YDSQESGKLPRPG PKA ELE 
GPPAWLLVGPGAHP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1 1048 


41416 


A 


11113 


1 


726 




1 1049 


41417 


A 


11114 


2 


251 


LSCGRSLHQGSVTSCKTrNALT 
LTVDTWRGCAW*GCACTFHCR 
SATNM1RAYVYFSTISVLSLQEI 
RLSLRAILADLRLSICF 


11050 


41418 


A 


11115 


1 


1041 




11051 


41419 


A 


11116 


1 


398 


MGPNSTLENLLKGATSVFYNR 
DQEEAQKKERKLRGRTKALAA 
ALQ/SWQSPGAPRCIH*LLSVW 
QARVF*RGMPRQQDEATSTLSI 
QWQKPVETELSPDMEVTGFRA 
SLTDERVHLPEVLPQEYTEQRR 
QGHL 


11052 


41420 


A 


11117 


5 


137 




1 1053 


41421 


A 


11118 


5 


272 




11054 


41422 


A 


11119 


2 


21 1 


WNQPRCPSTVNW1MKIWYIYT 
MEHYAA1KRNMIMSFAATWME 
LEAIFLSKMPQ*QKNKYCVFLH 
ACLES 


11055 


41423 


B 


11120 


1 


1560 




1 1056 


41424 


A 


11121 


1 


588 




11057 


41425 


A 


11122 


80 


574 


EPAAQGNVLVDLLC*MKNRNR 

WLPNELSQVLHVTQSQFSKTG 

MSAKHTAFAMRMSPAQMTDIV 

VGLSTGQSPFMVLMQQGGHSA 

MQETRIASLPVTAIPAGMKIPCV 

TAGSACMVGPSVRVNEWFSAY 

GMAGMAYSRVSTFVRGLSPRY 

LTTREAPGCGSSAGH 


11058 


41426 


A 


11123 


48 


131 




11059 


41427 


A 


11124 


1 


1195 




11060 


41428 


A 


11125 


2 


1028 




11061 


41429 


A 


11126 


1 


1008 


N MMEQVLDIPSL* VISKDNAN V 

TIDAVCFIQVIDAPRAAYEVSNL 

ELAI1NLTMTNIRTVLGSMELDE 

MLSQRDSINSRLLRIVDEATNPL 

ALKIAARMIEDGELDKR1AQRY 

SGWNSELGQQILKGQMSLADL 

AKYAQEHHLSPVHHQVAEWM 

RARNGQLFRLRSNHLTLLVEQN 

NFYARGAKIYPDIHIDRSLKKCP 

SDLFAANARCGICQQSDERCLR 

YQPRRERGLYRJDITYPGKSYTT 

TALPSRFVWFVTGKAQSTQAS 

ALSYIDSLLYHHLDL YGQRLG H 

LDDGTDSWNHVPTLNGQCTLV 

LIHEYVDTRGPEIKTILVISWWN 

1LVFH 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11062 


41430 


A 


11127 


3 


333 


DIGIGEENRKRWLRTGKCSFLP 
KEREWMDRLMSWGLVDTFRH 
ANPQTADRFSWFDYRSKGFDD 
NRGLRIDLLLASQPLAECCV*T 
G1DYEIRSMEKPSDHAPVWATF 
RR 


11063 


41431 


A 


11128 


2 


136 


YCKLACLQVDSRGSQVFALDV 
AARHR*QFAMPESDAVAMLKH 
LS 


11064 


41432 


A 


11129 


3 


431 


GVFGRVSEKQRPAAPAAGERPL 
PRPRPLPCGAAARTGPFAAQAA 
* RA AAAPRSERRRHHGAEEGH 
QRCIYRHAADRALGEAARRTG 
YALRPAGEPELAAAARRR*RAP 
DPGPRVPRHLGLLATRACPPGG 
AHCSPERGAISW 


11065 


41433 


A 


11130 


64 


2436 


RRQGLEGWWA1GLEGLTGKAL 

AWLFTVPGVRGLQWSPRFFLTR 

LRTLLCKVLGVLFSVAGGKK.G 

PTC 1LQ1LKGQRRQE A*CISG WA 

ERVWASGQA*WEVWLHWAKS 

RNWFLFWKQHVHALRVRLDTT 

LFSLEEGSSFWNQGLTWKVVR 

RTFSF.S1NHTPRITLGVPYSVHSF 

QLPGLLNFGEFKVCFVLSPR1FN 

LTHENFLSSEGPEIGGLLGATFN 

CLNKRLAKYRMRNVHPKPKLV 

RYLHSRLPPEPAAAP*AWCGPR 

HLSCRQMSSSSQ1 GN DSFQLQV 

TPVHLLPLSHTTRKNPEMYDLP 

LLFFNPQESAILQLFHQDGECLH 

CSPIVGDWCHLGHSQACPSFSV 

PSGLFVPSLLCGAAFGRLVANV 

LKRYS VC V R VC AH VH VC ARVR 

VYACVWVRMTISLTVILIESTN 

EITYGLPIMVTLMVSTLPPGPCQ 

AQGHVRPTGPIFRSLLEWETEV 

EMDK*GHDFAHVLVSEC1SSEA 

*GMLLFCGGPDRSLFSTFRAVW 

SLSRLLDSVIAAGKQ*A*RT*SV 

GYSLLCPDLKGDPSAVSILRTT 

VHHAFPVVTENRGNEKEFMKG 

NQLISNNIKFKVKKTA*EERQV 

H1ASEEPAEKEDLLQQMLERR* 
EPGGAPTARRATQRWGEPLAQ 
MFPLTFHGLILRSQLVTLLVRG 
VCYSESQSVSLSEAE1SQARPDE 


11066 


41434 


A 


11133 


3 


80 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


11067 


41435 


A 


11134 


2 


958 


LKCELS\DQGLAPAIQTVRLTHE 
SLTALEIPNALLQTIQDLILDLR 
VRCVMATLQHTAEEIKRLAEK 
EDW1VDNEGLTSLPCQFEQCIV 
CSLQSLKGVLECKPGEASVFQQ 
PKTQEEVCQLSINITQVF1YCLE 
QLSTKPDADIDTTHLSGDVSSP 
DLFGS1IIEDFSLTSEQRLLIVLS 
NCCYLERHTFLNIAEHFEKHNF 
QGIE*ITQVSMASLKELDQRLFE 
NYIELKADPIVGSLEP*IYAGYF 
DCKDCLPPTGVRNYLKEALVNI 
IAVHAEVFTISK.ELVPRVLSKGI 
EAVSERAQSTDAVCF1LQQKWS 


11068 


41436 


A 


11135 


52 


1053 


MDEEERVYRACYILCISLLSSPG 

NPGLHSPMLDLDNDTRPSVLG 

HLSLFLIQKYNHSILFFSPLAWR 

YKTPHRVAFVEKLTKLVLSQLP 

YF*IISNMFYFVFLIFKTAEKSNP 

INH1*TRLCLFLVF*KMIQEVMH 

SLVKLTRGALLPLSIRDGEAKQ 

YGGWEVALRSHSAHFCLDVFV 

RRLTHESLTALEIPNDLLQTIQD 

L1FRPGSQL*PVSRIFIFSAGTFRF 

K.NHLHDFTGFHTCLTGAPRGPV 

GGCASDDGQAAADTSQWLS*I* 

VLYL*LFLLASMFSLSVDVFSL 

AP*R*FSKHLFCF*EQRLL1VLSN 

CCYLERHTFLNISHGSP 


11069 


41437 


A 


11136 


50 


426 




11070 


41438 


A 


11137 


2 


949 


QQVWKQNCFKHYSNETDNSTT 
QLVG VQTLQV V VPSLILCEHCM 
NFSSPHVWCCMVQAVPGGQGQ 
TIMQVPVSGTQGLQQVSNPKY 
*AVYQRRGFKE*IITTGQTQQ1II 
QQPQTA VTAGQTQV1 PLALSHR 
SKTDLEESDN* VRYQPVN ADGT 
1LQQGKCTHKLP*DFLGQLFCPL 
DN*HTTSSGQGTVTVTLPVAGN 
VVNSGGMVMVRKCIFQLCL*N 
FLEHAT*CLLKEEPLYVNAKQY 

RRVCITLGRI* ERRI AG FYF*NY 
LFSPKEKDSPHMQVGRHIHFILL 
FITLY 


11071 


41439 


B 


11138 


26 


80 
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SEQ ID 

NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11072 


41440 


A 


1 1 139 


203 


797 


HRHIARHLFPRTTPTP*LSWQGS 

TPRWKGVRAVVTQPRKERRA 

ESEQFQATK.PRSQL* LQPPTPSL 

VSSCQLKTTAASRPLT*PSKSVY 

PSAPFHPWLPC/SKPERSVSPES 

NDSISEELNHFKPIVCSPCTPPK 

RLPDGRVLSPLIIKSTP/PQPK.QK 

PAEADFL*GQSTDPQKVGTDLS 

GAADQKDPFKSHSYLSGS 


11073 


41441 


A 


11140 


33 


379 


EATSNFKQPPSLPFWCLKSRTSL 
KPRQSKVCSSSFPVI*GKTGNEL 
ALQIP*FKSSCGPRFPD***PAGR 
/SAPSLGPPPSQSCAHQ*EHWVQ 
VCIKHGITNAEPPAEHLK.VLVR 
E 


11074 


41442 


A 


11141 


248 


622 


SESSGRFWLCGLGPGTSPLLSL 

KFPHLLPASRGRSPPSPRPRVPR 

GKATQVVWAWGYRCVDEDPA 

RCLGTPGRTD/PHCGQGLLCPL 

GKSCSTSQPLSQGDGRGTSWDR 

SHACSPGGHPHRC1GCM 


11075 


41443 


C 


11142 




1311 




1 1076 


41444 


A 


11143 


452 


1286 




11077 


41445 


A 


1 1 144 


2 


299 


GLPLAHGLLGRFGMDRIYEGQ 
VEMTGD*CDVES1DGQPGAFTC 
YLDVGLARTITGNKVFGALKG 
AVDKGCSVPHSTR*FPACDSAE 
FALG1PYFVQPNI 


11078 


41446 


B 


1 1 145 


49 


832 




1 1079 


41447 


A 


11146 


1 


1074 




11080 


41448 


A 


11147 


1 


360 




1 1081 


41449 


A 


1 1 148 


1 


1 155 




11082 


41450 


A 


11149 


75 


266 




11083 


41451 


A 


11150 


2 


222 




11084 


41452 


A 


11151 




549 




11085 


41453 


C 


11152 


453 


665 




11086 


41454 


A 


11153 


1 


1962 




1 1087 


41455 


A 


1 1 154 


1 


295 


ASTAGVSYYVAQAGLKLLGLS 
LSKCRDYRCEPPCPE*MSLYKV 
MAMARKAMSL\YIYFFLDEFM 
YFAGTWMKLETULSK.LSQGQK 
TKHRMFSLVGGN 


11088 


41456 


A 


11155 




363 




11089 


41457 


B 


11 156 




375 




11090 


41458 


A 


1 1 157 




197 




1 1091 


41459 


C 


11158 




270 




1 1092 


41460 


C 


1 1 159 








11093 


41461 


C 


11160 




268 




11094 


41462 


C 


11161 




301 




11095 


41463 


A 


11162 




289 




11096 


41464 


B 


11163 


19 


240 
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NO: 


SEQ ID NO: 
or peptide 
sequence 


had 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11097 


41465 


A 


11164 


2 


253 




11098 


41466 


B 


11165 


1 


978 




11099 


41467 


B 


11166 


1 


316 




11100 


41468 


A 


11167 


191 


319 




11 101 


41469 


A 


11168 


608 


763 




11102 


41470 


A 


11169 


274 


437 




11103 


41471 


A 


11170 


1 


417 




11104 


41472 


C 


11171 


1 


792 




11105 


41473 


A 


11172 




449 


IYLTKELKDLYKEKCKTLLKEIT 

DDTNKWKHIPSSWMGRINIVK 

MTTLPKAIYKFNAIPFRIPPSFFT 

ALEDTILKFIWNQKR/CPHSQCK 

IKQKEQ1WRHHTT*FQAIL*GHS 

HQMS/1GTWMK.LEN11LSKLLQG 

QKTKHCM FS LI GGN 


11106 


41474 


A 


11173 


1 


441 




11107 


41475 


B 


1 1 174 


1 


597 




11108 


41476 


A 


11175 


5 


265 




11109 


41477 


A 


11176 




280 


SIYPNTCTRMFIVALLTIAKTWN 
QA1CPTMIDWIKKMWHIYSME 
YYAA1KNDEFMSFVGTWMKLE 
TI1FSKLSQGQK\TKHRMFSL1GG 
ELEQ 


11110 


41478 


A 


11177 


590 


747 


KAYQPEKAQDQVDSQPNSTRG 
TWMKLETI I LSKLTQEQKYTKHC 
IFSL1SGS 


11111 


41479 


A 


11178 


3 


274 


FYYKDTCTHMFIVALFTIAKTW 
NQPKCPS VID W/IMKNM WH I YT 
MEYYAAIKNDEFMSFSGTWMK 
LETIILSKLTQE\QKTKHCMFSLI 
SGS 


11112 


41480 


A 


11179 


1940 


2061 




11113 


41481 


A 


11180 


493 


743 


KATRSVNC/WWDHL*RPFWGS 
PH 


11114 


41482 


B 


11181 


1 


1248 




11115 


41483 


B 


11182 


50 


8445 




11116 


41484 


A 


11183 


40 


125 




11117 


41485 


B 


11184 


1 


1896 




11118 


41486 


A 


11185 


1 


624 




11119 


41487 


A 


1 1 186 




357 




11120 


41488 


A 


11187 




304 




11121 


41489 


A 


11188 


681 


834 




11122 


41490 


A 


11189 


3 


2128 




11123 


41491 


A 


11190 


175 


402 





1497 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11124 


41492 


A 


11191 


46 


790 


NPGAVKMPAYHSSIMDPDTKLI 
GNM/AHLLPIRSQFKGPAPRJET\ 
KDTADIVDEA1FLPSGPNVFF\KN 
YEIKNE\ADRTL1Y1TLYISECLK 
KLQK\CQFPKAQGGG KEMFYA 
GESTNFSHFLGEPGF\PTLTAILC 
PN P ANK\QEDE\ VMRALFTNQP 
KGKRLGLRLCEKSFSDP\QNG*T 
P AK WVDL A F V KRQ FMVTN K SL S 
GPWTVEGSPGQPTVSRGPGAAF 
FQQDVTQSFCLYLVKFYRDERR 
ACLYLKNS 


11125 


41493 


A 


11192 




828 




11126 


41494 


A 


11193 


1 


525 




11127 


41495 


A 


11194 


43 


1826 


THVRLAGARASPRAPRLRPRKP 

RPQGLPCLPGLRRARLEGGARG 

RADEMFLLPLPAAGRVVVRRL 

AVVRSGSRSLSTADMTKGLVL 

GIYSKEKEDDVP\QFTSAGENFD 

KSLAGKLRETLNISGPPLKAGK 

TRTFYG LH QDFPSV V L VG LGK 

KAAGIDEQENWHEGKENIRAA 

VAAGCRQIQDLELSSVEVDPCG 

DAQAAAEGAVLGLYEYDDLK 

QKKXMAVSAKLYGSGDQEAW 

QKGVLFASGQNLARQLMETPA 

NEMTPTRF AEIIEKNLKSASSKT 

EVHIRPKSWIEEQAMGSFLSVA 

KGSDEPPVFLEIHYKGSPNANE 

PPLVFVGKGITFDSGGISIKASA 

NMDLMRADMGGAATICSAIVS 

AAKLNLPINUGLAPLCENMPSG 

KANKPGDVVRAKNGKTIQVDN 

TDAXEGRLILADALCYAHTFNP 

KV1LNAATLTGAMDVALGSGA 

TGVFTNSSWLWNKLFEASIETG 

DRVWRMPLFEHYTRQVVDCQL 

ADWNNIGKYRSAGACTAAAFL 

KEFVTHPKWAHLDIAGVMTNK 

DEVPQSTGKA*LGRPTRTL1\EF 

L\LRFSQDNCLVQILKNVFHSVL 

NWTVELKKVFE 


11128 


41496 


A 


11195 


1 


273 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


11129 


41497 


A 


11196 


2996 


8256 


LPTRRSWAVFFKGGESGAHTLR 














RKARKKRKKQVKGGSPKKGEE 














AK.K.VEAPRLPK.LAAPGGGAGA 














KGGAGGTSDMRLWSWVLHLG 














LLSAALGCGLAERPRRARRDPR 














AGRPPRPAAGPATCATRGPRPP 














RLAAAAAAAGRAWEAVRVPR 














RRQQREARGATEEPSPPSRALY 














FSGRGEQLRVLRADLELPRDAF 














TLQVWLRAEGGQRSPAVITGL 














YDKCSYISRDRGWVVGIHTISD 














QDN K.DPRYFFSLK.TDRARQV 


11130 


41498 


A 


11197 


75 


266 




11131 


41499 


B 


11198 


1 


363 




11132 


41500 


A 


11199 


1 


649 


PRIRHEV1EEVIRMMLEIINSCLT 














NSLHHNPNLVYALLYKRDLFE 














QVFRTHPSFQDIMQNIDLVISFFS 














SRLLQAGAELSVERVLEII\SQG\ 














ALRCPKDRLKEISQKLKFKYVE 














EEQPRGVF*SPYVWSLVLQLQQ 














S A L Y WEFHRTFQLFHPWDSRLR 














GRDASSPPGTPSSQGRPFQSSFIS 














GVTEVGQTGYLVYLLLKEDCT 














SVFSSHTLIWR1GC 


11133 


41501 


A 


11200 


108 


210 




1 1 134 


41502 


A 


1 1201 


53 


259 




11135 


41503 


A 


11202 


1 


2679 




11136 


41504 


A 


11203 


1 


675 




11137 


41505 


A 


11204 


834 


1077 


KGL WTVPPSFG DTVSG PPVPTG 














G S AG HTVPPPPR* CRRQPPPS PP 














W RRLFLPQLRSRSSQPPAG PA R 














HLPPPAARPECFCA 


11138 


41506 


A 


11205 


1 


681 




11139 


41507 


A 


11206 


1777 


1940 


VPILPQPLLLHP11LLS*VPILPQP/ 














PAPPPYNPFITSPPHTWSGLQFH 














SVTSPPPPAQQFTLKRVAEAKG1 














VK. 


11140 


41508 


A 


11207 


3 


547 




11141 


41509 


A 


11208 


1 


578 




11142 


41510 


A 


11209 


194 


379 




1 1 143 


41511 


A 


11210 


1 


927 




11144 


41512 


B 


1121 1 


1 


916 




1 1 145 


41513 


A 


11212 


1 


441 


RRKLQKQALGPEQNLETLLNL 














ATSVFYNRDQEEQVQKEKRDQ 














RKAAALVMALRQTNLGGSERT 














EH E AGQSPGKACYQCGLLGHF 














KKDCPMRNKLPPR/RVSTMLRQ 














SLEGALPQRMKVPWVRSPQPD 














DPTTGLRVPGASASSCHHPH 


11146 


41514 


A 


11213 


164 


359 




11147 


41515 


C 


11214 


157 


189 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11148 


41516 


A 


11215 


13 


399 


VEAFPTGSEKATAV1SSLLSD11P 
QSRLPTS1PSDNRRAF1SQISQAV 
FQALS1P*NLYIPYGPPSSRKH/T 
LTKLSHQLK.KDWTILLPLSLLRI 
QACPRNATGYSPFKVLYRHSFL 
LRPSL1 PDTRPT 


1 1149 


41517 


A 


11216 


2 


152 


WYGEIMGDVSQGCFER* WAMF 
LRAASSGIRGGVGT*SGRH*AE 
GRFYGDFRGNRAASVFSR 


11150 


41518 


A 


11217 


1 


1143 




11151 


41519 


A 


11218 


28 


453 




11152 


41520 


A 


11219 


275 


1128 


D1STPSLATDHMPITIPLNLIT/TY 
PTQRQYP1PPHALKGLKPVITDL 
LQHRLLK.PINSPYNSPILPVQKP 
DKSYRLVQDLRLTNQ1VLPIHP 
VVPNLYTLLSSIPSSTTHYSVLH 
LKDAFFT1PLHPSSQPLFAVTWT 
DPDTQQSQQLTWAVLPQGFRD 
SPHYFSQALSHDLLSFHPSASHL 
IQY1DDLLLCSPSFESSQQDTLL 
LLQHLFSKGYQSDDRPAFTSQI 
TQAVSQALGIQWNLHIPYIIPQS 
SGKVEWTNGLLKLLLLLLTANI 
DDTSYLQIPHKGLQ 


11153 


41521 


A 


11220 


1 


606 




11154 


41522 


A 


11221 


713 


835 


LSQWRSDNGPAF1SQ1TQAVSQ 
APGIQ*NLY1PYHPQSSGK 


11155 


41523 


A 


11222 


1 


1133 


AEALPVQFYFHLSD1RGMLLHE 

PDLQKGIKAVSQEDPQWSYQA 

DSPG I ARRDYM VSRL VEGLKK 

AAYKAVNYDKLKKTTQVTIVP 

GPDFNLASH1IPDTTPDPHDCYL 

SDTPGIHS1SH1SFFAIPHPDHTW 

FIDGSSTTPNRHTPAKAGYAIVP 

STSI1EAAALPPSATSRQAKLIAL 

TRTLTLAKELCVNIYTDSKYAF 

HILHHHAVIWAERGFLTKQGW 

SNINASLIKTLLKATLLPKEAGV 

IHCKGHQKASDPIAQGNTYAD 

K1AKEAASGPTSVPHGQFFSFSL 

VTPTYSPTKTSTYPSLLTQGKW 

FLDQGKYLLPASKAHSILPSFH 

NLFHVGYKPLAHLLEYLISFLS 

WKSILKEITSQ*SICYSTTPQG 


1 1 156 


41524 


B 


11223 


1 


1156 




11157 


41525 


A 


11224 


1 


4991 




1 1 158 


41526 












11159 


41527 


A 


11226 


203 


1772 




11160 


41528 


A 


11227 


1 


1669 




11161 


41529 


A 


11228 


1473 


1604 




11162 


41530 


A 


11229 


82 


159 
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SEQ ID NO: 


Met 


SEQ Il> NO: 




Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






11 163 


41531 


A 


1 1230 


1 


1323 




11164 


41532 


A 


1 1231 


377 


631 


LLKGKLTNRKDIHTKTPSVRHH 














HRRPKPGRDTTKKI1LNQYPW* 














TSMQK.SSIKYWQTESSSTSKSLS 














TM1KLASSLGCKNWKK.L 


11165 


41533 


C 


11232 


1 


1677 




11166 


41534 


A 


11233 


753 


966 


FVFLWSLMMVTYRWGFGVDV 














LSVC*FSFQQS\EPQLQVCWSLL 














EVHS*PCLPGYQQRRNSCWPRG 














SCDVVIT 


1 1 167 


41535 


A 


1 1234 


1253 


1459 


LSDSPKLK*RKKC*GQPERKVG 














LPTKGSPSD*QQISWQKLCKPE 














ESGGQYSTFLKKRIFNPEFHIQQ 


11168 


41536 


B 


11235 


1 


924 




11169 


41537 


A 


11236 


299 


436 




11170 


41538 


A 


1 1237 


259 


536 


FQKEWYQLLLVPLV/EI WL* 1 HL 














VLDFF*LVNY*LLPQFQSMLLV 














SSEIQLLPGLVLGEC1V1CQGIYPF 














LLDFLWSLMMVTYRWGFGVD 














VLCVC 


11171 


41539 


D 


1 1238 


79 


1587 




1 1 172 


41540 


A 


1 1239 


1608 


1763 




11173 


41541 


A 


1 1240 


1 


2001 




1 1 174 


41542 


B 


1 1241 


1 


741 




11175 


41543 


B 


1 1242 


1 


1368 




1 1 176 


41544 


C 


1 1243 


1 


3924 




1 1 177 


41545 


A 


1 1244 


470 


619 


KVTRGWGSPHQDAG*SPCQSH 














QDQTP*GILK.EHQEKARRK*RQ 














LCVLQL 


11178 


41546 


B 


1 1245 


1 


3546 




11179 


41547 


A 


1 1246 


363 


476 




11180 


41548 


A 


1 1247 


1 


759 




11181 


41549 


C 


1 1248 


376 


986 




11182 


41550 


A 


1 1249 


556 


821 


M S I RST WRRA EFNSWVSFLTFR 














LVDLSLVFDDGDVQVGFWCGC 














PSCLLVFLL/ISQDPQLQVCWSL 














QEVHSRPCSPGYQQQRLQYSEY 


11183 


41551 


A 


1 1250 


119 


340 




11184 


41552 


B 


11251 


1 


942 




11185 


41553 


A 


1 1252 


436 


732 


LHIWPFLLPCKAQNQVHCSKFC 














PLGRFPFMAVLQGCPRKGL*CC 














SCPLLGGIWISCRIICAFRTYLRP 














IMYIPLPFADGMLLCTAHSMAR 














PFP.VPQT VV 


11186 


41554 


C 


11253 


1 


1878 




11187 


41555 


A 


11254 


720 


1535 


ILPEVQGGAGTI*LSLFLIE*PLF 














LSPA*LPWPELPTLC*IGVVRDG 














TPVLCQFSKGMLPVFAHSV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


huJ 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 ! 188 


41556 


A 


11255 


2 


1059 


WLLAASPLWLCRIRP/LILAAFM 

GWQSRSALGTQSQESGKGSPD 

QVLVPQDCGPWLGSVELVSVP 

GSQAGEEPILSENKGRVTQMKI 

PEERSGSNICCSA1FAVLQPPLLI 

PRQTRSGVDLQQNPTDLQLRVL 

TVRRKTNKEKGHPHQNPTCTSP 

ASKTKGALRFIKQVLRDLERAL 

DSHTTMGDFNTPLSTLDRSTRQ 

KVNKDIQELNSALHQVDLIDIY 

RTLHPKSTEYTVFSAPHHTYSKI 

DHTVGSKALLSKCKRIEILTNCL 

SDHSAIKLELRIKJCLTQNHSTTL 

KLNNLLLNDYWVHKETKAEIK 

MVFEIDENKDTIYQNLWDTFK 

AVCRGKFIALKAHKRKQERVT 


11189 


41557 


A 


11256 


82 


159 




11190 


41558 


A 


11257 


820 


1358 


HTDGFLVWMPFLFVSFPSNSQD 

RQLQVCWRLLEVHSRPCFPGY 

QQRWLQNNRY/SVNRKCCCLIV 

PLEVLSQRSTHQHVGEWLCLL 

GRKFPAGMEACTAMLCSSSVL 

EAATLSFSVQHRACTGGS*KPQ 

QGRVYPSEGREHNGAAAFGPF 

CSSECPASCPDPGTQPCAPGTY1 

PFFSCQT 


11191 


41559 


A 


11258 


2435 


3261 


QVRGYRCRFVTWVNCMSLRFG 
VQRIPSPSLTGTQPPVGAD*HLT 
RPGTPLR*NFQRNDQAVTFAVH 
\HIH\FVQPLLLIPMQTGSGVDLR 
QTPTDLQL RVLT VRRKTNKQK 
GHPHRNP1CMSPSSKTKARQAN 
1Q1QEIQRTPQRYSSRRATPRHII 
VRFTKVEMKEKKLRAA REKGR 
VTHKG KPIRLTVDL L AETLQA R 
REWGPIFNILKEKNFQPRISYPA 
KLNFISEEE1KSFTDKQMLRDFV 
TTRPALQELLKEALNM ERNNQ 
YQPLQNHAKL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oi'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11192 


41560 


A 


11260 


1439 


2544 


VSSTTKEKALSVPPRWCILQKK 

NPPNHQPVSLPEVFLPQILKFSG 

PPHWRRIEDEYKVMRLNIGDM 

KTKKKMLEKYEQLEIRHQQKS 

RT*KAVCCIT*LSRHIILLGQAPL 

VQQSM*QPESHHQVNPPETSYG 

IHQTPKLS*IGIK*RPW1M/MSEV 

KGYKVGNFFFAKAPNRAPPLL 

KPRQTGSGVDLQQTPADLQLR 

VLTVRRNTN KQKGHPHQNPICT 

SPSSKTKEVENLEKRLDKWLTR 

LTN VEKSLNDLMELKTM A REL 

HDEGTSFSSQFDQLEERVPVME 

DQMNEMKQEEKFREKRMKRN 

EQSLQEIRDYVKRPNLRLIGVPE 

SDGENGTKLENTLQDIIQENFPS 

LARQANIQIQE1QRMPQR 


1 1193 


41561 


A 


11261 


2772 


3111 


QSGPSAAGLLEFAGGPLQTLFA 

WVSAAEVGKCKGSGSSLS*PK 

KGVMDGTWK1GSLPPEYCAFPT 

G*KNGAP/LRLYPTPGSEGPTPT 

ESP*/FASTA VGDQTA RQQRGW 

GRGARH 


11194 


41562 


A 


11262 


248 


597 


DRCPAAWDRHPAG1QSSRREPS 
KATWTLRSKLSVQDGRRDSSL 
RLNCKVAARLGAGHPPMLRLG 
LRC*YPGKQGLEWTSSKLQQTC 
H*GS*LLKGKLTNRKD1HSKTPS 
VRHYHQR 


1 1195 


41563 


B 


11263 


1 


2250 




11196 


41564 


A 


11264 


1298 


1681 


GVSVPLLWGASQLGYLGVMDP 

LAEAVCPFSDLQLHSGRTSTVF 

KAALGQSGAHCPERCVSAQS* 

AD*RALREHKQ*FGSTLCGPVM 

VVAMELGSSTMVELVSSPANS 

VKVFLFLHIFSSTCCFLTFS 


1 1 197 


41565 


A 


11265 


1272 


1497 


SGLLPIKVAFTKPQFLFILLRJWL 
*RGYVFCSWKVTTPREQPQC1T 
DGYQIFIFMQKTLSCLSILGKRT 
MSLMQ 


11198 


41566 


A 


11266 


1 


1071 




11199 


41567 


A 


11267 


788 


1286 




11200 


41568 


A 


11268 


3 


455 




11201 


41569 


A 


11269 


1 


711 




1 1202 












GGGENFSYPWYLLVGCGWFSS 
SPIVPDVPPFSLLLPAQKK.K.PAP 
PK\PEPKPKKAPAKKGEKVPKG 
KKGKADAGKEGNNPAENGDA 
KTAQAQKAEGAGDAK 



1503 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11203 


41571 


A 


11271 


914 


1261 


takpktnwccraptsrlastfa 
tmpfkkaecvgdahpatvk.de 

PQRISARLS\AKPAPPKPEPKPK 
KAPAKKGEKVPKGKKGKADVA 
GKEGYNNPAEN\GDAKTDQAQK 
A\EGA\GDAK 


11204 


41572 


A 


1 1272 


3 


359 




1 1205 


41573 


A 


11273 


440 


642 


WKAEREEIEPR/PKKAPAKKGE 
KVPKGKKGKAEAGQDGDNPTE 
NGDAKTDQGQKAEGAGDAKR 
TVSHQN 


11206 


41574 


A 


11274 


499 


723 




11207 


41575 


A 


11275 


147 


459 


STYVPLPSPPSSMPKRKAEGHA 
MGDKAKVKDEPQRRFARLS\A 
KPAPPKPEPKPKXAPAKKGEKV 
PKGKKGKAD\AGKEGE*PLQKN 
GDAKTDQAQKA\EGA\GDAK 


11208 


41576 


B 


11276 


179 


400 




11209 


41577 


A 


11277 


24 


601 




11210 


41578 


A 


11278 


266 


441 




11211 


41579 


A 


11279 


17 


570 


HQPKKDLTGFVKWPRY1RLQR 
QRA1LYKRLKVHLAINQFTQAL 
ARQTATQLLKLAHKYRPETKQ 
EKKQRLLARAEKKAAGKGDVP 
TKRPPVLRAGVNTVTTLVENK 
KAQLVVIAHDVGPIELVVFLPA 
LCRKMGVPYCQ\1KGKARLG\R 
LVHRK\TCTTCRFTQYVNS\EDK 
GALAKVLVEAIRTNYNDRYDEI 
R\RHWGGNVLGPKSVARJAKL\ 
EKAKA K E L A H * TGG S YQDQLQ 


11212 


41580 


A 


11280 


175 


289 


RPCVKESGKPHLKSSTMWTTL 
KLL RI * PRRTTC S PRLS 


11213 


41581 


A 


1 1281 


205 


361 




1 1214 


41582 


A 


1 1282 


144 


396 


CLEVLHKILFFEMESHSVTQAG 
VQWRDLGSLQPLPPG\SSNSPTS 
ASQVAGIRSMRQKGRANFFVFL 
VEMGFHHVGQADLELLTL 


11215 


41583 


A 


11283 


241 


550 


















11217 


41585 


A 


11285 


2 


447 


PPLSRLLCPRHPHSGWPEGYSPE 
HLRCGLRSGTLRSRQALHCQVS 
SNP*PPSLWF*GCGNVL*ELCLF 
VLPVSVNLYQVLLSEIWEFHRT 



1504 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11218 


41586 


A 


11286 


1 


2172 


PAGRCRTAWAVAAQQLMLSA 

ALRTLK.HVLYYSRQCLMVSRN 

LGSVGYDPNEKTFDKILVANRG 

EIACRVIRTCKKMGIKTVA1HSD 

VDASSVHVKMADEAVCVGPAP 

TSKSYLNMDAIMEAIKKTRAQ 

AVHPGYGFLSENKEFARCLAAE 

DVVF1GPDTHA1QAMGDKIESK 

LLAKKAE VNTI PGFDG V VKDA 

EEAVRIARE1GYPVMIKASAGG 

GGKGMRIAWDDEETRDGFRLS 

SQEAASSFGDDRLLIEKFIDNPR 

H I EIQ VLGDKHGNAL WLNEREC 

SIQRRNQKVVEEAPSIFLDAETR 

RAMGEQAVALARAVKYSSAGT 

VEFLVDSKKNFYFLEMNTRLQ 

VEHPVTECITGLDLVQEMIRVA 

KGYPLRHKQADIR1NGWAVEC 

RVYAEDPYKSFGLPSIGRLSQY 

QEPLHLPGVRVDSGIQPGSDISI 

Y Y D PM 1 SKLIT YG SDRTE ALKR 

MADALDNYVIRGVTHNIALLR 

EVIIN\SRFGKRNLNT*FL\SKGF 

PEAFKGHLLTKS\EKTQFLAIAS\ 

SLFV\AFQLRAQHFQENSRMPVI 

KPDI AN WELS V KLHDKVHTV V 

ASNNGSVFSVEVDGSKLNVTST 

WXNLVASPLLSVSVDEHSEGLFQ 

r*i coca r^r^xiA^ctr^ci r^T\/vi/\/ 
ULoKtAOOJNivl&ll^r LU 1 V T rvv 

Mil TPI A API Mk'FX/II ElfVTRnT 

aSVLKorJvlruV V VAVSVlvruU 

AVAEGQE1CV1EAMKMQNSMT 


11219 


41587 


A 


11287 


62 


2600 


















11221 


41589 


R 


11289 


94 


1440 




11222 


41590 


A 


11290 


57 


237 


FLHAENKAHRPGISLCGLRAQP 
RQPASRHAW*SMRSEQRPWLT 
ASGRSSGQTRSSRSLG 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hull 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11223 


41591 


A 


11291 




1968 


EFDYSEDKSSWDNQQENPPPTK 

KIGKKPVAKMPLRRPKMKKTP 

EKLDNTPASPPRSPAEPND1PIA 

KGTYTFDIDKWDDPNFNPFSST 

SKMQESPKLPQQSYNFDPDTCD 

ESVDPFKTSSKTPSSPSKSPASFE 

IPASAMEANGVDGDGLNKPAK 

KKKTPLKTDTFRVKKSPKRSPL 

SDPPSQDPTPAATPETPPV IS A V 

VHATDEEKLAVTNQKWTCMT 

VDLEADKQDYPQPSDLSTFVNE 

TKFSSPTEELDYRNSYEIEYME 

KIGSSLPQDDDAPKKQALYLMF 

DTSQESPVKSSPVRMSESPTPCS 

GS\SFEETEALVNTAAKNQHPV 

PRGLAPNQESHLQVPEKSSQKE 

LEAMGLGTPSEA1E1TAPEGSFA 

SADALLSRLAHPVSLCG\ALDY 

LEPDLAEKNPPLFAQKLQREAV 

VHPTDVS1\SKTALYSRIRTTEVE 

KPAGLLFQQPDL\DSALQIARAE 

II\TKEREVSEWKDKYEESR\RE 

VMEMRKIVAEYEKTIAQMIEDE 

QREKSVSHQTVQQLVLEKEQA 

LADLNSVEKSLADLFRRYEKM 

KEVLEGFRKNEEVLKRCAQEY 

LSRVKKEEQRYQALKVHAEEK 

LDRANAEIAQVRGKAQQEQAA 

HQASLRKEQLRVDALERTLEQ 

KNKEIEELTKICDEL1AKMGKS 


11224 


41592 


A 


11292 


63 


2203 




11225 


41593 


A 


11293 


27 


586 




11226 


41594 


A 


11294 


89 


288 




11227 


41595 


A 


11295 




522 


HERFETTYFKKFP\GYYVTGDG 
CQRDQDGYYWITGRIDDMLNV 
SGHLLSTAEVESALVEH*RLLQ 
EAVWVGHPHPCEGVNASYCFV 
TLCDGHTFSPKLTEELKKAWM 
RKRLAPFATPDYIQNAPGLPKIA 
RSGKIMRRVLRKIYAQNDHDLG 
DMSTVADPSWISHLFSHRCLTI 


11228 


41596 


A 


11296 


2 


569 


















11230 


41598 


A 


11298 


1 


252 




11231 


41599 


A 


11299 


39 


174 


RHIYSSNEVH*KEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEIPLSSL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11232 


41600 


A 


11300 


16 


379 


1LDTSPMRWTQKNFSMILAQPE 
QQCKTLSQNKNKDRRIKKKEE 
KKKKKK.KKKKKKKK.KKKKKK 
KKKKK*EKEKEKEKEK.K.KEKE 
EEKKK/QEEEEEEEEEEEEEEEE 
EEEEEEEEEEERRRR 


11233 


41601 


A 


11301 


1 


249 




11234 


41602 


A 


11302 


1 


353 




1 1235 


41603 


A 


11303 


1 


847 




11236 


41604 


A 


1 1304 


3 


224 


QEKKRRKEKKKVKEEEEEEEEE 
EEEEEEEEEEEKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKGRKTDLAVDPV 


11237 


41605 


A 


11305 


1 


417 




11238 


41606 


A 


11306 




1314 




11239 


41607 


B 


11307 




133 




11240 


41608 


A 


11308 


45 


266 




11241 


41609 


A 


11309 


35 


313 


FLQMEDTYIVTKLLLLLRFAWL 
YLDLVFVLI*YRKKRRKKKRKK 
KEKEKEKEKKKKKKKKKKKK 
KKKKKKKKKKKRKKEMALQS 
CSLWYLYA 


11242 


41610 


C 


11310 


240 


391 




11243 


41611 


A 


11311 


1 


579 




1 1244 


41612 


A 


11312 


141 


410 


PEPILTMESKGMWQLFELTL/H 
NSKVNTLSKELHSEFSEVMNEI 
WASDQIRSAVLISSKPGCFIAGA 
D1NMLAACKDPSRSNTAITRKH 
RE 


11245 


41613 


A 


11313 


1 


358 


KWFTPMEFEIKG G Y A * SKN WR 
LSVRCGGWPLRRLMEEGSLPNP 
SRIYYRNKLRILKSQNNSSVDPC 
ivit?m7 nprpvronr.u/pi Trrr^T^x 

IVIKfN LUct^c V UrvULi W tLrt^CU 1 

CSRVFHDDCHIPPVESEKMKES 
AGSQQCCQES 


11246 


41614 


A 


11314 


1 


921 _j 




11247 


41615 


A 


11315 


108 


2765 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1248 


41616 


A 


11316 


98 


2418 


AKLMAQQGQQGQMASGDSNL 

NFRMVAEIQNVEGQNLQEQVC 

PEPIFRFFRENKVEIASA1TRPFP 

FLMGLRDRSFISEQMYEHFQEA 

FRNLVPVTRVMYCVLSELEKTF 

GWSHLEALFSR1NLMAYPDLNE 

IYRSFQNVCYEHSPLQMNNVN 

DLEDRPRLLPYGKQEN SN ACH E 

MDDIAVPQEALSSSARCEPGFS 

SESCEQLALPKAGGGDAEDAPS 

LLPVSCK.LAIQ1DEGESEEMPKL 

LPYDTEETFDLK.TPQVTNEGEP 

EKGLCLLPGEGEEGSDDCSEMC 

DGEERQEASSSLARRGSVSSEL 

ENHPMNEEGESEELASSLLYDN 

VPGAEQSAYENEKCSCVMCFS 

EEVPGSPEARTESDQACGTMDT 

VDIANNSTLGKPKRKRRKKRG 

HGWSRMRMRRQKNSQQNDNS 

KADGQVVSSEKKANVNLKDLS 

KIRGRKRGKPGTRFTQSDRAAQ 

KRVRSRASRKHK.DETVDFKAP 

LLPVTCGGVKGILHKKKLQQG1 

LVKCIQTEDGKWFTPTEFEIKG 

GHARSKNWRLSVRCGGWPLR 

WLMENG FLPDPPRJ R YRKKKRI 

LKSQNNSSVDPCMRNLDECEV 

CRDGGELFCCDTCSRVFHEDCH 

IPPVEA ERTPWNCIFCRMKESPG 

SQQCCQESEVLERQMCPEEQLK 

CEFLLLKVYCCSESSFFAKIPYY 

YYIREACQGLKEPMWLDKIKK 


11249 


41617 


A 


11317 


1 


1210 




11250 


41618 


A 


11318 


1 


743 


MRYKKEQPLFLPKYDLGADAA 
1LQPQEEDCGSTQVRGGHHRTK 
TEETGLLVTSLNQGIKPHDSVT 
KLLSPQRSSVLFLLLITSGVHTD 
SSKAVLESRRSLGYEASFLEYF 
QSF YKLFPVDRLYA WHCSDH R 
NTTVTAINTDRPGLLTLSLTVTI 
GQGSKKAPSGFSH1SPAPTVKQ 
QPILCDDRDFSPSSFPSTNTPSQF 
ATNEVLTTGPPPGAG/CCQYSTI 
TRKTGPNCQAGGCPGGARPAK 


1 1251 


41619 












11252 


41620 


A 


11320 


3 


122 




11253 


41621 


A 


11321 


1 


289 




11254 


41622 


A 


11322 


1 


399 




11255 


41623 


A 


11323 


3 


259 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*^Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1 1256 


41624 


A 


1 1324 


1 


369 


MPATWEAEARESHKREFRTHL/ 
VQHSETPSEKEEE\EEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEGEEEEEEEEEEEEEEEEEEE 
GEEEEEEEEEEEEEEDEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEGEEEEEEEEEEEEEEEEE 


11257 


41625 


B 


11325 


1 


441 




11258 


41626 


A 


11326 


1 


267 




11259 


41627 


B 


11327 




234 




11260 


41628 


A 


11328 


1 


383 


M V RPFL Y KK1 KEEEEEEEEEEEE 
EEEEGEEEEEEEEEEEEEEEEEE 
EGEEEEEEEEEEEEEEEEEEDKD 
DEEER/EKKEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEKKHSL*DPD 
LGEKENKGQRKRKLARGTSQP 
SLSPGGSDPLGA 


11261 


41629 


A 


11329 


305 


625 


VAPGDRHAFPLAPSGLSPELTLP 
QTQCCAQATVQGLEGTRSWSQ 
SGTSSLSPWSHTSLRRRRKEEG 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEE/1EEGEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEAKTQ 


1 1262 


41630 


A 


11330 


294 


501 


AFDKQPRGRGRVVKEEVLK.KK 
KKEEEKEEEGEEEEEEEEEEEEE 
E/EEDEEEEEEEEEEEEEEEEEEE 
EEEEEEEE 


11263 


41631 


C 


11331 


618 


966 




11264 


41632 


B 


11332 


1 


332 




11265 


41633 


A 


11333 


1 


705 




11266 


41634 


A 


11334 


1 


417 




11267 


41635 


A 


11335 


1 


639 




11268 


41636 


A 


11336 


2 


2347 


LMLVVIFNGTERIEDLRKPPSFD 
AILGGGLRVLFFQNEAHPPFAS 
WRNN EE ARTDRPSQQLRSLNG 
KWRLMRYFLLTHLCETLVKVK 
DAEDQLGARVGY1ELDLNSGKI 
LESFRPEERFPMMSTFKGLLCG 
AVLSRIDAGQEQLGRRIHYSQN 
DLGEYSPVTEKHLTDGMTVRE 
LCSAAITMSDNTAANLLLTTIG 
GPNELTAFLHNMGDHVTRLDR 
SEPELNEAIPNDERDTRCLGQW 
QQRSQTINWPTTTLAP 


11269 


41637 


A 


11337 


56 


243 


YSCLMFPQDGE* LEKEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11270 


41638 


A 


11338 




503 


MKHQHFALLVPEKFLIAQSTAS 
RVDRRQIWRDVSSERGEISQCL 
KVGTSLNSTDVSAVEAVRATV 
LGSGTLTPTVLRSNAGPYTRIST 
VPACLLGQEEEEEEEEEEEEEEE 
EEEEEEE\EEEEEEEK/EEEE/EEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEGEEEERRKS 


11271 


41639 


A 


11339 


1 


651 




11272 


41640 


A 


11340 


1 


2184 


MN1DANIPNKILENRIQQHIKKL 
IHHDQVGF1PGMQGWFNIRKSI 
NVIQHINRTKDKNCMIISIDAEK 
AFDK1 QQCFML ETLNKLG I GGT 
YLKIIRAIYDKPTANIILNGQKL 
EAFPLKTGTRQGCPLSPLLFNIV 
LEVLARA1RQEKEIKGVQLGKE 
EVKLSLFADDM1VYLENPIVSA 
QHLLKLISNFSK.VSGYKINVQK 
SQAFLYTNNRQTENQIMSELPF 
TIASKRIKYRGIQLTRDLKDLFK 
ENDKPLLKE1K.ED/DK.EMEEHS 
MLMGRKNQYRENSHAAQELE 
KNYFKVHMEPKKSPHYQVNPK 
PKEQSGRHHVT*LQTILQGYSN 
QNSMVLVPKQTYRSMEQNRSL 
RNNATYLQLSDL*QTQEKQAM 
GKGFPI**MVLGKLASHM*KPE 
TGSLPYTLYKNQFKVD*RLKR* 
T*NHKNQRRKPRHYHSGHRHG 
QGLHV*NTKINGNKNQN*QMG 
SN* TKELLH SKRN YRQSDQATY 
KMGENFHNLLIRQRANIQNVQ* 
TQTNLQEKNKQPHQKVGEGHE 
QTLLKRRHLCSQKTHEK\NSPSL 
AI REMQ1KTTMRYHLTPVRMAI 
IKKSGNSRKHIQKKEEEEEEEEA 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEKCSLKHTEAPCVKGIETIFW 
NKFSLCD1TKSYLSGVQKLEER 
AHKVKLALKFKKEIKMALHGG 
















11274 


41642 


A 


11342 


2 


259 


GSTISCARCAELRGSASRFRPLP 
AAAMKWMFKEDHSLEHRCVE 
SAKIRAKYPDRVPVLTMGQLYE 
KEKDEDGFLCVAYSGENTFGF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
nf peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
deletion. \=possiblc nucleotide insertion) 


11275 


41643 


A 


11343 


1 


461 


GCRCRCRRRCCCARCAELRGS 

ASRFRPLPAAAMKWMFKEDR 

W\LEHRCVESAK\IRAKYPDRVP 

VIVEK/VSQGSQIVD1DKRKY\L 

VPSDITVXAQFMWIIRKR1QLPSE 

KAMFLFVDKTVPQSSLTMGQLY 

EKEKADEDGFLYVAWSGRGTLF 


11276 


41644 


A 


11344 


1 


966 




11277 


41645 


A 


11345 


1 


1037 


RPPFPVPGVQKCPLPTRGGLHIG 
RWLRDRAGPPEAQDGTGGRSR 
SRRRPPALPNSRPSPVASGREM 
VVLSVPAEVT\VILLDI\EGTTT\P 
IAFVKG/DILFPYIERKMLKAEYL 
QTHW\EEEEFQ\QDVSLFEGNK 
A\EEDAHLDG\AVPIPGKHLGIG 
V\DD\LQQM1\QAVVDNVCWQM 
SLDRKTTALK.\QLQGH\MWRAA 
FTAGRMK\AEFFADVVPA\VR\K 
WREAG\MKVY1YSSGSVEAQKL 
LFGHSTEGDILELV\DGHF\DTK1 
GHKRRRVKVTRK\IADS1\GCST\ 
NKHFVFW TDVTSRRASAGLRE 
AGCCTLAVV\VRPG\NAGINR*L 
RKTYYSLITSFQWNYYLPSST 


1 1278 


41646 


A 


1 1346 


346 


858 




1 1279 


41647 


A 


11347 




234 .. . 




11280 


41648 


A 


11348 








1 1281 


41649 


A 


1 1349 




234 




11282 


41650 


A 


1 1350 




1696 




1 1283 


41651 


A 


1 1351 






















11285 


41653 


A 


11353 




1458 




11286 


41654 


A 


11354 


219 


329 




11287 


41655 


A 


11355 


132 


451 




11288 


41656 


A 


11356 




996 




11289 


41657 


A 


11357 




867 


MARLWGALSLWPLWAAVPWG 

GAAAVGVRACSSTAAPDGVEG 

PALRRSYWRHLRRLVLGPPEPP 

FSHVCQVGDPVLRGVAAPVER 

AQLGGPELQRLTQRLVQVMRR 

RRCVGLSAPQLGVPRQVLALEL 

PEALCRECPPRQRALRQMEPFP 

LRVFVNPSLRVLDSRLVTFPEG 

CESVAGFLACVPRFQAVQISGL 

DPNGEQVVWQASGWAARIIQH 

EM DHLQGCLFIDKMDSRTFTN 

VYWMKVND*SFATGAEDSGY 

QDANTFTLSWANLTWHQLGW 

LAYDRKLDCQGMAD 


11290 


41658 


A 


11358 


3 


226 




11291 


41659 


A 


11359 


1 


756 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ 11) NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11292 


41660 


A 


11360 


35 


142 




11293 


41661 


C 


11361 


151 


484 




11294 


41662 


A 


11362 




1245 




11295 


41663 


A 


11363 


2 


1464 


CQAKFIMNRLKK/NERQKVQDI 

KEVKQNIHLIRASFAGKGKQLE 

EKMQPLEPEAIMLSELMQEQKT 

KCRMFSLISGKHGVHMDSKTG 

ATDSGAYLRVEEIQTT1REYYK 

HLYANKLENLEEMDK.FLDKYT 

LPRLNQEEVESLNRPITGAEILAI 

1SSLPTKKSPGPDGFTAEFYLRY 

KEELVPFLLKLSQSIEREGILPNS 

F YE AS 1 1 L 1 PK.PGRDTTK.KEN FRP 

ISLMN1DAK1LNKILANRJQQH1 

KKLIHHDQVGFIPGMQGWFNL 

RKSFNVIQHINRAKDKNHMIISI 

HEEKAFDKIQQPFMLKTLNKLG 

IDGTYLK11RAIYDKPT ANIILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKEIKGIHL 

GKEEVTLSLFADDM1VYLENPI 

VSAQNLLKLISNFSK.VSGYK.rN 

VQKSQAFLYTNNRQTESQ1MSE 

LPFT1ASRRIKYLGIQLTRDMKD 

LFKENYKPLLSEIVTVF 


1 1296 


41664 


A 


1 1364 




559 




11297 


41665 


C 


11365 


63 


370 




11298 


41666 


A 


11366 


3 


211 




11299 


41667 


A 


11367 


47 


358 


PDMGLEDEQKMLTESGDPEEE 
EEEEEELVIGLRLSVHTGNLGRP 
GM*NFPLLLSIQN*MGDPHSAIS 
GGQCGS A S WPS A RJ PLQQVREQ 

LKA^WKKL V IvVAKblvLiiLvdJC. 

R\* SSRSHTEEDCT\EELFDF\LH 
A\RDHC\VAHKLL*QLAFCTDPP 
TTSERAMPSQLEEMCKRPGSG 


11300 


41668 


A 


11368 


1 


2082 





1512 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11301 


41669 


A 


11369 


1 


2013 


MKHLKRWWSAGGGLLHLTLL 

LSLAGLRVDLDLYLLLPPPTLL 

QDELLFLGGPASSAYALSPFSAS 

GGWGRAGHLHPKGRELDPAAP 

PEGQLLREVRALGVPFVPRTSV 

DAWLVHSVAAGSADEAHGLL 

GAAAASSTGGAGASVDGGSQA 

VQGGGGDPRAARSGPLDAGEE 

EKAPAEPTAQVPDAGGCASEE 

NGVLREKHEAVDHSSQHEENE 

ERVSAQKENSLQQNDDDENKI 

AEKPDWEAEKTTESRNEGISLG 

DIPLPGSISDGMNSSAHYHVNFS 

Q A I SQD VNLH E AI LLCPNNTFR 

RDPTARTSQSQEPFLQLNSHTT 

NPEQTLPGTNLTGFLSPVDNHM 

RNLTSQDLLYDLDIMFDEINLM 

SLATEDNFD\PIDVSHLFDEPDS 

DSGLTLDSSHNNTSDIKSNSSHS 

VCDEGAIGYCTDHENSSSHHDL 

EGAVGGYYPEPSKLCHLDQSDS 

DFHG DLTFQH VFHNHTYHLQP 

TAP\ESTS\EPFPW\PGGRSQEGL 

RE*DTLKDTDRNLSRDEQRAK 

ALHIPF\SVDEIVGMPVDSFNSM 

LSRYYLTDLQVSLIRDIRRRGK 

NKVAAQMCRK.RKLDIILNLEDD 

VCNLQAKKETLKREQAQCNKA 

IN1MK.QKLHDLYHDIFSRLRDD 

QGRPVNPNHYALQCTHDGSILI 

VPKELVASGHKKETQKGKRK 


11302 


41670 


A 


1 1370 


3 


255 


















11304 


41672 


A 


11372 


109 


207 


MLCLQRFYMIFVDFQSRPQF*L 
KSCQH1ISCHQ 


11305 


41673 


A 


11373 


1 


666 




11306 


41674 


A 


11374 


1 


1254 
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SEQ 11) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1307 


41675 


A 


11375 


33 


1458 


KLPLKAKMGKEKTHINIVVTGH 

VDSGKSTTTGHLIYKCGGIDKR 

TIEKFEKEAAEMGKGSFKYAW 

VLDKLKAERERGITID1SLWKFE 

TSKYYVT1 IDAPGHRDF1 K.NM1T 

GTSQADCAVLIVAAGVGEFEA 

G I SK.NGQTREHALLA YTLG VK 

QL1VGVNKMDSTEPPYSQKRYE 

E1VKEVSTYIKKIGYNPDTVAFV 

PI SG WNGDN M LEPSANMPWFK 

GWKVTRKDGNASGTTLLEALD 

C1LPPTRPTDKPLRLPLQDVYKI 

GGIGTVPVGRVETGVLKPGMW 

VT\FAPDNVTTEV*SVEMHHEA 

LSEALPGDN/VGAFNVKNVSVK 

DVRRGNVAGDSKNDPPMEAA 

G FT AQVI I LN H PG QIS AG Y APW 

LDCHT\AHIACKF\AELK.KK.I\DR 

RF\GKKLED\GPK\FWKSGDAAI 

VDMVP\GKP\MCVESFSDYPPL 

GPFAVHDMRQTWAGGAHQKQ 

VDKKVAAG A\G K VTK\S AQKAQ 


1 1308 


41676 


A 


11376 


1 


880 




11309 


41677 


A 


11377 


1304 


2340 


K ETE AQRKRLRRNEPEEQEIRT 
RKTRSPQTPDQQTYKKGRNER 
LCG1SQPTKEPTRGGFCRFRNPP 
SNRIFACWGKPAWTACCNSLR 
ARRMLM ERN ARAAGSRKRMG 
RMDCWARVLD1\NLAAEAKSEP 
EKKAGVKRICKRRCTGSSFDL\ 
DY*LFNGDYYDRMYSYP\ARVP 
PPPPIARAVVP\SKRQRVSGNTS 
RRGKSGFNSKSGQRGSSKSGKL 
KGDD\LQA1KE\ELT\QIKRKSGF 
LFLGKTWEK1EKEQSKQAVEM 
KK**SQKEEQSSQLR*KKDET*C 
*RLEVLKGGA\EDSA\EEGDLLD 
DDDNEDRGDDQLELIKDDEKE\ 
AEEEEDDRD\SANGR\DDSLST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11310 


41678 


A 


11378 


80 


1141 


ETQNRISSPSPSCEIFLIFSYIFRL 
CEKPYHQTRSASNVTNKTDPRS 
MNS\RVFIGNLNTLVVKKSDVE 
A1FSKYGKIWGCSVHKGFALSF 
SMLMKRNARAAVAG\EDGRMI 
AGQVLDINLAAEPKVNRGKAG 
VKRSAAEMYG/SQ*QNTLLRPL 
YFSSSFDLDYDFQRDYYDRMY 
SYPARVPPPPPIARAVVPSKRQR 
VSGNTSRRGK\SGFNSKEWNSG 
VSSKFWKR*KGDDLQ\AIKEEL 
T\QIKQKVDSL\LENLEK1EKEQS 
KQAVEMKNDKSEEE\QSSSS\LK. 
KDETYNLKMESEGGCRLTLPEE 
GDPVLD* * YDE* * RSGGNDPAGS 
*SKDDEK\EAEE\GEDDRD\SAN 
GVEDDS 


11311 


41679 


A 


11379 


1 


1134 




11312 


41680 


A 


11380 




642 




11313 


41681 


A 


11381 


397 


898 




11314 


41682 


A 


11382 




663 




11315 


41683 


A 


11383 


44 


398 


ATMLGLNIISRKWFYKSSEKSL 
GLRGGLGRPLAFTLYSLLQAAL 
LCVNA1AVLHE/ERRISSKNICA 
GGTRTIGIGW1WEKEPGIKSQL 
MNLIRSVRTEMRVPLIIVNSIAI 
VLLLLFG 


11316 


41684 


A 


11384 


3 


754 


GLYYRKCQLISKEDVTHDTRLF 
CLMLPPSTHLQVPI/GEHVYLKL 
P1TG TE1 VKPYTP V SG SLLSEFKE 
PVLPNNKYIYFLIKIYPTGLFTPE 
LDRLQ1GDFVSVSSPEGNFKISK 
FQELEDLFLLAAGTGFTPMVKI 
LNYALTDIPSLRKVKLMFFNKT 
EDD1 1 WRSQLEKL AFKDKRLDV 
EFVLSAP1SEWNGK.QGHISPALL 
SEFWKRNLDKSK.VLVCICGPVP 
FTEQGVRLLHDLNFSKNEIHSFT 




41685 




Tnsl 





1785 




11318 


41686 


A 


11386 


95 


369 




11319 


41687 


A 


11387 


511 


728 




11320 


41688 


A 


11388 


1 


100 




11321 


41689 


A 


11389 


1 


777 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11322 


41690 


A 


11390 


2 


707 


PNPKCR*VFPVFLFYRPI*PFPSS 
PA/SLIARPS*VPILPQPPLL/TPY 
NPPTTSPPHTRSGLQFSSATSSSP 
PAQQFPLREVAGAEGIVNAHVP 
FSLSDLSQISQHLGSFSSDPTKYI 
QEFRYLTLSYNLTWSDLNVILT 
STLSPDERERVFPVSQSH/V**P/ 
SGFMSQTSRKALEQFPERIPQW 
NYQANSPGKNFKN*NLALKPH 
NRN*STLPSTCTIIERKQPDGNA 
FLSYNYLPP 


1 1323 


41691 


A 


1 1391 


2 


339 


LLLFRSLPAKLNQAPILPWPL/PP 

PPYNPSITSPVHTWFSLQFHSET 

SPPPPAQQFPLRAVAGTEGIVR 

MNGKEFFLQPNLTLITAGFKSQ 

TSRKALEQFPERJPNGTIRQIPQ 


11324 


41692 


A 


11392 


1 


993 




11325 


41693 


A 


11393 


3 


1127 


TKETRFIHGPKTPAPVTDWEGS 

LPL VFNHCRDASL1IH SRFK.GVR 

PHRDTCLGPSPLAASPAFLGKG 

QAAHCQAELSPNSSSASTPPPY 

NPS1TSPPHTRSGLQFSSATSSSP 

PAQQFPLREVAGAEGIVRVHVP 

FSLSDLSQISQCLGSFSSDPTKY 

TQEFQCLTLSYNLTWSDLNVIL 

TSTLSPDEWERVSSLAQSHADN 

\PGFTSQTSRKA LEQFPE/TDPQ 

WNHQANSPGIARRDYMVSCLV 

EGLK.KAAYKAVNYDKLKETTQ 

GEDENPAQVVARLAATLRRFT 

A LDPEGPEGRLI LNMHFITQS AP 

DITKKLQKLESGPQTPQQELINL 

TFKVHNNGEETDAARSPWKPP 

GPSRTPSFRACFPCPHNFCGY 


11326 


41694 


A 


11394 


I 


312 




11327 


41695 


A 


11395 




244 


MFADR*LFSTTHQS\IVPLYL\LF 
GA*AGVLATA\LSLL1RAELGQP 
GNLLGNDH1YNVIVTAHAFVIIF 
FIVIPIIIGGFGN*LVPLIIGAPDM 
AFPRINNISF*LLPPSLLLLLAS\A 
IVE\AGAGTRLNKSYPP\LAGNY 
SHPWK.PPVDLTIFSLHLAGVSSI 
LGAINFITTIINIKPPAITQYQTPL 
FV*STTHQSHRTTIPIYSAHELA 
SSPQPLSLL1RAELGQPGNLLGN 
DH1YNV1VTAHAFVIIFFIV1PIIIG 
GFGN 


11328 


41696 


A 


11396 


1 


1287 




11329 


41697 


A 


11397 


3 


583 
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SEQ ID NO: 




SEQ ID NO: 






Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


1 1330 


41698 


A 


11398 


3 


419 


I L S 1 S K. L RTSL A G EG S VDTPKA S 














GVTRHIKGPGVAAEMSAFILPL 














PG*VSPGWEWAASAVLNGLRT 














TLALRRGVCLIRSRPGTLGLED 














GASPRTESLHTGTACKGAVDGS 














SEVDEKLKRJALDFLGLHGGDD 














PRSSWH 


1 1331 


41699 


B 


11399 


1 


1242 




11332 


41700 


C 


11400 


504 


755 




11333 


41701 


A 


11401 


155 


710 


ETETTGEREGSLSNHPSNPTAA 














G LSLDTMKSHCPNHSSLLSTAA 














SPPKLWRCFKEEH\ELAVLGAP 














PKPLLPPTSHRDPTSASVYLRAP 














THVVWSLFKHPLS*TPCCMGF\I 














AFAWSVKSRDRKIGCERDPGPI 














AYASTAK\CLN\IWALILGLLHD 














HSGSSSSPVLIVPGLWDRSGGIT 














GGQELCP 


11334 


41702 


A 


11402 


1 


1 158 




11335 


41703 


A 


1 1403 


80 


996 


LKGKFLSMSGVALDVLQMKEE 














DVLKFLAA\GTH\LGGTNLD\FH 














MEQYIYKRKSDG1Y1IYLMRTW 














EKLL\LAARAIVAIENPADVSAI 














SSRNTGQRAVLK.FAAATGATPI 














AGRFTPGTFTNHI Q A AFRE\PR\L 














L V VTDPRADHQPLTEA SYVNL P 














TIALCNTDSPLRYVDIAIPCNNK 














GAHSVGLMWWMLAREVLRM 














RGTISREHPWEVMPDLYFYRDP 














EEI EKEEQA AAEKA VTKEEFQG 














EWTAPAPEFTATQPEVADWSE 














GVQVPSVPIQQFPTEDWSAQPA 














TEDWSAAPTAQATEWVGATTD 














WS 


11336 


41704 


A 


11404 


1 


819 




11337 


41705 


A 


11405 


1 


1032 




11338 


41706 


B 


1 1406 


63 


344 




11339 


41707 


A 


1 1407 


49 


281 


FFKSTVCSFQK.QFQTLPVPIGGS 














IMY*DISDHRGQR**NVGPCGH 


11340 


41708 


A 


11408 


985 


1213 


TQCVTINY*GMKWGSFGYIVFH 














KDGCALIDKRFHTFCVSFKGSQ 














IQSSAAFL1PDVQVHQRLQKDF 














t^O JL.M V r 1 V O o 


11341 


41709 


A 


11409 


1 


774 




11342 


41710 


A 


11410 




249 




11343 


41711 


A 


11411 


3 


619 




11344 


41712 


A 


11412 


3 


493 
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SEQ ID 


SEQ ID NO: 




SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon lor peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


1 1345 


41713 


A 


11413 


3 


292 


DALPRWPSGSGDGGAVREAGQ 














QGTRLERPAAVLIRAADPGRRT 














QALA/GLPRG*PHPRMDPPESFQ 














ATGGTQQMTSTAPSWLTM*LR 














SVSGW*ELKD 


1 1346 


41714 


B 


11414 


190 


315 




1 1347 


41715 


A 


11415 


227 


545 




1 1348 


41716 


A 


11416 


1 


1896 




1 1349 


41717 


B 


11417 


52 


1822 




1 1350 


41718 


A 


1 1418 


1 


458 




11351 


41719 


C 


11419 


196 


327 




1 1352 


41720 


A 


11420 


258 


375 


TRALSKFGSSRVEQS*AGYSGP 














GTP*EGGSG1LGETVC 


1 1353 


41721 


A 


11421 


3 


854 




11354 


41722 


A 


11422 


1 


434 


MTVSKNKCHTKGGKK.GTEK.K 














VVASFSKIYWYNVKAPAMFSIR 














NIGKALVIGTHGTDFVSDGFKG 














GL1E1PDSIGKDKEKACRSIYPLH 














DVFVRKVKMLKKPKFELGKLM 














ELHGEGRSSGKATGNESGA/KV 














E*ADGYGSPAQKSF 


1 1355 


41723 


A 


1 1423 


1 


642 




1 1356 


41724 


A 


1 1424 


260 


534 




1 1357 


41725 


A 


1 1425 


1 


438 




1 1358 


41726 


C 


1 1426 


391 


750 




1 1359 


41727 


A 


11427 


786 


926 


AQGQRQETIQGGRSLSRTLYL* 














GRSGTSLSQKLAQLSSLTGDST 


11360 


41728 


A 


11428 


488 


649 


VLQLLKVAHPELFIPPGGFVFSL 














TSGVKLHT*ALQLLKVAHPELL 














IPPGSWSH 


1 1361 


41729 


A 


1 1429 


1 


2028 




1 1362 


41730 


A 


1 1430 


1022 


1417 


SLMGTSTSSALGMHVPRAITRD 














VLSAPV1VSGNTAKFCTMLGHF 














LKKTRTERRDIQAP*SFISLPPKS 














TWEKLSSAAMVSTLR*GASDQ 














K/C*LLGGNDRVSLIVIQVEG\PL 














QDPGTLGRLLQSLTVKRISV 


11363 


41731 


A 


11431 


i 






1 b64 


41732 


A 


1 1432 


3 


— 

,-l-U?6- 




1 1365 


41733 


A 


11433 


201 


458 




QVDGCIPELKV*F* KKRGRRGR 














RGRRRRRRGRRREEGGGGGGG 














SFWRTHHTKPKDQHKKDTMG 














HFRSCAFQEGFVVHVPLLSSEK 


1 1366 


41734 


A 


11434 


1392 


1532 


AQGQRQETIQGGRSLSRTLYL* 














GRSGTSLSQKLAQLSSLTGDST 


1 1367 


41735 


A 


1 1435 


1253 


T^Ti 
















VIGIWALALGILARPQRGFHVV 














HLQDVGGAAA*AAKGLLRNVV 














R**VDQVQVSGAQGIAGVVVT 














VGGEEDF 


11369 


41737 


B 


11437 


1 


1383 
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SEQ ID 

NO: 


SEQ ID NO: 
uf peptide 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1370 


41738 


A 


1 1438 




310 


VHGRASSLGVG/TPIPK.GHGQIK 
P/DRLKPPVYGACKLLDMELEM 
AFFVGPGNRLGEP/IPISKAHEPI 
FGMVLMNAWSARHIQKWEYV 
PLGPFLGKSFGTPVKSS 


11371 


41739 


A 


11439 


1 


1337 


MSFIPVAEDSDFPIHN LPYGVFS 
TRGDPRPRIGVAIGDQILDLSIIK 
HLFTGPVLSKHQD VFNQPTLN S 
FMGLGQAAWKEARVFLQNLLS 
VSQARLRDDTELRKCAFISQAS 
ATMHLPATIGDYTDFYSSRQHA 
TNVGIMFRDKENALMPNWLHL 
PVGYHGRASSVVVSGTPIRRPM 
GQMKPDDSKPPVYGACKLLDM 
ELEMAFFVGPGNRLGEPIPISKA 
HEHIFGMVLMNDWSARDIQKW 
EYVPLGPFLGEEFWGHCLLPW 
VVPMDALMPFAVPNPKQGPRG 
PCRYLCHDEPYTFDINLSVNXLK 
G\EGMSQAAT\ICKVQILKYMY 
WT\MLQQAHSPTLSNGC\NL\RP 
GDLLGFLGPI\SGPGAQKNFGS\ 
MLELSWKGTKP\1D\LGNGQT\R 
KFLLDVGDEV1ITAMATRDFKW 
YS\QGDGY\RIGFGQ\CAGKVLP 
ALLPIMRFFLLF 


11372 


41740 


B 


1 1440 


100 


383 




1 1373 


41741 


A 


1 1441 


1 


263 


MEYYAAIKK.DEFMSFVRIWMK. 
LETI1LSKLSQGQKTKHRRFSL1 
DG/IHHRSFTRTENSSQRTGRKC 
WN* * PTCGLARS WFGKTWSGN 


11374 


41742 


A 


11442 


2 


160 




11375 


41743 


A 


11443 


150 


308 


CLHR*GRGSPRPGPGGGSTGGA 
GPGAGPSLAPPLPAQNAEGLGG 
RRRGNKYL 


1 1376 


41744 


A 


11444 


1 


372 




1 1377 


41745 


A 


11445 


49 


177 


SQQGLYAKPTSSQAL*GDGQAS 
AEMGRILSYE*EHAVFGFSSL 


1 1378 


41746 


B 


1 1446 


1 


420 




1 1379 


41747 


C 


1 1447 


1 


334 




1 1380 


41748 


C 


11448 


1 


268 




11381 


41749 


C 


11449 


1 


564 


















11383 


41751 


A 


11451 


33 


194 




11384 


41752 


C 


11452 


1 


309 




11385 


41753 


A 


11453 


1 


738 




11386 


41754 


A 


11454 


1 


2028 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iNucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11387 


41755 


A 


1 1455 




1008 


LKDAVFSIR1SPESQKLFAFQWE 

DPESGVTTQYTWTQLTQGFENS 

PTIFGEALARDLQKFPAKDLGCI 

LLLYMDDLLLGHSTAVRCAKG 

MDALLQHLEDCGYKVSKKKA 

Q1CRQQVTK WG DWERFE WEPL 

QQQAFCKLKEKFMSAPALGLP 

DLTKPFTLYVSEREKTAVGVLI 

QTVGPWPTPVAYLSKQLDGVS 

KGWPPCLRALAATALLAQEAD 

KLTLVQNLNI KAPHA VGTSAQ 

KPELI ALTRAL ELSEGTWM KLE 

Tl 1 LSKLSQGQK/DQTLH VLTGI S 

RST*ACSCLASLQVGLETGSQL 

SLENPLRVGIQRRRCFTCAVDG 

EGFLLGVPMA 


11388 


41756 


A 


11456 


677 


879 


KRRNHQILEIRSHLQSVEDNLK. 
SGLGSTASL*MSWTQPRNGAE 
VGFLLILGY1KETPRNAETPSMV 


11389 


41757 


A 


11457 




624 




11390 


41758 


A 


11458 


3 


130 


VEEEQGHSFRNAR*IISW*RNEN 
GLDRMDCSCRNGERDKGHO 


11391 


41759 


A 


1 1459 




1477 


MADPPWSSVQVNKYDSGLLSS 

VSAEPLASSASSHPGMSDNAPA 

SLESGSSSTPTNCSTSSAIPQPGA 

ATKPWRSK.SLSVK.HSATVSML 

SVKPPGPEAPRPTPEAMKPAPN 

NQKSMLEKLKLFNSKGGSKAG 

EGPGSRDTSCERLETLPSFEESE 

ELEAASRMLTTVGPASSSPKIAL 

KGIAQRTFSRALTNKKSSLKGN 

EKEKEKQQREKDKEKSKDLAK 

RASVTERLDLKEEPKEDPSGAA 

VPEMPKKSSKIASFIPKGGKLNS 

AKKEPMAPSHSG1PKPGMKSMP 

GKSPSAPAPSKEGERSRSGKLSS 

GLPQQKPQLDGRHSSSSSSLASS 

EGKGPGGTTLNHSISSQTVSGS 

VGTTQTTGSNTVSVQLPQPQQQ 

YNHPNTATVAPF*EGFHLP*HA 

*VITF*TANYASSDNDLNVGYT 

H * LTASEFFQSRLSSLGE VAGLH 

AHTC*A*LGSNIPFSVRLRPVPA 

ASAEDLRGHQGL1KDRAQVS 


1 1392 


41760 


A 


1 1460 


1 


327 


LLLMGLKHNVLKLPRGPMVTL 
RESVWETLNFLK*SFV*LNML1F 
KKSS*RLQ*VRFHFLCPRVLIVQ 
LPFMSENMRCLVFCSCVSLLRM 
MVSSFIHVPFFKVLSFFALG 


11393 


41761 


B 


11461 


119 


203 




1 1394 


41762 


B 


11462 


1 


677 
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SEQ ID 


SEQ ID NO: 


Viet 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 




*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






1 1395 


41763 


A 


1 1463 


2 


74 




1 1396 


41764 


A 


1 1464 


1 


1256 


MSASQDSRSRDNGPDGMEPEC 














V1ESNWNEIVDSFDDMNLSESL 














LRDIYAYGFEK.PSAIQQQAILPC 














1RG YN V I AQA RSGTGKM ATF A I 














SILQQIELDLKATQALVLAPTRE 














LAQQ1QKVVMALVDYMGASC 














HACVRGTNMRAEVQKLQMEA 














PHIIVGTPSRVFDMLYR\RYLAP\ 














KSIRMLVLNEADEMLSRGFKG 














QIY\DISKRLNSTTK\VVLLSAT 














MPFDWLEVTK.KFMRGPH/IRIL 














VKKEELPLEG1RHFY1NVEPEE\F 














NLDTLC\DWYEP*PIT\QAVIFHQ 














PPGGKVDW/LSPEKMHARDST 














VPPMHGDMTKKE\RD\VIMREF 














RSGS*PEF*ITPLTLPGQRPLMC 














QPG FL* SFKLMTLPPPTRGKLLI 














HRNRSRVDRFGRKGVAUNMVT 














EED\KRTLARDIETFY\NTSIEEMP 


11397 


41765 


A 


11465 


1 


402 


KSRGRGLPYTMDAFMLGMGM 














LKYPNF V AT* ARG Y PG FA PSYG 














YQFPGFPAAAYGPVAAAAVAA 














ARGSGSNPARPGGFPGANSPGP 














VADLYGPASQDSGVGNYISAAS 














PQPGSGFR/HTGIAGPLIATAFT 














NGYH 


1 1398 


41766 


A 


1 1466 


226 


486 




1 1399 


41767 


A 


1 1467 


2 


432 




1 1400 


41768 


A 


1 1468 


1 


834 




1 1401 


41769 


A 


1 1469 


205 


570 




11402 


41770 


B 


1 1470 


61 


939 




11403 


41771 


A 


1 1471 


96 


269 




1 1404 


41772 


A 


1 1472 


123 


593 


VAVLEARLLSPVRASKMTK.KR 














RNNGRAKKGRG\HVQPIRCTNC 














ARCVPK.DKA\1KKFVIRN1VEAA 














A\VRDISEASVF\DAYVLPKL\YV 














KLHYCVSCAIHSNVVMESISVK 














ARKD\RTPPPRFRPGG C WPH VP 














PPKPNVRELEFFKDLKDRLISS 














WEEK 




4T773 


— 


Twr 




228 




11406 


41774 


C 


11474 


187 


423 




11407 


41775 


A 


11475 




546 




11408 


41776 


A 


11476 




1254 




11409 


41777 


A 


11477 




1386 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11410 


41778 


A 


11478 


1 


1445 


HLrCAKMGKEKTHlNIVVIGHVD 

SGKSTTTGHL1YKCGGIDKRTIE 

KFEKEAAEMGKGSFKYAWVL 

DKLKAERERG1TIDISLWKFETS 

KYYVTIIDAPGHRDFIKNM1TGT 

SQA DC A VLI VA AG VGEFE AGIS 

KNGQTREHALLAYTLGVKQLI 

VGVNKMDSTEPPYSQKRYEE1V 

KEVSTYIKKIGYNPDTVAFVPIS 

G WNG DNMLEPSANMP WFKG W 

KVTRKDGNASGTTLLEALDCIL 

PPTRPTDKPL\ALPLQGVH\KLG 

GIGTVSSAPMET\GFSNPGMVV 

TFAPSPR*QRKVKSVE\MH\HEA 

L\NEALSGEQCGLSMSKKVSVK 

ECFVRGN\VAG*PAKNDPTQWE 

ASWLSLLQVI1LEPSQAQISAGL 

CPLYWDC\HTGSHLHAKFAELK 

EKIDRR\SGKKV\EDGPKIL/RSL 

GDAAIVDMV\PG\RPMCVESFS 

DYPPLGRFAVRDMRQTVAVGV 

IKAVDKKAAGAGKVYTKSAQK. 


11411 


41779 


A 


11479 


1 


996 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


1 1412 


41780 


A 


11480 




1875 


MPSDLAKKKAAKKKEAAKAR 
QRPRKGHEENGDVVTEPQVAE 
KN E ANG RETTE VDLLTKELEDF 
EMKKAAARAVTGVLASHPNST 
DVH1INLSLTFHGQELLSDTKLE 
LNSGRRYGLIGLNGIGKSMLLS 
AIGKREVP1PEHIDIYHLTREMP 
PSDKTPLHCVMEVDTERAMLE 
KEAERLAHEDAECEKLMELYE 
RLEELDADKAEMRASRILHGLG 
FTPAMQRKKLKDFSGGWRMR 
VALARALF1RPFMLLLDEPTNH 
LDLDACVWLEEELKTFKRILVL 
VSHSQDFLNGVCTNIIHMHNKK 
LKYYTGNYDQYVKTRLELEEN 
QMKRFHWEQDQIAHMKNYIAR 
FG HG SAKLARQAQSKEKTLQK 
MMASGLTERVVSDKTLSFYFPP 
CGKIPPPV1MVQNVSFKYTKDG 
PCIYNNLEFGIDLDTRVALVGP 
NGAGKSTLLKLLTGELLPTDG 

mirkhshvkigryhqhlqeql 
dldlspleymmkcypeikek.ee 
mrkiigrygltgkqqvspirnl 

SDGQKCR VCL A WL A WQN PHM 
LFLDEPTNHLDIETIDALADAIN 
EFEGGMMLVSHDFRLIQQVAQ 
El WVCEKQTITKWPG\DIL\A YK 
EH LKSKLVD\EEPQLTKELPTTC 


11413 


41781 


A 


11481 


194 


418 


YGLASVSPTQ1SSSSCNPWMFE 
GGTLVGGDW1GSHDSEGVLTR 
SGCLISVWHFSCAVSPATL*RRC 
LLLLRLPP 


11414 


41782 


A 


11482 


1 


675 




11415 


41783 


A 


11483 


1 


1125 




11416 


41784 


A 


11484 


1 


711 




11417 


41785 


A 


11485 


673 


796 




11418 


41786 


A 


11486 


3 


570 


RLQEFGTRNRHLPVNSPKLTNT 
KGKRRGTR\YMF\SRPFRKHGV 
VPLATYMR1YKKGDIVDIKGM 
GTVQKGMPHKCYHGKTGRVY 
N\VTQHAA/MGIVVYKQA*GQR 
FLPKRI*CCVIEHI\KHS\KSRDSF 
\LK\RVKENDQKKKEAKE\KGT 
W\VQL\NRQLAPPREAHFVRT\N 
GVKEPGACWNPIPYEFHGHNR 


11419 


41787 


A 


11487 


1 


2091 




11420 


41788 


A 


11488 


1 


2208 




11421 


41789 


A 


11489 


430 


1032 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11422 


41790 


A 


1 1490 


3 


1158 


EDQIDRLDFIRNQMNLLTLDVK 

KKIKEVTEEVANKVSCAMTDEI 

CRLSVLVDEFCSEFHPNPDVLKI 

YKSELNKHIEDGMGRNLADRC 

TDEVNALVLQTQQEI1ENLKPLL 

PAGIQDK.LHTLIPCKKFDLSYNL 

NYHKLCSDFQEDIVFRFSLGWS 

SLVHRFLGPRNAQRVLLGLSEPI 

FQLPRSLASTPTAPTTPATPDNA 

SQEELMITLVTGLASVTSRT\SM 

GIIIVGGV1WKTIGWKLLSVSLT 

MYGALYLYERLSWTTHAKERA 

FKQQFVNYATEK.LRMIVSSTSA 

NCSHQVKQQIATTFARJLCQQV 

DITQKQLEEEIARLPKE1DQLEKI 

QNNSKLLRNKAVQLENELENF 

TKQFLPS SNEG SVTIEI AL VTLIG 

GNRNL 


1 1423 


41791 


A 


1 1491 


132 


381 


SKAESVFPPTLPRQRPAAAAGP 
HWGAG*GQDEAGLHPGPEDRG 
FLRETPADPGLQAGLGQVHPPR 
SRADPPAPYQVPPRMGT 


11424 


41792 


B 


11492 


129 


470 
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SEQ1D 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11425 


41793 


A 


11493 


1 


1955 


FVSCQAPWSHPPAQLSPVGADA 

MTLTLSVLICLGLSVGPRTCVQ 

AGTLPKPTLWAEPA SVIARGK.P 

VTLWCQGPLETEEYRLDKEGLP 

WARKRQNPLEPGAKAKFHIPST 

VYDSAGRYRCYYETPAGWSEP 

SDPLEL VATG FY A EPTLL A LPSP 

VVASGGNVTLQCDTLDGLLTF 

VLVEEEQKLPRTLYSQKLPKGP 

SQALFPVGPVTPSCRWRFRCYY 

Y Y RKNPQ V WSNPSDLLEI L VPG 

VSRKPSLLIPQGSVVARGGSLTL 

QCRSDVGYD1FVLYKEGEHDL 

VQGSGQQPQAGLSQANFTLGP 

VSRSHGGQYRCYGAHNLSPRW 

SAPSDPLD1L1AGL1PDIPALSVQ 

PGPKVASGENVTLLCQSWHQID 

TFFLTK.EGAAHPPLCLKSKYQS 

YRHQAEFSMSPVTSAQGGTYR 

CYSA1RSYPYLLSSPSYPQELVV 

SGPSGDPSLSPTGSTPTPGPEDQ 

PLTPTGLDPQSG LG RHLG V VTG 

VSVAFVLLLFLLLFLLLRHRHQ 

SKHRTSAHFYRPAGAAGPEPKD 

QGLQKRASPVADIQEEILNAAV 

K.DTQP1CDGVEMDARAAASEAP 

\QDVTYAQLHSLTLRREATEPPP 

S\QEREPPAEPSIYAPLA1HLAHG 

GPRSHTQQKETQRLQKARELPP 

VDTNEPQPAWDP 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11426 


41794 


A 


11494 


22 


1991 


GLIPLQSAGSPEGDAMTPALTA 

LLCLGLSLG PRTRVQ AG PFPKP 

TLWAEPGSV1SWGSPVTIWCQG 

SLEAQEYQLDKEGSPEPLDRNN 

PLEPKNKARFSIPSMTQHHAGR 

YRCHYYSSAGWSEPSDPLELV 

MTGAYSKPTLSALPSPVVASGG 

NMTLRCG SQKRY HH F V L MKEG 

EHQLPRTLDSQQLHSGGFQALF 

PVGPVNPSHRWRFTCYYYYMN 

TPRVWSHPSDPLEILPSGVSRKP 

SLLTLQGPVLAPGQSLTLQCGS 

DVGYDRFVLYKEGERDFLQRP 

GQQPQAGLSQANFTLGPVSPSN 

GGQYRCYGAHNLSSEWSAPSD 

PLN ILMAGQI YDTVSLSAQPGP 

TV A SG EN VTLLCQS W WQFDTF 

LLTK.EG A AH PPLRLRSM YG AH 

KYQAEFPMSPVTSAHAGTYRC 

YGSRSSNPYLLSHPSEPLELVVS 

GHSGGSSLPPTGPPSTPGLGRYL 

EVLIGVSVAFVLLLFLLLFLLLR 

RQRHSKHRTSGLRLCPSSPRPE 

KAADFQRPAGAAETEPKDRGLL 

RRSSPAADVQEENLYAAVKDT 

QSEDGVE1YTRQSPHDEDPQAV 

TYAEVKHSRPRREMASPPSPLS 

GEFLDTKDRQAEEDRQMDTEA 

AASEAPQDVTYAQLHSLTLRRE 

ATEPPPSQEGPSPAVPS1YATLAI 


11427 


41795 


A 


11495 


1 


1818 




11428 


41796 


A 


11496 


3 


574 


IRCSSVDPRVRPRVRGASGAAA 
YCCRHVSIPRDHTTHNQSRKW 
H RNGIKKPRSQRYESLKG VDPK 
FLRNMRFAKKHNTKGLKKMQ 
ANN\AKAMSARAEA1KALVKP 
KEVKPK1 PKGGQP1NLI RL A YIA 
HP\KLGKRARARI\AKGLKLCRP 

LAAk'Ali'Ak'Ak'A VT^r^TI/" AAA A 

APASVPAQAPKRTQAPTKASE 


11429 


41797 


B 


11497 


45 


331 




11430 


41798 


A 


11498 


1 


1779 




11431 


41799 


A 


11499 


1 


837 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1432 


41800 


A 


11500 


3 


557 


ERGYSFTTTAERDIVRDIKEKLC 

YVA\LDFEQEMATAASSSSLEES 

YE\LPDGQVIT1GNE\RFRCPEAL 

FQPSFLGMESCGIHETTFYNSIM 

K\CDVDIRKDLYANTVLSGGTT 

MXYPGFADRMQKEITALAPSTM 

KIKIIAPPERKYSVWIGGSIL\AS 

LSTF\QQMWISKQEYD\ESGPSI\ 

VHRKCF 


1 1433 


41801 


A 


1 1501 


1 


1 188 




1 1434 


41802 


A 


1 1502 


1 


684 




1 1435 


41803 


A 


11503 


1 


1398 




1 1436 


41804 


A 


11504 


22 


1239 




1 1437 


41805 


A 


11505 


837 


971 




11438 


41806 


C 


11506 


1 


3018 




11439 


41807 


A 


1 1507 


23 


368 




11440 


41808 


A 


11508 


1 


816 




11441 


41809 


A 


1 1509 


1 


441 




11442 


41810 


A 


1 1510 


195 


293 


IK VSPSGRDPVRDN * 1TW* FLPY 
CSSTTGSLH 


1 1443 


41811 


A 


1 151 1 


56 


372 


MELPASPALFARTPQPLGGRW 
DWAPWSRGWRSSRRLGPHRSP 
RRGSEAQAWRAAGPEPCPAGR 
QLRPVNIEWLFALILTHTFGTFQ 
VLA*TSQAL1*NPRVLYPD 


1 1444 


41812 


B 


1 1512 


108 


326 




11445 


41813 


A 


11513 


3 


326 


GSKKKFH*HSR1LERSRSWRTS 
YQG RPQEPSWL H P V DPHRG CR 
WSCLPVPCRAPSTPQPLGGRWD 
WAPWSRGRRLSGRLGPHRSPR 
NRGRLRHGGLQVPSRASQEGS 


1 1446 


41814 


A 


11514 




619 


VRDIHGSPTHHRPGGLRGKNGF 

VGEARDPRYRSGHCFRECRTQ 

ALVAFT*C*SCGFTEVKN*GLSC 

LPAGQGSGPAARHV*ASHPLHG 

LPCGPSLP/NRAPPPTPRRPVPST 

TQGLRNASARRGTGRQLHLQP 

WCGIH*VKPAGLLSLLHGQAC 

GDPATPSRERLSQPAVPTALGS 

RRRLLLGPAGSPGSSLPPSRQPP 

GGRRRPP 


11447 


41815 


B 


11515 




1524 




11448 


41816 


A 


11516 


1 


1365 




1 1449 


41817 


B 


11517 


1 


654 




11450 


41818 


B 


11518 


1 


795 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11451 


41819 


A 


11519 


486 


929 


QKQEESWPEDTYPRALAAFPR 
GRARDLQPAMPEPPTLSMGSC 
A PE PPRG APPP APRRR1 PSTTQG 
LRSSGAGRRTCRQLHLQPRCRI 
HWVKPAGLLSLWLFQMHSASC 
WWNYHSGAWRMVALFSWLH* 
ECPSGESGAPILHFPFALP 


11452 


41820 


A 


11520 


35 


473 


VLQLLRRHVWSCSFPPGVVVSL 

ALAVKLQTFVTQEPSWLHPVD 

PAPGLQVELPASPLQCTRTSQPL 

G GR WDWAPWSRGRRS SGRLGP 

HRSPWRG*EAQAWRAAGPEP/ 

WPRG KA/C * GP ARNRAKRRFPH 

CTF*EEVTVCSPQKRGGD 


1 1453 


41821 


A 


11521 


23 


229 


RSWNPQTLFVGMYNATAAWK 
PI*QFLKKLNMKLP*DPGREPLN 
QTG*KGKRGGQEAFLEKGISSR 
MSQ 


11454 


41822 


B 


11522 


152 


901 




11455 


41823 


A 


11523 


1 


3063 




11456 


41824 


A 


11524 


242 


263 


VLQLIKAVWTQRTQEPSWLHP 
VDPALGLQVELPASPAPCACTP 
QPLG\PLLPGLPLWRHLRSPSVH 
HCTVGAPFWAGQGRSPLPQRR 
CALFLAGP 


11457 


41825 


A 


1 1525 


1584 


2082 


QRAGSPHSPRSLSVPPLPGLPLW 

RHLRSPSAHRCTMGAPFWAGQ 

GHSRLPQLAGRRGGRGASGNR 

CCVQRLQASWSSRWAWAWRA 

PHSEQPAGPAGPGQ*GTWHPG 

QRLQRMYWVLQQCRLTGAVL 

DFSPGLSCLPAGQGSGPAA RH A 

*AFHPLHGLLCGRSLPD 


11458 


41826 


A 


11526 


1293 


1558 


C1QHCHHCCCYRCRASAAGAA 
SLQGSTHVRIQH\CTP\CPVLLTP 
SVRLRDVCTRSIWPLVVTGLPS 
AMNVSSWCSTSSPAFGVLVLWI 


11459 


41827 


B 


1 1527 


179 


1031 




11460 


41828 


A 


1 1529 




342 




1 1461 


41829 


A 


1 1530 




3081 




11462 


41830 


A 


11531 




371 




11463 


41831 


A 


11532 




501 




11464 


41832 


A 


11533 




836 




1 1465 


41833 


A 


11534 


88 


573 




11466 


41834 


A 


11535 




675 




1 1467 


41835 




1 1536 


1239 


1556 


FLSLPTFLFVIFSGEEELLVLALV 

FLSLFFFFFFLRWSFAVVAQAV\ 

VQWHNLSSLPFGFKQFSCLSLP 

SSWDYRCPPPRPANFCIFTRDG 

VSPCCPGWSRTSDLR 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1468 


41836 


A 


11537 


2 


375 


AS1EIDSLYEGIDFYTSITRARFE 
ELNADLFRGTLDPVEKALRDA 
KLDKSQIHD1VLVGGSTRIPK.IQ 
KLLQDFYEAVAYGAAVQAAIL 
SGDKS\ENV\QDLLSL\DVT\PFP 
LGIETAGGWMTVPH 


1 1469 


41837 


A 


11538 


2 


295 


NRMGNHFIAEFKRKHKKDISEN 
KRAVRRLRTACERAKRTL/SSST 
QASIEIDSLYEG1DFYTSITRAPF 
EELNAWGISWWWSLPPPVGAS 
SGPTIEEVD 


11470 


41838 


A 


11539 


1 


1659 




11471 


41839 


A 


11540 


1 


810 


AGKPHCGGEFCTPNVHHFFR*F 

*ANPKRT1I/ENKEALTPPPTV/C* 

RAKPTLSSAPRAVI/EIDSS*E/GI 

GLYTSITPPRFEELNADLFLAPL 

TPVEKALRNAVKLDKSQIHDIVL 

V\GG STRIPKIQSFLQDFFYNGKE 

LNKSINPDEAVAYGAAVQAAIL 

SGDKSENVQDLLLLDVTPLSLG 

IETAGGVMTVLIKRNTTIPTKQT 

QTFTTYSD\NQPGVL1QVYEGER 

AMTKDNMLLGKFELTGMPGG 

MPGGFPGGGAPPSGGASSGPT1 

F.EVD 


1 1472 


41840 


B 


11541 


848 


2399 




11473 


41841 


A 


11542 


1 


876 




11474 


41842 


A 


11543 


16 


1203 


SIPHEPWPVSLLLFQEQVPGKK 
ELRKGLALLEAIISICGSLDKVL 
KEKRKLFIHSMGEGTINGLLDE 
LLQTRVLNQEEMEKVKRENAT 
VMDKTRALIDSVIPKGAQACQI 
C1TY1CEEDSYLAETLGLSADQT 
SGNYLNMQDSQGVLSSFPAPQ 
AVQDNPAMPTSSGSEGNVKLC 
SLEEAQRIW\EQKSAEIYPIMDK 
SS\RT\RVALIICNEEFDSIPRRTG 
AEVDITGMTMLLQNLGYSVDV 
KKN LT A S DMTTELE AF AHRPE 
HKTSDSTFLVFMSHGIREGICG 
KXHSEQ VPDILQLN A IFNM LNT 
KNCPSLKDKPKVIIIQACRGDSP 
GVVWFKDSVGVSGNLSLPTTE 
EFEDDAIKKAHIEKDFIAFCSST 
PDNVSWRHPTMGSVFIGRLIEH 


1 1475 


41843 


A 


11544 


2 


654 




1 1476 


41844 


A 


11545 


3 


291 


LIPPLLRPLVQSGGIPEMGKFMK 
PGKVVLVLAGRYSGRKAVIVVR 
YSVDIPLDKTVVNKDVFRDPAL 
KRKARRE AKVKFEERYKTG KN 
KWFFQKLRF 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


11477 


41845 


A 


11546 


157 


386 




11478 


41846 


A 


11547 


2 


531 


FWQESASGHLWLSGFLSGPFSL 

LSAEMGKFMKPGKVVLVLAGR 

YSGRKAV1VKN1DDGTSDRPYS 

HALVAGIDRYPRKVTAAMGKK 

K1AKRSKIKSFVKVYNYNHLMP 

T\RYSVDIPL\DKTVVNKDGFTD 

P\ALKRNARMEA\KVKFEERYK 

TGKN KWFF\QKLRVLDAFVLII 

KNYKE 


11479 


41847 


A 


11548 


1 


414 


LGGLKGTWGETKPAMAAAEEE 
DGGPEGPNRERGGAGATKTLL 
YTGNHLFSPQWLETRPERQECP 
VCKAG1SREKVVGEKSLLTFSL 
HFLRLKTPQICRLPV*LFLPP*GF 
QPFGDTGGFHFSFGVGAFPFGF 
FNSPSY 


11480 


41848 


A 


11549 


1 


654 




11481 


41849 


A 


11550 




663 


RGQEVVSGLLGRVYVYLGGLK 

GTWGETKPAMASAEEEVSGAPN 

VPNRERGGAGRPK.TPFECN1CL 

ETAREAVVSVCGHLYCWPCLH 

QWLETR\PERQECP\VCKAGISR 

EK.VVP\LYGRGS/QRSPQDPRIK 

NSPRPPGGRGPAPE\SRGGSQP\F 

GDTGGFHF\SFGVGAFPFGFFTT 

VFYNAHEPFRRGTGVDLGVQGH 

dci mi r^i/ccDT Dr;PCATPPT vwn 
roLt^LOr^rir rLrur aAlrr JLr WL 


11482 


41850 


A 


11551 




369 




11483 


41851 


A 


11552 


375 


851 




11484 


41852 


A 


11553 




927 




11485 


41853 


A 


11554 


104 


845 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


11486 


41854 


A 


11555 


200 


1496 


ETIQAVVFMSLHFLYYCSEPTL 

DVKIAFCQGFDKQVDVSYIAKH 

YNMSKSKVDNQFYSVEVGDST 

FTVLKRYQNLKPIGSGAQGIVC 

AAYDAVLDRNVAIKKLSRPFQ 

NQTHAKRAYRELVLMKCVNH 

KNI1SLLNVFTPQKTLEEFQDVY 

LVMELMDANLCQV1QMELDHE 

RMSYLLYQMLCGIKHLHSAGII 

HRDLKPSNIVVKSDCTLKILDF 

GLARTAGTSFMMTPYVVTRYY 

RAPEVILGMGYKENVDIWSVG 

C1MGEMVRHK.ILFPGRDY1DQW 

NKV1EQLGTPCPEFMKKLQPTV 

RNYVENRPKYAGLTFPKLFPDS 

LFPADSEHNKLKASQARDLLSK 

MLV1DPAKR1SVDDALQHPYIN 

VWYDPAEVEAPPPQIYDKQLD 

EREHTIEEWK.ELIYKEVMDS\EE 

KT* K WC* LKGQPSPVSAQ VQQ 


1 1487 


41855 


B 


11556 


56 


1564 




11488 


41856 


A 


11557 


1 


970 




1 1489 


41857 


A 


1 1558 


1 


903 




1 1490 


41858 


A 


1 1559 


237 


479 


PVGTNTECEIPFQPMETGHSSR 
VDASGYK*PCLLCSVYSRGKTA 
GECTLF*VHHFLSSLCPVNLGA 
NNQLHYIPWFSTDG 


11491 


41859 


A 


11560 


1 


477 




11492 


41860 


A 


1 1561 


125 


1133 




11493 


41861 


A 


11562 


1 


837 




11494 


41862 


A 


11563 


2 


708 


CQHYKFRYHQQGEGQEEPPLN 
PHGAARAEVYLRKCTFDMFNF 
LASQHRVLPEGATCDEEEDEVQ 
LRSTRRATSLELPMAMRFRHLK 
KTSK.EAVGVYRSAIHGRGLFCK 
RN1DAGEMVIEYSGIVIRSVLTD 
MRKKFYDGKGIG\CYMFSMDD 
FDVVDATMHGNAARFINHSCE 
PNCFSGVIPGGGPENKIVIFGLR 
RILGGEEVNLRTKKFP1E\DAK\N 
KLPC\NCGAKRCRRFLN 


11495 


41863 


A 


11564 


2 


136 




11496 


41864 


A 


11565 


1 


551 


AILYAKRASVFVKLQKPNAAIR 
DCDRAIE1NPDSAQPYKWRGKA 
H/RAQKIAEHRRKYERKREEREI 
KERIERVKKAREEHERAQREEE 
ARRQSGAQYGSFPGGFPGGMP 
GNFPGGIPGMGGGMPGMAGM 
PGLNEILSDPEVLAAMQDPEVM 
VAFQDVAQNPANMSKYQSNPK 
VMNLISKLSAKK 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


11497 


41865 


A 


11566 


1 


804 




11498 


41866 


A 


11567 


64 


1215 


PPSFAHHLPTMDPRKVNELRAF 
VKMCKQDPSVLYTEEMRFLRE 
WVESIGGKVPPATQKAISEENT 
KEEKPDSK.K.VEEDLKADEPSSE 
ESDLEIDKEGVIEPDTDAPQEM 
GDENAEITEEMMDQANDKKVA 
A1EALNDGELQKAIDLFTDAIKL 
N PRL A I L Y A K.RAS VF VKLQKPN 
AAIRDCDRAIEINPDSAQPYKW 
RGKAHRLALGHWEEAAHDLAL 
ACKLDYDEDASAMLKEVQPRA 
QK1AEHRRKYERKREEREIKERI 
ERVK.KAREEHERAQRE\EEARR 
QSG\ AQYG S F\PG GFLGGVMPGN 
FP\GG\MPGMGGG\MPGMG\GM 
PGLNE1LSDPEVLAAMQDPEVM 
VAFQDVAQNPANNMSKYQSNP 
KWMNLISKLSAKFGGQA 


1 1499 


41867 


A 


1 1568 






VKAKIQDKEGIPPDQQRLIFAG 
KQLEDGRTLSDYNIQKESTLHL 
VLRLRGGIIEPSLRQLAQKYNC 
DKMICR/KKCGHTNNLRPKKK 


11500 


41868 


A 


11569 


3 


318 




11501 


41869 


A 


11570 


7 


57 


RFFNFLGGIP/P*SGPKGMTL/DQ 
TQGSKSKQIQWPALTFKPLVER 
NIPSSVTAVEFLVDKQLDFLTE 
DSAFQPYQVRNFRLLFK1 KG* L 
NFIDIQTFFK.QYSLNIISSNF*LC 
EKPNECSQL1LL1G*TVY*FFNFL 
GG1PLNLGQKE 


11502 


41870 


A 


11571 


1 


2109 




11503 


41871 


A 


11572 


50 


251 




11504 


41872 


A 


11573 


1 


1922 




11505 


41873 


A 


11574 


2 


479 




11506 


41874 


A 


11575 


1 


909 


L1LTSVLLFQRHGYCTLGEAFN 

RLDFSSA1QDIRTFNYVVKLLQL 

IAKSQLTSLSGVAQKNYFNILD 

K1VQKVLDDHHNPRLIKDLLQD 

LSSTLCILIRGVGKSVLVGNINI 

WICRLETILAWQQQLQDLQMT 

KQVNNGLTLSDLPLHMLTNILY 

RFSDGWD11T\LGQVTP\TLYML 

SEDRQLWKKLCQYHFAEKQFC 

RHL1LSEKGHIEWEVGCNFATF 

RKHYPAKEQYGRQHC1FCRHCS 

ILFWKDSGHP\CTAADPDSCFTP 

WSSQQFIALFQVLRAAPCHPY 

WRFVNPAVCAGL1VSVL 


11507 


41875 


A 


11576 


1 


1035 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


III 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11508 


41876 


A 


11577 


63 


606 


FAKNERTQRGKRRGVTRYMFSR 
PF\RK\HGVVPLGPHICR1\YRKG 
DIVDTQGNGVLFKKGMPHKCY 
PWPKLEGVLQLLPQHAWAIVV 
NQPVLGQSFFPRE*IVRIEHI\KH 
SKSPR*ASLK/RVLKENDSEKER 
SPNEKGTWGSNLKRHLAPPQK 
KHTL*RTNGKEPEL\LEPIPYEFH 
GHNRC 


11509 


41877 


A 


11578 




490 




11510 


41878 


A 


11579 


150 


536 


NCKISFLHFCYIFVKALKRISAL 
SRGK1LAKR1NVRIEHIK.HSKSR 
DSFLKRVKENDQKKKEAKEKG 
TWVQLK.R/QGKNLVYISLVLRA 
L*G*DLTHHII1LFPFFFL**PAPP 
REAHFVRTNGKEPELL 


11511 


41879 


A 


11580 


336 


476 


GMGTVQKGMPHKCYHGKTGR 
VYNVTQHAVGIVVNKQVK*VV 
LCG 


1 1512 


41880 


A 


11581 


1 


626 


WAFRPEPPSSSKF AQN DGPQRG 
KRRGT\RYMF\SRPF*ENHGVVP 
LAHIFMRUYKAKGDIVRHPRGM 
GYCSKKGMPPTSCYPWQKLGR 
V\YNVTPAMLFGIVCKQTKLKG 
NDSLPRG/ILMWR1*AHLRHF*G 
ARD/RASLKTCGRENGSRKKER 
KPKGGKVTWGFQLKRRHLGFP 
PQEEATFLLKEP1GGREP*ACLE 
PYFPYWISWGINRC 


11513 


41881 


A 


11582 


499 


723 




11514 


41882 


A 


11583 


96 


41 1 


PAPTSRCRRRRAPLPKKKAEGD 
AKGNKAKVKDEPQRRSARLS\A 
KPAPPKPEPKPKKAPAKKGEKV 
PKGKKGKAD\AGKEGE*PLQKN 
GDAKTDQAQKA\EGA\GDAK 


1 1515 


41883 


A 


11584 


3 


493 




1 1516 


41884 


A 


11585 


588 


759 


GEGCG WAEVGRCRPGPPDPAG 
PAGAAGP\GAARGGLFRGVLSP 
SSRCGGGSSSSRSGR 


11517 


41885 


A 


11586 


213 


626 




11518 


41886 


A 


11587 




645 




11519 


41887 


A 


11588 


1 


739 




11520 


41888 


A 


11589 


327 


676 


NPNPSWNLAHVWDMDRK*EQ 
RGIQA/**SNINKS*KE1CMSMQC 
LEMPRNPDH*GRIDVSFQNLrvlR 
LTR* SQMG YLPWDLKQELETFS 
KLS* KQ VMLS V V VTF VRNMLQ 
LRFLTSFSG 


11521 


41889 


A 


11590 


11 


328 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


11522 


41890 


A 


11591 


1 


378 


LFIVTVCPAFLRFSSA1CDSFLIC 
PQVGGCVRRVLLVTVGVLLSIS 
LDMAATGVSLGSSWSLFLGIW 
LM1RFQVS*WYPNWLLILSWRN 
1 S ITSTPS Y Y FT YFPTFC YQI SPPN 
QLFCFCLCSWFL 


11523 


41891 


A 


11592 




780 




11524 


41892 


A 


11593 


1 


1461 


MVTLMGHAALCLHYVMQLGT 

TGGAWYFPRASSQAREMPQCP 

TLESQEGENSEEKGDSSKEDPK 

ETVALAFVRENPGAQNGLQNA 

QQQGKKKRKKKRIIIISGKVLED 

FLALAMHFADEETGQKRCSLN 

QTIQLLITPDTG SI WHQAFLSS1 V 

RRAAQQYGFREGGEDDDWTL 

YWTDYSVSLERVMEMKSYQKI 

NHFPGMSEICRKDLLARNMSR 

M LKMFPKDFRFFPRT WCLPADP 

AQLDLWSQTFWPRPRTAPDGT 

GADGLGLRLGSLGK/VSFWFPA 

CHGLG*PEASYTAS/MACGSLP/ 

WKLSTFSAYLEDHSYNVEQIW 

RD1ED VIIKTL I S A H P 1 1 RUN YHT 

CFPNHTLNSACFE1LGFDILLDH 

KLKPWLLETEKMQTAGALFISP 

ALPSYSNFPLQVARREFQTSVV 

SRD1DTAAKF1GAGAATVGVAG 

SRAGIGTVFGSLIIGYARNPSLK 

QQLFSYAILGFALSEAMGLFCL 

MVAFLILFAM 


11525 


41893 


A 


11594 


1 


2301 




11526 


41894 


A 


11595 


3 


381 




11527 


41895 


A 


11596 


1 


729 




11528 


41896 


A 


11597 


1 


1006 


MVKVKARVNEFGYTGCLVTRA 

AFNSGKVDIVA1NDPFIDLNYLA 

YMLQYDSTHGKFHGTIKAENG 

KLVINGNPITIFQE*DPTKIKWG 

DAGTEYVVESTSIFTAMEKVGA 

HLQRGAKRVMIFAPSTEAIMFM 

MK.VNYEKYDNSLKIISNASCTT 

NCLAPLAKV1HDNSGIVERLM1 

TVHVITTTQKTVDGPCRKLRPD 

GHRALQNIIPASTSTAKAMVKV 

IPELNKKLTGMASHVPTAKVLV 

VDPTCHL/EKPAKYYDIKKMM 

KQASEDPIKG1LGYTEHQIVSSD 

FNSDTQSSTFDAGAG1TLNDHF 

VKLISWYDNEFGYSNRVVDLM 

AHMASKE 


11529 


41897 


A 


11598 


3 


508 




11530 


41898 


B 


11599 


1 


5068 
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SEQ ID 

NO: 


SLQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11531 


41899 


A 


11600 


58 


659 


PVATTCECIFIHLGEADVWIGN 
AA/WELYYLEQSIQHDSPMPSD 
KTTG*GDN*FYASS\GAGKFVS 
RAVF1NLEPIVTDEVCTGTYHQ 
LFHPEQLITDKEDAAHNYAWG 
HHD1GKIIGCYSTNKTKCT1QFV 
DWCFTSLKVGFNCQLPTVVPAG 
N L ANIKRAACMLSNTIAIAEA W 
VCLGHKSDLSYANCSFVHQFFN 
KSIH 


11532 


41900 


A 


11601 


511 


1173 




11533 


41901 


A 


11602 




497 


WCDGPQNRYALICQQC/YSHNG 
MALKEEFEY1AFRCAYCFFLNP 
A RKTRPQAPRLPEFSFEKRQVV 
EG SSSVG PLPSG SVLSSDNQFNE 
ESLEHDVLDDNTEQTDDKIPAT 
EQTNQVIEKASDSEEPEEKQET 
ENEEASVIETNSTVPGADSIPDP 
ELSGESLTAE 


1 1534 


41902 


A 


11603 


2 


764 




1 1535 


41903 


A 


1 1604 


1 


444 




11536 


41904 


B 


11605 


44 


1748 




11537 


41905 


B 


11606 


1 


1134 




11538 


41906 


A 


11607 


1 


549 




11539 


41907 


A 


1 1608 


212 


548 




1 I 540 


41908 


A 


11609 


1 


905 


ESVAAAARAFPFTAPKELERQQ 
RRRFRFHHLFLFPSLRTPCRVSV 
SLQPWLWKATEVMAMFEQMR 
ANVGKLLKGIDRYNPENLATLE 
R\YVETQ\AKENAYDLEPNLAV 
LKLYQFNPAFFQTTVTAQILLK 
A LTNLPHTDFTLCKCM1DQATI 
QERNGP1 PDQIFVPSGTLLEDPA 
HFPGPFWQTPGNGRACQKAWD 
ENHWTLFGK.VLT\GF*RLLVRK 
FIC\HVVGYHLPSHIDR\WLLAE 
MLGDL\SDKPAKRCWMSKIRLR 
EDDRRGQIF\ICS\QE*EHLNPRN\ 
IVEKIDFDSVSSIMASSQ 


11541 


41909 


A 


11610 


186 


209 


QLWPN*LLSRNKEATLRYSQLP 
TCHSICY*MPAF*HTISDLSFNK 
NINCKSYHLRVFYKYV*IVCHF 
*VPKVYWTKYYQTSCRT*WR* 
SGVE*PPIISSSSSACCLLRRLPT 
EGTCPEIFWNPRLGISAECRDSC 
GPTSF 
















11543 


41911 


B 


11612 


1 


999 




1 1544 


41912 


A 


11613 


1 


657 




11545 


41913 


A 


11614 


1 


707 




11546 


41914 


A 


11615 


1 


297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1547 


41915 


A 


11616 


1 


1287 




1 1548 


41916 


A 


11617 


242 


540 


LTNEKKVQDQM DSQPN STRGT 
RRSLYPFLLKLFQLIEKEGILPNS 
FYEASI1LIPKPGRDTTTTKKEF* 
TNIPDEHRCKNPQ*NTSKPNPA 
AHPKAYPP 


11549 


41917 


A 


11618 


193 


916 




11550 


41918 


A 


11619 


1 


2169 




11551 


41919 


A 


11620 


1 


615 




11552 


41920 


A 


11621 


39 


568 


NSAWARRPLVLPLMSLVSPWK 
SSQHIF\RVLNPPNLDGRRKNSP 
LPITCHLRVWARRYAHVV\LRK. 
AD\IDLTK\RAGEL\TEDEVERVI 
TI LQ\NPRQYKIPD\WFLNRQKD 
VKDGKYSQVLANGLDNKLRED 
L\ERLKEDSAPIEGLRH\FWGLR\ 
VRGQHTQDQLGRRGRHRGASA 
GARR 


11553 


41921 


A 


11622 


1 


378 




11554 


41922 


A 


11623 




222 




1 1555 


41923 


A 


11624 


2 


367 




11556 


41924 


A 


11625 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQARKEGGPIFNILKEKNFQPRI 

SYPAK.LSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


11557 


41925 


A 


11626 


1 


633 




11558 


41926 


A 


11627 


164 


714 


1GVNRHLIQESPSWNLAGAPLE 
QIFQRKEQAA1FA1LQPLLVISRQ 
TGSGVDPQQTPADLQK7SGSDS 
REQNKTENEFDELTEIGCRRWV 
ITNSSELKEHVVTQCKEAKNLE 
KMLQELLTRITSLEKNINDLME 
LKNTAQELREAYTIINSQTDQA 
EERISEIEDQLNE1K.GEDNIREKT 
VKRNE 


1 1559 


41927 


A 


11628 


504 


936 


TESSSININKKDDHAKTP\PKDH 
NSSPAREQNKTENEFDELTEIGC 

K.K. W V 1 1 INootLrwCrl V V 1 ^^JvcA 

KNLEKMLQELLTRITSLEKNIN 
DLMELKNTAQELREAYT1INSQ 
TDQAEERISEIEDQLNEIKGEDN 
IREKTVKRJE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11560 


41928 


A 


11629 


1949 


3232 


PGKQDLEWTSSKLQQTCRRGT 

LLVEGKLTNRK.E*HQHQQKLLR 

PHGNLIQRDHNCSPARE\QNWM 

ENEFDKLTEVGFRRWT1TNSSK 

LKERVLTQCKEATNLAKRLEK. 

LLTR1TSLEKNK.NDLMELKNTA 

QELREAYTSISGRINQAEQRTSE 

IEDQLNEIKRRGVSVCPQPSEDT 

PRSTARVPKGMVPFRPRVPLVT 

PPREKKEAPWLACLRTRALRILI 

DPPSQVWDIVSCDAENETKLEN 

TLQDIIQENFPNLARQANWQ1Q 

EIQRTPQRYSSRRATPRHI1VRFT 

KVEMKEKAMLRAAREKAGQVT 

HKAKP1RLTADLSAENLQAR/R 

TEWGPIFNILKEKNF\QPR1SYPA 

K\LSFISEGEIKYFTDKQMLRDF\ 

VTTRPALK\ELLKEALN\MERD 

N\RYQP\LQNHAKFVKTIEAREE 

TC1NLMCQITS 


11561 


41929 


A 


11630 


1 


421 




11562 


41930 


A 


11631 


2 


415 




11563 


41931 


A 


1 1632 


59 


492 


GHIGVRPSLHPVTSTTSGNVSPT 
LARAMASISELACVYLALILHD 
DEVIIMEVNINTLIK.AASVNVE/ 
PFWPGLFGKALANVNIGSLICN 
VGAGGPALAAGAAPAGGPAPSI 
AAASAEEKKMEAKKEESEESD 
DDMGFGLFTKPVL 


11564 


41932 


A 


11633 


100 


527 


PPRTGQRQPLHSARRHGPSVS\E 
LACI\YSAL1SARTDEVTVT\EDK 
rNALlKSSPL*MLSPFWPWLCLQ 
RPLAYNVNIGSLAICNVRGPVEPA 

ACnt>TA\rDADIl'VI ADCT\AAAD 

AsyrOAwrAKlS. V LArs 1 \AAAr 

S* RRRKLE AKKRKNPKE VLN DE 
HGLLVFLN 


11565 


41933 


A 


11634 


1 


675 




11566 


41934 


A 


11635 




1032 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11567 


41935 


A 


11636 


3 


976 


HEAKHQMADDAGGS/AGGPEG 

PGGPWDGKTPLLSGEVFGIVIR 

G RG S RP/RG RG RG RAG RG ARG G 

KGPRIK/WIGMPVHQVGAALVK 

DH*RSKFPWKEIYLFSLP\IKGIK 

DS*FSFLAGPLSKDEGFEGLCPV 

QKQTRAGQAQQVSRPFVAIGG 

LQMAHVGSGVLSAPKEWATG 

HPVGAIILAKLSIRPRAQKGIWG 

TKYWQSPNTVP\CKV\TGRCGF 

VVVRLIP\APRGSGIVSAPVA\K 

KLLMMAGIDDCYTNSAPGCTAT 

LG\NFA KGHPLI AIFKVTYKLP* P 

PDLWK\ETVFTKV\PYQ\EFT\DH 

LVKDPHPESSVQRDLRLQLVAT 


1 1568 


41936 


C 


1 1637 


279 


322 




11569 


41937 


A 


11638 


1 


107 




11570 


41938 


C 


11639 


69 


134 




11571 


41939 


B 


11640 


223 


950 




11572 


41940 


B 


11641 


1 


684 




11573 


41941 


A 


11642 


1 


564 


EFGTRDNRVLLPLVNPTVFFDI 

AVD/GVYPLGRVSFELFADKVP 

KTAENFRALSTGEKGFG\YKGS\ 

CFHRLFP\GFM\CQGW*L*SHHN 

GT\GGKSHLWGRNLKDENFI\L 

KHTGPGILS\MANAG\PNTNGSP 

VFLTSCTA\KTE\WLDGKH\AGL 

GKVKEGMNIVEAMER\FGSRN 

GKTSKKIISIA\DCGTTSN 


1 1574 


41942 


A 


11643 




877 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDGIYIFNLKRTWEKFLLAAR 

AVVAIENPADVSV1SSGNTGQR 

AVLKFAAATGATP1AGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPTIALCNTDS 

PLRYVD/ICNNKGAHSVGLMW 

WM LAREVLRMRGTISRGHP WE 

VMPDLYFYRDPEEIEKEEQAAA 

EKAVTKEEFQGEWTAPAPEFTA 

TQPEVADLSEGVQVPSVPIQQF 

PTDDWSTQPATENWSAAPTAQ 

ATEWVGATTDWS 


11575 


41943 


A 


11644 


1 


1674 





1538 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11576 


41944 


A 


11645 


1 


1121 


MLEAVLEESPREEAAFSWVMK 

GNLAAGKT1QAQDRDAVGILSS 

RTGESMENLQKNLLPKQRRRT 

RETFTMSGALDVLQMK.EEDVL 

KFLAA\GTH\LGGTNLDFQMEQ 

YIYKRKSDGIYI1NLKRTWEKLL 

\LAA\RAIVAIENPADVSVISSRN 

TGPEGLCLKF\AA\ATGATP1AG\ 

RFTPG\TFT\NQIQ\AAFREATGF 

LVVTWTPGLD\HQPLTEA\SYV 

YLPT1A\LCNTDS\PL\RYVDIAIP 

CNNKGAHSVGLMW\WML\ARE 

V L RMRG\TISREHP WEWMPDL 

YFYRDPEEIEKEEQAAAEKAVT 

KEEFQGEWTAPAPEFTATQPEV 

ADWSEGVQVPSVPIQQFPTED 

WSAQPATEDWSAAPTAQATE 

WVGATTDWS 


11577 


41945 


A 


11648 


1 


396 




11578 


41946 


A 


11649 


1 


567 




11579 


41947 


A 


11650 


1 


226 




11580 


41948 


A 


11651 


3 


377 




11581 


41949 


A 


11652 


19 


450 


PDRRWSSLDTMNHTGQTFFSPV 
NSGQPPNYEMLKEEHEVAVLG 
APHNPAPPTSTVIHIRSETSVPD 
HVVWSLFNTLFMNPCCLGF1AF 
AYSVKSRDRKMVGDVTGAQA 
YASTAKVALN1WALILGILMTIL 
LIVIPGLIFQAYG 


11582 


41950 


A 


11653 


210 


2206 




11583 


41951 


A 


11654 


450 


644 


SLRLWVTERTAVTNLPSSSRGV 
GDKPPVGSPHLFLSLVVAFNPL 
QSTRNPASASQPQXPCSAEQPAR 
RG * AEPA LRTVLPI H AEM WLPR 
LHEFEEHRLVHRCFTLTFVDET 
DHCAVLPRGAGSGQGGGFERIL 
SQSPGSLWESC*PGLWLNILSNP 
PPCPLPAPLGRTAQ 


1 1584 


41952 










RGTWSIIA*KSQGISWDRFEEVT 
LCREPFT 


11585 


41953 


A 


11656 


1 


2538 




11586 


41954 


B 


11657 


68 


1602 




11587 


41955 


B 


11658 


1 


1464 




11588 


41956 


A 


11659 


587 


1081 


ILSWLTLWSILRLYIVTLTGKIC 
SLTSEASEATSPPRGTNNSRSVA 
LAVVTLVWRVCSFIFDSKAFIL 
AFAFFFSHWFSILPFPPQHGATL 
WYFWGDFECSRGPRNIHTDDR 
ARLVPMTERGGPPQGGEPART 
RSPRQGGRGGMEGGE*YPCPPH 
LGGQERKPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11589 


41957 


A 


11660 


180 


583 


YTEVLKGPDGAENHGTRTT** 

MHKPH*PIRSTGRKADKQLQQS 

LR\NKINVQKSQAFLYTNNRQT 

ESQ1MSELPFTIASK.RIK.YLGIQL 

TMDVKDLFKENYKPLLKEIRG 

Y KQM G E H SMLMG RKNQYSEN 

GHTAQ 


11590 


41958 


A 


11661 


82 


159 




11591 


41959 


A 


11662 


2 


1008 


NAAPLQQRNKAGCR/YDLDEL 
REEG F RRSNFFKLKAE VRTQCK 
ETKNLEKTLDKWLTRKTSVEK 
SLNDLMELKTMVQGLRDKCTN 
FSNGFDQLEERVSVIEEQMNEM 
KQEKKYREKKDRSMTQKVNK 
DIQELDSALHQEELIDIYRTVHP 
K STEY TFFS APHRT YFKIDHI VG 
SKALLSKCKRTE11TNCLSDHSA 
IKLELRIKKLTQNRSTTWKLNN 
LLLNDYWVHNEMKAEIKMFFE 
TNEN KDTTYEN L WDTFKA VCR 
GKFRALNVHKRKQERSK1DTLI 
SQLK.ELERQELT1 1SKASRMQE1 
TK1RAEQKEKETEKNIQKNQRI 
QELFLLKDQQN 








66 




T529 




1 1593 


41961 


B 


11664 


1 1 1 


1350 




11594 


41962 


C 


11665 




2127 




11595 


41963 


B 


11666 




1350 




11596 


41964 


A 


11667 




1506 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1597 


41965 


A 


1 1668 


1 


1855 


M1IIVPLYSSLGDRVKSCEKKRE 

RERERRKKERKKERKKERKKE 

RKKASSKEREEGRKKERRKK.L 

RKKEEKERKKRK.KK.RREGRKE 

RKKEKERKEGKKEERKNIPGKR 

RESTDPLKEMDHRCLLPEMLK 

GTWWTTPARASGPAVPLLCEF 

RQWTVDTTSVVPESTHMPGQM 

TQPIPAPDSHM M DEAGGH YPK 

QTNTRPENQILHVFTDKWELNT 

EYKDPKKRTTDTRAYLRVEAT 

LAADWMVPTQIEGRSSFVLATL 

AADWMVPTQ1EGRSSFVLATL 

AADWMVPTQTEGRSSFVLATL 

AADWMVPTQIEGRGRMTPHM 

AGYSSETKLPEERSGSS1CGSPIS 

AVLQPPLL1PRQTGSGVDLQQT 

PTDLQLRVLMERSSSPATEQSW 

MENDFDEMRDEGFRRSNYSEL 

KEEVQTYCKEVCRGKFKALNA 

H KRKQETSKI DTLTSQLKELEK 

QEETHSKASRRQE1TKIRAELKE 

IETQKTLQK1NESRSWFFEKINK 

IHRPLARI.IKKKTEKNQINA1KN 

DKWD1TNMLTEIQAT1REYYKH 

LYANKLENLEEMDKFLDTYTL 

PRL*N/CRQSLIAYQQ1KVQDQ 

MDSQSNSTRGTRRSWYHSF 


11598 


41966 


A 


11669 


2678 


2897 


PDGAKKHGKRT\RDERTSFSSEF 
NQLEERVSV1ENQMNEMKREE 
KFREKRVKRNEQSLQEIWD\M* 
KDQMRSTS 


11599 


41967 


A 


11670 


843 


2004 


n>jqcrevli<:gvdgaesqgsrt\ 
reerrslrsrcdqleervsvied 
qmnemkregkfrekrikrneq 
slqeiwdyvkrpnlrligvpes 
dgengtklentlqdiiqenfpn 
ltrqaniq1qeiqrtpqryssrr 
atprh1vvrftkvemkekmlr 
aarekgrvthkgkpirltadls 
agtlqarrewgpifnilkeknf 
pprisypaklsfisegeikyftdk 
qmltivhlktldhymynirrpk 

GGEKKADQEVNSEPRNNIVLET 
KG DRG PQ APA SPGGPPPR R V RR 
SASGSRAGITFHPVHYLTRRPFA 
HRFHYQSHGYGVGSVQSAELR 
H KTN SA A RA A LRDGG VDCRG R 
ERGSACQKRSDDEAGGLVLSD 
LPRVMSGSWEVRR 


11600 


41968 


B 


11671 


1 


3221 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for las) amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


11601 


41969 


A 


11672 


82 


160 




11602 


41970 


A 


11673 


1 


551 


AAAMADSGTAGGAALAAPAP 
GPGSGGPGPRVYFQSPPGAAGE 
GPGGADDEGPVRRQGKVTWS 
YDRKELRKRLYN L\ED W I L * QLN 
GAFYDCQ\EEE1PELEIDVDELL 
D\MESD\DARAA\RVKELLVDC 
YKPTEAFISGLLDKIRGMQKLS 
TPPEEVRVPDPG RTV APTG QS L 
PPDLVATAITGGT 


11603 


41971 


A 


11674 


362 


650 




11604 


41972 


A 


11675 




651 




11605 


41973 


A 


11676 


1 


3101 




11606 


41974 


B 


11677 


1 


2838 




11607 


41975 


A 


11678 


1326 


1980 


TSEASRQSERVDSAALSALSLLS 
RSSKCRPWGTA RVARAGGCLT 
PLLSRRFLETRPFTGPWDPGLG 
VTCWCCPPKRRLKSTPRPKFSV 
CVLGDQQHCDEAKAVDATFEV 
CLGDQVLSNANGFLSLSAKKY 
DAFLASESLIKQIPR1LGPGLNK 
AGKFPSLLREEGQAICYSSTNLT 
*SSLPSSQVLCLAVAVGHVKMT 
DDELVYN1HLAVNFLVSLLK 


11608 


41976 


A 


11679 


11 


720 


EAM SSK V SRDTLYE AVREVLH 

GTQRKRRKFLAETVELQ1SLKNY 

DPQ\KDKRF\SG"r\VRLKSHSPAL 

SFSVCVLGD\RQH\CDVEAKA\V 

DIPPHGPSEAAEKTSTKNKKLV 

QKSWPKKV*MPFLA\SESSDQA 

RFPR1PRAPGLNKAGK\FP\SLLT 

HNGKHGGPKVDEVKVPQSRFQ 

MKKVLCLAVAVGHVKMTD\DE 

LVFN1HLA\VNFL\VSLLK\KNW 

QKCSGALYYQEAPMGQSPKRL 


11609 


41977 


A 


11680 


34 


507 




11610 


41978 


A 


11681 


407 


806 


LRVGMLQRSKANGPDDDHLLG 
ASCTCGPSTGSPSPRLPSLPQRP 
QKGLLHQ/RATRMKPGNIAKGL 
WKRLSKGTVMKLWLLTAVPRL 
SGLLVCPLVHQLLLAFKFLKRF 
PIFCLWFRAANRHARFSILFKLS 
RP 


11611 


41979 


A 


11682 


1 


1551 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11612 


41980 


A 


11683 




751 


MAGYSSETKLPEERSDSSIRGSR 

KSTVLQTLLLIPRQTGIKKLTQN 

RSTTWKLNNLLLNDYWVHNE 

MKAEIKMFFETNENKDTTYQN 

LWD/YIQSSV*RE1YSTKCPQEK 

AGKIQN\DTLTSQLKELEKQEQ 

THSKASRRQEITKIRAEPKEIQT 

QKTLQKINESRSLFFKRINKIDR 

PL A R L I K K KREKNQID AIKNVE K 

G1SPPIPQNYKLPSENTTNTSMQ 

IN * KI * KKWIN S WTHTPS QE * TR 

KKLNL 


11613 


41981 


A 


11684 


49 


551 


VRATYFHHAPANCTEFVPRQL 
VSRAENLPQATSLPTEKASRAF 
R V LL I PRQTRSG VDLQQTPTDL 
QLRVLIVRRKTNKQKGHPHQN 
PICTSPLRRSNFFELKEEVRTHG 
KDAKNLEKRLDKWLTRISSVE 
KSLNDLMELRTM A * ELCDECTS 
FSS*FNQLEERVSV1 


11614 


41982 


A 


11685 


1 


1566 


MNSLLTGQIPESQQIHRDSSAAT 

WWKKIYRQKMGNDIEKSEVRG 

GLTPHTAGYSSETKLPEKRSGS 

S1CGSPISAVLQPPLL1PRQTGSG 

V DLQQTPTDLKLR VLT VRRKS 

NKQKGHPHQKP1CTSPLSKTKD 

RSTRQKVNKDIQDLNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTCSKIDHIVGSKALL/EQM*KN 

RNYQKLSLRPQCNQ\LELRIKKL 

TQNHSTTWKLNNLLLNDYWM 

QKRPLKIQQCFMLKTLNKLG I D 

GTYLKNRAIYDKPTANIILNGQ 

KLEAFLLKTGTRQGCPLSPLLL 

NVVLEVLARAIRQEKEIKGIQL 

GKEEVKLSLFADDM1VYLENPI 

VSAQNLPKLISNFSKVSGYKIN 

VQKSQTFLYTRNRQTESQ1MSE 

LPFT1ASKRIKYLGIQLTRDVKD 

LFKENYKPLLKE1KEDTNKWK 

NIPCSWVGRINIVKMA1LPKV1Y 

RFNAIP1KLPMTFFTELEKTTLK 

FIWNQKRACIAKSILSQKNKAG 

niTt Dcrpi vtpi r\ 
Ul 1 LrcrtvL, I 1 KL^ 


11615 


41983 


A 


11686 


1 


4962 




11616 


41984 


B 


11687 


101 


3772 




11617 


41985 


B 


11688 




1047 




11618 


41986 


A 


11689 


21 


287 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1619 


41987 


A 


11690 


131 


723 


LLEGKLTNRKDIHTKNPSVRH/ 
RSSKTKERVSAMEDEINEMKRE 
EKFREKRVKRNEQSLQEIWDYL 
KRPNLRLIGVPESDGENGTKLE 
NTLQDI1QENFPNLARQANIQIQ 
E IQRMPQRYS LRRATPRH 1 1 VRF 
TKVEMKEKMLRAAREKGRVT 
HKGKPIRLT/ADLSAETLQARRE 
WGPIFN ILKEKNFQPRIS YP AKL 


11620 


41988 


A 


11691 


1 


1257 




11621 


41989 


A 


11692 


1 


759 




11622 


41990 


B 


11693 


107 


511 




11623 


41991 


A 


11694 


170 


726 


LLEGKLTNRKDI HTETPS VCHH 
HQRPKDIIQENFPNLARQANIQI 
QE1QRTPQRYSSRRATPRH11VR 
FTK/VEMKEKMLRAAREKGRV 
THKVICPIRLTADLLAETLQARR 
EWGLIFNILKEKNFQPRISYPAK 
LSFISEGEIKYFTDK.QMLRDFVT 
TRPALKELLKETLNVERNNRYQ 
PLQKHAKL 


1 1624 


41992 


A 


1 1695 


1 


569 


MAGYSSETKLPEERSGSNICCSP 

ISAVLQPPLLIPRQTGSGVDLW 

QTPTDLQLRVLTVRRKINKQKG 

HPHQNPICTSPSSKTKGQIRAEL 

KEIETQKALQKINESRNWVFEK 

1NK1DRPPARL1KJCKREKNQIDA 

1KNDRGD1T1DPTE1QTT1REYYK 

HLYANKLENLEERDK.FLNTYTL 

PRLNQEEVESLNRPITGSE1EAII 

NSLPTKKSPGPDGFTDAFYQRY 

KEDLVPFLLKLFQSIEKDR1LSN 

SFYEASIFLIPKLGRDTTKKEN* 

QTERTSTPKPHLYITIIEDQRPD 

QSRTEGNRDTKSPSKNQ*IQEL/ 

WFLKRSTKLI\ATSKTNKEEKRE 

ESNRCNKK**RGYHHRSHRNT 

N YHQRIL*TPLCK*TRKSGRKG * 

1PQH1HSPKTKPGRS 


11625 


41993 


A 


11696 


3 


1039 




11626 


41994 


C 


11697 


1 


1251 




11627 


41995 


A 


11698 


1 


807 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11628 


41996 


A 


1 1699 


1 


713 


MNSLLTGQIPESQQIHRDSSAAT 

WWKKIYRQKMGNDIEKSEVRG 

GLTPHTAGYSSETKLPEKRSGS 

S1CGSPISAVLQPPLL1PRQTGSG 

VDLQQTPTDLKLRVLTVRRKS 

NKQKGHPHQKPICTSPLSKTKD 

RSTRQKVNKD1QDLNSALHQA 

DLI DI Y RTLHPKSTEYTFFS APH 

HTCSKIDHIVGSKALL/KQM*K 

NRNYQKLSLRPQCNQTRTQD*E 

TH SKPLNYM ETEQP APE 


11629 


41997 


A 


11700 


1 


1768 


MNLSRHLNEVKGELLWSLEWR 

DPDGGSIRMEVGLGGWTQRLE 

EEKK.GNVCSHGNLEKDFPYIPH 

LFG LQQKKMDLKG VFKSCFKI 

YCSSKHLLKTGFISEAVLCYGE 

GG EG DTVLTM KERWPHECI VLI 

QCNKGRLTPHTARYSSETKLPE 

ERSGSSICGSPISAVLQPPLL1PR 

QTGSG VDLQQTPTNLQLRVLT 

VRRKTNKQKGHPHQKP1CMSPS 

SKTKDFKPTKIKRDKEGHYIMV 

KGSIQQEELTILNIYAPNTEAPR 

F1KQVLSDLQRDLDSHIIIMGDF 

NTPISTLDRSMRQKVNKDIQEL 

KSALQQADL1DIYRTLHPKSTE 

YTFFSAPHHTYSKIDHIVGSKAL 

LSKCKRMEI1TNCLSDHSA1KLE 

LRIKKLTQNRSTTWKLNNVLLN 

DYWVHNKMKAE1KMFFETNG 

NKDTTYQNLWD/Y1QRSV*REI 

Y STKCPQEKAG RI *N* HPN I\QL 

KELEK.QEQTHSKVSRRQEITKIR 

AELKE1ETQKTLQKINESRSWFF 

EKFNK.IDRRLARLIKKKREKNQ 

1DAIKNDK\G ISPL1PQKYKLPSE 

NTINTSTQIN*K1*KKWINSSTHT 


11630 


41998 


A 


11701 


535 


666 


KGRNIQLNGLVIGTLSN*LKCL 
KMFFTMPLGYINGGISSDFFLH 


1 163 1 














11632 


42000 


B 


11703 


1 


1254 




11633 


42001 


A 


11704 


1 


1032 




11634 


42002 


A 


11705 


481 


1491 




11635 


42003 


A 


11706 


2 


717 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


11636 


42004 


A 


11707 


348 


1976 


SRVRPVVHLRRAPMVCQGHTT 

PPVCGSLAGPGDCVHYSVPAG 

YSSETKLPEERSGSNICCSPISAV 

LQPQLLIPRRTGSGVDLQQTPT 

DLQLRVLTVRRK.TNKQKGHPH 

QKPICMSPSSKTKGSNSHITILTL 

NVNGLNAP1KRHRLANW1KSQ 

DPSVCCIQETHLTCRDTHRIKIK 

GWRE1YQANGKQKKAGVAILV 

SDKTDFKPTKIKRDKEGHYMM 

VKGSIQQEELTTLN1YAPNTGAP 

RFIKQVLRDLQRDLDSHTL1MG 

DFNTPLSTLDRSTRQKVNKDIQ 

DLNSALHQVDLIDIYRTLHPKS 

TEYTFFSALHHIYSKIDHIVGSK 

ALLSKYKTTEIITNCLSDHSAIK 

LELR1KKLTQNRSTTWKLNNLL 

LNDYWVHNKMKAEINTLFETN 

ENKDTTYQNLWD/Y1QSSV*REI 

HSTKCPQEKAGKI *N * HPNI\QL 

KELEKQEQTHSK.ASRRQE1TKIR 

AKLKEIETQK1LQKINESRSWFF 

EK1NKIDRPLARP1KKKREKNQI 

DAIKMEKG1SPL1PQKYKLPSEN 

TINTSMQIN*K1*KKWINSSTHT 

PSQD*TRKKLNL*INTSMQIN 


11637 


42005 


A 


1 1708 


1124 


1717 


LLEGKLTNRKD1HTKNPSVRHH 
HQRPKVDKTTK.MGRKQSRKTG 
NSKNQSASPPPKERSSSPATEQN 
WTENDFDELREEGFRRSNYSEL 
KEEVRTNAKEVKNFEKKLDEW 
1TRITNAEKSLKDLMELKTTAR 
ELRDECTSPSSQCNQLEERISAM 
EDKMNEMKREEKFREKRIKRK 
E\QS LQEI WD Y VKRPNLCLIG VP 


11638 


42006 


A 


11709 


1 


3549 




11639 


42007 


B 


11710 


209 


403 




11640 


42008 


A 


11711 


3 


248 




11641 


42009 


A 


11712 


61 


594 


IQPLVSVLDEKPSNGVLVHMVK 
LLIKTFLDGIFDDLMENNVLNT 
DEIHLIGKCLKFVVSNAENLVD 
D1TETAQTAGKIFREHLWNSKK 
QLSSVHGSEHEDKALTCHWVG 
HPGFPEKLKERKKFCGIMVVGL 
FGFTTDSGKAGADIHGRFLQGN 
FCNDAVTKAHVEKDFMAFKSST 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11642 


42010 


A 


11713 


1 


430 


FSAVREDGGCYLWQIYP1KERM 
DRIRLVLIICNKEFDHLPPRNGA 
DFAIM EM KKLLEDLG YS VD VE 
ENLTAR/HNVSQGETGTKGLPIF 
ITQLIACFQRYSWRCHL\EEVFW 
KVQQAFESPEATVQM PT1ERVS 
MTRYFYLFPGN 


11643 


42011 


A 


11714 


3 


1195 




11644 


42012 


A 


11715 


35 


1288 




11645 


42013 


A 


11716 


1 


1641 




11646 


42014 


A 


11717 


1 


2933 


MVCSAAPLLLLATTLPLLGSPV 
AQASQPLWPMAKGQTMWAQT 
STLTLTEEELGQSQAGGESGSG 
QLLDQENGAGESALVSVYVHL 
DFPDKTWPPELSRTLTLPAASA 
SSSPRPLLTGLRLTTECNVNHK 
GNFYCACLSGYQWNTSICLHYP 
PCQSLHNHQPCGCLVFSHPEPG 
YCQLLPPVPGILNLNSQLQMPG 
DTLSLTLHLSQEATNLSWFLRH 
PGSPSPILLQPGTQVSVTSSHGQ 
AALSVSNMSHI1WAGE 


11647 


42015 


A 


11718 




357 




11648 


42016 


A 


11719 


73 


1494 


KSSHCIKMGPQIFHKTSELFLPA 

TSCPSCPDQNEEDVSQTQYKEC 

CGGGWCSHSIFAVWHFI*RPDA 

T*FG*SSAYGFVASDQCP*GSS* 

LYHLWYSYSGSENKQCG*R\AA 

LGAGFSDKTPAHTVTMACISAN 

QAMTTGVGLIASGQCDV1VAG 

GVELMSDVP1RHSRKMRKLML 

DLNKAKSMGQRLSLISKFRFNF 

LAPELPAVSEFSTSETMGHSAD 

RLAAAFAVSRLEQDEYALRSHS 

LAKKAQDEGLLSDVVPFKVPG 

KDTVTKDNGIRPSSLEQMAKLK 

PAFIKPYGTVTAANSSF/LLTDG 

ASAMLIMAEEKALAMGYKPKA 

YL/RRDFMYVSQDPKD\HLLLG 

PTYATPKVLEKAGLYTMNDIDA 

FEFHEAFSG\QILANFKAMDSD 

WFAE\NYMG*KKPRFGLPPLWR 

RFNNWGNGSLSLGHPFGATGCR 

L VMT\A AN RLREEGRASM A * V 

A\ACAAGGQGHA\MIV\EAYPK 


11649 


42017 


A 


11720 


1 


642 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11650 


42018 


A 


11721 


17 


960 


KSGARSLQPQFLRAPEDGGPLS 

LPNAAMARGPKKHL1\RVAA\P 

KH WMLDKLTGGCA\PRHSPVP 

HKL\RECLPL11F\LRNRLKYALT 

GDEVKKICMQRF1K.1\DGKVYRT 

*YNPTPAGFHGMSSAFDKTGEE 

NFPS*SIDTKGSAFA\VHPYLTTL 

EEGQSTSLVPKVKKRSFVGHKK 

GIPSSWVTS*WPATIR*PRSPSSK 

VN*YHFRLDLETWQRLLDF\IKF 

\DTGNL\CMGDWGGA\NLGRN 

WVLITN\RERHPGSFDPWFHV\K 

DANGN\SFATRLSN1FVIGKGNK 

PWISLPRGKGIRLTIAEERDKRL 

AAKQSSG 


11651 


42019 


A 


11722 


1 


460 




11652 


42020 


A 


11723 


1 


243 




11653 


42021 


A 


11724 


94 


311 




11654 


42022 


A 


11725 


400 


792 




11655 


42023 


B 


11726 


473 


596 




11656 


42024 


A 


11727 


1 


1707 




11657 


42025 


A 


11728 


3 


484 




11658 


42026 


A 


11729 


122 


253 




11659 


42027 


A 


11730 




803 


RGGRGGAGAAGAELAGPLPSP 
APFESPGFTPPGPWGSICPAAFA 
HALHSGTVPARSGRTMARGAA 
LALLLFGLLGVLVAAPDGGFDL 
SDALPDNENKKPTAIPKKPSAG 
DDFDLGDAVVDGENDDPRPPN 
PPK.PMPNPNPNHPSSSGSFS\DA 
DLADGVSGGEGKGGSDGGGSH 
RKEGEEVADAPGVIPGIVGAVV 
VAVAGAISSFIAYQKKAKLCFKA 
EN\AEQGEVDMES\HRNAQRQK 
PAVQARTLLEKIEDCPEKQPQAF 
GSRVRTAA 


11660 


42028 


A 


11731 


335 


476 




1 1661 


42029 


A 


11732 


2 


169 




11662 


42030 


A 


11733 


49 


289 


VPVVQVPAAPGPLPGPATGSCS 
ASAAPRPPDPPPGHPEGHHGHS 
P/GVLGFEVG1FSYCQEQPQKCV 
TIKIFESPP1RRRL 


11663 


42031 


A 


11734 


22 


412 


ARVGFLLGQEGKAGARASGPA 
DDVC\GKGASAIRSHMRASRSP 
PSPRRCHHHHEATGTASGSAAG 
GPGAGCVWLCRLALTPSAQDG 
RNSTFQTYKKE VCLPRH SHPCW 
MHAAGTTAGGSAVMSACCPSS 
SR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1664 


42032 


A 


11735 


250 


571 1 


KGPRVTQGATVPKRQAPSAGL 
D/GSPISQFPWSY/DV*AIAILCG 
QGVT*PLPVSPPGGPAPPESVAL 
AEWVCSGSRRPLSNSGIARRPIG 
VIQPLDFLQNWP1CPVLRC 


11665 


42033 


B 


11736 




1593 




11666 


42034 


A 


11737 


2 


1175 




11667 


42035 


B 


11738 


206 


354 




11668 


42036 


B 


11739 


850 


1461 




11669 


42037 


A 


11740 


2 


663 


VLLDERSAALDGAKRDGTLAL 
AAGALCREARAAQVFFLKGGY 
EAFSASCPELCSKQ/INVSANCP 
NHFEGHYQYKSILCGMTTHKA 
DISSWFNEAIDFIDSTKNAGGRV 
FVHCQAGISRSATICLAYLMRT 
N R VK.L DE AFEF VKQRRSII SPNF 
SFMGQLLQLESQVLAPHCSAEA 
GSPAMAVLDRGTSTTTVFNFPV 
S1PDHSTN SALSYLQSLITTSSHC 


11670 


42038 


A 


11741 


1 


474 




11671 


42039 


A 


11742 


3 


1354 


WAVCATRVGGAVGGTAKKPR 
SPEPRVTLLSQSKSGFWFGAER 
PGGLAFPRKAPPCPWPREQTKS 
TAGP1TLGALRPAMVMEVGTL 
DAGGLRALLGERAAQCLLLDC 
RSFFAFNAGHIAGSVNVRFSTIV 
RRRAKGAMGLEHIVPNAELRG 
RLLAGAYHAVVLLDERSAALD 
GAKRDGTLALAAGALCREARA 
AQVFFLKGGYEAFSASCPELCS 
KQSTPMGLSLPLSTSVPDSAES 
GCSSCSTPL YDQGG P VE1LPFLY 
LGSAYHASRKDMLDALGITALI 
NVSANCPNHFEGHYQYKSIPVE 
DNHKAD1SSWFNEAIDFIDSIKN 
AGGRVFVHCQVAGISRSATICLA 
YLMRTNRVKLDEAFEFVKQRR 
SIISPNFSFMGQLLQF*VPQD/VL 
VPHCSAEGWEAPDMAVL\DRG 
T\STTTVFNFPVFIPV\HST\NSAL 
SLPFRGPINGPFPAG 


11672 


42040 


A 


11743 


196 


1260 




1 1673 








5 






11674 


42042 


A 


11745 


1 


328 




11675 


42043 


A 


11746 




364 




11676 


42044 


A 


11747 


1 


816 




11677 


42045 


A 


11748 


1 


1377 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11678 


42046 


A 


11749 


1 


989 


EGRTVLGGGLGSAAAMASRLL 
LNNGAKM PI LGLGT WKSPPGQ 
VTEAVK.VAIDVGYRHIDCAHV 
YQNENEVGVAIQEKLREQVVK 
REELFI VSKLWCTYHEKG LVKG 
ACQKTLSDLKLDYLDLYLTHWP 
TGFKPGKEFFPLDESGNVVPSD 
TN I LDTWAAMEEL VDEGL VKA 
IG 1 SNFNH LQ VEMILNKPGLKY 
KPAVNQIECHPYLTQEKLIQYC 
QSKGIVVTAYSPLGSPDRPWAK 
PEDPSLLEDPR1KAIAAKHNK\T 
TAQVLIRFPMQRNLVVIPKSVT 
PER1AENFKVFDFELSSQD\MTT 
LLSY\NRNWRVCALLSCTSHKD 


11679 


42047 


A 


11750 




855 




11680 


42048 


A 


11751 


2 


367 




11681 


42049 


A 


11752 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

IfCV'Vl P A A /Wk'PIPT TVPlT Q APT 
i^l^KVl^tvrtA/lNrvrltvLt VJLJLo/VJbt 

T PlARk'POnPIPNIl k'PVXTPOPPT 

QVPAVT CPTCPrjPlk' QPTFiVTlN/tF 

K.DFVTTRPALQELLKEALNME 
RNNQYQPLQKHAKW 


11682 


I^T 









— 








— 


— — 




254~i 




— 

11684 




_05 







U755 













— 


viwi — 




TfJTi 






42054 








777 




11687 


42055 


A 


11758 




1029 




11688 


42056 


A 


11759 




2052 




11689 


42057 


A 


11760 




1392 




11690 


42058 


A 


11761 




993 




11691 


42059 


A 


11762 




1240 


PTDPAAEGPCLLDAKTNKRKGP 

STP1 LPFCPSPFIRGPKVDSTHGA 

WGQKQHR*TGIF*RSRAPSPP\P\ 

KEHGSSPATEQSWMENDFDEL 

REEGFRRI\NYSELKEEARTHGK 

EVINLEKKALDEWITRITNAEKC 

LK\ELMELE\TKA\RELREECRS\ 

LRSRRNQLEERVSAMEDEMNE 

MK\QEEKFREKKNKKK*TKAL 

KELWDYVKRP\NLRLIGIPESDE 

ENGTKLENTLQDIIQENFPNIAR 

QANWQIRGNYRERPQRLPPRG 

RATPRTH/I I VRFTKVGNGREKM 

FKGQPGGKGRWTLKGKPITLTT 

ADLSAETSTSQKTEWGPIFNILE 

GKEFSNPEISYLSQT*AFISGREE 

LN S F YRTSQMLRDFCH HQ ASRL 

P*KSTRPALKELLKEEALKHGK 

GNMPVPSHLQKFIA 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


n692 


42Q60 


= 


n763 


g 






J 


42061 


- — 


— — 


268 


307 


AHHTHLCLLTESPPEGR*VCWG 














CGLGWGVVLSLVCPP 




— — 


— 


— — 


2 


^M9 






— — 


— 


TT766 





T734 




— — 


42064" 


— 


71767 





603 




1 


— — 


- — 


— — 





— 

— 






77 

420 




A 


75 

117 




115 




EWSSVRRSLVEKRALRRPHPQC 














LCFRMKTILSNQTWDIPENVDM 














TLKGRTVIVKGP/REGTLRRDFQ 














S PSM E N FTFLE RKKKRLR VDK 














WWGNRKE\LATVRTICSHVQN 














Ml KG VTLG FRY KM RS V\Y AHFP 














HQPLLSRGNGSLV\EI\RNFFG*K 














NISARVRMRP\GVA\CSV\SQAQ 














KGEF/ISLEGND1\ELVSNSA\ALI 














QQATTWKNKD1RKFLDGIYVFE 














KGTVQQADE 




42067 


— 


TT77O 





295 


ASTAGVSYYVAQAGLKLLGLS 














L SKC RD YRCEPPCPE* M SL YK V 














MAMARKAMSLVYIYFFLDEFM 














YFAGTWMKLETIILSKLSQGQK 














TKHRMFSLVGGN 




42068 


— 


71771 









342 

— 







— — 
















— — 

42070 













— 










— — ■ 









— 




4I57I 







YPP^ — 





— 












— 


861 


IWA1LADPRMAQGKLRMEIGTK 














LKt^Ll W 1 V nKtj Vrl W V IrWWV 














ERSQTGNLEVRRLWLGLLTHL 














HSGVNSLFTRAR1WNPSM1DW/I 














KKM WH I YTM E Y Y A AIKKNQF 














MSFAGTWMKLSAPAAPTVLFL 














ASFTNHYNLRASLLVESCLAPS 














YTSVEPRFSIPQSLTPARGSSDG 














HTCFSHQSHDSLLICADSTHFW 














LSAH I W1QANAPPVPRAPSELSL 














KTRLKC SPQLN L RRPP 










— 





— 




— — 


42075 


— 


7l778 





2633 






— — 





— — 





298J 




— 

11709 




42077 








, 

2^ 


^ 




11710 


42 7 




TT78T 






VTMCDRKAV1KNADMSEEMH 














QDSVECATQALEKYNIEKDIAA 














H I KKEFDKKYNPTW\HCI\VGEG 














TFGSLC*HIETKHFHLTSYLGAK 














WAISFCFKFWFKRHGTVATHPV 














IPFQKQGIAALNFQLPED 


11711 


42079 


A 


11782 


1 


810 




11712 


42080 


A 


11783 


188 


534 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11713 


42081 


A 


11784 


1 


1188 




1 1714 


42082 


A 


11785 




1137 




11715 


42083 


A 


11786 


19 


428 


ERRNSGNMALRVERSVRAVLC 
SLHVVLAPAAPCLSRPWQLGM 
GAVWWCNLPEVGTKLNKQDE 
FGALERVKAASELYSPLSGEVT 
EINEALAENPGLVNKSRYEDG 
WLIKMTLSNPS*LDELMSEEAY 
EKYIKS1EE 


11716 


42084 


A 


11787 


66 

— 


631 

— 


RRDPRTPANMALRVVRSVRAL 
LCTLRAVPLPA\APCPPRPWQLG 
VGAVRTLRTGPVALLSVRKFTE 
KHEWVTTENGIGTVG1\SNFAQ\ 
EALGDVVYCSLPEVGTKI*TKP 
SWSLVLLE\SVKAASELYSPLSG 
\EVTE1NVEAL\AENPGTCKTNFC 
Y\EDGWLIKMTLSNPSE\LDELM 
SEEAYEKYIKSIEE 




42081 


- — 


TT788 








H718 


42086 


— 


T7789 


209 


401 


MKPPVRSLSTPPRSIIMGSSATE1 
EELENTTFKYLTGEQTEKMWQ 
RLKGMEIKKLN*G 


11719 


42087 


A 


11790 


135 


313 




1 1720 


^2Qg9 


^ — 


1 1791 




624 












SI 


299 




11722 


42090 


A 

- — 


11793 


5 




166 

— 


SPVMMSFFLFVCLLTT*RSPSSS 
SSSSSSSSSSSSSSSSSSPSPSSSFS 
GSVV 


— 


42091 




TT794 








H724 


42092 


— 


H795 


769 


291 


SCNSS1LSFLSLSLVADPQIATYR 
/S*CSRLGHKGTLLPGS 




42093 


c 


1 1796 


■j 


429 




11726 


42091 


^— 











H727 


42095 




Tf7?8" — 


3 


376 




11728 


42096 


B 


1 1799 




736 




1 1729 


42097 


A 


1 1800 


753 


2455 




11730 


42098 


A 


11801 


1 


312 




11731 


42099 


A 


11802 


48 


397 




11732 


42100 


A 


11803 


51 


286 




11733 


42101 


A 


11804 


1 


420 




11734 


42102 


A 


11805 


II 


537 


PDRPTRPCRQCARSFRRKLKAA 
VGVEGPSLSSGELGTRVPAAPS 
PTTRPRAMAFCLPSFACEYSALI 
LHDDE\VT\VTEDK1\NALIKSSR 
V*MLSPFWPGLFAKAL\ANVN\ 
MGSL1CNVGAGGPCCPASWVL 
QPAGRSLPPPLLAASSLREKKV\ 
E AKKEGFRG SFD* LTWGFG SF 


11735 


42103 


A 


11806 


114 


399 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


11736 


42104 


A 


11807 




599 


AIRRLRISAREEERENQPRLLPL 
SLGAGGGVGGFVQQWPRFKAR 
DLRGKKKEEL\LKQL\DDLKVE 
LVPSARRQKRQGGAASVKLSKI 
RWVRKSIAPCSPRLFTQTQKEN 
LRKFYKGKKYKPLVDLRPKKTR 
AMRRRLNKHEENL\RTKKQQR 
KERL YPLRKYA V KALGGALS1K 
HKENLKTKKQQRKERLYPLRK 
YAVKA 


11737 


42105 


A 


11808 


226 


370 


AGSP*FPQFSEA*RRGALGSGA 
DQDLSHPRITIETLTSCRSLQTSS 
PR 


11738 


42106 


A 


11809 


3 


7964 


RGSGSSKFEPRSRSASVLAPSAL 
GPPNTSPRQLVAHCALPATRMP 
VTEKDLAEDAPWKKIQQNTFT 
RWCNEHLKCVNKRIGNLQTDL 
SDGLRLIALLEVLSQKRMYRKY 
HQRPTFRQMQLENVSVALEFL 
DRESIKLVS1DSKAIVDGNLKLI 
LGLVWTLILHYSISMPVWEDEG 
DDDAKKQTPKQRLLGWIQNKI 
PYLPITNFNQNWQDGKALGAL 
VDSCAPGLCPDWESWDPQKPV 
DNAREAMQQADDWLGVP 


1 17j9 


42107 




11810 




636 




11740 


42108 


— 

A 


11811 





261 


QKKPLKQPKKQA*EMDEVRAG 
AEALAGAGALGDRPELNTLCLS 
P\EDKAFKQKQKEEQKKLEELK 
AKAVAGKGPLATAGGIKKSGKK 


11741 


42109 






■j 












TT?F 




Tfj2l 






irrn — 


— 


TT8i4~ 


— 


— 


SHCLANAPGDVK.VRNDPESPRE 
L*HL*R*RINYTRWKRSI*EEWC 
QGHSWRG 


11744 


42112 


A 


11815 


1 


1323 




11745 


42113 


A 


11816 








11746 


42114 


A 


11817 




336 




11747 


42115 


A 


11818 


22 


391 


PPPPAAKTRRKKVLATKVLGTV 
KWFNVRNGYGF1NRNDTKEDV 
FVHQTAIKKNNPRK\YLRSVG\D 
GETVEFDVWEGEKGAEAANVT 
GPDGVPV/EKGSRYAA\DRRR\Y 
RRCY\YDR\RRGPPPEYW 


11748 


42116 


A 


11819 


433 


866 


PPPPAAIDAEKKVLATKVLGTV 
KWFNVRNGYGFINRNDTKEDV 
FVHQTAIKKNNPRKYL\RSVGD 
GETVEFDVVEGEKGAEA\ANVT 
GPDGVPVE\GSRYAADRRRYRR 
\GYYGKARWPFPANYAGGGRR 
RKGAAQVEGFLPPLPLD 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1749 


42117 


A 


11820 


63 


484 




1 1750 


42118 


A 


11821 




819 




11751 


42119 


A 


11822 


150 


463 




11752 


42120 


A 


11823 


63 


594 


FAKLPNPKGKGGEATRYMFSR 

PF*ENHGVVPLGHNN*RF\YKK 

GDIVDIQGEWGTLFQKGNCPH 

KVVTHGQNLEGVLPMVTPAML 

VGHLL*TNQF*GKVFS\KR1NVR 

IEP1K\HSKSR\DSFLK\RVKEND 

QKKKEAKEKGTWVQLKRQPA\ 

PPREAHFVRTNGKEPELLEPIPY 


11753 


42121 


A 


11824 


2 


1376 




11754 


42122 


C 


11825 


132 


341 




1 1755 


42123 


A 


11826 


155 


245 




11756 


42124 


A 


11827 


3 


293 




1 1757 


42125 


A 


11828 


204 




LRAPH V ACSRCNQG PCM ENCL 
NTDQTHTQTQRQG*EEKSSSSK/ 
P1SSLMEYYKRSQCSVKSKARS 
VF*LKLPvAQAQLLQETKKPVFR 
L 




4^121 




irf^ — 

















J4S 




RE1SYKER1GM*MPPSV1LNSYV 
KSMLETYPH PLLRG V V APGPLK 
KGFLTESLLALPDPSFSGRMTSF 
KITPV 


1 1760 


42128 


A 


11831 


1 


840 




11761 


42129 


A 


11832 


2 


216 




11762 


42130 


A 


11833 


1 


726 




11763 


42131 


A 


11834 


3 


3231 


PGG WLRRALPGRERLQSP V HA 
VPPQHGTSHSRLLVTWPGAGR 
DQDFSSPPLLLLGETDHLHLDL 
PLSPLPTSDELFLPGICDPYVKL 
SLYVADENRELALVQTKTIKKT 
LNPKWNEEFYFRVNPSNHRLLF 
EVFDENRLTRDDFLGQVDVPLS 
H L PTEDPTMERP YTFKD F L L RP 
RSHKSRVKGFLRLKMAYMPKN 
GGQDEENSDQRDDMEHGWEV 
VDSNDSASQHQEELPPPPLPPG 
WEEKVDNLGRTYYVNHN 


11764 


42132 


A 


11835 




624 




11765 


42133 


A 


11836 


2 


361 




11766 


42134 


A 


11837 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGQXQRLLARAEKKAAG 
KG D VPTKRPP VLRAG VNTVTT 
LVENK.KAQLVVIAHDVDPIELV 
VFLPALCRKMGVPYCIIKGKAR 
LGRLVHRKTCTTVAFT 


11767 


42135 


A 


11838 


1 


684 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11768 


42136 


A 


11839 


9 


247 


AVTSDEPKGKKAK.AKK.VAPAP 
AVVKNQEAKKVVDPLFEKRHK 
N\FGIGQDIQPKRASPRLCELPR\ 
YIRLQRQRAILYKARLKGPFCDY 
PGFTRALDRQTV*SSLLKL\AHK 
YRP\ETKQEKK\QRLFARAREEG 
VLAKGDVPNERDPPVVLRARSL 
TPFHHPWVEKQEKLQLVVNWH 
TDV\DPI\ELVVLLALPLCREKW 
GVPYYCNYRREKARLWDRLVP 
QERPCTTCPPFTQGELRKTKGG 

FWI k'l f.Wlfl IRTOFTinnil MP 

SRRH\WG\GNVLG\PKSVGS*SP 
KLEK\AKAKELAH*TG 


11769 


42137 


A 


11840 


1 


273 




11770 


42138 


A 


1 1841 


1 


218 




11771 


42139 


A 


11842 


1 


1522 








^ — 







2^4" 






4~2l4~T 






2^~ 




CDflAWHPA AC A CAD DPHTP QP 
oKl^A W ncAAoAonluvlvU 1 Ivor 

ALSPARAPAGPI WTN ARRS ARA 
NSVSPAAAPPPRRPVSLS\DPGE 
SCTRDPRAPDPCG PFRCC 


1 1774 


42142 


A 


11845 


194 


365 




11775 


42143 


A 


11846 


1 


782 


LLVVGTTVVVYFPNGRFKEFM 
SRFlVHLMCYRiCVRALTAlITY 
HDRENRPRNGGICVANHTSPID 
V11LASDGYYAMVGQVHGGLM 
GVIQRAMVKACPHVWFERSEV 
KDRHLVVKVRLTEHVQDKSKLP 
ILIFPEGTCINNTSVMMFKKGSF 
EIGATVYPVA1K.YDPQFGDAFW 
NSSKYGMVTYLLRMMTSWA1V 
CSVWYLPP1D*ERQIEDAVQFA 
NRVKSAIARQGGLVDLLWDGG 
LKREKVKDTFKEEQQKLYSKM 


11776 


42144 


A 


11847 


3 


916 




11777 


42145 


A 


11848 


13 


473 


DPPTDSLSPDGGSIELEFYLAPE 

PFSMPSLLGAPPYSGLGGVGDP 

YAPLMVLMCRVCLEDKPIKPLP 

CCKKAVCEECLKVYLSAQIQCP 

TCQFVWC*CAGCAWKTSPSSPC 

LAARRPCARSASKST/SSAQIQC 

PTCQFVWCFKCHSPWH EGVNC 

KEYKKGDKLLRHWASE1EHGQ 

RNAQKCPKCK1HIQRTEGCDH 

MT 


11778 


42146 


A 


11849 


92 


1103 




11779 


42147 


A 


11850 


1 


516 




11780 


42148 


A 


11851 


1 


642 




11781 


42149 


B 


11852 


200 


608 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oftirst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11782 


42150 


A 


11853 




1856 


MEETGMCEGHGASPGMEASSG 
EREKRGTGEASPGDREKRGTGE 
ASSGEREKRRTGEASSGDREKR 
GTGKASSGEREKRGTGEASYG 
EREKRGTGAAGGQESCAHCGG 
WLMPRAKPSTHRETNPRGTEA 
TAMAMDHVGQQADTTDSTDG 
SQWDPSEHSPNCG1REVGAGDP 
DTQQTGRHHCYYPAKETNEKT 
NTNRNSNTFIEQLLHAKQQRGN 
SGVPFK.PGHMVRALTTNALSW 
AKLYPDPWCLRMGGTGNEVFE 
NE1KTGSCW1KEQEGQPRPQSP 
RSQVRPEADPGPSPLTKMSAEN 
E YRPPSPPKL A A E RDKPSPRLRP 
RGVPWRRESRVRAGRECALLR 
VAAEGARPPPAGMSYDRAITVF 
SPDGHLFQVEYAQEAVK\RGST 
AVGVRGRDIVVLGVEKKSVAK 
LQDHRPVRK1CT\LHDN\VCMA 
FAGL/TPADARJV1QTGPGVEFQ\ 
SHRA*T\VEGPRVTVE\Y1TPLTF 
ASLKASVYTQSKWGARPFG\IS 
GPHRGFSTFDGTP\* L YQTDPSG 
TY\HAWKA\NSIG\RGAKSSARS 
SWEKN\YTDKAIETDDL\T1\KLV 
1KALLEVVQSGGKNIE\LAVMR 
RDQSLKI\LNPEEIEKYVA\EIEK 
EKEEMEKKKQKKAS 


11783 


42151 


A 


11854 


12 


432 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


III 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11784 


42152 


A 


11855 


] 


1775 


MSYPADDYESEAAYDPYAYPS 
DYDMHTGDPKQDLAYERQYE 
QQTYQVIPEVIKNFIQYFHKTVS 
DLIDQKVYELQASRVSSDVIDQ 
KVYEIQDIYENSWTKLTERFFK 
NTPWPEAEAIAPQVGNDAVFLI 
LYKELYYRHIYAKVSGGPSLEQ 
RFESYYNYCNLFNYILNADGPA 
PLELPNQWLWDIIDEFIYQFQSF 
SQYRCKTAKKSEEEIDFLRSNP 
KI WN VHSVLN VLHSLVDKSNIN 
RQLEVYTSGGDPESVAGEYGR 
HSLYKMLGYFSLVGLLRLHSLL 
GDYYQAIKVLENIELNKKSMYS 
RVPRVPRSPTYYYVGFAYLMM 
RRYXQDAIRVFANILLYIQRTKS 
MF\QRTTYKYEMINKQNEQMH 
ALLAIAL\TMYPMR\IDES1HLQL 
REKYG\DKMLRM\QKGDPQVY 
EELFSYSCPKFL\SPVVPNYDNI\ 
HPN\YHKE\PFLQ\QLK\VFSDEV 
Q\QQAQLSTIRSFLKLLHPPCLV 
AKPGLASLDLTEQEFXRIQLLVF 
KHKMKNLRVDSAVSQALDGEF 
QSASEVDFYI\DKDMI\H1ADTK 
VARRYGDFF1RQ1\HKF\EELNPN 
P*RRMG\QRPWM1FTTHSGNLV 








11856 














1 1857 


58 


534 


WATER WKGRKNHE1SWKCFPG 
KA1 S* MRSSKQMKPNFPRCSSIT 
VLSVRGMVLFLTLACPRFKMSS 
RTDFRFGNPQVT 




42T51 


— 


11858 





422 






42756 


— 


11859 


- 


2567 






42T57 


- — 


11860 













42758 


— 






5oT 




11791 


42159 


A 


11862 


1 


402 




11792 


42160 


C 


11863 


30 


673 




11793 


42161 


C 


11864 


195 


1263 




11794 


42162 


A 


11865 




648 




11795 


42163 


A 


11866 


200 


420 


ILPSALRPPNPNWNVG/YVQTQ 
LVSKPLSLPTGIPCSTTSNILKPV 
ITKDARLHRV1VHGWGIKGTIP1 
AKIAIS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11796 


42164 


A 


11867 


1 


502 

— — 


MQLPGRGHSFVCKANAGSTQA 
RQGASAGVAGCRGWLNYAAS 
EQIVLRVPHMRCEIPHKCVRRK 
SRI RPHSPFRLRNCWKGRSVRA 
FSLLRQLAKGGCAARRLSWVT 
PGFSQSRRCKTTASAKLACLQV 
RAQSEDISTVPIHYAYNMTRVG 
RMQMLGKYNPQSAKLVREAIL 
PTKATLDLSNQNNEDFSAFQLG 
LAQALH1KVHTMTREVMSDEL 
TKLLEGNLKPAIDMMVEFNTT 
GSLPENAVDVLNTALGDRKSF 
VALMALMEYSRYLVAEDKSAF 
VTPLYVEADGVTNGPINAMML 
MTGGLFTPDW1RNIAKGGL*FQ 
YTFTFNRN SRSQCFHIFQETSKK 
FFSMCF*SSLLTKHCHSSRDVW 
VFSTSFQH1RHTLIDGISNRTNQ 
LTCNTTSTRT1DGNSQRVLSNTT 


1 1797 


42J65 







~~f^ 








j| 79 ^ 


4"fnl — 


— 


rif^ — 



















3~9~99 




11800 


42168 


B 


11871 




12036 




11801 


42169 


B 


11872 




16395 




11802 


42170 


A 


11873 




19997 




11803 


42171 


A 


11874 




70 




11804 


42172 


A 


11875 


44 


613 


AGTHLRPFSPSLSAAMALRYPM 
AVGLNKGHKVTKNVSKPRHSR 
RR\GRL\TKHTKFVRDMIREVCG 
FAPYERRAMELLKVSKDKRAL 
KFI KKR VGTH I RAKRKREELSN\ 
VLAAMRKAAAKKDLGPSPCPL 
PE1KDKLDRSPGSPAVRGWVW 
VCRGPAVPCLVPALSHTLSGCC 
LVVNQKPWPAHPSRGSR 


11805 


42173 


A 


11876 


1 


150 


FRGRCCVQRYRGCTLASA/CLL 
VGEA EA PSP VDPLERSRP YA VL 
RGQNLE 




HT^ 




j|jj 77 


447 


2^ 




7 




j — 








RPVAYLLLQGWGRCCVQRYRG 
CTLASA/CLLVGEAEAPSPVDPL 
ERSRP YA V LRGQNLDQTLH * ST 
HQA 


11808 


42176 


A 


11879 


1 


413 




11809 


42177 


A 


11880 


122 


268 




11810 


42178 


A 


11881 


1 


555 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in U'SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11811 


42179 


A 


11882 


221 


419 


LQTILQGYSNQNSMVLVPKQR 
YRPMEQNRALRNNAAYLQKSP 
* ADKQLQQ/ECQDTKSMCrCN H 
KHSYTPITDKQRAKSRVNSHSQ 
LLQRE*NT*ESNLQGA*RTSSRR 
TTNHCSMK*KRIQTNGRTFHAH 
G 


11812 


42180 


A 


11883 


1 


2464 


MDEFLNTYTLPRLNQEEVESLN 
RPITGSEIVAIINSLPRKKSPGPD 
GFTAEFYQRYKEELVPFLLKLF 
QSIEKEGILPNSFYEASIILIPKPG 
RDTTIKENFRPISLMNIDAKILN 
KIILANR1QQH1KKLIHHDQVGFI 
PGMQGWFNIRKSINVIQHINRT 
KDKNHMIISTDAEKAFDKIQQP 
FMLKTLKKFGIDGTYLKIR1KYL 
G1QLTRDVKDLFKENYKPLLNE 
IKEDTKKWKNIPCSWVGRINIM 


11813 


42181 


A 


11884 


2104 


2637 


MFQRGHISQWWVVVGALTVFT 
SVLDTDPMRDNKRSGSE1LPFC 
REHGTSFTYNHAHSPLSCSPSCL 
FSGLALFSPENNSGFLCMTLPAS 
FTAGNRLFSSAGQPWWIQQGF 
KAHAKARRLILLAFHHYCCRPF 
LAVELKPSPVSTPTFLFA*LLPP 
CSVPGA1LHESFGF.AITWLDAE 


11814 


42182 


A 


1 1885 


69 


417 


QTHSQIIYTEWGKVES1PPENW 

IN IN 1 ivJVlrir 1 lol^rlllKL>l!>L>t&JN^ 1 

RERNQGHPNG*RGSQTVAFC*R 
YDRIPRKP*RLIQKTPRTASAAD 
TQANRVWSGPPASSNRPAAEGP 
DC 














ENKIPRNPTYKGCEGPLQGELQ 
TAAQGNKRGHKHMEKHSRLM 
DRKNQYPSAADTQANRVWSGP 
PANSNRPAAEGPD*PGQNFQYH 
VE 














LTVSCPCSRMLFLTTDVLLPLM 
FIKKLGANVASPSSKKPLFVIRL 
VITTLLPLACGTLPTSSVSRTTFF 
RTM LPQA\PEFAPPSTGTESH Y Y 
CCIW 














YPGKQGLEWTSSKLQQTCRKY 
RERHKDTP/TRRATPR/RHNCQV 
HQS*NEGKNVKGSQRERSGYS 
QREAHQTNSRSLGRNSTSQKRV 
GASIQRS 


11818 


42186 


A 


11889 


3 


239 


EASRGRIRQQHLPFCNICCSAAS 
TGDTQANRVWSGPPANSNRPA 
AEGLDC*K EN* QTE RTSTPKPD 
LYITIIKDQSLL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 










„ 




TGDTQANRVWSGPPANSNRPA 
AEGLDC*KEN*QTERTSTPKPD 
LY1TIIKDQRL1PGLFTSPWISARI 


11820 


42188 


B 


11891 


394 


1213 




11821 


42189 


A 


11892 


856 


1217 


VDRSRLQKVSNN KL VQAKGGC 
SNPLQGS*KLDNPK.DANS/RQQ 
PERTWKWIFPQPHR*GAFGPRH 

C E,orLL. Y ^rULI^LI^JNoAOoLnvJ 

KNEVQEQKRAEVGARAAPEKE 
LPEALSWFLKVLW 


11822 


42190 


B 


11893 




894 




11823 


42191 


B 


11894 


93 


938 




11824 


42192 


A 


11895 


149 


508 


LLEGKLTNKKDIHIKTPSVRHH 

SMCKNHKHSYTTITDKQRA\NH 
E*TP1HNCFKESKIPRNPTYKRC 
*G/RSSRRTANHCSRK*KRTQTN 
GRTFHTHG 


11825 


42193 


C 


11896 


1 


1257 




11826 


42194 


A 


11897 


183 


1065 


YWRCNGFLS*\YAEAAEEIVDCI 

TESLS1LKTPLPKKMNEEMLCQ 

EFGRFGPLASVK.1MWPRTDEER 

ARERNCGFVAFMN RRDAERAL 

KNLNATAFRPALSHFPSLPMDT 

TSQIPKH\PVTVSSTNKLI L 1 1 K.TH 

FQAQSSLNQNIHPMDPSHG IQ Y 

SAFSPSTPNPSHPALP*PLAIQVH 

HAVCDGFHVGRMLNELQQYC 

DEWQRDKLEEILRGLTPRKNDI 

GDAMVFCLNNAEAAEEIVDCIT 

ESLS1 LKTPLPKKMNEEMLCQE 

FGRFGPLASVKI M WPRTDEERA 

RERNCGFVAFMNRRDAERALK 

NLNATAFRPALSHFPSLPM DTT 

SQIPKHSSHRQFNKQAHSDHQD 

SLSGPVQSESKYPSHGSIPWDSI 

LSLLTLNTQPIPPSLALTHMEME 

SGLHFHCPFTASPPSAVPPPELE 

VTTT K'PTWMf'Wl? ARTAMQII Qfl 
rvl 1 Lrvri WlNt^JvivArvlAlNolLot^ 

KNKAGGITLPDFKLYYKATVT 
KTAWTGSPTAIRQARTTRQEKE 
MKGIQIGKEEVKLSLFTDDVNL 
QVRENK 


11827 


42195 


C 


11898 


138 


644 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11828 


42196 


A 


11899 


2 


3088 


ADKTPGGSQKASSKTRSSDVHS 
SGSSDAHMDASGPSDSDMPSRT 
RPKSPRKHNYRNESARESLCDS 
PHQNLSRPLLENKLKAFSIGKM 
STAKRTLSKKEQEELKKKEDEK 
AAAEIYEEFLAAFEGSDGNKVK 
TFVRGGVVNAAKEEHETDEKR 
GKIYKPSSRFADQKNPPNQSSN 
ERPPSLL V I ETKKPPLKKGEKEK 
KKSNLELFKEELKQIQEERDER 
HKTKGRLSRFEPPQSDSDGQRR 
SMDAPSRRNRSSG 


11829 


42197 


C 


11900 


413 


823 




11830 


42198 


A 


11901 


263 


1246 


NPGKQGLEWTSSQTPADLQLR 
VLTVRRNTNKQKGHPHQNPICT 
SPSSKTKEVENLEKRLDKWLTR 
LTNVEKSLNDLMELKTMAREL 
HDEGTSFSSQFDQLEERVPVME 
DQMNEMKQEEKFREKRMKRN 
EQSLQEIRDYVKRPNLRLIGVPE 
SDGEVKEPSWKTLCRILSRRTSP 
A*QGRPTFKFRKYRECHKDTPQ 
GEQLQDT*LSDSPKLK*RKKY* 
GQPERKKYRLPSANT\KTSLRK* 
TRKSRRNG*H GHIHPPKTKPGR 
S*1PE*TNSRL*N*GNN**PANQK 
KSRTRRIHSQILPEAQRGAGT1P 
SETIPING KRGNPPKLIL 


11831 


42199 


B 


11902 


67 


2584 




11832 


42200 


A 


11903 


1 


3793 


MSDAEDERFLQFQLRYRVYLT 
G DCRTVG AGQ W VQRTEREPKQ 
GEALPHPGSARGWGVPFPRDD 
GWHLENRVTPTLILRFSHSLSK 
QHTRRPYSAPGSEGPTPTEPCSL 
LAQQSEIKLQDGSEAGGGPLLLI 
PRQTGSGVDLRQTPTDMQLRV 
LTVRRKTNKQKGQPHQNPICTS 
PSSKTKAPHHTYSKTDHIVGSK 
ALLSKCKRSEIITNCLSDHSA1K 
LELRIKKRIQNRSTTWKLNNLL 
LNDYCVHNEIKAE1 


11833 


42201 


A 


11904 


1 


441 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1834 


42202 


A 


11905 


312 


3705 


FIMPAVASVPKELYLSSSLKDL 
NKKTEVKPEKISTKSYVHSALK 
IFKTAEECRLDRDEERAYVLYM 
KYVTVYNLIKKRPDFKQQQDY 
FHSILGPGNIKKAVEEAERLSES 
LKLRYEEAEVRKKLEEKDRQE 
EAQRLQQKRQETGREDGGTLA 
KGSLENVLDSKDKTQK.SNGEK 
NEKCETKEKGAITAKELYTMM 
TDKNISL1IMDARRMQDYQDSC 
ILHSLSVPEEAISPGVTASWIEA 
1 ILPDDSKDTWKKRGNV 


1 1 835 


42203 


A 


11906 


1 


609 




11836 


42204 


A 


11907 


3 


755 


LRVDNAPAHASGLFFCAGAAG 

TVLFAMAPSRNGMVLKPHFHK 

DWQR\RVATWFNQPAR\KIRR\R 

RPRQAKARRIGPAPRGGGP1RPI 

VRCPTGRVHTNGSWRPGRGFQP 

GRSSRVAGHSPRKVAPDPSG1S 

VDPK\RRETSSHG SPLQAQRAS 

GLKE\YRSQTQSSSPRKPSAS/PL 

*GDSSAEELK.L\ATQ\LTGPVMP 

V RN VY K K E KAR V IYTEE V\KNF 

IVA r A 0 L Klvl A K A \ IN A KL r vj J S\J\ IK 




— — 




— — 


— — — —> 


— 






11838 




42206 


— 




H909 





— 








— 







— 




|| 83 ^ 


42208 " 


— 


TT9n 





227 




11841 


42209 


A 


11912 


1 


567 




11842 


42210 


B 


11913 


99 


799 




11843 


42211 


A 


11914 


61 


342 




11844 


42212 


B 


11915 


1 


945 




11845 


4221 j 


A 


11916 


92 


133 


DPPSQKLKTLRKD*TNG*LQ*P 
MKRSP*MT*WS*KP*HENYVTH 
AQASVPDSINWKKGYQ*LKIK* 
MK*SKKRSLEKKE*KETNKASK 
KYGTM*KD 




— — 


— 


— — 




368 






42215 


— 


TT918 




— 




11848 


42216 


— 


11919 




705 




11849 


42217 


B 


11920 




834 




11850 


42218 


B 


11921 




1305 




11851 


42219 


A 


11922 




1187 




11852 


42220 


A 


11923 


228 


619 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11853 


42221 


A 


1 1924 


1499 


2238 


KGKKKVINQISLGQRMRLSQSS 
HGKVQACQVPFHPNAPPAVQF 
QSRELQSGSRPRSCGEKATRCL 
RQGPREVPLPKNAWA*QRKQE 
KKRSRKGS/GREPGLRRPPNAQ 
ARDRSSRAPATHRKELKPEREH 
ISCSRSHIRYQEWSVLRDTVHR 
NLVLDTKRHPALILVEYKERTS 
SPATEQSCMENDFDELREEGFR 
RSVITNFSELKEDVQTHHKEAK 
NLEKRLDKWLTRINSVEKSLND 
WMELKTMA 


11 854 


42222 


A 


11925 


699 


796 




1 1855 


42223 


A 


1 1926 


1029 


1223 


ERELPDPLRFPSEGNASALLSAS 
RTVRASTDLRPLSGTP*RDEPGT 
SDGNAEITRLLRRSGWEL 


11856 


42224 


A 


11927 


186 


1597 




11857 


42225 


A 


11928 




1200 




11858 


42226 


A 


11929 


1 


600 




11859 


42227 


A 


11930 


1 


663 




11860 


42228 


A 


11931 


908 


1331 


GDMRGRREGGFGLGRRTAMRC 
GCSPGIVREADNLVKLSRPSTV 
RVTRSSASVMVLTMPLAPATFL 
RVNCWAG/RGR/C*SQNETVSR 
TRCEEGR**KDYRVEEQRLRKN 
WDLARPGEEQLAPSPEKRDLPL 
RVKDQG RHPCV V 


11861 


42229 


A 


11932 


1 


1707 




11862 


42230 


A 


11933 


1 


1012 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQPDLIDIYGTLHP 
KSTEYTFFSAPHHTYSKIDH1LG 
SKALLSKCKRTEI ITSYLSDHSAI 
KLELRIQNLTQNHSTTWKLNNL 
LLNDYWLHNEMKAEIKMFFET 
NENKDTTYQNLWDAFK/RSV*R 
EIYSTKCPQEKAGKIQN*HPNID 
QQN* *TTSKANKEKKREDSNRC 
NKK**RGYHHRSHRNANYHQR 
ILQ/YTSMQIN*KI*KKWINSSTH 
TLSQD*TRKKLNL*IDQ*QELKL 
WQ* SIAYQPKR VQDQMDSQPN 
STRVASKRIKYLGIQLTRM*RTS 
SRRTTNHCSMK*KRIQTNGRTF 
HAHG 


11863 


42231 


C 


11934 




1788 




11864 


42232 


A 


11935 


550 


827 


DVSWAGRSEDH RWIFLKEQRT 
GGPPK/ERSRSESRHQISCMCAA 
STWMERTAYGGSHRELLLQQL 
PQEHTRKTLPLQQTSAWTYRLF 
HTSCEI 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11865 


42233 


A 


11936 


584 


1094 


NWIPSLHLTQKLIQDGLKT*ML 
DLK.P*KP*KKT*AIPFRT*AWAR 
TSCLKHQKQWQQKPKLTNGI*L 
N*RVSA/PAKETTISMN/EATYR 
MGENFCNLLI*QRANIQNLQ*T 
QTN LQEKNKQPHQKVG KGHEQ 
TLLKKRHLCSQKTHEKMLIITG 
HQRNANQNHNEMPFHTS 


11866 


42234 


A 


11937 


797 


1044 


EESIS*KWPYCPR*FVDSMPSPS 
SYR*VSSQNWKK.LL*SSYGTKQ 
EPTLPSQS*AKRTKLEASHYLTS 
NYTTRLQ*PKQHGT 


11867 


42235 


A 


11938 


176 




374 


LTNQKKSRTRWIHSQILSEVQR 
GADKQPNRE*TPIHNCFKENKIP 
RNPTYKGCEGPLQGELQTTAQ 


— — 


42236 


— 


T7939 




7843 






42T37 


— 


7l940 


3227 


3391 


DPLPGQRQLLLQKQRRP*TQAG 
LLSFQPGPQPHGSVPPTLSQPW 
LPGGWPELSG 


11870 


42238 


B 


11941 


1 


1479 




11871 


42239 


B 


11942 


1 


2097 




1 1872 


42240 


A 


11943 


654 


1341 


KN RN YNKI.S1 .RPQCNQTRTQD 

*ESH SKPLN YMETEQPA PE* LL 

GT*RNEGRNKDVL*NQREQRH 

HIPESLGR1QSSV*REIYSTKCLQ 

E/I/MQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQE/DN*NQSRTE 

GNRDTKNPSKNQ*IQELVF*KD 

QQN * * TA SKTW KEKKREESNRH 

NKK**RGYHHRSHRNTNYHQRI 

LQTPLRK*TRKSRRNGYIPRHIH 

SPKTKTGRS ! 


11873 


42241 


A 


11944 


471 


611 




11874 


42242 


A 


11945 


1 


585 




11875 


42243 


A 


11946 


3 


1029 


GRQHGGSQRMGGTASARASSG 
RLAPRGRGAFAFRRRCPSPRRW 
RLTCGPAAVEHSFCHNVGPGV 
RATADKYTCMFTYASQGGTNE 
Q WQMSLGTSEDHQ\HFT\CTI W 
RPPRGKS YL\YFT\QFKAEVAG R 
LRFEYRHGLTFKAA/SLKRESD 
VPLENLRNFEVNQNSSGLTRPG 
GISKAELSKLV1VGQGIRALSCD 
QQPLLRGGTFSSPVKLKGACVP 
ERAQHITGFLGGTLKFSTWADV 
ALSRRGFSGWLKPWGREQRVQ 
GPPGSQQLFRFPLPVKLFWTQD 
RRSRGTKRVGNMGAMLGKAA 
MLPPTSSRASFMSLQNCFPMFT 
QGTSFQMNWEEMKCFFIFK 


11876 


42244 


A 


11947 


1 


1206 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 









Tif^ 








1 1878 








i49 


T0I9 


SPEGKHYRCYLVHMPSDTERSS 
L*MRPRAGRSSAEGPGCRQRSL 
AL DH MVQQAQRC WRYQWWR 
RFSKEFNQWWRRFSEEL 




4~2^4~I 




ttMt — 


^ 






1 1 3S0 










278 


VPQPDTRKGSVLKWISKRGKPL 
AVEIEESHCLVCLPLRTECLGIKP 
MVHLFSCTRPVIVPSLELNYDV 
DSIAHMFVADLLLMITLPSYDIP 


11881 


42249 


A 


11952 


3 


267 




11882 


42250 


A 


11953 


1152 


1338 


FKRGQYGRLLRPRFHIIGQILYA 
RRQGA\EPLA1QVHHAVCDGFH 
VGRMLNELQQYCDEWQGGA 




42251 


— 





394 


BIT 


ASDPLRGLLCGPSLLDERHPLL 
HGAQSHRPPKG*GVRANNAGL 
AGSS1YLQPRCGIHEVKPSGLLS 
REGLQLQS 


11884 


42252 


C 


11955 


114 


362 




11885 


42253 


A 


11956 


1 


211 




11886 


42254 


A 


1 1957 


395 


547 




11887 


42255 


C 


1 1958 


412 


641 




11888 


42256 


A 


11959 


3 


905 


SNNSPTSASRVAG1TGVRHCVR 
NWWVLGLTDFKNEAVDPRAW 
TTKSKTPPQNKTK.QENKNEDV 
GRDQRVEWLVTEEVSELSLKG 
EKLHWKEKEVQSTGKETDARS 
SMRNYLMLLGPEVQEKEPVKR 
RLARGKAFVELAEPTRAPGNSG 
FPVSGGVFTPSLGALTWICKFR 
VKSWAILNSQLLLDTMKKGIV 
YKNGDR1QGNRSADNRNNGVP 
LTGARDMQPAMPEPPTHSMGS 
CAARAFPMSAASCFRAPSPIDH 
PKAEE\WGARRGTGGQ\PTCSP 
G AGIH WVKPAGLLSREG LQLH 


1 1889 


42257 


C 


11960 


482 


709 




11890 


42258 


A 


11961 


1 


734 


MRLESD/KHLVQFVPIHKSKG\L 

EYPIGPWLPF1TNSRVQEQAFYH 

DRHSFEAVLDLNAAPESVDLAE 

A ERL AEDLRLLYVALTLSAFAP 

L V RRRGDKKGDTDVHQSALGR 

LLQKGEPQDAAGLRTCIEALCD 

DD1AWQTAQTGDNQPWQVND 

V ST A ELN A KTLQRLPG DN WR V 

TSYSGLQQRGHGIAQDLMPRL 

DVDAAGVASVVEEPTLTT\HQF 

PAGASRGTFWXHSLFEDLDFTQ 

PVDPNWRL 


11891 


42259 


A 


11962 


21 


898 




11892 


42260 


A 


11963 


1 


1962 
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SEQID 

NO: 


SEQIDNO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11893 


42261 


A 


11964 


1 


313 


MRFYGQLAEDPGQQKAGETTR 

HTEDYISQLPLQRQGIPELALQK 

DLFINKIYGKEFNVCRSTLEDPR 

VHVLCRDMDEAGNHHSEQTIA 

RTENQTPHVLTHRRELNNENT 

WTQGGEHHTPEPVMGWG*RPR 

AAKSWGNNKAY*RLYFSAAFA 

ETRDPRTCPSERSFY*QDLWK/ 

MSSMSAGRL*RIPEFMSFVGTW 

MKLETIILSKLLQGQK.TKHRMF 

SL1GGN 




42262 


- — 





— 




178 


QQLVHTAFV1RLIRGTTEGAWR 
NCKQMAR*QS1SLECKFMPRT 




— — 


— — 


| • 




223 

— 






42264 


— 


TT967 




— 






— — 


42265 


- — 


H968 




600l 

— 






— — 


- — 


— — 










42267 


— 


U970 




360 






— — 


- — 


— — 


677 


y^Tg 

— 






— — 

~ 


— 


-— 


— 

— 






— 




- — 


JWr 




280 






422Tl 




y— 





— 






42272 


- — 


TT975 ' 


526 


597 







— — 





[ 





T26l 

— 






— — 




TT977 


— 






n907 


422~75 


— 


TT978 





Tno 




11908 


42276 


A 


11979 




369 




11909 


42277 


A 


11980 




300 




11910 


42278 


C 


11981 


207 


451 




11911 


42279 


A 


11982 




348 




11912 


42280 


A 


11983 


2 


469 


RG1REGEEFDVDLAGMEVAVG 
GWGRGLWLHRHQAGIRGQSLG 
WRCRPWVGAGGVQAASERPD 
LAGS1MGPEVGALRRASPVIVIQ 
SQAGAFLSSNTTCQQFRDPGFR 
GRYPASPHTLSLPPETAHL*LLL 
CLPAAGVLPHTWPLLDRQGWH 
RGHAR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11913 


42281 


A 


11984 




937 


MAAPLVLVLVVAVTVRAALFR 
SSLAEFISERVEVVSPLSSWKRV 
VEGLSLLDLGVSPYSGAVFHER 
QY1PVKMKSKAFW1FSWEYAM 
MYVGS/HSGNHLPLLLPSQLLG 
FHPRSL/VALYFLFQISLQTLV1F 
WYFFA EMFEH FSLFF VC VFQIN 
VFFYTIPLAIKLK.EHPIFFMFIQI 
AVIAIFKSYPTVGDVALYMAFF 
PVWNHLYRFLRNIFVLTCIIIVC 
SLLFPVLWHLW1YAGSANSNFF 
*GITLTFNVGQRPHRLKAPRASS 
AARSDRGPAASPASPGDAARPV 
SGRRPWDAPPHNYLNAVPPPSR 




42281 


— 


U985 





521 




— — 


42281 


— 


TT986 





207 






42284 


— 


77987 





867 




11917 


42285 


C 


11991 


1 


225 




11918 


42286 


A 


11992 


72 


425 




11919 


42287 


A 


11993 


1 


354 




11920 


42288 


A 


11994 


460 


752 




11921 


42289 


A 


11995 


9j 


401 


POKKYIH1FLDSLAI.LPRI.F.CSG 
AISAHCKLHLLVSSDSPASASQ 
VAGITGARHHAWL1FVFLVEM 
GFHHA'GQAGLELLTSGDPPAL 
ASQRAGVS1FIYLF1F 




42290 


— 








— 






42291 


— 


77997 


— 


TTso 






42292 


— 


| |998 


- 


— 




11925 


42293 


A 


11999 


2126 


2241 


















1 1927 


42295 


A 


12001 


924 


995 




11928 


42296 


A 


12002 


1 


789 




11929 


42297 


A 


12003 


2 


132 


FFFFFLVEMGFHHVGQAGLKLL 
TSSD\RPPWPPKVLGLQARAT 


11930 


42298 


A 


12004 


504 


755 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11931 


42299 


A 


12005 


1 


1322 


MAILPKVIYRFNAIPIKLPVTFFT 

ELGKTTLRF1WNQKRACIGKSV 

LSQKNKAGGITLPDFKLYYKAT 

VTKTA WY WYQN RDIDQWNRT 

ESSEIMLHIYNHLIFDKPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTSHTKINSRWIKDL 

NVRPKTIKTLEENLGNTIQAIG 

MGKDFMTKTPKAMATKAKID 

KWDLIKLKSFCTAKETTIRLLG 

RPPALFTASSSVLK.QLALEGILI 

LDSRALLGFLYEARHSHSNSPN 

HDAQNATSKKNIRDGYDKIYR 

QEQVLARMEEKTLITAGGNVK 

WCSHFRKQIGGQWLTLETKTK 

TPQPFSSTSQISTDKDKGLNPQL 

LKMDPGHMGWCPPGMGIPWQ 

LSSDDRVWVLAAAGSGRHPGS 

GFKSL/PGLLHEGSYGH****S*I 

*GGNS*GSSGGPQCISGEERVFR 




— — 


— 


T2006 


— 


143 




1 193 ^ 


42l01 


— 


72007 


- 


534 




11934 


42302 


A 


12008 


1 


591 




11935 


42303 


A 


12009 


2 


353 




11936 


42304 


A 


12010 


1 


1923 




11937 


42305 


A 


12011 


1 


465 




11938 


42306 


A 


12012 


1 


784 


PG WEKRM S RSS V VNTQE ALPT 

AAIPRDAKGRVYYFNHITNASQ 

WERPSGNS\SSGGKNGQGEPA\R 

VRCSHLLVKHSQSRR\PSSWRQ 

EKITRTKEEALELINGYIQKIQS 

GEEDF\ESLASQFSDCKHQPKA 

RG\DLG AFQQKVRLQKPF* RTP 

RFALADGGR*AGPCFTD\SGIHII 

LPHLSEGWGAQAWPRGRAGRL 

GRPAPPCPPASGRTPHSLPPSHSI 

YCSHNGWEGALPDWGPFQTGG 

PGVPHSLSVPSWGCDLQTLH 


11939 










319 


PRERAPRGSVGAGGEICHTSVC 
CCQPSWTRLLLLITWMLL/YYS 
ECKPFHCSREEPDNHILLLKI* EF 
GPPSTQGQHAAPLSRSRYSCCP 
DRYLLRKLGICQEHQLL 


11940 


42308 


A 


12014 


1 


1058 




11941 


42309 


A 


12015 


1 


861 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11942 


42310 


A 


12016 


1 


431 


IVLGGVATTVCQLNEF1MTDNA 
VPADVLVLTKPLGTQVAVAVH 

WLflJlr CIS. WiNfSjftJL V V 1 V^JblJ V 

PI A VHFA A RT TORTHnT 
tLA I l^i^AJVIiVUN tvl AivIjINixI OLiLj 

LICLPREQAARFCAE1KSPKYGE 
GHQAWIIGIVEKGNRTARIIDKP 
RJ ME V A\HKWPLKM 


11943 


42311 


A 


12017 


1 


1020 




11944 


42312 


A 


12018 


247 


1436 


GERGPRTMSTRESFNPESYELD 
KSFRLTRFTELKGTGCKVPQDV 
LQKLLESLQENHFQEDEQFLGA 
VMPRLGIGMDTCVIPLRHGGLS 
LVQTTDY1YPIVDDPYMMGRIA 
CANVLSDLYAMGVTECDNML 
MLLGVSNKMTDRERDKVMPLI 
IQGFKDAAEEAGTSVTGGQTVL 
NPWIVLGGVATTVCQPNEFIMP 
DNAVPGDVLVLTKPLGTQVAV 
AVHQWLDIPEKWXNKIKLVVTQ 
EDVELGLPGRRLMNMARLNRT 
AAGLMHT\FNAHAAT\DITG\F\G 
ILGHAQNLGQASRRNDVSFV1H 
NLPGAWPRWLAVSKACG\NMF 
GLMHVTCPETSGG\LLICLPR\E 
QAARFCAE1KSPKYGEGHQAWI 

1U1 Vi2.iS.vj INK 1 AKJllJlsJ^Kllc. V A\ 

II 1/ \1/T)T 1/ \A 


11945 


42313 




12019 


219 


380 




RPLQIRSHSELLGVWTPTSEF*E 

Dl Iv^ov I AuLLc V jWvjivV VLL 

qwqppat 


11946 


42314 




12020 




It5 




11947 


42315 


— 

A 


i 2 r °- 2 i 








1 1948 








— 


— 




11949 




42317 




A 




12023 







488 






42318 














42319 


— 









3li 






42320 


— 






708 




— 






— — 


25 


213 






11954 




42322 


— 




12028 










11955 


42323 


— 


— j-^- 




177" 




11956 




— 






— 




11957 




42325 


— 
B 




12031 






i 




1 1958 


42326 




12032 








1 1959 


42327 


— 


12033 




— 






42328 


— 


12034 






2241 








— 


T2^3l 









|| 961 


— 












11963 


42331 


B 


12037 




507 




11964 


42332 


A 


12038 




529 




11965 


42333 


A 


12039 


191 


319 




1 1966 


42334 


A 


12040 




660 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11967 


42335 


A 


12041 


1 


579 




11968 


42336 


A 


12042 




2940 




11969 


42337 


A 


12043 


1 


4280 


MEYYAA1KKDEFMSFVGTWM 

MLETIILSKLSQGRKPKRRMLSL 

IGSQLLTNKGTSWMENEFDELT 

EVGFRRTLHPKSTTEYTFFSAPH 

CTY LKI D HII A SKTLLS ICC KRTEI 

ITNGLSDHSVIKLELKIKKFTQN 

CTTTWKLKNLLLNDYWWNEI 

KAE1KMFFETSENEDTMYQNL 

WDTFKPLCRGK.FI ALNAHKRK 

QRRSKIDIQTAQLKELEKEQQT 

NSKASRRQEITKIRAELKVTETR 

KTLQKINESRSW 


11970 


42338 


A 


12044 


1 


645 




11971 


42339 


A 


12045 




362 


LDQLLDMSYE/QLMQLYSCAQ 

RRRLNPGLRRKQHSLLK\RLRK 

AKK/EAPPM EK.PE V VKTHLRD 

MIILPEMVGSMVGVYNGKTFN 

QPEM1GHYLGEFSITYKPVKH/G 

RPGIGATHSSRFIPLK 


11972 


42340 


A 


12046 


1 


519 




11973 


42341 


A 


12047 


2 


599 


PPPRSSEDPAKMAEVEHEEGSG 

PFRKFTLPAAVDL\DQ\LLDIVPT 

KQFDAAVQVAAQRRRLEPGGL 

RRKQ\HSPA*KRLRKAKKGGPA 

PWRKPEVVKT/FITLRDYDHSYP 

EMVG\SMVG\VYNGK\TF\NQV 

GDQGVCGRPCRLGWAGVA*CR 

RDQLTPSFALGLPQPEMIGHYL 

GEFSITYKPVKHGRPGIGATHSS 


— — — 

197 


— — 


— 


— — 





224 


RTASYPRRFPWDHLLICPCQQL 
LICFLSLWIRLVFTKVSCT*NHN 
NMFSCV WLLLLSMIFLRFTHIA 
CIRNI 


11975 


42343 


C 


12049 


65 


163 




11976 


42344 


A 


12050 




187 




11977 


42345 


A 


12051 


3 


689 


HASDQKEIIIEPFQAVDEVERVP 
EDYYTGPVYLTEVTTLQQRLLQ 
PDFQP VC A SQ L YPRHKHLL I KR 
SLRCRKCEHNLSKPEFNPTSIKF 
KIQLVAVNYIPEVRIMSIPNLRY 
MKESQVLLTLTNPVENLTHVTL 
LECEEGDPDD1NSTAKVVVPPK 
ELVLAGKDAAAEYDELAEPQD 
FQDDPD1IAFRKANKVGIFIKVT 
PQREEGEVTVCFKM KHDF\KNL 
\AAPISP 


11978 


42346 


A 


12052 


1 


882 




11979 


42347 


C 


12053 


152 


404 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11980 


42348 


A 


12054 


3 


398 


LRKIKIDLGKFSDNPDGYIDVLQ 
GLRQSFDLTWRDI MLLLDQSLT 
PNEK.SAAKTAAREFGDLWFV/S 
FQN*SCKTTNRSSNGAPDAVHD 
*D/PTADPWTGPLAHALMLMTL 
KAPLTRKSQLHDPYYAPIQQEA 
V 


11981 


42349 


A 


12055 


2 


286 






t|||t — 


^ — 


llolT — 


261 
















TT3l 




]1984 


42352 


— 


12058 


438 


575 


NKTRMPSLTTPLQHSTESPSQSS 
QTREGNKG YPN W* RGSHT VTV 
C 


11985 


42353 


B 


12059 


50 


309 


















11987 


42355 


A 


12061 


148 


368 


ELSSCSLMSHRA1HHPSEERATT 
T/NQQSEPGSW*GWVGANRWC 
HKMSSGGSLGTEPCGSCLACSA 
WTVTVQAQ 














RLSLQTAGCSDVPVFPSAPSGPP 
SPA*AP*SGSAASPWPPFAPSAA 
HVAMPAPPRHWPQLSLKMPPW 
PPDSPVPPGCLA*AEAPPPHCPV 
HLPASRSALS 


11989 


42357 


A 


12063 


90 


470 


KSVHSLPPSFSSLLPWTCNRTLS 
KPPALPSPSRQPECRRRLLHCSG 
SRHSSCPSSSSSPSFSSSPSPSSSS 
SASASPPPPPSPSPAPP*LWLQPL 
FCSQ*QLCHCQELVHLESRLTY 
PYHSSNQPF 


11990 


42358 


B 


12064 


1 


474 




11991 


42359 


A 


12065 


1 


383 


ME Y YAA MKNDEFMSF VGTWM 
KLET1ILSKLSQGQKPNTACSHS 
WMDPQRRGKRQSLSISEAGAN 
QFPKSVFRFFGLGDSKVGSKWS 
ATCACEPIHTSEYCGDRVICKTT 
SSLRGASFAWCSSGNGE*WFPA 
SSMSLQRT 


11992 


42360 


A 


12066 


1 


384 


M1ITGLEDYEMGLRMEGTLEIP 
GHYQKDKFLAQSTPDLLLPKTS 
LTNPFSrNQILAERQIVTFTVYP 
DTERDRETRNLADLKQIKIDLG 
KFSDNPDGYIDILRGLRQSFDLT 
W\RDIMLLLNQTLAPN 


1 1993 


42361 




12067 


152 


238 




11994 


42362 


A 


12068 


89 


544 




11995 


42363 


A 


12069 


62 


199 


SWKPSFSANYHK.DRKPNTACS 
HS*DPAFLAPSPVP*SRPLRPPQ 
D 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11996 


42364 


A 


12070 


1 


655 


SVSGLVEKVTFEQRLKGGEGDS 

TVGSSGNEIFRQWPCWELSNGC 

SLQGDAGCSCLVVHVTFPAGSL 

SGDGLPTAQWLQSLLVLAGGR 

RVNSTQGHRCHHWGSVAEPCV 

LVKRHHAAQEGLCSFQKTPRS 

QVPFHLFWDPGHHTLLCSYCPS 

\GVAGTQPAVQAVSTAV*TAAE 

GEPLPM S ENMRCL VFCPCDSLL 

RMMVSSF1RVPTKDMNSSFFM 


11997 


42365 


A 


12071 


1 


987 


MLVLGYNRKNTEGTQKQKGT 
NASDFHFLSQVLEQVVSPKGSK 
EAQCCVLRHLGCESSESAPGIPP 
NLGIQLLTWAVMWDPFPTTLA 
RAPSLALELMTQYFNNWNWV 
YNNITDQGESKMSKLKGKERR 
QREGER RERKREREKRERESQR 
KERKREKKG K.K.REREKDRSDL 
KQ1KIDLGKFSDTPDGYIDVLQ 
GLGQPYYLTWRDIMLLLDQTL 
TPNERSAAITAVREFGDLWYLS 
QVNDRKITEEREQFPTGQQAVP 
SVDPHWDTESEHGDWCHRYLL 
TDVLEG LRKTRKKPMN * SMISTI 
TQGKEENP'l AFLERLRE ALRKH 


11998 




42366 


A 


— — — 

12072 


— 

1153 


— — 

1 7 


GEELEKLKKWKETATQIKRSYC 
WI*PSKSPHYLTS*KR*WNY**L 
GNYNSIPAS 


11999 


42367 


A 


12073 


1 


864 




12000 


42368 


B 


12074 


8 


441 
















TDSPHCTDPPSRPTVPASCLKRK 
CCG STMPTARPIMPTLMETR* M 
PISPRVSWAGPRPTSWPALISST 
LFPRM ANHWRD* SRITWFQGQ 
A 


12002 


42370 


A 


12076 


34 


409 


TRAAGIRHEG KPEKTGLKRNFT 
N/DCRKS*TSG*RSTTSSRSRSPS 
PAPRSRSCSR\RDLPAPPPLSRSG 
DRPQTAPSCPMWRARLPSCPGS 
AIPIPRPAWTRSACCGAASTRLR 
PFSGSSTSPQWM 


| 2003 


423JH 


^ — 


T21F" 


2^F 
















"5T4~ 


PNWFKHDVSKSESFSNKMWIA 
K1LKA/ARPAPLTQCV/RNSCFL 
QCRHLSSVSASDLT*DNVKRQF 
CVSPHTES 


12005 


42373 


A 


12079 


2 


1613 




12006 


42374 


A 


12080 


2 


106 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


120Q7 


4237g 


= 


]2081 


42 




YNTVLPKACLCGSL1CWMN*SH 
SDQNMQVSVERSNLRVRLYAC 
CGLLLCTAYPQHFAHRYVDK1P 
GYPSRAGTLTGLHPMQVCRCR 


12008 


42376 


A 


12082 


206 


6038 




12009 


42377 


A 


12083 


1 


4316 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGNNPSLTSIYRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVL1SALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQ1KIDLGKFSDN 




— — 


- — 


— — 


393 


991 




— — - 


42379 


— 


12085 

— — 


324 


438 






42380 


- — 




528 


598 




|2Q| ~ 


42381 


— 


"12087 


52 


574 




12014 


42382 


A 


12088 


1235 


1 366 




12015 


42383 


A 


12089 


1 


1800 




12016 


42384 


A 


12090 


1 


513 




'^'^ 


jlprTrz 




lio^ — 
















7923 ' 


2T7l 


GAFCPF l'LLHGYQVLQWPGSSL 
PHKEG PAPALEG GH V YPRW1 * A 
SADSQSTEAGRIGPASTG*RQYP 
GGEEHACCLPALLHS 


12019 


42387 


A 


12093 


1 


360 




12020 


42388 


B 


12094 


21 


3636 




12021 


42389 


A 


12095 


1 


936 






4"P?T — 




T^5p 


-j 


HI 






J 










VGKSSIVCRFVQDHFDHN1SPTI 
G A SFMTKTVLCGN/ELHKFLI W 
DTAGQER/SRQIPPLDPHENGNN 
GTIKVEKPTMQASRRCC ■ 


12024 


42392 


A 


12098 


1426 


1572 




12025 


42393 


A 


12099 


367 


513 




12026 


42394 


A 


12100 


31 


661 


APALPGCEHMMAIRELKVCLL 
GDTGVGKSS1VCRFVQDHFDH 
N1SPTIGVASFMTKTVPCENDFT 
KFLIWDTAGQERFYSLAPMYY 
RGSGAAVIVYDFTEAGFHFHPL 
K.KW\AKRLKELGPE\NIVMAIA 
GNKCDLSDI\REVPLKGC*RNTA 
ESIGAIVVETSAKNA\IN1E\ELFQ 
GMSRPDPHPWTPHENGNNGTIK 
VEKPT\MQAS\RRCC 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12027 


42395 


A 

— 


12101 


1 




487 


MDKFLDTYTLPRLNQEEVESLN 
RPITGAEIVA I INSLPTKKSPGPD 
GFTAEFYQRLISNFSKVSGYRIN 
VQES\QAFLYTINRQTESQIMSA 
LPLT1ASKRIKYLGIQLTRDVKD 
LFKENYKPLLNEIKEDTNKWK 
NIPCSWVGR1NIVKMAILPKNW 


]2028 


42391 




I2T02 




1563 






42397 


— 


12103 











42398 


— 


12T04 







lirJi 




— — 


42391) 


— 


TTTbl 




402 






42400 


— 


12106 


— 


329 




12033 


42401 


A 


12107 


1 


720 




12034 


42402 


A 


12108 


97 


206 




12035 


42403 


B 


12109 




1248 




12036 


42404 


A 


12110 


1 


1419 




12037 


42405 


A 


12111 


1 


1387 


MDKFLDTYTLPRLNQEEVESLN 

RSITGSEIVAIINSLPTKKSPGPD 

GFTAEFYQRYKEELVLLLLKLF 

QS1EKEATLPNSFYEAS1ILIPKP 

GRDTTKKENFRPISLMNIDAKJL 

SKILANQIQQHIKKFVHHDEVG 

FIPRMQGWFN1HKSKNVIQY1N 

RTKDKNYM11SIDAEKAFDK.IQ 

QLFMLKTLSKLGIDGTYLKIIRA 

IYDKPTVKI1LNGQKLEEFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKG1LLGKEEVKLSLF 

ADDM 1 VYLEN P1VSAQNL\LKLI 

SNVS\KV*GYKINVQKSQAFLY 

TTN RQTESQIMSEL PFTI ASKRI 

KYLGIQFTRDVKDLFKENYKPL 

LNEIKEDTNKWKNIPCSWVGRI 

NIVKMAILPKPPLLIPRQTGSGV 

DLQQTPTDLQLSVLTVRRKINK 

QKGHPHQYLIWTSPSSKTKGRQ 

LLASNRTKLDGE 


12038 


42406 


B 


12112 


1 


711 




12039 


42407 


A 


12113 


1694 


4489 


1YRFNAIPIKLPMTFFTELEK.TTL 
KFIWNQKRARIAKAIRSQKNKS 
GG ITLPDFKLY YKATVTKTA W 
YWYQNRDIDQWNRTEPSEITPH 
1YNYLIFDKPEKNEQWGKDSLF 
NK.WCWENWLAICRKLKLDPFL 
TPYTKINSRWIKDLIVRPKTIKT 
LEENLG1TIQDIGMGKDFMSKT 
PKAMATKAKIDKWDLIKLKSF 
CTAK ETTIRVNRQPTKWE KTFA 
TYSSDKGLISRIYNELKQIYKKK 
TNNPIKK.WAKDM 



1574 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12040 


42408 


A 


12114 


1 


115 




12041 


42409 


A 


12115 


58 


414 




12042 


42410 


A 


12116 


6 


389 


VMTTGTNSRVEPRVRGRVYKK 
KMDKKRQEKITEAKSKDK.SQM 
DEEKTD/DEKPKLQVELEQEYQ 
DKFKRLPLEI LEF VQEAMKG KI 
SEDSNHGSAPLSLSSDPGKVNH 
KTPSSEELGGDIPGKEFDTPL 


12043 


42411 


B 


12117 


50 


5137 




12044 


42412 


A 


12118 


1 


1194 




12045 


42413 


A 


12119 


1 


2559 




12046 


42414 


A 


12120 


3 


406 
















TSSCSSEKFVITHLLKPTSVNSS 
KSFSFQLCSIG/VQGAAILWRRR 
GSLVFRIFSFSALVSPHLCGFIYL 
WSLTMVTYFSLSNGGRPSPCQA 
AAPQVNLGLLC 


12048 


42416 


A 


12122 


3 


597 


1SASASDNVFMSVSSPSCSSCFF 
TLYRYLWKSEKPLYYSFVDKP 
VAYKKREMVVNLQKQFKHTG 
RVQ/SSNLLEKKAPSSFQFNWT 
EEDTDRTCF\HGHSLQGVI.KF.K 
GQSLLTKNSLYWLSTQKF*RCY 
GHHVPPYEESIYFLSNRFNLNLF 
SFLLRIKTSFL\HEEVSLVEK\KL 
FEEK1QCKKERNQDPRKVRTTL 


12049 


42417 


A 


12123 


1 


883 




12050 


42418 


A 


12124 


23 


362 


FA FNMPEPGKI VP AP*KG SKKA 

VTKAQNKDGEKRMLSRKESYS 

VYVYKVLKQVHPDTGVSSKG 

MGIMNSFVDD1LERIAGEAFRL 

AHYNKRSTITSREIQTDVRLLLT 

REMVK 


12051 


42419 


A 


12125 


2 


405 




12052 


42420 


A 


12126 


1 


398 


LHSAMPEPAKSAPAPK.K.GSKK 
AVTKAQKKDGKKRKRSRKESY 
SI YV YK VLKQVHPDTGI S SK A M 
GIMNSFVNDIFERJAGEASRLAH 
YNKRST\ITLPREI\QTAVRLLLP\ 
G EL AKH A VSEGTKA VTKYTS A 
K 


12053 


42421 


A 


12127 


1 


401 




12054 


42422 


B 


12128 


48 


424 




12055 


42423 


A 


12129 


3 


462 


DAWVSGRLTELPSSCFFPPIFRQ 
LLPVMPEPSKSAPAPKKGSKKA 
VTKAQKKDGKKRKRSRKESYS 
VYVYKVLKQVHPDTGISSKAM 
G IMNSF VNDIFEVRI AGEASRLA 
HYNKRSTITSREIQTAVRLLLPG 
ELAKHAVSEGTKAVTKYTSSK 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12056 


42424 


A 


12130 


74 


504 


F AFNMPEPA KS AP APK\KG S\KK 
AVTKAQKKDGKKRK/RSRQGR 
AYSVYVYKVLKQVHPDTWHL 
LLRPWGIMELLSFNDIFRNGIAG 
LRVSRLGRI*QQGVSTIHLPGEI 
HDGPLRLACLPGGVWPSKAVF 
RGAPRPFNQVNTSV 




4iiii — 


^— 




53 












T2l3l 




27i 


FKDTCTRMFIAALFTIAKTWNQ 
PKCPTMWHIYTMEYYAA1K/SD 
EFMSFVGTWMKLETITLSKL*Q 
GQKTKHRMFSLIGGT 


12059 


42427 


A 


12133 


1 


244 




12060 


42428 


B 


12134 


1 


2142 




12061 


42429 


A 


12135 


1 


1962 




12062 


42430 


A 


12136 


3 




393 


IWMKLET1ILSKLSQG*KTKHR 

MFSLTGGNLTMRTLGHRLLPSL 

PHRLRPCARLHLRCPPWPPPSR 

RRCARSTTPTATPPSTATSRWSS 

TPPTCTCLWPSTSTGTTWPWRT 

SSATSCACRTTKWSMPRS 




42431 


— 





= 


87 




i 3 ■ 
^— ■ 


— — 


— 


T2T3I 




— 






— — 


- — 


— — 





— 






— 


— 


— — 





— 






^ 


— 


T2T4I 





333 








— 








— ^ 




| 2069 


42437 


— 


T2141 


— 


— 




12070 


42438 


A 


12144 


2 


91 




12071 


42439 


C 


12145 


1 


229 




12072 


42440 


A 


12146 


1 


268 




12073 


42441 


A 


12147 


1 


278 




1 074 




— 




2 


274 


WMKLET1 1 LSKLSQRQKT1HHLF 
SLIALFTIAKKWKPPRYLSVDK 
W1KKLWY/HTYTMEYYSAFKK 
EAILPIAIAWMGLKDIMLSEISQ 


— — 


42443" ' 




12149^ 




T36 




— — 


42444" 


— 


12150 


2 


95 






42441 


— 


12151 





233 






— — 


— 





377 


— | 




— — — 


42447 


— 


TTm 





91 




— — 


42448 


— 


T2154" 





891 




72081 — 


42449 


— 


12155 





— 




12082 


42450 


A 


12156 


785 


892 




12083 


42451 


A 


12157 


191 


317 




12084 


42452 


A 


12158 


410 


520 




12085 


42453 


A 


12159 


683 


796 




12086 


42454 


A 


12160 


830 


927 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12087 


42455 


A 


12161 


18 


539 


PTDP*LG1YQKE\YKSCYYKDIC 
T/RVCVPAALFTIANTWNQPKC 
TSMIDWVKKMWHIYTMEYYA 
AIKTDEFMSFVAGTWMKLETIIL 
RKLSQGQKTKHRMYSLIGGNL 
TMRTFGHSAGSHHTPGPIMRCG 
AGGGIALGE1PNVNDELMGTAN 
QHGTC1PMQQNCTLCTCTLKLK 
V 


12088 


42456 


A 


12162 


1 


108 


ASTAGVSYYVAQAGLKLLGLS 
LSKCRDYRCEPPCPE*MSLYKV 
MAMARKAMSLAYIYFFLDEFM 
YFAGTWMKLETI1LSKLSQGQK 
TKHRMFSL*GVSYYVAQAGLK 
LLGLSLSKCRDYRCEPPCPE 




42457 


— 


— — 


- 


701 




]2090 


42458 


— 


T2T64 

— — 


274 


435 




72091 — 


— — 


— 




■j 


3658 






42460 


— 


T2T66 


— 


856 






42461 


— 


T2167 


■j 


598 






42462 


— 


— — 


538 


664 




i2QQg 


42463 


— 


T2T69 


-j 


873 




pQ96 


42464 


— 


72170 


T77 


325 




pQ97 


42465 


— 


TTiTi 





T245 




12098 


42466 


A 


12172 


1 


3313 




12099 


42467 


A 


12173 


1940 


2060 




12100 


42468 


A 


12174 


1 


1213 




12101 


42469 


B 


12175 


155 


559 






42470 




12176 






PAPRGGAYRGRQTSLSCGGLHP 
V*ASWLLCLPKQAWAM/VGRP 
PQASLLPCSLISDCCASNQRDSV 
GVGPSEPCAGYNLLLCRFLSQS 
EKHS1RVGAVDCSCSYLAIL 


12103 


42471 


A 


12177 


1 


519 




12104 


42472 


A 


12178 


1 


477 




12105 


42473 


A 


12179 


119 


375 


KRTQT*AIAGAPPPASLPPCSLIS 
DCCASNE*GSVGIGPSKPGAGY 
NLLLCHLISPS1SPTSSPKSDTCPI 
ADFSNKSPDRSSAGDILLAMQS 
LGSMA1FLILILPTREHGKFFHLF 
VSSFISLSSGL 


12106 


42474 


B 


12180 


1 


363 
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SEQ1D 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


12107 


42475 


A 


12181 


1 


1309 


MAEGEEGTSYMAAGERVVAIA 

LIDGFRPLTLESTFFNSGSCSKL 

EQHSTYLGDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVPEP 

KQHGIGPKQKYRSTGPNRALR 

NNAAYLQFL1FGNLEKTKPWG 

K.DSLLIKVFEAAVLW1ECFAFIF 

YDARGVLIVVQVDSCSKLEQHS 

TLSRAI LLI YKGFCRFRN HHQTG 

FSPAGANQRGPLAATLSGPGGE 

GQSAVARLTGEKKNHPGAQYA 

NRLSPRVGRFINAAGTTGFPTG 

KRAVSATQLMDFADFGTTIKQ 

DFRLLGQTSVDRLLQLSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGH LISDCCASNQPDSVG VG 

PSEPGAGYNLVVRHFLSPSEKH 

SIRVGVTRFSRCRPSPLPLTQK.G 

NSLTPCASQLRQCLALLRLR*R 

AISCCPSHW*KEKPPWRPIRKPP 

LPARWPIH*CSWHDRFPD/CESG 

HLISDCCASNQPDSVGVGPSEP 

GAGYNLVVRHFLSPSEKHSIRV 

GVTRFSRCRPSPLPLTQK.GNSLT 

PCASQLRQCLALLRLRH 


12108 


42476 


B 


12182 


1 


1335 




12109 


42477 


A 


12183 


1 


1675 




12110 


42478 


B 


12184 


57 


1530 




12111 


42479 


A 


12185 


1 


1419 




12112 


42480 


A 


12186 


1 


574 


RVDDFVRQTRPSAQAALAEKM 
AANQPPPLMMKHSQTDLVSRL 
K.TYRKILGVGGEDDDGEV/HRSP 
ISQALGTEIKFTIREPLGLTVWQ 
FVSAVLFSGIAIMALAFPDQLY 
DAVFDGAQVTSKTPIRLYGGAL 
LSISLIMWNALYTAEKVIIRWTL 
LTEACYFGVQFLVVTATLAETG 
LMSLGIRLTRSSRRGR 


12113 


42481 


B 


12187 


79 


387 




12114 


42482 


A 


12188 


1 


908 




12115 


42483 


A 


12189 


2 


70 




12116 


42484 


A 


12190 


1 


1158 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12117 


42485 


A 


12191 


2 


611 


FVSVPSVLLGLQFWRSERD/TA 
RLQSARWRVERGRLKELLSRQ 
RPRRREEVVVGREVCRTEMEV 
RASLQKIVSNGDEQLEKAMEE1 
LRDFEKRPSSLLVDCQSSSEISD 
HSFGDIPASQTNKPSLQLILDPS 
NTEISTPRPSSPGGLPEEDSVLF 
NKLTYLGCMKVSSPRNEVEAL 
RAMATMKSSSQYPFPVTLYVP 


12118 


42486 


A 


12192 


3 


497 




12119 


42487 


A 


12193 


1 


804 




12120 


42488 


A 


12194 


1 


1243 


MAPVEHVVADAGAFLRHAAL 

QD1GKNIYTIREVVTE1RDKATR 

RRLAVLPYELRFKEPLPEYVRL 

VTEFSKKTGDYPSLSATDIQVL 

ALTYQLEAEFVGVSHLKQEPQ 

KVKVSSSIQHPETPLH1SGFHLP 

YKPKPPQETEKGHSACEPEN LE 

FSSFMFWRNPLPNIDHELQELLI 

DRGEDVPSEEEEEEENGFEDRK 

DDSDDDGGGWMTPSNIKQIQQE 

LEQF\DVPEDVRVWLA*PPDFA 

MQNVLLQMGLHVLAVNCMLI 

REARSYILRCHGCFKTTSDMSR 

VFCSHCGNKTLKKVSVTVSDD 

GTLHMHFSRNPKVLMPRGLRY 

SLPTPKGGKYAINPHLTEDQRF 

PQLRLSQKARQKTOVFAPDYIA 

GVSPFV\ENDISSRSATLQVRDS 

TLGAGRRRLNPNACRKKFVKK 


12121 — 


42489 


- — 


T2T9I 


764 


— 






42490 


— 


V2A96 




378 




12123 


42491 


— 


T2197 


265 


1539 








- — 


12798 




251 1 




12125 


42493 


A 


12199 




1077 




12126 


42494 


B 


12200 


38 


1451 






42495 




12201 




207 




12128 


42496 




12202 




197 




12129 


42497 


A 


12203 




216 




12130 


42498 


A 


12204 




335 




12131 


42499 


A 


12205 




174 




12132 


42500 


A 


12206 




1309 




12133 


42501 


A 


12207 




1266 
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SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=linknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


===== 

12134 


4 5 2 


A 




1 




IDRFDAPCGLEELEDHEDEFNE 














EDERAIEMYRRRRLAEWKATK 














LKNKFGEVLE1SGK.DYVQEVTK 














AGEGLWVILHLYKQGIPLCALI 














NQN LSGLARKFPD VKFIKAISTT 














CIPNYPDRNLP\TILVYPG\GDIN 














G\QFIGPLSV\GGMNLTRDELEW 














KLSESGAIMTDLEENPKKP1EDV 














LLSSVRRSGPHEEGQRFRG 


— — 


42503 


— 


72209 


291 


416 


SHYLKIFLAEKLSEYDQISPPNSQ 














PDKENPVLST* * S IQRRHMTLFK 














MNLK I ILK YRKPE A * SQRLVSK 














R*KHSIRGSGINLSFVPTGFQIVP 












— 


FHLFETSLWL 


— — 


42504 


— 


T2210 


437 




DYTITGELKTAIQRSKINFCPILH 














SHSSHNAKSFVI*TVTLLHRHLL 














*KVSVNKVQSLFIQCGIFSEAGA 














GVYNYCPPPRQRRQPGDKPRW 














RWRRGRNNRCSANSHGLQLYA 




— — 


— 


T22T1 





H83 







— — 


- — i 




= 





— 






— 

4^5^ 








, 


— 












¥\ 


TT68 






— — 


— — 





— 


— 




— 

12142 


— — 


. 


— — 


— 


— — 


SPGLPHCWQPCRARSRGTDVW 














M\/l VCVnQHQn A Vk'PPA 11 Vr.DF 
IN V L, V o\UoUl)U/\ I N.fcrAILVurt 














NLTLTVHQTAVLECVATGNPRP 














1 VSWSRLG WPPNPTAKEQEQRA 














KTESQRKQPRDKARENQPKAA 














RPK.RAAPKSHEAARKTNPPTAS 














TKRQAAPTNTPKESS 




— — 


— — 








2691 




— 


— — 


: 


— — 





— 






— — 




12219 





624 






--j— 


— 


— — 


247 


425 




— — 


42515 


— 


T2221 


31 


858 


LLE1VNSSIQPEKQAGWLSQAV 














HGAPDGPNRPMLHPETSPGRG 














HLLAVLLALLGTTWAEVWPPQ 














LQEQAPMAGALNRKESFLLLSL 














HNRLRSWVQPPAADMRRLDW 














SDSLAQLAQARAALCGIPTPSL 














Aor.i wbtt nur;wNMnr 1 pap. 

AjULWKlL^Vtj WlNlVlt^J^Lr Avj 














LASFVEVVSLWFAEGQRYRHA 














AGE*ARNATCTHYMQLVWATS 














SQLGCGRHLCSAGQAAIEAFVC 














AYSPRGNWEVMGKTIVPYKKG 














AWGSLCTASVSSLLKAWDHAR 














GLLGGPRETLGKEPTEPWTALK 


12148 


42516 


A 


12222 


1 


1519 




12149 


42517 


A 


12223 


1 


789 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12150 


42518 


A 


12224 




505 


ATEDPGVAMGRRPARCYRYCK 
NKPYPKSRFCRGVPDAKIRIFDL 
GRKKAKVDEFPLCGHMVSDEY 
EQLSSEALEAARICANKYMVKS 
CGKDGFHIRVRLHPFHVIRINK 
MLSCAGAD/R1HISKKWGFTKF 
NADEFEDMVAEKRLIPDGCGV 
KYIPSRGPLDKWRALHS 


12151 


42519 


A 


12225 


135 


828 


RFWVSPHGPAAPARCYYRYCKN 

KPLPKVLRFCR\GVP\DAKIRIFD 

PGAEKRQK.VE*VFRFCGHMVS 

DE\YNQLSS\*ALE\AARNLCPIS 

TMVKS\CGKDGF\HIRV\RLHPF 

HVIPHQTRCCSCAGADRLQTG 

MRGVAFGKPQGTVARVHIGQVI 

MS1\RTKLQNKEHV\IDALRRAK 

\FKFPGRQ\KIH1SKKWGFTKFN 

ADEFEDMVAEKRL1PDGCGVK 

YIPSRGPLDKWRALHS 


12152 


42520 


A 


12226 


2 


367 




12153 


42521 


A 


12227 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQ ARKEGG PI FNILKEKNFQPRI 

SYPAKLSF1SEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


12154 


42522 


A 


12228 


1 


714 




12155 


42523 


A 


12229 


122 


939 


YPGKQGLEWTSNK1QQTCS*GS 
SLLEGKLTNRKDIHTKTPSVRH/ 
RSSKAKERVSVIEDQMNETKRE 
EMFREKRVKRNEQSLQEIWEY 
VKRPNLRL1GVPESDGDNGTKL 
ENTLQDIIQQYFPNLARQANIQI 
QEIQRMPQRCSSRRAAPRHIIVR 
FTKAEMKEKMLRAARGKGRV 
THKGKPIRLKVDVLAETLQARR 
EWGPIFN1LKEKNFQPR1SFPAK 
LSFISKG E I K.SFTDKEMLRDF VT 
TRPALQELLKEALNMERNNRY 
QPQQKHAKL 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12156 


42524 


A 


12230 




1043 


MGDFLHSTDRNYLIKFWAKLS 
AKKTPANSSSPLGDHQHPCITK 
NLQIPEKWLIGLLLPLKADLLK 
EDAGTHCKEAKNLDERLDEWL 
TRINSVEKFLNDLMELKTMAQE 
LHYACTSFSSQFDQLEERVSV1E 
NQMSEMKREEKFREKRVKRNE 
QSLQKIWDYVKRPNLRLTGVPE 
SDWENGTKLENSLQDIIQENFP 
NLARQANIH1QEIQRMPQRYSS 
RRATPRHLIVRFTKFEMTEKMV 
RAAREKGQVTHKGKPIR1TADI 
SAETLQARREWGPIFNILKEKN 
FQPRISYPAKLSFISEGE1KSFTD 
KQMLRDFVTTRPTLQELLKEAL 
/NMERNNQYQPLQKHAKL 


12157 


42525 


B 


12231 




1275 




12158 


42526 


A 


12232 




1584 




12159 


42527 


B 


12233 




1023 




12160 


42528 


A 


12234 




2052 




12161 


42529 


A 


12235 


5160 


6183 


VSKHPQASAGDTQTNRVWSGP 

PANSDRJPAAEGPDC*KEN*QTE 

RTS\NQNPICMSPSSKTKEAKNL 

DKRLDEWLTRJNSIEKTLNDLM 

ELNTMARKLRDACTSFSSQFDQ 

VEERVSVIEDQMNEMKREEKF 

REKR1KRNKQSLQE1 WDC VKRP 

NLRLIGVPESDGENGTKLENTL 

QD1IQENFPNLARQVN1QIQEIQ 

RTPQRYSSRRGTPRHIIVRFTKV 

E1KEK1LRAAREKGRVTHKGKPI 

RLTAVLLAETLQARREWGPIFN 

ILKEKNFQPRVS YPA KLSFI SEG 

EVKSFTDKQMLRDFVTTRPAL 

QELLKEALNMERNNRYQLLQK 

HATLSRPSMLG 


12162 


42530 


A 


12236 


1 


975 




12163 


42531 


A 


12237 




1186 




12164 


42532 


A 


12238 




906 




12165 


42533 


A 


12239 


1 


1882 




12166 


42534 


A 


12240 


1 


1394 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12167 


42535 


A 


12241 


1 


4935 


MGPGARLAALLAVLALGTGDP 
ERAAARGDTFS ALTS VARA LA P 
ERRLLGLLRRYLRGEEARLRDL 
TRCNDETITYLLDKRLTVLTAA 
NIPYSSPENGAKRRRQDAFPPIH 
YNTQD ALLQY LSG VG WG APP A 
AQAHRDAPFVDSIAQVLLRTSG 
GSAEASGWSLRSRWAVGGATG 
SWVLSKGDRASLGERVVTGWA 
TLNVGRSFAYCLTTCVQPPLDV 
GPRKEHAPRPPSLSPTSTRQRGQ 
SERSQDANG RRKQKT 


12168 


42536 


B 


12242 


88 


1014 




12169 


42537 


A 


12243 


686 


1920 


IKPQRWGKKQNRKTGNSKKQS 

A S PPPKERSS SP ATEQ S WTEN D F 

DELREEGFRRSVITNFSELKEHV 

VTH RKE AKNLEKKALDEWITRI 

TNAEK.SLKDLMELKTTAQELR 

NECTNLSNRCDQLEETVSAME 

DQIN/EMNEMK.QEGKFREKRIK 

RNEQSFQ\EIGDYVKRPNLH\LI 

GVPESDGQNGTKLENTLQDI1Q 

ENFPNLARQAN1QIQEI\QRTPQ 

RYSLRRATPRHIIVRFTKVEMK 

EK\MLSAAREKGR\VTHKGKPIR 

LTTADLSAETLQAQKTEWG\PIF 

N 1 L\K£KNF\QPRIS\Y PAKALSFIS 

EG EI K. YFTDKQMLRDFCH H QG 

LPLKELLKEEALKHWKGTTRY 

QPLAKTLPKYRSTRQKVNKDT 

QELNSALHQADL1DIYRTLHTK 

STEYTFFQH HTTPIPKLTT 


12no 


42531 


— 


T2244 





633 




12171 


42539 


A 


12245 


3 


109 










12246 


2 


575 




12173 


42541 


A 


12247 


1 


237 




12174 


42542 


A 


12248 


1 


1065 




12175 


42543 


A 


12249 


2 


338 




12176 


42544 


A 


12250 


1 


1319 




12177 


42545 


A 


12251 




744 


MQKALCAAPDLGTFVTVLTPPP 

GAQIGSRRERSKVPYIVRQCVE 

EIERRGMEEVGIYHVSGRWAA 

DIQALKAAFDVN/N RTMHSSWE 

ESDELLKARDDPHSGQHSRDG 

ALAKAGMADKKDMSVMMSET 

DMNA1AGTLKLYFRELPEPLFT 

DEFYPSFAEGIDRLERVAEKEA 

VNKMSLHNLATVFGPTLLRPSE 

KESKLPANPSQPITMTDSRSLEV 

MSQVEVLLYFLRLEAIPALDSK 

RQS1LFSTDV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12178 


42546 


A 


12252 




507 




12179 


42547 


A 


12253 


1378 


4280 


STPMAVAGPLGRPWSTSPTRAS 

TSGASWK.G RARARSC A A RAPL 

SRRSALPGPAGPTPPGVLRIAEA 

AIPRTAAPMRTSPPARRTSPLAS 

PAACPQAPPPTACSGTKAALPR 

RTRNSPSTAAVPPRRSAISGTGT 

A RLSCPRPPS WASA RPGRSGPT 

MTRAPSMETQMARSEHHLDTA 

ALQTGQRSSAGTKMGCPTLMT 

RPPHRPTSAARAGAAGMRWSR 

EP*SPLK/RSELDLEKGLEMRK 

WVLSGILASEETYL 


12180 


42548 


A 


12254 


1 


1109 


MRTPYKTSPMRMLYMTSLMTP 
TRHANEDAVDDIAYKDTVQDI 
TSEDAVYDIANEDVVYDIANED 
ALQDIANEVAVYDIANEDIVYD 
IANEDALYDITNEDAVYN1ANE 
DAVYGIANEDAVYEFANKHAV 
YDIANEDTVQDICKKEDAANK 
CYFPGFFPIRCRHEHLPVCIIDVI 
CSLIKCRHEHLPSSLIGQDRLGA 
QASRRERSKVPY1VRQCVEEIER 
RG MEEVGI YRM SG VAADIQAL 
K.AAFNVSECRPAQDGMEVWA 

W C A M R C AC A PP PR UVTCiFSVC 

FLHLSGSSRRPLHFRALSYNMCD 
VSVMMSEMDVNAIAGSLKLYF 
RELPEPLFTDEFYPNFAEGIGEH 
WRPWPHGRRLLHVHCCPQRL 


12181 


42549 


A 


12255 


1351 


4308 


WKGRARARSCAARAPLSRRSA 
LPGPAGPTPPGVLRIAEAAIPRT 
A APMRTSPPA RRTSPLASPAAC 
PQAPPPTACSGTKAALPRRTRN 
SPSTAAVPPRRSAISGTGTARLS 
CPRPPSWASARPGRSGPTMARA 
PSMETQMARSEHHLDTAALQT 
GQRSSAGTKMGCPTLMTRPPH 
RPTSAARAGAAGMRWSREPWS 
PLK/RSELDLEKGLEMRKWVLS 
G IL A SE ET YL SHLEALLLPM KPL 
KAAATTSQPVLTSQ 


12182 


42550 


B 


12256 


1 


1017 




12183 


42551 


A 


12257 


2310 


2834 


EEKYNMQTRLRRAEDVFPPVIG 

VAAHKGGVYKTSVSVHLAQDL 

ALKGLRVLLVEGNDPQGTASM 

YHG WVPDLH I H AEDTLLPF YL 

MLR\LAIETVAHDYDVIV1DSAP 

NLGrGTINVVCAADVLIVPTPAE 

LFDYTSALQFFDMLRDLLKNV 

DLKGFEPDVRILLTKYSNSNGW 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssihlc nucleotide 
deletion, \=possible nucleotide insertion) 


12184 


42552 


A 


12258 


106 


108 


NFLFVLRRQLWVGGLCW*AAE 
LNKVCL 


12185 


42553 


A 


12259 


1 


901 




12186 


42554 


A 


12260 


23 


482 


KPRELGPISPVWLPPDRLPERPQ 
RRRPSGVDPGSWLGSGSCGSTG 
CSALMSCSCGSTPLLSLALKVT 
PGGVLGAPSGSEDGS*PNRKAC 
GSEMEICLTTRGVWGPEVALG 
VGGGLQQSCRAPCGGLPKLLRS 
WSQSSLSPNSPGRGASSGEAA 


12187 


42555 


A 


12261 


1 


1938 




12188 


42556 


A 


12262 


1 


2235 




12189 


42557 


A 


12263 


43 


1827 


THVRLAGARASPRAPRLRPRKP 

RPQGLPCLPGLRRARLEGGARG 

RADEMFLLPLPAAGRVVVRRL 

AVVRSG SRSLSTADMTKGLVL 

G1YSKEKEDDVPQFTSAGENFD 

KLLAGKLRETLN1SGPPLKAGK 

TRTFYGLHQDFPSVVLVGLGK 

KAAGIDEQENWHEGKE1MIRAA 

VAAGCRQIQDLELSSVEVDPCG 

DAQAAAEGAVLGLYEYDDLK 

QKKKMAVSAKLYGSGDQEAW 

QKGVLFASGQNLARQLMETPA 

NEMTPTRFAE11EK.NLKSASSKT 

EVHIRPKSWIEEQAMGSFLSVA 

KG SDEPPVFLE1 H YKG SPN ANE 

PPLVFVGKGITFDSGG1S1KASA 

NMDLMRADMGGAAT1CSAIVS 

AAKLNLPIN11GLAPLCENMPSG 

KANKPGDVVRAKNGKTIQVDN 

TDA\EG RL I L AD ALC Y AHTFNP 

KVILNAATLTGAMDVALGSGA 

TGVFTNSSWLWNKLFEASI\ET 

GDRV*RMPLFDHYTRQ\VVDC 

QLADWNNIGKYRSAGYACTAA 

AFVKEFVTHRKWAHLDIAGVM 

TNKDEVPQSTGKA*LGRPTRTL 

I\EFL\LRFSQDNCLVQILKNVFH 

SVLNWTVELKKVFE 


12190 


42558 


A 


12264 


1 


405 


G1RSAEVGKHLAHILLSRQQGR 

RPVTLIGFSLGARVIYFCLQEM 

AQEKDCQGIIEDVILLGAPVEGE 

AKHWXSLSGRVVSGRJINGYCR 

GDWLLSFVYRTSSVQLRVAGL 

QPVLLQDRRVENVDLTSVVSG 


12191 


42559 


A 


12265 


1 


1072 




12192 


42560 


A 


12266 


105 


514 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12193 


42561 


A 


12267 


44 


872 


NARPWVRGLL1EFRRRGSLCRE 
RAREMEMGRRIHLELRNRTPSD 
VKELVLDNSRSNEGKLEGLTDE 
FEELEFLSTINVGLTSIANLPKL 
NKLKKLELSDNRVSGGLEVLA 
EKCPNLP\HLI*GGNKIKDLSTIE 
PLEKLENLKSLDLFNCEVTNLN 
DYRENVFKLLPQLTYLDGYDR 
DDKEAPDSDAEGYVEGLDDEE 
EDEDEEEYDEDAQVVEDEEDE 
DEEEEGEEEDVSGEEEEDEKGY 
NDGEVDDEEDEEELGEEERGQ 
KRKREPEDEGEDDD 


12194 


42562 


A 


12268 


] 


388 


KRG AAMDGRVQLIKALLALP1 R 
PATRRWRNPI PFPETFDGDTDR 
LPE F1EQTG S Y M F VDENTFSSD A 
LKTvALPQSLPSlASHRQTAAPS 
DLDSPRRYLGWPQSLDSDSDS 
WPPPK.GSVTFSETYFLPTP 


12195 


42563 


A 


12269 


1 


127 




12196 


42564 


A 


12270 


5 


434 


ISLRYLDGLAGPTHASAATEAS 
DRSEDLRWT/VCAQLIQALLAL 
PIRPATRRWRNP1PFPETFDGDT 
DRLPEF\1VQTCSYMI\VDENTFS 
SDALKVTFL1TRLTGPAL\QWV1 
PYIKKESPLLNDYRGFLAEMKR 
V FG WED\DED F 


12197 


42565 


A 


12271 


515 


1137 




12198 


42566 


A 


12272 


1 


762 




12199 


42567 


A 


12273 


1 


468 




12200 


42568 


A 


12274 


2716 


3411 


KREEETKKKSKREMEVVKKKQ 

CTYSFKSQGKFLSTHARQFS1GS 

QPISASQTVEEIMKSILTLQSQI\ 

NSLAAVTLQNR*GLDLLTAEKG 

GLCTFLGEECCFYTNQSGIA*D 

ATQRLQEKASEIRRLSNSYTNL 

WSWATWLLPFLGPVAAILLLL 

AFGPRJFNLLVKFVWSRIEAIKL 

QMVLQIEPQMSSTNNFYRGPLD 

*PAGTSPGLESSPLKDTTTAKPL 

LRPYPAGSS 


]2201 


42569 


— 


12275 


8312 


9221 








- — 


T^P^ 








122Q3 


52777 


— 




4~0~43 


4T59 


LFCQSGFHSLLTPSTATCSTTR* 
VATSRLRPVFTCRRS 


122Q4 


42572 




72278 





— 




12205 


42573 


B 


12279 


29 


1316 




12206 


42574 


A 


12280 


1 


580 




12207 


42575 


A 


12281 


2 


710 




12208 


42576 


A 


12282 


1 


1559 




12209 


42577 


A 


12283 


1179 


1490 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 




4~2l^ 




urn — 
















199 





GALART*PPQQRWVSCPR/GVP/ 
G A L* REFTMFLSLQA ENSIDF VS 
RELCAHS1RKLQAHVLL1K*VFI 

K. 


12212 


42580 


A 


12286 


208 


398 




12213 


42581 


A 


12287 


716 


1069 




12214 


42582 


C 


12288 


326 


577 




12215 


42583 


A 


12289 


188 


590 




12216 


42584 


A 


12290 


860 




VPFLTSWYNVGFKSSALHSSAL 
LQFWLTLWE*LPAWARCCCCL 
PNGSFWGPRSSRLDVAWERPV 
APGWREVSPLLSELWTAASGP 
YG 


12217 


42585 


B 


12291 




1614 




12218 


42586 


B 


12292 




1080 






— 




tH^ 
















^90 


Tb~9l 


VESGTHLGQYKIYFGFLYQKXF 
SLQSHGYILFGCPQYW/ITSTDC 
PSIPCMWYSRTL*VTWSKKQVT 
SE 


12221 


42589 


C 


12295 


1 


3912 




12222 


42590 


A 


12296 


881 


1 151 




12223 


42591 


A 


12297 


1 


1323 




12224 


42592 


A 


12298 


1817 


2284 


VWDGSILYQKLGALDGLSS*VI 

PLASSLQSLQYPLPSSFIQRILNT 

YSVKGLRSWTVNEDRVDAVSS 

GG1WLQVEASLVLY*MLYFSIIT 

LLILGLVHVNFK1LDSSSELITD 

KLCGGLGFTLYTGSKL1*SDVTF 

PRAFSASTQTSMLTKYTVE 


]2225 


42591 


— 


72299 




TT09 






42594 


— 







367 

— 




j2227 


42591 


— 


T2301 








12228 


42596 


C 


12302 


1371 


1746 




12229 


42597 


A 


12303 




645 




12230 


42598 


C 


12304 


387 


680 




12231 


42599 


A 


12305 




2498 




12232 


42600 


A 


12306 




528 


ENLGNTIQDTGMGKDFMTETP 
KAMTTKAKIDKRDL1KLKSFCT 
AKETTIRVNRQPTEWEKIFAVY 
PSDKGPISRIYKQLKQIYKKKSN 
NPIKKWAKNRNRHFSKEDIYV 
AK.KHMEKSSSSLVIRKMHIKTT 
VGYHLMPVRMAIIKKSGNNRC 
WRGCGE\C*WEGQLVQPLWKT 
VWQ 


12233 


42601 


A 


12307 


1 


1359 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12234 


42602 


A 


12308 


1968 


2648 


TQTNLQEKNKQLHQKVGKGYE 
QTLLKRRHLCSQQTHMQPTDT 
WKN A H H Q L Al REMQI KTTMRY 
HLTPLRMAIIKKSGNNSCWRGC 
GEIGTLLHCWWDCKLVQPLWK 
TV WRFLKDLESEIPFDLA 1 PLLCI 
YPK.DYTSFCYKDTCTCMFIAAL 
FTI A KT WN * PKC SS VID WIKKM 
WHIY/TTMEYYGAIKRNKIMSF 
AGTWMKLD AI I LSKLTQKQKT 
KLRMFLLISRS 


12235 


42603 


A 


12309 


1 


403 




12236 


42604 


A 


12310 




264 


FFYAHIMFIAALF\T1AKTWNQS 
KCTSMIDWIKKAMWHIHTMEY 
YAAIKRVRGFMSFTRTWMKLEA 
llL-olvi- 1 l^tt^lvl J^\rlrlivir oLIJvLici 




— — 


- — 


-— — 




79 




432 

— 









4^6^ 



















T23T? 


— 


675 




12240 


42608 


A 


12314 


1 


339 




12241 


42609 


A 


12315 




422 




12242 


42610 




12j16 




3^ 






3§§T5 


- — 


T57n! 


- 


— 












— 

J 




ENDK.ARRSD 1 PSML*WVEGMK 
oVKArn 1 LjtlLi/\oU i VLtrWu 

GESATFIPASWDC 






- — 






2148 




12246 


42614 


A 


12320 


1 


1881 


















12248 


42616 


C 


12322 


143 


439 




12249 


42617 


C 


12323 


123 


362 




12250 


42618 


A 


12324 


474 


603 


N H KN PRRKPRQ YHSG HRHGQG 
LHV*NTKNNGNKSQNGQMGSN 


12251 


42619 


A 


12325 


5169 


5756 


CPSLPPPHGKPAAACPRSPPGGC 

CTPRSARTVPRGLSENSQTKCH 

S ADLPPEGPRV F WTPPGTG AAP 

APPAPAPGPARCGPRRCHAWPP 

QRRSSGAGRSPPPRHFAEFLKM 

VAFLRILILRAVSLLRSLDLEIS* 

G*RP*GPSWGGPPQSTPSAASA 

ASKTSSPRRWSTPAWAFLARA 

HPRWVAPSTAAQCTAAP 



1588 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12252 


42620 


A 


12326 


21 


98 


ESWLVLGRRKAGRLIGACGFEP 

PHFLTLDLEMHRDSCPLDCKVY 

VGNLGNNGNKTELERAFGYYG 

PLRSVWVARNPPGFAFVEFEDP 

RD A AD A V REL DG RTL\CG\CRV 

RV\ELVRMGEKARSRNRGPPPS\ 

WGRRPRDDYRR\RSPPPR\RRSP 

R\RRSFS\RSRSRSLS*ERVGWC 

WAGGKREDSSERVDLSRRIF 


— — 


42621 




— — 


— — 


1043 




12254 


42622 


— 


72328 


460 


657 


CFSPGMWQKTHSRKHSPGAICP 
INP VGEC L V RK.I KQLD * IT WINA 
PLPLRDGLFYFLNFPFCCRG 


12255 


42623 


A 


12329 




2235 




12256 


42624 


A 


12330 




255 




12257 


42625 


A 


12331 


2 


429 


CRADLNSRIDDFVPNPSVAVSG 
ASYAVAAVTMAHYKAADSKR 
EQFRKYFEK\SGVLDTLT\KVLV 
ALYEEPE\KLNSALDF\LKHHLG 
AATP\ENPEIELLRLELAEMKEK 
YEA1VEENKKLKAKLAQYEPVP 
QEEKRAF.l.GFFSV 


12258 


42626 


A 


12332 


670 


860 




12259 


42627 


A 


12333 


2 


450 


VNKAGGL1YQLDSYAP/RAEAE 
KTFSYPLDLLLKLHDERVLVAF 
GQRDGIRVGHAVLAINGMDVN 
GRYTADGKEVLEYLGNPANYP 
V SI RFG RPRLTSNEKLML A SMF 
HS\IKFVVLADP\RQAGIDSLLRK 
IYEIYSDFALKNPFYSLEMP 


12260 


42628 


A 


12334 


1 


2034 




12261 


42629 


A 


12335 


1 


324 




12262 


42630 


A 


12336 


2 


694 


FGTRGKAAMA1FSVYVVNKAG 
GLIYQLDSYAPRAEAEKTFSYP 
LDLLLKLHDERVLVAFGQRDGI 
\RVGHAVLAINGMDVNGRYTA 
DGKEVLEYLGNPANYPVSIRFG 
RPRLVTSNEKLMLASMFHSLFAI 
G\SQLSPE\QGS SG I EMLETDTFK 
LHC\YQTLTGIKF\VVL\ADPR\Q 
AGIDSLLRKIYEIYSDFAUKNPF 
\YSLEMPIRCELFDQNLKLALEV 
AEKAGTFGPGS 


12263 


42631 


A 


12337 


2 


1658 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stnp codon, /=possible nucleotide 
deletion, \=possibie nucleotide insertion) 


12264 


42632 


A 


12338 


3 


997 


VQKPNRQWRLVQDLRIINEAV 

VPLYQAVRNPYTLLSQIPEETG 

WFTVLDLKDALFCIAVHPDSQF 

LLAFEDPLNPTSQLTWTVLPQG 

FRDSPHLFGQALAQDLSQFSYL 

DTLVLRYVDDLLLAAPSETLCH 

QATQVLLNFLATCGYKVSKLK 

AQICSQQVKYLGLKLSKGTRAL 

SEE RI QPIL A YPHPKTRKQ L RG L 

LGITGFCQIWIPRYSE1ARPLHTL 

IKKTQKANTHLVRWTPEAEAA 

FQVLKKALTQAPVLSLPTGQDF 

\SLYVTEKTGIALGVLTQHYGE 

ERNS * LPTEYLSN 1RKPLG D YY 

WLYRNLKRWQSYTARV IRKER 


12265 


42633 


A 


12339 




421 




12266 


42634 


A 


12340 


3 


4804 


KRLENIQKTLEVAFSEAVWMQ 

PSVVLLDDLDLIAGLPAVPEHE 

HSPDAVQSQRLAHALNDMIKE 

FISMGSLVAL1ATSQSQQSLHPL 

LVSAQGVHIFQCVQHIQPPNQE 

QRCEILCN VI KNKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQS1STREKLVL 

TTLDFQKALRGFL PA SLRS VNL 

HKPRDLGWDKIGGLHEVRQIL 

MDT1QLPAKYPELFANLPIRQRT 

GILLYGPPGTGKTL 


12267 


42635 


A 


12341 




2223 




12268 


42636 


A 


12342 




3864 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSK.WTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGN NPSLTSI YRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVLISALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQIKIDLGKFSDN 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12269 


42637 


A 


12343 


204 


963 


DCACTFHCRSATKIVKDLKAQ 

GLVKPCNSPCSTP1LGVQKPNG 

QWRLVQDLRIIDEVVVYVDDL 

LLAARSKTLCHQATQALLNFLI 

TCDYKVSKPKAQLCSQKVKYL 

GLKLSKGTRVLSEERIQPIPAYP 

HPKTPKQLRGFLGITGFCRIWIP 

RYSEIARPLYTLIKK.TQKADTH 

LVEWTPEAEVAFQALKEALTQ 

APVLSLPMGQDVPLYVTEKTGI 

ALGVLGVLTQVRG/LSLQPMAY 

LSKEMDVVAKGWPH 


12270 


42638 


A 


12344 


1 


1178 


MPESPTPLLGRDILAKAGAIIHL 
NIGEGTPVCCPLLKEGINPEVW 
ATEGQYGRAKNAHPVQVKLK 
DSASFPYQRQYPLRPEAQQGLQ 
Kl VKDLKVQGLV K.TCN SPCDTP 
ILGVQKPNGQWRLVQDLRJIDE 
A I VPLYPAVPNPYTLLSQ1 PEE A 
ELFTVLDLKDAFFCIPVHPESQF 
LFAFEDPSIPMSQLTWTVLPQG 
FRDSPHLFHHTLAQDLSQFSYL 
DTLVLCLPLRNQQECHQATQV 
LLNVLATCGYKVSK.QKAQLCS 
QQVKYLGV KLSKGTRAL/QQ*R 

IL'rvl ho 1 orNU&lNLKrioKOraKtj 

KRGVCSGQ**WNT*KKSPHSRN 
*CSAGGTNSPPSGTRIRRRKKGL 
IR1YMLPLILSAPYDHLH 




42631 


— 


12345 


■j 


84l 




12272 


42640 


A 


12346 


3 


1428 




12273 


42641 


A 


12347 


2 


268 




12274 


42642 


A 


12348 


1 


897 




12275 


42643 


B 


12349 


1 


1650 




12276 


42644 


A 


12350 


232 


1002 


TPGSTVHAPEADQGLQKIVKDL 
KAQGLVKPCNSPCSTPILGVQK 
PNGQWRLVQDLRIIDEVVVYV 
DDLLLAARSKTLCHQATQALL 
NFLITCDYKVSKPKAQLCSQKV 
KYLGLKLSKGTRVLSEERIQPIP 
AYPHPKTPKQLRGFLGITGFCRI 
WIPRYSEIARPLYTLIKKTQKAD 
THLVEWTPEAEVAFQALKEAL 
TQAPVLSLPMGQDVPLYVTEK 
TGIALGVLGVLTQVRG/LSLQP 
MAYLSKEMDVVAKGWPH 


12277 


42645 


A 


12351 


1 


2217 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


12278 


42646 


A 


12352 


1 


6530 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

R IVFPKAIFPVWVDQQTYIFIQI 

VALIPAASYGRLETDTKLLIQPK 

TRRAKENTFSKADAEYKKLHS 

YGRDQKGMMKELQTKQLQSN 

TVGITESNENESEIPVDSSSVAS 

LWTMIGSIFSFQSEKKQETSWG 

LTEINAFKNMQSKVVPL 


12279 


42647 


A 


12353 


1734 


4349 


MPNRACFQCGLQGHFKKDCPS 
RKPQVCLTIESQEVNCLLDAGA 
AFSVLLSCPGQLSSRSVTIRGVL 
GQPVTRYFFQPLSCDWGALPFS 
HAFLIMPESLTPLLEREILVKAG 
A11HLNIGEGTPICRLLFEEGISPE 
VWATEGQYGQAKNAHFVQVK 
LKDSTSFPYQRQYPLRPEAQQR 
LQKI VKDLKAQGLVKPYSSPCN 
TPI EG VQKPKRQWRL VQDLRII 
NEAVFPLYPAIPSPYTLLSQIPEE 
AEWFTVLDLKDAFFCIPVHPDS 
QFLFAFEDPSNPTSQLTWTVLP 
QGFRDSPHLFGQALAQDLSQFS 
YLDTPVLQCMDDLLLAARSET 
LCHQATQALLNFLTTCGYKVS 
KPKAQLCSQQVKCLG LKLSKV 
TRAL SEERIQPIL A Y PY PKTLKQ 
LRGFLGITGFCRIW1PRYGK1AR 
PLYTL1KETQKANTHLVRWTPE 
AEA A FH ALKKALMQAPVLSLL 
TGQDFSSYVTKNKQTKKKK\T* 
I A LR VL AL V * GTSLQP V A YL/SK 
E1DVVAKGQPHCLRVVVAVAV 
LVSEAVKIIQGRNLTVWTSHDV 
NGILTAKGDLWLSDNHLLKYQ 
ALLLEGPMLRLCTCAALNLDTF 
LPHNEEKIEHNCQQVIAQTYAT 
RGDHLEVPLTDPNPNLYTDGRS 
FVEKGLQKVGYAVVSDNG1LES 
NPLTPGTSAQLAKLTRALELGE 
GKRVNIYTDSKYAYLVLHAHA 


12280 


42648 


A 


12354 


5 


138 




12281 


42649 


A 


12355 


1 


909 




12282 


42650 


A 


12356 


3 


245 




12283 


42651 


A 


12357 


1 


1080 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


1 4 




A 


1 






vprksvhsgdaeyhk.vlk.ee A 














SDSRENKVGTTWLQILSGSFAS 














RVTEHITQPLQESVSLW1SSEQN 














1 P P KFM G RLN KL RKA T YKRK YS 














AAKSKVEKKKKEKVFATVTKP 














VG\GDKNGGT\RVVQTR\KLPR 














VI4T>TPr*\/DT?T< r IVPPP(~ik''~MI PC^ 
I Mr 1 cUVrlvM V fcrrl^JVINl^r os; 














HVRKTAKTALPPGTIL1ILTG\RH 














RG K\R V VFLK\QL A SG L IL V\T A P 














LVLNRVPLRRTHQKFVIATSTKI 














DI SN V K I P\KKKDKTPLLTD A YL 














\KKKKLR K PR/HPRKG EIFDT VK 














RGNMRITEVQRTIDQKAVDSQIL 














PKIKAIPQA/LQGYLR1LCLL*RN 














GIYPHKLVF 


]2285 


42653 


— 
- — 


72359 




— 

— 






42654 




]236Q 




— 






— — 


— 


— — 










42656 


— — 


12^62 




264 






42657 


— 


12363 


— 


870 




1229Q 


42658 


— 


72364 




400 




Q 








— — 





— 


SWKPSFSAN*HRNRKPNTTCSH 














SQVGVDL 







z^fr — 




Tk 

T^H 




| 


— 




— — 




— 







769 

— 






— — — 






~T4 




GCCGG TIKNSFSFPPLPNWPRFV 














MFPSLCVL1VETCETWICTLIVQ 














LPLMSENMRCLIFCSCVSLLRM 














MVSSFVHVHDHKVKSHSR PS/G 














NLRSKEASPSPKTSKVGKLTVQ 


















42663 


— 


72369 


— 


388 


SYGQMMKCQPFTFPSPGYGAG 














VFSSDK1GQM 1 FMERT*RMSCK 














EAAQDHTAREKEK.VELKFPSLP 














FRRKELL*PCTWLGSPISLVTLD 














FPWPQGSGRLSMPVLWTCLIPG 














SLE1G 


— — 


42664 




— — 





— 




1229? 


42665 


— 


72371 


295 


2025 




12298 


42666 


A 


12372 


14 


260 




12299 


42667 


A 


12373 


1 


142 


TCTCVFIAALFTIAKTWN*SKCP 














SMRDWIKKNVAHTHHGILCSH 














KKE 


12300 


42668 


A 


12374 


1 


395 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


12301 


42669 


A 


12375 


2 


976 


REHLAEGMAVGTASADLNISA 
CWLRREQQ1SQHSARALLRDRL 
PPQENSSWHPAGAPLGRNFQRK 
EQAA1FAVLQPPLV1PRKTGSGV 
DLEQTPADLQKRGLTVTRKTN 
K.QKAIASTSTERTPTQKPPFKSH 
QHQRPNVDKSAKMRKNQSKK 
AENSK.NQNTSSPPKDHNSSPAR 
EQNWMEN\EFDELTEVGFRRW 
VITNSSELKKHVLTQCKEAKNL 
EKRDMDEAGNHHSQQTNTGTE 
N QTPH VLTHKWELNN ENTRTRI 
YKKHGAAICLASGIYHSVDLPF 
WGLDLPFWDLEDSGSTILGSGG 
QWPSSHSSTRQCTSVDSVWGL 




42670 


— 

- — 1 


72376 





777 

— 






42671 







34 


— 






— — 





— — 











42673 


— 


— — 





74703 






42674" 


— 


72380 







636 




— — 


— 


- — 


— — 




7B16 






— — 


— 


7r58l 





3246 






42677 


— 


72381 


— 


202 






— — 


— 


^ 





— 




tith — 


4§679 


— 


72186 





7776 




12312 


42680 


C 


12387 


1 


942 















— 






42682 


— 




T~ 






12315 


42683 


A 


12390 


i 


708 




12316 


42684 


A 


12391 


3 


96 


TWMKLETIILSKL*QRQKTKHR 
MFLLIGGN 


12317 


42685 


B 


12392 


1 


1954 




12318 


42686 


A 




1550 




DT1SHQLEWQSLKSQETTALLTI 
A KTWN Q PKC PSMIG WIKKM W 
HIYTMEYYAAIK/SDEFMCFAW 
TWMKLETIILSKLSQEHKTKHH 
MFSLTSGS 


— — — 


42687 


— 


72394" 





553 






42681 


— 


72395 





7421 




72321 — 


42689 


— 


723% 


642 


— 




12322 


42690 


B 


12397 


1 


759 




12323 


42691 


B 


12398 


1 


900 




12324 


42692 


A 


12399 


623 


775 




12325 


42693 


A 


12400 


992 


1156 




12326 


42694 


A 


12401 


86 


349 





1594 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12327 


42695 


A 


12402 


1 


2521 


MN1DAK1LNKILANRIQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NIVQHINRTNDKNHMIISIDAEK 

AFDKIQQRFMLKTLNKLGIDGT 

YLKIIRAIYDKSTANIVLNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLRKEE 

IKLSLFADDM1VHLENP1VSAQN 

LLKLIDNFSKVSGYK1NVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SERIKYLGIQLTRDVKDLFKEN 

YKPLLND1KEDTNKWKNTPRS 

WVGR1NIMKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKGAR1AKS1LIYRFNAQELEKT 

TLKFIWNQKGAR1AKSILSQKN 

K.AGG1TLPDFKLYYKATVIKTA 

WY WYQN RDIDQ WNRTEPSEIM 

PH1YNHLIFDKPDKNKKWGNDS 

LFNKWCWENWLAICRKLKLDP 

FLIP YTK IN SRW1KDLN VRPKTI 

KTLEEN LGNTIQDIAMGKDFM S 

KTPKAMATKAKIDKWDLINLK 

SFCTAKETTI R VNRQP1EWEKIF 

A1YSSDKGRISR1YNELKQIYKK 

KTNNPIKKWA KDMNRHFSKED 

IYAAKRHMKKCSSSLAIREMHI 

KTTMRHHLTS VRM A 1 1 KKLGN 

DWCWRGCGEIGRLLHCWWDC 

KLVQPLWKSVWRFLRDLELET 

PFDPASPLLGIYQKE\YKSCYYK 

D1CT/RVCVPAALFTIANTWNQP 


12328 


42696 


B 


12403 


80 


5612 




12329 


42697 


B 


12404 


68 


505 






7^55 







-j— 








123j1 










43f3 


IA1MRLLLQIS111LSSCLREVKSM 
Q A Y RKA LRKLKL AD V ICR YQ K S 
LVVQKRS*ER*SLVLILILPARTF 
QSYLAP1C 


12332 


42700 


A 


12407 


1 


546 




12333 


42701 


A 


12408 


2 


418 




12334 


42702 


A 


12409 


302 


746 


ETSHQV M DRSNP VKPALD YFS 
N RL VN YQISVKCSNQFKLEVCL 
LNAENKVVDNQAGTQGQLKV 

1 r.AWl WAA/PVT K/TT4Pt-IPA VT VQ 
LOAfNL W Wr I LMrliinr A iLi o 

WEDG DC FTPKALDPLP ACDLC 
DQL\HLRSRQGGSVCGCDPCEQ 
LLLLWSQLQAPAIDSAAAGRPV 


12335 


42703 


A 


12410 


83 


552 




12336 


42704 


A 


12411 


1 


459 




12337 


42705 


A 


12412 


34 


588 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12338 


42706 


A 


12413 


1 


466 




12339 


42707 


A 


12414 


950 


1230 


CSWHDRFPDWKAGRILP1SEPPS 
N Rl FAC WGKPA WTACCN/FSQG 
QAVKGNQLLPVSLVKRKTTLA 
PNTQTA SPR A L ADSLMQL ARQ 
VSRLESGQDFA DFGTTIKQDFR 
LLGQTSVDRLLQLSQGQAVKG 
NQLLPVSLVKRKTTLAPNTQTA 
SPRALADSLMQLARQVSRLESG 
QDFADFGTT1KQDFRLLGQTSV 
DRLLQLSQGQAVKGNQLLPVS 
LVKRKTTLAPNTQTASPRALAD 
SLMQLARQVSRLESGQDFADF 
GTTIKQDFRLLGQTSVDRLLQL 
SQGQAVKGNQLLPVSLVKRKT 
TLAPNTQTASPRALADSLMQLA 
RQVSRLESGQ 


12340 


42708 


A 


12415 


497 


847 




12341 


42709 


A 


12416 


1 


337 


MGVVPEELFLEELNLSGLKWD 
FA DFGTTI KQDFRLLG QTS VDR 
LLQLSQGQAVKGNQLLPVSLV 
KRKTTLAPNTQTASPR\ALADS 
LMQLARQVSRLESGQHPEFAPP 
SHGD 


|2 ^ 42 


— — 


— 


— — 


— 




— 






42771 


— 


T24T8 

— — — 




1218 






— — 








TTbl 






42713 


— 


72420 


548 


To78 




]2346 


42714 


— 


T2421 


83 


345 






42715 




12422 




681 




12348 


42776 


— 


72421 




1431 




12349 


42717 ' 


— 


72424 


566 


871 




12350 


42718 


A 


12425 


145 


980 




12351 


42719 


A 


12426 




702 




12352 


42720 


B 


12427 




1156 




12353 


42721 


A 


12428 


188 


584 




12354 


42722 


A 


12429 




1194 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


12355 


42723 


A 

— 


12430 


170 


1855 


LLEGKLTNRKDIPHQNPICTSPS 

SKTKGILPISEPPSNRIFACWGK 

PAWTACCN/FSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQD 

FADFGTT1KQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLV 

KRKTTLAPNTQTASPRALADSL 

MQLARQVSRLESGQINHTPNSF 

HIGAGGSWCLSESPCVVLNYK 

YPLVCGYTDGNAEVSKFGNFFL 

DLSRTRCLAEGNYTSGDNHTLR 

DPHYVEDKGHKYLVFEANTGT 

ENGYQGEESLFNKAYYGGGTN 

FFRKESQKLQQSAKKRDAELA 

NGALG11ELNNDYTLKKVMKPL 

ITSNTVTDEIERANVFKMNGKW 

YLFTDSRGSK.MT1DG1NSNDIY 

MLGYVSNSLTGPYKPLNKTGL 

VLQMGLDPNDVTFTYSHFAVP 

QAKGNMVVITSYMTNRGFFED 

KK.ATFAPSFLMNIKGNK.TSVVK 

NSIRREGFCRFRNHHQTGFSPA 

GANQRGPLAATLSGPGGEGQS 

AVARLTGEKKNHPGAQYANRL 

SPRVGRF1NAAGTTGFPTGKRA 

GFCRFRNHHQTGFSPAGANQR 

GPLAATLSGPGGEGQSAVARLT 

GEKKNHPGAQYANRLSPRVGR 

FINAAGTTGFPTGKRAV 


]2356 


42724 




72431 


851 


2237 




12357 


42721 


— 


■j2432 





2346 






42721 


- — 


72433 


— 






12359 


42727 


B 


12434 


656 


2404 




12360 


42728 


D 


12435 


486 


834 




12361 


42729 


A 


12436 


1 


693 




| 23 ^ 





















Tl43i 


T52 


3~9~7 


AGGWALPSLGLPSWTSRCPWR 
RGSAGLLLEAS VPVQQ* PKLLD 
RLSRRWPG EGHPRPARVRSCM 
ALGPRRLGVLCQEPS 




42732 


— 


72439 





7707 




]2365 


42733 


— 


72440 





897 




12366 


42734 


A 


12441 


36 


420 




12367 


42735 


A 


12442 


2 


217 




12368 


42736 


A 


12443 


1 


903 




12369 


42737 


A 


12444 


1 


1626 




12370 


42738 


B 


12445 


107 


757 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12371 


42739 


A 


12446 




1655 


MGTVPRSAGQETWVLCEHIIGG 
ERSFTEYSLCHRIESSTSSIKLEL 
GGNNVEPLESSRVFDSTVQNEE 
ADAVSTGEEGVTHEGTQGGKV 
IPQMHMGSGLQPKSFSQNRSQV 
NNDM1VTDNNGAVKFPQLCKF 
CDVRFSTCDNQKSCMSNCSITS1 
CEKPQEVCVAVCWMSEEICTN 
VMYSPLPCKFLHLSPIEVLPIIRS 
PVNQSGRCKIRHIGSNNRLQRS 
TCQNTGWESAHVMKTPGFREY 
NTSNPDLLLVIFQVTGISLLPPL 
GVA1SVIIIFYCYRVNRQQKLSS 
TWETGKTRKLMEFSEHCAIILE 
DDRSDISSTCANNINHNTELLPI 
ELDTL VGKG RF AE V YKAKLKQ 
NTSEQF*DSGQFKILFPIE\EYAS 
WKTEKDIFSDINLKHENiLQFLT 
AEERKTELGKQYWLITAFHAK 
GNLQEYLTRHVISWEDLRKLGS 
SLARGIAHLHSDHTPCGRPKMP 
IVHRDLKSSNILVKNDLTCCLC 
DFGLSLRLDPTLSVDDLANSGQ 
CYEVCSSGRFLVTIFKGNRLRE 
RTEKNTRITPRDWVYEWLW 


12372 


42740 


A 


12447 


1555 


3277 


RAAGSAMGRGLLRGLWPLHIV 
LWTRJASTIPPHVQKSVNNDMI 
VTDNNGAVKFPQLCKFCDVRF 
STCDNQKSCMSNCSITSICEKPQ 
EVCV A VWRKNDEN ITLETVCH 
DPKLPYHDFILEDAASPKCIMK 
EKKKPGETFFMCSCSSDECNDN 
I1FSEEYNTSNPDLLLVIFQVTGI 
SLLPPLGVAISVIIIFYCYRVNRQ 
QKLSSTWETGKTRKLMEFSEH 
CAIILEDDRSDISSTCANNINHN 
TELLPIELDTL VGKG RFAE V YK 
AKLKQNTSEQFETVAVK1FPYE 
EYASWKTEKDIFSDINLKHENIL 
QFLTAEERKTELGKQYWLITAF 
HAKGNLQEYLTRHVISWEDLR 
KLGSSLARGIAHLHSDHTPCGR 
PKMPIVHRDLNSSNILVKNDLT 
CCLCDFGLSLRLDPTLSVDDLA 
N SGQ VGTAR YM A PE VLESRMN 
LENAESF\KHTDVYSMALVLWE 
MTSRCNALGEVKDYEPPFGSK 
VREHPCVESMKDNVLRDRGRP 
EIPSFWLNHQGIQMVCETLTEC 
CDHDPYARLTAQCVAERFSELE 
HLDRLSGRSCSEEKIPEDGSLNT 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






]2373 ' 


42741 


= 


]2448 




]3g4 






42742 


— 


T2449 

— — 





— 

— 




— 




Wih — 






















1245] 




523 


LQFFRRSEVKMKNHLLFWGVL 














AVFIKAVHVKAQEDERIVLVDN 














KCKCARITSRIIRSSEDPNED1VE 














RNIRJ\IVPLNNRENISDPTSP\LR 














TRFVY\HLSDLCKK\CDPTEVEL\ 














DNQIVTATAQSNICGWMTYPQS 














TCYTLSTGNKCYTAVVPLWYG 














GETK.MVETALTPDACYPD 


12377 


42741 


— 


12452 


3 


274 






42746 


— 


T^4li 




iff 






42747 


— 




TT9 




PVPQDLQAAVLGRTTALFK\AV 














KTGTLQVCKRLLLSFWCL/CPA 














PRGRQASLSCGGLHPVRASWLL 














CLPKQAWAMAGAPPPAWLPPC 














SLISDCCASNQRDSVGVRPSEPG 














VGYSLV 


12380 


42748 


— 


12455 


2 


370 






— — 


— 


T2lP ' 


| 








42750 


— 






9lF 




— — - — 


42751 


— 








462 






42752 


— 


12459 




— 


297 




p385 


42753 


— 


72460 




7338"" 


CTDGFLVWMSFLFVSFPLPPCS 














L1SDCSASNERDSVGVGPSEPG 














AGYNLVVRRFLSPSEKRSIRV* 














VTRFSRCRPSPLSLTRKGNSLTP 














CASQVRQCLALFRLAHGVRTH 














SPA PTV WHSLPKVGPFLENSVP 


]2386 


42754 


— 


T2461 







268 




— 


42755 


— 


T2462 




479 






42756 


— 


12463 





262 




12389 


42757 


A 


12464 


1 


304 


MAGAPAPASLPPCSL1SDCCAS 














NQRDSMG VG PSEPG AGYNL VP 














VAEKRSIRVGVTGFSRCCPSPLSL 














TRKGNSLTP WA SQVRQCLALL 














QLAHGRGSPNPRP 


12390 


42758 


A 


12465 


1 


512 




12391 


42759 


B 


12466 


1 


1257 




12392 


42760 


A 


12467 


1 


705 




12393 


42761 


A 


12468 


1 


3039 




12394 


42762 


B 


12469 


66 


467 




12395 


42763 


C 


12470 


360 


747 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( XMJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12396 


42764 


A 


12471 


3771 


4703 


SFQFFCSVFSPSLWFYLLLVFDD 

GDVQMRFRCGCPFCLLVFLLTD 

RTLSCRSVGIPCRVRCQCA\LLG 

GASQLGCSGVKGSRDPLEEAV 

CPFS\DL\QLRAGGNTALFKAVR 

QGHLSLQRLLLSFWCLCPAPRG 

GAYRGGQASLSCGGLHPV*AS\ 

RLLCLPKQ A W AM AG A PPP ASL 

L\PCI\L1SDCCASNQRDSVGVGP 

S/ERPGVGYSLVVRRFLSRSEKR 

NIRG GWTRFSRC RPSPLSLTRK 

GNSLTPCASQSEGNAIGPAFGF 

AHG A R TH WALRPTV WHSLCE 

MNPVPQMEMQKSPVFCVAHA 

GGCRPEL 


12397 


42765 


A 


12472 


1 


1038 




12398 


42766 


A 


12473 


27 


428 


LADRSAIPGFAIFAVTFLLALVG 
AVLYLYPWTLLKPC*SHY*GIN 
LVVAV*VKTT*GKNCMKMV*L 
1L*RVTLPSS*RFGLRLEKAF*M 
GHL1KT*LGKNNMKMPSCNWS 
LF*GTS*KNEKEGTSVN1FSLTP 


12399 


42767 


A 


12474 


107 


362 


NKPCEEFYFLAAL1YLLYHGRK 
KADTK 1 PP* 1SRFFLILYPSHELTI 
FIVIHIMCDLGCTWAICFLTTSE 
EVQKKLYEEINQVFG 


12400 


42768 


A 


12475 


193 


637 


TSSEVVKKQ1AQVHNFAVIMQL 
ARENIILSS/EDLLV1KVPLY*GV 
NENMLTEVPSFSFFYDVP*NRL 
QLHEG1F1LFFPSHVFIK*PI*KAF 
SNLRPNCAMILLEANDFLIIFKC 
TTHYHLCNRLHSKTKHMLAEG 
HVLGLWVGEPFI 


124Q1 


42769 




12476 


1 


1930 




12402 


42770 


A 


12477 




362 




12403 


42771 


A 


12478 


58 


160 


GVSLQSTSEEGRGMRQE*TERE 
IKVTCRSHYRLA 


12404 


42772 


— 


12479 




410 




12405 


42773 


A 


12480 


1 


807 




12406 


42774 


A 


12481 


154 


375 












2 


512 




12408 


42776 


Q 


12483 


29 


455 




124Q9 


42777 




12484 


209 


433 




]2410 


42778 




12485 


1 


1546 








— 






931 




]2412 


42780 


— 


12487 


1 


363 




12413 


42781 


A 


12488 


1 


351 




12414 


42782 


B 


12489 


82 


263 




12415 


42783 


A 


12490 


1 


1878 




12416 


42784 


A 


12491 


24 


242 




12417 


42785 


A 


12492 


1 


3558 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12418 


42786 


A 


12493 


2 


478 


HNSLKSDENKENSFSADHVTTA 
VEKSKESQVTADDLEEEKAKA 
ELIMDDDRTVDPLLSKSQSILIS 
TS ATA SSKKT1EDRN I KNKKSTN 
NRASSASARLMTSEFLKKSSSK 
RRTPSTTTSSHYLGTLK.VLDQK 
PFTETEA*EPDRADNIRGSCLFR 


12419 


42787 


A 


12494 




1047 




12420 


42788 


A 


12495 


1 


1055 




12421 


42789 


A 


12496 


212 


611 




12422 


42790 


A 


12497 


2 


195 


YVMGRNDGGYLMIDSKTAE1K 
FVKNMNRDSTFIVNKTITAEVL 
AIDVRYSGKNCLLISWSYICG 


12423 


42791 


A 


12498 


1 


429 




12424 


42792 


A 


12499 


1 


503 




12425 


42793 


A 


12500 




825 


GTTKWQT VRRQK RE WI KF AAA 
CREGEDNSKRNPI AK* SDLQNS 
LLPALY*KH\IRSDCESNQKITY 
RISGVG1DRPPYGVFT1NPRTGEI 
NITSVVDREITPLFLIYCRALNS 
RGEDLERPLELRVKVMDINDN 
APVFSQSVYTASIEENSDANTL 
VVKLCATDADEENHLNSKIAY 
KIVSQEPSGAPMFILNRYTGEV 
CTMSSFLDREQHSMYNLVYRG 
SDRDGAADGLSSECDCRIKVLD 
VNDNFPT/FRENFKQNSSRFSNS 
LLSSFDQWRKL 


12426 


42794 


A 


12501 


986 


4030 


KQRLTWTFSPGKSETMMGLFP 

RTTGALA1FVVVILVHGELR1ET 

KGQYDEEEMTMQQAKRRQKR 

EWVKFAKPCREGEDNSKRNPIA 

KITSDYQATQKITYRISGVGIDQ 

PPFGIFVVDKNTGDIN1TAIVDR 

EETPSFLITCRALNAQGLDVEKP 

LILTVKILDINDNPPVFSQQIFM 

GEIEENSASNSLVMILNATDAD 

EPNHLNSKIAFKIVSQEPAGTPM 

FLLSRNTGEVRTLTNSLDRJEQA 

SSYRLVVSGA 


12427 


42795 


B 


12502 


1 


3572 




12428 


42796 


A 


12503 


1 


594 




12429 


42797 


A 


12504 


1 


512 




12430 


42798 


B 


12505 


ZOO 


532 




12431 


42799 


A 


12506 


2 


735 




12432 


42800 


A 


2507 


5 


too 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12433 


42801 


A 


12508 


2 


1260 


GQAASPASPASPASPAMAWAA 
LLGLLVALLLLLLLSRRRTRRP 
GEPPLDLGSIPWLGYALDFGKD 
A A SFLTRMKEKHGDIFTIL VGG 
RYVTVLLDPHSYDAVVWEPRT 
RLDFHAYA1FLMERIFDVQLPH 
YSPSDEKARMKLTLLHRELQAL 
TEAMYTNLHAVLLGDATEAGS 
GWHEMGLLDF/CLQLPAQSRLP 
DSLRN * G A ATHP* KPGPGPRPL S 
*CLPHLSPARPAAPQTGPWLPV 
SGGQGPHVQCQKSPVEAAIPSQ 
AG Q AG PPEQM AGELPA APGGD 
GCVRGDAGTGPGAAAVGHTGE 
YGSRCLLAPALPSQES* SPGCCP 
RRAREYPLASGAACLADDHSPT 
EGSRQHTC/DLIAC*VRASGLQL 
PPSSPARIAGGPGHAHGRRERIQ 
PATW* PPPPLPLPEPPERPRNLH 
RPRG1 


12434 


42802 


A 


12509 


3 


466 




12435 


42803 


A 


12510 


1 


1134 




12436 


42804 


A 


12511 


2 


121 1 




12437 


42805 


A 


12512 


2 


405 


HEMLLASEIKHLPRRLLIGQERE 
TQTSELKIK.RRGNEEAPS/PPPSS 
A YERGTKRPDDRY DTPTSKKK. 
VRJKDRNKLSTEERRKLFEQEV 
AQREAQKQQQQMQNLGMTSP 
LPYDSLGYNAPHHPFAGYPPGY 
PMQA 


12438 


42806 


A 


12513 


191 


898 




12439 


42807 


A 


12514 


1 


270 




12440 


42808 


A 


12515 


2 


1328 




12441 


42809 


A 


12516 


1 


2868 




12442 


42810 


A 


12517 


1 


1254 




12443 


42811 


A 


12518 


1 


576 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


12444 


42812 


A 


12519 


1919 


3044 


HQGPSTPPSWAMSGPPTPLSRE 
DWHQGPSTPPSWAMSEPPT/SSI 
QGLASGAVHTILLGDVRATYTS 
IQGVTSGVSQVSRAAQMAVPSS 
RI LQLSKPKAPATLLE\EWDPVP 
KPKPHVSDHNRLLHLAKVPRK 
EGSGKKVGAFPEIKGPEAFRDK 
ARAMESQSNDMPFDELLALYG 
YEASDPISDRESEGGDVDPNLP 
DMTLDKEQIAKDLLSGEEEEET 
QSSADDLTPSVTSHEASDLFPN 
RSGCLLAGEAESSRGLLPRAQP 
VPRG A GL ADN SRG A LLRAHGT 
VRVGTTATVKPADAPPESPRDR 
RSRNDSHRPTGPSESERQPQSN 
QPTLLLRGHGTIRVRTTATVKP 
ADAPAESPRDRRSRNDSHGQSS 




42813 


— — 


12521 


413 

— 


1412 






42814 


— 


T2521 




412 


NHLSVAGNGSSPCGL*AGALGL 
LLWLLASSGHRVLSGMI 


[2447 


42815 


— 


72522 





W\ 






— — — 





— — 





277 




|?449 


42817 


— 


7252~4 





739 




12450 


42818 


A 


12525 


1 


326 




12451 


42819 


A 


12526 


3 


566 


















12453 


42821 


A 


12528 


1 


1167 




12454 


42822 


A 


12529 


260 


395 


EVATATPTLSNHYPDQSAAIN/D 
QG*PLHQQKDHlLQKAQIvrNISI 
F 


12455 


42823 


A 


12530 


209 


958 


FRCVLISFWSHKLHLWYHEGRI 
VPSDR1VPPHG1VSSHGVALPQR 
ILMRQFTLLEGLNKDGRFL1QLS 
GTAPWSSYFNSVAKFGVIHRIH 
SFFLSHNGHKAVAPLDLLSNVG 
GSCLCGDASSFVTTPSRITMTSK 
SWLARSVAEMSYR/WTALVNH 
VADDQRGHQKNVIALDWVINR 
NVQLVNRNHLPFRCSCFLDHLD 
AHRGTNDHAFPQVTHSEHEAQ 
LA ISDGNHSMAAENQSFCPS VS 
LSCFHENAA 


12456 


42824 


A 


12531 


1 


1965 




12457 


42825 


C 


12532 


520 


684 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12458 


42826 


A 


12533 


701 


1307 


GRHLTTNHTAAVVVFPFRPLCS 
SFFRYSGFRGVAGATASGRGQG 
PAG * DNCQR A WRG A FY K.FQAT 
LSAGAGTRAEEGSDGDGEAAE 
PGAGTAREPARLRGYRSRRFVL 
DGRRCCLCYFKN PHDPLPLGHL 
DI AEACFS YQRA DEA AEQPAHF 
QVRSAGAATVLEVGTRALRGV 
HLLRAHRG1WAQAWSPVSFLQ 
AVLPAWLL 




42827 


— 


12531 




1356 




1246Q 


42828 


— 


12531 




1449" 




72461 — 


42829 


— — 


T253~6 




2449" 




12462 


42830 


— — 


12537 




3327 




T2463 — 


42831 


— — 


12538 




7359 




12464 


42832 


A 


12539 




672 




12465 


42833 


A 


12540 




1281 




12466 


42834 


A 


12541 




399 




12467 


42835 


A 


12542 




399 




12468 


42836 


A 


12543 


171 


426 

— 


PVSCATGEEEDNVLFPKGDDLP 
R**PGKLWCEFHASS1SQALGQ 
HPRRSVLDTDQSH VPL VRRKTT 
CFSQRAMISPDDDPSQEAGALS 
RNNLLAPYSALTFMENGNCLL 
QLFQLGKLLVQASHLHGQLLV 
FVQKIIISM 




42837 


— 


— — 









]2470 


42838 


— 


T2545 


- 


— 


LFHPCQDSQQHH*CVCCRLTGH 
GAA*VHGPCQAVQTYRASH 


12471 


42839 


C 


12546 


532 


1101 




12472 


42840 


A 


12547 


197 


355 




12473 


42841 


A 


12548 


1 


1275 




12474 


42842 


A 


12549 


3 


131 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12475 


42843 


A 


12550 

— — 


1746 




3504 

— 


ESDPSNSTTSMDRTLL/MSSIVP 
RLPSACRILPTGFTIPE*SCVHRT 
ASLIPPLPPGSRKYSPPLPLNSLI 
FLKN/SAYTAVPALQTDWATSP 
ISLHLRTSFNSPHLYPPEELIYFL 
DRSSKTSPDISHQQAAALLRTY 
LKNL SP YIN STPPIFGPLTTQTT1 
PVAAPLCISWQRPTGIPLGNLSP 
SRCSFTLHLRSPTTNINETIGAF 
QLHITDKPSINTDKLKNISSNYC 
LGRHLPCISLHPWLSSPCSSDSP 
PRPSSCLL1PSPENNSERLLVDT 
RRFL1HHENRTFPSTQLPHQSPL 
QPLTAAALAGSLGVWVQDTPF 
STPSHLFTLHLQFCLAQGLFFLC 
GSSTYMCLPANWTGTCTLVFL 
TPKIQFANGTEELPVPLMTPTQ 
QKRVIPL1PLMVGLGLSASTVA 
LGTGIAGISTSVMTFRSLSNDFS 
ASITDISQTLSVLQAQVDSLAA 
VVLQGQLRGLDLLTAEKGGLCI 
FLNEECCFYLNQSGLVYDNIKK. 
LKDRAQKLANQASNYAESPWA 

T CM W\4C"\l/"\/T DTVCDT TDIfl t T T 

FriPfiFRi \/t:npioMi?Tr> a itxiuq 
rOrClrrvLVol^rl^lNrvlv^AJ J INrio 

IRQMFLLTSPQYHPLPQDLPSA 










T21M 










~5i4l 









882 






— — 




— — - 


— 


409 










— 


— — 





— — 

— 






42848 




12555 


— 






12481 


42849 


A 


12556 


] 


1083 




12482 


42850 


B 


12557 


1 


1122 




12483 


42851 


A 


12558 


97 


439 




12484 


42852 


A 


12559 


1 


450 




12485 


42853 


A 


12560 


1 


471 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12486 


42854 


A 


12561 


2 


1407 


WGKNRAEKLETLKSRVPLLLQ 

RTNAVPHQQWNKAGRRMTLTS* 

EKKASDD/PNYSKLQEEIQTKG 

KEVKHFEKNLDECITR1TNREK 

CLKELMELKAKARELREECRSL 

RSQCDQLEERVSVMEE1QTTIRE 

YYKHLYENKLQNLEEMDKFLD 

TYTLRRLNQEEVESLNRPITGSE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYK.EELIPFLLK.LFQSIEKEGI 

LPNSFYEASIILIPKQGRDTTKK 

ENFRPIFLMNINAKILNKILANRI 

QQHIKKLI HHDQVGFIPGMQG 

WFNICKSRNVIHHINRTKDKNH 

M 11 SIDAEKAFDKIQQPFMLKTL 

NKLGIDETYLK.I1RAIYDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKEIK. 

GIQLGKEEVKLSLFADDM1VYL 

ENPIVSAQNLFELISNFSKVSGY 

KINVQ1SQAFLYTNYRQSAKS 




42855 


— 


12562 




846 




12488 


42856 


A 


12563 




1281 




12489 


42857 


B 


12564 




274 




12490 


42858 


B 


12565 




2265 




12491 


42859 


A 


12566 




2742 




12492 


42860 


A 


12567 




1272 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 


12493 


42861 


A 


12568 


222 


2130 


RKKNKKK*TKPPRNMGLREKT 

KSMSDWCT*K*RGEWNQV/AK 

TLCRILSRRT/YPNLARQADIQIQ 

EIQRTPQRYSSRRATPKHIIVRF 

TKVEMKEKMLRAAREKGRVT 

HKGKPIRLTADLSAETLQARRE 

WGQIFNILKEKNFQPRISYPAKL 

SFISEGEIKPFTDKQMLRDFVTT 

RPALKELLKEVLNMERNNRKK 

LNRPITGSEIVAIINSLPTKKSPG 

PDGFTAEFYQRYKEELVPFLLK 

LFQSKEKEGIIIPNSFDEASIILIP 

KAGRDTTTK.DNFRPISLMNIDA 

KILNK1LANQ1QQHIKKLIHHDQ 

VGFIPGMQGWFNICQSINV1QHI 

NRTK.DKNH VI I SIDAEKAFDKIQ 

QRFMLKTLNKLGIDRMYLKIIR 

AIYDKPTANIILNGQKLEAFPLK 

MGTRQGCPLSPLLFN1VLEVLA 

RAIRQEKE1KH1QLGKKEVILSL 

FADDMIVYLENSIVSAQNLLKLI 

SNFSKVSGYK1NVQKSHAFLHT 

NNRQTESQIMSELPFTIASKR1K 

YLGIQLTKDVKDLFKENYKPLL 

NE1K.EDTKKWKHIPCSWVGRIN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKT TLKF1WNQKRA H T 

AKS1LSQKNKAGGITLPDFQLY 

CKATVTKTAWY 


12494 


42862 


— 


I256S> 




474 




12495 


42863 


A 


12570 




1197 




12496 


42864 


A 


12571 




1518 




12497 


42865 


A 


12572 




3189 




12498 


42866 


A 


12573 




2199 




12499 


42867 


A 


12574 


3 


2820 


EN KDTTYQNL\WDAFKAVCRG 
KFI A LN AHKRKQERSKIDTLTS 
QLKELEKQEQTHSKASRRQEIT 
KIRAELKEIETQKSLQK1NESRS 
WFFERINNIDRPLARLIKKKREK 
NQ1DT1KNDKGDITTDPTE1QTTI 
REYYKHLYANKLKNLEEMDKF 
LDTYTLPRLNQEEVESLNRPITG 
SEIVTIINSLPTKKSPGPDGFTAE 
FYQRYKEELVPFLLKLFQSIEKE 
GILPNSFYEASIIL1PKPGRDTTK 
KENFR 


12500 


42868 


B 


12575 


1 


1593 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12501 


42869 


A 


12576 


1 


3549 


MGDFNTPLSTLDRSRRQKVNK 
DTQELNSALHQVDLIDIYRTLH 
HKSTEYTFFSAPHHTYSKIDH1V 
GSKALLSKCKRTE1ITNYLSDHS 
AIKLELR1KNLTQNRSTTWKLN 
NLLLNDYWIHNKMKAEIKMFF 
ETNKNKDTTYQNLWDAFKAV 
CRGKFIALNAHKRKQERSK.IDT 
LTSQLKELE KQEQTH S KA S RRQ 
EVTK.1RAELKEIETQKTLQKINE 
SRSWFFERJNKIDRMLARLIKK 
KREKNQIDTIKNDK 


12502 


42870 


A 


12577 


1 


2724 




12503 


42871 


A 


12578 


1 


3567 




12504 


42872 


B 


12579 


709 


2064 




12505 


42873 


A 


12580 


1 


3370 




12506 


42874 


A 


12581 


1 


2024 


MGFYHVGQAGTELLTSNDPLT 

SASQSARJTGKALQKPTEVPVP 

YEKMLQDQSALIVQGLPEGVA 

FKHPENYDLATLKWILENTAGI 

SFirNSATIEPPAAQPMSFTHMG 

HSLCVLVVETHAKPVAVQSSSF 

TRNPEVISLEVAAVTVKEESED 

PDYDY1TFKDLPGIAYETKAYV 

LWPQLSKICSKNGDKNKAYRG 

QQCRLRQQNPLAALTGKISVSV 

YVSHPSLRSVS1GWTRQVARQT 

MQKDRDGPLKNEGEKNCAGSE 

KNTLTSQLKELEKQEQTHSKAS 

RRQE1TK1RA ELKE1ETQKTVEK 

1NESRSWFFERINK.IDRPLARLIK 

KKREKNQVDAIKNDKGDITTDP 

TEIQTT1REYYKHLYANKLENV 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITGSEIVAIINSLPTKKSPG 

PDGFTAEFYQRYKEELVPFLLK 

LFQS1EKEGILPNSFYEASIILIAK 

PGRDTTKKENFRPISLMNIDAKI 

LNKILAKRIQQHIKKLIHHDQV 

GFIPGMQGWFNIRKSINVIQHIN 

RAKDKKHMIISIDAEKAFDKIQ 

QPFMLKSLNKL/D1GKNYFKVH 

MGPKKSPCRQVNPKPKEQSWR 

HHST*LQTILQGYSNQNSMVLV 

PKQRYRSMEQNTALRNNATYL 

QLSDL*QT*EKQAMGKGFPI** 


12507 


42875 


A 


12582 


722 


4214 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12508 


42876 


A 


12583 


228 


1152 


KNRDYNKLSLRPQCNQTRTQN 
*ESHSKPLNYMETEQPAPE*LL 
DT*R\MKAEIKMFFETNENKDT 
TYQNLWDAFKATASKTNKEKE 
KNQIDTIKNDKGDITTDPTEIQT 
TIREYYKHLYANKLENLEEMD 
KFLDTYTLPRLNQEE VESLN RPI 
TG AEI VAIINSLPTKKSPGPDG F 
TAEFYQRYKEEL1GWLRESVSK 
ICLKFDHQVQV1TGRL11RFQIAF 
GTVVLCQLTRHIDVFVGKRLA 
NARFAPSLGGAPDLFTLKPCFV 
AVETQGDLPQATTVVDIDGCL 
GKPANVQVALDLDVKGFQQW 


12509 


42877 


A 


12584 


1 


2028 




12510 


42878 


A 


12585 


2 


2264 




12511 


42879 


A 


12586 


1 


2130 




12512 


42880 


A 


12587 


1 


2900 


MENDFDELREEGFRQSNYSELR 
EDIQTKGKEVENFEKNLEECITR 
1TNTEKCLKELMELKTKAQELR 
EEWRSLRSRCDQLEERVSAME 
DEMNEM KG EGKFREKRI KRNE 
QSLQEIWDYVKRPNLCLIGVPE 
RDGQNGTKLENTLQDVIQENFP 
NLARQANVQIQEIQRTPQRYSS 
RRATPRHIIVRFTKVEMKEKML 
RAAREKE1QTTISEYYKHLYTN 
KLEN LEEMDKFLDT YTLPTLN Q 
EEVESLNRPITGAE 


12513 


42881 


A 


12588 


1 


2745 




12514 


42882 


B 


12589 


1 


3288 




12515 


42883 


A 


12590 


1090 


2526 




12516 


42884 


A 


12591 




3242 




12517 


42885 


A 


12592 


3862 


8976 


RAKSPANIIMTGSNSHITILTLN 
VNG LNSPIKRHRLAS WIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQKKAGVAILVS 
DKTDFKPTK1KRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RFIKQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELNSALHQADLIDIYRTLHPKST 
E YTFFS APH H S YSKIDHI LG SE A 
LLSKCKRTEIITNYLSDHSAIKL 
ELRIKNLTQSR 


12518 


42886 


A 


12593 


1 


1000 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12519 


42887 


A 


12594 


1 


979 


MNNAKENFLGRFQDGRIGTAP 
VYSPQHQRRRRRVISALPTEPPL 
V I PRQTG FG VDLQQTPTDLQLR 
VLTVRRKTTKQEGHSTKTPSVR 
YHHQRPKEDKTTKMGRNQSRK 
AENSKNESASSPPKECSSSPATE 
QSWMENDFDKYTEVGFRQLVI 
TNFSELKEDVQTHHKEAKNLE 
KRLDEWLTR1NSIENTLIDLMEL 
KTMARELRDSCTSFSRQFDQVE 
ERVSVIEDQMNEMKREEKFRE 
KKMLEVLPRAIRQEKEIKGIQL 
GKEEVKLSLFADNMTVYLENPI 
1S\PKISLS**ATSAKSQDIKSMC 
KNHKHSYTPITDKQRAKS 


12520 


42888 


A 


12595 


1140 


2210 


KPWHKNFVTHAQASIADLIKW 

KKGYQ*LKIKLMK*SKKTRNTN 

YHQNTINISMQIN*KI*KKWRNS 

WTHTLSQY*TRKKLNL*IDQ*Q 

ALKL/QAIIYSLPTKNVQGQMD 

SQSNTTRVWGILARAIRQEKEI 

KDIQLENEEVKLSLFADDMTVY 

LENSIVSAQNLLKLR1KYLGIQL 

TTDVKDLFKENYKPLLNKIKED 

TNKWKNIPCSW1RG1N1MKMAI 

LPKLIYRFNAIPIKLPMTFFTELE 

KATLKFIWNQKRAHIAKT1LSK 

KN KAGGIMLPDFKLYYKATAT 

KAAWYWYQNRDIDKKLTQIYK 

KKTNNPIKKWAKDMNRHLSKE 

DIYGANRHMKKCSSSLVIREKQ 

IKTTMR 


12521 


42889 


A 


12596 


520 


697 


GLCSVPLLCISVLVPVPCCFGYC 
SLVV*FEVR*SDASSFVLLA*DF 
LGNAVSFLVPYEL 


12522 


42890 


A 


12597 


1 


1410 




12523 


42891 


A 


12598 


1 


1461 




12524 


42892 


A 


12599 


77 


457 


QALKLRQ*LIAYQPKRVQDQM 
DSQTNSARGTKRSWYHSF*NYS 
N/PTEKEGILLNSFYEAGIILIPKP 
GRDTTKKENFRPISLMSINAKIL 
NKILANRILQHIKKLIMTIKSASS 
LGCKAGSTYANQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


12525 


42893 


A 


12600 




919 


MGDFNTPLSTLDRSTRQKVNK 
D1QELNSALHQADLID1YRTLHP 
KSTEYTFFSAPHHTYSKIDHILG 
SKALLSKCKRTEI1TNCLSDHSA 
IKLELRIKKLTQNCSTTWKLNN 
MLLND Y WEHNKM KA E I KMFF 
ETNKNKDTTYQNLWDTLKAVC 
RG KFKALN AH K.RKKERSQ I DTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKETETQKTLQRLMN 
PGAVLEVLARAIRQEKEIKGIQL 
GKEEVKLSLFADDMIVYLENP\ 
MSQPKISLS**ATSAKSQD1KSIY 
KNHQHSYTP1RDKQRAKS 


12526 


42894 


A 


12601 


1 


1264 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIEAirNSLPTQKSSGPD 

GFTAEFYQRYKEELVPFLLKLF 

QS1EKEG1LPNSFYEAS1ILIPKPG 

RYTH KKNNFRPISLMN IDAKIL 

NKJLANRJQQHIKKLIHQDQVGI 

IPGMQSWFNIHKSINVIQH1NRT 

KDKNHM 1 1 S1DAEKAFDKIQQPF 

MLKTLNKLENK1PKNPTYKGCE 

GPLQGELQITAQRNKGRHKQM 

EEHPMLMDRKNEYHKNGHTPK 

VIYRFNVIPIKLPMTFFSELEK.ST 

LKFJWNQKRAR1AKTILSQKNK 

AGG1MLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEM 

TPHIYNHLIFDKPDKNKQWGK 

DSLFNKWCWENWLAIGRQLKL 

DPFLTPYTKINSRWIKDLNVRP 

KTIKTLEENLGNT1QDISMGKDF 

MSKTPKAMATKAKMDKWDLI 

KLKSFCTAKETTIRQSWPEMTK 

FTFSSNTDVKNWKHGKNNIGR 

HKTSVNTCKMDSGLVLERWM 

EWNPGFPLSIDAKCHKDLPRDI 

QFDSEKGVDFVLNYSKANMR 

WAGSMFL*FIESF*HEWLLNFV 

KGLFCIY*DNHVVFVFGSVYML 


12527 


42895 


B 


12602 


1 


1827 




12528 


42896 


B 


12603 


13 


1377 




12529 


42897 


A 


12604 


557 


664 


KTPLSQPKISLS* * ATTAKSQDT 
KSVYKNQQHSYT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12530 


42898 


A 


12605 


77 


1866 


QAPKLRQ* LIA YQPKKVQDQTD 

SQPNSTRGTKKSWYHSF*NFSN/ 

PIEKEGIFPNLFYEANIILIPKPGR 

DTTKKENFRPISLMNVNAKILN 

KLLANQIQQHIKKLIHHNQVGFI 

PGMQGWFNICKSINVIQHINRT 

KDKNHRSISIDAEKAFNKIQQPF 

MLKTLNKLDDMIVYLENPIVSA 

KNLLKLISNFSKVSGYKINVQK 

SQAFLYTNNRQAESQIMSAVSF 

TIASKRIKYLGIQLTRDVKDLFK 

ENYKPVLNKIKEDTNKWKNIPS 

LWIGRVNIMKMAI LPKVIYRFN 

AIPIKLPMTFFTELEKTTLKFIW 

NQKRAHIAKTILSKKNKAGGIT 

LPDFKLYYKATVTKTAWHWY 

QNRDIDQWNRTEPSEIIPHIYNH 

L I FDKLDKN KTLG KD Y LFN KRC 

WENWLAICRKLKLDPFLTRYT 

KIN SRW1KDLN I RPKTIKTLEEN 

LGDTIQDIGMGKDFITKTPKAM 

ATKA K1DKWDLI K LKSFCTAKE 

TTI R VN RQ PTE WEN 1 FA I Y P SDK 

GLISRIYKELKQIYKKKSNNP1K 

KWAKDMNRYFSKEDIYAANR 

HMKKCSSSLALREMQ1 KTTMR 

YHLIPVRMA1IKKSGNNRCW 


12531 


42899 


A 


12606 


67 


243 


GLCCVPLIY1SVLVPVPCCFGYC 
SLVV*FEVR*HDASSFVLLA*D* 
LGDVGSFLVPYEL 


12532 


42900 


A 


12607 


1554 


1692 




12533 


42901 


A 


12608 


640 


816 


GLCSVALVCISVLVPVPCCFGY 
CSLVV*FEVR*HDASSFVLFA*D 
*LGNVDSLLVPYEL 


12534 


42902 


A 


12609 


1626 


1739 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


12535 


42903 


A 


12610 


1 


2014 


MKREGSLEKKRIKRNEQSLQEI 

CDYVKRANLRLIGGPESDGENG 

TKLENTLQDMQEKFPNLARQA 

NIQIQEIQRTPQRYSSRRATPRHI 

IVRFTKVEMKEKMLRAAREKG 

QVTHKGKSIRLTADLSAETLQA 

RREWGPIFNILKEKNFQPRISYP 

GKLSFISEGE1KSFTDKQMLRDF 

VTTRPALKELLKEALNMEKNK 

Q YQPPQKH A KLTRE ARANTFK 

PSRRRE1TK1 RAELKEIETPKTAQ 

KrNESRSWFSERINKIDRPLARL 

RKKKREKNQIDTIKNDEGDITT 

HPTEIHTIIREYYKHLYANKLEN 

LEEMDKFLDTYTLPRPNQEEVE 

SLNGPIAGSEIQAIINSLPTKKSP 

GPDGFYQRYKEELVPFRLKLFQ 

S1EKEGILPNSFYEASI1L1PKPGR 

DTTKKENFRP1SLLNINAKILNKI 

LANRIQQHIKKLMHHDQVGFIP 

GMQGWFNIRKSINVIQHINRTK 

DKNHM1ISIDAEKAFDKIQQPF 

MLKTLNKLGIDGTYHKIIRANY 

DKPTANIILNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLARAIR 

QEKETEGIQLGK.EEVKLSLFAD 

DMIVYLENP\MSQPKISLS**ATS 

AKSQDTKSMCKNHKYSYTPIT 

DKQRAKSSVNSPFTIASKJUKYL 

G I QLTRYV KDLFKERSM K 


12536 


42904 


A 


12611 


1 


700 


MDKFLDTYTLPRLNQEEVESLN 
RP1TGSEIEAIINSLSTKKSPGPD 
GFIAQFYQRTKDKNHMIISIDAE 
KAFDKIQQHFMLKTLNKLGIDG 
TYLK1IRAVYDKPTASIILNGQK 
LEAFPLKTGTRQGCPLSPLLFNI 
VLEVLARAIRQEKEIKGIQLGKE 
EVKLSLFADDMIVYLENP\MSQ 
PKISLS**ANSAKSQDIKSMCKN 
LKHSYTLITDKQRAKSSVNSHS 
QLLQRE 


12537 


42905 


A 


12613 


1 


1765 




12538 


42906 


A 


12614 


1 


2310 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12539 


42907 


A 


12615 


1 


836 


MENEFDELTEVHFRRWVITNSS 

ELKEHVLTQCEEAKNLARRNK 

LENLEEMDICFLATYTFPSLNQE 

EV ESLNRP1TSS EIEA A1NSL PTK 

KH PG PDG FTAK F YQRYKEELH I 

NRAKDKNHMIISIDAEKAFDKI 

QHPVKLKILNKLGIDGTYLKIIR 

AIYDKPTANLILNGQKLEAFPL 

KTGTRQGCPLSPLLFNIVLEVLA 

RA1RQEKE1K.GIQLGKEEVKLSL 

FA DD\RL YI* GTPLSQPKISLS * * 

ATSAKSQDTKSMYK.NHKHSYT 

PTTDKQRAKS 


12540 


42908 


A 


12616 


355 

— 


4502 


QSARFRGRRTLRRPGVGYSLVV 
*FEVR*CDASSFVLLA*DCLGN 
AGSFLVPYEL 


— — — 


— — 





12617 

— — 


— 


— 






— — 1 


— 






680 


YYTRCSKWWNCSVLP*IYIYNF 

Til purvi k r >JTnVTV'T(rk'T 

11 Li 1 lUKLMN 1 U i IJVrviVLI lLJl I I 

KNSKHl 


12543 


42911 


A 


12619 


I 


641 




12544 


42912 


B 


12620 


36 


48 




12545 


42913 


A 


12621 


1 


326 




12546 


42914 


A 


12622 


1 


444 


PG STH A S AH ACER LQTRTLRAF 
SSQRRFPATASRASLSSNMAKIS 
cPTFTPRr'iPQt livmifvifiifn 

jr 1 E/ J CK^lEoulA V r vtv I /\U1VL>> 

GYNYTLSKTEFLSFMNTELAAF 
TKNQKDPG CP* PHDGRKLG QPT 
VDGQLDFSEFLNLIGG\QAMAC 
HDSFLKAVPSQKRT 


12547 


42915 


A 


12623 


2 


6008 




12548 


42916 


A 


12624 


530 


856 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12549 


42917 


A 


12625 


1 


952 


MAARGTGDKVKPGCEEAGAAF 

ELPPSVYAAALHESHQHQPCPA 

GG ARAQRVPGG1 VTEPLTCTPP 

KDM VFLSDDG DDDDDDDNDD 

GGGDDDNDGNDNDGDNDNGD 

DDDGDDNDDDGGDDDNDGNG 

NDGDNDNDDGDNDDSNGNDD 

GDGDDDGVDDDDDNSDGNDG 

DDDDSDDDDGDSNGYDDDGD 

GNDDDDGDSDDDDSDNGDGD 

NGDGDDDGGGG DDDDNGHDD 

DGDMMM MI VMM VM VMMV V 

MMVMVMMVVVVQLRKRAEA 

SVSEAKCS1NVSDDNDDGDGN 

DGDDDDSDGDDDDGGGDGGD 

SELTNQFPTNHSGMKASKLRK 

DSDHREW*W** WWWWCN*GR 

EQRPVFLKQSAQLMSVMIMMM 

VMVMMVMMM1VMVMMTMV 

VVMVV1VNSP1NSRLITQA 


12550 


42918 


A 


12626 


3 


380 




12551 


42919 


A 


12627 


5 


765 


RQWEVGRWSGTTIFSCFCKKTL 

YFTNPSPSSSSL VTV1 LRREVTH/ 

CGGAPEQRYQIIPVCVAARLPT 

RAQDVLDAHLSEVNAVRFGPN 

SSLLATGGADRL1HLWNVVGSR 

LEANQTLEGAGGSITSVDFDPS 

VRNSAPVAWDCALSDLHTGQG 

YQVLAATYNQAAQLWKVGEA 

QSKETLSGHKDKVTAAKFKLT 

RHQAVTGSRDRTVKEWDLGRA 

YSPKRQRPSRTGHDDDGGFVE 

KKRGKCGEKRDQIVTVSV 
















12553 


42921 


A 


12629 


458 


708 


QNRHRHHGPFSMVAVSSQLLD 
TPAERLSLHTWKIAQRPGRGTP 
HFPDGAV/VQAETLPQTGRPGR 
GTPHFPDGAASSFGYCSLVA 


12554 


42922 


A 


12630 


2300 


6491 


EGLEALIHQERLSYWANQVSED 
RPVCKAIIQGKQFEGLVDTGAD 
VSIIALNQWPKNWPKQKAVTG 
LVGIGTASEVYQSMEILHCLGP 
DNQESTVQPMITSIPLNLWGRD 
LLQQWGAEITMPAPLYSPTSQK 
IMTKMGY1PGKGLG\KNEDGIK 
VPVEAKINQEREGI\GYPFLGAV 
TVEPPKPI PLTWKTErCPVWVNQ 
WPLPKQKLEALHLLANEQLEK 
GHIEPSFSPWNSPVFVIQKKSGK 
WHTLTDLRAVNAV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mee 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12555 


42923 


A 


12631 


1 


434 


MTVSKNKCHTKGGKK.GTEKK 
VVASFSK1YWYNVKAPAMFS1R 
NIGKALVIGTHGTDFVSDGFKG 
GLIEIPDSIGKDKEKACRSIYPLH 
DVFVRKVKMLKKPKFELGKLM 
ELHGEGRSSGKATGNESGA/KV 
E* ADGYGSPAQKSF 


]2556 


42924 


— 


12632 





642 




12557 


42925 


A 


12633 


260 


534 




12558 


42926 


A 


12634 


1 


438 




12559 


42927 


C 


12635 


391 


750 




12560 


42928 


A 


12636 


199 


451 




12561 


42929 


A 


12637 


120 


992 


RDR1PGPVCKGKWKNKERILIFS 

SRGINFRTRHLMQDLRMLMPH 

SKAHDTN MARSDNLS V1NEGCE 

MNNWLRC1YFEAKKKQDLYM 

WLSNSPDGPSAKFLVQN1HTLA 

ELKMTGNCLK.GSRPLLSFDPAF 

DELPHYALLK.ELLIQIFSTPRYH 

PKSQPFVDHVFTFTILDNRIWFR 

NFQIIEEDAALVEIGPRFVLNLIK 

IFQGSFGGPTLYENPHYQSPNM 

HRRV1RSITAAKYREKQQVKDV 

QKLRKKEPKTLLPHDPAADVF 

VTPAEEKP1EIQWVKPETKVDL 

KASV 


12562 


42930 


A 


12638 


1 


342 




12563 


42931 


A 


12639 


1 


580 


PG WEKRM SRS S/G VN TQE ALPT 
AAIPTDAKVRVYYFNHITNASQ 
WERPIGNSSSGGKNGQGEPARV 
RCSHLLVKHSQSRRPSSWRQEK 
ITRTKEEVALELINGYIQKIKSGE 
EDFE\SLASQFSDCSSAKA\RGD 
LG\SFSRGQMQKPF*RTPRFAL\ 
RTGGDERGPCFTD\SGIHIILPHL 
SEGGKPRPGLGAGQGG 


12564 


42932 


A 


12640 




116 




12565 


42933 


A 


12641 


2 


253 




12566 


42934 


A 


12642 


3 


512 


ED Y L ERKRQ/V PTECQTH SKLG 
GPMTLKREVKP/KVDVSPSKKG 
PL\QHHTLL\VCHVRIFYPGSIQ/ 
VR WFLNGRKKT AG V V SPN L I R 
NGDWT/FQILVMLEM/TPQQGD 
VYTCQVEHTSLDSPVTVEWKA 
QSDSARSKTLTGAGGFVLGL1IC 
GVGIFMHRRSKKAFNEDLHKQG 


12567 


42935 


A 


12643 


1 


363 




12568 


42936 


B 


12644 


70 


1229 




12569 


42937 


A 


12645 


1 


430 




12570 


42938 


B 


12646 




1321 




12571 


42939 


A 


12647 


3 


446 





1616 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12572 


42940 


A 


12648 


1 


417 




12573 


42941 


A 


12649 


269 


452 


Til T? QPnVPPI?!? I"MIA4T TPP^II^C. 

r>HRi<rr<;nr ipi ni<ri rr>Ti n^pxiv 

LTUvrvio^i^lr JL^rVLV_.V 1 loiters V 

SQGGMLYRAKA*H*T*TLVWV 
*HVMSYPHKGLGLMLSLCSVK 
HSTLRDVFTL 


12574 


42942 


A 


12650 


83 


1385 




12575 


42943 


A 


12651 


1 


974 


MNPLECVDRSSQPWGNPTWTS 
SGM RSVTFL VG FKLTFL AL AQT 
LN A A ASLTGQE LLAGFPPG V INI 
LPGYGPTAGAAIASHIGIDKIAF 
TGSTEKEAELHSWIKGLTCISIE 
PDFQKSLKDGIILC1LMN KLQPA 
SFPKINHSMQKWHQLENLSNFI 
KAVVSYDMNPMDLFKANNLFE 
SGNMRHMQVSLFALAGKVKT 
KRPQSGVDIGIKYSEKQEQNFS 
DAAMKAGQCVIGLQMGTNKC 
TSQLGMTVYGMGTNNCASQVS 
MTAPGTRQHICDTKLGTDKCG 
NSSMSLQMGYT/QGAANQPRV 
CEWQRG IRQQGFLPPCLGPSQE 


12576 


42944 


A 


12652 


1 


1103 


MNPLECVDRSSQPWGNPTWTS 
SGMRSVTFLVGFKLTFLALAQT 
LNAAASLTGQELLWNFPLLMF 
A WKI APALCCGNTV VIK PAEQT 
PLSALYMGALIKEAGFPPGVINI 
LPGYGPTAGAAIASHIGIDKIAF 
TGSTEKEAELHSWIKGLTCISIE 
PDFQKSLKDGI I LCILMNKLQPA 
SFPKINHSMQKWHQLENLSNFI 
KAVVSYDMNPMDLFKANNLFE 
SGNMRHMQVSLFA LAG KVKT 
KRPQSGVDIGIKYSEKQEQNFS 

TSQLGMTVYGMGTNNCASQVS 
MTAPGTRQHICDTKLGTDKCG 
NSSMSLQMGYT/QGAANQPRV 
CEWQRGIRQQGFLPPCLGPSQE 




— — 


- — 


— — 





729 






42946 


— 


12654" 


259 


390 


SFCSANFEVFRLTAQQ*FVR*H 
ALSHIF*G*V*SFPKSTKRVNF 


12579 


42947 


A 


12655 


68 


735 




12580 


42948 


A 


12656 




825 




12581 


42949 


A 


12657 


3 


470 




12582 


42950 


A 


12658 


1 


1683 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12583 


42951 


A 


12659 




1748 


MNKPYIRNLSENAAPLDLEGIL 
KDAKIPVSGPFLVKIGYAFVDC 
PDEIWALKAIEALSGKIELHGKP 
IEVEHSVPKRQRIRKLQIRMPPH 
LQWEVLDS*LVQYGVVESCQQ 
VNTDSETAVVNVTYSSKDQAR 
Q ALDK7LLDKLNGFQL EN FTLK 
VAY1PDEMATQQNPFLQPRGRR 
GLGQRGSSRQGSPGSVSKQKPC 
DLPLCLLVPTQFVGA11GKEGAT 
1RNITKQTQSKIDVHRKENAGA 
AEKSITILSTPEGTSAACKSILEI 
M RKETQDVKFTEEIPLKILAQN 
NFVGRLIGKEGRNLKKIEQDTD 
TK1TISPLQELMQYNPEHTITAK 
GNVETCAKAEEEIMKKIRER*E 
NDITSM/N/LQAHLIPGLNLNAL 
GLFPPTSGMPPPTSGPPSAMTPP 
SPQSEQSESETVHLF1PALSVRA 
LI SKQGQH1KQLSRFAG ASSKI A 
PVEA PDA KVRM VM I AGSPEAR 
FKAQGRIYGKIKEENFVSPKEE 
VKLEAHIRVPSFAAGRVIGKGG 
KTVNELQNFSSAEVVVPRDQTP 
DENDQVVVK1 TGHFYACQVAQ 
RKIQEILTQVKQHQQQKALQSG 


— - 


42952 


— 


72660 







803 

— 




— — — 


42953 


- — 


T266~i 


— 








42954 


— 


72662 




342 




]2587 


42955 


— 


72663 


— 


491 




12588 


42956 


A 


12664 


1 


891 




12589 


42957 


B 


12665 


1 


1869 




12590 


42958 


A 


12666 


2 


136 




12591 


42959 


A 


12667 


108 


355 




12592 


42960 


A 


12668 


2 


811 


FGMRGSRGGWAGEMAASGES 

GTSGGGGSTEEAFMTFYSEVKQ 

1EKRDSVLTSKNQIERLTRPGSS 

YFNLNPFEVLQIDPEVTDEEIKK 

RFRQLSILVHPDKNQDDADRA\ 

QKAFEAVDKAYKLLLDQEQKK 

RALDVIQAGKEYVEHTVKERK 

KQLKKEGKPTIVEEDDPELFKQ 

A V YKQTM KLFAELE1 KRKERE 

AKEMHERKRQREEEI E AQEKA 

KR/EERE WQKN FEESYRDG RVD 

SWRNF\QAQFRRGKKEKKNRTF 

LRPPESKNGSNVE 


12593 


42961 


A 


12669 


731 


850 




12594 


42962 


A 


12670 


201 


377 


LMTLPCKIPSPGSSWLKISPIEHL 
MTPTPA SQRTTPFDCNFPLPTQ I 
L*NGPTPISLH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12595 


42963 


A 


12671 


742 


2982 


KIFPFDASFLPCLHKFNLK.GKG 

NSKGFKMAEKFESLMNIHGFDL 

GSRYMDLKPLGCGGNG LVFSA 

VDNDCDKRVAIKKIVLTDPQSV 

KHALREIKI1RRLDHDNIVKVFE 

1LGPSGSQLTDDVGSLTELNSV 

YI VQEYM ETDL AN VLEQGPLLE 

EHARLFMYQLLRGLKYIHSAN 

VLHRDLKPANLFINTEDLVLKI 

GDFGLARIMDPHYSHKGHLSE 

GLVTKWYRSPRLLLSPNNYTK 

AIDMWAAGCIFAEMLTGKTLF 

AGAHELEQMQLILESIPVVHEE 

DRQELLSV1PVYIRNDMTEPHK 

PLTQLLPG1SREALDFLEQILTFS 

PMDRLTAEEALSHPYMSIYSFP 

MDEPISSHPFH1EDEVDDILLMD 

ETHSHIYNWERYHDCQFSEHD 

WPVHNNFDIDEVQLDPRALSD 

VTDEEEVQVDPRKYLDGDREK 

YLEDPAFDTNYSTEPCWQYSD 

HHENKYCDLECSHTCNYKTRS 

SSYLDNLVWRESEVNHYYEPK 

LI1DLSNWKEQSKEKSDKKGKS 

K.CERNGLVKAQIALEEASQQLA 

GKEREKNQGFDFDSFIAGT1HL\ 

S SQHEPTD VG\DKLNDLN S S V S 

QLELKSLISKSVSQEKQEKGMA 

NLAQLEALYQSSWDSQFVSGG 

EDCFFINQFCEVRKDEQVEKEN 

TYTSYLDKFFSRKEDTEMLETVE 

PVEDGKLGERGHEEGFLNNSGE 


12596 


42964 


— 


72672 


82(5 


1041 


WKITVKGGVFLWWAGVGDTK 
VLSGGAF*ARMSQEEDFHKVM 
SSVKARTGHLHFFCGGMSSVK 
AGQGPFSVLL 


12597 


42965 


A 


12673 




1482 




12598 


42966 


A 


12674 


3 


488 




12599 


42967 


A 


12675 


2 


114 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12600 


42968 


A 


12676 




897 


MSNRVVCREASHAGSWYTASG 
PQLNAQLEGWLSQVQSTKRPA 
RAIIAPHAGYTYCGSCAAHAYK 
QVDPSITRR1FILGPSHHVPLSRC 
ALSSVDI YRTPL YDLRJDQK I YG 
ELWKTGMFERMSLQTDEDEHS 
IEMH LP YTAKAM ESHKDEFTI I P 
VL VG ALSESKEQEFG KLFSKYL 
ADPSNLFVVSSDFCHWGQRFR 
Y\SYYDESQGE1Y*SIEHLDKMG 
MSIIEQLDPVSFSNYLKKYHNTI 
CGRHPIGWLLNAITELQKNGM 
NMSFS\FLNYAQSSQC\RNWQD 
SSVSYAAGALTVH 


12601 


42969 


A 


12677 


2 


114 




12602 


42970 


A 


12678 




897 


MSNRVVCREASHAGSWYTASG 
PQLNAQLEGWLSQVQSTKRPA 
RAIIAPHAGYTYCGSCAAHAYK 
QVDPSITRRIF1LGPSHHVPLSRC 
ALSSVDIYRTPLYDLRJDQK1YG 
ELWKTGMFERMSLQTDEDEHS 
IEMHLPYTAKAMESHKDEFTI I P 
VLVGALSESKEQEFGKLFSKYL 
ADPSNLFVVSSDFCHWGQRFR 
Y\SYYDESQGEIY*SIEHLDKMG 
MSIIEQLDPVSFSNYLKKYHNTI 
CGRHPIGWLLNAITELQKNGM 

SSVSYAAGALTVH 


12603 


42971 


A 


12679 


1 


912 




12604 


42972 


A 


12680 




156 




12605 


42973 


A 


12681 


1 12 


1120 




12606 


42974 


A 


12682 


33 


415 


NMNKPITPSTYVRCLNVGLIRK 
LSDFIDPQEGWKKLAVAIKKPS 
GDDRYNQFHIVDAVPKTANTLP 
SKEAITVQQKQMPFCDKDRTL 
MTPVQNLEQSYMPPDSSSPENK 
SLEVSDTRFHSFSFYELKN 


12607 


42975 


A 


12683 


3 


311 




12608 


42976 


A 


12684 


1 


1125 




12609 


42977 


A 


12685 


1 


1365 




12610 


42978 


A 


12686 


3 


141 


VVSTVVPDS/AHKLFIGGLPNYL 
NDDQCHGLSKGYAFCEYVDIN 
VTV 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12611 


42979 


A 


12687 


1 

— 


1255 

— 


GTRSTSSLRRQMKNIVHNYSEA 
EIKVREATSNDPWGPSSSLMSE1 
ADLTYNVVAFSEIMSM1WKRL 
NDHGKNWRHVYKAMTLMEYL 
IKTG SERVSQQCKENM YA VQT 
LKDFQYVDRDGKDQGVNVRE 
KAKQLVALLRDEDRLREERAH 
ALKTKEK.LAQTATASSAAVGS 
GPPPEAEQAWPQSSGEEELQLQ 
LALAMSKE E ADQEER1 RRGDDL 
R\RRWQSRRARGRLGARRSRPS 
WTLLTSSRPQLLPRPQTPGGAQ 
HPWLLPSPRLPPPRTPGAAPLSL 
QLLIPGEVQPPRRPLGTPGGLLP 
LQDPQLTLGVGPQPLQLGRGPR 
LIHGEVPMVGSRSVGPQPPIPGH 
RPRPSQIPGEGHLPSPAPMAQQ 
QPGDSTRSPTSSLTLTDSARHCR 
ppp, a a nPQWQrwnpu pp pf a t 


12612 


42980 






iMsi — 
















^ 


4l5~ 




12614 


42982 


A 


12690 


1 


1440 




12615 


42983 


C 


12691 


117 


314 




12616 


42984 


A 


12692 


3 


120 




12617 


42985 


A 


12693 




729 




12618 


42986 


A 


12694 


79 


870 


EWSSVRRSLVEKRALRRPHPQC 
LCFRMKT1LSNQTCRPFPE\NVD 
\ITLKGRP\VIV*GPAEGTLR\RDF 
\NHLQW*NLSLSWKEKKRGSR 
VDK\WWGNRKGNWPT\VRTYL 
VVHVQNMV1IKGVLPLGLPVTKD 
EGLVYAVHFPHPTLVIPGRNGSS 
LLKSRNFLGVKNTSRRVSG*RP 
GWACSWSSSPRKDEFNPLKGN 
DIGACFQISAGFGFQQAPHTCL 
KTRDIQGNFWDGYPMVLWKK 
GTVSARAGWNKDLKEFTWATE 
RKMPG 


12619 


42987 


A 


12695 


2 


293 




12620 












TRGPWCDSVLRGCSLEQRSFIS 
VRLLSYLSACRHPMEDSMDMD 
MSPLRPQNYLFG\SLGAGAKDE 
LHIVEAEAMNYEGSPIKVTLAT 
LKMS 


12621 


42989 


A 


12697 


1 


1308 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12622 


42990 


A 


12698 


124 


1135 


DKNSMGLPGV1PSCAAVLWSS1 
HLSSSALSPTISACRHPMEDSM 
DMDMSPLRPQNYLFGCELKAD 
K.DYHFKVDNDENEHQLSLRTV 
SLGAGAKDELHIVEAEAMNYE 
GSPIKVTLATLKMSVQPTVSLG 
GFEITPPVVLRLKCGSGPVH1SG 
QHLVAVEEDAESEDEEEEDVKA 
LLSISGKRSAPGGGSKVPQKKW 
KLAAD\EDDDDVDDEEDDDEDD 
\DDDDF\DDEEAEEKAPVK\KSI\ 
RDTPAKNAQKSNQNGKDSKPS 
STPRSKGQESF\K.KQEKTPKTPK 
GPSSVEDIKAKMQASIA/EKGGS 
LPKVEAKFINYVKNCFRMTDQ 
EAIQDLWQWRKSL 




42991 





— — 


201 


416 






42992 


— 


12700 


2 


678 




12625 


42993 


A 


12701 


3 


2149 




12626 


42994 


A 


12702 


1 


219 




12627 


42995 


A 


12704 


267 


437 




12628 


42996 


A 


12705 


507 


845 




12629 


42997 


A 


12706 


426 


704 


SRRWGGVHSCPPSPPPTAGHWT 
LLILCAKARRSEAAMVLASRRR 
RPGPRPRRRRRLPVLGSRGGAG 
PARGRGPSGWPGPLRAAPSP*P 
SSTV 


12630 


42998 


A 


12707 


195 


892 




12631 


42999 


A 


12708 


1 


893 




12632 


43000 


A 


12709 


1 


777 




12633 


43001 


A 


12710 


1 


439 


KTQVAPSTDGIQPVPSSNSRTDE 
REFFIASYNRKJCEDGEGNVWIA 
KSSAGAKGEGILISSEASELLDFI 
DNQAQVHVIQKYLEHPLLLEPG 
HRKFD 1 RS WVL VDHQ YNI YL Y 
REG VLRT A SEP YH V DNFQDKT 
CHLTNHCIQKKKKK 


12634 


43002 


A 


12711 


1 


394 


SGTRPVFLVPHTIGIPVHPAIVTP 
QVKQEHPHTDSDLMHVKPQHE 
QRKEQEPKRPHIKKPLNAFMLY 
MKEMRANVVAECTLKESAAIN 
QILGRRWHALSREEQAKYYEL 
ARKERQLHMQLYPGWSARDN 




— — 


— 


12712 




— 






43001 


— 


T27T3 




— 






43005 


— 


72714 




— 




]263g 


43006 


— 


12715 




828 




12639 


43007 


A 


12716 




213 




12640 


43008 


A 


12717 




664 




12641 


43009 


A 


12718 




695 




12642 


43010 


A 


12719 


96 


269 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12643 


43011 


A 


12720 


3 


241 




12644 


43012 


A 


12721 


213 


660 


EGPARHRLLSPVRASKMTKKR 
RNNGRAQKRAARHVRGPSPLK/ 
CFPSGPLPPNCAR\CVPKADrCAIK 
KF\VI\RN1VEAAA\AR\DISEASV 
FDAYL\LPKL\YVKLH\YCVSCAI 
HKQK * SGNRSS * SPA KTRTPPPR 
FR\PGG*LPHGPPTKSP 


12645 


43013 


A 


12722 


1 


303 




12646 


43014 




12723 






FLSLPTFLFV1FSGEEELLVLALV 

FLSLFFFFFFLRWSFAVVAQAV\ 

VQWHNLSSLPFGFKQFSCLSLP 

SSWDYRCPPPRPANFCIFTRDG 

VSPCCPGWSRTSDLR 


12647 


43015 


A 


12724 


1 


2775 




12648 


43016 


A 


12725 


1 


6039 




12649 


43017 


A 


12726 


2 


3661 




12650 


43018 


A 


12727 


1 


1173 




12651 


43019 


A 


12728 


1 


1632 


MPNPKNSKGGRKNKRANSSGD 

EQENGAGALAAAGAAGAAAG 

G A LAA A AGCG A A A AGAPGAG 

GAAGAGGAGTGAANAAAAAG 

AAAAGDAKNEAPCATPLICSFG 

RPVDLE\KDDYQKVVCNNEHC 

PCSTWMHLQCFYEWESSILVQF 

NCIGRARTWNEKQCRQNMWT 

KKGWDLVAFRFCSCRCGQGNL 

KKDTDWYQVKRMQDEKKKKS 

G SEKNTGRPPGEA AEEA K KCRP 

PNKPQKGPSHDLPRRHSMDRQ 

NSQEKAVGAAAYGARSPGGSP 

GQSPPTGYS1LSPAHFSGPRSSR 

YLGEFLKNA1HLEPHKKAMAG 

GHVFRNAHFDYSPAGLAVHRG 

GIIFDTPVQFLRRLDLSELLTHIP 

RHKLNTFHVRMEDDAQVGQG 

EDLRKFILAALSASHRNVVNCA 

LCHRALPVFEQFPLVDGTLFLSP 

SRHDEIEYDVPCHLQGRLMHL 

YAVCVDCLEGVHKI 1CIKCKSR 

WDGSWHQLGTMYTYDILAASP 

CCQARLNCKHCGKPVIDVRIG 

MQYFSEYSNVQQCPHCGNLDY 

HFVKPFSSFKVLEAY 


— — — 


43Q2Q 


— 


[2 





M85 






43021 


— 


12730 





— 




]2654 


43022 


A 


12731 


2 


3394 




12655 


43023 


A 


12732 


1 


2190 




12656 


43024 


A 


12733 


1 


1251 




12657 


43025 


A 


12734 




1710 




12658 


43026 


A 


12735 


3 


679 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


-- 659 


43Q27 




12736 


209 


337 




12660 


43028 


— 


12737 


365 











- — 


ttM — 




196 




12662 




— 




- { 


2639 




12663 


43031 


A 


12740 


3 


173 












J 


1479 




12665 


4lo35 




12742 




921 




12666 


43034 


A 


12743 


1 


798 




12667 


43035 


A 


12744 


2 


773 




12668 


43036 


B 


12745 


75 


321 




12669 


43037 


A 


12746 


321 


738 




12670 


43038 


A 


12747 


1 


3190 




12671 


43039 


A 


12748 


287 


1636 


ACGAMERAPPDGPLNASGALA 
GDAAAAGGARGFSAAWTAVL 
AALMALLIVATVLGNALVMLA 
FVADSSLRTQNNFFLLNLAISDF 
L V G A FC 1 PL Y VP Y V LTGR WTFG 
RGLCKLWLVVDYLLCTSSAFNI 
VLISYDRFLSVTRAVSYRAQQG 
DTRRAVRKMLLVWVLAFLLYG 
PAILSWEYLSGGSSIPEGHCYAE 
FFYNWYFLITASTLEFFTPFLSV 
TFFNLSIYLNIQRRTRLRLDGAR 
EAAGPEPPPEAQPSPPPPPGCWG 
CWQKGHGEAMPLHRYGVGEA 
AVGAEAGEATLGGGGGGGSVA 
SPTSSSGSSSRGTERPRSLKRGS 
KPSASSASLEKRMKMVSQSFTQ 
RFRLAVRDRKEAKSLAVIVS1FG 
LCWAPYTLLMIIRAACHGHCVP 
DYWYETSFWLLWANSAVNPV 
LYPLCHHSFRRAFTKLLCPQKL 
KIQPHSSLEHCWK 


12672 


43040 


A 


12749 


1 


2142 




12673 


43041 


A 


12750 




711 


V WWN S DLM VIN RSTTELPLT V 
SYDKVSLGRLRFWIHMQDAVY 
SLQQFGFSEKDADEVKGIFVDT 
NLYFLALTFFVAAFHLLFDFLA 
FKNDISFWKKKKSMIGMSTKA 
VLWRCFSTVVIFLFLLDEQTSLL 
VLVPAGVW/AAA1ELWES*RK/ 

V I * RWTIFWRGLM PEFQFGT YS 
ESERKTEEYDTQAMKYLSYLL 
YPLCVGGAVYSLLNIKYKSWY 
SWLINSFVNGVYAFGFLFMLPQ 




43042 




12751 




2025 




12675 


43043 


A 


12752 


494 


747 


ATVKW1TLCRNRN1KLPTF1K.KE 
GTGKAPKKSRKSVLGLGP*VHT 
SPGDPAEGEGLPAGERPDGNLS 
QSPNSLRFYIKKKKAYK 


12676 


43044 


A 


12753 


9 


731 





1624 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hud 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






12677 


43045 


A 


12754 


143 


641 


RSWVLLGVGARGSTPRTYQVP 














SPSLAPSALC*VS*VPLESLSCSH 














ADNWKQELTKFISPDQLPVEFG 














GTMTDPDGNPKCLTKINYGGE 














VPK.SYYLCKQVRLQYEHTRSV 














GRGSSLQVENE1LFPGCGLRWL 














RFYNTYSLVHSKRISYTVEVLL 














PDQTFMEKMEKF 


12678 


43046 




12755 





1506 




12679 


43047 


A 


12756 


2 


526 


CQPVRAA*RHGNTPLATV*PAS 














T/WWK.WSEKQKEEQEMQNWR 














ESAS/VSGYPQDILSCAMSQNPR 














KRKRPRNVSAPPVHQMAQMNI 














SVEQMETSKTHQATPLTWGQM 














KRL A H V AE ENLRSQN K PLTTSN 














LMVAMMVVISLAVSLPVAGAD 














QNYIYWAYIPFPH 




43048 


- — 


72757 







744! 




72681 — 


4 _, Q49 


- — 


72758 


— 


766 




12682 


41050 


— 


72759 




253 




|2683 


43051 


— 


72760 


34 


252 




1 2684 


43052 


— 


12761 


1362 


161 1 


SSVLHPWDARLVQH1AKSIHIIH 














H INRTN DKN HM 1 1 S I D AEKAFD 














K1QQDFMLKTLNKLGIDGTYLK 














1VRATYDKPTASIILNG 


72685 — 


43053 


- — 
- — 


72762 







7755 




|2686 


43~054 




72763 




2709 




]2687 


43055 


- — 


72764 





7497 




]2688 


43056 


- — 
— 


12765 


- 

- 


1527 




]26g9 — 


43057 




tH^ — 








]2690 


43058 


— 







2853 




72691 — 


43059 


— 


72768 


-j 


1479 




— 


43060 


— 


72769 









]2693 


43061 


— 


72770 


7269 


B81 


NTGKPNPAAHQKGYPPRSSGPH 














PWDARLVQHT\KSrNIIHHINRT 














KDKNHMI 1 S ID AEKAFDKIQLPF 














MLKTLSKLGVSYNMFTRLTIPI 














AQVDTRGNQLPSYLI 


12694 


43062 


B 


12771 


-j 


4404 




12695 


43063 


B 


12772 


56 


2080 




12696 


43064 


B 


12773 


1 


5445 




| 2 ^ 98 


^3Qgg 


B 


tPti — 


295 


283 1 














9^f3 




12699 


43067 




72776 


T 








4 „ 


— 


72777 


- 


^78 






4^069 


— 


72778 





363 


PGVALPGRCRQAPADLLP*MR 














AYWPDVIYSFANRSRFWKHEW 














EKHGTCAAQVDALNSQNKYFG 














TSLELYRELDLNSVLLKLGIKPS 














INYYQVADFKDALARVYGVIP 














K1QCLPPSQDEDRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12702 


43070 


A 


12779 


1 


577 


QRFKNDCRDPRDTGPIHGLWPD 
KSEG/CNRSW/PFNLEEIKDLCP 
EMRAYWPDVIHSFPNRSRFWK 
HEWEKHGTCAAQVDALNSQK 
KYFGRSLELYRELDL/NQVADF 
KDALARVYGV1PKIQCLPPSQD 
EEVQTIGQIELCLTKQDQQLQN 
CTEPGEQPSPKQEVWLANGAA 
ESRGLRVCEDGPVFYPPPKKTK 


12703 


43071 


A 


12780 


1 


624 


MRPAALRGALLGCLCLALLCL 
GGADKRLRASVSRPFSLEHPEP 
GHCLDLHLRAYPAR\WSS*PWP 
QDF W VR* PTWE S/V SDLLPEMR 
AYWPDVIHSFPNRSRFWKHEW 
EKHGTCAAQVDALNSQKKYFG 
RSLELYRELDLNRGERVPTQFP 
RELVVNRS L APPPTPGFLSG H VI 
SVHTSSPLPSAMSGSFLRPLPEA 
ESG SMLLGQPADP 


12704 


43072 


A 


12781 


1 


612 




12705 


43073 


A 


12782 


113 


1149 


RGAPRGPGRQGCCGHSRSPAR 

GPRDTGLGRPRAPGAPGGRCCS 

GGSAAARGLGDSVSPGSLPRAA 

GGKWEPERQLAAFSPQVGTMR 

PAALRGALLGCLCLALLCLGG 

ADKRLRDNHEWKKLIMVQHW 

PETVCEK1QNDCRDPPDYWTIH 

GLWPDKSEGCNRSWPF\NLEEI 

KDLLPEMRAYWPDVIHSFPNRS 

RFWKHE/WPKRHGTCAAQWD 

ALNSQK\KYFGRSLELY\RKLDL 

NSVL\LKLG1KPSINYYQVADFK 

DALARVYGVIPK1QCLPTSQGE\ 

E V QT 1 G QMDLCL 1 KARTRQLQN\ 

CTEPG EQP\SPKQE V WL ANG A\ 

AESRGLRVCEDGPVFYPPPKKT 


12706 


43074 


A 


12783 




515 




12707 


43075 


B 


12784 


62 


359 




12708 


43076 


B 


12785 


219 


523 




12709 


43077 


A 


12786 


1010 


1550 


DTENIPSSRRRERSK.VPYIVRQC 
VEEIERRGMEEVG1YHVSGRW 
AADIQALKAAFNVSECRPAQD 
GMEVWAVVSAMRSQSAPRPRH 
VTSFSVSFLHLSGSSRRPLHFRA 
LSVNNKDVSVMMSEMDVNAIA 
GSLKLYFRELPEPLFTDEFYPNF 
AEGIGEHWRPWPHGRRLLHVH 
CCPQRL 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 

eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12710 


43078 


A 


12787 


2 


951 

— 


GSNLYCTLEGDSFGYFVNKAK 
TRVYRD/THADPNWNEEFEIEL 
EGSQTLRILCYEKCYNKTKIPKE 
DGESTDRLMGKGQVQLDPQAL 
QDRDWQRTVIAMNG1EVKLSV 
KFNSREFSLKRMPSRKQTGVFG 
VKIAVVTKRERSKV\PYI\VRQC 
VEEIEPPKALEGGWASTACPAG 
VATDIQALKAAFDGNNKDVSV 
MMSEMDVNAIAGTLNLYFREL 
PEPLFTVDEFYPNFAEG/IRVAEK 
E A VNN M\SLHNL AT VFGPTLLR 
PSEKESKLPANPS\QPITMTDSW 
SLEVMSQVQVLLYFLQLEAIPA 
PDSKRQSILFSTEV 


— — 


— — 


- — 


"12788 




— 


— 






43080 


— 


72789 









12?13 


43081 


— 


72791) 




486 






— — 


- — 


72792 


83 


536 




127]5 


43081 


— 


72793 


— 


662 




[2716 


43084 


- — 


72795 





357 




12717 


43085 


A 


12795 


2 


421 




12718 


43086 


A 


12796 


2 


908 




12719 


43087 


A 


12797 


1 


846 




12720 


43088 


C 


12798 


87 


413 




12721 


43089 


A 


12799 




508 


MCQGDTYAWGGHMCRGGHLR 
RGHSHERDTPRGPERPPRPPAR 
DRESKDERRRPPPKDPPAVRTCV 
PDSPSTATPPPPPPPPPPPPPPPPP 
PAAPSAFAALRLRGPGRKWTA 
RGQLPLPATAPEARVRALPRGG 
YSSPGRATSARGPAPWPLPSRT 
GKPPRPCSANTQEHC 


12722 


43090 


A 


12800 


1 


393 




12723 


43091 


A 


12801 




582 




12724 


43092 


A 


12802 


1 


1422 




| 272 ^ 








{ - 








43rJ9l 




T2I0I — 




261 


SCPFGGNCFYKHAYPDGRREEP 
QRQKVGTSSRYRAQRRNHFWE 
LIEERENSNPFDNDEEEVVTFEL 
GEVMLLMLLAAGGDDELTNS 


12727 


43095 


B 


12805 


60 


802 




12728 


43096 


A 


12806 


2 


238 




12729 


43097 


A 


12807 


1 


1017 




12730 


43098 


B 


12808 


1 


939 




12731 


43099 


A 


12809 


1 


708 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12732 


43100 


A 


12810 


1 


2653 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNS ALHQADLIDI YRNLH.P 

ESTEYTFFSAPHHTYSKIDHILG 

SKAPLSKYRRSEIK1NCLSDHSA 

IKLELRJKKLTQNRSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TNENKDTTYQNLWDTLKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

SKIRGELKEIETQKTLQKINESR 

GWFFEKINKIDRLLARLIKKKR 

EKNQIHAIKNDKGDMSTNHTE1 

QTTI RE Y YKHLY ANKLENLKE I 

DKFLETYSLPRLNQEEVESLNR 

PITGSEIEAIINSLPNKRSPGPDG 

FTAKFYQRYKEELLISNFSKVS 

GYKINVQK.SQAFLYTNNRQTES 

QIMSELPFTIA SKRMK Y LG I QPT 

RDMKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKNWKKTTLKFIWNQKRARIA 

KSILSQKNKAGGIMLPDFKLYY 

KAT1TKTAWYWYQNRDIDQW 

NRTEPSE1MPH1YNHLIFDKPDK 

NKKWGKDSLFNK.WCWENWLA 

ICRKLKLDPFLTPYTK1NSRWIK 

DLNVRPKTIKTLEENPGNTIQD1 

GMGEDFMSKTPEAMATKAKID 

KWDLIKLKSFCTAKETT1RLNR 

PPTEWEKIFAIYSSDKGL1SRIYN 

ELQQIYEKKTNNPIKKWAKDM 

NRHLSKEDIYAAKRHMKKCAS 


12733 


43101 


B 


12811 


- 


2748 




12734 


43102 


A 


12812 




1962 






43103 


B 


12813 




1833 




12736 


43104 


A 


12814 


176 


421 


QQPASPTRSVLLFPKTAHISGSP 
APPNVG L LNPSTG A AQKKTMT 
SAGLGRLSL*K*LNLPECVACA 
GETWVTSMM SGNQCN 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12737 


43105 


A 


12815 




1615 


l1snfskvsgykinvqksqafl 

y tnn rqtesqims el pfti askr 

mkylgiqptrdmkdlfkenyk 

pllnei ke dtn k wkn i pc s w vg 

rinivkmailpknwkkttlk.fi 

wnqkrariaks1lsqknkaggi 

mlpdfklyykatitktawywy 

qnrdidqwnrtepseimphiyn 

hlifdkpdknkkwgkdslfnk 

wcwenwlaicrklkldpfltp 

ytkinsrwikdlnvrpktiktle 

enpgntiqdigmgedfmsktpe 

amatkakidkwdliklksfct 

akettirlnrpptewekifaiys 

sdkglisrjynelqqiyekktnn 

pikkwakdmnrhlskediyaa 

krhmkkcasslaireiqikttm 

ryhltpvrma1ikksgnnrcw 

rgcgeigtllhcwwdcklvqp 

lwksvwrflrdleleipfdpaip 

LLG I YPKD YKSCC YEDTCTHM F 
IVALFT1AKTWNQPKCPTM1DW 
IKKMWHIYTMEYYADIKKDEF 
MSFVRTRMKLET1ILSKISQ\EK 
KTKHRMFSLIGGN 


12738 


43106 


A 


12816 


1 


996 




12739 


43107 


A 


12817 


1 


756 




12740 


43108 


A 


12818 


1 


1428 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12741 


43109 


A 


12819 


1 


2377 


MNIDAKILNKILANR1QQHIKKL 

IHHDQVGF1PGMQGWFNIRKSI 

N I VQHINRTNDKNHM1 1 SIDAEK 

AFDKIQQRFMLKTLNKLG1DGT 

YLKIIRAIYDKSTANIVLNGQKL 

EAFPLK.TGTRQGCPLSPLLFNIV 

LEVI. A R A I RQEKEI KG IQLRKEE 

IKLSLFADDMIVHLENPIVSAQN 

LLKLIDNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SER1KYLGIQLTRDVKDLFKEN 

YKPLLNDIKEDTNKWKNTPRS 

WVGR1NIMKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKGAR1AKSI LI YRFN A QELEKT 

TLKFIWNQKGARIAKSILSQKN 

KAGGITLPDFKLYYKATV1KTA 

WYWYQNRDIDQWNRTEPSE1M 

PH 1 YNHLIFDKPDKNKK WGN DS 

LFNKWCWENWLAICRKLKLDP 

FLI PYTKINSRWI KDLNVRPKTI 

KTLEENLGNTIQDIAMGKDFMS 

KTPKAMATKAKIDKWDLINLK 

SFCTAKETTIRVNRQP1EWEKIF 

AIYSSDKGR1SRIYNELK.QIYKK 

K.TNNPIKKWAKDMN RHFSKED 

1YAAKRHMK.KCSSSLA1REMHI 

KTTMRHHLTSVRMAIIKK.LGN 

DWCWRGCGEIGRLLHCWWDC 

KLVQPLWKSVWRFLRDLELET 

PFDPATP\LLG I YPKDYKSCC YK 

DICT/RVCVPAALFTIANTWNPT 


12742 


43110 


A 


12820 


1 


4840 
















EYKNR*GLSLNPWGKTVHISW 
DVWSVGSSKAKRNWESWES*C 
RGIQKKASLRSRTGNHSASSGI* 
ESRV*GLGTTGYRGITASLMSL 
RSCTRLH 


12744 


43112 


A 


12822 


8 


214 


EEWPKRKSEIRERPRP*SWPSDK 
QTLVVQRGQKMEQANHPDPTD 
HMSQLMWTACPKGLGIALICL 
VRH 


12745 


43113 


A 


12823 


33 


240 


GGGRNTWLQAVPGFPGW*RTL 
RTA V WD RRLTLRKPH HCPGG S 
QFPGPQRQVIGLLHFLSSLNHQ 
GWFV 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12746 


43114 


A 


12824 




41 1 


MSTITQRKEENPSVFLEWLWEA 
/CKKIYSPVTRLTRGSIDPKR*V 
YYAISHRYQQKAPKPSPGP* TK 
SGGIIKPGNLGVLY*GPRGTGQ 
KGKARSEKGCSLSHGPQTNKP 
WWFREDRKWSRP1TWYGFLSV 
WFARTP 


12747 


43115 


A 


12825 




611 




12748 


43116 


A 


12826 


120 


493 


KYRAQRRMIARWLPQDLERGE 

&\Al P\ICQnU/Vk r <vI lf(~l\f\/l IQPA 
AJVILjI'INooLjW i No.L<Kvjl/ VJ^locA 

FSCKCRAASLTIADWLV*KQHS 
SPKKVQSPPFSAVRRSKPWQFW 
RVTAAKQSIWDCRVR1DFVISC 
KLRNPLRVCGSRILK 


12749 


43117 


A 

— 


12827 





2195 


VGEEGPAGVEGLNFPAQSRRLP 

GPQQCSPGAEQGASARARRPRP 

RPRPAAMVPGVPGAVLTLCLW 

LAASSG\SWRPAPARL\CAAAG 

RVAVCRERPARS\CASRCLSLQI 

TRISAFFQHFQNNGSLVWCQNH 

KQCSKCLEPCKESGDLRKHQC 

QSFC EPLFPKK S Y ECLTSCEFLK 

YILLVK.QGDCPAPEKASGFAAA 

CVESCEVDNECSGVKK.CCSNG 

CGHTCQVPKTLYKGVPLKPRK 

ELRFTELQSGQLEVKWSSKFNI 

SIEPVIYVVQRRWNYGIHPSED 

DATHWQTVAQTTDERVQLTDI 

RPSRWYQFRVAAVNVHGTRGF 

TAPSKHFRSSKDPSAPPAPANLR 

LANSTVNSDG/AV*TVTIVW\DL 

PEEPD1PVHHYKVFWSWMVSS 

KSLVPTKKKRRKTTDGFQNSVI 

LEKLQPDCDYVVELQAITYWG 

QTRLKSAKVSLHFTSTHATNNK 

EQLVKATRKGGIQTQLPFQRRRP 

TRPLEVGAPFYQDGQLQVKVY 

WKKTEDPTVNRYHVRWFPEAC 

AHNRTTGSEASSGMTHENYIIL 

QDLSFSC K. YK VT VQP I RPKSHS 

KAEAVFFTTPPCSALKGKSHKPI 

GCLGEAGHVLSKVLAKPENLS 

ASFI VQD VNITGH FS WKM AKA 

NLYQPMTGFQVTWAEVTTESR 

QNSLPNSIISQSQILPSDHYVLTV 

PNLRPSTLYRLEVQVLTPGGEG 


1275Q 


43TT8 




12828 




1410 




12751 


43119 


A 


12829 


2 


299 




12752 


43120 


B 


12830 


81 


510 




12753 


43121 


A 


12831 


3 


436 




12754 


43122 


A 


12832 


1 


769 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


12755 


43123 


A 


12833 


15 


413 


ERMCAGPWRKGAETGPYFCND 
TVRHRKASLLCPF* RMNGDQN 
SDVYAQEKQDFVQHFSQIVRVL 
TEDEMGHPE1GDA1ARLKEVLE 
YNAIGGKYNRGLTVWAFREL 
VEPRKQDADSLQRAWTVGWC 
VELLQA 


12756 


43124 


A 


12834 


1 


795 


MNGDQKSDVYAQEKQDFFQHF 

SQIVGVLTEDEMGHSEIGDAIA 

RLKDVLEYNAIGGKYHRGLTV 

LVAFQELDA1NYAILLEAC1YYL 

LKL YCQAQPY YLNLIELFLQI SC 

QPEIGQTLDLITAP/QDNVDFGR 

FT/EKQHANA*KILLEI/GEFFQI 

QDGYLDLFGDPTVTRKVGTDIQ 

DNKCSWLVVQCLQRSTLEQYQ 

ILKENYGQKKAKKVVQVKALY 

EELDLPAVFLQYEEDGYSH1MG 

LTEQYAAPLLPAMFLGLVYK1Y 


12757 


43125 


B 


12835 


1 


328 




12758 


43126 


A 


12836 


2 


868 














3^4~ 






4TT2I 




72831 ' 


1755 




KHISPALKALELPFERNL1I/PLQ 
LLKVRILKEGEML/D1*HWFL** 
GMGTVQKGMPHKCYHGKTGR 
VYNVTQHAVG1VVNKQVK*VV 


12761 


43129 


A 


12839 


1 


1035 




12762 


43130 


A 


12840 


13 


600 


INPPPPPFRPELPSSSNSPKMTDH 
KGERGEATRYMFSRPFKKTMG 
VVPLGHNN*RF\YKKGDIVD\IK 
G MG YC VQNGMPVHKC Y P WPKL 
EGVLQLLPQHAWAIVVNQPVL 
GQSFFPRE*IVRIEHIKHF*EPEIS 
FLK/RVLKENDSEKERSPNEKG 
TWGSNLKRHLAPPQKKHTL*R 
TNGKEPEL\LEPIPYEFHGHN 














QRPSE AK E I KL Y AQIPPI EKMD A 
SLSMLANCEK.LSLSTNCIEKIAN 
LNGLVEAVGDTLEELWISYNFIE 
KLKG 1 HIMKKLKI L YMSNNL VK 
DWGTPVIKGDEEEDN 


12764 


43132 


A 


12842 


155 


588 




12765 


43133 


A 


12843 




954 




12766 


43134 


A 


12844 




486 




12767 


43135 


A 


12845 




367 




12768 


43136 


A 


12846 




190 


LISRAKEDDMTLNIAEGVHPSY 
NIVLNTLHT/CGISVKSTWRPSK 
GAAP*ARMPGGTAGPCLAS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12769 


43137 


A 


12847 




2376 


MRGAQKATNVNKLSED1QGKE 

ESPTQF Y ERLWEA YRM YTPFDP 

DSPENQRM1 PMAL VRQS AEDM 

RRKLQKQAGLAGMNPSQLLEI 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQ AKLTFHPT V PNPSTLL 

GFPPAEDSWFTCLDLKDAFFPIR 

LAPERQKLFAFQWEDPESGWPP 

CWRA\WQQLPC*YKIVPS1LR1S 

SS DGKYKAFSTCG SHLA V VC 


12770 


43138 


A 


12848 


1 


636 


MRG AQKATN VN KLSEDIQGKE 
ESPTQF YERLWEAYRMYTPFDP 
DSPENQRMIPMALVRQSAEDM 
RRKLQKQAGLAGMNPSQLLEI 
ASQVFVNRDAVSRKENGKENG 
GQARRYADLFSRTKNYQPVQD 
LRLLHQAKLTFHPTVPNPSTLL 
GFPPAEDSWFTCLDLKDAFFPIR 
LAPERQKLFAFQWEDPESGWPP 
CWRA\WQQLPC*YKKQIS 




^j^Q 




"ifslo" 


T^8 










— 


— — 




T2~65 

— 


FLGVPTLGGWRPIQHELRK/PRE 
VTPVLLRDLIRRFRPPLWIGSDN 
GPAFLAALVQKTAKGIQNNITG 
GVYTLCDIDSHIILFRSGY 




— — 












]2774 


43T42 


— 


12852 


1251 


1424 

— 


DSPRGEAES*A*LPEKLLEMSG 
NRLVDNKDPGKKQTQRR1PHSP 
SQIPVPLPEIWCT 


— — 


43143 


— 


12853 








127?6 


43144 


— 


12854 


— 


621 




12777 


43145 


A 


12855 


2207 


2308 




12778 


43146 


A 


12856 




762 


















12780 


43148 


A 


12858 


3 


496 




12781 


43149 


A 


12859 


107 


258 


NALGKRTSFTNRNFLASGRLFD 
SVTYARRLQQYPAPL*KTA I* SF 
SLLNH 


12782 


43150 


A 


12860 


2 


410 


SPDPWVSTYKSTCH I AQEI AEKI 
HLRNQYERKGE*AP\RSNLMSE 
DANGGAPNPWLFEEPEETIGW 
GFDEIRQQQHN1IR*QDAGLDA 
LSSIISRQKQM\GIEIGNELHEQN 
E1IDDLANLMENTDEKLRNETR 
RVN 


12783 


43151 


A 


12861 


3 


1402 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 




Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12784 


43152 


A 


12862 


1 


711 


MAPDPWFSTYDSTCQIAQEIAE 
KIQQRNQYERKGEKAPKLTVT1 
RALLQNLKEKIALLKDLLLRAV 
STHQ1TQLEGDRRQNLLDDLVT 
RERLLLASFKNEGAEPDLIRSSL 
MSEEAK.RGAPNPWLFEEPEETR 
GLGFNDF I RQQPQKI I\QEQDARL 
DALSSIISSQKQVMGQEIGNELD 
EQNEIIDDL AN L V ENTDEKLRN 
ETRRVNMVDRKSASCGM1MVI 
LLLLVAIVVVAVWPTN 




— — 


— 


72863 




— 






43T54 


— 


72864 




T02l 




[2787 


43T55 




72865 


7606 


2238 






^— 


— 







— 

— 






43757 


— 


72867 










43758 


— 


72868 




589 




12791 


43159 


A 


12869 


19 


1677 




12792 


43160 


A 


12870 




906 




12793 


43161 


A 


12871 




228 




12794 


43162 


A 


12872 




320 




12795 


43163 


A 


12873 




398 


TSKAPGAQGEQGFEECFLAVAL 
AGRPLPSLWALFQATTPV\LQG 
LKEAFFRPEVP\LRRDLPLLLFR\ 
TQTSDPAMLP\TMIGLLAEARR 
AGCLSYQTSLVSDGETWHVMG 
ISSLLP\SLEG\WKQ\HVTEAFQF 
HF 














SAGGSGRRTLHSRTMAQFVRN 
LVEKTPALVNAAVTYSKPRLAT 
FWYYAKVELVPPTPAEIPRAIQS 
LKKIVNSAQTGSFKQLTVKVTT 
G*MK TDVHNRKCLPLGFF 


12797 


43165 


A 


12875 


91 


425 


WTFHPTTMAPFVRDLGEKTPA 
LGKAA VTYLKPRLA A FWYYHA 
QVELVPPTPA\EIPRAIQSLKKIV\ 
N S AQTG SFKQLTVKE AVLLNDL 
VATEVSTWFYVREITGKRGIIG* 
NV 


12798 


43166 


A 


12876 


179 


664 


HSSPAVPGRTDFSHSQNPWPQF 
CPVTLVGEDPRALVNAAVT/YT 
RKPRIGLHFWYYA\KVELVP\PT 
P\AEIP\RAIQSLKK\IVNSAQTGT 
LANSSHVK£AV/L*NGLVATEV\ 
LMWFLCSERLLGKRGHSLGYG 
CFEDQSFNIWIIFWILFILELFVW 
DHVVDPDC 


12799 


43167 


A 


12877 


25 


164 




12800 


43168 


A 


12878 


2110 


2260 




12801 


43169 


C 


12879 


32 


1429 




12802 


43170 


A 


12880 


172 


322 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12803 


43171 


A 


12881 


1060 


12039 




12804 


43172 


A 


12882 




810 




12805 


43173 


A 


12883 


3 


146 




12806 


43174 


A 


12884 




1211 


GPQDGNQQPAPPEKVGWVRKF 
CGKGIFREIWKNRYVVLKGDQ 
LY1SEKEVKDEKNIQEVFDLSD 
YEKCEELRKSKSRS KKN H SKFT 
LAHSKQPGNTAPNLIFLAVSPEE 
KESWINALNSAITRAKNRILDE 
VTVEEDSYLAHPTRDRAKIQHS 
RRPPTRGHLMAVASTSTSDGM 
LTLDL1QEEDPSPEEPTSCAESFR 
VDLDKSVAQLAGSRRRADSDRI 
QPSADRASSLSRPWEKTDKGAT 
YTPQAPKK.LTPTEKGRCASLEEI 
LSQRYAASAHTLQLRAEEPPTP 
ALPNPGQLSRIQVDLVARKLEET 

t. L L J\ C V y£ Kj L. O U O JSJKJVA IS. U rr 

S/RSPPDSES\EQLLL\ETER\LLG 
EASSNWSQAKRVLQQVRELRD 
LYRQ\MDLQTPD\SHL\RQTTPH 
S\Q\YRKSLM 


12807 


43175 


A 


12885 


617 


1041 


TTLINPGGPAPLLSLPTSS1TGFT 
TF YH PN LKPLRTCPS * VQA WPC 
RHPI*SRDYQRDAEPTTC1SKLL 
GENIRRDEFWKVQIKARSGETE 
QNPRST A F AFG ELPL AN REELN 
LLLNKG1LPLCDQRQE1ESECAF 
TIFCAGDANCFPPSPTHLPLTAL 
QQRPCGLSGSASKEAWGNSLV 
CGPRGDTLPMA1AKPHRSASKH 
STLHQYPTPPRSLCHQHRDEQP 
TNHLQTLNT1PAWIHTKWVPGL 
DHINKPWRSCSSSQSAYLFYHW 
LH YFLPPKLKTSKDLSI LSAGLA 
MSAPHLIFRVSAITSNSSCKPSS 
TSKACEELFKEHQCLGSTD1PIH 
IQGGAPFSAVSPQRLVLRGSQD 
G SHM VRPRLPFPDS AGLANFHL 
FSKLFLD 




— — 


— 


— — 


- 


— 




[2809 


43~T77 


— 


F2887 


— 


— 


VSWRFVQVFI*V\AGGSRICAAA 
GLSPGTPPPCATSLIGACSLIFIP 
RLLSLFCGDEAL 


12810 


43178 


A 


12888 




265 




12811 


43179 


A 


12889 


1 


1209 
















VAHQEKGIAEPGLRPTGDSRQT 

HRRLDVERSTSVQEHMGGCHF 

SPFPEREKLSTLRGIHQQAPAL 

WQATDQWIDIEF/GLGQPEESL 

GR*1TRLQGKTILPFGSPIC 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 

hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12813 


43181 


A 


12891 


1 


345 




12814 


43182 


A 


12892 


2 


451 




12815 


43183 


A 


12893 


2 


286 




12816 


43184 


A 


12894 


217 


1071 


GENPRSENTRLATILEVACCHF 
GSSPPPS\GSSGRKDPPLTFGDH 
EGTSKAEPS PA LGLTPEH KGN V 
GHAARIQQPGPLSLWSRKAGK 
GVQDCYIDLKQIK.IDLDKFSDN 
PDGYIDVLQGLGQSFDLTWRNI 
MLLLNQTLTPNERSATITAARE 
FGDLWYLSQVNDRIAAEKREK 
FLTGQQAVPSVGSHWDTESEH 
GDWCCRHLLTCMLEGLRKTRK 
KPMNYSMMSTITQGKEENPTA 
FLERLREALRKHTSLSLDSIEGQ 
LILKDTFITQSA AD1 RKVNFKSPP 


12817 


43185 


A 


12895 


1 


756 




12818 


43186 


A 


12896 


473 


1015 




12819 


43187 


C 


12897 


152 


322 




12820 


43188 


A 


12898 


146 


1079 


PPCAVVCLLW1AAVYCLSTTFC 
APLCGQNTWLPKPCRHVNRAA 
SNASVSLSTVTLFSRLS*PQRKG 
SELLDSSGPLPASPSLPLCSGVS 
PRAGLGSAWPKIPFLGIREAKN 
PRSEN TRLATIL E AGHRHLGTS 
VSKDH PVTFWRPRRDLQSDLK 
QIK1DLGKFSDNPDGYIDVLQEL 
GQSFDLTWRD1MLLLNQTLTPN 
ERSATITAAREFGDLWYISQVV 
AAVAGLVSEAVKIIQGSYCVDI 
HDVNGILTAKGDLWLSDNHLL 
KYQALLLEGPVLRLRTCATLNP 
ATFLPDNEEK1 EHNCQQ VI AQT 


12821 


43189 


A 


12899 


189 


1798 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12822 


43190 


A 


12900 


194 


1729 


NPAAQTPFFVVKKGGKRGAGL 
LHRQYPLRLEAKQGLKKIVKDL 
KAQGLVTPCSSPCNTPTLAVQK 
PNGQWRLVQDLRIINEAVVPLY 
PAVPNPYILLSQIPEEAEWFTVL 
DLKDAFFCIPVHPDSQFLFAFED 
PSNPMSQLTWTVLPQGFRDSLH 
LFGQALAQDLSQFSYLDTLVLQ 
YMDDLLLVTHSETWCHQATQA 
LLNFLATCGYKVSKQNAQLCS 
QQVKNLGLKLSKGTRALSEERI 
QPILAYPHPKTLK.QLRGFLGITS 
FCRIWIPRIKAVKLQ1ILQMEPQ 
MQSMTKJYHGPLDRPTSPSSNV 
NDIEGTOASDFPFLSQVLEQVV 
SPKGSKEAQCCVLRPLGCESNL 
K.QIKIDLGKFSDTPDGYIDVLQ 
GLGQPYYLTWRDIMLLLDQTL 
TPNERSAAITAVREFGDLWYLS 
V rNJJlvJvl t cc-lvCt^rr 1 Uyt^AVr 
SVDPHWDTESEHGDWCHRYLL 
TDVLEGLRKTRKKP\IN*SMISTI 
TQGKEENPTAFLERLREALRKH 


1282j — 


43191 




]290J 









12824 


43192 


— 







^ 






12825 


43193 








— 


NGVGHNRMGTNGSGGGEWGVP 
PAPiCA*r;rQi aqapaqaqppu/ 
WFEMGCRGIYDAQQVALSRSF 


12826 


43194 


A 


12904 


203 


538 




12827 


43195 


B 


12905 


131 


536 




12828 


43196 


A 


12906 


1 


1251 




12829 


43197 


A 


12907 


38 


475 


ESERRGEFCLCK.11SEQGRAVCV 
EDEQTSHFALTGNNG1YRKSQQ 
QWQQELSDLARDPPAQCSAGP 
VGDDMFHWQATIMGPNDSPYQ 
GGVFFLTIHFPTDYPFKPPKVAF 
\TTRI YHPN INSNG\SICL DILRSQ 
WSPAFNQFPKSS 


12830 


43198 


A 


12908 


282 


849 


QSCPAAGIIKSFGRTFEHTPREV 
RKPDDKHTLLALKR1NKDLSDL 
ARDPPAQCS\AGPV\GDDMFHW 
QATIMGVPNDSPYQGGVFFLTIH 
F\PTVDYPFKPP*GLHFTTRFY\HP 
\NINSKWAAFCLRYS*DSQW\SP 

DPLVPGDWHGSY*NRTGDKYN 
RISREWTQKYAM 


12831 


43199 


A 


12909 


1 


397 




12832 


43200 


A 


12910 


245 


535 




12833 


43201 


B 


12911 


68 


333 




12834 


43202 


A 


12912 


265 


562 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12835 


43203 


A 


12913 


1 


872 


MVNTECQLDWIEGCKVLILGVS 
KEASQGLGGRSRGRNVRQSTD 
AD1RPTSEK.DARSLMTTRQEDN 
ISVDQRGFLSGVQKKSGCANGL 
KGSVCGGFYWVMAVIRMGVG 
KAMGLNLKLGIKFE1KKGYLKG 
CRDSLRLSPTGFGKFTATSH E V 
AATVPIKVVLELTLQTHKILRG 
VFAHLTSCLQLHSLPPGSSMDS 
AKA RRQLQV AGQGHSL V KQK 
GFHVEAPDHHPVQLSDISCKSY 
pu/nuvi ik'ixin ippt wu/vvtit 

KWOrlKJjIN.IlNrL/lrrL W W I I UL 

EEVKREQSEEKQQAKIMADIIG 
DALNAQKAFKGNPKGHKPLPF 
SAGQMENW*CPECPKSI 


12836 


43204 


A 


12914 


7 


231 




12837 


43205 


A 


12915 


1 


223 


ME1LTTCDKGL1FTGNTRKSETS 
TSECTCPLDINCSLSHSPPSPSDE 
ETQHHTDSLHVRPRKGYLLCIY 
HIPDIVAVMVNIQCQLDWIEGC 
KVLFLGVSVKVLPKEINTGISGL 
GKADPPSIWKS*QHVTKDLYLQ 
VILENQKL VPAN ALVRWI LTVP 
FPTLLRALQMRKHSTTLTVCMS 
np/^k' nivr a ctivhi 


83 


— — 

4j20 


A 


— — 

1 


—— 


— — 


Xlk' \yf QPkH V PriPPPrP Qk' P^MI *T* 
lNKlvi^rrvl^KDUCrOrvorvLylNlj 1 

CWKSINEA*K/DLELQLQFGPQE 
vi P4i pnnv^ifi^i mi vpnA 

KL r A L,E.^V^ V i\rvN L»1N 1_» V rLl/\ 


12839 


43207 


C 


12917 


1 


1506 




12840 






12918 


^ 


^TT 






— 


- — 
— 


— — 





— 




— 


— — — 












— — — 

1 84j 


— 

43211 




A 


— — 

1 


— 


— 

— — 


Wl^IL,o V INLJVjLrvLJArv I l^o^ V^L 




— — 


- — 


— — 


—— 








4%r 


— 


72921 





250 






4321^ 


— 


12924 





261 






43215 


— 


12925 





— 




12g4 


43216 


— 


12921 





291 






43217 


— - 


— — 





— 






4^218 


— 


T2928 





— 




12851 


43219 


A 


12929 


1 


684 




12852 


43220 


C 


12930 


1 


210 




12853 


43221 


A 


12931 


2 


91 




12854 


43222 


A 


12932 


1 


243 




12855 


43223 


A 


12933 


2 


353 


WMKLETIILSKLS*GQKTKHRM 
SSLIGSTDQQRLVVKNVQGRVC 
PGSTGHGAWEAWTAMRKVDS 
PLQTGSLRPGWCRQVGSHARS 
GSAEAAGNPGLHPG1CPRVEDG 
IQVAENFPEV 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


12856 


43224 




12934 





289 : 1 




]2857 


43225 


— 


72935 





TT94 






43226 


- — 


^ 


— 


237 






43227 


— 


T2937 


1 


292 









- — 


— 


2 








43229 





T2931 


1 




T2l5 






" 


- — 


— — 




241 






43231 


— 


12941 




— — 


675 













— — 




y— 


TPTNLQEKNKQPHQKVGEGYE 














QTLLKPvRHLCSQKTHGKNAHH 














H WPSEKCKSKPQ\WIPSI SHQLE 














WQSLKSQETTGTWMKLETIILS 














KLLQGQKTKHHMFSLIGGNRT 














R RTHGHRKGN ITL WGLLSDS V 














NCASSSG 




43233 


— 


— — 


608 


891 






43231 


— 


Tl9^ 





3956 


MGSCPGGFTAEFYQRYKEELVP 














FLLKLFQSIEKQGTLPNSFYEAS 














IILIPKPGRDTTKKENFRPISLMN 














ID AKI LN K1LTNR1QQH I KKL1HH 














DQVGF1HGMQGWFNIRKSINVI 














QHINRTNDKKHMI1S1DAEKAF 














DK.IQQPFMLKTLNKLGTWMKL 














ETI1LSKRSQGQKTKHRMFSLIV 














NUPTIK1LIKQNMTAMETLCPIF 














KLEGDTMDNPIANRRVRTAVP 














TSVVCLHVGTEPEARLPIIGPMI 














TAQSPFG 




43231 


— 


12945 





855 






43236 


— 


T2941 





255 




]2g69 


41237 


— 


12947 


273 


3484 






43^238 


- — 


P948 


— 








43239 


— 


T2"949 


85 


333 






43240 


— 


72952 


22 








43241 


- — 

— 


1295^ 


— 




3l§ 






43242 




T29li 




448 






43243" 


— 


12955 





453 






43244 


- — 


72956 





491 






43245 


— 


T2957 




749 






43241 


— 


"12958 


— 


637 






— — 





— — 





510 






88 


— — 





— — 

12 0 





— 


RPHASAHASGRQRSQDVTTMV 




























TQPPSASGSPGQSITISCTGLIND 














VASYNFVSWYQQHPGKAPKL 














MIYEVTKRPSGWPDRFSGSKSG 














\NTASLDHLWGSRLEDEADYYC 














LLICRRLHPGGGIRRWDPRVTV 














LGSAQRPTPTVTSGSRPSSEGAP 














SQQGHTSVSDQ 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12881 


43249 


A 


12961 


1 


1958 


MSVQRKDRVRTQQGGSVASSM 

LTQEPVGSVALGQSARDRDPD 

CSDSVSVYLMDTWQSVIIGFAE 

SAATLGDPPELPMHPEGSEASY 

ELTQPPSVSVSPGQTARITCSGD 

ALPKQYAYWYQQKPGQAPVL 

VIYKDSERPSGIPERFSGSSSGTT 

VTLTISGVQAEDEADYYCQSAD 

SSGTYPTVTQADRETPTHQYSR 

HPSYAKGFVFLWGSWAQSALT 

QPASVSGSPGQSITISCTGTSSD 

VGSYNLVSWYQQAPQGKAPKL 

MI Y E/VDSKRPSG VSNRFSGSKS 

G\NTASLTISGVPGLRDEG\DYY 

CCSYAGSVASYELTQLPSVSVS 

PGQTARITCSGDVLGENYADW 

YQQKPGQAPELVIYEDSERYPG 

1PERFSGSTSGNTTTLT1SRVLTE 

DEADYYCLSGDEDNPSVTQAD 

GEDTGIRSHYEGTLALYLYPEP 

VKATCSVTSYVLTQPPSVSVAP 

GQTARITCGGNNIGSKSVHWY 

QQKPGQAPVLVVYDDSDRPSGI 

PERFSGSNSGNTATLTISRVEAG 

DEADYYCQSLSTLGPKTLGDTV 

LRPM1YSVSIQASGVPDGFSGSK. 

SGNTASMTISGFQAEDEADYYC 

NSHRRGSVVSSELTQDPAVSVA 

LGQTVR1TCQGDSLRSYYASW 

YQQHPGKAPKLIIYDGH 


12882 


43250 


A 


12962 


2 


367 




12883 


43251 


A 


12963 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQARKEGGPIFNILKEKNFQPRI 

SYPAKLSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


12884 


43252 


A 


12964 




1178 




12885 


43253 


A 


12965 


1 


732 




12886 


43254 


B 


12966 


99 


716 




12887 


43255 


A 


12967 


1 


1011 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12888 


43256 


A 


12968 


3 


1263 


GRTIQTKGKEV\ENFEKMLEECI 

TR1TNTEKCLKELMELKTKARE 

VREECRSLRSQCDQLEERVSAM 

EDEMNEMKQEGKFREKRIKRN 

EQSLQEIWDYVKRPNLRLIGVP 

ESDVENGTKLENTLQD1IQENFP 

NLA RQANVQIQERQRTPQRYSS 

RRATPRHIIVRFTKVEMKEKMG 

LL VPN WTNHSPLFRAILFDYKG 

FCRFGTTHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGL 

IGVPESDVEKETKLETTLQDIIQ 

ENFPILARQANVQIQETQRTPQR 

YSSRRATPRHIIVRFTKVEMKE 

KMLRAAREKGRVTLKGKPIRL 

TADLSAETLQARREWGPIFNIL 

KEKNFQPRISYPAKLSFISEGEIK 

CFTTWnVfl RnPVTTRPAl Wl T 
or 1 UiS-^lvlLtvUr V 1 1 tvr/VLK.r/L.L 

KEALNMERNNRYQPLQNHAK 


12889 


43257 


A 


12969 




1392 




12890 


43258 


A 


12970 


1 


1224 




12891 


43259 


A 


12971 


1 


970 




12892 


43260 


A 


12972 


1 


954 


MDGDLHKGVAVFWPPDAAGG 
HTCCRSMVCRSLLGGAQWKFH 
SFRCRlRFELILHMIQERNSrNIS 
QKDVHTETPSETHHHQRPKVD 
KSMKMRRNQCKKAENSKNQK 
ASSPPK EHNSWR A REQNWTEN 
EFDKLTEVGFRRWV1TNSSELK 
EHILTQCKEAKNLEKTLEELLT 
R1TSLEKN1NDLMKLKNTA*EL 
REAYTS1N SQ1SQAEER1 SE1EDQ 
LNEMKHEH RIREKRMKRNKQS 
FQEIWDYVKRPNLRLISVPESD 
GENGNK* ENILQDII\QENFPN L 
ARQANIQIQEIQRTPQRYSSRRA 
TPRHI1VRFTKV 


12893 


43261 


B 


12973 




1346 
















GSRGELLLSLCYNPSANS1IVNII 
KARNLKAMDIGGTSDPYVKVW 
LMYKDKRVEKKKTVTMKRNL 
N PNFN ES\FAFDIP\TEK\LRETTI I 
ITVMDKDKLSRNDVIGK 


12895 


43263 


A 


12975 


17 


389 


SWGPHCTHKLK.KSFSLMPEMT 
DAMDRERM/RGSKKDV/R*VLG 
GCAATWTPRAGGRQQSPGTTV 
DKREDTPDCAMCDQSTSHPISA 
SSPSLLPGSSFTTQTFPPG1AHYR 
ASFLIVAYYPSNKNSK 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 








]2976 


g4 




GEGQVGWPQGEVQQDEEVIEE 
VGA*DAGSGYQEEEEGPQSLRR 
EVVGVELVVGADPSGEGPKED 


12897 


43265 


A 


12977 


1 


1179 




12898 


43266 


A 


12978 


3 


634 




12899 


43267 


A 


12979 


234 


619 


CYVVQEVLPSLLCHCLVICSRP 
GRTAEWPPG*GF*SPPHRGWW 
GC*GHD/HRRGTSIFPTH/V*SPP 
ASYPGSLCRPGGQEEREREGEW 
QREGRRPGTR*CGAEAEARGW 
RAAAKATAVAGARNRRPGISG 




— — 


— — 


— — 





Tl82 




129Q1 


43269 


— 


T2981 





763 




12902 


43270 


A 


12982 


32 


949 




12903 


43271 


A 


12983 


1 


1299 




12904 


43272 


A 


12984 


1 


1176 




12905 


43273 


A 


12985 




421 




12906 


4j274 


A 




81 




VKFGPEIWCRDSDQGRGGVGT 

SLGRS1PCPPALCSVRKIYLRPL 

VLRPTSPRN1SP1LNRDPTVQLT 

WQPLPEPLELWPKAL*LTPSQIY 

SA*RLKTDAARLPRKPPR 


12907 


43275 


A 


12987 


1 


378 




12908 


43276 


C 


12988 


1 


751 




12909 






12989 


302 




1CLSYPAPPCKRFPHYTRVLY1I* 
SLFNENTSQSCFTSR/WKLESFT 
TRAIERHQ1PLL*ATLTLIRWLD 
KKLAFQLLSLTASFSPSYQSLPP 
TPPLKLPP1ISSHTRQMV 


12910 


43278 


A 


12990 


14 


380 




12911 


43279 


A 


12991 


189 


608 


QSDLSASQHGLFPLATEVRSSG 
AASCPDSDSICPAPTIAPGRATP 
PQANCWASEGTLRYQALPGNR 
APVSQVSQAGGANLCVQQPKK 
HLTNFKSGKRPLFTLFSNLQGP 
RSRPVAFLSKQLDLTVLGWPSC 
LWQQLLPP 


12912 


43280 


A 


12992 




513 




12913 


43281 


A 


12993 


2 


462 


WSMGLPRRSGCVSLQPLSQEDL 
GRSQSESLGPEFQGLWEWLPEQ 
LPRSFIQALGSLSYFPRTLMNLS 
WPLCLRKWGYL/SLYLPFQVGL 
PSTVPWPLILPSKVPEEEGQLQS 
TLPCG1KLLPVFTSHHAFLGVFC 
NQWVSDVFLALFLMKLLGAQ 


12914 


43282 


A 


12994 


59 


213 




12915 


43283 


A 


12995 


1 


1159 




12916 


43284 


C 


12996 


1 


864 




12917 


43285 


A 


12997 


1 


1155 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12918 


43286 


A 


12998 


879 


1163 


SRRPLFMGLVRVLCKMSGRGP 
LCFPGGHWIVFLWGGTVLWLW 
T* S PH WHRKAN * DLF LQK.L PRL 
*VSHQCDPCLPVCHLWNCLFLL 
PLWGPPAG 


12919 


43287 


A 


12999 


1 


179 




12920 


43288 


C 


13000 


1 


410 




12921 


43289 


A 


13001 


42 


365 


FGLRLSLAPPFCMFPLTT* HS*P 
SVLPASFPAALGIPQARAVTPFV 
SP*LLASLSFWAPPCSLCLDASV 
*HGSHLWHAQSSCRLRWSFGL 
AASQMQPEEPSHGPRRK 


12922 


43290 


B 


13002 


1 


741 




12923 


43291 


A 


13003 


8 


265 




12924 


43292 


B 


13004 


1 


646 




12925 


43293 


A 


13005 


1 


1158 


MKLVTIFLLVT1SLCSYSGYWPE 

NEQMSVGGGDDNGEVLYSALR 

GASEV1GQCQSSATKPRRSGKE 

SVREPWARVPGALGVGVREID 

QTLG 1DTILCHHHERLLQSH YGI 

HKSSLMSVGNSQVAALYQLNV 

YVVADTVGLI1KSNSILDSVQPN 

YCSNKHIELRTQVGGARNLRA 

NSPMTSSYKQESSSMENVSALS 

LLTVESPTSMFDYCDDSLERVK 

SALD1FSMI 1 YTVTFFLGL AGNG 

LVIWVVGFHMSCTVNTCLPSDP 

H LHGPLTCDPV ANLVLEQLHTS 

KGNSGALEDLAFGNLFLCSLLD 

LQGNSWWKVSPSLYNQYDLQ 

NETQGSHQLWKE1I1PW*PSAFV 

V/SSGYWPENEQMSVGGGDDN 

GEV/RVFRPEGGFRGDRAVSVF 

SH*AEKIWEGISQRAL/VPEFQG 

LWEWV/CRE1DQTLGIDTILCHH 

HERLLQSHYGIHKSSLMSVGNS 

QVAALYQLNVYVVADTVGLII 

KSNSILDSVQPNYCSNKHIELRT 

QVGGARNLRANSPMTSSYNQE 

SSSMENVSALSLLTVESPTSMF 

DYCDDSLERVKSALDIFSMIIYT 

VTFFLGLAGNGLVIWVVGFHM 

SCTVNTCLPSDPHLHGPLTCDP 

VANLVLEQLHTSKGNSGALED 

LAFGNLFLCSLLDLQGNSWWK 

VSPSLYNQYDLQNETQGSHQL 

WKEII1PWHQTLVTTAHFFFGFF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12926 


43294 


A 


13006 


3 


371 


AGARFNVRSH*RNDRVRPHRD 
VYSLQGRLSDHSPTFQGCQTTQ 
GRLPWSFTLSGKFRFSGEGATT 
SPAHKNFQTPEPQWPG1PPEPPP 
TGACYTCRKSGHWAKECPQAR 
1PPKPHPICVGPH 


12927 


43295 


A 


13007 


77 


332 


RWKKNCLSPPRMS*QR*WKP* 
MQQAACSVGETQPPCTQVK*T 
ALLLTQSLFGGLFTRTHMKFGA 
VTRIGGPPLGDQSPVLLLFAP 














RVVEQDDAERLFRRFRAA/GDL 
PYGAFGEIF* ETQCQEMQQLAE 
DHASVTMISLEAWRLYRKMVC 
RIWASMLRLSVCHLCAPKRVW 
SLISRNGYHLPGSIH 


12929 


43297 


A 


13009 


21j 


499 


PEQRTSHRQQQRRQPPPQ SRS * P 
FCPSLPRSALSLSFLCDGYAAP* 
AYRE* IPVTEDHFA E* I/IS WCPC 
* YRE ALGQLL AKMRR * S ARKRF 


12930 


43298 


A 


13010 


2 


431 




12931 


43299 


A 


13011 


2 


367 




12932 


43300 


B 


13012 


1107 


2083 


















12934 


43302 


A 


13014 


712 


2671 


AHVGRGST*ALPRAMGSDAF*C 
PLQ*MTPASFGSKAALSRVFIKE 
ALM MEDPCV VRKPLSAHMTA 
WWCRIWKAYLESV 


12935 


43303 


A 


13015 


50 


1362 


WEQ1 PHGLVLSLQQLPRRSGSI S 

LQPLSQEDLGRSQSESLGPEFQ 

GLWQWLSDFQT*HQWFVSGFQ 

AFSDRLKAALSASLLLRFGDSD 

WLPSSSACKCLMLGLHFVIVGN 

ICATLKEKYSSMLIILDVTMKK 

NGEKRTRLQKRKKGMPPHPAY 

EDLNIAAITLPANVVLHQPSGFR 

TSGQLDPVWWSLDTDAHEIWC 

QDPGLGSGDFPWEITPLSSYSLL 

HEKDPPTTSGPQTDQPKKHLTN 

FKSKTKETGFIHGPKTPAPVTD 

WEGSLPLVFNHCRDTSLIIHPCF 

KGVRPRRDACLGPSPLAASPAF 

LEKGQDLINLAFKVYNNRKKL 

QFL A ST VRQTPATSPAHKNFQT 

TEPQQPGVPPEPPPTGACYMCR 

KI WPLGQAN ARSPG FLLSRVPS 

VWDPTGNRTVQLTWQPLPEPL 

ELWPKALCLTDSFPDLLGLAA 


12936 


43304 


A 


13016 


1 


507 




12937 


43305 


A 


13017 


5 


271 




12938 


43306 


A 


13018 


1 


618 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




433Q7 


= 


|3Q19 




429 






43308 


— 


[3020 








12941 


43309 


A 


13021 




353 




12942 


43310 


A 


13022 




338 




12943 


43311 


A 


13023 




1175 




12944 


43312 


A 


13024 




326 




12945 


43313 


A 


13025 


150 


494 


PSPSLGYLVGTRGTALRL*DAR 
A AM RPFDPSTLLPTCWD Y WT Y 
AGSLTTPPLTESVTWIIQKEPVE 
VAPSQLSAFRTLLFSALGEEEK 
MMVNNYRPLQPLMNRKVWAS 
FQATNEG 


12946 


43314 


A 


13026 


2 


975 


DSREHHPLQTGVSGNRPKMLG 

RNTWKTSAFSFLVEQMWAPLW 

SRSMRPGRWCSQRSCAWQTSN 

NTLHPLWTVPVSVPGGTRQSPI 

NIQWRDSVYDPQLKPLRVSYE 

AASCLY1WNTGYLFQVEFDDA 

TEASGISGGPLENHYRLKQFHF 

HWGAVNEGGSEHTVDGHAYP 

AELHLVHWNSVKYQNYKEAV 

VGENGLAVIGVFLKLGAHHQT 

LQRLVDILPEIKHKADARAAMR 

PFDPSTLLPTCWDYWTYAGSLT 

TPPLTESVTWIIQKEPVEVAPSQ 

LSAFRTLLFSALGEEEKMMVN 

NYRPLQPLMNRKVWASFQATN 









T3^2l 




7^o"5 












761 




1PF1SFSCLIALARTSNTMUNKSG 
ERGHPSLVPVFIGNASSFCPVSM 
ILAVGLS*IALIILRYVPSIPNLLR 
VFSMKGC 


12949 


43317 


B 


13029 


697 


1527 




12950 


43318 


A 


13030 


1 


1695 




12951 


43319 


A 


13031 


434 


925 


VA KIFSHFVCCLFTLM V VSFA V 
QKLFSLIRSHLSILSFVAIDFGVL 
DMKSLPMPMS*MVMPRFSSRV 
FIVLGLTFKSLIHLELIFV*GVRK 
GSSFSFLHMASQFSQHHLLNRE 
SFPHCLFFSGFSKIR*L*1CGIISE 
GSVMFH*SISLFWYQYHAVLVT 
VAL 


12952 


43320 


A 


13032 


1124 


1234 


K I TPKKQ1 RQSPNLTQNTGQQ* S 
LQLWEHFQISTHF 


12953 


43321 


A 


13033 


929 


1261 




12954 


43322 


A 


13034 


1118 


1354 


IPFISSCLIALARTSNTMLNRSGE 
RGHPCLVPVFKGNASSFFPFSMI 
LAVGLS*IALIILRYIPSIPSLLRV 
FSVKGC 
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SEQ ID 
NO: 


SEQIDNO: 
ol peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12955 


43323 


A 


13035 


2 


348 


HQHLLFPDFLM I AILTGMRWYL 
IVVLICISLRASDDEHF/YHVSV 
GC1NVFF*EISVHILRPLFDGVV* 
FFLVNLFKFFVDSGYEPFVRWV 
DCKNVLPFCRLPVHSDGSFFCC 


— 

1295 


— 

43j>24 







3 


— 


712 


LISNFSKVSGYKINVPKSQAFLY 
TKNRQTAKS*VNSHSQLLQRE 


12957 


43325 


A 


13037 




1833 




12958 


43326 


B 


13038 


1 


1587 




12959 


43327 


B 


13039 


1 


1851 




12960 


43328 


A 


13040 


1349 


1444 




12961 


43329 


A 


13041 


953 


1277 


MVLPRFSSRVFMVLGLTFKPL1 
HLELIFV*GVNFV*GSSFSFPHM 
ASQFSQHHLLNRESFPHFLFLSG 
LSK1R*L*MCGIISEGSVLFHWS 

£,5>Lr W iy I rl/\ VLV 1 VAL 




43331) 


- — 


T3042 


804 


4236 




12963 


43331 


A 


13043 


1 


744 




12964 


43332 


A 


13044 


137 


797 




12965 


43333 


A 


13045 


210 


418 




12966 


43334 


A 


13046 




927 




12967 


43335 


A 


13047 


1 


1415 


MGFLGTGTWILVLVLPIQAFPK 

PGGSQDKSLHNRELSAERPLNE 

QIAEAEEDK1KKTYPPENKPGQ 

SNYSFVDNLNLLRAITEKEKIEK 

ERQS1RSSPLDNKLNVEDVDST 

KNRKLIDDYDSTKSGLDHKFQ 

DDPDGLHQLDGTPLTAEDIVHK 

IAARJYEENDRAVFDKiVSKLLN 

LGLITESQAHTLEDEVAEVLQK 

L1SK.EANNYEEDPNKPTSWTEN 

QAGKIPEKVTPMAAIQDGLAK 

GENDETVSNTLTLTNGLERRTK 

T Y SEDNFRDFQ Y FPNF Y ALLK S I 

DSEKEAKEKETLITIMKTLIDFV 

KMMVKYGT1SPEEGVSYLEGL 

DEMIALQTKNKLEKYNATDNIS 

KLFPAPSEKSHEETDSTKEEAA 

KMEKEYGSLKDSTKDDNSNPG 

GKTDEPKGKNRSPI WKPIRK\NI 

EWLKKHDKKGNKEDYDPFQR* 

EVSFNNKADAVYVEKGILDKEE 

AEAIKRIYSSL 


12968 


43336 


A 


13048 


1 


879 






4333^ 









1^ 












134 




DGRQLRRGSLGGALTGRYLLP 
NPVAGQAWPASAETSNLVGMR 
SQALGQSAPSLTASLPCVSKCW 
ENIPPWMN/WPPH*IKHIQS 


12971 


43339 


A 


13051 


87 


500 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


]2972 


4334Q 




T3052 




1356 






4334[ 


— — 


j^qsj 








12974 


43342 


A 


13054 




107 




12975 


43343 


A 


13055 




2377 




12976 


43344 


A 


13056 




2193 




12977 


43345 


A 


13057 




2724 




12978 


43346 


A 


13058 


253 


490 


QSSIPAIMSSFLGTGAETMPVPL 

GAGMRRTSTEPQRVCFCTGIIF 

KTSSLREAPRKKSMISDSLMGR 

E/WMPVTKLGRLVKDMKIKSLE 

EIYLFSLPIKESEI1DFFLGASLKD 

EVLK1MPVQK.QTRCGSVLVRLI 

PAPRGTGIVSAPVPKKLLMMA 

GIDDCYTSARGCTATLGNF/AK 

ATFDAISKTYSYLTPDLWKETV 

FTKSPYQEFTDHLVKTHTRVSV 

QRTQAPAVATT 


12979 


43347 


A 


13059 


1 


819 




12980 


43348 


A 


13060 


1 


623 


MARRKNGKWESEIIDFCLGGSL 
KDEVLKIMPVQKQTRAGQCTR 
FKAFVAIGDYNGHIGLG1KCSK 
E/LATA1RRAI1LAKLS1VPVCRG 
YWGNKISKPHIVPQRGTGIVSA 
PVSKKLLMMASINDCYTSARG 
CTA1LGNFDKATFDAISKTYSYL 
TPNLWKETVFTKSPYQEFTDHL 
VKTYTRVSMQSTQAPALAKLP 
RVAVQPRAEV 


12981 


43349 


A 


13061 




949 


KWR1TPVPTGRP/GGPGGPGMG 
KPRCF/RGEVFGIVIRAGSPGPG 
TGPGRG\GEAAGAKAED*E\WM 
PV\TKLGRLVKDMKIKSLEE1YL 
FSLA1KKSEIMSFLLGGLLSRDE 
VFE*LCPVQEQ\TRAGQ/RATRF 
KAFVALTTLGTTNG\HVGLGC* 
VPPREVATGNSWGPFILGQALH 
SS P VRRGLLGGTKN S AKPPTL V 
PWQR*PRAACGLCAGYAFIPLQ 
PRGQLASVSA\PVP\KKLLMMA 
GTDG\CNNSQRRGCTATVG\NL 
AKATTFDAISKTYSYLTPDLWK 
ETVFTKSPYQEFTDHLVKTHTR 
VSVQRTQAPAGATT 


12982 


43350 


A 


13062 


92 


265 


SFELFADKVPKTA/WLDGKHVV 
FGKVKEGMNIVEAMERFGSRN 
GKTSKK1T1ADCGQLE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12983 


43351 


A 


13063 


2 


797 


NRVLLAMVNPTVFFDIAVDGEP 
LGRVSFEVRGLDTKK*LL1*S1K 
LC*QIG\LFADKVPKTAENFR/A 
L*SIEEKGFGL*GVPCFHRLFPR 
VLCVRGGDFHTAINGT\GGKSI\ 
YGEK\FEDENFI\LKHTGPGILSH 
GKMLDPNTNGSQFFICTAKTAE 
WLDGKH VYV FGKVKEGMN 1 VE 
AMEA\FGSRDCK.TSKKITIA\DF 
GQLRIKFDFVFLSLTTK1ISFCAL 
LSGEHPLHPIWLGV1LESMWLS 
LAVPFWVPCFPCSLPCLAGLQS 


129g4 


43352 


— 


73064 





720 




12985 


43353 


B 


13065 


98 


2074 




12986 


43354 


A 


13066 


596 


841 




12987 


43355 


A 


13067 


66 


326 




12988 


43356 


A 


13068 


1 


441 




12989 


43357 


A 


13069 


2 


325 


WCPSQAAAAGARATRDMPEGS 
MTCLCRALWWLFSWLKVHR* R 
QGQQGRPAAPSAGPAKPTPTRN 
SSWLLLAAPVPTRTSPSTPPCKL 
RF.PAPALASPERGSHSAAVG 


12990 


43358 


A 


13070 


38 


1066 




12991 


43359 


B 


13071 


1 


324 




12992 


43360 


A 


13072 


2 


680 




12993 


43361 


A 


13073 


2 


165 




12994 


43362 


A 


13074 


1 


1110 


MASLLKSARPQTHWKEETPETS 

KRLKEQTPD1PSLRAVTLIAKVH 

SF1PEVCETKNPLEGIHSGHILAP 

NVGPSPSRRQARVQVFENVSVR 

ATK.SDLPQSSLWSRRK.TTVSAA 

ASKKTSKEISK.GPQKPPGY/PVT 

SPSSCRGRG1WPNP/EYMSTSPS 

L1*/SQIKVDLGKISDDPDRYIDV 

LQGLGQTLDLSWRDVMLLLDQ 

TLAFNEKNAALAAAQEFGDTW 

YL S E VNDRMTA EERDKFPTED 

GEPIKCDCQQIIVQTYAAQDD1L 

EVPLANPDLNLYTDGSSFVENG 

IRRAGYAIVSDVTILERPNLFRA 

IQQVVKACEVCQRKNPLVHPP 

NYLYKTLNLTHSLLNQSNPSLA 

NDCWLCSSLSVSAEPYN 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12995 


43363 


A 


13075 


450 


1776 


RGGRACLRP*AA/SPGPSTP*WP 

PPRG VQ A A A I LSGPPRPAPPKG 

AASQRLCGGFVEARQAWVGRR 

GGRRGPVGETQPPPSVIQPPSRG 

AG/PRDQQPAMPEPPTPSVGSC 

AARASQISAAPCSTAPSPIDHPR 

AEECRRTVWDWQAAPPAAQV 

RDPLGEASWAPESGGDVENLY 

VLLRDCKYTSQHPVSSSGSVNA 

PIDTLYLATLLRDCKYTNRHSV 

SSSRFVNTPISTVSSSEFANAP1D 

TLHLATLKEETPNTSEHQKEQT 

PDMPPLRTVTVTARVRGFILDV 

SETKNPP1PDTFWRPRWDLRQS 

PSNQTLA FNEKN A AL A A AQEF 

GDTWYLSQVNDRMTAEERDKF 

PTEF1PSSGFLVLLTSRMKPQTF 

AASVTALKDGVSRVCSFRCVQS 

FFLPSADWCIYKPLARYRALIG 

AFLQS AH WC V Y KPL ARHS VL I 

GAFTOL 




43364 


— 


13076 


-j 


1999 






— 7~ 











469 






— — - 

4^3~67 


— 


13078 


§M 


410 








— 


— — 


478 


675 






^ 


— 





55 


237 






— — 

J 


— 


T3081 





239 









- — i 


— — 





— 




— — 


4337l 


— 


T3081 





— 






43372 


— 


T3084 


278 


460 




— 





— 








— 

— 






43374 


— 


13081 









13007 


43375 


A 


13087 


1 


759 




13008 


43376 


A 


13088 


2 


604 




13009 


43377 


A 


13089 


1 


558 




13010 


43378 


A 


13090 


3 


1055 




13011 


43379 


A 


13091 


1 


466 


MDK.FLDTYTLPRLNQEEVESLN 
RPITGAEIVAIINSLPTKKSPGPD 
GFTAEFYQRLISNFSKVSGYRIN 
VQES\QAFLYTINRQTESQIMSA 
LPLTI ASKRI KYLGIQLTRD VKD 
LFKENYKPLLNEIKEDTNKWK 
NIPCSWVGRINIVKMAtLPK 


13012 


43380 


A 


13092 


2 


848 




13013 


43381 


A 


13093 


458 


625 




13014 


43382 


A 


13094 


482 


745 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13015 


43383 
— — 


A 

— — 


13095 

— — 





742 

— — 


MN1DAKILNKILANRIQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NVIWHINRTKDKNHMIISIDAE 

KVFDKIQQPFMLKTLNKLGIDG 

TYLK1LRAIYDKPTANIILNGQK 

LEAFPLKTGTRQGCPLSPLLFNI 

VLEVLARAIRQEKEIKGIQLGKE 

EVKPSLFA DDVI VYLENPI IS VQ 

NLLKLISNFSKUKYLGIQLTRNV 

KYLFKENYKSLLNEIKEDTNK 

WKNIPCSWIGRINIVKMAILPK 
















— — 


43385 




T3097 


2 


T62l 






43186 


— 


7309|j 





T095 






43387 




— — 




2913 




— — 


43388 


— 


TJToo 




788^ 




— — — 


— — 


- — 


— — 




— 






43390 


— 


T3T02 




— 






4^391 


— 


TJTol 




7361 






43 


— 


— — 




867 




[3Q2g 


43393 


— 


T3T0I 




— 






43394 


— 


jjYoe 




— 









— 


"FT07 




2T0I 

— 






— — 

iF^ 


— — 


3 








— — — 




— 


T3T09 




72ol 






433~98 


— 
— 


T3TT0 




TII\ 




"Po^l — 


43391 




urn — 




7o9^ 




13032 


43400 


A 


13112 




931 




13033 


43401 


A 


13113 




1293 




13034 


43402 


A 


13114 




544 




13035 


43403 


A 


13115 




718 




13036 


43404 


A 


13116 


693 


1397 


ARAEVKLSLFADDMIVYLENPII 
* ARA E VKLSLFADDMI V YLENP 
IISAQMLLKLISKFSKVSRYKINV 
QKSQAFLYTNNRQTESQIMSEL 
PFTIATKRIKYLGIQLTRDVKDL 
F KEN YKPLLN EIKEDTNKWKN I 
PCSW1GRINIVKMAILPKVIYRF 
SAIPIKLPMTFFTELEKKNWLAI 
CRKLKLDFFFIPYTKINSRWIKD 
LNVRPKTMKTLEESLGNTIQDI 
G IG KDFMTKTPKA MATKAKRA 
SAQQKKLPSE 




43405 


— 


T3TT7 




2814 






— — 


— 







TsTp 




[3 


43407 


— 


13lT9 




7542 




]3Q40 


43408 




13120 




1327 




13041 


43409 


A 


13121 




1023 




13042 


43410 


A 


13122 




1448 




13043 


43411 


A 


13123 




1038 




13044 


43412 


A 


13124 


3 


1711 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




434[ „ 


|= 


)3125 ■ 


j 






13046 


43414 


A 


13126 


1 


923 




13047 


43415 


B 


13127 


1 


1515 




13048 


43416 


B 


13128 




1560 




13049 


43417 


A 


13129 


1 


4032 




13050 


43418 


A 


13130 


1 


2684 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLID1NRTLH 

PKSTEYTFFSAPHHTYSK.IDHIV 

GSKALLSKCKRTEHTNYLSDHS 

A1KLELRIKNLTQSRSTPWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN KNFCDTTYQNL WD AFKA V 

CRGKF1ALNAYKRKQERSKIDT 

LTSQL1CELEKQEQTHSKASRRQ 

EITKJRAELKEIETQK.TLQKINES 

RSWFFERJNKJDRPLARLIKKKR 

EKNQIDTIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

P1TGSE1VA11NSLPTKKSPGPDG 

FTAEFYQRA1YDKPTANIILNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARAIRQEKEIKGIQLG 

KEEVKLSLFADDMIVYLENPIV 

S AQN LLKLI SN FSK V SG YK1N V 

QKSQAFLYTKNRQTESQLMSEL 

PFTTASKR1KYLG1QLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGR1NIVKMAIL\PKVIYR 

FNAIPIKLPMTFFTELEKTTLKFI 

WNQK.RAR1AK.S1LSQKNKAGGI 

TLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIIPHIYN 

HLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRRLKLDPFLTP 


73051 — 


43419 


— 


13131 




— 




]3052 


43420 


- — 


T3T31 


127 


329 




]3053 


43421 


- — 


T3T33 




1 132 






43422" 


— — 


]3134 




2^ 




13055 


43423 


— 


T3T35 


803 






13056 


43424 


A 


13136 




1944 




13057 


43425 


A 


13137 




1282 




13058 


43426 


A 


13138 




2423 




13059 


43427 


A 


13139 




2694 




13060 


43428 


A 


13140 




1195 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13061 


43429 


A 


13141 


6082 


6984 


KLAQDRDALSPPLLFNIVLEVL 
ARA1RQEKEIKG IQLGKEE VKLS 
LFADDM1 V YLENPI V\SAPKSPL 
RL I SN VS\K V * G YKIN VQKS\Q A 
FLYTNNTDKQESQIMSELPFTT 
ASKR1KYLGIQLTRDVKDLFKE 
NYKPLLKEMKEDTNKWKNIPCS 
WVGRINIMKMAILPKVNWRFI 
NSMPSIP1KL\PMTFFTELEKNYF 
KVHMEPKKSPHCQVNPK.TKEQ 
SWRHQRYLTSNY1LQGYSNQK 
STISMVLVPKQHGTGTKTEIIDQ 
WN RTEPSEITPH I YN YLIFDKPL 
LEKNKQWGKGFPI 


]3Q62 


43430 


— 


13142 ' 


793 


335 


M VEEKLTLPKDEK* KSKQRSI Y 
RKTLQELKNK.NEKRNRK.NKW 
QVKTH 


— — — 


— — 


- — 


— — 


— 


427 






—— 


— 


13144 





360 

— 




— 


— — 















—— 


— — 




T3l46 





360 






43~43l 


— 


^ 





376 




— — — 


— — 


- — 






469 

— 






43437 


— 


■jj— 


— 








43438 


— 


13150 


— 


— ■ 




— — — — 





- — 


"FTTi 


— 


161 

— — 




— 


— — 





— — 









; -— 


43441 




TTm 





1656 




1307 ^ 


43442 


— 


T3T54 1 


62 


1291 




13075 


43443 


B 


13155 


149 


320 




13076 


43444 


A 


13156 


12 


89 




13077 


43445 


A 


13157 


28 


417 




13078 


43446 


A 


13158 


2 


440 




13079 


43447 


A 


13159 


190 


553 


E1VREGASFSIRHLRWSRHRKC 
RFSVKTLTGEDPSTLEV\EPS\DT 
IE\NVKAK\IQDKEGI\PPDQQRL/ 
VSFAGKQL\EDGRDSLSGY\NIQ 
KG SLLLHPCV* DFRGG AK K KEE 
ESLYTTSPRKD 


13080 


43448 


A 


13160 


3 


415 


PVK/VGA*GGQVINGVLAQV*L 
TVGPVGPRTHPVVIFPVPECRIG 
RDILSSWQNPHTGSLTGRVRAF 
MVGKAKWKP* ELPLPRKTVNQ 
KQYRIPGGIAEIS/A/TIKNLRRG 
VV1PTTSRFNSPIWPVQKTDGS 
WTAADY 
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SEQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13081 


43449 


A 


13161 


5 


405 


HCCGIPHSIASEQDTYFMAKEV 
WQWAHAHGIHWSYHVPHHLE 
AAGL1 EQWNGLLM SQLQHQLG 
DNTLQGWGKVLQKVVYALNQ 
RSIYGTVSPIARIHGSRNQGVEV 
EVALLTVTPNDPL/GKY*LPVPV 
TLHSDR 


13082 


43450 


A 


13162 


138 


387 




13083 


43451 


C 


13163 


184 


297 




13084 


43452 


A 


13164 


1 


430 




13085 


43453 


A 


13165 


1 


867 




13086 


43454 


A 


13166 


35 


601 


CLSRRASPVYLASMSGRGKTG 

G\KARA\KAMSRSSRAGRPSSQ 

VGR\VHRLLRKGHYAERV\GRR 

QPCCYLGG*CMEYLTS*ESWS 

MAG\NAARNN\KKTRIIP\RHLQ\ 

LAMRNDEELNKLA WAALTIAQ 

GSR/VLPNIQARCCGPR*TSATV 

n\PV APQnP.FPR ATflACiBCTY 
0\r fv/\l £>ULjfJ,E,rv/\ t v^^^f^ 1 1^- 

RARAAAGRPSVPMPPQRPF 


13087 


43455 


C 


13167 


11 


313 




13088 


43456 


B 


13168 


1 


552 




13089 


43457 


A 


13169 


1 


621 




13090 


43458 


A 


13170 


55 


296 




13091 


43459 


A 

— — 


13171 


959 




1182 

— 


WVYLF*PSCKGVIYP*AAGFESI 
FWWVTINKN1DWINY1YYNQQ 
QFMNYTRDAVKG1AEQLGTNC 
QMAWENRIALDM1LAERGGVC 
IMIKTECCAFIPNNTAPNGSITK 
ALQGLTALSNELASSSGVNDPF 
TGWLEKWFGKWKGITASILTSL 
TAVMGVLILVGCCVIPCICGLV 
QRHRGPPLVVIETKPLGLERLA 
GLPVGHALKLGSGIQATPQNGE 
NADRREAFPAAS 




43460 




13172 

— — 











— — 


— 






142 




13Q94 


43462 


— 


T3T74" 


42 


— 




13095 


43463 


A 


13175 


102 


329 




13096 


43464 


A 


13176 




1257 




13097 


43465 


A 


13177 




378 




13098 


43466 


A 


13178 




1143 




13099 


43467 


A 


13179 




481 


SDSELNRPRVTMKFNPFVTSDR 
SKNRKRHFNAPSHVRRKIMSSP 
L SKEL RQK YN VR S M PI RKTDE V 
\QVVRGHYKGQQIGQGSPRCTR 
KKYVIYIERWQREKAANGTNCS 
TWGISPKARWLFTRLKLDKDR 
KKILERKAKSRQVGKEKGKYK 
EELIEKMQE 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13100 


43468 


A 


13180 


39 


556 


AAAGYFAEDCEASCVCVKHPP 
SVKKARCFLSELIKKPSGGSVTL 
SESTAIISHGTTGLVTWDATLYL 
A E W AIENPA A FTNRTVLELG SG 
AGLTG/VAICKMYRPRAFIFSDC 
H SRV LEQLRGN VLLNG LSLE AD 
ITANLDSPRVTVAQLDWDVAT 
VHQLSAFQPDVVIAADVLY 


13101 


43469 


A 


13181 


46 


231 




13102 


43470 


A 


13182 


1 


1503 




13103 


43471 










FFFANTFYCVFNVLVNAPLRFL 
SLPSTQSLEAKLRDSSDSELRRD 
ILQKVRIPESLGLMTLPPESLRK 
T*EKNRRCACTL*K\TPVQRTKP 
LSQHCRWVWAPPTAPALSFSKT 


]31Q4 


43472 


— 


Tnu 


2 


594 




|31Q5 — 


43473 


- — 


131g5 








|3|Q6 


43"474" 


— 


TT186 


19 


1355 




13107 


43475 


A 


13187 


248 


540 




13108 


43476 


A 


13188 


386 


1388 




13109 


43477 


A 


13189 


386 


1334 




13110 


43478 


A 


13190 


3873 


4070 




13111 


43479 


A 


13191 


146 


510 


PPCAVVCLLWIA A V YCLSTTFC 
APLCGQNTWLPKPCRHVNRAA 
SNASVSLSTVTLFSRLS*PQRKG 
SELLDSSGPLPASPSLPLCSGVS 
PRAGLGSA WPKIPFLG I REAKN 
PRSENTRLTT 


13112 


43480 


A 


13192 


21 


95 


KCSSNGAPDAVHE*DLPWTPGP 
AC 


13113 


43481 


B 


13193 


1 


477 




13114 


43482 


A 


13194 


228 


935 


PLSSSMAAELEFAQ11IIVVVVTV 
M V V V I VCLLNHY K VSTRSFINR 
PNQSRRREDGLPQIMHAPRSRD 
RFTAPSFIQRDRFSRFQPTYPYV 
QHEIDLPPT1SLSDG\EEPLLYQV 
PCTLQLRDPEQQMELNRESVRA 
PPNRTIFDSYDLIDIAMYSGGPCP 
PSSNSGISASTCSSNGRMEGPPP 
TYSEVMGHHPGASFLHHQRSN 
AHRGSRLQFQQNNAEST1VP1K 
GKDRKPGNLV 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13115 


43483 


A 


13195 


526 


1629 


FYSFDSARGEPARPWRVRGLEG 

RVELGQQLGLLTLGPAFPGGLG 

GTQRVGLPGPAGPGAGEEGQA 

GPAEAGQVPVGGLADEAVEHG 

VG DA VEAGEQEGE V VG VEN A L 

GEVAAGLPDAAHQQQHVVGQ 

EAGQEDDHGAEHQPLDLVLAA 

LLGAVAPAHGAQDALVGRQQ 

QADGEEEA/LPGSGSS*WHAAM 

PGWGSAQSTRGAGSRPR*PPRA 

SGSRCWSAAPWPR*PR*RRRPP 

SG SG TG GSGRDGPQPG SGPR/T 

M QQRKPTLM* M FS YRRMRTPG 

RTGR RETSCR A A A RTA ARRA A 

SRCRRGRPPSGCTGTRPARSGP* 

SAGS\EVEGQAVGREAHHQHG 

NIDHRGQRLVDGMVDGTAHRG 

VVCSDVPH 


— — — 


— — 


— — 


— — 


— 


7361 

— — 






1 3 1 1 8 


— — 








— 








43~486 


— 


13T98 


1 


287 






43487 


— 


lfl99 




— 


563 






4 T 488 


— 


73200 




401 




13121 


43489 


B 


13201 


1 


480 




13122 


43490 


A 


13202 


1 


924 


















13124 


43492 


A 


13204 


1 


402 




13125 


43493 


A 


13205 


609 


803 


RDPRHN PSSA\FQAGG I ALLMLI 
TRGEDLTGGV1HQYPGPGMNL 
WTVJQGTAGNQRRAAENAAQQQ 


13126 


43494 


A 


13206 


3 


526 


VTETALTLPYLVAKHGYFLPQD 

LAKRTETMNWLFWLQGAAPFL 

GGGFGHFYHYAPVKIEYA1NRF 

TMEAKRLLDVLDKQLAQHKFV 

AGDEYTIADMAIWPWFGNVVL 

GGVYDAAEFLDAGSYKHVQR 

WAKEVGERPAVKRGRIVNPTN 

GPLNEQLHERHDPSDFQTNTE\ 

NNRQG 




43491 


— 


13207 




250 






43496 


— 


13208 




489 






43497 


— 


13209 


— 


601 









— 


13210 








ififi — 


43499 


— 


mil 




TT10 







nn 





13212 




— 






47501 


— 


13213 




— 




13134 


43502 


A 


13214 




675 




13135 


43503 


A 


13215 


1766 


1957 




13136 


43504 


A 


13216 




426 




13137 


43505 


B 


13217 


94 


3238 




13138 


43506 


A 


13218 


1 


2370 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


]3139 


435Q7 


— 



[3219 


— 


2796 




Q 


43508 




1322Q 




566 




TITTi 


435Q9 


- — 


P221 


- 






13142 


43510 


A 


13222 


3 


110 




13143 


43511 


A 


13223 


2 


755 




13144 


43512 


A 


13224 


1 


1338 




13145 


43513 


A 


13225 




807 




13146 


43514 


A 


13226 


1 


918 


MARADTVSVPMFMGLAAKPC 

WRDTEPNTGYRGPHVRNIQLT 

HDPRLDYRS1/LID1NDIGQTFHE 

RLHPDAC\LSNAILVHNKKGGP 

LADGIVITPSHNPPEDGGIKYNP 

PNGGPAWPTSLKWWKTGPTHC 

WPMA*KA*SVSP\RRSDGIRSKN 

D V 1DTSDDDM * * QCLSRRSN\G 

HPGAKVANLV PKTTFIDG VDQT 

SFFLGTNGQSNRKAEHYFLNGK 

LAA VRMDEFKY H VL1QQPY AY 

TQSGYQGGFTGTVMQTAGSSV 

FNLYTDPQESDSIGVRHIPMGV 

PLQTEMHAYMEILKKYPPRAQI 


13147 


43515 


A 


13227 


1475 


2904 


FWRAAAPIPDCWRSGAVKKQH 

VEVTQLDWTPPGRQYAGP1PCS 

RRGYCPL PRSGS VR WA DL/FPP 

A/LD/LAGHPG/AKVANLVPKTT 

FIDGVDQTSFFLGTNGQSNRKA 

EHYFLNGKLAAVRMDEFKYHV 

LIQQPYAYTQSGYQGGFTGTV 

MQTAGSSVFNLYTDPQESDS1G 

VRH1PMGVPLQTEMHAPGLPLA 

SSMKRW1RRATGF1FGKEQFED 

VVPVLGSKVNGVQFNAELVAD 

SLGISQ1RCRCAIFLTVVFFPVLH 

KQAFDLISLLLQQPGRNGGIDT 

AGHADDYFFCGFRHWITHDIEL 

QGGARQKDAADHYLAGDIESL 

PLATATFDLAWSNLAVQWCGN 

LSTALRELYRVVRPKGVVAFTT 

LVQGSLPELHQAWQAVDERPH 

ANRFLPPDEIEQSLNGVHYQHH 

IQPITLWFDDALSAMRSLKGIG 

ATHLHEG RDPRILTRSQLQRLQ 

LAWPQQQGRYPLTYHLFLGVI 


13148 


43516 


A 


1j228 






LA W ARRCRRLLAKATSL1 RAPS 
SEMRASTPCRGQRRPSGYSWY 
GRSPRAVLEGLRVGAHLSRAN 
CPWPSR/SQVVELIPDGFPVFLD 
FTK1PGRDTQNEHIVLLH 


13149 


43517 


A 


13229 


1 


942 




13150 


43518 


B 


13230 


! 


1201 




13151 


43519 


A 


13231 


685 


921 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 

= 


SEQ ID NO: 
in [JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13 152 


4352Q 




13232 


2 


251 




13153 


43521 


A 


13233 


2 


100 




13154 


43522 


A 


13234 


5 


1093 




13155 


43523 


A 


13235 


2 


482 




13156 


43524 


A 


13236 


1 


2496 




13157 


43525 


A 


13237 


572 


912 


RCRPDKAFTPHPAIGARCLMRR 
LRVLSCLQPLPNVGWIRRLRRIR 
QFSAPDEGAKCRVAILQ/DFDA 
QYGRFLEVTSGAQQRFEQTD*K 
HAAALPFFFPSSAYSLAA1SVVF 
GFR 


13158 


43526 


C 


13238 


5 


127 




13159 


43527 


A 


13239 


1 


444 




13160 


43528 


A 


13240 


17 


261 












173 


397 




13162 


43530 


A 


13242 


169 


421 


LKPKNLDEKLLPASSSSCRIWA 
TSPVHHLWQVLKX1LFGWNPT 
KSPRCLS/TRQAMFSLSKKASLP 
WTI A ARS A DQRCRTR1 A EL 


13163 


43531 


A 


13243 


17 


744 


RPHQEQRIAGCGVNALSSLRSA 

TAVGMIRRASVASG/DRAPIAG 

CGVNALSGLHRHFIEVTCTHFL 

LVRYEGIAIFRGGKFRLLHFLN 

VVLHTLALGIGVCQVKHVEPH 

AVDTCQGDELELVAHIRQLLLE 

AGNSFWEVYLPVERRRAVISQ 

QFAR1FRVDSLCKATRQFQIRRG 

RSHQTGQHMGIRRQVDAAHAD 

DRRTSGRVPPLIQVCPAHSSEA 

VVVVDVDVDVDVDVDV1GAV 


13164 


43532 


A 


13244 


954 


1104 




13165 


43533 


B 


13245 


54 


1169 




13166 


43534 


A 


13246 


35 


3066 


VGHSTRPAASPGPAAGIGRSPA 
RL VQQPQRSLA KPLNRPAQQR 
GLLPQRRHPKRTRKRRKQAQN 
PQKRLPHRQPVRRRHRHHRRLL 
QKMRRPDKRQQRRAAPRRHPR 
RRQRLLAVRRRQLRAKVRRNP 
RQRAPRQQLNGQRILHPPWRLR 
MQVRRKRG*YSSAVRPTVRLK 
RWRQRQRQ*NQPMTMQRNVC 
RKTRTALIYP/YKGCFLNNINAV 
SKTDFADKRGMRYVRVNAPAG 
ATSG K. Y YP VV VMRS AG SFHI 


13167 


43535 


A 


13247 


1 


2919 





1557 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13168 


43536 


A 


13248 


1 


3211 


MEFTSLTPDDLRVLELYRTPFS 

DGYVFHSMQFH1FDLLKSGQN 

VVLSAPTSMGKSAIVDSLLGMG 

TLKRLVLVVPTVALADETRRRL 

QERFGDRYQIIHHSSQVCHSDQ 

AVYVLTQERVNERDDIVD1DLF 

VIDEFYKLAFRQLKSGDIDHQD 

ERVIELNIALSKLLKVSRQFYLT 

GPFVNSIRGLEKLGYPHTFVST 

DFNT V A L D VKTS A S K.RMTTKP 

SSKRWGKSRTCVDADH1KNGIG 

LHFGALPRALQQYT 


13169 


43537 


A 


13249 


486 


3882 


LRLRGEALPVASGCLANATDTP 
AGTTLWADTERHAVQ**TCEA 
DTLGSCGYAAKPCLSPVAVWQ 
MLLTRLLEQHYGLTLNDTPFSD 
EPVLTAP1DAAALRGIEFGKFQL 
GNMVVGDI1ECGSDVTDYAVG 
DSVCGYGPLSETV1INAVNNYK 
LRKMPQGSSWKNAVCYDPAQF 
AMSGVRDANGARRGFWWGGL 
GA1RVQLAFKWLNAAGRLPGG 
GLGGPIPYSAHRCDIARRHGAD 
FCLMPIGTDVGKEIKTLTG 




^||^ 


^ — 


"iHfl 
















729 


9~8T" 


SAPPQLAPSLPDRATDPDTCWP 
PG*RP\RYLPSRQIDCFNTRFRLL 
QRLTASQCAEAVDVAFFRLTV 
QQTPHFRCAQLRQRAFRID 


13172 


43540 


A 


13252 


395 


605 




13173 


43541 


A 


13253 


1 


1140 


MIYVFVTVKHRNDHFTKNTLA 
SYRGRTLLGTLFKGVYHLYKD 
ETYL YQSG KGHT1QE VR1 VKGL 
NN PDLDA A VG EDL AQQLRDEL 
ELVKGASNEFDKELFLAGEITP 
VFFGTALGNFG VD HMLDGL VE 
WAPAPMPRQTDTRTVEASEDK 
FTGFVFKIQANMDPKHRDRVA 
FMRVVSGKYEKGMKLRQVRT 
AKDVV1SDALTFMAGDRSH/AY 
PGDILGLH\NHGTIQ1GDTFTQG 
EMMKFTGIPNFAPELFRRIRLK 
DPLKQKQLLKGLVQLSEEGAV 
QVFRPISNNDL1VGAVGVLQFD 
VVVARLKSEYNVEAVYESVNV 
ATARWVECADAKKFEEFKRKN 
ESQLALDGGDNLAYIATSMVN 
LRLAQERYPDVQFHQTREH 


13174 


43542 


A 


13254 


1 


1495 





1658 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13175 


43543 


A 


13255 


372 


1365 


1RYFENRGLFAHCATRTGQFPP 

HC1LASYKCGEQPDSSSNHPRN 

LFVWRSNLLGSSG\KGHEYMQ 

KYLLGTESGIQGEELGASDG1K.P 

EEVEWQTAAIEGKLDLLVTLDF 

RMSSTCLFSDIVLPTATWYEKD 

DMNTSDMHPFIHPLSAAVDPA 

WESRSDWEIYKGIAKAFSQVCV 

GHLGKETDVVLQPLLHDSPAEL 

SQPCEVLDWRKGECDLIPGKTA 

PNIVAVERDYPATYERFTSLGP 

LMDKLGNGMDLTDYANMALSI 

PSANTDIWNLEQDTVGTRLTNS 

RHGLA DNGG AWVS YFGGNFN 

GDNGTINYDQDVNGIMVGVDT 

K1DGNDG 


13176 


43544 


A 


13256 


3 


1444 




13177 


43545 


A 


13257 


61 


1058 


LPYL1ALLARAWFNGLLTSRTR 
LY1KGNGIVDLPKLQEMVADVS 
H H FPLRLPAPTPKAL YSPCEIRH 
LA IN VNLEYDPTA AFRNQV VHF 
DFRKLDVFSFGENQNCLVGNV 
DLL\YRNSWNEVRTLHFNGEQS 
MIEALKTILGKMHQDAAPPDSV 
EVFCYSQHLRGLIRTRVQQLVS 
ECIELRLSSTRQETGRFKALRVS 
GQTWGLFFERLNVSVQKLENAI 
EFYGAISHNKLHGLSVQVETNH 
VKLPAVVDGFASEGI1QFFFEET 
QDENGFNIYILDESNRVEVYHH 
CEGSKEELVRDVSRFYSSSHDR 
FTYGSSFINFNLQDPYLRARVSI 
















13179 


43547 


A 


13259 


2 


240 


ISSARHFGALACTLELGKALTF 
GQNDLRQFAVTASAIAALL/SR 
HSPSFEMHMASDTLNFMPFEK 
GTLLAQDGEERFTVTH 


13180 


43548 


A 


13260 


1 


358 


LPFLPSGLRGLAAENKIRRPHSA 
G SFLGPPCGLRGKL V /IS A A ALM 
STTIPISRVQGLLQFLNSKSPISR 
AERSWSTFGASAAFLTTLASLL 
FLFPPLAISSLANSFAKVFPPTPC 


13181 


43549 


A 


13261 


1 


1635 




13182 


43550 


A 


13262 


1 


1363 




13183 


43551 


A 


13263 


5 


249 




13184 


43552 


A 


13264 


15 


280 




13185 


43553 


A 


13265 


6 


363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 












346 


TRYAMLTRHDNHLSKFYLARG 
RYRADFHAPETNTGERCYRYK 
PLPYWLE*RRGRNRYPALQ*TM 
FLPADGPARCLSRQAA1LKESV 


]3187 


43555 


— 


73267 


568 


831 

— 


ELQRHVLVVFAGFWIVKNSRN 
LFLVCRAEHKRSVVKGLLRQQ 
GQG F WFHFQDGF A VE VGN AN 
VIGSE*IVFGIVFPHRERCLVDK 




43556 


— 


73268 









13189 


43557 


A 


13269 


1 


561 




13190 


43558 


A 


13270 


1 


741 




13191 


43559 


A 


13271 


2 


1040 


















13193 


43561 


A 


13273 


2111 


2340 


EVFIRDKLMERRNRRTGRTEKA 
/RDRTVRTWIG E A V A A A A ADG 
VTFSVPVTPHTFRHSYAMHML 
YAGIPVKVLQSQCI 


13194 


43562 


A 


13274 


470 


813 


KTTSFPAKLFNACRJSLLASAEV 
NPNISAYLATWISQIPSCSCRVP 
SDFL1WSTNRYSIRF*SRERLVG 
EAVA/AAAADGVTFSVPVTPHT 
FRHSYAMHMLYAG1PLKVLQS 
LMGH 


13195 


43563 


C 


13275 


440 


1180 




13196 


43564 


A 


13276 


1 


1290 




13197 


43565 


A 


13277 


1 


1036 


MKLMETLNQC1NAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQA 1 RDAEKAGR 

LPHPDMENSRDRFEQRGFEPDV 

RILLTKYSNSNGSQSPWMEEQI 

RDAWGSMVLKNVVRETDEVG 

K DPRPLP Y LG HDE PYTFDINLS 

VNLKSMVVGGTDMGQEPLKQ 

MGAWGPLSLKAMFGFF1RGYG 

FFTPFGRTLFPLGFGSTPPFTFPL 

LTKTIGVFILDKLMERRNRRTG 

RTEKARI WE VTDRTVRTWIGEA 

GAAAAADGVTFSVSVTPHTFR 

HSYAMHMLYAG1PLKDLQSLM 

GHKSISSTEGYTKDFSLDVG\AR 

HRVQF\AMP\ESDAV\AMLKQLF 


1j198 


43566 




13278 






RNGTHPRYIEAVPWGALPAD/G 
VTFSVPV/TPHTFRHSYAMHML 
YAGIPLKVLQSRLALRELQQAV 
HAGLPQQAKILFDGGSE1GK1 PH 
IVLYKPVQCSLWAFVH 


13199 


43567 


A 


13279 


2602 


2976 




13200 


43568 


A 


13280 


982 


1347 




13201 


43569 


A 


13281 


1 


780 




13202 


43570 


A 


13282 


568 


891 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13203 


43571 


A 


13283 




718 


MKEKPSSPRQYSYSFLSSMILLG 

GGESWNLLRADQRLIFAKSWP 

RA SRYQQGHQDLFILRSDLPSQ 

VF1 RDKLMERRNRRTGRTEKAR 

1 WEVTDRTVRT WIG EA V A A A A 

ADGVTFSVPVTPHTFRHSYAM 

HMLYAGIPLKVLQSLMGHKSIS 

STEVYTKWFALDVAAPHPESTP 

VHLPSRENK1PPPIMRIPCGLPTS 

PIEQKQGKISATGTQWRRLKQE 

TRLSSVSARLMSYVGVMC 


13204 


43572 


A 


13284 




1 




496 


AM FG FFIRG YG FFTPFGRTLFPL 
GFGSTPPFTFPLLTKTIGVFILDK 
LMERRNRRTGRTEKAR1WEVT 
DRTVRTWIGEAGAAAAADGVT 
FSVSVTPHTFRHSYAMHMLYA 
GIPLKDLQSLMGHKSISSTEGYT 
KDFSLDVG\ARHRVQF\AMP\ES 
DA VVAMLKQL F 


— — — 


43573 


— 






545 






43574 


— 


1328(5 


- 




735 






— 

i^i! — 


— 


— — 




7^99 








— 


73288 


583 


Tool 






43577 — 


— 


73289 


— 


7239 






— 


— 





^ 


1023 






43579 


— 


— — 





93T 




T% 

r2 |^ 


— — 


— 


— 












43581 


— 


73293 


- 


705 




13214 


43582 


A 


13294 


2 


893 




13215 


43583 


A 


13295 


88 


429 




13216 


43584 


B 


13296 


1 


1419 


















13218 


43586 


A 


13298 


163 


416 


RNGTHPRY1EAVPWGALPAD/G 
VTFSVPV/TPHTFRHSYAMHML 
YAGIPLKVLQSRLALRELQQAV 
HAGLPQQAKILFDGGSE1GKI 


13219 


43587 


A 


13299 


740 


1431 


CCQTLPVFHPPHPSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKK 

PKGLEISA/RPAG ALRH RHRLHR 

PQQPSPPLG 1 PH PSLLYTAQ VFIR 

DKLMERRNRRTGRTEKARIWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


13220 


43588 


B 


13300 


1 


858 




13221 


43589 


B 


13301 


1 


1098 
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SEQ ID 

NO: 


SEQ II) NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13222 


43590 


A 


13302 


1 


1047 


MNRQLSDSYTEDTKEPSDVTTS 

ERTRSPPGSAKTTMIDTLKKLQ 

DVLKTEDSKNPTKSAADLLEQ 

YVKATGPIIEILQKATKTMEMI 

MIVEEKASDELQPDPELQQRYI 

HSVRGKPGLVKQRTQEIETRLR 

LAGLTVSSPLKRSHSLAKLGSL 

TFSTEDLSSRPPGPPPGPPPGLHP 

GPPPRRPPPKLPPPAPPGCSVHC 

CHYPLHFVVSPLEGFYCSLMRJ 

QIVFVTAFVHHDSALLPLDASL 

APEALQNFQRYTGIQHVHRIGM 

AERMWCDRNRERHTVSSSGGN 

RLPNPAPLPNPGVLSAPPNLIQR 

PKADDTSAATIEKKATAT1SAK 

PQITNPKAEIT*NPRVWQGSWI 

GEAVAAAAADGVTFSVPVTPH 

TFRHSYAMHMLYAGIPLKVLQ 

SLRSQ*SVRGKPGLVKQRTQEI 

ETRLRLAGLTVSSPLKRSHSLA 

KLGSLTFSTEDLSSRPPGPPPGP 

PPG LH PGPPPRRPPPKLPPPAPP 

GCSVHCCHYPLHFVVSPLEGFY 

CSLMRIQ1VFVTAFVHHDSALL 

PLDASLAPEALQNFQRYTGIQH 

VHRIGMAERMWCDRNRERHT 

VSSSGGNRLPNPAPLPNPGVLS 

APPNLIQRPKADDTSAATIEKK 

ATATISAKPQITNPKAEITRFCPL 


13223 


43591 


B 


13303 




1185 




13224 


43592 


A 


13304 


529 


774 




13225 


43593 


B 


13305 


1 


1089 




1j>226 




A 








GVESNLVVVVALCHRL1YLVW 
GTRTVRTW1GEAVAAAAADGV 
TFSVAVTPHTFRHSYAMHMLY 
A G I PLKVLQSVRV V ALD V AARH 
RVQFAMPESDAVAMLKQLS 


13227 


43595 


A 


13307 


556 


1040 




13228 


43596 


A 


13308 


1 


984 




13229 


43597 


A 


13309 


95 


428 




13230 


43598 


C 


13310 


1 


426 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13231 


43599 


A 


13311 


116 


1746 


SSVTGRTEKARIWEVTDRTV/R 
RPWIGEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAGIPL 
KVLQSLMGHKS1SSTEVYTKVF 
ALD V A A RHRNRFTQFRL SETK.E 
1TNPYAMRLYESLCQYRKPDGS 
CIVSLKIDWI1ERYQLPQSYQLY 
YFELAIPVGYFYPGSFSTASRJL 
LLHPRG LRAITI A V FGKQNT YIR 
LEPFKINVLEQ1TKHIEKLQCGG 
VVKQLSRRGNNQHISSTYDINR 
ADTQVRRAVNNYDIIVMSNSFN 
GQSEHQVWIARLTWVIGTINVV 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDV 
RILLTKYSNSNGSQSPWMEEQI 
RDAWGSMVLKNVVRETDEVG 
KARLTWGIGTINVVCAADVLIV 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLK.GFEPDVRILLTKYSN 
SNGSQSPWMEEQIRDAWGSMV 
LKNVVRETDEVGKEPPSTNTFR 
HSYAMHMLYAGIPLKVLQSLM 
GHKS1SSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 


13232 


43600 


A 


13312 


1 


1593 




13233 


43601 


A 


13313 


1 


2536 




13234 


J 


A 






1205 


RPEKAR/1 WG VTDRTVRTWIGR 
AVAAAAADGVTFSVPVPPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKSI SSTEVYTKVFA LD V A A 
RHRVQFAMPESDAVAMLKQLS 


]3235 


43603 


— 


I33L5 


79 


351 




13236 


43604 


A 


13316 


1 


2320 












187 


798 




13238 


43606 


A 


13318 


2089 


2610 




13239 


43607 


A 


13319 


1 


1407 




13240 


43608 


B 


13320 


154 


3682 




13241 


43609 


A 


13321 


1 


1206 




13242 


43610 


A 


13322 


1 


255 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13243 


43611 


A 


13323 


3058 


3160 


GSAA*LPPPLPAAFSGSCWLSQ 
RHPELHV*NEIYHLLH*KSFTSC 
*HNLSS*PRYPYLSSERVLW*CL 
SFISK1 * S VTMP* SDL1SLW* KLE 
PLTCRSTSH FRQKLAQ/RLP/A Y 
QQGHQDLF1LRSDLPSQVFIRDK 
LMERRNRRTGRTEKARIWEVT 
DRTVRTWIGEAVAAAAADGVT 
FSVPVTPHTFRHSYAMHMLYA 
G1PLKVLQSLMGHKS1SSTEVYT 
KVFALDV A ARHRVQFAM PESD 
AVAMLKHYPEINALALYLKCG 
TEWIC 




43612 




T3324 





1812 






43613 


— 


73325 





YT16 




13246 


43614 


A 


13326 


583 


751 




13247 


43615 


B 


13327 


826 


2097 




13248 


43616 


A 


13328 


1810 


4163 




13249 


43617 


A 


13329 


686 


2939 




13250 


43618 


A 


13330 


1085 




1690 


SYFIMVKVGTSYVP1NVSFSPKV 
GPGASRYQQGHQDLFILRSDLP 
SQVFIRDKLMERRNRRTGRVIYK 
ARJW\EV\TDRTVR\TWICRGGL 
PAAAADGVTF\SDPGPP\HTFRH 
SYAMHMLYAR*YR*KFLQSLM 
GHKSHPrNGKATPKVFGPGMG 
LARA/HRGAGWQWPKSDAVG\ 
MPKQLSLRTNALGLYMETGKPE 
GIMLFFGC 


73251 — 


43619 


— 


T3331 




327 




— — — 


— — 


- — 


l 2 


^ 


337 




^ 253 


43621 


- — 


T3331 


— 


413 




13254 


43622 


A 


13334 


1 


1256 




13255 


43623 


A 


13335 


1 


1078 




13256 


43624 


A 


13336 


3 


976 




13257 


43625 


A 


13337 


1 


1004 






43626 


— 


13338 


2 


291 


WRKIYEANGKKRKQRLQS*SL 
MKQTLNQQRSKETKKASA/SM 
RIK.YLGIQLTRDVKDLFK.ENYK 
PLLNE1KEDTNKWKNIPCSWVG 
RJNIVKMAIPPK 


T3259~~ 


43627 




13339 


-j 


2022 






— — 


— 


r3^b" 









13261 


43629 


— 


ifsTi 





283 




13262 


43630 


A 


13342 


1 


1245 




13263 


43631 


A 


13343 


1 


1203 




13264 


43632 


A 


13344 


1 


687 




13265 


43633 


B 


13345 


1 


1371 




13266 


43634 


A 


13346 


1 


2241 





1664 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


13267 


43635 


A 


13347 


1 




832 


LKKCIKTPEIPSKHVRNWVPKV 
LEQRRQGLETYLQVASITLIPKA 
DEDT PKKKTTD KN S WTG TD A K 
VFNKILE1KFSSILKRLYWPVLE 
VLARAMRQEKEIKGIQLGKEEV 
KLSRFADDM1VYLENPIVSAQN 
LLKLISNFSKVSGYKINVQKSQ 
AFLYTNNRQMESQIRIKYLGIQ 
LTRDVKDLFKENYKPLLKEIKE 
DTNKWKNIPCSWVGR1NIVKM 
AILPKRYPFCQLCHQSAISTTKG 
VFTSILPLLMIEQLVSGRSCPSV 
AWSSMECTTV 




4^636 

I 


— 


T3348 




T3l4 










T3349 





843 






41638 


— 


T3350 





Toll 






— — 


- — 


— — 





173 






— — 


— 


73352 









323 






43641 


— 






20l0 






— — 


— 


T3354 





T4T3 




— — 


43643 


— 


T3355 





636~ 






— — 


— 


Tr56 





— 

— 




— = 


43645 


— 


T3357 











— — 


— 





j 


HsF 






— — ■ 


— 


T3I59" 


— 


T04T 

— 






43648 


— 


T3560 









13281 


43649 


A 


13361 


1 


612 




13282 


43650 


A 


13362 


1 


992 




13283 


43651 


A 


13363 


1 


1236 




13284 


43652 


A 


13364 




1071 




13285 


43653 


A 


13365 


359 


1250 


KLPMG VA V VKLLH LPK VIIVFW 

LASWMMSRWLHYPDWVTI1AQ 

QVLMNVVSVMQADCRMNLLEI 

FLRWLMRK1FHVRLLPAVSTPP 

NCLNQLLLFFLTPVNYLPGQVM 

HFKKPLQIKRNYLSSRHLTFMS 

RKKLG K V SG\ YKI HVQKS\QAFL 

SANSGQTESQIMSELPFTMASK 

RIKYLGIQLTRDVKDLFKEKYK 

SLLNE1KEDTNK.WKNNPCSWV 

GRINIMKMAILPKVlYRFNAIPl 

KLPMTFFTELEKTTFKFIWNQK 

RAHIAKSNLSQKNKAGGITLPD 

FKLYYKATVTKTT 




43654 


— 


73366 


TT96 


2132 






43655 


— 


T3367 





2271 




132g8 


43656 


A 


13368 


2 


1 105 




13289 


43657 


A 


13369 


1 


2117 




13290 


43658 


A 


13370 


1 


1447 




13291 


43659 


A 


13371 


1 


1669 




13292 


43660 


A 


13372 


1 


2823 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


]3293 


43661 




13373 


1089 


2539 




13294 


43662 


— 


13374 




1787 




13295 


43663 


A 


13375 


1205 


1207 




13296 


43664 


B 


13376 


1 


2745 




13297 


43665 


A 


13377 


1 


2063 




13298 


43666 


A 


13378 


1 


4380 




13299 


43667 


A 


13379 


1 


3347 


MG DFN IPLSTL DRSTRQK VNKD 
TQELNSALHQADLIDSYRTLHP 
KSTEYTFFSAPHHTYSKIDHILG 
SKALLSKCKRTEIITNYLSDHSA 
IKLELRIKNLTQNCSTTWKLNN 
LLLNDYWVHNEMKAEIKMFFE 
TNENKDTTYHNLWDAFKAVCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIRAELKEIETQKTLQKINESR 
SWVFERINKIDRPLARLTKKKS 
EKNQ1DAIKNDK 


13300 


43668 


A 


13380 


1 


2367 




13301 


43669 


A 


13381 




1116 




13302 


43670 


A 


13382 


1 


1095 




13303 


43671 


A 


13383 


670 


1500 


QTESSSTSKSLSTMIKWASSLG 

WQGWFNIRKS1NVIQHIKGIQR 

QKPHDYLNRCRKSL*QNSTTLH 

AKNSQ*1\AQNLLKLISNFNKVS 

G Y KIN VQKSQAFLYTSN RQTES 

QIMSELPFTIASKRJKYLGIQLTR 

DVKDLFKENYKPLLKEIKEDTN 

K WKN IPCS WVGR1NI VKMA1 LP 

KV1YRFNA1PIKLPMTFFTELEK 

TTLKF1WNQKRAHIAK.SILSQK 

NKAGGITLPDFKLYYKATVTKT 

AWYWYQNMCYRSMEQNRALS 

YYVAYLQPSDL 


13304 


43672 


A 


13384 


441 


3131 








B 


13385 




5688 






43674 


B 


13386 


916 


2165 




13307 


43675 


A 


13387 


1 


1529 


MDPPAGAARRLLCPALL*LPAG 
* PLRPRL AG A AP APGTALLHER 
AMPL*LRPGLHDVHGVPDL 




43676 


A 


13388 


1 


714 




13309 


43677 


A 


13389 


3 


457 




13310 


43678 


A 


13390 


2 


492 




13311 


43679 


A 


13391 


3 


1201 




13312 


43680 


A 


13392 


1 


309 




13313 


43681 


A 


13393 


2 


1073 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2)7 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13314 


43682 


A 

- — 


13394 


3119 




6984 


CIVKHAAMRSAMTSLAARITVL 
NPTRATTPNT/RVADDQGFLRQ 
WSKVAKERKLQRLYIGEPSAEA 
VAAQMPDLILISATGGDSALAL 
YDQLSTIAPTLI1NYDDKSWHPR 
LSFNKADEITTVFCGSKKSLAN 
G I PM AN 1 LFPTS V I ATQQTQHFR 
FVDDFNAQFLRFASLDPAASPA 
ITISGKATLE1PGTELVFYAALE 
KKLN1KPGQTTFDGRFTLLPTC 
CLGNCDKGPNMMIDEDTHAHL 
TPEAIPELLER 




43683 




T339! 




587 






43684 




T3396 





— 




133]7 


43685 


— 


T3397 

* 


430 


— 




— — 


43686 


- — 






— 




— - 


43687 


— 


7^399 




1647 









— — 


P400 




2652 




]3321 


43689 


- — 


T3401 




T494 




13322 


43690 


A 


13402 




750 




13323 


43691 


A 


13403 




513 




13324 


43692 


A 


13404 




2254 




13325 


43693 


A 


13405 




746 




13326 


43694 


A 


13406 


3 


428 


LGDDFVRAAN1ILHCEGKVVVS 

G1GKSGH1GKKIAATLASTGTPA 

FFVHPAEALHGDLGM1ESRDV 

MLFISYSGGAKELDLIIPRLEDK 

SIAL\GKPTSPLGLAAKAVLDIS 

V ERE ACPMH L APTS STVN TLM 

MGDALAMAV 









T3407 





1431 






43696 

* 


— 


13408 


— 


2481 




— — 




- — 


— — — 





783 




1333Q 


43698 


— 


13410 




729 




13331 


43699 


A 


1341 1 




843 




13332 


43700 


A 


13412 




128 




13333 


43701 


A 


13413 




136 




13334 


43702 


A 


13414 




492 




13335 


43703 


A 


13415 


3 


619 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13336 


43704 


A 


13416 




1600 


GQACHASSSPLKGSRGSPPNFEI 

LYGPIFEDSLAPD*PKVIAGQ\IT 

LRDAVTGPISSPNEAGKIYQLKP 

NPAVLICRVRGLHLPEKHVTW 

RGEAIPGSLFDFALYFFHNYQA 

LLAKGSGPYFYLPKTQSWQEA 

AWWSEVFSYAEDRFNLPRGTIK 

ATLLIETLPAVFQMDEILHALR 

DHIVGLNCGRWDYIFSYIKTLK 

NYPDRVLPDRQAVTMDKPFLN 

AYSRLLIKTCHKRGAFAMGGM 

A AFI P SKDEEHNN Q VLNK V KA 

DKSLEANNGHDGTWIAHPGLA 

DT A MAVFNDI LG SRKNQLE VM 

REQHAPITADQLLAPCDGERTE 

RKFNALMESEKGQSQNLWKFA 

VYSGLRHGELAALAWEDVDLE 

KGIVNVRRNLTILDMFGPPKTN 

AGIRTVTLLQPALEALKEQYKL 

TGHHRKSE1TFYHREYGRTEKQ 

KLHFVFMPRVCNGKQKPYYSV 

SSLGARWNAAVKRAGIRRRNP 

YHTRHTFACWLLTAGANPAFIA 

SQMGHETAQMVYE1YGMW1D 

DMSDEQIAMLNARVM 


13337 


43705 


A 


13417 


2 


278 




13338 


43706 


A 


13418 




662 


GHLW1R1DLSQSAVSHSVKELE 
NHTGVRLLDRTTREVVLTDAG 
QQLALRLERLLDELNSTLRDTG 
RMGQQLSGKVRVA ASQT1 SAH 
LIPQCIAESHRRYPDIQFVLHDR 
PQQ WVM ESIRQGDVDFGIV1DP 
GPVGDLQCEA1LSEPFFLLCHRD 
SALAVEDYVPVALPLPEGSPLVV 
KR1TPVVERQLMLVRRKNRSLS 
TAAEALWDVVRDQGNALMAA 


13339 


43707 


A 


13419 


' 


646 


GQQLSGKWRVAASQTISAHLIP 
QC1AESHRRYPDIQFVLHDRPQ 
QWVMESIRQGDVDFGIVIDPGP 
VGDLQCEAILSEPFFLLCHRDSA 
LAGGDYVPWQALQGAKLVLQ 
DYASGSRPLIDAALARNGIQAN 
IVQEIGHPATLFPMVAAGIGIS1L 
PALALPLPEGSPLVVKRITPVVE 
RQLMLVRRKNRSLSTAAEALW 
DVVRDQGNALMA\GRE 


13340 


43708 


A 


13420 


1 


1068 




13341 


43709 


A 


13421 


1 


381 




13342 


43710 


A 


13422 


3 


938 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13343 


43711 


A 


13423 


595 


1630 


CSWHDRFPDWKAGRILPISEPPS 

NR1FACWGKPAWTACCN/FSQG 

QAVKGNQLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

QDFADFGTT1KQDFRLLGQTSV 

DRLLQLSQGQAVKGNQLLPVS 

LVKRKTTLAPNTQTASPRALAD 

SLMQLARQVSRLESGQDFADF 

GTTIKQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKT 

TLAPNTQTASPRALADSLMQLA 

RQVSRLESGHYDHDYEFELGTR 

FRAV1IKLCNGDSLRHFMTSVY 

ALVKCFHEGDPLHKTGCQHLIP 

KQQQNEKYQVPQFDQSTIKNIE 

SAKGLDVWDSWPLQNADGTV 

AEYNGYHVEMLLREAGKAGFC 

RFRNHHQTGFSPAGANQRGPL 

AATLSGPGGEGQSAVARLTGE 

KKNHPGAQYANRLSPRVGRFFN 

AAGTTGNSYDHDYEFELGTHQ 

RLGAVARIVGDDLLNELRRDV 

VDARAGDVDQHAHAEKGDFR 


13344 


43712 


A 


13424 


1 


1395 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13345 


43713 


A 


13425 


1307 


1992 


DKLNPVAHQKAYLAQSSQCHP 

QNARLVQHTQIRILPISEPPSNRI 

FACWGKPAWTACCN/FSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGQDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQD 

FADFGTTIKQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLV 

KRKTTLAPNTQTASPRALADSL 

MQLARQVSRLESGQDFADFGT 

TIKQDFRLLGQTSVDRLLQLSQ 

GQ A VKGNQLLP VSL VKRKTTL 

APNTQTASPRAL A DSLMQL AR 

QVSRLESGQLKHKEVESPNRPI 

TSSE1QVLIKSLPIKKSPGPDGFT 

AEF YER Y KEEL VPFLL KLFQTIE 

QERLLPNSFYEASIILTSKPSRD 

ATKKDNFRPTSLMNIYAKILNK 

IGQTESSSTSKSLFSTIKSVSSPE 

CKAGSTYANQDFADFGTTIKQ 

DFRLLGQTSVDRLLQLSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGQETTPWSPFSDPVLAFDY 

KVFMAFVYNVVRVSQRMVVA 

GC1SAFNDKLLNDLICFPVAPVS 

SKQIFPSDVKVAEPDHSCVSSY 

RIGSMAPNLTLSEMPRHNYFPA 

GNSVDHDNEFEL 


13346 


43714 


A 


13426 


560 


844 




13347 


43715 


B 


13427 


200 


1519 




13348 


43716 


A 


13428 


950 


1230 


CSWHDRFPDWKAGRILP1SEPPS 

NRJFACWGKPAWTACCN/FSQG 

QA VKGNQLLP VSLV KRKTTL A 

PNTQTASPRALADSLMQLARQ 

VSRLESGQDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

QDFADFGTTIKQDFRLLGQTSV 

DRLLQLSQGQAVKGNQLLPVS 

LVKRKTTLAPNTQTASPRALAD 

SLMQLARQVSRLESGQDFADF 

GTTIKQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKT 

TLAPNTQTASPRALADSLMQLA 

RQVSRLESGQ 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrst 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13349 


43717 


A 


13429 


695 


1060 


FRQRSVAFPPTVPNACVSVRSR 
ERDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQ*AQR 
N*CRKHRLSIPRK 


13350 


43718 


A 


13430 




1558 


MRDI FWVPDICKVMLYLVFFRS 
MGTPLRAVAMGLVITSWKIAQ 
KPRDFADFGTTINQDFRLLGQT 
SVDRLLQLSQGQAVKGNQLLP 
VSLKTDTKAKNLYLTKAYYGG 
GTNFFRKESQKLQQSAKKRDA 
ELANGALGIIELNNDYTLKKVM 
KPL1TSNTGFADFGTTIKQDFRL 
LGQTSVDRLLQLSQGQAVKGN 
QLLPVSLVK.RKTTLAPNTQTAS 
PRALADSLMQLARQVSRLESG 
Q*AQRN 


1jj51 


43719 


A 


13431 


j91 


1676 


FIRDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SL V K RKTTLAPNTQTA SPR AL A 
DSLMQLARQVSRLESGQ*AQR 







- — 










Terii 






43721 


— 


L3433 




2150" 




13354 


43722 


B 


13434 


1 


1282 




13355 


43723 


B 


13435 


l 


1225 




13356 


43724 


A 


13436 


350 


709 




13357 


43725 


A 


13437 


1 


2236 




13358 


43726 


A 


13438 


548 


1698 


RSWLRSSLSGSIPIATEISCTSCE 

ASTSS/VRDFPGVKDLTFQWHD 

RL1FAIARLLGRSACGVTFHKEQ 

LGTVKVLRGTISQFARQRRAAG 

QLFTHHFFGRTHTALGAGNRH 

LRQQFSRLNVLVQPQDKGIFHH 

ARNECRALTRRETPAFFRIRAVF 

1MSQLSQTQLHIFFTARPAGLAS 

KCRKPPQ AC YL WDFADFGTTI K. 

QDFRLLGQTSVDRLLQLSQGQ 

AVKGNQLLPVSLVKRKTTLAP 

NTQTASPRALADSLMQLARQV 

SRLESGQN1ESAKGLHVWDSW 

PLHNADGTVDEYNGYHVVFAL 

AGSPKDADDTSIYMFYQKVGD 

NSIDSWKNAGRVFKDSDKFDA 

NDP1LKDQTQEWSGSATFTSDG 

KIRLFYTDYSGEHYG 


13359 


43727 


B 


13439 


448 


1116 




13360 


43728 


A 


13440 


97 


1636 




13361 


43729 


A 


13441 


1 


1296 




13362 


43730 


B 


13442 


1 


2160 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


13363 


43731 


A 


13443 


485 


865 


FIRDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQS*NSS 
KTKNTKCLNSINQRLKILSLQK 
DLMCGTAG RCKTLTEQ 


13364 


43732 


A 


13444 


816 


1194 


SLILFLRJiRRAVEKRGKVWKDS 

CPNGTTLTLSGA1FLFIRDFADF 

GTPITQDFRLLGQTSVDRLLHLS 

QG QA V K.GNQLLP VSL V KJIKTT 

LAPNTQTASPRALADSLMQLA 

RQVSRLESGQ*AQRN 


13365 


43733 


R 


13445 


1 


2710 




13366 


43734 


A 


13446 


2027 


2934 


NPRILPISEPPSNRIFACWGKPA 

WTACCN/FSQGQAVKGNQLLP 

VSLVKRKTTLAPNTQTASPRAL 

ADSLMQLARQVSRLESGQDFA 

DFGTTI KQDFRLLGQTS VDRLL 

QLSQGQAVKGNQLLPVSLVKR 

KTTLAPNTQTASPRALADSLMQ 

LARQVSRLESGQSRVHSHSLGP 

LPTTTTGSLINQKKGGVSGGPG 

SKEQAEISCLK.ERKDLGLGILGS 

TVGILKVKHQGASTKQGHSQD 

L1KILLSDTSLSTPAAPMVDSLIA 

RVGVMARGNAITLPVCGRDVK 

FTLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDL1PSFLLTGQ 

QTPAFGRRVSGVIE1ADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQYMNLLPIFLRWLMR 

K1FHDEHGVPQDQQEEEPISETII 

EEEIPSINSDLGNELYFVKLPKF 

LS1EPKDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQP 

HSTDSATHRKMTLSLADRCSKT 

QKIR1LPMAGRDPECQRTEMIK 

SSDLMAEIIQEHKEDQLPELEQL 

EHIGLFSHAEIKAIIKKASDLQY 

RIQERALFKDDFINYVLHEIPLF 

EQIQRRTRIGYSLKHGIRAVKA 

TIVRA L YGR1KPAGVV VTRS VP 


13367 


43735 


A 


13447 


1 


5240 




13368 


43736 


A 


13448 


4733 


4753 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13369 


43737 


A 


13449 


299 


761 


LNTTAITLCLLLREARKTLMTH 
QSTCFIKRDFADFGTTIKQDFRL 
LGQTSVDRLLQLSQGQAVKGN 
QLLPVSLVKRKTTLAPNTQTAS 
PRALADSLMQLARQVSRLESG 
Q*AQRN**PVPKEKRRRGDRQE 
HQQPCRNTEGTALRVWAARDQ 


13370 


43738 




13450 


3925 




F1RDFADFGTT1KQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLV KRKTTLAPNTQTASPRAL A 
DSLMQLARQVSRLESGQ*AQR 
N 


13371 


43739 


A 


13451 


2 


1040 




13j72 


43740 










HLASWVVALVLHWGCVWVTA 
ESSTSKTRSPFRARSWIGEAVA 
AAAADGVTFSVPVTPHTFRHSY 
AMHMLYAG1PLKVL\QSLMGH 
KSISSTGVPSSNS 


13373 


43741 


A 


13453 


1 


1290 




13374 


43742 


A 


13454 


289 


1338 




13375 


43743 


A 


13455 


1 


732 




13376 


43744 


A 


13456 


982 


1347 




13377 


43745 


A 


13457 


116 


1746 


SSVTGRTEKARIWEVTDRTV/R 
RPWIGEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAG1PL 
KVLQSLMGHKSISSTEVYTKVF 
ALDVAARHRNRFTQFRLSETKE 
ITNPYAMRLYESLCQYRKPDGS 
C1VSLK1DW1IERYQLPQSYQLY 
YFELAIPVGYFYPGSFSTASRIL 
LLHPRGLRAITIAVFGKQNTYIR 
LEPFK1NVLEQITKHIEKLQCGG 
V VKQLSRRGNNQH1 SSTY D1NR 
ADTQVRRAVNNYDIIVMSNSFN 
GQSEHQVWIARLTWVIGTINVV 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDV 
RILLTKYSNSNGSQSPWMEEQI 
RDAWGSMVLKNVVRETDEVG 
KARLTWG1GTINVVCAADVL1V 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLKGFEPDVR1LLTKYSN 
SNGSQSPWMEEQIRDAWGSMV 
LKNVVRETDEVGKEPPSTNTFR 
H SYAMHMLYAGIPLKVLQSLM 
GHKS1SSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 


13378 


43746 


A 


13458 


1 


780 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13379 










396 

— 


SS VTG RTEKARI WE VTDRTV/R 
RPW1GEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAG1PL 
KVLQSLMGHKSISSTEVYTKVF 
ALDVAARHR 


]3380 


43748 


— 


T3460 









]3381 


43~749 


— 


73461 





545 




13382 


43750 


A 


13462 


1 


1110 




13383 


43751 


A 


13463 


1 


870 




13384 


43752 


A 


13464 




1422 




13385 


43753 


A 


13465 


1 


1599 




13386 


43754 


A 


13466 


614 


1236 


TA RV A AARRRCQC WG SG ACGS 
ALTLPRTSSLTLTETP1VQQTRM 
VVRCPTASLPSQWRSCPSSTWA 
VPKTPPTWTCWRNSAILSL/VVF 
IRDKLMERRNRRTGRTEKARIW 
EVTDRTVRTW1GEAVAAAAAD 
G VTFS VPVTPHTFRHSYAMHM 
LYAGIPLKVLQSLMGHKSISSTE 
VYTKVFALDVAARHRVQFAMP 
ESDAVAMLKQLS 


|3387 


43755 


— 
— 


T3467 




1 


1023 




133g8 


43756 




13468 




699~ 




13389 


43757 


B 


13469 




1281 




13390 


43758 


B 


13470 


77 


751 




13391 


43759 


A 


13471 


1 


705 




13392 


43760 


A 


13472 


2 


893 




13393 


43761 


A 


13473 


206 


837 


CAGAGGIARRRAEKEKALSAV 
NLDPTSRRLSSTSLPGAPPNPRV 
AAAGLSRRRPTPESAGRKS/GR 
WPRASRYQQGHQDLFILRSDLP 
SQVFIRDKLMERRNRRTGRTEK 
ARIWEVTDRTVRTWIGEAVAA 
AAADGVTFSVPVTPHTFRHSYA 
MHMLYAGIPLKVLQSLMGHKS 
ISSTEVYTKVFALDVAARHRVQ 
FAMPESDAVAMLKQLS 


]3394 


43762 


— 


13474 




1416 




13395 


43763 


A 


13475 




765 




13396 


43764 


B 


13476 




519 




13397 


43765 


A 


13477 




2784 




13398 


43766 


A 


13478 




624 




13399 


43767 


A 


13479 


2089 


2454 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13400 


43768 


A 


13480 


740 


1431 


CCQTLP VFHPPH PSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKK 

PKGLE1SA/RPAGALRHRHRLHR 

PQQPSPPLG1PHPSLLATAQVFIR 

DKLMERRNRRTGRTEKARIWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


13401 


43769 


A 


13481 


2 


2309 




13402 


43770 


A 


13482 


1 


603 




13403 


43771 


A 


13483 


1 


762 


MVPHSTGKSWNGCDPTSATLD 
QL VTVFFMKLFS 1GDARIPCLGP 
RSHSYRRSDYYSGTTIHSCCRA 
DYWSGTTAHLYCRSDYHPVPS 
FIL VTSTTNHQPLKPS 1 SE AS WN 
PLFASL/HHLQL1TES/W/YMSLA 
TTVFIRDKLMERRNRRTGRTEK 
A Rl WE VTDRTVRTWI GE A V A A 
AAADGVTFSVPVTPHTFRHSYA 
MHMLYAGIPLK.VLQSLMGHKS 
ISSTEVYTKVFALDVAARHRVQ 
FAMPESDAVAMLKQLS 


13404 


43772 


A 


13484 


1 


762 




13405 


43773 


A 


13485 


1 


615 












887 


1203 


RPEKAR/1WGVTDRTVRTWIGR 
AVAAAAADGVTFSVPVPPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKSISSTEVYTKVFALDVAA 
R H R VQF AM PESD A V AM LKQL S 


134Q7 


43775 


— 


13487 




855 




13408 


43~776 


A 


13488 




927 




13409 


43777 


A 


13489 




921 




134 1 ? 


isT^ 








3216 










13491 




1974 






43780 


— 


13492 




1221 




13413 


43781 


B 


13493 




2337 




13414 


43782 


A 


13494 




1273 




13415 


43783 


A 


13495 




1251 




13416 


43784 


A 


13496 


1999 


3237 




13417 


43785 


A 


13497 




1773 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13418 


43786 


A 


13498 




633 

— 


AQALIATYGRDRDPGRPLWLG 
SVKSNIGHTQAAAGVAGVIKM 
VMAMRHGQLPRTLHVESPSPE 
VFIRDKLMERRNRRTGRTEKAR 
I WE VTDRTVRT WIG EA V A AAA 
ADGVTFSVPVTPHTFRFSYAMH 
MLYAGIPL\*VLQSLMGHKS1SS 
TEVYTKVFALDVAARHRVQFA 
MPESDAGGPGTCACSQQGCRL 
RGSSVSPGRQHPQPHVRV 




43787 


— 


13499 


To! 






1342Q 


43788 


— 


13500 


686 


3925 




13421 


43789 


A 


13501 




2084 




13422 


43790 


A 


13502 


734 


834 




13423 


43791 


A 


13503 


1 


1075 




13424 


43792 


A 


13504 




357 




13425 


43793 


A 


13505 


795 


1273 


SHPFFSTDWSTDTGFRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFWLASWMMSRWLHYPDWVT 
IIAQQVLMNVVSVMQADCRMN 
LLEIFLRWLMRKIFHVRLLPAV 
STPPNCLNQLLLFFLTPVNYLPG 
QVMHFKKPLQIKRNYLSSRHLT 
FMSRKKLG 














SHPFFS TDWS I'D 1 GVRSK.SI WC 
HRNCRW/RVAVVKLLHLPKVII 
VFWLASCMMSRCPHYPDWVT1 
IAQQVLTPRKDVMQADCRMNL 
LEIFLR WLMRK 1 FH GFGM 


13427 












WHYREPLLLRAQLTNPPSGQLV 
SITK Y LQP VE Y * A Y VLE * Q AHL 
HYQLKSVDQWPVQKQFSSGSD 
LYQLH PFH VQHFLEPCFPRHPE 
FAPPSTGTESHYYCCIW 


13428 


43796 


B 


13508 


1 


1494 




13429 


43797 


A 


13509 


1 


554 


MTARKARKITRRWRIGEAADL 

VGVSSQAIRDAEKAGRLPHPD 

MEIRGRVEQRVGYTIEQINHMR 

DVFGTRLRRAEDVFPPVIGVAA 

HKGNDPQGTASMYHGWVPDL 

HIHAEDTLLPFYLGEKDDVTYA 

1KPTCWPGLDIIPSCLALHRIETE 

LMGKFDEAQPNLGIGT/N*CRM 

CC*CADCSHAC 


13430 












DTYSVSW1GEAVAAAAADGVT 
FSVPVTPHTFRHSYAMHMLYA 
GIPLKVLQSQYPIFKLSYKNPVT 
QTAWF\WFPNRIFGPVPINVSFS 
PKVGPGLPGII 


13431 


43799 


A 


13511 


65 


277 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13432 


43800 


A 


13512 


327 


748 


VHQFHGSLHEGFCAGCGCPAP 

GTVCDAGGFCRFRNHHQTGFSP 

AGANQRGPLAATLSGPGGEGQ 

on V ArvL-I VjCrvrvlNrll UAy i AIM\ 

LSPRVGRFINAAGTTGFPTG K.R 
AKSIWCHRNCRW/RVAVVKLL 
HLPKV1IVFWLAS 


13433 


43801 


A 


13513 


512 


580 




13434 


43802 


A 


13514 


2096 


2272 


EWRNVCGVTGTENVTPSAAAA 
QPPPQSRPFSWILRPF*RP*RKIS 
TSFIRPLFTFLPA 


13435 


43803 


A 


13515 


402 


2784 


RKNPFILH*LFR*TLRQTKPDNS 

AGKCVKI**HTQNQRSGRSQSD 

F*RRRKNISERSAAYR*RQLYIR 

RQPYAERPSXHVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGIIELNNDYTLK 

KVMKPL1TSNTVTDEIERANVF 

KMNGKWYLFTDSRGSKMTI DG 

INSNDIYMLGYVSNSLTGPYK.P 

LNKTGLVLQMGLDPNDVTFTY 

SHFAVPQAKGNMVVITSYMTN 

RG FFEDKKATF APS FLMNIKGN 

KTSVVK.NSILEQGQLTWLQVA 

KRAGLGGGQSGRTVLRERLPN 

YKNFKGTIQELGQNQYAVSGEI 

FVVDRNTVEITELPVRTWTQVY 

KJEQVLEPMLNGTDKTPALISDY 

KEYHTDTTVKFVVKMTEEKLA 

QAEAAGLHKVFKLQTTLTCNS 

MVLFDHMGCLKKYETVQDILK 

EFFDLRLSYYGLRKEWLVGML 

G AESTKLMNQARFI LEKIQGKIT 

IENRSKKDLIQMLVQRGYESDP 

VKAWKEAQEKCDNLKTCHTSH 

GSVMAETAVINHKKRKNSPRIV 

QSNDLTEAAYSLSRDQKRMLY 

LFVDQIRKSDGTLQEHDGICE1H 

VAKYAE1FGLTSAEASKDIRQA 

LK.SFAGKEVVFYRPEEDAGDE 

KG YESFPWFIKRAHSPSRG L YS 

VHINPYLIPFFIGLQNRFTQFRLS 


13436 


43804 


A 


13516 


2 


199 


WRKKSLDIPPLIIPNG1VKNILRH 
FSQLLNVPITRPFSWILRPF*RP* 
RKISTSFIRPLFTFLPA 


13437 


43805 


A 


13517 


1 


1887 
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SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13438 


43806 


A 


13518 


125 


828 


ECRKHTKLKLQPTIWHVLKI/Y 

NSEKLLVYRKLLQVLTGLYKRS 

NLGVRLYACCGLLLCPAYPQH 

FAHGYVDK1PGYPGRAGTLTGL 

HPMQCDNLKTCHTSHGSVMAE 

TAVINHKKRKNSPRIVQSNDLT 

EAAYSLSRDQKRMLYLFVDQIR 

KSDGTLQEHDGICEIHVAKYAE 

IFGLTSAEAILRYFIKHSADMEA 

1 TNG MMN LNRQRH QHL V ALRI I 

FAHGENGGEEVVHIGHV 


]3439 


43807 


— 


T35T9 


504 


755 


E PCFPAHPEFAPLSTG A ESHI I Y 
CCIW*AKYVHQARTL*DQRS*A 
DHEAYRKTAVRRCSQTTQQAW 
EQL V HQQH1LPS SCRYPG 


13440 


43808 


B 


13520 


1 


1980 




13441 


43809 


A 


13521 


923 


1063 




13442 


43810 


B 


13522 


1 


1932 




13443 


43811 


A 


13523 


383 


1383 


RKVFFIALKRMPAMKKAMNLF 
LGLSNVRTVHPEGFTVYISTHIS 
FPSLSGYKTRLRSFGLVKQKKS 
PILLEVLARE1RQE/KEIKGIQFG 
KEEVKLSLFADDMIVYLENPIV 
SAQNLLKLISNFSKVSGYKINV 
QKSQAFLYTNNRQTESQIMSEL 
PFTIASKRJKYLG1QLTRDVK.DL 
FKENYKPLLNEIKEDTNKWKNI 
PCSWVGR1NIVKMAILPKLSRM 
HGRPHQPPNAASTLPFPKRRSH 
YGQKSERLSRSGDNRKSHPECR 
HWQSCAKK.SRCLAFTRTVRHT 
PRSAYLLTRTIELLESSALWHV 
QTQR1YAPLYETLDPGNRTHCE 




43812 


B 


13524 


107 


1000 




13445 


43813 


A 


13525 


1778 


1897 




13446 


43814 


A 


13526 


273 


421 


SHPFFSTDWSTDTGVRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFSSAS 


13447 


43815 


A 


13527 


273 


697 


SHPFFSTDWSTDTGVRSKSIWC 

HRNCRW/RVAVVKLLHLPK.VU 

VFWLASWMMSRWLHYPDWVT 

I1AQQVLMNVVSVMQADCRMN 

LLEIFLRWLMRIIFHVRLLPAVS 

TPTNCLNQLLLFFLTPVNYLPG 

QSGTTVPLVSSV 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13448 


43816 


A 


13528 


273 


688 


SHPFFSTDWSTDTGVRSKS1WC 
HRNCRW/RVAVVKLLHLPKVI1 
VFWLASWMMSRWLHYPDWVT 
11AQQVLMNVGSVMPADCRMN 
LLEIFLRWLMRKIFTTGLRSFGL 
VKQKKSP1RMPCVYTNPCVSIV 
SRMGQASSL 


13449 


43817 


B 


13529 


1 


1053 




13450 


43818 


B 


13530 


1 


1869 




13451 












EDLSDTGVRSKS1WCHRNCRW/ 

RVAVVKLLHLPKVIIVFWLASW 

MMSRWLHYPDWVTIIAQQVL 

MNVVSVMQADCRMNLLEIFLR 

WLMRK.IFHSSLEDPRNWHL 


13452 


43820 


B 


13532 


148 


334 




13453 


43821 


A 


13533 


2 


147 


TSMDKGLQGALKKKI*DL*KK* 
LMCNIPVDKWITPREVFSGIVCK 
QNI 


13454 


4 j 822 


A 


13534 


151 


325 


KA1CHNTFSKPSMDKGL/LRRS 
K K.EGFKT Y KKNI YKN I P V DK WI 
TPREVFSGIVCKQNI 


13455 


43823 


A 


13535 


283 


406 


HRTK1SIVPEGIFKSFSLPLAG1M 
TEQYFL*TLHRLLRLIM 


13456 


43824 


B 


13536 


1 


1902 




13457 


43825 


A 


13537 


508 


1041 


LWREASKDIRQALKSFAGKEV 
VFYRPEEDAGDEKGYESFPW/C 
YQIAWHSPSRGLYSVHINPYLIP 
FFIGLQNRFTQFRLSETKEITNP 
YAMRLYESLCQYRKPDGSGIVS 
LKIDWIIERYQLPQSYQRMPDF 
RRRFLQVCVNErNSRTPMRLSYI 
EKKKGRQTTH1VFSFRDITSMTT 


13458 


43826 


A 


13538 


1 


1422 




13459 


43827 


B 


13539 


1 


1002 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13460 


43828 


A 


13540 




160 


MVLIVAATVVVVVVVGLCWM 

AKSECRSAMRLSSLQVRIFTYLl 

GREAAFADNLKWMACANKES 

ALLDRFIFLILLLCKEPWECHCL 

PLFK.VAMPSKCDIPVICAHINIG 

FTLRQLRGFGPCNIGSFEAKDS 

KNPQVRVISQKHKALRCIWFIT 

CS1CNPEFTEGALQGNKQRKRQ 

CLQWFRAKALESNEPGFEFIQD 

KLLTQSLCFFPYTFL WLTGPHPS 

GSSYTDPCSSKADVTPSSTAVQ 

EHSSALELKTKIVSPITRQQHGF 

FTQ1 STLADVQENVMEYLH VLS 

RPKVIDQEHDVVWTEAYIDSTV 

CRVKRRQLLLQQVPLTRKQQF 

LPAPYVDLDSARTRTNKQQQN 

PIIYTGSKQGSHV1LFHYGESWN 

LLRADQRL1FAKSWPRASRYQQ 

GHQDLFILRSDLPSQVFIRDKL 

MERRNRRTGRTEKAR1 WEVTD 

RTVRTWIGEAVAAAAADGVTF 

SVPVTPHTFRHSYAMHMLYAG 

IPLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRVQFAMPESDA 

VAMLK.QL*QPQWWWWSW*D 

CAGWRKVNAAQPCVCLPFRFA 

SSHTSLDERLRLQT1 




43829 


— 


13541 


48 


668 




13462 


43830 


A 


13542 


1 


1278 




13463 


43831 


A 


13543 


100 


157 




13464 


43832 


A 


13544 


1 


1122 




13465 


43833 


B 


13545 


1 


1131 




13466 


43834 


A 


13546 


273 


812 


SHPFFSTDWS 1DTGVRSKS1WC 
HRNCRWESPS*SC/WHLPKVIIV 
FWLASWMMSRWLNYPDWVTII 
AQQVLMNVVSVMQADC\KRIC 
WKYFCAG*CGKIFTYQ**TWYN 
NTETSMSQKPCKMKR1/YSREE 
LAV*KMDHHSDLISLW*KLEPL 
TCRSTS H FRQKL AQGFP VSTGT 
PGFIYSAK 


13467 


43835 


B 


13547 


1 


987 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13468 


43836 


A 


13548 


246 


2065 


LVGWLDGWLDGWLIVALPFM 

Ml P WHSSIQPFTIHPFN WNFG *M 

PELCPQ1\GMDSWLAGWM/CWL 

DGWLDGW*MAKLRKPVL*PD 

KEGNEIWVDMYTVKPSGWTVR 

TFDKPRKRFIA FF1AGILFRA 1 KN 

HFLPRETLQCLPYILTGFRRGQS 

EYFSIFSNM DL ADT V M FL I V A L 

PFMMIPWHSSIQPFTIHPFNWNF 

G 


13469 


43837 


A 


13549 


2 


118 
















THGIRIGDFFCFTKRKLRKPVL* 
PDKEGN EI WVDM YT VKPSG WT 
VRTFDKPRKRFIAFFIAGILFRAI 
KNHFLPRETLQCLPY1LTGFRRG 
QSEYFS1FSNMDLADTVMFL 


13471 


43839 


A 


13551 


147 


417 


SSSWGRSSPQLVCG1FQTAGPQS 

LCKWNQ*VLAQTNKKTAGTSA 

DLYVPV*QL*RKAVVLPTNAP 

WRFWRTRQEWFSSRGRSGYQS 

QET 


13472 


43840 


A 


13552 


1 


2418 




13473 


43841 


B 


13553 


1 


1848 
















EWRNVCGVTGTEKVTPSAAAA 
ATASPIQVLTVLSVTSQIRAFSV 
LPVRRLRRSMSLSRJNTCVNRF 
CNPIKKGMRYGLICPL*SLLDGL 
CARLFNQGKDS 


13475 


43843 


A 


13555 


83 


440 


SLLFKCSGV1VLRRPLGYRQVM 
N VTRRCLLRTH WMI SSLLF Y * L 
VNRHRRSVEEYLVSYTLPMGV 
AVVKLLHLPKNFVSLITPRGRL 
EKERAFLFQHMRSISTGLKIFV 
MHTSCPMVVC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13476 


43844 


A 


13556 


1337 


2583 


QQRR* MCQNLMTH\QNQRSGR 
SQNDF*RRRKNISERSAVYR*R 
QLYIRRQPYAERPSVHVEDKGH 
KYLVFEANTGTENGYQGEESLF 
NKAYYGGGTNFFRKESQKLQQ 
S AKKRD A EL ANG ALG IIELNND 
YTLKKVMKPLITSNTVFIRDKL 
M E RRNRRTG RTEKA RI WE VTD 
RTVRTWIGEAVAAAAADGVTF 
SVPVTPHTFRHSYAMHMLYAG 
IPLKVLQSLMGHKSISSTEVYTK 
VFALDVAARHRIRKSDGTLQEH 
DGICEIHVAKYAEIFGLTSAEAS 
KDIRQALKSFAGKEVVFYRPEE 
DAGDEKGYESFPWFIK.RAHSPS 
RGLYSVHINPYL1PFFIGLQNRF 
TQFRLSETKE1TNPYAMRVTNP 
CVSIVCVNErNSRTPMRLSYIEK 
KKGRQTTHIVFSFRDITSMTTG 




^g^g 





















3^26 


T5T7 


SGLLPIKVAFTKPQFLFILLR1W* 
AKYVHQARTL*DQRF*ADHEA 
YRKTAVRRCSQTTQQAWEQSA 
HQQHIRH 


13479 


43847 


B 


13559 


1 


3822 




13480 


43848 


A 


13560 


848 


1476 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFEL1PSIVIF 

EPRESVNKYHLPF1LKTFARS1SS 

VTVFEV1SGFITFFNV*SLFNSMI 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGC1IAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


13481 


43849 


A 


13561 


1 


2196 
















SGLLPIKVAFTKPQFLFILLRIW* 
AKYVHQARTL*DQRS*ADHEA 
YRKTAVRRCSQTTQQAWEQSA 
HQQHIRH*SCRYPS*ARCQ*LTG 
QIVHRGEKKEQQLI 


13483 


43851 


A 


13563 






IRC FT YSPAPG YFPRFRA VIIKLC 
NGDSLRHFMTSVYALQEAAAE 
VRHTLVTLRQLVTLYDPVDFQ 
RDDA*AIRAYDTDTGIRINAWH 
TDW 


13484 


43852 


A 


13564 


1708 


3198 




13485 


43853 


A 


13565 


1 


1401 




13486 


43854 


A 


13566 


1214 


1357 


NKINMFIAALFTIAKT\WNQPK\ 
CPTMIDWIKKRGSSRVASSSSPT 
RTR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Lnknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13487 


43855 


A 


13567 


3363 


3852 


SHPFFSTDWSSDTGVRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFWLASWMMSRWLHYPDWVT 
IIAQQVLMNVVSVMQADCRMN 
LLEIFLRWLMRKIFHVRLLPAV 
STPPNCLNQLLLFFLTPVNYLPG 
QGFAGFRNPPSNRIFACWGKPA 
WT ACCN SLRARR 


13488 


43856 


B 


13568 


350 


742 




13489 


43857 


A 


13569 


248 


599 


HRDSYK.RMAYGLVISVVSLSR 
KLRKP V L* PDKEGNEI WV DM Y 
TVKPSGWTVRTFDKPRKRFIAF 
FIAGILFRA1KNHFLPRETLQCLP 
Y1LTGFRRGQSEYFSIFSNMDLA 
DTVMFL 


13490 


43858 


B 


13570 


1 


2148 




13491 


43859 


A 


13571 


3064 


5069 


RSDPDENCC*TGH*STLFNWC\ 

WRNALSIWEPVCNElFYRLIKPR 

WE1RWGKRAPVIPKHTLNTQPV 

EDTSLSTPAAPMVDSL1ARVGV 

MARGN A ITLPVCG RDVKFTLE 

VLRGDSVEKTSRVWSGNERDQ 

ELLTEDALDDLIPSFLLTGQQTP 

AFGRRVSGVIEIADGSRRRKAA 

ALTESDYRVLVGELDDEQMAA 

LSRLGNDYRPTSAYERGQRYAS 

RLQNEFAGN1SALADAENISRKI 

ITRCINTAKLPKSVVALFSHPRQ 

APCMKSNNALIVILGTVTLDAV 

GIGLVMPDLALKGLRVLLVEG 

NDPQGTASMYHGWVPDLHIHA 

EDTLLPFYLGEKDDVTYAIKPT 

CWPGLDI1PSCLALHRIETELMG 

KFDEGKLPTDPHLMLRLAIETV 

AHDYDV1VIDSAPNLGIGTINVV 

CAAHALIVPTPAELFDYTSALQ 

FFDMLRDLLKNVDLKGFEPDV 

RILLTKYSNSNGSQSPWIEEQIS 

DAWGSMVLKNVHAIVTGDAV 

GMDDIPQEARQYRHNQAYAYS 

IQGDGAEDDDERIVRFHTRVTV 

DSDTLASDAARLTCRHGLGNQ 

RNGGVLIEDKFECFFSLTAVFA 

TRAYYAVYHLTGARHSDIVVA 

HGYAGCNVRFVALLGTNTTLE 

TYLSNQGSNGFSCLHFGEDVGQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cudon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13492 


43860 


A 


13572 


1408 


5578 


CSHLLI1QLANQNT1ITFGKCSSF 
TTATP1GNFYDTRYSSTERRCLL 
TSQ* KRRDEIIQCVLSKQL\RAR 
SLPDPTRKVFSTLSPRSTFRVNF 
TSRPHTGKVWAFREPFLLPPHL 
RKPDTDTGYLYKRMAYGSVIS/ 
ICFTKPKLRKPVL*PDKEGNEIW 
VDMYTVKPSGWTVRTFDKPRK 
RFIAFFIAGILFRAIKNHFLPRET 
LQCLPYILTGFRRGQSEYFSIFS 
NMDLADTVMFL 


13493 


43861 


A 


13573 


2678 


2884 


SAPLQRNTARRFLLFLKACSNR 
FC YR\WRH MTAIPSYNRSKLREI 
KGGLYHMGIFRRFLASKETPTF 
CY 


13494 


43862 


B 


13574 




7903 




13495 


43863 


A 


13575 


1 


880 










13576 




996 




13497 


43865 


A 


13577 


763 


778 


NRCEPPV*GTRFSQQLLLALKA 
TLL1EELYALTVHSWRPKW 


13498 


43866 


A 


13578 


2 


254 




13499 


43867 


A 


13579 


1 


2358 




13500 


43868 


A 


13580 


206 


382 




13501 


43869 


C 


13581 


1 


1137 




13502 


43870 


A 


13582 


79 


906 




13503 


43871 


A 


13583 


2 


383 


SPPE V VRLG Y HPPRHG HQ\HLF 
ASCRK.GDVGRVRPTRPDPGSD 
LLPAQVPAGAARRGGTMPACV 
GTRSWYSTFWPMEPAARPTPS 
MVSAASMGH*VTPSAGLYAITS 
RSRLPAGGGITMTTSCSGF 


13504 


43872 


A 


13584 


1 


1092 




13505 


43873 


A 


13585 


173 


262 




13506 


43874 


A 


13586 


898 


1391 


QLG1LRVN LLGIDLRVTGHQA A 
PPLH LLDLLQMH/SSPPCRPQ* A 
TSSPPPSLRCRAPHR* SLAAP* A 
PPPRPSLSAGSPHRKGPPGPAPT 
GSWSSGNQAGLPCCLGWASVF 
LCPSHLPPPHLPQSSASLAFHRV 
KHLIHLHNSVIDKMKYQLKFLC 
LLGEYLSV 


13507 


43875 


A 


13587 


1 


960 




13508 


43876 


A 


13588 


1318 


1369 


RDFHPK*HTIGIQYIWQQLEINQ 
CDTSLSMVLP\R*RDFHPKSHLL 
PGAAQIQ 


135Q9 


43877 


— 


13589 


212 


385 




13510 


43878 


A 


13590 


377 


505 




13511 


43879 


A 


13591 


69 


193 


CSLRSLAQMLPFYPRRSLCLSCS 
L* *PHCCLWLAALRSESK 


13512 


43880 


A 


13592 


1 


230 




13513 


43881 


A 


13593 


2 


341 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


135]4 


438g2 


^= 


13594 




2421 




13515 


43883 


A 


13595 




623 




13516 


43884 


A 


13596 




906 




13517 


43885 


A 


13597 




568 




13518 


43886 


A 


13598 


107 


199 




13519 


43887 


A 


13599 


42 


328 


GGASGVCSF*CSE/LSSFWWVR 
GLAGSGVK.LQTFATQEPSWLH 
PVDPVPGLQVELPASPAPCART 
PQPLGGRWDSAPWSRGRRSSG 
AHG1DVALLP 












124 


IWILWFFVSLT*RSRGPSQ*VLQ 
LIKAPHVDLLVVTFGC 


13521 


43889 


— 


73601 


827 


973 


IHQSALCPLKFYTSLTHPVISLV 
VETLVWW*YLKM*KKLWSWI 
RGRG 


L3522 - 


43890 


— 


13602 


2 


503 




13523 — 


43891 


— 


— 








13S24 


43891 


— 




T~ 


411 




13525 


43893 


A 


13605 


i 


1554 












-J 


363 




13527 


43895 




13607 




966 








— 




932 






13529 


43897 


A 


13609 


146 


323 




13530 


43898 


A 


13610 




1827 




13531 


43899 


A 


13611 


2 


412 




13532 


43900 


A 


13612 




2238 




13533 


43901 


A 


13613 


2 


411 


G ATDCVCY YTVGFN DTKTSA L 

HMVVGDSLAMDVSSVHIINSTL 

LRYSVTLLGYGFYGDI1KDSDK 

KRRLGLARYDFLCIKTFFSHH* 

YEGTVTFLPAQHTVGSPRDRKP 

CRAGCFVCRQSKQQLEEEQKT 

ALYGLEL 


13534 


43902 


A 


13614 




2185 




13535 


43903 


A 


13615 


206 


1568 




13536 


43904 


A 


13616 


165 


417 


TWDYIRPNE*YM*MAKKKMP 
MD\ V WCNG KN WRP AG\EF VDD 
GYTETHFSIGNHDCYIKAVSSGK 
RKEGIIHTLIVDNREIPEIAS 


13537 


43905 


A 


13617 


463 


837 




13538 


43906 


A 


13618 


1 


765 




13539 


43907 


A 


13619 




510 


AGVHKIEFEHGTTSGKRVVYV 
DG KEEIRKE WMF KL VGKETF\ Y 
VG AAKTKATINID AI SGFA YEY 
TLEiNGKSLKKYMEDRSKTTNT 
WVLHMDGENFRIVLEKDAMD 
VWCH\GK.KIRRPAGEFVDDGTE 
TPLQYPGPMTC YI KAV\SSG\KR 
KEGIIHTL1VDNRE1PEIAS 


13540 


43908 


A 


13620 


342 


585 




13541 


43909 


A 


13621 


1 


1119 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 










6ib 








4l9lT 




T3II2I 




9~nr 


G WRKY LQG A ADMG I AEGGG S 
VWSSWASSSLISVPVR*LCESTQ 
RSAPGWPPLTGGSCSESVALWL 
CVNDFEFQMRLMPSRDSEPAC 


]3544 


43912 


— 


13624 


179 


682 






43913 


- — 
— 


T3625 








13546 


43914 




13626 


5~6 


8669 






43915 


- — 


2? 


42 


2^ 






— — 


— 


73628 


7 








]3549 


43917 


— 


73629 




571 






43918 







^ 


867 






43919 


— 


73631 


-j 


2238 




]3552 


43920 


— 


73632 


— 


396" 




13553 


43921 


A 


13633 




3940 




13554 


43922 


A 


13634 


554 


619 




13555 


43923 


A 


13635 




1359 




13556 


43924 


C 


13636 


208 


359 




13557 


43925 


A 


13637 


2 


513 


PSH DHSKLGTRASGK V 1 LHGEH 
AAVHGKVALAVSLNLRTFLRL 
QPHSNGKGDLSLPNIGIKRAWD 
VARLQSLDTSFL/RWTKEDLELI 
NKWAFQGERM1HGNPSGVDNA 
VSTWGGALRYHQGKISSLKRSP 
ALQILLTSTRG\PRNIRALVGGG 
RNRL\LEVPDMGGPLLLSW 


13558 


43926 


A 


13638 


3 


1331 


RVDDFVGELLRLRRGGAADVE 
AAAAAGFPGAMLSQVLLVSAP 
GKVILHGEHAVVHGKVALAVS 
LNLRTFLRLQPHSNGKVDLNLP 
NIGIMRAWDVARLHSLDTSFLG 
ECKEEKPEQG DVTTPTSEQVEK 
LKEVAGLPDDCAVTERLAVLA 
FLYLYLSICRKQRALPSL\DIVV 
WSELPPGAGVLGSSAAYSVCLA 
AALLTVCEEIPNPLKDGD\CVN 
R\WTKED\LELINK\WAF\QGER 
MIHGNP\SG V\DN A VQH LGEG A 
LRLPSRGRFSFL* RGSPVFQI/LG 
LTNTKVPSAITRALVAGVRNRL 
LKFPEIVAPLLTSIDAISLECERV 
LGEMGEAPAPEQYLVLEELIDM 
NQHHLNALGVGHASLDQLCQV 
TRARGLHSKLTGAGGGGCG1TL 
LKPGLEQPEVEATKQALTSCGF 
DCLETSIGAPGVSIHSATSLDSR 


13559 


43927 


A 


13639 


1 


950 




13560 


43928 


A 


13640 


1 


1653 




13561 


43929 


A 


13641 


1 


2601 




13562 


43930 


A 


13642 


2 


513 




13563 


43931 


A 


13643 


47 


367 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


[3564 


43932 




13644 


— = 




633 




^ 565 


43931 


— 


13645 




1110 






^ 


— 




— 








43935 




13647 


1 


855 






— — 


— 


m^i — 


3 








— — 


— 







23(J 






13938 


— 


13650 


2 


606 


AEFDLCCSPCRRRLLGREEAGE 














PPTQPVTHVI PtPRQPPPPVlV/TFA 
tLr 1 c>r V lv^ t Ll^rKoriLCt^rvlvir/V 














CAKLA\CTP\SLIRAGSRVAYRPI 














SASVLSRPEASRTGEGSTVFNG 














A\QNGVSQ\LIPKGSFKTSAISKK 














TLDTA\AKFIGVAGAGNS*GVG 














WFLVAGIGVTVFWASLIHWVM 














ARKPFRWKQQL\FSY\AILGICL 














VLKAMGSPFVLMVAFLILFAHV 














TEITA 







- — 


P65l 


— 


2320" 






43940 


— 


T3652 


224 


640 






— — — 


- — 


— — 





Tyj 






43942 


— 


13654 


— 

- 


783 






43943 


- — 


|365g 




478" 


SSAGREPDPSDLPRRLCFTHRLP 














AARRWVQLCVHASPEPGGQGV 














CPGRSERMVIRVFIASSSGFVAI 














KKKQQDVVRFLEANKIEFEEVD 














ITMSEEQRQWMYK'NVPPDKKP 














TQGNPLPPQ1F\NGDRYCGDYD 














RLFESKESNTVFSFLGLKPRLAS 
















]3g76 


43944 


— 


T3656 





428 


CRDGKDVVSLVRATVWALSKR 














KLQPTRA/ALTPTPSAVNKIKQF 














LKDKPELVDVKVGVRTRGCNG 














LSYTVEYTKTKGNSDEVIQDEA 














RVF1EKKAQLTPLGTEMDYVED 














KLSSE/FMFNNPTTCGCGAPGK 














LVETLGLTEEIM 




— — 


- — 


T3657 


- 


T3t7 




— 





- — 








-— 






43947 


— 


73659 





452 


REAEAADLRSEAPGRRDGEDV 














GFLSSGQLSGLCSKRKLQPTRA 














A LTLTPS A VNKIKQLL KE * P * AC 














R\LKVGVRTRGCNGLSYTLEYT 














KTKGDSDEEVIQDGVRVFIEKAK 














AQLTLL*TEMDYVEDKLSKGV 














GVHASPNIKGTCGCGESFNl 




43948 


— 


-— 


- 


763 






43949 


- — 


"T661 


■j 


— 




13582 


43950 


A 


13662 


738 


1022 


GQHHPETKAWQRHNKKREF*T 














NILDEII*CKNPH*NTGKPNPAT 














HQKAYPP* SSGLHP WDARLVQ 














HTKINKCNPAYKQNQRQKPHD 














YLNRCRKGL 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13583 


43951 


A 


13663 


2 




516 


QKIDLPEYQGEPDEIS1QKCQEA 
VRQVQGPVLVEDTCLCFNALG 
GLPGPYIK\WFLEKLKP\EGLHQ 
FLAGVEGKS\AYALCTFALSTG 
DPSQPVRLFRGRTSGRJWAPRA 
CQDFGWD\PCFQPDGYEQTYAE 
MPKAEKN A V\SHR FR A\LLEVLQ 
EYFGKFGQLDFCKLEAGPFR 




43952 


A~~ 


13664 




227 

— 




- 


— — 


— 


13665 











43954 


— 


13666 


234 


510 






— — 


— — 


13667 





402 






43956 


— 


73668 


— 


1544 




13589 


43957 


A 


13669 


1 


603 




13590 


43958 


B 


13670 


1 


1527 




13591 


43959 


A 


13671 


1 


1179 








^— 











13593 


4l?6T 






100 


374 


K.HISPALKALELPFERNLII/PLQ 
LLKVRILK.EGEML/DI*HWFL** 
GMGTVQKGMPHKCYIIGKTGR 
VYNVTQHAVGIVVNKQVK*VV 


13594 


43962 


A 


13674 


1 


1035 




13595 


43963 


A 


13675 


2 


564 


GPFGRNRHLPVIRQNDGPQRGK 
RRGTPKYVF*/RPFRK\HGGGPL 
GPPYM\RJ\YRKGD1VD\1KGMG\ 
TVQNGMPH\KCYHGKTGRVYN 
VTQHAV\GIVVNK\QVKGKILA 
K\R1NVRIEHI\KHSKSPR*ASLK/ 
RVLKENDQEKERSPKKKGTWG 
SNLKRHPAPPQKKHTL*RTNGK 
EPEL\LEPIPYEFHGHN 


13596 


43964 


B 


13676 


68 


391 




13597 


43965 


A 


13677 


1 


404 


PTRT WTRGR1 PRLS A PPSRG AR 

GTMADPRVRQIKIKTGVWKRL 

V\KEKVLYEKEPKQ\QEEKIEKM 

RAEDGENYDIKKQAEIL\QESR 

MMIPDCQRRLEAAYLDLQRILE 

NEKDLE\EAEEYKEARLVLDSV 

KLEA 


13598 


43966 


A 


13678 


1 


436 


LLLACRSMDCYLAIVHATRTLT 
QQRHLVKFICLGLRNLFLLLSL 
R1LLFRRTFYPSNVSPVCYEDM 
GNNTANWWMLLRILPQSFGFIV 
PL/LIM LFCYRFTLHTLFKAHMG 
QKHWTMWVIFADVLIILLCWL 
PYNLVLLADTIMGT 


13599 


43967 


A 


13679 


1 


705 




13600 


43968 


A 


13680 


292 


1489 




13601 


43969 


A 


13681 


434 


1205 




13602 


43970 


A 


13682 




390 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13603 


43971 


A 


13683 


21 


479 


TYPEAWKL YYRSR* SRDLRKY 

HAHSVSP*QDQRYTS*K1LKCD 

EHIQKLGSCITDPGNRETSGNT 

MHTVFHRDKTKDTHPESCCSSE 

KGGQPLPWFEHRKNVPQFAEP 

TETLFGPDSGKGAKSLVELLDE 

SECTSDEEIFISQDEIQSFMANN 

QSFYSNREQYRQHLKEKFNKY 

CRLNDHKRPICSGWVDNGWEA 


13604 


43972 


B 


13684 


32 


438 




13605 


43973 


A 


13685 


533 


1226 




13606 


43974 


A 


13686 


1 


1566 




13607 


43975 


A 


13687 


215 


453 




13608 


43976 


A 


13688 




553 


RRPARAAVIKQPPAPGASQHAA 
TPTQTPLCTPARPLPPMAHVQQ 
LEGRWRLVDS\KGF**NTMKE\L 
GVTMALRKMGRNAQAQICimS 
DG*NPSPLK.TESTLKTATQFSCT/ 
LWGEKFEETTA\DGQKK.LTNCL 
STFPDGVALWQHQEWDGERKS 
TMTKKN*KDGEISWLECVMNN\ 
VTCTPDSMKK 


13609 


43977 


C 


13689 


11 


106 




13610 


43978 




13690 


3 


155 


LCELQKAIDL FTD A1KLN PRL A I 
LYAKRASVFVKLQKPNAAIRD 
CDRAIEINPDSAQPYKWRGKAH 
R*1LAWPFCMPRGPVSSSNYRS 
QMLPSETVTEPLK 


13611 


43979 


A 


13691 


1 


1732 




13612 


43980 


B 


13692 


95 


1715 




13613 


43981 


A 


13693 


1 


446 




13614 


43982 


A 


13694 


1 


786 




13615 


43983 


A 


13695 


88 


828 
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SEQID 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13616 


43984 


A 


13696 


157 


1515 


RREKMAELKY1SGFGNECSSED 

PRCPGSLPEGQNNPQVCPYNLY 

AEQLSGSAFTCPRSTNKRSWLY 

RILPSVSHKPFESIDEGHVTHNW 

D E VDPDPNQLRWKPFE I PKA SQ 

KKVDFVSGLHTLCGAGD1KSN 

NGLAIHIFLCNTSMENRCFYNS 

DGDFLIVPQKGNLLIYTEFGKM 

LVQPNEICVIQRGMRFSIDVFEE 

TRGY1LEVYGVHFELPDLGPIG 

ANGLANPRDFL1PIAWYEDRQV 

PGGYTVINKYQGKLFAAKQDV 

SPFNVVAWHGNYTPYKYNLK\ 

NFMVINSVAFDHADPSIFTVLT 

AKSVRPGVAIADFVIFPPRWGV 

ADKTSGPPYYHRVNCMKRFME 

L1RGQFEQKQGWFLPGGRG/SL 

HSTMTPHGPVDADCFEKASKVK 

LALKRIADGTMA\FMF*SSFNLA 

GPKWGLQAP\RVLDKNYPKCW 

EPLKSPFVTPNSRNPAEPN 


13617 


43985 


A 


13697 




156 




13618 


43986 


A 


13698 


8 


306 




13619 


43987 


C 


13699 




1143 




13620 


43988 


A 


13700 




1551 


MRKDSCASSMHQQVSRSKKRA 

GQKTPPEDQEGGQRALRSSH I R 

LGQFLL1EDCKTPSPSSLGADA1 

AKQRKTSVSAAASVSATIPIRR 

VQGPTVVGSWARGVSAAASGP 

RGTGPKGKARSEKGCSLSHGPQ 

TNKPLVVQKGQKMEQANHPV 

GLVISVVYKDILKKIVQRETSHP 

LIHVRYAEAITGRRTAPEDKGS 

LGRDMLAKAGAI1YMNMGNKL 

PIWCHLLEEGIYLEVWALEGQF 

GRAKNACPVQIRLKDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRLISEAVIPLYP 

VVPNPYTLLSQIPEEAEWFPVL 

DLKDAFFCIPLHYDSHDSQFLF 

AFEDPTDHTSQLIWTVLPQGFR 

DSPHLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKASRSKAQ 

LCLQQVKYLGLILARGTRTLGK 

ERIQPILAYPHPKTLKQLWGFL 

QIT/GFCQLWIPR*SK1 


13621 


43989 


A 


13701 


188 


688 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13622 


43990 


A 


13702 


636 


2628 


SNDRTEDDCGKHPFMSSPPVTEP 
WVCLIIEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVTIQGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRDILAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
S F P Y QRQ YPLRPE A H K G LQDI V 
KHLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKD 


13623 


43991 


B 


13703 


302 


619 




13624 


43992 


A 


13704 


1 


5172 




13625 


43993 


A 


13705 




2091 




13626 


43994 


A 


13706 


1 


1754 


GPRGTGPKGKARSEKGCSLSHG 

PQTNKPLVVQKGQKMEQANHP 

VGLVISVVYKDILKKIVQRETS 

HPL1HVRYAEAITGRRTAPEDK 

G SLGRDMLAKAG AIIYMNMGN 

KLPI WC HLLEEG 1 Y LEV WALEG 

QFGRAKNACPVQIRLKDPTTFP 

YQRQYPLRPEAHKGLQDIVKH 

VKAQGLVKKCSSPCMTPILGVQ 

KPNGQWSLVQDLRLISEAVIPL 

YPVVPNPYTLLSQIPEEAEWFP 

VLDLKDAFFC1PLHYDSHDSQF 

LFAFEDPTDHTSQLIWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGL1LARGTRTL 

GKER1QP1LAYPHPKTLKQLWG 

FLEITGFC*LWIPGYSKIARPLYT 

LI KETQRANTHLVEWESEAETA 

FKTLKQALVQAPGLSLPTGQNF 

SL Y VTERAGI A LG VLTQTRGTT 

PQPVAHLSKETDVVAKGWPHC 

LRVVAAVAVLVSEAIKIIQGKD 

LIVWTTHEVNGILG/AKGSLWL 

SDKRLFRYQALCLEGLVLQIRT 

SCGSHLAVTRLWALYF 


13627 


43995 


A 


13707 


2 


887 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13628 


43996 


A 


13708 




1750 


GWAVPRPGPRGLTVATEAAAA 
AAAAAAAAISSRTRAPQAPEGR 
NRRLEKMADDIDIEAMLEAPY 
KKDENKLSSANGHEERSKKRK 
KSKSRSRSHERKRSKSKERKRS 
RDRERKKSKSRERKRSRSKERR 
RSRSRSRDRRFRGRYRSPYSGP 
KFNSA1RGKIGLPHS1KLSRRRS 
RSKSPFRKDKSPVREPIDNLTPE 
ERDARTVFCMQLA ARI RPRDLE 
EFFSTVGKVRDVRM1SDRNSRR 
SKGIAYVEFVDVSSVPLAIGLTG 
QRVLGVPIIVQA SQ AEK\N RAA 
AMANNLQKGSAGPMRLYVGSS 
HFNITEDMLRG IFEPFGRIESIQL 
MMDSETGRSKGYGFITFSDSEC 
AKKALEQLNGFELAGRPMKVG 
HVTERTDASSASSFLDSDELER 
TG\IDLGTTG\RLQLM\ARLAEG 
TG LQ1PPA AQQALQMSGSL AF\ 
GAVGRNLFCYRFAKQDFSHQT\ 
ETSALSAAASWQPLATQCFQLS 
NMFNPQTEKEVGWDTEIKDDV 
IEECNKHGGVIH1YVDKNSAQG 
NVYVKCPSIAEAIAAVNALHGR 
WFAGK.M1TAAYVPLPTYHNLF 
PDSMTATQLLVPSRR 


13629 


43997 


— 


13709 


141 


343 


LHEGLLP*RGHALLSGALHG*C 
VG SCLFSTPRCLTSSTACG YPSS 
CTPGSCTAWCPSASRRLSCWT 


13630 


43998 


A 


13710 


5 


426 


















13632 


44000 




13712 


2 


264 


NKQPIWIPSRHLKPYHEPDAKE 
EIPGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DGRRKPEESRTTSHICRCRS 


13633 


44001 


A 


13713 


1 


700 




13634 


44002 


A 


13714 




483 




13635 


44003 


A 


13715 


2 


361 


RRFRAGAGYVVESTGVFTTME 
KAG AH LQGG AKR VIIS APS A DT 
PMFVMGVNHEKYDNSLKIISNA 
SCTTNCLA/PPASTGAAKAVGK 
VIPELNGKLTGMAFRVPTANVS 
VVDLTCRLEKPA 


13636 


44004 


A 


13716 


2 


249 


SADAPMFDMGVNHEKYDNSL 
NI1/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFG1VEGLMV 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13637 


44005 


A 


13717 


1 


1079 


GTRRQSAASSFASPAEPHRSDT 

MGKVKVGVNGFGRIGRLVTRA 

AFNSGKVDIVAINDPFIDLNYM 

VYMFQYDSTHGKFHGTVKAEN 

GKLVINGNPITIFQERWPSKIKW 

GDAGAEYFVESTGVFTTMEKA 

GAHLQGGAKRVIISAPSADAPM 

FVMGVNHEKYDNSLKIISNA\S 

CTTNCLTVPLAKVIHDNFGIVEG 

LMTTVHA1TATQKTVDGPSGKL 

WRDG RG A LQN UP ASTG A AKA 

VGKVIPELANGKLTGMAFRVPT 

ANVSVVDLTCRLEKPAKYDDI 

KKVVKQA\SEGPLKGILGYTEH 

QVVSSDFNSDTHSSTFDAGAGI 

ALNDHFVKL1SWYDNEFGYSN 

RVVDLMAHMASKE 


13638 


44006 


A 


13718 


3 


483 




13639 


44007 


A 


13719 


2 


361 


RRFRAGAGYVVESTGVFTTME 
KAGAHLQGGAKRVIISAPSADT 
PMFVMGVNHEKYDNSLKIISNA 
SCTTNCLA/PPASTGAAKAVGK 
VIPELNGKLTGMAFRVPTANVS 
VVDLTCRLEKPA 


13640 


44008 


A 


13720 


2 


249 


SADAPMFDMGVNHEKYDNSL 
Nll/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFG1VEGLMV 


13641 


44009 


A 


13721 




1079 


GTRRQSAASSFASPAEPHRSDT 

MGKVKVGVNGFGRIGRLVTRA 

AFNSGKVDIVAINDPFIDLNYM 

VYMFQYDSTHGKFHGTVKAEN 

GKLVINGNPITIFQERWPSKIKW 

GDAGAEYFVESTGVFTTMEKA 

GAHLQGGAKRVIISAPSADAPM 

FVMGVNHEKYDNSLKIISNA\S 

CTTNCLTVPLAKVIHDNFGIVEG 

LMTTVHAITATQKTVDGPSGKL 

WRDGRGALQNIIPASTGAAKA 

VGKVIPELVNGKLTGMAFRVPT 

ANVSVVDLTCRLEKPAKYDDI 

KKVVKQA\SEGPLKGILGYTEH 

QVVSSDFNSDTHSSTFDAGAGI 

ALNDHFVKLISWYDNEFGYSN 

RVVDLMAHMASKE 


13642 


44010 


C 


13722 


40 


243 




13643 


44011 


A 


13723 


2 


2972 




13644 


44012 


A 


13724 


1 


602 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide locution of last 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13645 


44013 




13725 






MGRNQSRKAENTKNESASSPP 
KDRNSSPVREQSWTENEFDELT 
EVGFRKLVITNFSELKEHVLTD 
HKEAKNLEKS\LEVVAREISQE 
KE1KVFN*EKRKSNCPCLQMT 


13646 


44014 


A 


13726 


1 


981 




13647 


44015 


A 


13727 


1 


739 


MGRNQSRKAENSKNQSTSSPPK 
DCSSSPA REQNWTKNEFDELTE 
VGFRRSLIANFSKLKECVLTHR 
KEAKNLEKSDRENGTKLENTL 
QDIIQENFPNLARQANIQIQE1Q 
RIPQRYSLRRATPRHIIVRFTKV 
EMKEKMSRAAREKGRVTHKG 
KPIRLTADLSAENLQARREWGP 
VFNILKYNFQPR1PYPAK.LSFISG 
GEIKSFTDKQMLRDFFTTRPAL 
QELLKEALNMERNNQYKPLQK 
HAKW 


13648 


44016 


A 


13728 


1 


1277 


MKEQNGGGGREEDHKDKG1RQ 

LPSLLPSAGEAKSDKPEHHNRY 

RKEIASFEDEKRAMGVAKMAE 

QEQLQSAAPSMTNAEVGTAHG 

GRAEAGRGVDSPGKRKVLGDF 

PFLAKGSRDRLPGKAGHSLPKY 

Y AFTK VL ATGRQERN S INISKK 

VIYTKTTSTGHQHQRPKIDKTT 

KMGRNQSRKAENSKNESTSSPP 

KGHSSSPATEQSGTENDFDELT 

EVGFRRSVTTNFYELKEDVQTH 

RKEAKNLEKRLDKWLTRINSV 

EKTLSDMMELKTMARELRDTC 

SSFKSRFNQVEERVSVIEDPIY\E 

LSREDKVRDKKVRNKQSLQEI 

WDYVKRPNLRVIGVPESDGEN 

GTKLEN N4LQDIIQENFPNLARQ 

ANIQIQE IQRTPQRYS S RRATPR 

HIIVRFTKVEMKQKVLRAAREK 

GPVTHKGNSGSLS 


13649 


44017 


A 


13729 


1 


1584 




13650 


44018 


A 


13730 


493 


575 


SHLPMNPANTRSQRNPTKKKQ 
K.K.N VC/DN I RELEQQM ED AYR 
GTKRKMLPSSSSRMRSDGFDEE 
SQRYYWRPKNEISGTLEDDFLK 
AKSWNRKFYDYEANMPDRWG\ 
QVAIKSYTLKNLKQTVVISKILP 
TGRKHLPR* SHLPMNPANTRSQ 
RNPTKKKQKKNVCG 


13651 


44019 


A 


13731 


1 


655 




13652 


44020 


A 


13732 


2 


1664 




13653 


44021 


A 


13733 


1 


2364 




13654 


44022 


A 


13734 


1 


224 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


13655 


44023 


— 


73735 


T03l 

— 


75T1 ! 






44021 


- — 







8669 






44025 


— 


Tj7l7 


42 


8716 




]3658 


44021 


— 


"13738 




5046 






44027 


- — 


— — 








]3660 


44021 


— 


13740 




1561 




n661 


44029 


— 


T3741 




2046 






44Q30 


- — 


T3742 




T503" 






44031 


— 


73743 




813 






— — — 


- — 


— — 


185 

— 


735 

— 






44031 


- 


1374! 








13666 


44034 


A 


13746 




867 




13667 


44035 


B 


13747 




2325 




13668 


44036 


A 


13748 




430 




13669 


44037 


A 


13749 




867 




13670 


44038 


A 


13750 


35 


518 


CLSRRASPVYLASMSGRGKTG 
GKARAKA.KSRSSRAGLQFPVG 
RVHRLLRKGHYAERVGAGAPV 
WLAAWLEVAQPLRVLELAGN 
AA\RSN\KKTRIIPRHLQLAIRND 
EEL*KLPGLP*RIAQGSRA'LPNI 
QA\VLLPK\KTSATVG\PKAPSG 
GKKATQASQEY 




44031 


— 
- — 


T3751 




937 

— — 






44040 




TT752 












— 


73753 


— 




TJl2 




74 


4I0I2" 


— 


T§75l 




2377 






44041 


- — 


r75l 




U34 




]3676 


44044 


— 


1^756 


49 


— 




13677 


44045 


A 


13757 


47 


2603 




13678 


44046 


A 


13758 




378 




13679 


44047 


A 


13759 




696 j 








— 












44049 




T3I6T 


§82 


TTbl 


KLHPYTTRQYCHFRJ*TDVMAK 
RSRNAVKGLSALVWCALSDFA 
AGFTPDDGCTRATFFTGGWRK 
RDCRGAVAGG 


]36g2 


44050 


— 


13762 


688 


TTob" 






44051 


— 


13763 


476 


552 




[368 ^ 


44052 


B~~ 










13685 


44053 


A 


13765 


1 


198 




13686 


44054 


B 


13766 


94 


625 




13687 


44055 


A 


13767 


1 


732 




13688 


44056 


A 


13768 


1 


4443 




13689 


44057 


A 


13769 


216 


575 


PGAGDRYVGKPVSAGVTAVSC 
GVWSSMPDATLIASYQAYTSH 
VG RI RRSRRJ R/TNTARAD YPAL 
TALPFNNFRTHNRFGFNAASVL 
ASIG1GSSLICAAR1SAHSGAEH 
KPREPKAANIK 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of lust 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






]3690 


44Q58 




1377Q 


1Q|8 


14g9 


KLPGQRRFVQTPSHVLHTTLSY 














PTAPAQSSYPAPLSPSQDRAPTL 














AHQTT* FS AS YTAN AQWQRV A 














ADHLKSVRETYAHVRQFSPAL 














nXTAPPm r»PI Q* AQPVPl^QflAT? 
uJNArrULyr Lo Ao^VrlvoUAK 














YSSVIRQNRRDFFRATDHMYVT 














VPTN RPKM WN P VN TQMN SFRA 


















44059 


— 


— — 


T013 


T755 


GSPGLRPGGAAGKALAPSGCT 














GNSHRAPM*PGAQAQTRPEKW 














A*QRP/HVSTGARGARVRALAA 














VAAAEAQRAGAAVRAAALHT 














RAA V S AG A AR A V VQ V VL A AR 














TREAGAAAAAQGVAQVQAES 














A T A A \\r\ AAA PVl-IPT I T\fn A t P 














TGWAVADVGRVRVCTPDTQA 














A VEA G S 1 CTCHP AHLTPQP VEP 














TRAGAFK.GPGCLTTAAS1GTRV 














PVTGPRPRDKASGGSRGRAPGA 














EAAAGGDRDRAEGSSPAL 


|36Q2 


44060 


— 


73772 




7236 








- — ■ 







456 






4lb"6l 




TPm 




219 






44oer 


- — 


T%75 


7707 


7853 

— 







— — 





— — 

U776 







QLATFFFGGGLPGGSAPWDPPG 














EACLWVLVRLPGR I VWV1QFV 














QLRSFFAPPFAHNGRASSGRVS 














VHYGIAQTAEWAAE1CGVGAR 














K1RELAAIFHQNTIMHFANGG/N 














PTRRS A V L SSMQG SLPGGC\DA 














VD1HPVA Rl VEALENPGGA YQH 














NGMNRHFPDI RFI WWAGG ANF 














TH HQDTNRLI RA WQN DS YFRK 














GRIKAKMGPKLF 


]3697 


44065 


— 


73777 


407 


661 


ANW1KWRWHRAMHSSSSMWQ 














TANSLASFISAPVTSSSACRSTL 














PATRYWCI*WRSSAIWKWVILS 






— 




- 




GPVATRJCTAT1 WIQLICN 


1369g 


44066 




73778 




2448 




n699 


77^ 


— — 


73779 


3 


1612 








— — 


13780 


^ 








44069 


— — 


13781 




"TTF 






44070 


— 


73782 


7775 


7396 






44071 


— 
— 


Jyj%2 


197 




933 

— 






44072 




73784 






IILLNSAPAWM*TFKLGPGVDV 














NYMLHTQNK 


13705 


44073 


A 


13785 


1 


855 




13706 


44074 


B 


13786 


1 


1605 




13707 


44075 


A 


13787 


1 


588 




13708 


44076 


A 


13788 


1 


2769 




13709 


44077 


A 


13789 


813 


1341 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13710 


44078 


B 


13790 


1 


999 




13711 


44079 


A 


13791 


1 


281 




13712 


44080 


A 


13792 


1 


1332 




13713 


44081 


A 


13793 


1 


1384 


MPITLRRSVEKEQLIE1ANTIMPF 

GKYKGRRLIDLPEEYLLWFARK 

DEFPAEARYTH1DLHVPAPLLV 

MFTLDTRQSACDRNPHLPIHVC 

SSWTSPKCAPRLWTRALLPRTR 

TPPYATGTTIGSRASWFVTFPD 

ASFYRRKAPRQEFHTSLQGRSL 

YVRQRSTANPTEITRRTLIHKM 

VEVNACLKQLDNKDIADYEHN 

QLMRRLRQLIAQSWHTDE1RKL 

RPSPEAIMTEQEKTSAVVEETR 

EAVDTTSQPVAT 


13714 


44082 


A 


13794 




2004 


MTQQ1TL1KDKILSDNYFTLHNI 

TYDLTRKDG E VIRHKRE V YDR 

GNGATILLYNTKKKTVVLIRQF 

RVATWVNGNESGQLIESCAGL 

LDNDEPEVC1RKEAIEETGYEV 

GEVRKLFELYMSPGGVTELIHF 

FIAEYSDNQRANARGGVEDEDI 

EVLELVQCGGQIGVPDTVLAVF 

ATGIGFLAMSVTKPR1NAQPYP 

MPWRNLAQLVEHINRTRIHRNL 

QFTDAFKRRLIDNICRKNNHGT 

HTGQSKFSGQTQQIFGE1PQVVP 

ASELAAAMKQIKELQRLLGKK 

TMENELLKEAVEYGRAKKWIA 

HAPLLPGDGERTDDWMDGRRS 

RHTDDTDVLLRIHHVIGELPTY 

GYRRVWALLRRQAELDGMPAI 

N AKRV Y Rl MRQN ALLLERKPA 

VPPSKRAHTGRVAVKESNQRW 

CSDGFEFCCDNGERLRVTFALD 

CCDRLSSRGRNAAAKRQRDDP 

LRWKFRLPSGGTKLLMPLDQQ 

APARFAPFVTCTLTILCGTGHV 

VYTILPIIYDVAIKNNIRPERPM 

AASSIGAQMGIIASPVSVAVVSL 

VAMLGNVTFDGRHLEFLDLLAI 

TIPSTLIG I LAIGIFSWFRGKDLD 

KDEEFQKFISVPENREYVYGDT 

ATLLDKKLPKSNWLAM WI FLG 

A1AV1ALLGADSDLRSSF/GGKP 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13715 


44083 


A 


13795 




918 


DKTRKRRI RQ* 1PN ATSFL YQN S 

PNGLSE* LAPAGTWF AGN A PA SS 

CGFRDRYLIVCSHQTPHVPGQ1 

TVAAPDARAQA I LR1 VRQLQRF 

FHRFEG GHRQHRA KN LLLEHP 

HIVLTKQNRRFEADALQPDPA 

WQQGTLSNGLQWQVLTTPQRP 

SDRVEIRLLVNTGSLAESTQQS 

GYSHAIPRIALTQSGGLDAAQA 

RSLWQQGIDPKRPMPPVIVSYD 

TTLFNLSLPNNRNDLLKEALSY 

LANATGK.LTITPETINHALQSH 

DMVATLVFRYLKKGWWRYRL 

KGSTLLSHDPAHPLKQPVEAEK 


13716 


44084 


A 


13796 


1 


1368 


MCPIEETASSFGGKPLSMVLV1Q 

MFM LLTGALI1 1 LTKTNPA SI SK 

NEVFRSGM1AIVAVYGIAWMA 

ETMFAPACYGYY1LPTYPSDLA 

AIQFDRSGTTHIGRFVINHSFILP 

GL1GVSVSCVFGWIFAAIKRDA 

AAGRAKENVIFHHFPFQSVKAD 

IATNPFKRPGGAFIRITQTFRTV 

QTFRLSAYRLDFAGDRLRISTPR 

AKMRTAFKKDHLRQRRRCIRQ 

RAPPARHNLVGAVALPATVAG 

VNFTFSNVPLDSSVLSSLLTDFS 

TAVGSIVMLAV1MGLMLAFDM 

GGPVNKVAYAFMLICVAQGVY 

TVVAIAAVGICIPPLGMGLATLI 

GRKN FS AEERETG KA AL VMGC 

VGVTEGAIPFAAADPLR/PSFGG 

KPLSMVLVIQMFMLLTGALIIIL 

TKTN PA S 1 SK.NE VFRSG M 1 A 1 V A 

VYGIAWMAETMFAPACYGYYI 

LPTYPSDLAA1QFDRSGTTHIGR 

FVINHSFILPGLIGVSVSCVFGWI 

FAAI KRDAA AGRAKENVIFHHF 

PFQSVKADIATNPFKRPGGAFIR 

1TQTFRTVQTFRLSAYRLDFAG 

D R L RJ STPRA KMRT AFKK DH L R 

QRRRCIRQRAPPARHNLVGAV 

ALPATVAGVNFTFSN VPLDSS V 

LSSLLTDFSTAVGSIVMLAVIM 

GLMLAFDMGGPVNKVAYAFM 

LICVAQGVYTVVAIAAVGICIPP 

LGMGLATLIGRKNFSAEERETG 


13717 


44085 


A 


13797 


3 


2185 




13718 


44086 


A 


13798 


1 


920 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


)3719 


44Q87 


= 


13799 


251 


479 


TQRVDWRSRSSISPGDGLHAFP 
AFGKEGGKMLDRLRERRDVKT 
LQQSGSAAGAEFALAGAHPHT 
GTTA*IQQAINV 




44088 


— 


13801) 





939 




13721 


44089 


A 


13801 


1 


386 




13722 


44090 


A 


13802 




524 




13723 


^q^2 


A 


13803 




548 










m^i — 


67 


1 144 




™ri5 


44093 


~— 




811 


974 


VSRR1KLDVTEEFARAGDNKRC 
ICQ*RHGLAERDIARLLVE1VV1 
WCDIGVIQA 


13726 


44094 


A 


13806 


1164 


1262 




13727 


44095 


A 


13807 


2 


894 




13728 


44096 


A 


13808 


1 


1587 


MVKEGTFREDLFYRLNVIHLIL 

PPLRDRREDISLLANHFLQKFSS 

ENQRDIIDIDPMAMSLLTAWSW 

PGN1RELSNVIERAVVMNSGPII 

FSEDLPPQIRQPVCNAGEVKTA 

PVGERNLKEEIKRVEKR1IMEVL 

EQQEGNRTRTALMLGISRRAL 

MYKLQEYDATGFFRDGMTIMV 

GGFMG IGTPSRL VEALLESG VR 

DLTL1ANDTAFVDTGIGPLIVNG 

RVRKV1ASH1GTNPETGRRMISG 

EMDVVLVPQGTLIEQIRCGGAG 

LGGFLNPTGVGTVVEERQTSID 

TSTRKRPFELGRPSRNNDKGIRP 

\DQALDRKNIRE/ALHDSLKRLQ 

TDYLDLYQVHWPLRPFYCFGK 

LGYSWTDSAPAVSQLDTLDAL 

AEYQRAGK1RYIGVSNETAFGV 

MRYLHLAD1CHDLPRIVTIQNPY 

SLLNRSFEVGLAEVSQYEGVEL 

LAYSCLGFGTLTGKYLNGAKP 

AGARNTLFSRFTRYSGEQTQKA 

VAAYVDIARRHGLDPAQMALA 

FVRRQPFVASTL\LGATTMDQL 


13729 


44097 


A 


13809 


1 


618 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


13730 


44098 


A 


13810 


80 


952 


RPGIVALNAILPLSRTRQSKPTR 

LKKRAIANCAPTWKKRFVALV 

YRTA*RFPSITLSVAVT*PASAK 

NKA1KMTQKIEQSQRQERVAA 

WNRRAECDLAAFQNSPKQTYQ 

AEKARDRKLCANLEEA1RRSGL 

QDGMTVSFHHAFRGGDLTVN 

MVMDVIAKMGFKNLTLASSSL 

SDCHAPLVEHIRQGVVTRIYTS 

GLRGPLAEEISRAYCADSHHGP 

FAMVNNMTDLTAQEPAWQTR 

DHLDDPVIGELRNRFGPDAFTV 

QATRTGVPVVW1K.REQLLEVG 

DFLKKLPKPYVMLFDLHGMDE 

RLRTHREG LPA ADFS VF YHL I S I 

DRNRDIMLKVALAENDLHVPT 

FTKLFPNANWYERETWDLFGIT 

FDGHPNLRWIP 


13731 


44099 


A 


13811 


92 


735 


RLLRPLPQPRSSVLPGLTTFHAS 
STSETRQSKPTRLKKRA1ANCA 
PTWKKRFVALVYRTA*RFPS1T 
LSVAVT*PC VN I IT1GCQ VKTVT 
TIATAQIQRFTRFNHFSRFQYFR 
NSPKQTYQAEKARDRKLCANL 
EEAIRRSGLQDGMTVSFHHAFR 
GGDLTVNMVMDVIAKMGFK.N 
LTLASSSLSDCHAPLVEHIRQG 
VVTRIYTSGLRGPLAEEISRGLL 
AEPVQIHSHGGRVHLVQNGEL 
NIDVAFLGVPSCDEFGNANGYT 
GKACCGSLGYAIVDADNAKQV 
VMLTEELLPYTDNPEA 


13732 


44100 


A 


13812 


1 


1113 




13733 


44101 


A 


13813 


5121 


6228 


LRRDSGRLRSC WHPRSPTSMG S 

LGQREDLQDEDRNSGADPGQR 

GRCSIHLEGPGQQPCLQRAVQG 

EGDPVLAKEEIQDQCHPHGQV 

QLLLVPAAEPVRAVPPRVQPVL 

PHHHHPA EL SG I REE*GNQND A 

ENTISTTRTGSGLESSR* M/S1LP 

LSRTRQSKPTRLKKRAIANCAP 

TWKKRFVALVYRTA*RFPSITL 

SVAVT*PYWSGAPGGPCRRPYC 

HFRHRGARGSGAPGDGGEAPP 

AAAFLGGDVGFGL 




44102 


— 


T38U 


— 


— 


CRGDGGKL11QCQRRMGPPCG* 
LRQRKAELFQHLPLC*FWRPEI 
GTVCSGS1DNGSDRLRR 


13735 


44103 


B 


13815 


64 


2373 




13736 


44104 


A 


13816 


3 


403 




13737 


44105 


B 


13817 


55 


1040 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13738 


44106 


A 


13818 


587 


1533 


VLLTAKFFPSMYSP1KTAGGPA 

ST*VL*MIIS1DAEKAFDKIHQPF 

MLKALNKSENKIPRNPTYNGCE 

GPLQGELQTTAQGNKRGYKQT 

QQHDMHMSTKNQYHENGHTA 

QGMKGITQPSAF1PTAESNSFQP 

QVKTLPSPIDAKQQLQRKIQKK 

QQEQKLQSPLPGESAAKKSESA 

TSNGVTNLPNGNPSILSPQPIGIV 

VAAVPSPIPVQRTRQLVTSPSP 

MSSSDGKVLPLNVQSHQNCW 

WTRFNMSSLNVVKMTTISLTPS 

NSNTPLKHSASFISATGTTEESR 

SVPQIKNGSVVSLQSPGSRSSSA 

GGTSAVEVKVEPETSSDEHPVQ 

CQEN SDEAKAPQTPS ALLGQKS 

NTDGALQKPSNEGVIEIKATKE 

RRSSPATEQSWMENVFEEQREE 

GFRRSNHSQIREDSQTKGKEEK 

RLKELMEL KTK V RELREECRSL 

RSRCDQLEERVSAMDDEMNEM 

KREGNFREKRIKRNEQSLQEIW 

DYVKRPNLRLIGVPESDGENGT 

KLENTLQDI IQENFPNL ARQ AN I 

QIQEIQRTP 


13739 


44107 


A 


13819 


590 


817 




1j 40 












KGRN1QLNGPSSRVSLWRSLYF 
LNLNTGLPC*IGEVLLDNILQSV 
FQLGS1LPITFRYTNQT*IWSFHI 
VPYFLEALLISFYSFFSKLPFSLH 
FIHFIFHR 












3735 






infill — 




13822 


922 


1 137 


HFFLHFNFGESDNYVSWSFSSR 
G VSLWRSLYFLNLNVGLPC* IG 
EVLLDNILQSVFQLGSILHITFR 
YTNQT 


13743 


44111 


B 


13823 




954 




13744 


44112 


A 


13824 




156 






441 13 


A 


13825 


683 


972 


SHRLLRLLHSSRSSPGL VSSSI SS 
FKHFSVLVILFTLMIVSFAVQKL 
FSLIRSHLSILALVAIAFGVLVM 
KSLPTPMSSMVLSR/SFF*GFYG 
FRSYI 


13746 


44114 


C 


13826 


1 


895 




13747 


44115 


C 


13827 


372 


1727 




13748 


44116 


A 


13828 


705 


1072 


LALLVELIPLPLCNGLLCLF* SL 

LV*SLFYQRLGLQPLPFFVFHLL 

GRSSSILLF*AYV*LFWHDFAA 

AGTGCSFPCLALPSGALVGQA 

WW*QKSLSICLSVKDFISPSLM 

KLSLAGYE1LG 



1701 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


)3749 


441]7 


= 


13829 




1 136 




13750 


441 18 


A 


13830 


547 


675 




13751 


44119 


B 


13831 


144 


1877 




13752 


44120 


A 


13832 




441 




13753 


44121 


A 


13833 


27 


344 














600 


GPGSLQSSPLLSPPWPRASSPLL 
LRPSVRGWHLGEP*NCFPSPLA 
AS/EQAPKRSS*PQCNHR*RETA 
ARGLAYPPDRPLPSMLSCESPE 
TPAKAGPGRERGCEKC 




44i23 


— 


13831 


2 


226 




]3756 


44~124 


— 


\3836 


2 


226 




]375? 


44~f2l 


B 


13837 


45 


518 




]375g 


44T26 




Hill — 


1 




699 




]3759 


44l27 








362 




]376Q 


44~T28 


— 


13840 


2 


130 




"13761 — 


44129 


— 






96 




13762 


44130 


— 


13842 


1 


545 




| 37 ^ 


44TTi 


— 












44T32 — 


— 


T3I4I 


2 


91 




]376g — 


44m 


— 


73841 


| 






|3?66 


44734^ 


— 


H84l 




214 




|3767 


44135 


— 


13847 


215 


310 




13768 


44136 


— 







91 




13769 


44T37 


— 




y 


289 




13770 


44138 


A 


13850 


1 


997 




13771 


44139 


A 


13851 


1 


192 


















13773 


44141 


A 


13853 


2 


181 




13774 


44142 


A 


13854 


1 


171 


MESYAAIKNDEFMSFVGTWMK 
LETLILSKLSQGQKVTKHCMFSL 
TDVIARRRSWTSI 


13?75 


441413 


— 


13855 


92 


244 


K RRRRRG QIRKMKEEEGNRRT 
WM K L ET1 1LSKL * QRQKTKHRM 
FLLIGGN 


13776 


44144 


A 


13856 


146 


382 




13777 


44145 


B 


13857 


124 


1215 




13778 


44146 


B 


13858 




628 






44147 


A 


13859 


377 


484 




13780 


44148 


A 


13860 


2 


220 


WARTSCLKHQKQWQQKPKLA 
NGI*LN*RASAQQKKLPSEWTG 
TWMKLETIILSKLLQGQKTKHR 
MFSLIGGN 


13781 


44149 


A 


13861 


965 


1150 


GVDQRAVCSSRIW*SHLFLFHS 
VVVHLPWAGTWMrCLETIILSK 
LSQGQKTRHRMFSLIGGN 


13782 


44150 


A 


13862 


254 


571 


Y S Y KLEIIIGKQPEI YRDPC YRP 
AV*SQTAVLAISEAPWA*DLPS 
QVSDTISWWTVC*AHWKSAVL 
GWE*PGFPGTWMKLETVSLSK 
LSQGQKTKHHMFSLIGGN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13783 


44151 


A 


13863 


62 


214 




13784 


44152 


A 


13864 


274 


435 














294 


ASTAGVSYYVAQAGLKLLGLS 
LSKCRDYRCEPPCPE*MSLYKV 
MAMARKAMSLVYIYFFLDEFM 
YFAGTWMKLETIILSKLSQGQK 
TKHRMFSLVGGN 


13786 


44154 


A 


13866 


663 


1266 


PPLTCQCSHLCVTLVGH/WIKLE 
Til LSKLSQGQKTKHRVFSLIGG 
AGALAKECMSLYPGCKITVFDI 
PEVVWTAKQHFSFQEEEQIDFQ 
EGDFFKDPLPEADLYILARVLH 
DWADGKCSHLLERIYHTCKPG 
GG1LV1ESLLDEDRRGPLLTQLY 
SLNMLVQTEGQERTPTHYHML 
LSSAGFRDFQFKKTGAIYDA1L 


137g7 


44155 


— 


73867 




681 






44756 


- — 


73868 








137g9 


44157 


— 


73869 




178 




]3790 


44158 


— 


13870 




2042 




— 


44T59 


- — 






378 




|37Q2 


44T6O 


— 


13872 




683 




13793 


44161 


A 


13873 




972 




13794 


44162 


A 


13874 


308 


406 




13795 


44163 


C 


13875 


177 


653 




13796 


44164 


A 


13876 




465 




13797 


44165 


A 


13877 


3 


1175 


FFSSQAAALLVVLGSSHTLQRA 
RK.HSAPGLPDTCALLQPPAASA 
AAAPSMSGPDVETPSAIQICRIM 
RPDDANVAGNVHGGTILKMIE 
E AG Al I STRHCN SQNG ERC V A A 
LARVERTDFLSPMCIGEVAHVS 
AEITYTSKHSVEVQVNVMSENI 
LTGAKKLTNKATLWYVPLSLK 
NVDKVLEVPPVVYSRQEQEEE 
GRKRYEAQKLERMETKWRNG 
DIVQPVLNPEPNTVSYSQSSLIH 
LVGPSDCTLHGFVHGGVTMKL 
MDEVAGIVAARHCKTNIVTAS 
VDAINFHDK1RKGCVITISGRMT 
FT\SN\NSMRFKVLLDPAPVVDS 
FQKRYRGRQCLSST*VSLSQER 
QV/PLPVPQLVP\ETEDEKKRF\E 
EGKGRYLQMK\AKR\QGHAEPQ 


13798 


44166 


A 


13878 


121 


361 


SLFELENRSKFSVATAGLVPSR 
RLSINCIRRAFITSSNGFPLWFCL 
HQKGPVDCCVAVY*CGTEDGS 
WAPTHPGVGPSLP 


13799 


44167 


A 


13879 


1 


462 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


[Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


13800 


44168 




13880 






PCSLSSDCCASNQRDSVGIGPSE 
PRVGYMLVIRFLSPSEKRSPRYV 
GVTRFSSAWEPSQLAGILPISEP 
PSN R1FAC WGKPA WT ACCNSLR 
ARR 


13801 


44169 


A 


13881 


1 


1332 




13802 


44170 


A 


13882 


1 


753 











iMsi" — 




^ 












yi 




1YFNTQESFCPPRPLK/LCDGRG 
CH K.GL*NAFKAFSPFS WPLALG 
SFLLMQISAACLNSFPENGLFFS 
TT 


13805 


44173 


B 


13885 




1095 




13806 


44174 


A 


13886 




741 




13807 


44175 


A 


13887 


264 


2880 


WLLQKHKLHVSR*LGL\PDTSW 

1LPSRPDAGGRFPIRTPPCVLVV 

HKPSRHCREWTANTVLPKGAL 

AKWLLEPKADLQGWHLPADG 

QYTKPSISYNlKLYrNCYNRTVT 

TAAQHQQVQRKHGAS1FLAEN 

VAVREKDKEERKVTRAPTEQA 

WTAGSW1ETAYREIKGVGQES 

VCITVMHLEELVYELAWIIMSA 

VVEAFDPVAPSSKCRLNPDPDP 

YCCTPYTLHTSPPPPPSCCTPYT 

LHTGPPPQTPFCCTPYTLDTSPS 

PQTHSCCTPYTLHTVPTFHLPA 

AHP1HLHTIPPPQTQGQGFVSED 

EYLE1SD1KRDQSGEYECSALND 

VAAPDVRKVK1TVNYPPYISKA 

KNTGVSVGQK.GILSCEASAVP 

MAEFQWFKEETRLATGLDGMR 

1ENKGRMS TLTFFNVSEKDYGN 

YTCVATNKLGNTNASITLYVD 

H1VGSKALLSKCKRTEIITNYLS 

DHSAIKLELRIKNLTQNHSTTW 

KLNNPLLNDYWVHNEMKAEIK 

MFFETN KNKDTT YQNL WD AFK 

A VCRGKF I A LN AHKRKQERSK 1 

DTLTSQLKELEKQEQTHSKANR 

RQEITKIRAELICEIETQKTLQKI 

NESRSWFFERINKIDRLLARL1K 

KKREKNQI DA I KNDKGDITT YP 

TEIQTTIREYYKHLYANKLENL 

EEMDKFLDTYTLPRLNQEEVES 

QNRPITGSE1VAI1NSLPTKKSPG 



1704 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13808 


44176 


A 


13888 


1 


629 


AMAGSPPPASLLPCALISDCCAS 
NQRDSVGVGPSEPGVGYSLVV 
RRFLSPSEKRSIRVGVTRPSRCR 
PSPLSLTQKGNSLTSWASQVLT 
PAPEKQPDNKLPLPRRGSRDPT 
EYFHGQEVRDKSDEHVDHVSQ 
1HSFRDEVKRLGAEDSSNAETP 
TELHEFNTGGVYRPPNSTSVIQP 
LDQGVIRTFKPCYTKYSLEKIVS 
AVEENPDRT 


13809 


44177 


A 


13889 


1 


1452 




13810 


44178 


A 


13890 


167 


309 




13811 


44179 


A 

- — 


13891 


3 

— 


386 


SVGALQKQQGWHQRRCISLHF 
PSFLCVFSLAKSRRADHNQDPR 
ASRMAFSLTSSPLARSAASAVA 
AFGCGTSGNGRFSSVP*AYRQV 
FQR1AIAVYGPLMRDR*AHPVK 
TPDA1DCR1RQPA1PRLQ 




44~T80 




73892 




298 






44781 


- — 


73~893 


473 


1826 






44782 


- — 


^ g94 








13815 


44183 


A 


13895 




3706 




13816 


44184 


A 


13896 




1464 




13817 


44185 


B 


13897 


591 


729 




13818 


44186 


A 


13898 




1326 




13819 


44187 


A 


13899 




1152 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13820 


44188 


A 


13900 


1 


2524 


MREEFAHRWLARAGEKTPPDA 

LEKLTDPLMFAAAMVSAGKAD 

VCIAGNLSSTANVLRAGLRIIGL 

QPGCK.TLSSIFLMLPQYSGPAL 

GFADCSVVPQPTAAQLADIALA 

SAETWRAITGEEPRVAMLSFSS 

NGSARHPCVANVQQATEIVRE 

RAPKLVVDGELQFDAAFVPEV 

AAQKAPASPLQGKANVMVFPS 

LEAGNIGYKIAQRLGGYRAVGP 

LIQGLAAPMHDLSPC1AATDAG 

SAAAQRIGDLVSVHVIPRPHVD 

LEQVFPIGLKAYTATCNHPVSL 

RFT1KSSSDR1KLSNQTLQSKNL 

F1MRFYCFSLCLSLSAFYHCRGV 

IVNIQAVFWLQKGTEAADILTT 

CAQLW1MMYALLSVFSLLDVIL 

NLAQKFPAASQLPLKGIFQGIKL 

IGA1LVGILMISLLIGQSPA1LISG 

LGAMAAVLMLVFKDPILGLVA 

VRNWDNTITTIPTWSLVSDSFK 

NWSGMSASGGRR1KRSISIDVTS 

1RFLDEDEMQRLNKAHLLKPYL 

TSRHQEINEWNRQQGSTESVLN 

LRRMTNIGTFRAYLNEYLRNHP 

R1RKDMTLM VRQLAPGDNGLP 

LE1YAFTNTVVWLEYESIQAD1F 

DH 1 F AI VEEFGLRLHQSPTGND I 

RSLAGVTINKAPGDDEILKNTV 

DFVSFSYYASRCASAEMNANN 

SSAANVVKSLRNPYLQVSDWG 

WGIDPLGLR1TMNMMYDRYQK 


L3821 — 


441g9 


— 


13901 


- 


2370 




]3822 


44T90 


— 


13902 


■j 


282 




13g23 


44791 




13903 


■J 


714 




13824 


44192 


A 


13904 


3 


506 




13825 


44193 


A 


13905 


459 


551 




13826 


44194 


A 


13906 


401 


492 




13827 


44195 


B 


13907 


479 


702 




13828 


44196 


A 


13908 


120 


256 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13829 


44197 


A 


13909 


16 




1249 


SKSGA1EIARLAGRVHGVVVQI 
TSEIGPLTLLTANFAFSAS*STA 
WKATSMDGEVLS*YSTSASAS 
AERQSTHQ*TGFAPLCR*PLPMI 
/VAQRADDVGFSFEVHGQVRV 
RPVAQHAQTDKVFALTVNLGR 
RVFAALGAELGGARSAVRPVP 
ECYAVRETLALLQKIFPIRQCEN 
SVYRNRSRPCLQYQIGRCLGPC 
VEGLVSEEEYAQQVEYVRLFLS 
GKDDQVLTQLISRMETASQNLE 
FEEAAR1 RDQIQA VRRVTEKQF 
VSNTGDDLDVIGVAFDAGMAC 
VHVLFIRQGKVLGSRSYFPKVP 
GGTELSEVVETFVGQFYLQGSQ 
MRTLPGEILLDFNLSDKTLLAD 
SLSELAGRQINVQTKPRGDRAR 
YLK.LARTYAATALTSNFRSIYR 
SPATDRACQRVETAGNER 




44198 


- — 


73910 




438 






44199 


— 


13971 





1200 




13832 


44200 


A 


13912 


1 


300 




13833 


44201 


A 


13913 




431 




13834 


44202 


A 


13914 


2 


1465 




13835 


44203 


A 


13915 


1 


513 




13836 


44204 


A 


13916 


3 


535 


RDK1LVFKDENFWM1RGYAVLP 
DYPKSIHTLGFPG RVKK1DA A V 
C DKTTRKTYFF VG I WC WRFDE 
MTQTM\EKGFPQRVVKHFPGISI 
RVDAAFQYKGFFFFSRGSKQFE 
YDIKTKNITRIMRTNTWFQCICE 
PKNSSFGFDINKEKAHSGGIKIL 
YHKSLSLFIFGIVHLLKNTSIYQ 


13837 


44205 


A 


13917 


1 


876 




13838 


44206 


A 


13918 


23 


414 




13839 


44207 


A 


13919 


2 


425 


QERGPHQVIQRKECLREYSPVV 
S*AKGTGVAVGQKGTLQCEAS 
AVSSAEFHWYKDDKRLIEGNK 
GVKVENRPFLSKLIFFNVSEHD 
YGNYSCVASNKLGHTNASIML 
FGPGAVSEVSNGTSRRAGCVW 
LLPLLVLRLLLKF 


13840 


44208 


A 


13920 


1025 


1270 




13841 


44209 


A 


13921 


370 


701 




13842 


44210 


B 


13922 


1 


660 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13843 


44211 


A 


13923 


1 


432 


RFSRVDDFVLTMDDGPPPRRAR 

GDLTHSG LWRVCC1 EG1YKGHC 

FRINHFPEDNDYDHDSSEYLLRI 

VRASSVFPILST1LLLLGGLCIGA 

GRIYSRKNNIVLSAGILFVAAGL 

SNIVGIIVYISSNTGDPSDKRDE 

DK*NHYN 


]3g44 


44212 


— 


73924 





1093 




]3845 


44213 


— 


13925 





1203 




13846 


44214 


— 


13926 


-j 


1353 




13g47 


44215 


- — 




2 


445 




]3848 


44216 


— 


13928 


1 


227 




]3849 


44217 


- — 






840 




13850 


44218 


C 


13930 


120 


356 




13851 


44219 


A 


13931 


40 


342 




13852 


44220 


B 


13932 


403 


473 




13853 


44221 


A 


13933 


70 


2169 




13854 


44222 


A 


13934 


1428 


1905 


RCAATSGYGERVQRTV/PTHTV 
W*ASLSQSSAHRVVAINSIANK 
RSSMPPKSWATVALTSTK.LKCR 
FMAKVRNKSFSVLHNV*MTISI/ 
SPWVILSSGVDEKLFPRAVRVA 
MTAGASGFLAGRAVWASVVG 
LPDNELMLRDVCAPKLQQLGDI 
VDEMMAKRR 


13855 


44223 


A 


13935 


227 


342 


VHSWQRYSGR*RGY*PQNQSA 
TDQTRRWQSLKTAGAVA 


13856 


44224 


A 


13936 


480 


928 


FFADLQQPVCADSYPLLVQMK 
LAPHKS*NAVLWQRSATKSFSV 
1 VAQGLN DH 1NMPWVI LSSG VD 
EKLFPRAVRVAMTAGASGFLA 
GRAVWASVVGLPDNELMLRD 
VCAPKLQQLGDIVDEMMAKRR 
F1PLLRRWV DL A LTRWL1T V SK 


13857 


44225 


A 


13937 


564 


1185 


WLHASAALLRW*YQLPGQPHH 
RRCRS A DG SH VPSLC A A VPDQR 
\PLITVRRIGMQAMTTSTTGDRQ 
RSWQIAMDGSQKLPQRMLDSV 
RWHLAHDSKFDLLALGVAGW 
MRYVGGVDEQGNPIEISDPLLN 
RMAANRFVHITQLPVIYRAFRN 
SFTQVARLQLCHKRFQQRHTSV 
REQIVTVLSGIRDNHVHFVQTL 
TGDGVGNQRQLVQ 


13858 


44226 


A 


13938 


228 


424 


H RFCPA ARH/RS WSGLREMAVS 
ISMPRRJINSGRYCAICWYKRRS 
RCARNMLIFPVARSTP1PGPS 


13859 


44227 


B 


13939 


128 


1670 




13860 


44228 


A 


13940 


2 


2367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13861 


44229 


A 


13941 


1 


921 


ELPASPAPCARTPQPLGGRWEA 
ARRKERVLCLFDVDGTLTPAR/ 
QGRTLKIGSSHRECHADTPEAE 
CGVCSSVTEVRAKWRSQTC*KP 
ECYASPLPP*KIDPEVAAFLQKL 
RSSYLPVGSQTWSHTLSSSCPLC 
DPEVIGRDTVPVSGSGSPGHAQ 
SPVFLGQTIQNHLGPGGARFEF 
RA/CSGSLWLPALPHH\RGTFIEF 
RNGNCVPSQGLAHSRSSELPSA 
PSPLQKEQAALLLALSAPPSRE* 
QSPPLPTGGMISFDVFPEGWDK 
QVRSSQCGEGLHLNIPPLPILCV 
QGGNDFE1FA DPRTVGHS 










105 


416 


HSVLEVGPWWEVFGSWGQILH 
SLVSSHHVRHWLLPSPSAMTES 
SLTFQQKPSRCQH HA SCKA YH S 
HQLLLVPTAGRLEDRSHH*IPC 
KHSPAPAWSLAAPVGN 


13863 


44231 


A 


13943 


191 


573 


SSSGGYQQQLMRVIGTRDTAV 
NKASNVPSFGA*I/PSGRGQQAK 
I.IALTRAI.TLAKELHVNIYADC 
KYAFHILHQHDV1WAERGFLTV 
QGSSSIINASL1KTLLKATLLPKE 
AGVIHYKGHQKASAPIA 


13864 


44232 


A 


1 3944 


1 


1065 




13865 


44233 


A 


13945 


321 


537 




13866 


44234 


A 


13946 


346 


1260 


GGPARAEFSRHLGCKGHHPLPK. 
DVASEVPAGSSTSVSSLIRTNGC 
PGLGSWEPP*FFSENKRLSTLMS 
FTLRDSKMFSPQSGLFLGCSAG 
EHSALRDPTASGLPGTASGVRP 
GR/RQRVGSDIEASTQGESKPCI 
L SI * TLPN A * L KTKTLTPL E I A AC 
TNPHSFSITARIGPAHLAAPRPV 
TPAGRGG ARAPG R*CA AARPPP 
ASQ*VSGSPAPGGGPSYAPAAR 
TS*PSSLAPGAKRLRFSRVATFC 
CSFLA WSSSSNKAFCT* EHMSL 
LSSWISQSLEKVASCCPCEQFDS 
WKRLENILLFS 


13867 


44235 


B 


13947 


1 


459 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13868 


44236 


A 


13948 




1263 


VEAAKKAHHAACKEEKLAISR 
EANSKADPSLRPQAHTYALSPL 
FLTAMPSV*QGEHV1YTRVRHS 
DQVSESSGKPLSLPLLEPGIWAF 
EAAQVPPRWDQVRSLEPTTEW 
EAPGLKKRRVSQGLNGNEPLSC 
AWIFL*TKEKYEKSLKELDQGT 
PQYMENMEQVFEQCQQFEEKR 
LGWDKG*LAPAF*KSHVSL*FS 
YKAI YHD LEQSIRA AD A VE/DR 
RGF\RK**TFGFSPSAPVA*EWS 
ADLNRTLSRREKKKATDCQDP 
HGPLQSWDPLKALSLHSTLNVP 
SNPAQSAQSQSSYNPRGPHTLC 
RPVLRALWPPLSCSVSSYEKTQ 
SYPTDWSDDESNNPFSSTDANG 
DSNPFDDDATSGTEVLCSPPSV 
SYLSWRRLPLCLAGDELTKME 
DEDEQGWCK 


13869 


44237 


A 


13949 


2 


485 


AAAFGTRLSRRGRGCGVTGSG 
GGRRRVPAPRRPRSPLQPPHQ/P 
PRRPSRRTPGCGSRGA\PSRGRR 
LVPPPPEPPRAAQQRARH\HRTS 
\RPAARQPPRRPPAQPRSCPRRV 
RPTPAWSPPGRRGPRRSRRRRR 
RGGRARARRPRRRGQVPRPQS 
ATGAGHAR 


13870 


44238 


A 


13950 


1 


207 




13871 


44239 


B 


13951 


1 


5297 




13872 


44240 


B 


13952 


1206 


1360 




13873 


44241 




13953 


46 


369 


NEGKNAKGSQRERSGYPQREA 
HQTNSGSLGRNPTSQKRVGANI 
QH S * RKEFSTQHFISSQTKLHK* 
RRNKILYRQANAERFCHHQEGS 
TKHGKEQPVPAAAKSCQNVK 


13874 


44242 


A 


13954 


476 


868 


KYDCCISSTFCRALVHFSRTTFQ 
VNSPLSPN1SAFGYMPLKYSIYF 
LHHLRPNIL*AASYFLKYKGTL 
KLPALRGCLS* STRCWCKIHICI 
*ND/ECLQFLGPWFENEFCFLPS 
TSQFVEFVLDILVLQNEP 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13875 


44243 


A 


13955 


1770 


3003 


PANIIMTGS\NSHITILTLNVNG\ 

LNAPPRHRPAIA/S/WLKSQDPS 

VVXCIQETHLTCRDTHRLEIKG 

WRNIYQANGKQKKAGVAILVS 

DKTDFKPTKIKRDKEGHYIMAK 

GSIQEEELTILNIYAPNTGAPRFI 

KQVLSDLQRDLDAHTIIMGDFN 

TPLSTLDRSTRQKVNKD1QELD 

SALHQADLIDIYRTLHPKSTEYT 

FFSAPHHTYSKTDHIVGSKALL 

SKCKRTETITNCLSDHSAIKLEL 

RIKKLTQNHSATWKLNSLLLND 

YWVHNKMKAEIKMFFETNENK 

DTAYQNLWDTFKAVCRGKFIA 

LNAHKRKQERSKIDILTSQLKE 

LKKQEQTNSKATRRQEITKIRA 

ELKEIETQKTLQKKQPN1CDPAM 

EKNNKTDRVLARLIKKKREKN 

EFSAH1LYKFSKQNGS 












392 


RSRKPRGNPKSI IPEDTDPTKAP 
RKRQ1SSRGHRSHR*EPGPQSAA 
PGFREQRRRGQMG*IWYLTPTP 
PGGQRPSSAASPRGFPPTN1MSSR 
LPAEPE 


13877 


44245 


A 


13957 


55 


403 


SEGMSGKASEKQEAFACPRHLT 

RAVDGPS*SGLLGSRLPPSCSPG 

KEAPGGSELYLCLMRGLQTL*A 

RSGTGLR/PNPAEIR*EPGPQSA 

APGFREQRRRGQMG*TWYLTPT 

PPGGQ 


13878 


44246 


A 


13958 


217 


444 


RSRKPRGNPKSHPEDTDPTKAP 
RKRQISSRGHQSHR*EPGPQSA 
APGFREQRRRGQMG*I*TPCRP 
ALPKSKPRPL 


13879 


44247 


A 


13959 


309 


670 


PCPRASSQGLKATH\GQR*SSEP 
PGASFPGLQDGGRREPRRPD*D 
GPSTGLVRCLGHANVGDPCLK 
VFVFFKNLSPTYLRASAEQTLP 
LLLPHLHGLCLHQPLHLGFTAA 
WAQLTFWEASQ 


13880 


44248 


C 


13960 


392 


760 
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SEQID 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13881 


44249 


A 


13961 


24 


915 


HAGRHARGSLFPGARPSETRAH 
CVRTARPNCKEEDTPMVRGKN 
SGGEHCTWGPSLAAGG*GIGDP 
GGLPGTVPHPGLQLLLHGFAGP 
HMASLCCGVSSPAGVRQWPA* 
GSGNHQVKSWLGLPKNVS*AP 
SM L*NPKMQRLMKA QPHGRCE 
VRRGRVCSALGP/IGMSGKASE 
KQEA *DEGH PHLHAPGT* QDQ 
VDGPS*SGLLGSRLPPSCSPGKE 
APGGSELYLCLMRGLQTL*ARS 
GTGLRANPAEIR*EPGPQSAAP 
G FREQRRRGQMG* I WYLTPTPP 
GGQRPSSAASPRGFPLV 


13882 


44250 


A 


13962 


397 


612 


RPQHHTFCCDGRVMMARQKGI 
FYLTLFLILGTCTLFFAFE/CSFG 
♦VELPDYGYFGSRGRTCFLGSL 
GLVLG 


13883 


44251 


A 


13963 


125 


1298 


FQSWAQPLFLLSCNRKTHFGTR 

IPRMSVMVVRKKVTRKWEKLP 

GRNTFCCDGRGMMARQKGIF\ 

YLTLFLILGTCTLFFAFE/CGRYL 

AVQLSPAIPVFAAMLFLFSMVAT 

L\LRTSFSDPGVIPRALPDEAAFI 

EMEIEATNGAVPQGQRPPPRIK 

N FQINNQI V KLK Y WYTCKIFRA 

SRASHCSICDNCVERFDHHCPW 

VGNCVGKRNYRYFYLFILSLSL 

LTIYVFAFNTVYVALKSLKIGFL 

ETLKETPGTVLEVLICFFTLWSV 

VGLTGFHTFLVALNQTTNEDIK 

G SWTG KNRVQNPYSHGNIVK.N 

CCEVLCGPLPPSVLDRRGILPLE 

ESGSRPPSTQETSSSLLPQSPAPT 

EHLNSNEMPEDSSTPEEMPPPEP 

PEPPQEAAEAEK 


13884 


44252 


A 


13964 


44 


647 


DYSAQHGKASQKHVARLISSGT 

FQGATVSRPFQLSTSSSSFCSSSS 

SLSSSSSLSSSLLLSCSSESVFLS 

LSFFFCSEASFLPFCSRLYASRA 

SFNGVTNRWNSISSMAESTSLA 

FSVFRFPFIAKLLAQDVAYSTKT 

LAAREIGAPGLLGDVDTVRELR 

GDRG*AKLPFQHLLPSCPFVRPP 

RAAHRLLDDPGDHGIGQV 


13885 


44253 


B 


13965 


158 


1075 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13886 


44254 


A 


13966 


125 


1297 


FQSWAQPLFLLSCNRKTHFGTR 
IPI\MSVMVVRKKVTRKWEKLP 
GRNTFCCDGRGMMARQKGIF\ 
YLTLFLILGTCTLFFAFE/CGRYL 
AVQLSPAIPVFAAMLFLFSM\AT 
L\LRTSFSDPGVIPRALPDEAAFI 
EMEIEATNGAVPQGQRPPPRJK 
NFQINNQIVKLKYWYTCKIFRA 
SRASHCSICDNCVERFDHHCPW 
VGNCVGKRNYRYFYLF1LSLSL 
LTIYVFAFNIVYVALKSLKIGFL 
ETLKETPGTVLEVLICFFTLWSV 
VGLTGFHTFLVALNQTTNEDIK 
GSWTGKNRVQNPYSHGNIVKN 
CCEVLCGPLPPSVLDRRGILPLE 
ESGSRPPSTQETSSSLLPQSPAPT 
EHLNSNEMPEDSSTPEEMPPPEP 
PEPPQEAAEAEK. 


13887 


44255 


A 


13967 


247 


850 


DYSAQHGKASQKHVARL1SSGT 
FQGATVSRPFQLSTSSSSFCSSSS 
SLSSSSSLSSSLLLSCSSESVFLS 
LSFFFCSEASFLPFCSRLYASRA 
SFNGVTNRWNSISSMAESTSLA 
FSVFRFPF1AKLLAQDVAYSTKT 
LAAREIGAPGLLGDVDTVRELR 
GDRG*AKLPFQHLLPSCPFVRPP 
RAAHRLLDDPGDHG1GQV 


13888 


44256 


B 


13968 


298 


380 




13889 


44257 


A 


13969 


48 


252 


QRAGSPHSPRSLSAPPLPELPLW 
RHLRSPSAHRCTVGAPFWDGQ 
G/LEPAPSAALAAFPRSRARDLQ 
LA 


13890 


44258 


B 


13970 


1 


447 




13891 


44259 


A 


13971 


236 


559 


MWLEPMQMGFLHMMEKMAA 
RTSAILD*GTLK*FHFTLTTSLK 
ALSSHTPIFPGTGELQLPVSPSV 
CLDQGMQLKPSTSSHLLKTVKP 
RMKRQSLLHMKQSFEPKIYL 


13892 


44260 


A 


13972 


1 


645 


MKPQTLTVSVTAFKVAHLEFVP 

SDVQMCSEFLPSGGFVVSLASG 

VKLQTFAVSFTAHKSSVDPK.NS 

EAQLASPSGFCTRAADGAACQS 

\LPCTCTPQPLGGRWDWALWS 

RGW/LLVEEAWAAQEPTEELRE 

RALALASPERGSHSAAVGQRAP 

QVPPKWEPRQRRRRERARAVR 

TASTLSPLNPPSKQDTLTAVGN 

LADDHSSYFLLDRGEEGALQL 


13893 


44261 


A 


13973 


28 


322 




13894 


44262 


A 


13974 


1760 


4426 




13895 


44263 


B 


13975 


942 


3414 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13896 


44264 


A 


13976 


1 


274 




13897 


44265 


A 


13977 


545 


1150 


R1SGPGAVLLPVMPALWRLRHR 
MFSLTKK*HLPAHRSLAEGYLL 
YQPQLDTLKARLTQKYQELQV 
LFEAYQ1 KKTKLDRQSSSASLET 
LLALLQAEGAKIEEDTENMAEK 
FLDG ELPLDSFIDV YQSKRKLA 
HMRRVKIEKLQEMVLKG QRL/S 
TRPWPRCPPGCPNWHLPPPFPT 
LPQSQWASCRCTSAHPPPTTPG 
AAGRL 


13898 


44266 


B 


13978 


213 


611 




13899 


44267 


A 


13979 


1 


639 


M E A VTV VP VGTEEGM GEEEQD 
SGTTTGCGLPSVEKMLATNPGK 
TPISLLQKYGTRIGKYTPVYYLL 
KAEG\HQPNFTFWV\VGNTSCT 
AQGPRKK V VKH KA AE VAL RH L 
KVESMLEPAPEDSSSFSPLDSSL 
PEDFPVFTAAAAATPVSSVFLT 
RSTPMEKQPPLLP\QQSECIPVG 
ALQKLV VQKGWWLPEHTVT* E 
SRPDQHEELT*RVERFT 


13900 


44268 


A 


13980 


361 


894 


AFFPMSTAGVCGNVEGEPETP 

WSLPLSQVPFSPNA/CPQGTLGR 

S* AG V AG APGPGVPGRSPAA\GI 

PEPAARPGRPALSRLPGLGGAG 

ARSGAA*G*GSRPGG/PLPAADP 

VQSWGP*EAPSHP*PGT\SADSP 

PSGVSGATGDCLWGSGRAELF 

GFATTSSAAPFPGLPTFFFIPVSP 


13901 


44269 


B 


13981 




3842 




13902 


44270 


A 


13982 


3 


407 


DAWAAARPGRSCALPPPGA/PE 
EPGHVPGAA*G*GSRPGGRFQL 
PDPVQSWGP*EAPSHP*PRNFPQ 
TRRHLGVKQHGCSQPSPHGSRA 
SQAHPGISGLF/GPHHPGPPLFIH 
GPRCCCAQATASNHLFACGTSS 
DP 


13903 


44271 


C 


13983 


127 


297 




13904 


44272 


A 


13984 


3 


1920 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13905 


44273 


A 


13985 


3 


2271 


GQGRRTAGGGGGGGAGVGAG 

AGAMEAERGPERRPAERSSPGQ 

TPEEGAQALAEFAALHVWSGE 

G1GVGSPAHTPADGNSGPQVFD 

AGEVFG1MQVEEVEEEEDEAAR 

EVRKQQPNPLAPPTSLCPMPTR 

QPH1VACARSIFLIDHAWTCRV 

EHARQQLQQV PG LLHRMANL 

MGIEFHGELPIWVPEGSSGGW 

MG ERE VP Y VLCLQTAEEKM P V 

WY 1 MDEFG SRIQH AD VPSF ATA 

\PLEEGPQPSVPSPPLMGTH/DL 

GTEEVTRDFAYGETDPLIRKCM 

LPLSSSHRGMETPCVHTSRASL 

PLQACELPSWSLLLFNEPPRPAF 

PSLP*PHLYFRCVSF*AIPGLVLE 

SRLDTWEPGSPSSGSPHRVYTD 

V QQ V A SSLTHPALPVRASRHCR 

PPLELAHLPPPCRKLSQERPGVL 

LNQFPCENLLTVKDCLASIARR 

AGGPEGPPWWVLGWHHLGTQ 

APGAPQTALLLPRGEDNHWICK 

PWNLGLCVLGSPRGLCPGHQR 

ACTCVLQVVSKYIESPVLFLRE 

DVGKVKFDIRY1VGGTSLAGTR 

PLKNPYVSAHLSSRAFAQGRRG 

RGGPTWSG WLLARDPA RV*DL 

LSSLVHSVERCPMQWALSEWQ 

LHHLSTWSSGLCGLAG**VFQM 

HRTPTPP**QAACSRPSGGLYR 

A*WALCLLPGAADPLLRGCSEQ 

AS*LRLPGPQAEIFRAFTELFQV 


13906 


44274 


A 


13986 


1 


600 


MEEQRVQFTLWLHFSPHGICQF 
ESGRQEAKKLKGSGQPLKTGE1 
KTGIQKYRREALLQHYLGPASL 
AGRSKALTGTAERSCSSGSDSSI 
FTLCVNYNDSRAIMKTLAAIGT 
GFDCASKAEIQLVQILGMPPER 
FMYANSCKQMSQIKYTANNGV 
QMMIFGNEVKLMSVARTIISKQ 
P/CHISVKSGAMLKASRLLLE*A 
KEL 


13907 


44275 


B 


13987 


1 


2040 




13908 


44276 


A 


13988 


205 


438 


LYFLETGVFCVQVPAQQC*CSV 
PGSCRRPLEEAGWRGLGLSGRL 
AGTGLPSGSRGNRTERGERGKL 
VRGRRGVTRWLS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13909 


44277 


A 


13989 


284 


632 


KTGVFCVPGPRPTVLM*CSFVG 
GKKNQYCLTGDAGCLQEKHSL 
GPAGV/HLEEAGWRGLGLSGRL 
AGTGLPSGSRGNRTERGERGKL 
VRGRRGVTRWLSHPQVQRQAD 
AGTCSPFEP 


13910 


44278 


A 


13990 


594 


1003 


VRKGHHAVRGLCGRAQFRCIS 
GDPGKRPLG/LPGGNAPKSGSL 
ARRPQPVRIPGSRPQ/RGSVSHL 
GPAGVH* R/RAG WRGLGLSGRL 
AGTGLPSGSRGNRTERGERGKL 
VRGRRGVTRWLSHPQVQRQAD 
AGTCSPFEP 


13911 


44279 


A 


13991 




1500 


VRVAH1PTAAAE1AAIPDRGGHL 
SVGKRKLTFWFFYGVLPFRDV 
AIEFSPEEWECLDSAQQHLHRD 
AMLENYGNLVSLAAGDQSLPG 
DAAASAVCRQLSPSACGAILGL 
PPVNGVAPVRLRGEIVTYTWSQ 
LTGLALALSKDGADGLRRLTRP 
TRRAPPALLLAPQTAAERWRG 
KCDPRHGGGCALALQGWTLYP 
RESPSRESKELGGLWSFRADLD 
SRRQGFEEQWYPRPLRELRGRG 
GRRPEARRWEGGSPGPCRLLPL 
SAPELAPYRKLKVNGLRGAGL 
GDGETGGTGEGRGGRRRKRCC 
RTLSRDEGFNDICQDWWLRQF 
VGWVLYEQEVTLPEQWTQHLR 
TRVVLR1ASAHSYATVVSAARS 
RQGRGIGGLIYTLGMPFFLSGW 
QVPEPHAAGYVRECLIAGPLLM 
P/TTCCPLL1SPVSAVGEWGRHA 
RA*GADSSSLVQNTDFDFFNYA 
GLQR\SVLLYTTLTTYIDDITITT 
GVEHDSAEIPIFPEYLRVNTGN 


13912 


44280 


A 


13992 


2 


307 




13913 


44281 


A 


13993 


220 


427 


MSTLPFPS LQMFRRPP YG SPSTC 
RSQDNRSYSRVTEELQERRRW 
NSGDAN*DQSPEARRQRPRHIE 
EAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, Y=possible nucleotide insertion) 


13914 


44282 


A 


13994 


1 


2832 


MGKYYTQGDKVLMPLAIQVH 

HAVCDGFHVGRMLNELQQYC 

DEWQGGAYPKGYFVQNTDFDF 

FN Y AGLQRS VLLYTTPTTY1 DDI 

TITTGVEHDSAAAPMVDSLIAR 

VGVMARGNAITLPVCGRDVKF 

TLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGV1E1ADGSRRR 

K\A AALTESD YRV L VGELDDEQ 

M A ALS RLGN DYRPTSA YERGQ 

RYASRLQNEFAGNISALADA 


13915 


44283 


A 


13995 


1 


2934 


MITFDFMSH1QVTLMQEVSFHG 

LGQLRPCGFAGYSPPPGCFHRL 

ASSVCSFSRCTVQAAVDLPFWG 

LEGTSPLLAASLGSAPVGTLCG 

GSDPTFPSWTALADVLHEEGHT 

PASNFCLRNLAGEASQSWRKE 

GLGTPRPTASSTEELQTLNEDSR 

LMTSPHNLEETRDCDTELPKKS 

LGWKEIRVYGQNKTLGFWLQA 

QLLICDGGNLRMFRLLPYGSPS 

TCRSQDNRGYGGVTEELMERK 

RWNSTDGFHIQGVLE 


13916 


44284 


A 


13996 


68 


425 


SHILPGAPGAPAWWTRWPSTLP 
EPFPRGRGSPAGTSP1SRPGLVQ 
SS*ASRGSDSRLPV/GPASCQAS 
GPGPDSRRPPPCTPA\GPHHGSL 
PSAGRVGASAAAAGPPSPAVPL 
PPAERPAP 


13917 


44285 


A 


13997 


324 


723 


TAFSLNFQGGVEGEVWAGTRA 
ARGACAGERGLGGSRTRSGW/P 
GTAGPGQAGHGTCSLPCPSLPP 
AMGSCVSEPPRQAPPPAPWRLV 
PSTAQGLRSVGTQCGTGGSSAC 
GPC\GDPGF*THQSAPCQNGPIS 
SL 


13918 


44286 


A 


14000 


39 


383 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


13919 


44287 


A 


14001 


181 


1446 


EDLLQE AQA L AEVTAQG KG LG 

QVRSLDLSLEACAGSPPLQVLD 

LQDREPRSLTSLPSSAANRGKL 

EKAQSNPCGHRRHQAAGLKLP 

LFSAQAPQGQPTPAPRFRAATR 

KPGTAQSHAPLWSPAMSFFPEL 

YFNVDNGYLEGLVRGLK/ALGE 

LSQADYLNLVQCETLEDLKLHL 

QSTDYGNFLANEASPLTVSVUD 

DRLKE\KMV\VEFRPHEGTMPY 

EPTSPSFP*TSITLQFT* FDNVI/L 

WL1HRARLHQRSIAELVPQVAH 

PLG\SFEQMEAVNIAQTPAELY 

NA1LVDTPLAAFFQDCISEQDLD 

EMN1EI1RNTLYKAYLESFYKFC 

TLLGGTTADAMCPI\LEFEA\NR 

RAFINT\INFFG\TKTVPKKDRCP 

AFFPH/CGAGFFPEGPAAMGFG 

LNNLLTG A KKRGPYNFPEVQL 

AFLRGDG 


13920 


44288 


A 


14002 


1 


1182 
















ARFLAGP*LPSRRTGLRDLQPA 
MPEPP\PTPWAPVRPEPPRRAPP 
P APRRP VPSTG K.EQTTQG LRS A 
GAGHRDWQAAPPAAPVRDPLG 
EASWAPESGGDVESLYV 


13922 


44290 


A 


14004 


66 


463 




13923 


44291 


A 


14005 


3 


1446 




13924 


44292 


A 


14006 


221 


852 


N SFLM VGFFPFFS L/C A AFDTK.T 
GLRVAVKKLSRPFLRPDGYYTE 
FNI YLLFNFYILTSSA V * V VLSH 
SVVIECLLS1RHCSRYFRKSSED 
KN FLRG SRLLCNFSLI SRYL VTH 
LMGADLNN1V*RYR*YK**FFK 
MNSPFLPLPVGGELIMHHKVDP 
VCFVFFSLPVSKS*QFVCSSSAL 
♦ILDFGLARHTDDEMTAKGQPE 
CFVRWACAS 


13925 


44293 


A 


14007 


55 


784 


RH1QDPASQRLTWNKSPKSVLV 

IKKMRDASLLQPFKELCTHLME 

ARGAGGGHDARSLTTAPVSRE 

PPCRRVGSAGGMSRLALCFQEN 

MIVYVEKKVLEDPA1ASDESFG 

A VKKKFCTFREDYDDISNQI DFI 

ICLGGDGTLLYASSLF/QGNAA 

VVLRSRLKVRVVKELRGKKTA 

VHNG LGEKG SQ A AG LDMDVG 

KQAMQYQVLNEVV1DRGPSSY 

LSNVDVYLDGHL1TTVQGDGVI 

VSTPTG 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13926 


44294 


A 


14008 


155 


1592 


PESRHQCFSDRSANFLTMEMEQ 

EKMTMNKELSPDAAAYCCSAC 

HAGDETWSYNHPIRGRAKSRSL 

SASPALGSTKEIRRTRSLHGPCP 

VTTFGPKACVLQNPQTAIMHIQD 

PASQRLHVEQRPPRTVLVIKKM 

RDASLLQPFKELCTHLMEENMI 

VYVEKKVLEDPAIASDE\SFGA 

V K KKFCTFRED YDDISNQIDFII 

CLGVDGTLLYASSLFPGQPSPP 

VMAFHLGSLGFLYTPISFENFQS 

QVTQVIEGNASCCSSGSRLKGQ 

GW*RSLRGKKTA\VHNGLGEK 

G\SQACRPGTMDVGKA/QAMQ 

VPRS*NEV\VIDRGPSSYLSNVD 

VYLDGHL1TTVQGDGKARSTV 

LGP*ASLGRE*RLRLSLSGVIVS 

TPTGSTAYAAAAGASMIHPNVP 

AIMITPISRSVLPTAGGPHLSLL 

DPQIMLSPEARNAGGGPFWKP 

WLRLLLSRPSISITTSCYPLPSIC 

VRDP VSD WF ESLAQCLH WN 


13927 


44295 


A 


14009 


327 


466 




13928 


44296 


A 


14010 


2 


196 




13929 


44297 


A 


14011 


923 


1776 


WRKCGCETAGSASATRAAATE 

KMEAPRNKMCRDQENS A WRN 

AVPGP*E*RQPEEFPRTTS1LAEP 

TVLSRRKCRPSEKRGSATEKFG 

ATSAVTENPPLGAAGERANKTL 

GAATVTPTLGPRPRMEKGGTR 

CPSTL* PS VQERQPESPSGNHPE 

TQKIEFAGRRVTFQHRWATTLR 

TRISGTGASPRDRSAFFGFPWC 

G/AAQPSDEESTPATQEEAQAQ 

AGVAAAASSEEPGHCAPRPPHA 

PRSALFEDWSREPERSDDGDLS 

ECR RPATEPWRPPGSA WRLPC A 

A 


13930 


44298 


A 


14012 


568 


1223 


SARGLLPGSGPLSHAGPQLQVE 
WFGCLPPPDSTLELVVCGTVAI 
SRVRMSAVCVLRTWS\RNAG\Q 
L1\CFTVFQPCSNVHVL/KGPNY 
VCFFG\YPSF\KYSHP\HNFLKTI 
NAVCGQVLVQFRFPDTEEGIRK 
VTV/KCYVKEGDTVSQFDNIGK 
VQSDKASVT\IASPYDGVI/RKL* 
HSLDDIAYVGKPL VN1ETEALK 
GTVNLFYQIDYCPPFVIGSQLK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hnd 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13931 






14013 




296 


LFSRVPSK_GPPRYHHTSSRG*TR 
AD*LISS\GNS*AHCIPSGLQGM 
LNLLPTPRAPVRPEPPRRAPPPA 
PRRPVPFDHPRACGTGRQLHLQ 
PRCGIH 


13932 


44300 


A 


14014 


1 


376 


MQAVLLTVLQKHNQSVIYWY 

MKYIYYEGLVIMDDYDYVIMD 

YMTMETEKSHDLQAGGPGKPV 

VQFQFKPKILQASRGNGVKSWS 

KSKGLRTRCANVQGQENREGP 

AKH SPFLCLFV LFG SSTG RM I PN 

HTGDTSKVIAGTEERGVPKKVT 

LKFDACAAIDRPWAHQLDCTY 

HFKGSNDEHDSRLHTNAG*L*L 

C/RLWIT*LWRLRNPM1CRLEA 

QESQWYSFSSSPKSCKPVEAMA 

LSPGPSPtCA*EPGVLMSKGRKI 

GRAQLS1HLSSAFLFFSAPQQVE 


13933 


44301 


A 


14015 


1638 


2289 


VEKKKKPMSAPALRLPDLTKLF 
TLYVSETKKMAVRVLTQTVGP 
WPRPVAL\LSKQLDEVSKRWPP 
CPKSLVAIALLAQEADKLTLRQ 
NLNIKSPCAVVILINTKGHH*LM 
NARLARYQSLLCEHPRITLGSL 
QHLNPATFLPVSESPVKHNCVE 
VLDSVYSYVGPNHRDHPLNISR 
LGAVTWMGSSFHQPLQSDTLK 
KTTSPGSSHTRKLTGPRTAEA 


13934 


44302 


A 


14016 


1 


675 


MAPPLRPLARLRPPGMLLRALL 
LLLLLSPLPGLREGIGELITP1GT 
SLPDLDPARRRWEGGIGRVGSE 
VADLCPGKEGGKVPEAEKEGV 
WCFSELSFVKEPQDVTVTRKDP 
V VLDCQA HGE VPIK VTWLKNG 
AKMSENKRIEVLSNGSLYISEV 
EGRRGEQSDEGFYQCLAMNK\F 
*ATLNQKAHLALSRIGST*RRRP 
DRP*EDEAFVMTTHCFQDLLTS 


13935 


44303 


C 


14017 


18 


329 




13936 


44304 


A 


14018 


391 


895 


WASSDTPTGFTQRWRPDWAGG 
GGGEERGDGTGVVWEGEKVY 
RFRRVTGG SSFPS PA VL VRA PN 
TGMPKLTYIQT*GPLGERGKEP 
VPPNVPTLPQTFGGLLNASVVRK 
TEIPSPSPPPVCYLRASAERQ/PA 
GGSPQAKWRRAASSPPPLPPVH 
LPPPPPPPRPPPPPPP 


13937 


44305 


B 


14019 


1 


1110 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13938 


44306 


A 


14020 


282 


710 


YPEPQGWRVAHTVQYPIHIQPL 
KPGPRGR*SIMD1QVPPKEGGV 
LILKN\SSRLLNSWTQGCLQISA 
FSPTSSTLPGTPWSNVGPYKIAP 
ITSFGE\PFIRVIWKQLPSWISIIQ 
V/SHKQ*QIHRSVDIGWSPGQEC 
GPKGCFV 


13939 


44307 


A 


14021 


1 


1416 


Mil L 1 DA EKA FDK IQQPFMLKTL 

SKLGTDGTYLK.I1RAIYDKPT AN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIGLEDLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KrNVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLG1QLTRD 

VKDLFKJENYKPLLKEIKEDTNK 

WKN1PCSWVGR1NIVKMAILP\R 

D1DQW/NRTEPSE1MPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KIN SRW1 KDLNIRPKTIKTL EEN 

LG1TIQDIGVGKDFMSKAPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTI RVNRQPTTWEKI FATYSSD 

KGLISGIYNELKQIYKKKTNNPI 

KKWAKDMNRHFSKEDIHAAK. 

KHMKKCSSSLA1REMDIKTTMR 

YHLTP VRMA 1 1 K KSGNNRCWR 

GCGEIGTL 


13940 


44308 


A 


14022 


1 


3450 




13941 


44309 


B 


14023 


1 


3171 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13942 


44310 


A 


14024 


1 


2433 


MRTKTQHTR1 SGTHSKPVCRG K 
FIALNAHKRKQEKSKIDTLTSQ 
LKELEKQEQTHSKASRRQEITKI 
RAELKEIDTQKTLQK1NESRSW 
FFERINKIDRPLARLIKKKREKN 
QTDTIKNCKGDITTDPTE1QTTI 

reyykhlyanklenleemdkf 

lntytlprlnqeeveslnrpitg 

aeivai1sslptkesrtgwihsri 

lpe vqggtekegilpn sf ye a si1 

lipkpgrdatkkenfrpislmni 

da k.1 lnkil a kriqqhikkl ihh 

dqvgfipgmqgwfnirksinvi 

qhinrtkdknhmiisidaekaf 

dkiqqrfllktlnklgidgtyf 

kiiraiydkptaniilngqkleaf 

plktgtrqgcplspllfnivlev 

larairqeke1kgiqlgkeevkl 

slfaddm1vylenpivsaqnll 

klisnfskvsgykinvqksqaf 

lytnntqtesq1mselpftiask 

r1kylgiqltrdvkdlfkenyk 

pllkeikddtnkwknipcswvg 

rinivkmailpknwkkttlk.fi 

wnqkrahitksilsqknkaggi 

tlpdfklyykatvtktawyw 

YQNRDI DQWNRTEPSEIMLHTY 
NYLIFDKPEKNKQWGKDSLFN 
KWCWENWLAICRKLKLDPFLT 
PYTKINSKWIKDLNVRPKTIKTL 
EENLGITIQD1GMGKDFMSKTP 
KAMATKAK1DKWDLIKLKSFC 


13943 


44311 


A 


14025 


1 


1023 


MG A 1 YDKPTAN 1 ILNGQKL EAF 
PLKTGIRQGCPLSLLLFNIVLEV 
LARA1RQEKEIKVIQVGKEEVK 
LSLFADDMIVYLEDPIISAPNLL 
KL1SNFSKVSGYKINVQKSQAF 
LYTNNRQTESQIMSELPFTIASK 
RIKYLGIQLTRDVKDLFKENYK 
PLLKE\KEDTNKWKNIPCSWVG 
RINIVKMAILP/KAICRKLKLDPF 
LTPYTKINSRWIKDLNVRPKTIK 
TLEENLGNTIQDIGMDKDFTSK 
TPKAMATKAKIDKWDIIKLKSF 
CTAKETTI RVNRQPTE WEKIFAI 
YSSDKGLISRIYNELKQ1YKKKS 
NNPIKKWAKDM/NRHFSKEDIY 
AAKRHM 


13944 


44312 


B 


14026 


1 


2206 




13945 


44313 


A 


14027 




1689 
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SEQID 

NO: 


SEQID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13946 


44314 


A 


14028 


1 


2523 


MKQFLLYLDESNALGKKFIIQDI 

DDTHVFV1AELVNVLQERCHTR 

LGYTEFLVAWRVTFGLCVEAV 

TLHLKYQ1L1RGLLEMMSFSDA 

DILKQLPVTVPGLFPASLSPSSL 

LGNSPPSWLRHNSESKVSAVSS 

PSATKTLSTG1GKLDPGHKEMA 

EESELLKNKMQAPPLSRCPESQ 

KCQHQLRLHHWKPSVRHQVKR 

RSPAVLRSAMPPADCPAVLEAT 

TATHPEKGTALSKHLPSSDSMS 

LKVDVEALENSPGATYIWKGG 

KVTRDSQPKEQGKGDLKKKKK 

GKLPKNYDPKLTPDPERWLPM 

QECSF YQG RKKGKKKDQMGK 

GTQGATAGASSELDARKTVSSP 

PTS PRPG S A ATLS ASTSMIPPRH 

QRPAGAPATKKKQQQKK.KKG 

GKGFPVLREITVVKVDTLVVFQ 

ILEERLSVFI IIQYDTS YPFSTVDI 

EDHECAVWLLLRKSKSDDKTT 

RLEA VREMSETH HWHDAEKAF 

DK1QQPFMLKTLNKFGVDGTY 

LKIIRA1YDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNTV 

LEVLARAIRQEKEIKGIQLGKEE 

VKLSLFAGDI1VY1ENS1VSAPKL 

LKLISNFSKVSEYKTNVQKSQAF 

LYTNNRHTESQIMSKLPFTIATK 

RIKYLGIQLTRDVKDLFK.ENYK 

PLLNEIKEDTNEWKNIPCSWVG 

RJMMKMA1LPKV1YRFNAISIKL 


13947 


44315 


A 


14029 


1 


2868 




13948 


44316 


A 


14030 


1 


3099 


MGELITPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRJKNLTQNRSTTWKLNN 

LLLNDYWIHNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRAELKE1ETQKTLQKINESR 

S WFFERTN K.1 DRPL A RL 1KKKRE 

KNQIDTIKNDK 


13949 


44317 


A 


14031 


2 


3419 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in 1JSSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13950 


44318 


A 


14032 




2685 


MGDFNTPL STL D RSTRQK VNK 

DTQELNS APHQADL I Dl YRTLH 

PKSTE YTFFS A PHH TY SKTDHIL 

GSKALLSECKRTE1ITNYLSDDS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKE1ETQKTVQK1NES 

RSWFFERINK1DRQLARLIKKKR 

EKNLIDAIKNDKGDITTDPTEIQ 

TTIRE Y Y K.HL Y AN KLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLTTKKSPGPDG 

FTAEFYQRAIRQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQK LI SNFSK VSG YK1N VQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNK.WKNIPCSW 

VGRINIVKMAILPK.VIYRFNAIPI 

KLPMTFFTELKKTTLNF1WNQK 

XRAHIAKS/VLSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIMPRIYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLAICRKLKLDPFLTPYT 

KINSRWIKDLNIRPKTIKTLEEN 

LG1T1QDIGMGKDFMSKTPKAM 

ATKAK1DKWDL1KLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 


13951 


44319 


A 


14033 


845 


1616 


ARAEVKLSLFADDMIVYLENP1I 

♦ARAEVKLSLFADDMIVYLENP 

I1SAQNLLKLISKFSKVSRYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIATKR1KYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWIGRINIVKMAILPKVIYRF 

S A IPIKLPMTFFTELE KKNWLA I 

CRKLKLDFFFI PYTKINS RWIKD 

LNVRPKTMKTLEESLGNTIQDI 

GIGKDFMTKTPKAMATKA/KKS 

FCTAKETTIRVNRQPTEWEKIF 

AIYPSDKGLIS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13952 


44320 


A 


14034 


707 


2878 


TLMQKSS1KYWQNESSSTSKSL 

STMIKWASSLGCKAWFNIRKS1 

KVIQHINRAKDKNHMIIS1DAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFKIIRAIYDKPTAN11LNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKE1KGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKLIRNFSKVSGYKINVQES\Q 

AFLYTINRQTESQIMSALPLT1A 

SKRIKYLGIQLTRDVKDLFKEN 

YKP\LLKEIKEDTNK\WKNIPCS 

G\EGRINIVKMAILPKNWKKTTF 

\RF1 WNHKRACI AKTILSQKNKA 

GG1TLPDFKLYYKATVTKTAW 

YWYQNIDIDQWNRTEPSKIIPRI 

YNNL1FDKPDKNKKWGKYSLF 

NKWCLENWLA1CRKLKLDPFL 

TSYTKIN SRW1KDLN VRPKTIKT 

LEGNLGNTIQDIGMGKDFMSKT 

PKAMATKAKIDKWDLNNLKSF 

CTAKETTIRVNMQPTEWEKIFA 

IYPSDKGLISRIYNELKQ1YKKK 

TTVNPIKKWAKDMNRHFSKEDI 

YAAKKHMKKCSSSLAIREMQI 

KTTMRYHLTPVRMAIIKKSGNN 

RCWRGCGEIGTLLHCWLDCKL 

VQPL WKSV W* FLRNLELEI PFD 

PAIPLLGIYPNDYKSCCYKDTCT 

RMFIA ALFTI AKTWNQPKCPTI I 

DWIKKMWH1YTMEYYAAIKND 

EF VSFVGT WMKLE1 1 1 LSKLSQE 


13953 


44321 


A 


14035 


869 


3869 


RHKKPFKKLTNPGAEIQTT1REY 

YK HL Y ANKLENLEEM D K FLNT 

YTLPRLNQEEVESLNRTITGSEI 

EARTNSLPTKKSPGPDGFTAEFY 

QRYKEEMVPFLLKLFQSIEKEGI 

LPNSFYEAS1ILIPKPGRDTTKKE 

NFRPISLMN1DAKILNKILANQI 

QQHIKNLIHHDQVGFIPGMQG 

WFNICKSVNVIQHINRTKDKNH 

M1FSIDAEKAFDKFQQLFMLKT 

LNKLGIDGMYLKHRAIYDKLT 

ANIILNGQ 


13954 


44322 


A 


14036 


2 


99 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13955 


44323 


A 


14037 




914 


TVTV I HT VARVGNLDIQ IQRKS 
ELFLSLVVCEAIKNEMNVMLKS 
SPVDLVTATDQKVEKMLISSIK 
EKYPSHSFIGEESVAAGEKSILT 
DN PT W1IDPI DGTTNF VH RFPF V 
AVSIGFAVNKKKKVDETYLGL 
VKETCFPLQ1EFGVVYSCVEGK 
MYTARKGKGAFCNGQKLQVS 
QQEDITKSLLVTELGSSRTPETV 
RMVLSNMEKLFCIPVHGMRSVG 
TAAVNMCLVATG\GA\DAYYE 
MGIHCW\DVAGAGIIVTEAGGV 
LMDVTGGPFDLMSRRVIAANN 
RJLAER1AKEIQVIPLQRDDED 


13956 


44324 


B 


14038 


91 


1959 




13957 


44325 


A 


14039 


28 


152 


LPSPSSKDTDS/AASCCAPRGRA 
KGSVSNSRLSFPPSSVPLP 


13958 


44326 


A 


14040 


35 


879 


GSQCSSPPPASRCGSCSSAPSRH 
CPCRDFEPAVAGLARTPVLTTK 
TN PSPPARTG LN APSMGTSLI/P 
ALCCFPLYQGSTELQCKAP**LP 
SPSSKDTDS/AASCCAPYFLVLL 
KVLSSVDNSSIWCSAGPPAQS/S 
SLYTIPMSSMSAKNCSVLRSGT 
WASFTCS*GSQRVSLGTPEALG 
TEDHTSRSLGHSHVCHVDLSPA 
TASCSFQTASSEVSPPATASCSF 
QTASSEVSPPATASCSFQTASSE 
VSPAATASCSFTFSFFFVCALWF 
GICPSCSAAVLST 


13959 


44327 


A 


14041 


3 


159 


EHQCENPQ*NTGTPNPAAHQK 
AYPP*SSGLHPWDNQRQKPHD 
YLNRCRKGL 


13960 


44328 


A 


14042 


54 


245 


GGGGGEAEDRLREPETEKALSS 
SL/RRAPDQC/RALIMQLFQAHC 
FFLST/QATAALQAHYAHIFPSK 










903 


1205 


WDVSQNNKSYL*QTHSQYHTE 
WAKTGSIPFENWHKTGMPSLT 
TPIQHSVGSSGQGNQTNREPNH 
E*TPIHNCFKENKIPRNPTYKGC 
EGPLQGELQTTAQ 


13962 


44330 


B 


14044 


1 


339 




13963 


44331 


B 


14045 


1 


1547 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


13964 


44332 


A 


14046 


807 


1440 


NTGKPNPAAHRKAYPPRSSRLH 
P* DLQQTPTDLQLSDLTPGRKT 
NKQKGI A SPSTK RTSTPKPH LQ 
ANAQRFCHHQACVTRVPKGST 
KHGKEQLVPATAKTCQIVKNIN 
AMKKLHQLTEIQIT1REYHKHL 
YANKLKNLEEMDKFLDTYTLP 
RLKQEEVESLNRPIMGSEIEAIIN 
SLPTKK.SPGPDGFTAKFYERYK 
EELVSFLLKLFQSIEK.EGILPNSF 
YEAS1ILIPKPGRDTTKKENFRPI 
SLKN1DAKILNKILANR1RQPIEK 
L1HHDQVGFIPEMKGWFKKCKS 
INVIHHINQTNDKNHMIISIDAE 
KAFDKTQQPFMLKTLNKLGTIR 
QKKEIKGIQLGKEEVKLSLFAD 
DMIVYLENS1VSAQNLLKL1SNF 
SKVSRYKINLQKSQAFLYTNNR 
HMESQITSELPFTIDTKRIKYLGI 
QFTRD VK DLFKEN Y KLLLNEI K 
EDTNKWKNIPCSW1EESIS 


13965 


44333 


A 


14047 


603 


764 


LPLFLIEYPLFLSLA*LPWPKLPT 
LC*IGVVREG1PVLCCFSKGMLP 
VFAHSV 


13966 


44334 


A 


14048 


1566 




MQSIRKT1GIHAK.YDKACRNGE 
DICLRETNSAADTQAKRV*SGP 
PANSNRPAAEGPDC*KEN*QTE 
RTSTPKPHLY VT1 IKDQRGTQLL 
TNNGTKLDRE 


13967 


44335 


B 


14049 


1 


1932 




13968 


44336 


A 


14050 


711 


1575 


TRKFRRNG*1P*HIHPPKTKSGR 
SR1\FNRPITGSEIEAI1NSLPTKKS 
PGPDGFTAEFYQRYKEELTNIL 
DEHRCKILNKILANGIQHDIKKL 
IHDDQVGFIPGMQGWFNIRKSI 
N V1QH VNRTRDKNHMIISI DA E 
KAFDKIQQPFMLKTLNKLGIDG 
MYLKIIRAMYDKPTANIILNGQ 
RLEAFPLKTGTRQGCPLSPLLFN 
IVLEVLARAIGQEKE1KGIQLGK 
EEVKLSLSADDMIVYLEKPIISA 
QNLFKLISNFSKVSDTKSMYKN 
HKHSYTPITDKQRAKS 



1727 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13969 


44337 


A 


14051 




1579 


MQGWFNVRKSLNIIHH1NRNND 
KNHIIISIDAEKAFDKIQQPFML 
KTLNELG1DGTYLNI1RTIYDRP 
AANIILNVQKLEAFPLKTGTRQ 
GCPLLPLLFNIMLEVLARAIRQE 
KEMKGIQLGKEEIKFSLFADD1 1 
VYLENPIFSAPNFLKLISNLSKFS 
GYKINVQKSQAFLYIINRQTESQ 
IMSELRFTIATKRIKYLGIHLTR 
DVKDLFNENYKPLLNEIKEDTN 
KWKNIPCSWTGSINIVKTAILPK 
VIYRFNAIPIKLQLTFFTELEKTA 
LKFMWIQGYSNQNSMVLTLLV 
1PRKMRSAVELQQTSTDLQLRD 
LTVRKKTNKRKATASTSQKGH 
LHQNPICRSPTSKTKEVGFRRSV 
ITNFSELKEDVRTYHKEAKNLE 
NRLDEWLTRTNSVEKTLNDLKE 
LKTMARDLHDACTSFNRRFDQ 
VEERVTVTEDQINEINDGENGT 
KLENTPQDI IQENFPN L AVSRPTF 
KFRKYREHYKDTPREEQPQDT* 
LSDSPRLK*RKKC*RQPERKVE 
LPTKGSPSD 


13970 


44338 


A 


14052 


50 


1105 


TRK SRRN G * 1 PG H 1 Y PPKTK\QE 

EGESLNRPITGSEIEAIINNLPTK 

KSPGPDG FTA KF YQSTNNKN H 

MIISIDAEKAFHKIQQPFMLKTL 

NKLGIDGTYLKI1RAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLPFNIVLEVL AR A IRQEKEIN 

C1QLHNEEVKLSPFADDMIAYL 

ENPIVSAQNLLKLISNFSK.VSGY 

K1NVQKSQAFLYTINRQTESQI 

MSELPFTIATKRIKYLGIQLTRD 

VKYLFKENYKPLLNEIKEDTNK 

WKYIPCSWIGRINIVKMAILPKV 

IYRFNAIPIKLPMTLSSQNWKKT 

TLKFIWNQKRARIAKSILSKKN 

KAGS1MLPDFKL 


13971 


44339 


A 


14053 


1 


764 


MQGWFNVRKSLNIIHHINRNND 
KNHIIISIDAEKAFDKIQQPFML 
KTLNELGIDGTYLNIIRTIYDRP 
AANIILNVQKLEAFPLKTGTRQ 
GCPLLPLLFNIMLEVLARAIRQE 
KEMKGIQLGKEEIKFSLFADDII 
VYLENPIFSAPNFLKLISNLSKFS 
GYKI*FPLFLIEYPSFLSLA*LPW 
PALPTLC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13972 


44340 


A 


14054 




344 


MGINQRRKAENSKNQSASSPTK 
DCSSSPAKEQSWTENDFEELTE 
VGFRRQANAERFCHHQVCPK.R 
APEESTKHGKKQ/RSISHCKNM 
PNCKDHRCYEETASTDSLAETQ 
QQKREF 


13973 


44341 


A 


14055 


301 


370 


DDGVF*IDNHVICKQRQFDFLFS 


13974 


44342 


A 


14056 




1418 


MVREGFPEEVTFELKNELEISK 
GQQMGKNIPDTGASSAKALGE 
RELGTLDKMKNSPSDGSKKD1R 
THRKEA K.NLEKRLDE WLTRIN S 
VEKTLNDLMQLKTMARELHDA 
CTSFN SQFDQ VEERIN Kl DVRLA 
RLIKKXREKNQIDAIKNDKGDIS 
TDPTEIQTTIREYYKHLYANKL 
ENLEEMDKFLDTYTLPRLNQEE 
FESLNRPIIGSE1EAVSNSLPTKK 
SPGPDGFTAEFYQRYKEELVPF 
LLKLFQS1EKEG1LPNAFYEASI1 
L1PKPGRDTTKKENFRPVSLMNI 
DAKILNKILANR1QQHIKKFIHH 
DQVSF1PRMQGWFNICKSINIIH 
H INRTNDKK HMIISID AEKAFDR 
IQQPFMLNTLNKLGIDGMYLKII 
RT1YDKPTANIILNGQKLEAFPL 
KTGTRQGCPLS/ATPVQHSVGS 
SDQGSQARERNKGYS1RK*GSQ 
1VSVCR*HDCIFRKPHRLSPKSP 


13975 


44343 


A 


14057 


1240 


1596 


CYSFLFVRCPSDSQVPQLQVC/C 
EFAGGPLQTVFAWVSPAEVVE 
MFLQG * RKPF YM S Y/TSFEMAL 
MK.VWTMVRTSASPVGDVFGR 
GWSPFPTSTVGALTVFGVSPGS 
CRSSPLPSERLWV 


13976 


44344 


A 


14058 


507 


971 


PANQKKSRTRRJHSQILPEAQR 
GAGTIPSETIPINGKRGNPPKLIL 
* SQHHPDTKA WQRHNRKREFY 
T DIPDDH * CKN PQ *NTGKPNP A 
AHQKAYPPRSSWLHLWDARLV 
QRTQISKRNSSYKQNQRQKPHD 
YLSRCRKGLQQNSAALHAKNS 


13977 


44345 


A 


14059 


561 


758 




13978 


44346 


A 


14060 


2364 


2663 


DGQLTLVSILNHYSLAQSCEY* 
DGECFCLHCSASPFL*EGAQST 
ACTAPPECFASDLGAV*LPQHS 
WCSTLLLEGAPWPGTLGTAPQF 
QHRKLGTNLAG 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13979 


44347 


A 


14061 


1 


64 


MPIGKVGEYYIKGTLRATKESE 
QQSSALELSSDRVYLNEKEPGD 
QPWNAAFVFRGCGVALALRPP 
HLGWGEPRWAGFRGAFGFPFS 
TLNPSNWSLTLIIQGCKQEGFYS 
PSMRPRVVPKRGSAPKVRAEEN 
AALPSRCPPGPLPVAQP/TGPAD 
GGSCEQCPSCGCGCCQLPPPLP 
WFPR*TPCDKRV 


13980 


44348 


A 


14062 


1 


774 


MFVWSNVEGHSVAMFPWYSIP 

FLN PPCSHTRPSNLP VTQ WPPTR 

ENNLPSWQLLLTSIHQAQFLSA 

LHKEQGSSSEKDGRSPNKWDK 

DHIRCPMSVAVMIFSKRHQAL/V 

RAHQGHPNQDNWTVSQMLSK 

WWYTLGPNERQKYHELAFQAT 

AALQAHYVH1FPSKGRWELLH 

GSQRLDWGRCQLKLLGQQGQ 

DVLHTNLGKEENSSCWGYKME 

CEEGFGPQGGDCGLGGVHAPL 

LSPEGLDSEQNTLIMGD1FHCA 

KKI.P 


13981 


44349 


B 


14063 


1 


753 




13982 


44350 


A 


14064 


2 


1457 


YPRRRPSRAGVLAGPAVLAGPP 
SSPGRRPRRAAFFAEPPFSARRS 
PRRAAVLAVPPSSPRRRPRRAA 
VLAAPRVLAAPPSSPRRRPR\PP 
PSSPRRRPRRAAAGSLPGAELP 
QSSRLAAHL\AAD*PDS*1AAGA 
VPRGWEGLTIMAEGKEEQVTF 
Y V DGSRQR A Y AEKPP V V KTIRS 
CTV/SGHSRHNSSSGM*/SSPNSP 
/1PFQFTFQIPSLLQAALWLCL*V 
TWHFFVR*PVLSSRHCFSPGGLF 
SLSLQSAGCPAGSLQAEFVALP 
PGGQSRLHRTRAS*VPGAFQEK 
CPLERVWPFHPSKQHPRNGLAF 
PLP*APQRTQPAEDTLPRHPEM 
GLILSQGTAG/PGRECQATQLPA 
QHSHAEVLHFGGAMSGQLSLV 
GPQDSKRTARLTDSQHLGSPT* 
QPPGLTEGTSLEQG**S*MGWM 
VGVIAGAPSGWSGSSGPSEGTP 
LFSSPA*LPWPELPTLC*IGVVR 
EG1PVLCQFSKGMLPVFAHSA 


13983 


44351 


B 


14065 


72 


1235 




13984 


44352 


B 


14066 


1 


2715 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13985 


44353 


A 


14067 


50 


1304 


TRKFRRNG*IP*HIHPPKTKSGR 
SRI\FNRPITGSEIEAI1NSLPTKKS 
PG PDGFT AEF YQRYKEELTN 1 L 
DEHRCKILNKILANGIQHD1KKL 
IHDDQVGFIPGMQGWFNIRKSI 
NVIQHVNRTRDKNHM1ISIDAE 
KAFDKIQQPFMLKTLN KLGIDG 
MYLKIIRAMYDKPTANIILNGQ 
RLEAFPLKTGTRQGCPLSPLLFN 
1VLEVLARAIGQEKEIKGIQLGK 
EEVKLSLSADDM1VYLEKP1ISA 
QNLFKLISNFSKLSGYKINVQKS 
QAFLYTNNRQTESQIMSELPFTI 
ATKRVKYLGIQLTRDVKDLFKE 
NYKPLLNEIKEDTNKWK.NIPCS 
W1GRINIVKMAILPKCKTVGLLS 
N1STHKSAVHALVEAGG1PSLIN 
LLVCDEPEVHSRCAVILYDIAQ 
CENKDVIAKY 


13986 


44354 


A 


14068 


1 


1155 


MFVWRNVEGHSVAVFPWYS1P 
FLTPPCSHMRPSKLPVTQWPPT 
RENNLPSWQLLLMSVHQAQSL 
SALRKEQDSSSEKDGRSPNKW 
DKDHIWWPMS\AVIIFSKQHQA 
L/VRAHQGHPNQDNRT1SQMLS 
EQWYTLGPNEMQKYDLAFQN 
VEARIRY/CHRPRKRARFLSHAS 
PPWRQLPAAGAEASGAWNLPA 
GGG*HDYNRCSVPVFRTEVSTR 
PRPSEICGLTQE*TLLSAKSQVG 
NTFGFAGHTISDTTTPCGLCTSK 
AA1EVPEADTLPH1CSWHKGEE 
CGLRGPEPSSPPPRPSLAARVSA 
G RG ALRRRRRPEVPP\SRAPRSA 
ATATPANEQRAVADVGQWAR 
ARGGRVRAAGRSGLLRVKMM 
KMKT V MIHFH LMKDE YI FS S 


]39g7 


44355 


— 


14069 


T331 


1584 


SLQRKAARFASSSTVPRRPQG1L 
PI1SFSNVPVGSRRLKAPLVFIGP 
G* ITLNRIPYLPHSAARDPFTWN 
TFSFLLPCEEVPST 


13988 


44356 


B 


14070 


1 


1248 




13989 


44357 


B 


14071 


1 


459 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13990 


44358 


A 


14072 


1 


2156 


MGKKQSRKTGNSKNQSASPPP 

KERSSSPAMEQS WMEN DF DDL 

REEGFRQSNYSELKEEVRTHGK 

EVKNLEK.KLDEWLTR1TNAEKS 

LKDLMELKTTARELHDECTSLK 

RVSVTEDQMNEMKREEK.FREK 

RIKRNEQSLQEIWDYVKRPNLH 

LIGVPESDRENGTKLENTLQDII 

QENFPNLVRQAN1QIQEIQRTPQ 

RYSSRRATPRHIIVRFTKVEMK 

EKMLRAAREKGRVTHKGKPIR 

LTA DLLAETLQARREWGP1FNI 

LKEKNFQPRISYPAKLSFIDRST 

RQKVN K DTQELNS ALHQ A DLI 

D1YRTLHPKSTEYTFFSAPHHTY 

SKIDH1VGSKALLSKCKRTEIIT 

NCLSDHSAIKLELRIKKLTRNHS 

TTWKLNN LLLND Y W VHNEMK 

AE1KMFFETNENKDKTYQNLW 

DTFKTVCRG KF1 ALN AHKRKQE 

RSK1DTLTSQLKGLEKQEQTHS 

KA S RRQEITK I RAELKEI ETQKT 

LQKINESRSWFFEKINK1DRPLA 

RLIKNKREENQIDAIKNDKGDIT 

TDPTE1QTAISEYYKHLYANKL 

ENLEEMDKFLDTYTLPRLNQEE 

VESLNRPITGSEIEAIINSLPTKK. 

SPGPDGFM/RRILPEGQGGAGT1 

PSETVP1NRKRGNPP*/PHFM/SA 

SIML1PKPGRDTTKKENFRPISL 

MNIDAKI/RQ*NTGKPNPAAHQ 

KAYPP*SSGLHPWDARLVQLTQ 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13991 


44359 


A 


14073 


3 


1794 


AMLPMELGCGPLPEPLPVGCSR 

FSLFK*QTCISTVP/GYMVTAQS 

MSSTPPPPSPSTLPSSPSPPPPLPQ 

PLPPPPPSPPTLSSLSSPSPPRPPL 

VSPSTLPSPQPSSPQPLLPPSSSPP 

SLPSPPPPSPPLPSPSPSAIPSLPPP 

SPQPLPPPPPSSPPPSLPSPLLPPP 

PLSSSPSSPLSPSPPPPSPPPSLPPS 

PPPSPPPPPPPQPPSPPSSPLSSPP 

LSSSQPSLLPPSLSSLPLPSSPSPL 

LPLSLPLSISPP*LSLLSPLPPSPS 

LPPSSFQST*TIGQCFSL/VMWH 

VAPCTYLALAGNTLMAWPLMS 

A SSKASGG VSMFV WRN VEPCS 

VAVFSWYSVPFLTPPCSRVRPS 

NLPVTQWPPTRAKNLPSRQLLL 

TSVHQAQSLSALC1CEQDSSSEK 

DGRSPNKWDKDH1WWPMSGG 

HDLQQAAPGPGRAHQGHPYQD 

NWTISQILSERWYTLGPNEMQK 

YHDLAFQHMAGEDIASDEEHM 

VIHEEEGVMVSLLMTALAPLTL 

ISSSRIFGKVYGPTPSSSYTYSD 

ASSSTLAPTSFLLGPGAFKAQES 

GEEAEDGLRELETEKALSSSL/R 

RALDQ/*LALIMQLFQAHCFFLS 

T 


13992 


44360 


A 


14074 




2496 


MLLS1DAEKA FDK1QQPFMLKT 
LNKLGHGYEQHHLHTTNDVDE 
EDLSDAASKGDDFALSEQSQD 
AHFLQPEAYGLGEGAETATGT 
AHQGN H VRVEECG RSLCGCV P 
LVLHPLPDPSLQPHEAQQPASH 
SVACNQRKQPAKLPAVAHERP 
PGGTGSVDPGRPPGATCPESPG 
PATPHTLGVVEPGKSSPPTMEE 
EPWAPQGSPCWTAQSLSALRK 
EQDSSSEKDGRSPNKWDKDHI 
W WPMS\A LMIFSKRHQAL/V 


13993 


44361 


A 


14075 


4317 


5099 


KMFVFLC1SAQLSLQCFRGSFHF 
IKIYDFSFQLFFLFLELPYLLLLN 
HFKMLELVLQQGHPNQDNWT 
VSQMLSKWWYTLGPNERQKY 
HELAFQVKVAHVCNKD* KKFSS 
EAKPTSQGLAGXGNKGSWEWS 
MSETGTATAPGVSSELLSVAAQ 
TLQSSDTK\SSFCGAEWGHP*GI 
GCDDV1ADDGFSTTDTDLKFKE 
WVTDVESGDNSGEEPEGNKGFG 
GKVFAPVIPSSFT/HCRPLLDPE/ 
PPGSPDPPAAFGKVYGPTLSSSY 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13994 


44362 


A 


14076 


1 


637 


MSRVGSCRWVCGLADFKNGAT 
DLCDKSLHNRELSAERPLNEQI 
AEAEEDK1KKTYPPENKPGQSN 
YSFVDNLNLLKAITEKEKIEKER 
QSIRSSPLDNKLNV/EKDVDFNQ 
EFGKLIDGY\DSTKEWDWVHKF 
QD1PNVLVGTAFNVDDGNGGF 
VVHWLNNKEFHFTSSTEVFMH 
QLRKLS DKQVDHEN DD ADRED 
EEHSQEDRERGLHMKLDH 


13995 


44363 


A 


14077 


448 


464 


KKRA*GSVSQRFPAET*LAD*V1 
NTGSQEAKRREQR 


13996 


44364 


A 


14078 


179 


382 


NTPNQRSVASNRFVKCTHQHS 
VKCTQS ALCKM HQS AGFLK VD 
NHRED*KKGHSDRAKTEHGRG 
QIRE 


13997 


44365 


A 


14079 


697 


1654 


PKPSVGRMGFLGTGTWULVLV 

LPIQAFPKPG\GSQYDKSL\H**ED 

LSAERPFELNRLLEAEGRTRFK 

KTYPP\ENKPG\QSNYSFV\DNL 

NLL\RAITEKEKIEKERQSIRSSP 

LDNKLNVEDVDSTKNRKLIDD 

YDSTKSGLDHKFQENETADNSF 

SQEEEPVVAGEDLPPPSPQESD 

VQPVQPEEVSARDFLQRLDLQ1 

KLSTQAAKKLKEESSSLERMRE 

ETSLSPTVPTKRWDTRILLIGAF 

YRVLIGAFYRVLMGAFYKPIAS 

YRALIGVFYRALMGAFYNPLV 

RQKSSPRPH STQEVQL A SPLTN 

TQ1TYYV1FTV 


13998 


44366 


A 


14080 


72 


1117 


ILENHLSDRVAEGGPLQGLRLG 
VQGEAVPPGLVHQRGGLGPLD 
GELIGSVGQQVSDVEGAGSHR 
G * RHTGRTPA VS AGPAA* S ATH 
TAPMWLAGVAYEPAQPGPVLV 
SPPTPFGQTRQASWCSA*ARCA 
GSWWH*HQTPGGA*RVAAPAP 
SWSRSCP*RPTRSPAAAPPAPSR 
PGRAVGLATGAGH PAQHGHGR 
AVPTGPRAAGAGSWSELCPPSS 
CAGTSRGR*AGTRR*AAPAGSG 
RPGPGAWAGPRCSRSTYAAAA 
CGRGGA*AGADSGPRSGTHAG 
HCGARCRSSTPLVPAAAGHLPP 
PGPGRTGDCPASSCPGPGLPHG 
CSLSGSWGEGWVSAARQAGLP 
WAVA 


13999 


44367 


A 


14081 


2 


269 




14000 


44368 


A 


14082 


1 


591 




14001 


44369 


A 


14083 


2 


477 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14002 


44370 


B 


14084 


237 


419 




14003 


44371 


A 


14085 


2 


1220 


LPPGFVMAAAAARWNHVWVG 
TETGILKGVNLQRKQAANFTA 
G G QPRREE A VS ALC WGTG GET 
QMLVGCADRTVKHFSTEDGIF 
QGSETLPG\GEGMFRGLAQTDG 
TLITCVDSGILRVWHDKDKDTS 
F*PTPGTESGPWGCVGCAKTQA 
HPHVVCHRLGKRMLLKIWDLQ 
G S\GNLCFKAKNVRND WLDLR 
VPIWDQDIQFLPGSQKLVTCTG 
YHQVRVYDPVASPQRRPVLETT 
YEE YPLTAMTLTPG GNS VI VGN 
THGQLAE1DLRQGRLLGCLKGL 
AG S VRGV A V\HPSKPLT*PPVRL 
DRVLRIHRIQNPRGLEHKVYLK 
VSIE/RALLLSGRDNLGG*APEP 
SKTQTRCP* EDTEDRTLGDPW 
RQLPSGKLFGVWSSPKELSKRD 
GERRSG LGPPA PDA PVPTL 


14004 


44372 


B 


14086 


96 


592 




14005 


44373 


A 


14087 


102 


612 


HCAGSPHSPRSLSGTPLPGLPL 

WRHLRSPSAHRCTVGAPFWAG 

QDRSQLP*LAGRCGGRGPSGNP 

GCAVPACGPAGVPGGRGLGGPR 

TRSSQPALPAPGNEGLSTRASG 

CRGRTGSPSSASPPLGLSCLPAG 

QGWGP/GSPPCVSLPPTPWAPV 

RPEPPG*AAPPAPRRPVP 


14006 


44374 


C 


14088 


1 


636 




















44376 




[4Q90 


2~3~4 


Jol 


SFYHLGAGE* PGKSRVPIPQFQS 
PWGPYCQGRARGGEVCHLQAV 
PPRGAGAARTLSGHPLGSPEQL 
PQPGPAAELPGGVVPRSTPPCP 


14009 


44377 


B 


14091 


1 


924 




14010 


44378 


A 


14092 


11 


354 


RLSTSPPDSGAQLASPSGSHTRA 
AGGAACQSRAVRS/PFPSPWVV 
DGTGCGGAGGGARWGGSGCT 
GAHGVGGR\PGMAG\*GPEPCP 
EGRQLRPLAPVGCGQ*REP\G*K 
NSMGETTT 


14011 


44379 


A 


14093 


147 


513 


GSASGVVRLSRWARGLAGFRS 
EAADLRGECYSS*GSASGVVRL 
SRWARGLAGFRSEAADLRGEC 
YSS*KQRGPKELRSPAGFT*WIP 
/LPGLQVELPASPAPCAPTPQPL 
SG*WD\GRRGAGGGARRGGSG 
RTGALGVGVGGSGMAGCRSRA 
LPPREGS 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14012 


44380 


A 


14094 


418 


1026 


WNPHQGCRWSCLPVPRHALAF 
LSPWVIDGTGRHGAGGGALWG 
GSGRTGAHGVGG\S*GMAGCR 
SRALPHGKAAKAR* EIERSASG/ 
TGTAGGPSTPSAATGPGAKSLI 
ARGQQGWPAAPSAGPAKPTPT 
GNSSWPASAAGSSGSCSRLS/SP 
HLP A S * G SG LQP WPAQKG APTV 
QQQAEGLPIPRLPEEWISLPFLG 
HQGEHSGMA 


14013 


44381 


A 


14095 


897 


2111 


PPLLQSSPNFFL1CYLPWHNSHE 
NTHRTGRRGAGGGARRGGSGR 
TGAHGVGGRLRHGGLQVPSPA 
PWEGS*GPARNRAQRRYHCSCP 
GLQSGLPHYSGYHT*PDEKEKN 
GREGQKLER 


14014 


44382 


A 


14096 


1304 


1922 


KLNIGV1YSSEIPDSGAQLASPS 

GSGTRAAGGAVCQSCALRSHSS 

ALGWSMG/PGRRGAGGGARW 

GGLGRTGAHGVGGRLRHGGLQ 

VPSPAPREGS*GSVRNPAQRRW 

AGTAGGPSTPSAATGPGAKSLI 

TRGQQGWPAAPSEGPAKPTPTR 

NSSWPASAARSPGSRSR/RLPPH 

LPAS*GSGLQPWPAHYFEFFLPI 

G QN AQTE VS Y 


14015 


44383 


A 


14097 


318 


533 


MVCFDGADCPWVVDGTGRRG 
AGGGAHRRGSGRTGAREAGGR 
LRHGGLQVPSPARREGS*GPAS 
PAGCLAHL 


14016 


44384 


A 


14098 


346 


957 


ARYTLHIPTRLGSPAGFTQW1PH 

RGCRWSCLPVPRRALAFLSPW 

VVCSFPVDGTGRRGAGGGARR 

GGSGRTGAHGVGGR\PGMAGC 

RSRAL PRG KAAKARREIERS AG 

G/TGTAAGPSTPSAAAGPGAKS 

PF ARG/L AG PA APS ARP AKPTST 

RNSSWPASAARSPGSRSWKMS 

LYMKK.SASGQSQAQWIAKMW 

KSPRFKPLWLTS 


14017 


44385 


A 


14099 


124 


663 


SCLPVLRRALTFLSPWVVNGTG 

RRGVGGGARRGGSGRTGAHGV 

GGR\PGMAGCRSRALPRGKAA 

KARREIEHSAGG/TGTAGGPGT 

PSAATGPGAKSPIAPGQQGWLA 

ALGINGAGERLFMKVAFSLKTC 

SLSCSYLRLTLSRGGSVHVLRG 

NLTVCKPQPALLRVVFHHQRQ 

ADCGALPVP 


14018 


44386 


C 


14100 


1 


672 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14019 


44387 


A 


14101 




1759 


RPLRGWRRTRDARAPRRCRCG 

SHGARRCLRKTAATSRCGGAP 

GP\RSRPPSTGQAAEAGDW/PAG 

CNP*GGLRAADGPGSRPPRGSI 

GLLCGQGGQGGSSPWVVHGTG 

RCGAGGGAPWGGSGRTGAHG 

VGGRLRHGGLQVPSPAPQEGS* 

GSARNRAQPRWAGTAGGPSTP 

SAATGPGRDGEGG\ETGAHVSA 

LKGTPGTEWPAHGLVPYS1GDQ 

TCLIFKVTFKAVVLKCGPQTTS 

STSISCPGSAN/SPPSPAG*/GSSG 

CGSSSLCSAHSVQEDSQPQ*KR 

TGLQSVTYGRSGSSSNEPRYHSD 

LPTSRSKLRNEDTFFGRRKKLS 

EVQRTGQDPA*SHHTSSYTLPG 

L*TAEGKDRVENAA*K.GSPNFQ 

RSGTFNPKGGARKTRQAWHPR 

APNCQAGTPPREGSSGPRTSLS 

AAFRJPQEVVNFLISGPITRAQR 

HGEPESPRGQTGSPPLGKTGSE 

GTDRKSTGADKKSTGDRQEVR 

EPTESPQGLDRKPTGMDRRSTG 

NRQKVRRQIGSPLGLNRKPNGT 

DKKSTRNRQEVRRRQSAGARQ 

ERAGSSTFLRLSALCGLLVDVN 

REQVA K.QKWDL YSSRFTSGNR 


14020 


44388 


A 


14102 


1879 


2607 


GKPSLSLHPGHKCG ISRCNGN V 
SSRLRSPAGFTQW1PHRGCRWS 
CLPAPRC A LALLSPWV VDGTG 
RHGAGGGARRGGSGRTGAHG 
VGGRLRHGGLQVPSPAPREGS* 
GPA RNRAQRRWAGTAGGLSTP 
SAATGPGAKSP1ARGQQGWPA 
APS\GGPPSPSPPGTPAGPQAPH 
AAPVPAR\PLPPHLPAS*GSGLQ 
PWPAQKGAPTVQGGG*RAPQM 
PPKWEPRQGRRIVAFTIEVGVL 


14021 


44389 


A 


14103 


2 


272 


GHWGMVNSPCRASATVSRGSP 
LPGVLPTSPPSATSTCRMRCHPR 
RCPLPFRRLSPPSLTPP/PGKPPL 
LPRPHSMPGLGLPLGGLPVFHP 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14022 


44390 


A 


14104 


101 


1815 


QSARQLRPCPGAPSLAGVENRR 

KKTTNLTSLAAPDTQSTCGQSC 

GCLHSMGSSCMQHSYYTGFLR 

SLWPCRCHRSAFSGQRRSEEKD 

SKS V RERSGRSQN VPARPALTS 

PLTQSPGPLAPGAGSWSRSQLG 

TGTGVLWWQRESATGDFRTES 

ARSSDPSRRDWPGAKRKREEG 

AATVLWACATASTAIICQDNAI 

SPLKSGNSPSNHLWRPQGQLPP 

VLGLAQPKRWRPNRLTTSPSPS 

RMMARPVDPQRSPDPTFRSSTR 

HSGKLEPMEATAHLLRKQCPSR 

LNSPAWEASGLHWSSLDSPVG\ 

PCRP*GLRPSTHGAR\TFSGARP 

GLGGYSPPPEEAMPFEFDQPAQ 

RGCSQLLLQVPDLAPGGPGAA 

GVPGAPPEEPQALRPAKAGSRG 

G Y S PPPEETM PFELDGEGFGDD 

SPPPGLSRVIAQVDGSSQFAAV 

AASSHQCLSHH1PMSPSVGRNG 

LLTKPPSTSRRGKLTKRDDMYY 

FVPFRSLNDMMHMLPFIEDSR 

WTHNLD1NREQKTNPLAGPKG 

RPISRTQAAASTSNSK.TESQIQE 

KTEEAPFSLRYINMNRSMDPLN 


14023 


44391 


A 


14105 


39 


877 


AGPGPPRPLPPRSSEGPPGAS1SL 
CSEVPGPSCQGRFRGGRDAMS 
MPWREEERSLLAGE*PS*GG*S 
GRGVSRKCS*PGPRGVPRPRPL 
RSRPRAASSE\DQNSPLDQSLHR 
TRKTIPSSGGSTA1MPRRGSSSE 
TFFSAPSKTWVLGIPGETF1SGP 
AAFPXAPGGPRAAPRPSPSLNSL 
* SGGNGGPGPPRLHFSSCGKGP 
PRPSNSRN\GGQSACQGGSHLV 
C*SHRGSLGEGHAYQGDPCSPG 
HPAKAPSRAHAQARRSAHAAS 
LTSGPCDASCQAW 


14024 


44392 


A 


14106 


358 


546 


CFPSRIRLALSRAPKWPAKRSPS 
EPEMS/PPVWSPHPDPNNTAPPK 
EQPPSSPGRVGRHGNWSV 


14025 


44393 


A 


14107 


22 


549 


DHCLCSVVRNKRDSVYPLPIPP 
CCKTSTISPP/LVDAVRP*D1SVS 
KRVTSCAPLEPQPHPCLPTINAG 
R/TLARPQGAPTPNKEEGQAPG 
RATASGQAAPATTVLGDTTK/G 
PQGRHRGTSASAAGPAPFAVA 
DQLPPEDRAASAEGRK*AAAFP 
FCHRLVQDGGPPPPAAGVPGA 
GES 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14026 


44394 


A 


14108 


146 


2616 


LAAVGMASHCFRQRRQSQSPA\ 

GLRGAGSAYSPA\EGARSSHGQ/ 

PPWRGRRRGPGDPVRGAARCR 

RPRAAAQPARPAARPPARPRPA 

P*AACCE/VPSAANSVAPSAAM 

*SSAGRDGASSQRSRRPHAAPP 

RSSALPANGK/PPSPVTRAARTC 

GARSSNTGA*SAARPKHSAASS 

RHPPPAA/MPLPARHA/PGGTSG 

RPLPTPQGSAPTSSASPRGPATP 

PPAG PRAPPPSPRRA A APRPPG R 

QLSPAPGTPAAGGGGPPFPALR 

* SG SVFGRQLVGDGERGRACG 

ARGSAAVPALRTFVVSPSTVVA 

GAACPLAVALPAPDPLPCSE*A 

PLRSG*VPQPASLFCSQFRPQA 

WQHP* LLRA PC PRLG A A VPC V 

WCHSRALDSATPRWM*G*RLP 

AVWL\PAFPSPPFNQAFVPPCQQ 

NCSLQNRQTLSASAKIGTEEWD 

1AIKIPENVEVTLELGNEQRLEE 

FG GLRRRQEDEGK FGTPTDWL 

NGCDQNADSNMDSEGQGEDG 

GCSFGGAGLRGSGWGDQTRET 

FLALKANLRWPFRSSAQSQTSQ 

EGAAGARSGLK.GGKK.NPLKLP 

KKQAKKMNKAFKQKQEKERK 

KHK.ELKAKASWKGLRPQVEFK 

NLAERRGEAAVPGCPVVAGHS 

WRLLSLARGCAKRARQLLFPSE 

KLLAALREGSTRGGGAASQPQ 

RKLRVCMRVLDSSVEDFHMDG 


14027 


44395 


A 


14109 


1 


885 


MHSIDTEKALDKILHPFILKTLN 

KLGIDGTYLKIIRALYDKPTANI 

IMNEQKLEAFPLKSNTKQGCPF 

LPLLFNIVLEVLARAIKQEKEIK 

SIQIGREEVKLSLFADDM1VYLE 

NPIISAPNLLKLISNFSKVSGYKI 

NVQKSQAFLYTSNRQTEIQMM 

SELPFTIATKGIKYLG1\HPLTRD 

VKDLFKENSKPLL/KELEKTTLN 

FIWNQKRAHIAKTMLSKKNKA 

GGVMLPDFKLYYKAAVTKTA 

WLGDDQVFL1PRGHISDYHMG 

KNLGQYPAFQDRGPCGFPQC1V 

PLVYRD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


14028 


44396 


A 


14110 


453 


891 


LIHLSTDALRVSGWGTVRSFSS 
HEAIFQTIAWGETLDNTLLSRA 
EVPAAFHGALCPWF1ETREWQ* 
LLQSILLVNIWLTRHVLHSPRSL 
KP*FYTT*VFVCSKLGQSGWGK 
VAGAKLQMNNISAKQLFKVQV 
LFK1ESLMSSLST 


14029 


44397 


A 


14111 


452 


2922 


ICMGLAREW1LRFLVLILQEIRS 

MRQK.ENKDIQDLNSALHQADL 

IDIYR.TLHPKSTEYTFFSAPHCI/ 

RTYSKIDHTLGSKALLSKCKITE 

IITDSQTTVLSELRIKKLTQ\NRS 

ATWKLNS/YLNDYWVHNEMK 

AE I KMFFETN ENKDTTYQN LW 

DTF KA VCRGKFI ALN AHKRKQ 

ERSK1DTLMSQLKELEKQEQTH 

SKVSRRPITG\SEIEAIINSFTNPK 

RVPGPDGFDEPN FYQRYKQEL 

VPFLLKLFQSIEKDG1LPN*FYE 

ASIIL1PKPGRGTTKK7EENFRPIS 

LMN1DAK1LNKILANR1QQHIKK 

LLHHDQVGFIPGMQGWFNICKS 

INVIQHINRTSDKNHTIISIDAEK 

AFNK.IQQLFMLKTLNKLGTNG 

MYLK1VRAIYDKPTANI1LNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARA1RQEKE1QGIQLG 

KEEVKLSLFADDMIVYLENP1V 

SAQNLLKLISNFSKVSGYKINLQ 

KSQAFLYTNNRQTESQIMSELP 

FTTASKRIKYLGIQLTRDVKDLF 

KENYKPLLNEIKEDTNKWRNIP 

CSWVGRIMVKMAILPKVTYRF 

N A1P1KLPMTFFTELEKTI LKFR 

WNQKRAHIAKTILSQKNKAGGI 

RLPDFKLFYKATVTKTARYWY 

ENRDIDQWNRTEPLEIMPHIYN 

HLIFDKPDKNKQWGKDSLFNK 

WCWENWLA1CRKLKLDPFLTS 


14030 


44398 


A 


14112 


3 


3349 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14031 


44399 


A 


14113 


294 


1107 


RRHRLENYIPRTAQSPHPRKAL 

ARSESKRDGGFKNNWSFDHEE 

ESEGDTDKEPGPLDAPPRP/ESG 

PRAPGKGL*RRSRSPGPSERGSA 

ARLTAEPEARNPAASTLLRRGP 

SSRRARRRCGPWIKKEAAWEE 

EDGGRQERRLGQDLRTRTLNK 

SKGGIDSRI1SLGQHSHPTHAKL 

WLDQSLREMEVLKIIGALIMKK 

KVKEIQIKSRARSTPLHDQIGTT 

SPRERT1ASKRHPYY1TPKGIRY 

EQDTLSRTPITT1RSRQRPLGPLT 

ASPPPSFPTLAPPTQA IKPSLHLR 

EGKPTPTPGERSTRPHHPEPPRK 

EYALSSLYPPTYLLAPTSTDLG 

NAHPTQEPQFNVDATHPRQNR 

F1PVAGNSPKRSSQFP1VFAPKK 

NTTPPYLDFA AI LGLHRRPPRSR 

FRTSYPPKEFRSSPPERTAPRN 














VQKSVLCSFQAGTMEGVEEKK 
VPAVPETLKKKRRNFADAIQFL 
QTVFLAF*YTLLKGRQ\VYWLV 
EE*HQFYK1SYRKKMVQRIRQH 
PQSCTVQKSWWP 


14033 


44401 


A 


14115 


3 


754 


GTMEGVEEKKKEVPAVPETLK 
KKRRNFAELK1KRLRKKFAQK 
MLRKARRKLIYEKAKHYHKEY 
RQMYRTEIRMARMARKAGNF 
YVPAEPKLAFVIRJRGINGVSPK 
VRKVLQLLRLRQIFN\GTF\VKL 
NKAS1NMLRIVEPYIA*EYPNLK 
SVNELIYKHGYGKINKK*VALT 
DNTLIARPLGKYGITCMEDL/IH 
EIYTVGKCFKEANNFLWPFKLS 
SALSGMKTKKTTHFVEGGDGG 
NRVDQINTLNRRMN 


14034 


44402 


A 


14116 


1 


388 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14035 


44403 


A 


14117 


1 


1145 


MTRNYEWLLEAESSPQPIAFQK 

MEPQPYNSKELNSANNQCLLE 

KPKLRQRLKDKEYDQGHTAVQ 

CQSWVYVLTPDSFCQQLILLPS 

TENFHECSRSDTAGHLRTGHVA 

SNWLSEHSPQTMPAAMQWDK 

KMQNTSS WFPQKAPEKVKPM S 

KLWQTPSQNDTLYKAVKALTL 

SSPERNSINTNKKDVHTETSSK 

GHQHQRPKVDKSMKM RKNQH 

KKAENSQNQNASSPPRNHNSSP 

ARERNWSENEFDELTEVVFRR 

WVITNSSELKEHVLTQCKEAKN 

LEKRLEELLTR1TGLEINQAEERI 

SETEDQLNEIKHEDKIREKRMK 

RNEQ1LQE1 WA YVK\RPKLRLIG 

VPENDRENGNKLENTLQDTIQE 

NFPELAR* AN IQIQ 


14036 


44404 


C 


14118 


291 


551 




14037 


44405 


D 


14119 


1 


1308 






44406 






82 


367 


ITLSSPPHSFIGHKTPASGPPQKI 
PPQPSQ/CKQWG DPTPVE AC/C V 
SCPTQGF1SPTRGGPPCKHESLV 
VPLVGTPRRNQPGGHIQHSQR 
WAPVLT 


14039 


44407 


A 


14121 


999 


2661 


VHL1GCGGPGQPVPEPAPPRGL 
RSMRC/G P*GFSPGAEA* TEP/C 
HYGGRGFPCGPFSLGCLAT\NSP 
WLPGPRPPCSPWAGP\CGLCPLP 
AAAAERQPALSVPGASPSCRLL 
PL V VLCHG SH LNGG RVLLRPG 
GSPCGHCHNCAGARRGLGHVL 
QGGAQARQREQLQR 


14040 


44408 


B 


14122 


164 


1042 




14041 


44409 


D 


14123 


320 


566 




14042 


44410 


B 


14124 


1539 


1674 




14043 


44411 


A 


14125 


185 




780 


QKAKKGKLKRSKQNSFPGLKK 
TVPSQLVQYCPSF*ISWKPMVY 
QKVPA* PRPPRTPDHHPDPGPA 
PHPRQHHPPPRSPDAEP/SPTTPT 
RRRPPTQPPDPHPKRPPPHSKPH 
PPQQPPTPPTATPTEQQRHTAPP 
TPRPPTTHPPSTPKH P A\PHTA PP 
PTKNTKPPTPQRTTQ D KG RQKK 
PRRQPHH SE PNKKS PKA HI 


14Q44 


44412 


— 


■j 4 -j2g 




TT28 




14045 


44413 


A 


14127 


319 


536 




14046 


44414 


C 


14128 


231 


425 




14047 


44415 


B 


14129 


1 


1431 




14048 


44416 


A 


14130 


75 


393 




14049 


44417 


C 


14131 


174 


371 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 








14132 


79 


164 




14051 


44419 


A 


14133 


343 


775 




14052 


44420 


A 


14134 


554 


724 


SEGPSKEPTHRRMKFSHHDDLI 
FLDLSN*QPPNSPEPHPPQSP*KP 
WPQNPSSRQM 


]4053 


44421 


— 


14135 


20 


242 


VSFLSMGSGHCIRSTRGSKMVS 
WS VI A K IQEI * CE EDERKMA RES 
\LAESMSTYVMMNHTYDS*GK 
THILIMKK 


14054 


44422 


A 


14136 


229 


366 




14055 


44423 


A 


14137 


131 


505 




14056 


44424 


A 


14138 


1 


1317 


AGCSCGSRAMAEEQGRERDSV 

PKPSVLFLHPDLGVGGAERLVL 

DAALALQARGCSVKIWTAHYD 

PGHCFAESRELPVRCAGDWLPR 

GLGWGGRGAAVXCAYVRMVFL 

ALYVLFLADEEFDVVVCDQVS 

AC1PVFRLARRRKK1LF\YCHFA 

DLLLTKRDSFLKRLYRAP1DWI 

EEYTTGMADCILVNSQFTAAVF 

KETFKSLSH\KDPDVLYP\SLNV 

TSFDFSCS*KAGMT*SPRGKNS 

WLLSINRY\EREGKIWTLGTGK 

ALVQLRGRLTSQDWERVHLIV 

AGGYDERVLENVEHYQELKK 

MVQQSDLGQYVTFLRSFSDKQ 

KI SLL/RQL ARVCF YTPRQ* GTL 

G1VPLGRPCYMAVPQFICCLIRV 

GPFGSSI*PQCSQGFCVEPDPVH 

FSEAIEKF1REPSLKATMGLGWE 

EPE*REKFSPGSILQEQLYRYVY 


14057 


44425 


A 


14139 


1 


648 


MESKEEQGGVADHQKATRG1P 

TPQPREVVSERATQRGNRAFST 

KLCNPKTNRKQQQQYQQQQK 

GRTKTLPKGQHPQRSKLDKLTE 

MRKHQQKNTKNPKGQSPCSPP 

NDCNVSPARVHNWTGDEMEEL 

TEVGFKKWVRKNCAELKEHVL 

TQCKEAKNLDKRLEELLTRKTS 

LERN INDLMELKT/RA* ELCKA 

YTSINS* IDQAEERISEFEDHL AE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14058 


44426 


A 


14140 


1 


1365 


MPVKGGTKCIKYLLFGFNFIFW 

VSERDCRALLSGPTCSRAPDTG 

RGRECRQLALPAPGRHRAGRES 

ALRLPAGSKAGSRAGRDGRDG 

RIRVGVSGTLFGSTTGLFNQSL 

AETGFTPYTQKSNDFLVKSLKI 

WHTYFKNFHQEARLYIRTSPGS 

NWNWFCTLGIESPEQPGVYEG 

QRPRVVTKSFASLTLKRVGTVL 

LLAARINADVLYVLQLAGIAVL 

AIGLWLRFDSQTKSIFEQETMN 

NNSSFYTGVYILIGAGALMMLV 

GFLGCCGAVQESQCMLGLFFG 

FLLVIFAIEIAAAIWGYSHKDEV 

I K EVQEFY K.DT YNKLKTKDEPQ 

RETLKAIH Y A VCRLG KDTLLRF 

LR1VSAHRLNCCGLAGGVEQFI 

SDICPKKDVLETFTVKSCPDAIK 

EVFDNKFHI1GAVGIGIAVVMPS 

FRSNHPDPHVSSYLL\IFGMIFS 

MILCCAIRRNREMV 


14059 


44427 


B 


14141 


98 


1064 




14060 


44428 


A 


14142 


560 


964 


K.RLPR1 LGIRG KPCCPDTSR AGR 
RVRGRAAAPCREAARGRGQRR 
FLPPTWRCETGAATMFPSPALT 
PTPFSVKD1LN1TVRPRS/LGQAA 
LTKRLSASL\SPQSCARCRRRWS 
CV1LSAVRGN*YAGSRAHRDCT 
Q 


14061 


44429 


C 


14143 


189 


452 




14062 


44430 


A 


14144 


1 


647 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14063 


44431 


A 


14145 


890 


2905 


LRLSLKFPMSQWTPEYNELYTL 

KVDMKSEIPSDAPKTQESLKGI 

LLHPEPIGAAKSFPAGVEMrNSK 

VGNEFSHLCDDSQKQEKEMNG 

NQQEQEKSLVVRKKRKSQQAG 

PSYVQNCVKENQG1LGLRQHL 

GTPSDEDNDSSFSDCLSSPSSSL 

HFGDSDTVTSDEDKEVSVRHSQ 

TILNAKSRSHSARSHK.WPRTET 

ESVSGLLMKRPCLHGSSLRRLP 

CRK.RFVKNNSSQRTQKQKERIL 

MQRKKREVLARRKYALLPSSSS 

SSENDLSSESSSSSSTEGEEDLF 

VSASENHQNNPAVPSVTYGQP 

WSKNIKEKTLEINSSQALTAYE 

CLHSAHV1NLISPFYHHFPSSQE 

RSYLSTLSTLSNKKTGSVWFTR 

SPK.VTQFFPGGA1TGTLSQRPER 

El LRPLALPG KGNTPPYFCSPSM 

GCTHCPTSPNEMNQGISEDTAA 

APVRDIYIKPPSPWDRAPGGRG 

GCGHSFSRLKSPYLRALKSAAD 

FPAQHSSSDKGQAASSSGSLTP 

VYPVWVTPPSRGRQTPHRGEL 

WLASDGCPSGRKLPEEGTGSNL 

CCSAASAGDTQANRDHNSSPA 

REQTWTENKFDKLTEAGLRRW 

VINSSELK.EPVLTQCKEAKNLE 

KRLDESPTRITSSEKNINDLMEL 

KNTAQELHEEHTSINSQ/DQAE* 


14064 


44432 


A 


14146 


1 


737 


LNRG EQRAV R.YYSHM KJLNMA 

EEEDYMSGFLH*CPRRYQTRIA 

NAKANPRSPSKRVEKQQEANLK 

NRQKSLKEEEQERRDIGLKNAL 

GCENKGFALLQKMGYKSGQAL 

GKSGKSG1GHEASLKRKAEEKL 

ESYRKKIHMKNQAEEKAAEQF 

RMRLKNKQDEMKLEGDLRRSQ 

RACQQLDVQKNIQVPREAWY 

WLRLEEETEEDEEEKEQDEDEY 

KSEDLSIKKTYLQIVQDQLLQF 

MTKIIPNKVET 


14065 


44433 


A 


14147 


1 


1860 




14066 


44434 


A 


14148 


1 


1203 




14067 


44435 


B 


14149 


1 


1119 




14068 


44436 


A 


14150 


1 


1407 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14069 


44437 


A 


14151 


1 


1731 


ERSSSPATEQSWMENDFDELRE 

EGFRRSNFSELKEKVRTHHKQD 

KNLEKRSWFFEKINKIDRPLAR 

LIKKKREKSQINAIKNDKGDITA 

DPTEIQTTITEYYKHLY ANKLE 

NLEAMDKFLDTYTLPRINQEEV 

ESLNR/LNNRL*N* GNN **LTNQ 

K/N VQDQMD* QLN STRGTRRS 

WY/RFLLKLFQSIEKER1LPNSFY 

EGIILL1PKPGRDNTKKDNFKP1S 

LMNMDAKILNKILANRIQQHIK 

KLIHHDQVGFIPGMQGWFNICK 

SINVIQH1NRTKDKNHM1ISTDA 

GKAFDKIQQPFMLKTLNKLG1D 

G MN LKI 1 RA I YDKPT AN I ILNRQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARA1RQEKEIKGIQLG 

KEEVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYK1SVQ 

KSQAFLYTNNRQTESQIMSEIPF 

PIASKRIKYLG1QLTRDVKDLFK 

ENCKPLLKEIKENTNKWKNIPC 

SWIER1NIVKMA1LPKVIYSFNA1 

PIKHPMTFFTELEKTTLKF1WNQ 

KJRAR1TKSILRQKNKAGGITLPE 

FKLYYKTTVTKIAWYG 


14070 


44438 


B 


14152 




906 




14071 


44439 


A 


14153 


3 


553 


EHSSSPATEQSWMENDFDELRE 
EGFRRSNYSELKEEVRTHGKEV 
KNLEKKLDEWLTRITNAEKSLK 
DLMELKTTARE1CDECTSLSSR 
CDQLPRPDGFTAEFYERYKEEM 
VPFLLKLFQSIEKE/VNPP*LTL* 
GQHHPDTKAWQRHNKKREF*T 
NIPDEH*CKNPQ*NTGKPNPAA 
HQKAYPP 


14072 


44440 


A 


14154 


' 


909 


MKA E IKMFFETNENKDTT YQN 
L WDTFKA VCRG KFI A VN V HKR 
KQERSK1DTLTSQLKELEKQEQ 
THSKASRRQEITK1RAELKEIET 
QNTLQKINASRSWFFERTNKID 
RPLARLIKKKREKNQIDAIKND 
KGDITTDPTEIQTTI RE Y YKH L Y 
ANKLENLEEMDKFLDTYTLPRL 
NQEEVESLNRPITGAE1EAI1NSL 
PTKKSPGPDGFTAEFYQRYKEE 
LECSSSPAMEQSWTENDFDDLR 
EEGFRRSNFSELKEEVQTHRKE 
AKNLEKRLEKWLTARITNVEKS 
LNYLRELKTMARELC 


14073 


44441 


A 


14155 


1 


969 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 






A 


14156 


377 


687 


LLEGKLTNRKDIHTKTPSV/SPP 
SSKTKEHSSSPAMEQSWMEND 
FHELREEGFRRSNFSKLKEEVR 
THRKEVENLEKRLDEWLTRITK 
VEKALNDLMELKTMARE 


]4075 


44443 


A 


14157 




71 1 




14Q76 


44444 






■j 


831 




]4077 






T41I9" 




744 




14Q78 


44446 


B 


14160 


1 


1479 




14079 


44447 


A 


14161 


1 


810 




14080 


44448 


A 


14162 


3 


65! 




14081 


44449 


A 


14163 


2 


1067 




14082 


44450 


A 


14164 


2 


2063 












1328 


1639 


PTNAHETSGRY1AGSSEKRTSA 
RTCGGTSAAARPAGTSMQTRC 
RQPPPSS*HAVPRVAQSSDSGL 
KATHPQAYQPCGHTPTRLPQES 
N C IEHERG LGKKKKKKK 


14084 


44452 


A 


14166 


1 


620 


MTLGYGQRGANKDLRTGFDPD 
LCTMDNFAEGDFTVADYALLE 
DCPHVDDCVFAAEFMSNDYVR 
VTQLYCDGVNDSFLIGGLLRIG 
CKIENERSSSPAMEQSWTENDF 
DELREEGFRRSNYSELKEEVRVT 
NGKEVRNFEKKLDEWITRITNA 
EKSLKDLMELKTTARELCDKC 
TNLSNRCDQLEERVSAMEDEM 
NEMKHEDKFREKE 


14085 


44453 


A 


14167 


1 


514 


MGKKQNRKTENSKNQRTSSSP 

KERSSSPAAEQSWMENDFDEL 

REEGFRRSNFSELKEEVRTHGK 

EVKNLEKRLDKWLTRITNTQKS 

LKDLMELKTTARELHDECTSLT 

NQFDQLEER1NN1\EDH*QD**R 

RKERRIK*MQ*KMIKGISPLIPQ 

KYKLPSENTINTSMQIN 


14086 


44454 


A 


14168 




366 


MDTFLQAERKDYMEAYELIEQ 
EEQGEREPVAVNNILSTEALMA 
NAKSTLMFYAVGFLWQPGGGR 
GHKAASNPGVTRDVVGSLSSLT 
FLRGERSSSPAMEQSWTDNDFD 
EL\REEGFR*SNFS 


14087 


44455 


A 


14169 


1 


1026 




14088 


44456 


A 


14170 


1 


3906 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14089 


44457 


A 


14)71 


1643 


2721 


1K.PTKMGKKQSRKTGNSEKQST 

SPPPKERSSSPAMEQSWMENDF 

DELTGAGFRRLVITDFSELKED 

VQTHHKEAKNLEKRLDKCRTN 

G*LEWMNG/ITRITNAEK.SLKDL 

MELKTKARELHDECTSLRSRFD 

QLEERVSVMEDQKK\MNEMKR 

EGKFREKRVKRNEQSLQEIWD 

YVKRPNLRLIGVPESDGENGTK 

LENTLQD1IQENFPNLARQANV 

QIQEIQRTPQRYSSRRATPRHIIV 

RFTKVEMKEKMLRAAREKGQ 

VTLKGKHIRLTVDLSAETLQAR 

REWGP1FNILKEKNFQPRISYPG 

KLSF1SEGEIKYFTDKQMLRDFV 

TTRPALKELLKEVLNMERNNR 

YQPLQNHAKM 


14090 


44458 


A 


14172 


351 


898 


SGVTAPWRPNGTLL1TAATASH 
PVLAIPAHLCSPRCPSFLTTVTC 
SGPQHHAARGRVPFHC/SECGK 
SFRYRSDLRRHF/ARHTALKPH 
ACPRCG/KGFKHSFNLANHLRS 
HTG/ERPYRCSACPKGFRDST/G 
LLHHQVKTITT*PD/CGGCLVSN 
IVGSYSRPPWPCTRGPRRPLGSP 
SPAPGSVCLC 


14091 


44459 


A 


14173 


1 


551 




14092 


44460 


A 


14174 


3031 


3207 


T1HGCWWDPLSSIF*PFWGRGFI 
SHKICQAQISFRVISGTVLSLDK 
LLIMFHKAIFASP 


14093 


44461 


A 


14175 


3555 


3957 


ENGQKTWTGTSQRRYTGDRM 
AQIQNPDTKCW*ECKATGTRIH 
CWWECKMVQPLWKSYWQFLT 
KLS1 LLPYNL A 1 ILLGN YPN ALK 
MYAHTKGFTCMFIAASFIIAKT 
WKQPRRPSVGEW/INNL*LVQT 
MEYYSAL 


14094 


44462 


A 


14176 


3 


883 


CQPYPRPRPRTGTHGSCQPPSQ 
GSAEP*G*CLPTLLRMALKAQP 
TKVNPRTLLDSDPDVC/S*AAHS 
RVLITSPSRAPWRLPSP*RRCPA 
GTCMPSTATSAR*CSQRPGSSW 
*T*TGSSLGSQACGPSSSTAPPSS 
SWSACTCGCAAAARCSCAASS 
TRSGPTCGSSPPASSCASSTPAP 
GTTPSSTLTSWASSPWSTPCPGS 
AGPSSWSSSSSATPSASASTRTL 
SPGSPAAP*PWPTALSRLTEQEA 
VWGAWGISHGNSWDKETKLV 
RLPHPCSKSPCFRPSLQPYRAHR 
AP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


14095 


44463 


A 


14177 


3 


395 


SAEVGAAETTLTELRRTVQSLEI 
DLDSMRNLKASLENSL\GILLHL 
ESELAQTRAEGQRQAQEYEAL 
LNIKVKLEAE1ATYRRLLEDGE 
DFNLGDALDSSNSMQTIQKTTT 
RRIVDGKVVSETNDTKVLRH 


14096 


44464 


A 


14178 


2 


1044 


AKTSSQMPSPQEGMCGKACTP 
ALSQADSLCPLLRLASEVEGYS 
LPACAEPYVQSECLSHLSVWSL 
QHALSSLASMSFTTCSAFTNYW 
SPG S VQVPS YGTQPVSH A AS VY 
AGLGGSGSR1SVSHFTNG\GGLA 
GMGGIQNEKETMQSLRDRLAS 
YLDRVRGLETENWKLESKIQEH 
LNVTRL* LETEIEALKXELLFM 
K.KNNEEEAKGLQAQIASSGLTV 
EVDAPKS/QDLAKNMADSRAQ 
YDKLARKNREELDKYWSQQIE 
ESTRVVTTQSAKVGAAEMTLT 
ELRHRVQSLEIDLDSTRNLKAS 
LENSLREVEARYALQMEPSLLF 
SKIIFGRVWEISYLHVFEGKQV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14097 


44465 


A 


14179 


1 


2040 


MPVPQLPPPVSRLAATAAASVT 

EPGPNPEAVRSASAEPEVKEGF 

PSQNHSVGHSNL1PSGGSVAPSS 

GRSHYGYASEDGTCSKLRVRPR 

LAAAPAAPFAFVADLASCCQG 

LSFFEGILLVRGPYRRLRATVV 

RDLVAVRMAEEQEFTQLCKLP 

AQPSHPHCVNNTYRSAQHSQA 

LLRGLLALRDSGILFDVVLVVE 

GRHIEAHRILLAASCDYFSMSFT 

TRSTFSTN YWSLGSV L ATT YG A 

RLVSSTARVYAGAGGSGSRJSV 

SRSTSFQGGLESGGLAAGMAG 

GLAGMGGIQNEKETMQSLNDR 

LASYLDRVRSLETENRRLESK1R 

EHLEKKGPQVRDWSHYFKIIED 

LRAQ1FANTVDNARIVLQIDNA 

RLAADDFRVKYETELAMRQSV 

ENDIHGLRKVIDDTNITRLQLET 

EIEALK*ELLFMKKTPEEEVKG 

LQAQIASSG\LTVEV\DAPKSQD 

LAKIMAD1R\AQYDELARK\NRE 

ELDK YWSQQ1 EESTTV VTTQS A 

EVGAAETNTLTELRRTVQVFGD 

STWTSMRNLKA\NLENSL\GEV 

EARYAL\QMEQL\NG1LLHLESQ 

LGQTPRTEAQRQAQE\YEALL\N 

IKVKL\EAE1CHLTRPPSWK1GE 

DFNL\GDS\LDERNSMQTIQKTT 

TRRISWIGQSGVLRPIDTKVLEA 

LSQQEASGTLLGKQEANKKFQS 


14098 


44466 


A 


14180 


275 


550 




14099 


44467 


B 


14181 


729 


909 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14100 


44468 


A 


14182 


1 


1415 


MGTQCDLLAKSLEDCPVDEVE 

DAFQGLGKEDEEIEQFSDKTFG 

SGAIDDDWREAHECLAELEVK 

QPVAVIEQTGNGERDEMDLLD 

DHEENLAERLSKMVIENELEDP 

AIMRAVQTRPVLQPQPGSLNSSI 

WDGS/VSSEANPRTTACSGNAY 

SVCIRICFASEA/SPRVQKM1GTF 

LNEHYQGGQLHLSLAVLLLELS 

P*APHLNRWLYPASPNRFCVRS 

LSMFGP/QMPPRYPAPYGERMS 

PNQLCSVPNSSLLGHPFPPSVPP 

VLSPLQRAQLLGGAQLQPGRM 

SPSQFARVPGFVGSPLAAMNPK 

SQAPMFRPDTTHLHPQHRRLLH 

QRQQQNRSQHRNLNG AGDRG S 

HRSSHQDHLRKDPVYANLMLQ 

REKDWVSKIQMMQLQSTDPYL 

DDFYYQNYFEKLEKLSAAEEIQ 

GDGPKKERTKLITPQVAKLEHA 

YKPET1ICQALCRALHINYLTKA 

FQQAFEVSASIITIYR 


14101 


44469 


A 


14183 


204 


560 


QGYWRGCTSSGGDGGCRGCW 
SPGKRR*GLSRTASGPPAAVAS 
PGRPRSPPSARTG*S*PGA*ARP 
CSRTW/PPPRCPLRPPSAARASA 
SRV/APL/GEPAPANTNIYCAAL 
THRATKSSTREF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14102 


44470 


A 


14184 


59 


1695 


DMPWWPVLPWIKDSSPSSLEM 

NPDNTSGLRQKSVEAEPCSLW 

MVHRYTPQSTGEACTMAKAA 

GPSSP\GSCPPRPLGADPWPMSR 

LSH* EC*KTGTTASG YRRHQET 

APPESSGSPVG LSAGLWLS WA 

WPVSPACLHPGPPLCP/GPPALG 

LGPRSPAAS/C/PPLPEAPPACSP 

FCP* GEI SSSGPLEP V PQ V* LPGD 

LSEPPLGTSPLGRAPGLCSLLRA 

P/RPGAACPPASPSRPAMLLS*E 

APRRPGPSGETSPSPSLAPSEASP 

G\PPR\HHNGRDSEGAGTRTPGA 

SGSSKG/LGGQPAPHGPGGR*G 

GGRYRGSAAGSVHSAPGGCSP 

HAPGCA/CDVRG/AKPSHFHSG 

CQSG*GHQTSGGCPHLGLSPCS 

TCLCAGQLQQQK/PGSSSGNL* 

GQGHSSGDLGSAPPHLVPG\PG 

PLTAGGHG/SLVGDSEWGSPAP 

GAVLGQNSSGPDPQRAGRWLC 

SRAEKSGCYTAPPLG*LSAQFQ 

EEKASWVPPGSGQLEDSHPDPY 

TALPLAAPPWGTGTGCPPAWP 

RL/EPDDCGPRHLSPPTCSTLPS 

WGGCAGS 


14103 


44471 


A 


14185 


264 


643 


RCLRPGEGRSRQGRRSRTGRGK 

AEEGGARTRQQRRAALLPERS 

ASQPGPRDSPRWRRRRQTTRGR 

ARPASSGGT*GSSWLTLAWPPR 

EP*RLRSASAQG/CRRQRLQQR 

RRG L YQPHRPATCGPRA AD 


14104 


44472 


A 


14186 


114 


1039 


QSQRLRPLADTPRRSNRPCSAA 
GLLFPQSFWSQELSQGAFLLPPS 
SPCLHCLPGTAAASRHQRSPRT 
RPSVQERRETHGLCAHRCEWR 
AGSPAHGP*AHRFVSRAGSPAH 
GP* AHRCI SRAGTPARG P YSRR* 
VSEAGSPA/AVVSAPCSLSS*AC 
VTG\CSPAHSP*AHRCASRAASP 
EHTSREDAEQAP*MQGLCPVH 
QEQPPSRKSVVTSPHIPPETDCR 
LLPKNPCANKHQPTATGGRAV 
PPEVQHVPPRSGMTLGSHQPLA 
LQFQMQATDAARLGLSPQGQG 
SPPGPRSTLLLGCLSLFQLSLLR 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14105 


44473 


A 


14187 




1629 


MIIYVENPKQSTSKCVRAYTFS 

KVAGHKA1EKRLEKLAVDPHR 

DRAQMLKVENVQQAWQQWIN 

KLPPARREDEDVKEIRWMIEEL 

RVSYFAQQLDHTGVDRGQPGA 

STWSASLMCSVTQPKLKTRKP 

GFLLGLGERNCFSVYGAGRSW 

GRGLGSCGFWLPPRTR1RAADV 

CLARWGWRAHRVRVLAGKNS 

RAESMLWSFHKAAIEAARTNII 

QAQTRVEAAQATERRIAAD1DD 

SELKAPRDGRVQYRVAKPGEV 

LAAGGRVLNMVDLSDVYMTFF 

LPTEQAGTLKLGGEARLILDAA 

PDLRIPATISFVASVAQFTPKTV 

ETSDERLK LMFRVKA RIPPELL 

QQHLEYVKTGLPGVAWSFLYSI 

NQTICLRLDS1EAKLQALEATC 

KSLEEKLDLVTNKQHSPIQVPM 

VAGSPLRTTQMCNKVR/CVNP* 

ATVVPPPVPQPTTQQYQGLDA 

GATTRVPRSLLRSEGSQTQKSP 

SCGSHSQDNSGGRKAVGARRD 

RWWLGAGKGPDCRGAKCGLP 

LSGQKCPTLDPYQ V VG CTSKTG 


14106 


44474 


A 


14188 


3 


1010 


GLQTQLVPLSSPVASLDNFSNL 

FGADLHVEKGQVPSSDQHLSQ 

RCHFPKAPPWSVCKALLPRSNP 

ATSLSGTSKPNSGGDFNSVTKS 

QPHCELNSFVLTGHSPVLWMM 

SEHDLADVVQIAVEDLSPDHPV 

VQSCGTVVVLENHVVTDEDEP 

ALKRQRLE1NCQDPSIKSFLYSI 

NQTICLRLDSIEAKLQALEATC 

KSLEEKLDLVTNKQHSPIQVPM 

VAGSPLGATQTCNKVRCVVPQ 

TTVILNNDRQN/DHCSQDGRPL 

EQQGTGFPGKMSLASQ*HGTNP 

TFPCHCAESHENKSTSLSQGTV 

QHTLHLCGHRVEPGRHRPSSLR 

SGRAGWAMLNA 


]41Q7 


44475 


— 


14T89 





1710 




14108 


44476 


A 


14190 


52 


457 




14109 


44477 


C 


14191 


1 


838 




14110 


44478 


A 


14192 


92 


514 




14111 


44479 


B 


14193 


1 


531 




14112 


44480 


A 


14194 


1628 


2008 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14113 


44481 


A 


14195 


2 


1616 


CPPPRRPRPRAPPHHRPPAAGA 
RTAAAGDRSRHGPASRVGTGP 
GQQMRKTYCRNSEPSDLDQGG 
GSRGGPRRQSKCVRNWWVLGL 
TDFKNEAADPHDSGAQLASPSG 
FRTRAAGGAACQSRAMRSYSS 
ALGWSMGLGAVEQGVVLVGE 
AQAAQEPMEWVGGSGMVGCR 
SRAPPAGRQLRPDKKLSTAPVG 
RHRWRPSTPSAATGLGAKSLIA 
RGQQGRLAAPNKTDFKARAVK 
KDKEGHYIMIKGLVQKESITIIN1 
YAPNTGAPKFTKQLPLDLRNKT 
DSNT1IVGYFSTPLTALNRSSRQ 
KVNKETMDLNYTLEQMDLTDI 
YRTFYPTTAEY1FYSSEHGTFSK 
TDRMIG HKTSLNKFKK1EIIPSTL 
PDHSGIKLE1NSKKNLQNQTNT 
WKLKNLLLSDHWVNNEIKMEI 
LKFFKPNDNSDTTYQNLWDTA 
KAVLTGKFIALNAYIKKSERAQ 
VDMLRSHLKELEK*EQTKPKPS 
RRKE1MKIRAELNE1KT/QKIQKI 
NKSQSWFCEKINKIGRPLARLS 
KKGREKIQ1SS1RKK 


14114 


44482 


A 


14196 


1097 


1686 


APRPLALRFGPLPSNSGAQLASP 

SGSCTGLQVELPANSCTVRWQ 

VSALGWSMGPG/GPGAGGSAD 

QGGSGGTGAHGGVGRFRHGG 

AAGPEPCPMGEVAKAPARNRA 

QRQWAGTAGGPCASS/NSC*PG 

C*APYCPGWWGQPAAPSAGPP 

SPRPPRTRAGPQAPWAAPVPAH 

ASP\PHLPAS*GSPLRPG1QGSKT 

YQKSH 


14115 


44483 


A 


14197 


647 


1496 


FLNLLSWQNLMLCGLKKKRKQ 
FKDYEKKVKELNEERDKYRKG 
SVYIYTFGKEPTLNKVLDACDG 
KFQAIDFITPGTQYFMGCRWSC 
LPVLHCALAGLSPWVVDGTRR 
PGAVGSAGRGGSGGTGAHGGV 
GRFRHGGLQVRSPAHGEVLRPS 
EKSSAAQWAGTAGGPCASSTA 
ADLGAKPLTARGGGPAGVPPSA 
GPPSPRPPRTRAGP/PSTVGSPG/ 
SPPTPLPPHLPAS*GSP\SGLGQP 
RKGLPQCSGGLKGWLLKHRQS 
GCPGRGGAQSERGLRGLPARC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14116 


44484 


A 


14198 


1 


560 


MAALLLVGASWL/LLLLVGAS 

WLLARVLAW/TYAFYDNCHRL 

QCFQQ/PPKRNCF*GHLSLCGA/ 

TEEDMRLMEDL/VPLFRDVQL 

WWLGSFYPVL/SLVHPTFTAPV 

LQASGG*PGFTTTMGLSFKRAK 

WQRLA/SEGSVRLEMFEH1SLM 

TLDSLQKCIFSFDSHCQMVSPG 

SCTTSRGPRI PG ALPTGG ARAPE 

NGDPKEIE 


14117 


44485 


A 


14199 


175 


2225 


RWSSVSFASGMPSAPCCWGHP 

QCPSAAQPTGPSWAGCRGLTM 

PNGQASPAS*VPPGAFPFLCIKQ 

PLWENLMTGVGKFSREAATLE 

GPTLPTR/GVGPQCRQIADLPLE 

RTEGWRGDVGNPVRGVRQKRK 

QLVAGETAASLLPCQASGESCS 

VP*QARGPPVLFLPQ\WGRRWA 

KGCASRSCF*PDFRPSHAVPGA 

REGAGLAAAPKRVARLSPAVPP 

ACC\GLQGGSSSAAQAL*PQLS 

GPRLPREK*GA/PCWRGGPRCC 

PQNSAPETLEYVEPRGTGAPGT 

THTGLPSPSQGCRGAEGW/WGL 

PGLPGPRAGSSPQPRGRAWRPR 

ARTPPPASWAAKGRGRPLAAG 

G L ARPR DPGPGSGVA PAG SLRP 

HSSGRGWGRRRLRARPTGGNR 

GSEWPR/RPPGYPGARPGAPSVP 

RPQP/PAA*TRPLPVGCGARPFH 

PVPATVWPHAGPP/SGMGRRRG 

RYPRPASARPAGRCGAGSAEPG 

RGTDKGGDGGEGKTKRGGG/L 

GGGAGAPKAAPGAAEPMGGR 

GAGAGGGGA\R*GGGGGGGSG 

TTG SG S SSRPRPPRTRA PPETDP 

APRPRPGLVRAAGGGAASGSG 

TGRGAEGCGVRAARGVPASLR 

AALARGAQARVLVSGPAPGWA 

EPRPAGGARGVGVWGPVLAGP 

GRGPRGGAGRGPRALSRGCAA 

♦AWTPGRGAGQRGPGSGRGSG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


14118 


44486 


A 


14200 


1 


2850 


MHPQERTAAATNAAIIITDGAA 

TQMGVTSTPAPGHPRDGYYQG 

KDVSLLAHTHSFKISAAIEAKTT 

WVGMCRWGCKVALDVTFDVH 

QG KPEG AG RNKQIPF1QD FPF AL 

RSEKRPSLPATISGKTLPLNTKT 

CPQLLQCKREGHSLQCLIWLQ 

MVPQLGRLAVGGCHSNAWFPS 

KKAVIWEKFKHNLSGLVSDKG 

GKRTGKGLGECLLMMRKMSP 

ALEALTTFDSSLQHHFPRTFPVS 

A LE ALNPG KPRQL VTPA 


14119 


44487 


A 


14201 


1 


1570 


MQSATSDAGSAPKKQKKVMTL 

QEKSGIAWYFFTAAQEWPNTPP 

KLRTCTESMGCCLLDCCCTGQ 

GDWTRVTLYCRYPFILFGTNA 

WV ANF ERPRMN AN SLLASPTG 

LSPYLRFGCLSCRLFYFKLTDL 

YKKTTLGSLPDAAMAFVNCHG 

AGGTVAVRTSRGHSRCHFGFG 

VSGTRYYHLTPQVVWERQQQK 

VDSLLGTQQMLEAQGREF/PGP 

CIPLPVPTNAPAAKTTPQPPSPD 

L*PPNYLFLCVDGHRP1C*EPKQ 

NKSDSFTSQA*SQDG*YCGCS/C 

RAPRPHGTSATIPMSSSCKRFQP 

SSPF/CKGPYHFRFLEERPLASRP 

SIHPSCGSYWLRLGCVAVGRTG 

/SRLNLQLHSASGLQALSKQR*R 

YCQSAGAGSPEPPRGGTR*CCR 

EAAPGCRAGTCPSPAANLPSLR 

RK/PGTC*PQNPPGRCGSCGASA 

A V L AETPA RIRRSFPRA RQSCPR 

TWMAAGAPGSSRRQGTKHVT* 

♦SSTLEKQLDNPTATYFSVPTRK 

PVH*NQQKDL*VTG*LQIFHL 


14120 


44488 


A 


14202 


11 


356 


VSGPPR*APWCPCLAAPTGSTS 
HGSTARDSSTACKVS/GGATCV/ 
SGCGPGLGVLGRGLSSTRSCCM 
PAG*CPSSKDTCEKSGGRTQPV 
PPFEWAAQDASLVRRCRILAHR 
PCRGTS 


14121 


44489 


C 


14204 


333 


473 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14122 


44490 


A 


14205 


344 


1035 


QSAAQWFWWPGRSASLGGAK 
GMQPPSLASWPHPRS1RCLRAP 
AP*QFTNATDPRFRSAPRRSGQ 
QQPRGSSGPAALASPSPRQPNR 
AGALRTGGAGWATALDTWSC 
PRTRRRAPMGSCL*AAAQQCV 
TGATWPPPSAIA*QSAAQWFW 
WPGRSASLGGAKGMQPPSLAS 
WPHPRSIRCLRAPAPCSGPSASS 
AAVQVACCCSLACCGPSRPASQ 
GHLDGTPITSPETCTTSLWSPQR 
RRAAGPPKVVDIPD*RGSRELPS 
G RG A PNTTCI P YGG SPG AKWIE 
GCPAQ/RPSPPGLHPAMRASAL 
LLMPFLQRRHRSATRLLLRPGS 
DCTGKK/GKGFLAGPETKRQKR 
LCPSPKTLGRALGQQEALPANV 
RC 


14123 


44491 


A 


14206 


41 


292 




14124 


44492 


C 


14207 


480 


1637 




14125 


44493 


A 


14208 


3 


410 


SPPCGAPPPPVFCAPAPRAPAPP 
RAPPLAEAALPGFASAAGSAPA 
RSGPAGAG*GSRSRPRA RASAS 
LAPASAGDHLGYPSATAAAAP 
A SRP WL WRPSLN A ARLGDPAC 
GWQASQWAAGSA*RAGSQWA 
AGEARA 


14126 


44494 


A 


14209 


1 


1274 


FFFFHPLRSLLGDLGLHSQERSA 
PE1KPGALESTWSQARGAALRL 
AEAR*RAAPAAGTACSAGGAA 
SS PR* G SRATRRRRRG PTAPSRA 
ATAPGRGAAASAAPAARPART 
ALMASARGPPMAASPAQALTR 
SAPGHLPPMSELGAVTALCESC 
PVT/AAPRSGGGEAGGTLASEW 
GRTCRNYG/PAPGIWPRPPLSAA 
RPAAASPPARRIWSPPAPVHSA 
ASPIGLRVAAPCSSGSAVPLRSR 
RASPPCGAPPPPVFCAPAARAP 
APPRA PPL AEA A LPGF AS A A AC 
RGKLRLALQGGLGRSGSRSRQE 
GPAAGS*LRTGKSWPSPPPGSA 
PLPLAQVLQALVEAGSRSRPRA 
RASASLAPASAGDHLGYPSATA 
AAAPASRPWLWRPSLNAARLG 
DPACGWQASQWAAGSA*RAGS 
QWAAGEARG 


14127 


44495 


A 


14210 


2 


335 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


14128 


44496 


A 


14211 


344 


1062 


TRAEVTQQKLSRFASPPPVLRL 
RSYVSPPAAPTADPRWRPSWST 
SLRWVVK.PNVSAYRIPPRASNR 
GYRASDWKLDYA*\WTGRLRIT 
SKGKTAYIKLEDKVSGELFAQA 
PVEQYPGIAVETVTDSSRYFVA 
Rl SDGTGRS AFIGIG FTDRGDAF 
DFNVSLQDHFKWVKQESEISKE 
SQEMDARPKLDLGFKEGQTIKL 
CIGLCSKPGTTAIQLGPVLNGIG 
RTLRTDLRN KN DLEGTNL 


14129 


44497 


A 


14212 




573 


1017 

— 


TDQGVGSPIICPRFQQGPPRSPR 
FQQRSPHSPDSSRG/PPHSPRFQ 
QGSPHTPDSSSG/PPYSPDYSSG 
HPTP/HTSQQG1PC*DGHGWLPC 
GPVFLWSEAPHLNPGLGVWGQ 
PRAPALPGNSAESKLWPHDRPA 
RPETPG AGTA WAHQALRV 




— — 


— — 




707 






— — 


44499 


— 


— — 


724 


927 


SFMDFRFVLLFFHLVPNPK*RP 
VS/SPPGSKLLVPPWGPKT\PVPP 
HPSPPPPAHGEPGLPPPPPPPLPH 


14132 


44500 


A 


14215 


29 


157 




14133 


44501 


A 


14216 


1 


363 




14134 


44502 


A 


14217 


770 


952 




14135 


44503 


A 


14218 


1053 


1995 


KSSEPDLSHSFIFCSPNFPPSSSL 

KRPH\FQSS1LACVFCITADSSRA 

PCVLRVCDGFAGLTRSSAPSSK 

EKPCGFSLPEFTPLAVSFPQAAL 

CSLGTVSCLRPRPQLTPSWECP 

VLLAGAVCPGLPCAAIGCPWA 

GEEGCPGATSQLDQVSWPSLQE 

APEVLWPCLDSWGWFWAPSTV 

IPLMASPRFGFMGRSQQPVLIN 

HLIKEPKAKFSNKNHSIRCCQG 

QRKWRRGNAAGMCCQPQ1PGK 

GEVKTEFQPVSNRSVNYGCTM 

H FQETL WTPRLGLG DGDSNNN 

W>TNNNNNRJTANPGKEAEKPE 

HPHLLVK.M 


14136 


44504 


A 


14219 


482 


833 


THQGARGCTHARVSVREMRTR 
RG RWATG M R V P A PC S S VHTTA 
VQRQQVADQLQTTAELSME/IL 
N/KWDQDPEAFVRKVATSYET 
WIS*YYPEDKAQSKQWLPRSGS 
GATLYSATNQYP 


14137 


44505 


A 


14220 


195 


367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14138 


44506 


A 


14221 


989 


2210 


LLVSCA1LLSVSFLHSSSFVRSRS 

NRDSPACVDATYRGCSCQGEG 

VCGEACSCFPDLNQPQGVHAG 

EGVLPCSGWEDTFGKNTCLVS 

YQQIPNKRRPCTCEECGKAFGQ 

RSHLVQHTSEKLYACQECGCTF 

SNNSSLVKHWHVHTGEKPYMC 

GHCGKCFRESSSLAKHQRVHT 

GEKPY VC/GESTHLVQH W* FHT 

GEKPFAC/HR/CSKAFADFSALL 

ACHGTYTGERPYECRVCCKAFS 

PSLSLAEHIRCHTGEKLYACQE 

CGKAFSHSSSLSKHQQVHTECG 

K A FSQGS YLTQHLKIHSG EKPYI 

RGEHPYACGKCGKTFSHSKFLT 

QHEQVRMGEKPFMCGDCGRAF 

MQTSSLALHQRTHNGEKPYKW 

NECGKSCIQMSHLTEYYQNLPE 

KGSKDPHTDATVHSPVMD 


14139 


44507 


A 


14222 


1 


245 


PPFRKQQAQHRNKTVLVSRSQP 
VPVTVPE/PSA*RSTPEGPRRAG 
CDPRP*PCPAGPELPAQMKVLA 
IEQLLSLHFKKALLF 


14140 


44508 


A 


14223 


477 


947 


LCSLSSLPPPPPPPPFPPPPPPPPP 

PFPPPSPVPLPPSPRSPPVSPPPPH 

SFQGRSPPSELGSSAEPWLRPGT 

WV*/PPPLTFSQQEAASSAQK*N 

CPGES\PQPVPVTVPERQPDAAP 

NHSLLLPGQQCFWCQGPHPPY 

WMGPVDASSSGFLSQSFY 


14141 


44509 


B 


14224 


438 


1437 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14142 


44510 


A 


14225 


584 


2866 


WHFAKLSRNTQDHTRPTLGAA 

QAVPATGQPAAPGPAGAGPEW 

VPFLAVYKEQLVRNDSVLKVFF 

FPPIFYREGWVCCSVVESHLQE 

GFVWLFSLQL*PPKLRSLFSLSY 

CLSP\SDIEISRGQTPKAVDVLA 

KEIGLLADEIEIYGKILVSSAGF 

A*VVWEIL*NSLSPPELRITPTPL 

GEGKSTVTIGLVQAVSLGLCPS 

WQLYLVTPALQPGQQSETLFLK 

1NK*KDILFL*FNLHLTGDIHVVI 

SCELSKFMDN*LLCGLIFVLCFF 

RG IIL VTLCFLFLLKLLTFFLLN H 

*KLGINKTDPIRTMPDTHQVAG 

PYLST\DD* SVLFQ* SPAPCGNG 

HPTGTVADHYLCLGW/Y QAQF 

DIAVASEIMAVLALTDSLGREV 

PRG*PLPG*YFVRNLMFFSHLPQ 

IDLGFHASVCLLGF*FAFSLL*G 

TPVFVHAGPFAADRDLCPYQFL 

LCQTH1YKIHVIMAEYFQRYKL 

MMYAKQTSPLCDLEQAISLSGC 

VPCRHSHLKNEKFSCTGC*QYL 

PKLSLPNSDPLTLPFSADYGFKF 

ESNHANHSGDCQNLPLFLEDNS 

TY STCFPTVTE AGFG A DIGMEK 

FFN 1KCRDVVLSFRS V V* AFLLL 

AV*LGRFGGRQYTGVWVLLFS 

FLQNIQLVADGV*MVSLSLKT* 

LNGYRCKTTN1FFTRTDTRAEID 

LVCELAKRAGAFDAVPCYHWS 

VGGKGSVDLARAVREAASKRS 


14143 


44511 


A 


14226 


3 


587 


YPASAGLMLQNFGVIGLRYHF 
A1HSPAAGGLLDGLHAVAAIQG 
ITKIETTPNHQRAPAHWTLLTQ 
QAHLQPSPLHFNLPLTLCLMHC 
PTAIPHCFADARTWVNLPTSSLI 
GHKKENLKEFISGSLIVHEILEE 
VLQAEGDFQPFTRVTVHWGKG 
NDQTFRGLLDTGSELTLIPGDP 
KHHYGPPVKVG\AYGAQLL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


14144 


44512 


A 


14227 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 
AQVQLTVGPVGPRTHPVVIFPV 
PECIIGIDMLSSRQNPHTGSLTG 
R V WT I M V RKA K WKPL ELPLPR 
KIVNQKQYHIPEGIVEISATIKD 
LKDAGVVIPTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAA VPDV VSLLEQINTPPGTWY 
AAIDLANDFFPIPVHKAHQKQF 
AFR WQG RQYTFT VLPQGRWEI 
NMTKIQGPSTSVKFLGVQWCG 
ACQDIPSKVKDKLLHLVPPTTK 
K/E A QCLSGFRREHIPHL\PIYRV 
SRKAANFEWSPEQEKALQQVQ 
AAVQAA WPLGPY DPADPMVLE 
VSVADRDADWSCWQASI/GHK 
VGHAQQHSIIICWKWY1RDWAR 
ADPEGTTKGQGQRRWWQLAE 
RQDSRDREAA1GERQETAVGKT 
ARDGEAVCD 


14145 


44513 


A 


14228 


155 


531 


GNLWSVDLRPGTPLRQNFRGT1 
RQQHSRFTKNHCSQTPLLIPRQ 
TGSGVDLSKLQQTCS*GSCLVC 
TIDLANAFFS1PVHKA/HQKQFA 
FSWQ\YTFTVLPRLTWLQPC*V 
PNLPAAETNTEPSNGT 


14146 


44514 


A 


14229 




518 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQINTSPGTWYAA1DLA 

NAFFS1PVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCHNL 

1RRDLDCFSLPLDITLVHYIDDI 

MLIGST1KWVVHSS/DSIIKWKW 

YVHDWARAGPEGTTNGLAG*S 

G TC KKHE WKTG DKG I RGRG 


14147 


44515 


A 


14230 


281 


1140 


VRVLSPVEKELKLWKNTHKLL 

S YPTVG AA VTQLQN LTAMG VI 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTL1PGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQITV 

GPQTHPVVISPVPEC1IGIDILSS 

WQNPHIGSLTGIMVGKAKWKQ 

LELPLPRKIVNQKPYCIPGGTVE 

ISATIKDLKDAGVVIFTTSLFNS 

PIWPVQKTDGSWRMTVGYRRL 

NQVVTPIAAAVPDVVSLLEQIN 

TSPGTWYAAIDMANAFFSIPVH 


14148 


44516 


B 


14231 


1 


1521 




14149 


44517 


A 


14232 


3 


202 




14150 


44518 


A 


14233 


2 


367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14151 


44519 


A 


14234 




553 


MTVDYCKLNQVV1PIAAAVSD 

VVSLLEQINTSPGTWYAAIDLA 

NAFFSIPVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCHNL 

IRRDLDCFSLPLD1TLVHYIDD1 

MLIG\PRQLLACY/WALVETEHL 

TI SHQVTM RPELPIMN WV LFDP 

SSHKVGCAQQHST1KWKWYVH 

DWARAGPEGT 


14152 


44520 


A 


14235 




728 




14153 


44521 


A 


14236 




635 




14154 


44522 


A 


14237 


3 


266 




14155 


44523 


A 


14238 




1245 




14156 


44524 


A 


14239 


2 


837 


CHCGPP/VKVEAYGSQVLKGVL 
AQVQLTVGPVGPRTHPVV1FPV 
PEC1IGIDMLSSRQNPHTGSLTG 
RVWTIMVRKAKWKPLELPLPR 
K1VNQKQYH1PEG1VEISATIKD 
LK.DAGVVIPTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAAVPDVVSLLEQINTPPGTWY 
AAIDLANDFFPIPVHKAHQKQF 
AFR WQG RQYTFTVLPQGRWEI 
NMTK1QGPSTSVKFLGVQWCG 
ACQDIPSKVKDKLLHLVPPTTK. 
K/EAQCLSGFRREHIPHL 


14157 


44525 


A 


14240 


1 


533 




14158 


44526 


A 


14241 




1043 


MTVDYHKLNQVVTP1AAAVPD 

VVSFIEQINTSPGJWYAAIDLAN 

VFFSIPVHKAHQKQSVFCWQG 

QEYTFTVLPQVHINCPALCHNPI 

LRDFDHFSLPQDITLVHYIDDIM 

LIG\PV*NMLLHLVPPTTKKETQ 

HLEVLFGFWRQHIPHLATPSSP 

NGPMNKVTMMA/ANVGYAWD 

QKHGLPLTKANLVMAIGECSV/ 

SPAAETNTEPSIWHHSSGQDSQ 

VQESKGGNGSGTTHHHP**STS 

Kl FASC SH DITFC WPRGLS SRGR 

NAATRRHKNNFIKPEVKIAFWT 

LWDPPTFKSTG*ERS*SVGWW 

D*HELPR*NQSTTPQGSVSIIPH 

GQPPHQLFGVAKARTFGIT 


14159 


44527 


A 


14242 


1 


336 




14160 


44528 


A 


14243 


3 


1885 




14161 


44529 


B 


14244 


1 


1423 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14162 


44530 


A 


14245 


1 


1361 


MIISIDAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEE1NPVLPETTVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEGIQRLK 

K1GMVEWISHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTALLFMSDLTVGTTFSQLQN 

LNTMGIFGSSCDRSQVAALNHQ 

RQVPECKIV1D1LNIWRIPHIGSL 

TG RVREIM VG KA.K WKPLEQPP 

PRK.I V 1QKQ YH 1 PG AITE1 S ATI E 

DLKETGVVILTTSPFKSSIWPLQ 

KTDGSWRMTVNYHKLNQVET 

PIAAAVPDVVSLLEQ1NTSPGT 

WYAAIDLVNVFFSIPVYKAHQK 

QFAFSWQGQQYTFTFLPQGYIN 

SPDITLVHYIDDIMLIGSSEQEV 

AN TLDLLPA RV AS WG VP Y DQL 

T/GGRED*GLLHRWSCRICRHH 

PQGSW1QES 


14163 


4453 1 


A 


14246 


1 


1795 


MRKCGKPQFKLGQTNKAMSRI 

QEELIHSKSLIEQEGEKPVQFSA 

FHRMWQPADSQCDIIDSADIWA 

DPLVRHREIITGSGGINRRRTRG 

GRGRGGEAAGGAENCGSREER 

ERAGVGTAVTQLQNLNTIGIIGS 

RGGRGQVAAINHQRQGGHSYC 

KGQQKQNSNQNSVTHVELWII 

WLINHSVPRSEIDRKPTTFLLNL 

YKQKTSRDL WPFTRVTLH RGK 

RNDQTFQGLLDTGSELMLIPED 

TKHHCGPPVKVEAYGGQVING 

VLAQIQLTVGPVGSGTHPVVIY 

PVPECIIGIGILSSWQNPHIGSLT 

S RKTDGS WRMTVHYH KLNQM 

VTP1AAAIPDVVSLLEQVNTSPG 

SWYAAIDLANAFFFIPVHKAHQ 

KQFAFSWQGQQYTFTVLPQGE 

TLVNFSLPQD1TLFHYIDDIMQ1 

GSSDQEVANTLDLLPRKSTTPS 

G/LYGFWRQH1S/HLGLLLTP1Y* 

VTQKAA/SFEWGLEQEKALQQ 

VQATVQASLPLGVYDPADPMV 

IEM/SLSDPSSHKVGCAQQHSII 

KWKRYVCDQA*ASPEGTS*LY 

CTSFIMEKEEVC/LSLEQTLTLD 

MGLPILHAMLLWIHLWIHGLPY 

PSSWYSTQQCL 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14164 


44532 


A 


14247 


55 


1241 


NRFVRAAPASLKRSAGIGLLCM 

PDLTVGI V VTQLKNLN AMG ITG 

SELTLIPGDPK*HFGPPVKVGAF 

GGEIVNKYLAQLGLTDDPVGPR 

THPVAIFPVPECIIGIDILSSLQNP 

HIGSLTGRVRAIMKGKAIMKGY 

YEGKGKAKWKILELPLPRKIIN 

QKQYRIPGGIVEMSATIEELKY 

AGVVIPIPTTFPLNSPIWPVRKT 

DGCWRMTVDYCELNQVVTPT 

AATVPDVVSLLEQINTSPGTWY 

ADIDLANAVFSIPVHKAHQKQF 

AFSWQGQQYTFTVLPQGYWTV 

NSPALGHNLIGRDLDRFSFPRDI 

TLLVHYVDDIMLIGSSEQEVAN 

A LDLL VFSDH LAIKWVMHSSI A 

SSSGSGICVIRLKKVLKAQPAP 

MASWGVLYDQLTEEEKIRA 


14165 


44533 


B 


14248 


1 


346 




14166 


44534 


A 


14249 


485 


717 




14167 


44535 


A 


14250 


1 


345 




14168 


44536 


A 


14251 


300 


689 


TKRAPCSPAAGSRGRARSLALL 
TLYHGHYPALPPGPTPAQQPGR 
GLAEAAEPRGSEGGNGSNPCG 
RA*DGRSRREGRGRLGGWRPC 
CEPQPWRQAHDPAGPDRVDGG 
ERRGAGVLRGQDGQDEKKKPK 



1764 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14169 


44537 


A 


14252 


1 


2430 


MAVLQPSRHRLRPQLGLEPDN 

WHSQQDEVSSVATARAVVPSG 

RGAAWMGPSGNIGGSGLVSHE 

CGEGTGAAGSTQLQEGMHFCR 

QSRWAFLTALCEVYTQSLQDT 

VQWLQLCQWSAQGQDDHTLIE 

WLMGATWTVWNDAREIPETG 

TGQDAWLCGSWGVDDQRPHV 

ELAIHCSPTNVQRVLALVDTGA 

DCSLVFGNPVRKPDGTWQMTV 

DDWELNKVTPPLHAAVPSIMD 

LTDHLTMELGQ YH F VD YVHSP 

TICRGL V A MEL A A WKCPKG VL 

LFHYIDD1MLTSDSLADLKVAV 

PLLWQHLAACGWAINKSKVQ 

WPGLSAKFLGVIWLSKTKA1PE 

AI1EK1QAYPRPTTMKQLQTFVG 

LLEYWRPFVPHLAQMIKPLYGL 

SKKGATWDWDNEAGTDLLAA 

KW Al QQTQ ALQ V 1 DQG CPFEL D 

VHVTTDGFGWVLWQRMECFR 

TPVGFWSQLWKG A ELQYSLIQ 

KELAAAYAALQAYETVTDWA 

TV1 VQM S Y PI VG WTGTAQTTTL 

AKJIGAYLEQQSMLTTTPLAAE 

LQEALGPIVLMEDKAMGPEAPL 

DPEPSLLKKGYPLVPDGAWYT 

DGSSQGAAAAWTAVAIQP/1TD 

TI * FDTG CGQSTQW AELRV V E\ 

MDILEACQKCPACAQAYLRQR 

QLPNVTQQVTVGQMPLTRWQI 

DYAEPLPKLQGYTYALMAADI 


14170 


44538 


A 


14253 


2 


239 




14171 


44539 


A 


14254 


3 


211 


VVYYSPNEVKVVAEGFDSANG 
IN1SPDDKYGPL*NIFIFLQLWC 
WPNSLLCFLCQCENSFLDIYGTL 


14172 


44540 


B 


14255 


13 


87 




14173 


44541 


A 


14256 


42 


854 


VLVFLTAALFILPTFSNSMMILQ 
VSGGPWT/VILRRGVLLGVAPP 
PSLPAL\PENSVYQERQECYAFN 
GTQRVVDGLIYNREEYVHFDS 
AVGEFLAVMELGRPIGEYFNSQ 
KDFMERKRADQLPDCRDPLMP 
D*GVWISPLGQQVPNLTAQKTL 
QHLPSKJCEPQQHHDLLVYHVT 
DFYPDS1QVRCFLNGQEETAGV 
VSTNLIRNGDWTFQILEMLEMT 
PQQDRT*AGVQLLEVTLNLSLF 
FLEAQSDSVQSKMLTGARGLFI 
NYLQLNLCTP 
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SEQ1D 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14174 


44542 


A 


14257 


3 


571 


QGRATPENYLFQGRQECYAFN 
GTQRFLERY1YNREEFARFDSD 
VGEFRAVTELGRPAAEYWNSQ 
KD1LEEK.RAVPDRMCRHNYEL 
GGPMTLQRRVQPRVNVSPSKK 
GPLQHHNLLVCHVTDFYPGSIQ 
VRWFLNGQEETAGWVSTNL1L 
NGDWTFQIVVMLEMTPQ/QGE 
DVYTCQVEHTSLDSPVTVEW 


14175 


44543 


A 


14258 




1677 




14176 


44544 


A 


14259 


2 


430 




14177 


44545 


A 


14260 


821 


1428 


QVTDVQDFPLKCKIQWRRTVR 
GDLQ/PFTRVTVHWGKGNDQT 
FQGLLDTGSELTLIPGDPKRHC 
GPPVKIGAYGGQIINGVLAQVQ 
LTVDAVGPWTHPVV/I/SPVPECI 
IG1D1LSSWQ/NSHIGSLTGRVRA 
TMVGKAKWKPLELPLPRKIVN 
fwriVT-HPP.rn a Pin a tiktvi vf>t 

V^-V I 1 UrULlJAtlLlA 1 IrvULrvLJ 1 

G\ VI PTSPFN SP1 * PMQ KTDGS W 
RMTVDYL 


14178 


44546 


A 


14261 


507 


910 




14179 


44547 


A 


14262 


1 


2898 




14180 


44548 


A 


14263 


1 


2580 


















14182 


44550 


A 


14265 


142 


377 


NHLLRRQQWQTPFPPPSWS/SPR 
SSSDCCGSSENFKPVDLSLLGSV 
GVGPTEPDHLDPWLQPPFQGSE 
RFCLAGVPGATG 


14183 


44551 


A 


14266 


j.6j 


638 


EVWKESSGWHLAGAPLGQSFQ 
RKEQ A VI FA VLQPLL V 1PKQTGS 
GVDLQQTPAHLQQRGLSGCLQ 
SLCSLTSS*PQRHPQNSSLVSNC 
VVS 


14184 


44552 


B 


14267 


1 


2424 




14185 


44553 


B 


14268 


446 


623 




14186 


44554 


A 


14269 


245 


690 


APSRSTWGSSSTAARRNLKTTR 
KLRTPRTPPHQKPRNPHHGPPR 
TPSG*TPRNPDHRPPPG\PQVGQ 
PGCWAPSQGPRGWGQLGC*RE 
EVPGGGHAGRHSTPVGG/DFFL 
QAGPWPPDASLPTNPFVLRGAS 
TPPHPLSENNKDKFLLQK 


14187 


44555 


A 


14270 


223 


365 
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SEQID 

NO: 


SCQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


14188 


44556 


A 


14271 




687 


MSEYIRVTEDENDEPIEIPSEDD 
GTVLLSTVTAQFPGACGLRCRN 
PVSQCMRGVRLVEGILHAPDA 
GWRNPVYVVNYPKDNKRKMV 
LGLPWK.TTEQDLKEYCSTFGD 
VLMVRQSQDEPLRSRKVFVGR 
RTEDMTEDELWEFFSQYGDVM 
DVFVPKPFRAFAFVPFADDQIA 
RSLCGEDSMKGISVHISNAEPK 
RNSNRQ/LRSGRFGGNPGGFGN 
QGGFESYQRCERKAV 


14189 


44557 


A 


14272 


1 


833 




14190 


44558 


A 


14273 


3 


447 


RGTAGGQPGNGPALAQSP* WC 
RLGSGGT*GK.SPGTSQGRALPW 
CSC/SVSTWATAAPGSQQRASP 
CSWAQPGPLASLRLLMPPRLR* 
GHLGHLAWLQLFAAPCPV1HV 
AVMWSLLGIALRKVHGDWAPL 
AILSLVVCASNKLNLKKKKK 


14191 


44559 


A 


14274 


988 


1803 


RAARVPRAPLEAVAHRWASAS 
EDDGTVLLSTVTAQFPGACGLR 
CRNPVSQCMRGVRLVEGILHAP 
DAGWRNPVYVVNFGDVLMVR 
QSQDEPLRSRKVFVGRRTEDM 
TEDELWEFFSQYGDVMDVFVP 
KPFRAFAFVPFADDQ1ARSLCG 
EDSMKG1SVHISNAEPKRNSNR 
Q/LRSGRFGGNPGGRLQGTRYS 
PAPAPG SPGRAQGLG\AG * SRPS 
GSWLSGHLQRPEQSVGRAPAA 
PRHAVRRSLRRLAALCRRTRAR 
CRRAQLHVSPQRRRH 


14192 


44560 


A 


14275 


3 


184 




14193 


44561 


A 


14276 




352 


KAAMVRFKHRYLLCELVSDDP 
RCRLSLDDRVLSSLVRDTIARV 
HGTFG A AAC\S IG FAGTIRTCQK 
FLIQYNRRQLLILLQNCTDEGER 
EAIQKSVTRSCLL*EEEESCEEA 
AKAME 


14194 


44562 


A 


14277 


1 


456 


PTRAVEAAMVRFMHRYLLCEQ 

VCDDLRCRLSLDDRVLSSLVRD 

T1ARVHGTFCAIACSIALALARA 

LNEEGNPEGWRDVAGASAGGR 

KKGHECPSPCTVFCTL/RYPNA 

YTVIGLLRCKKELYQVVWSVL 

YLMT YLENKGH RYPCFFNTLH 


14195 


44563 


B 


14278 


34 


267 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14196 


44564 


A 


14279 




395 


SAEVGAAETTLTELRRTVQSLE1 
DLDSMRNLKASLENSL\GILLHL 
ESELAQTRAEGQRQAQEYEAL 
LNIKVKLEAEIATYRRLLEDGE 
DFNLGDALDSSNSMQTIQKTTT 
RRIVDGKVVSETNDTKVLRH 


14197 


44565 


A 


14280 




1044 


SSQMPSPQEGMCGKACTPALS 

QADSLCPLLRLASEVEGYWQM 

ACAEPYVQSEMNDHLSVWSLQ 

HGSTTLASMSFTTCSAFTNYWS 

PGSVQVPSYGTQPVSHAASVY 

AGLGGSGSRISVSHFTSF\GGLA 

GMGG1QNEKETMQSLRDRLAS 

YLDRVRGLETENWKLESK1QEH 

LEKNRL*LETEIEALKKELLFM 

KKNNEEEAKGLQAQIASSGLTV 

EVDA PKS/QDLAKNMADSRAQ 

YDKLARKNREELDKYWSQQIE 

ESTRVVTTQSAKVGAAEMTLT 

ELRHRVQSLEIDLDSTRNLKAS 

LENSLREVEARYALQMEPSLLF 

SKIIFGRVWEISYLHVFEGKQV 


14198 


44566 


B 


14281 


247 


857 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14199 


44567 


A 


14282 


1 


2104 


LRGSELAGGVAAPDPSSRARAP 
GRGQGSEPPRRS*GRGRAPPRA 
HTPLDDFPPGRAALSPGRGLSS 
RRPDPGSAGRPLLLCLRPPLHSP 
PPPRGCQAPAFQSLPSFHLALRL 
RSSGEEKLWGPRRAPAAP*SQR 
RKPDPARPGLAAAVPLRPV*AS 
D*GAAQVPPPSPLRDGGQPGGR 
EGVGRRTPHRAAAWLLGE*AA 
DAAAFHWDGGRPPAAPARLLP 
GAPHHREDRVHHQPRGHPLQH 
QSPGDPTPAGEQHASRH*LCRN 
PETQKLRH * TSERRDG H REEEH 
TGTAGVPRSRPATQRPHAVPAG 
GLQPHRMLPALSSGAASGGEA 
EHGQLSGRGREEDGPVWPQLP 
AGLQGHFRGESPRWPPCLGDGS 
EN*PGPVQAEFSGG*DPAVSESE 
DNQPRSRQFLRLQREEKAKP\D 
QRFTYLPANVPIIKTEPTDDYEP 
APTCG/RG EPGVK SSPKTILQPA 
ARDATRPQLLPRGRLPALSAEK 
HPDASSPWREPQAPRPFSRCLH 
QGRCQPGPLSPRTPAAGRRGPR 
RPGWPRPVATHPGSPGQPPPAL 
LPQQ*MK*YEMTSPARAPTPSC 
H1GALSSAGVC*LQQTKTFE*IN 
*THTWYHSEPPTD*MPGAEH*Y 
VQRLALQQEGKQGGRETTVSP 
GGE VI S* QQKGGG RAEHGRPTV 
QGP/SHGNGPHAV* PH AQPFWH 
PWGSILEVPYLFRPSGHHRIEH 


14200 


44568 


B 


14283 


41 


4224 




14201 


44569 


B 


14284 


1 


1332 




14202 


44570 


B 


14285 


140 


215 




14203 


44571 


A 


14286 


234 


657 


VQQPGRGLDLSTDGPGGRSQV 
GLIWSCCCLH*AASGEPGGRCP 
GS/GAPGPAGSALEFRARDGVP\ 
GVGGPSWESHSPAAATPPPAEC 
RGPGPTPSPAPGEAAPEDREDG 
AAAPGRAEPASIVAPADGSQGQ 
VLATQAGALGA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14204 


44572 


A 


14287 


134 


789 


PDSSQAPSRNSTRPAASTRKSSS 

PPAARS\AGNELGSSRGDADPPP 

QNPTGPAPQSAEVPRCD/SSSA 

WASNGSSISPSFFSLRPWPSST/S 

KVPGAGHHTPPEGAGGASAR\S 

SSLAPS AG APVPS\A* RSQLGTW 

LSVLRPRSL*QSRVRSPSSHVSS 

PGSMQAPNSPSSFQPGMNGAW1 

WWL*THIPLARWPGPPGILVITC 

PTVTW1KWSFICSFHPT 


14205 


44573 


A 


14288 


465 


1541 


GPPKRKLISNFSKVSGYKINVQ 

KS*AFLYSKK/QTESQIMSELPF 

T1ASKRIKYLGIQLTRDMKDLF 

KENYKPLLNEIKEDTNIWKNIP 

CSW1GRINIVKIAILPKVIYRFNA 

1P1 KLPMTSFTELEKTTLKF1WN 

QKRAHIAKSILSQKNKAGGITLP 

DLNLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEIIPHIYNHLIF 

DKPDK.NKQWGN DSLFNKWC W 

ENWLS1CRRLKLDPFLTPYKKIN 

SRW1KDLNVRPKTIKTLEENLG 

NTIED1GMGKDFMTK.TPKAMK 

TKAKIEKWDLIKLKSFCTAKET 

T1RSFGSEQKSHTLVRATRLVSD 

HSQSFEAWLQFLGDTRFGTQKL 

RDSD 


14206 


44574 


A 


14289 


1921 


3199 


GYLAAGQVTSR1HTGRRHFSGP 

ARCPCVSCCRRPGC*PQPAVRP 

SG*HCRKTAPSHGPSIWQTR**P 

GSWPNLRPG*GWRWLRAQPRG 

RGIPVGCRSNLQLHPTKNPGSH 

*GSGSPWQCPGVLL*ASGRQPG 

SPSGGCT*SSGKAGLEPQWHPA 

1PGHCRNKPAAPASWERAPRPR 

AHALACGWWRYSSC*SWRS*S 

SPETPGPAQV*CHRPCPAAWW 

RCHS**TAQFL*D*FS*FLQTIGE 

PCICPKPISVPH*PMKQSH\RGIG 

GCLQYSSHPGIESSLGMSRGF/D 

RRDL*TLQIGS*RHPRAGPEGA 

AL*CLAGESSLRTPSAPCPGSPH 

TPG SS ASGNTSPV * * ETGCG SRQ 

GSARL VLESLLSR* *CLSGPSRP 

SCLLRGISWQCGTAGRLSSSGPP 

AASGAGADAAPGGFPRLPCLEF 

GTV 


14207 


44575 


A 


14290 


3 


626 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14208 


44576 


A 


14291 


1 


1065 


MRGSCERSGEDEEQKEEAMVA 

CGRLSGVPEAEQGPEANWDSD 

LETEGTDGLGELVRDTLYLRSC 

RAHSVVPISCFLRQGSAQELNL 

RHRGLGPQGARALASSLSSNPY 

VKRLDLRDNGLCGAGAEALAG 

A L/QQKQQH P* CGP VGEP AG SG 

RSPGP/RVPPSQ/CNQAMRKMQ 

LSGNGLEEQAAQHLAELLLAH 

TDLKSLDLSYNQLNDQAGPAPS 

LRAFPQANIFLKVLDISYNGFG 

DPGASAVGEALKANNVLEELN 

MSNNRISAMGALSLGLGLRVN 

QTLRILVLCVRVSQVSRNPMRS 

EGCFGLLKSVQDNPASALELLD 

FSD1QVNAEFDGLASSVRGILPG 

LGIKDWRLQSGV 


14209 


44577 


A 


14292 


1 


416 




14210 


44578 


A 


14293 


2 


384 


ELWVVTSFMAYGSAKDLICTH 
FMDGMNELA1AYILQGVLKAL 
DYIHHMGYVHR/DLQGYDAKS 
Dl YS VGI TACEL ANG H VPFK.DM 
PATQMLLEKLNGTVPCLLDTST 
1 PAEELTMSPSRS VANSGLMTA 


14211 


44579 


C 


14294 


142 


474 




14212 


44580 


A 


14295 


1 


1470 




14213 


44581 


C 


14296 


91 


471 




14214 


44582 


C 


14297 


195 


480 




14215 


44583 


A 


14298 


121 


1130 


SRSTQ YELM SFLTNDASSES 1 AS 
FSKQEVMSSFLPEGGWYELLTV 
1GKGFEDLMTVNLARYKPTGE 
YVTVRR1NLEACSNEMVTFLQG 
ELHVYKLFNHPNIVPYRATFIA 
DNELWVVTSFMAYGSAKDLIC 
THFMDGMNELAIAYILQGVLK 
ALDYIHHMGYVHRSVKASHILI 
SVDGKVYLSGLRSNLSMISHGQ 
RQRVVHDFPKYSVKVLPWLSP 
EVLQQNLQGYDAKSD1YSVGIT 
ACELANGHVPFKDMPATQP/M 
VLVLSSPDAARETERHSALPVG 
YQHHPR*GADHEPFALSGQLW 
PE*QPDHQHPPALQR* LALPPLP 
PNLLPPLPPLC 


14216 


44584 


A 


14299 


304 


412 




14217 


44585 


A 


14300 


2 


350 




14218 


44586 


A 


14301 


191 


299 


HRPATAVLHVPTRSPPSPGSRPS 
♦PPPAAALLWTPA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14219 


44587 


A 


14302 


537 


5523 


LARYYKFMHQDRQGVARNLL 
CQKEKRR*YTTKCEDNTCHWT 
GRTSS*PRSV/SNLNSQCGPRLW 
PPVTIIRQANIKTGEKAH*TSKL 
LPPVQLKFPARDDTLPWPGYIP* 
QLRRPSPR*SILSMLPRKVVPCL 
*QKP*TVCWKF*EPLSYIHHSLV 
LKMMIPMPMTLLGA*CLTQAL 
K*SRMERKKGRAAQRSSTLGC 
QSPRGSPGGGPGPPGPPGAGKQ 
QSNSVQTSRLLARTLPSFSSST 
VKDKELARNTAP 


14220 


44588 


A 


14303 


2868 


3095 


PGWAGGLFGPSAGMRAWATK 
PSLTPPAPAGQRCPQGHRG*SG 
PGIYAVQPPSVPAWAAHATTQ 
ARLCHPRSPPLR 


]422] 


44589 


- — 


14304 


693 


821 


SDRQT*RQEKRLTRRQSCCLPC 
N*SFQPETTLFHGPDTFHDN 


14222 


44590 


A 


14305 


338 


645 




14223 


44591 


B 


14306 


181 


480 




14224 


44592 


A 


14307 


155 


543 




14225 


44591 


B 


14308 


1 


1260 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!c nucleotide 
deletion, \=possible nucleotide insertion) 


14226 


44594 


A 


14309 




2025 


VINIINAAQESSPMPVTEALDRV 

LEILRTTELYSPQFGAKDDDPH 

ANDLVGGLMSDTGLEIIKDGEE 

EGESRTAQQYPGLSESTRQPWR 

RSRTPRTTWGWKA TEQQCPDF 

PPPGPHPHLELLIFHCEGQGTGQ 

KHSTSYPCTLMSEKRGLMNVFF 

AKYTGPAMRKSSGLTPSLLHLY 

CADPLHSKPLFNCPPPTTSKTEI 

LGSCNCSPSESVRGAEKGDQEL 

L ANIKQ AEKHEKN HPE VTV AM 

ALTD1DLQLQFSMSQPEALLLL 

AAGPADHLLLQLYSGHLQSAT 

GIYGEGRASSATLEDLESQYQE 

LAVALDSSSTI1SQLTENINSLVH 

TLKEEKHEIHQVQKLGRNLFKL 

KNQTAEPLAPEPPARPSKVEQL 

QDETNHLRKELESVGRQLQAE 

VENNQMLSLLNRRQEERLQEQ 

EGWQEEQERLLDKNNENKSAL 

QLEQQVKELKL\ENLEATSQ*K 

QQL/TAQLSLMALPGEGDGGG 

HLDSEQEAPRPMPN1PGDLESR 

EAMVAFFNSAGANAQEEQRVC 

CQPLAHPVASSQKKPEVAAPAP 

ETGGESVCGETHQALQGAMEK 

LQESTSARGQCQRRSTGRGGHR 

QAGPGPGGDEEMLCTCTQVSS 

AGRGMGMLTVVLVVSLMMLS 

ASFSTWCMRSISSCHCAYSAHS 

SISVFWFPREYILASGSEMMNS 


14227 


44595 


A 


14310 


3 


564 


SLRVSLLKAVVDRAGSRILSYIA 
GLGVDLGFGGGSRVAGGIADL 
GRSGGGKATRSRRGSRAGGGR 
LRSRHHEEALQLRETPGPGAPE\ 
PMDQEYAGPGYDIRDWELRKI 
HRA A I KGD AAG/V WSA AMTRR 
FRDLD A RDRKDRT V L HLTC A H 
GRVEVVTLLLSRRCQI\DICD\N* 
NRTPLMKAVHCQEEA 


14228 


44596 


A 


14311 


515 


778 


GQAQGTGDREGAVLFTARAPD 
QCRP*SCSSSRPTASSCPLGHSC 
SPGPLCTHLPLQGPPQAPTVPG 
ATATCWFSWNQCRCRAVSSYP 


14229 


44597 


A 


14312 


411 


608 


EAEIP*TGLPGHSRPPGPLCTHL 
PLQGPLGAAAWVPEAGLGQVP 
TEAAGAARAGCSAHKPWKRRK 


14230 


44598 


A 


14313 


2 


338 




14231 


44599 


A 


14314 


1 


390 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


]4232 


44600 


— 


14315 


237 


488 


PWKTLDSSEAEILRGVSESSAV 
TLHCMEGQAVGPRQVKRiVHC 
*ASSA*NPHAMLLLQNR*LALC 
TSVPQGAAVLCGGWDPGN 


14233 


44601 


A 


14316 


358 


616 




14234 


44602 


A 


14317 


13 


1155 


1KLPPPGCRRRGGRHRRHRYRG 

RAEPLAPRRRRLPPAPEQPRARP 

PASRFLKNTMSNGYEDHMAED 

CRGD1GRTNLIVNYLPQNMTQD 

ELRSLFSSIGEVESAKLIRDKVP 

GHSLGYGFVNYVTAK.DAERAI 

NTLNG\LRLQSKTIKVSYARPSS 

E VI KDANL YI SG LPRTMTQK.D V 

EDM F\SRFG\R1 INSRVL VDQTTG 

LSRGVAFIRFDKRSEAEEAITSF 

NGHKPPGSSEPITVKFAANPNQ 

NKNVALLSQLYHSPARRFGGP 

VHHQAQRFRFSPMGVDHMSGL 

SGVNVPGNASSGWCIFIYNLGQ 

DADEGILWQMFGPFGAVTNVK 

VIRDFNTNKCKGFGFVTMTNY 

EEAAMAIASLNGYRLGDKILQV 

SFKTNKSHK 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14235 


44603 


A 


14318 


1 


2340 


MFVWRNVEGHSAAVFSWYSIP 

FLTPPCSHTRPSNLPVTQWPPTR 

ENNLPSWQPLLMSVHQAQSLS 

A LRKEQDSSSEKDGRSPNKSDK 

DHIRWPMSGAHDLQQAAPGPG 

GAHQGHPNQDNRTVSQMLSER 

WYTLGPNEMQKYNLAFQNVE 

ARJRYV I VRGN EQGFFRMH H LR 

GVSSLQLGRRRPGPGTYRLEVV 

DMITIDARYRCSGLRSPPDPDH 

LKSVDLHRNEHFFLQKARWEIH 

LVLQATPSQ1QLLHVAFVLAKQ 

PLRCRKQTLFLISVVGTKEKNV 

ASEGRNPVRPLRGHRWLPASPP 

AAEHFAGGADRKSRLSRAPRSA 

ATATPANEQRAVADVGQWAR 

ARGGRVRAAGRSGSCALRRSR 

CRRRRRRHRRHRYRGRAEPLA 

PRRAASGQPGKLRARRGINCNA 

SSIPMLQVVRIKS1SKHCQMAR 

VAGEGSLPLSHAQLTHCVFGN 

KQVQRTIAYLPPQQQGVQGFL 

KNTMSNGYEDHMAEDCRGDIG 

RTNL1VNYLPQNMTQDELRSLF 

SS1GEVESAKLIRDKVAVGLLSL 

CVPIRNVE1VASTSWWSLPLAP 

YVPRGIRRSQPSTLMDDLSCRS 

HQAAAPFTASVLLYISGRVKAH 

TAAQGFNHIPEEGVSQEAGSG 

WSQAWKDGWLTNVFMFSCTG 

HSLGYGFVNYVTAKDAERAIN 

TLNGLR/PPVKNH*GRPLQLGFL 


14236 


44604 


A 


14319 


701 


1050 


LIVHFCLQVGCGVGNTVFPILQ 
TN/NTNSEYDPSRCFAFVHDLC 
DEEKSYPVPKSSLDIIILIFVLSAI 
VPDKMQKAINRLSRLLKPGGM 
MLLRDYGRYDMAQLRFKKGIL 
KVLNPNH 


14237 


44605 


A 


14320 


701 


1519 


LIVHFCLQVGCGVGNTVFPILQ 

TNNDPGLF V YCCDFS ST A I EL V 

QTNSEYDPSRCFAFVHDLCDEE 

KSYPVPKGSLDIIILIFVLSAIVP 

DKMQKAINRLSRLLKPGGMVL 

LRDYGRYDMAQLRFKKGQCLS 

GNFYVRGDGTRVYLCHTRCNW 

TRFSPTAGLEKPQKPWDRRLQ 

VNRGKTTDNVPGLDSVQILQAP 

SVQHQLRGYLLPTRCKPVVVS 

GLFLKXKIVALGVV/RCL*SQPL 

RRLRRGGSIE/HQQSNLGKIVRD 

PVSESNDKIKRI 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14238 


44606 


A 


14321 


756 


1334 

— 


PGKFVLMS FLDPQPPTRILE VGC 

GVGNTVFPIFTNRTMTQDSLVY 

CCDFSSTAI\ELVQTNSEYDPSS 

VF\A FVQGPV* * RES VTQCPRAV 

LDIIIL1FVLSAIVPDKMQKAINR 

LSRLLKPGGMMLLRDYGRYD 

MAQLRFKKEELDTLFTTAGLEK 

VQNLVDRRLQVNRGKQLTMY 

RVWIQCKYCK.PLLSSTS 




44607 


— — 


T4322 


249 




V YL LI VLA VL YTNNRQTESQIM 
SELPFT1ASKRIICYLGIQL\TRDV 
KDLFKDNYIPLLKEPEDTSKW 
KSIPCSWI 


1424Q 


44608 


— 


74323 




5796 






44609 


- — 


]4324 








14242 


446T5 


— 


T4I2I 




3438 






44671 


- — 


14326 








M244 


44672 


— 


77327 




2^67 




]4245 


44673 


— 


T4328 




2091 






44614 


- — 


T4329 




2334 




]4247 


44675 


— 


T43I0 




1986 






44676 


- — 


T4331 








[4249 


44677 


— 


T4332 




1671 




|425Q 


44618 


- — 


T?333 








14251 


44619 


B 


14334 




2055 




14252 


44620 


B 


14335 




1554 




14253 


44621 


A 


14336 




2559 




14254 


44622 


A 


14337 




1714 




14255 


44623 


A 


14338 


1537 


2204 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14256 


44624 


A 


14339 


2004 


3751 


YQSLAETQQQQKK.NFRPISLMN 

IDAKILNKILANRIQQHIQKLIH 

HDQEGFIPGMQGWFNIHKS1NV 

IQHINRTKDKNHMIISVDAEKA 

FDK VQQHFM LKTLNKLD I DG L 

EVLARAIRQEKEIKGIQSGKEEV 

KLSLFADDMIAYLENPIVSAQN 

LLKLISNFNKVSGYK.INVQKS\Q 

AFLYTNNRQTESQIMSELP\FTI 

ASKRIKY LG1\KLTRG V K.DLFRE 

NYKL\PLIKEIREDTNKWKNIPC 

SWJGRMNIMK.MAIL\PKVN\YRF 

NAIPIKLPMTFFIGLGKILLLSSY 

GTKKRAHIAKT1LRQKNKAGGI 

TLPDFKLYYKATVAKTAWYW 

YQNRD1DQWNRTEPSEIMPHIY 

N YLIFDKPEKNKQ WG K.DSLFN 

K WC WEN WL A I CRKL K L DPFLT 

PYRK1NSRWIKDLNVRPKTIKTL 

EENLGITIQDIGVGKDFMSKTPK 

AMATKAK1DKWDLIKLKSFCT 

AKETTIRVNRQPTKWENIFATY 

SSDKGLISRIYNELKQIYKKKTN 

NPI KJCWVKDMN RHFSKEDIY A 

AKKYMKKCSSSLAJREMQIKTT 

MRYHLTPVRMA1IKKSGNNRC 

WRGCGE1GTL 


14257 


44625 


A 


14340 


519 


1286 


LNLEERAFRHKSSEHLPHLKVH 

FRHSSCGIKTKSLLHVSPPTTLIF 

PYPPLWGNPSN*ARPPCSVHSG 

PYPQGLASI1AHGSPGNVRGVH 

V*INDSEGGISRPSTASHKETPR 

PPTPARHADLAATRPRSLTTSPS 

\GAGPRA/PSRAGPSVGGLGLRP 

SGRAPRAEVALPAGLSPAGLAG 

PPPSGRSTG ALPPA A A PTTSGP/P 

ASTPPNAPAPGHTLSSRSPHRA 

ARPPPHCGAEEWTGFTMRPSW 

RISQSFIVKDS 


14258 


44626 


A 


14341 


482 


700 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14259 


44627 


A 


14342 


1368 


2416 


SSMTQSSCPMTSYLKSKFGEPL 
MPSYTNPTETGVSICLVNKTQVF 
TYAHKGPVSIYFDACQAAHLSK 
LNMWT\SVKI*DKKESASRATK 
AITEESKKECPDCDNQWTTHEF 
NQHLYTGRAALFASQEEKIGYT 
TGTCYPLNLTILK.PNMTFWTKG 
HKGLLTFDQAGALLGLGIPLV1 
TKKTQRTQVQLSPIQQFRFYKS 
FNEHFNS E VSKIQIPPI STENLF V 
QLAKSIANNLGVTSCYVCGGA 
NMRDQWPWEARELMLQDNFT 
LPEFVTKFNANPSVWLLRNP1IG 
KYC1ACWGKSFQNQIGETTCLG 
QQYFEESENRTQWRSFIDDSSNG 
HFNPFLQFPTLNQSWYQLE 


14260 


44628 


B 


14343 


1 


1071 








c 


14344 


89 


283 




14262 


44630 


A 


14345 


244 


315 


NPKGQKDREAPLSRSVFVLK1KI 
KRAFALLLHGRF*PSTPAASASP 
ASKSPRGSGKALASALFYIVQL 
TK 


14263 


44631 


A 


14346 


1228 


1656 


QVYRPSQTPHLALSPERVAPGR 

RAAGRLAPEARAPRGSP/LPPHR 

V SEKTI RVVVFH PGARRAGGTP 

PRAPRGDTGGAPGA\PTYSTPL 

MSLHRARLESSPTGSSFPADSA 

KPVPLAVVSLDSR*GQWESRSS 

1HA\VTN*MTRH 


14264 


44632 


A 


14347 


2 


705 


GSWPGLDDGSATRILACPWPGL 

GDGPAAPKANLPLVRWKPQCF 

RG EGL* GSSC FSATLLTG LDLW 

ACCSSRSTASARLSTYPSAFTSG 

WCSSLGPTEEAPGSWINCPLAG 

ILGAATSPKPSA1PQASPEVSLD 

AEDTGMKP*DSA\GPPGPARGL 

CGRGCGLSPACMGLRP/PSPPA 

QSPSTALTSLTAPSPFHPPRKKW 

SPPSAPAPSAPSPAPASLTPSPAP 

PAPSPAPTPAPAP 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14265 


44633 


A 


14348 


367 


1174 


WVRGQPSQSQLDLLACSTPTS* 

WPPGRAPPPPPLP/PPPPLPP\PTP 

ASPPLLHPPRRAPPPPPVP\SFTP 

ASPPPDPVPRPTKALTGLP/LCP 

LPCMGR/PFVPYLGGLLPCLGP 

DFSSL**SPGGWDRPVRPLG1SQ 

IPE\PPLTMGL* MQ* IPP*PRFQG 

H Y A PLPPLQTLC1 S VKTPGRNPR 

GLPMHK1LQPQNPSQPPCELPQ 

AHCPTTPPPKQCP\PAAFSILPVT 

FADKDPGAAPEGTVKAPMPTQ 

*EL*PLRPREHRVLSGPTAGQT 


14266 


44634 


A 


14349 


332 


988 


RRAGTPASWGHNGARAKTPSR 
ACACLGLYPIHQPTARRAPAAR 
SHGPGPPALPRKGAAHGPRSVS 
HHPLRPCSRSSCLAWPCLHHPQ 
PLHCHPHRHWPKWHPHPLAPH 
PLLGLHPRSRPQTPPWTSCGPSR 
RLPTPSGSWPAPFDRDWPN*AR 
PSALCCPFCQEPQLTPCLHLCPH 
PHPHRHLPGLSCPHRPPRWRSP 
QSPCPWWLLWWTGQWWQPGE 


14267 


44635 


A 


14350 


190 


718 


FVLQLPPAPKSGLGRWGSPPPG 
QFSSSQRTGTVRGRGRCAEPRG 
SLPHPT*GNNK*HGNWMGLGS 
QGL\GRQPGEDKHCYQR/1GVG 
GAHLLRPPHQRJRSLTSTGSGCS 
HPWSRELGCSWDGQRASAPLA 
LRQAWGEGLAGRNHTIVPFHG 
DIS1APRLLPCRETLFSALCGGES 


14268 


44636 


A 


14351 


1 


486 


MKGEVSCKQHQDALQQVLWA 
MLQDADKQVRRAPGPVENENH 
CDFVKLREML1CTNMEDLREQT 
HTRHYELYRRCKLEEMGFTDV 
GPENKPVRVLLFKSLSDSKRVK 
YDEE WI RLPVE/MKY/MLERKV 
TQKQP*VPLVFVSWRSR*ESLR 
REEEENQQCHVLEL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14269 


44637 


A 


14352 


1 


2380 


MMWSVLLQPVVLAAVERQGE 

ALEFLIGVPESDGENGTKLENT 

LQDIIQEDFPNLARQAHVQ1QE1 

QRTPQRYSLRRATPRHIIVRFTK 

VEMKEKMLRAAREKGRVTLK 

GKPIRLTADLSAETLQARRDRG 

PIFNILKEKNFQPRISYPAKLSFT 

SEGEIKYFTDKQMLRDFVTTRP 

ALKELLKEALNMERNNRNFFG 

VTFAFFVGGQSLGKALQETSIPF 

LREEDLEKTSILETGMGDWEAT 

RGLPEECAGMRERDCQQNEKY 

QVPQFDQSTIK.NIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDP1LKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLGLIPTYDISSNIYL1SKSCLW 

QANFRLNSALAQSPAITNFQFR 

GHSLKTLDLLTMKNLDSKVNII 

PV1AKADTVSKTELHKFKIKFM 

SELVSNGVQIYQFPTDDDTIAK. 

VNAAMNGQLPFAVVGSMDEIK 

VGNKMVKARQYPWGVVQVEN 

ENHCDFVKLREMFICTNMEDL 

REQTHTRHYELYR\RLQLEEMG 

FTDWAPKNKPASVQETYEAKR 

HEFHGERQRKEEEMKQMFVQR 


14270 


44638 


A 


14353 


105 


328 




14271 


44639 


A 


14354 


107 


676 


I RPDSLPS A SP AQDF YA ASSNTF 
PA/DRWSALTKIYEDQTSHNIPL 
SQ/TLIQSKALTLFNSVKAEKDE 
EAAEEKFEVTRVVHIRGLIDGV 
VEADIVEALQEFGLISYVMVMS 
KKRQALVEFEDVLEACNAVNY 
TADNQIHIAGHPAFVNYSTSQKI 
SRPGNSDDPEREQCASLYHPEP 
HLFDHHGCSLHYR 


14272 


44640 


A 


14355 


221 


648 


LDWLRRVVGIPSLRWTCATLV 

GTRRAARHRCVNVWECGGLKE 

ITY*SVEGLCRA/EKPKPLALLE 

ETCKLPERQVVNAKEKFLEEMK 

SATPVNT*M1RKRNCIITDMEK 

V*AVWIEDQTSFTNLPLSQSLIES 

RALTLFNYVMA 


14273 


44641 


A 


14356 


122 


317 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14274 


44642 


A 


14357 


338 


489 


WLGQN*RHGKQPGPGVGHVGT 
TVWS*PHSPACWAPAPQGPAPT 
GEEGCHF 


14275 


44643 


A 


14358 




459 


RPVWRNSQPPTAAYRWASGSR 

MWSTSFSRWNKTPSGKACSSS 

DKGPPMAQVP1PQRNVPPPTK/ 

QPLVLCHGEAPDFSRPPQHRPS 

LQKHPSTGG/PSHSPLPTSAPSSR 

AGLPPLAMTLDLTSGWRLWTPI 

QPFRLPPGSCREGTILLCSVMD 


14276 


44644 


A 


14359 


609 


2077 


GLKAQPSSSRGHSRGPGACAAA 

PASRVHLPVTFCPEPNSSPCPHC 

TGGWGGRGQ/PACAGNPTASSP 

CQIECPALRSCLHALMDLGSPQ\ 

LRGAPRTGVPDPRLHLLPQPAL 

SSPPVLLRGPLLRGTCPLAARQ 

GQSPPAPGLLGHPGSHRGRLPP 

AQGGHRLPQPPGPGRRHRAPQP 

DPRRPGLRAAAASGPGLAAWG 

AVRAAERPGSGGLPGGAGPHH 

ARAQPGPRAAPPAAAAPGVAP 

AGGGAVPGGHPHRPGGEAALP 

AHGLPAPAAE RTA PR\QPCP AC 

GLIARSDVHHPPVLPP/LSGPAP 

APGRLVGQLGVRGAPSSPVPHP 

ALHFPRAQP/PPGK.GITTTSQTQ 

PAGSPPSPCMPPAATPGARHPP 

GSA\GHRAGV*GHTGPCDPHGP 

GHHGHAQLLVDQAAVGVRGP 

GPWALSGMSQPPHLPTAGHPA 

PACGVRAFQDGTRPPRAKPAL/ 

LSDKGPPMAQVPIPQRNVPPPT 

KHPCPGPQSSTWMRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14277 


44645 


A 


14363 


47 


1250 


EPRPSRSSGGPQLGQGLPRPMK 
K1PGSSAKTAGPLATRPEVPRAP 
*SAGRQPWFQRPWGKRKGRKT 
*NHGSPGVKP/TPGPLNKDKGE 
KEERPRQQDPQRKALLHMFSG 
KPPEKPLPNGKGSTESSDYLRA 
SVTPGPWSFSP\QVASGPMPVH 
TTKKPA*APPQVL/EPKERQTGA 
AADMPQPAVRHQGREPLLVVK 
PTHSRPEGGCREVPQAA/SQNPR 
PAPGLQTPGTRQTS\SVTPQPCP 
PAATHSLGLGSNLSFGPGAKRP 
AQAPIQACLNFPKKPRLGPFQIP 
ESA1QGGELGAPENLQPPPAAT 
ELGPSTSPQMGRRTPAQVPSVD 
RQPPHSRPCLPTAQACTMSHHS 
AAGHDG/DPASQSALPETGKRT 
LELQPPGGPLISLS*EAGSLSRSE 
PSCVREV 


14278 


44646 


A 


14364 


23 


714 


EAPEIPRQNRRMTMKERPVWL 
PHK*IHPNVAKWSRVPVQVQK 
NPQFQEVPTPEFIPVPGTSPEAAG 
FWH*GAHDSPGTRDRSEVEPGR 
GHPHLGPRDSAAADPGEHSPCD 
CP*ACPEVRRWPA\APVQIQYI1P 
SVDDFSLEFHAQDGDISDMRRE 
N V PFSPAEEGK A APLYQQPLM I 
PQANHMAGISPS/SPTAAEFQHR 
DVHHRGPGTRDRTHTETGRVC 
PHPVPTDSPAL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14279 


44647 


A 


14365 




1869 


ITTVAPSRPASSDCESDGS*EQD 

AGPGSRMGPEK*AGPRPTRRVG 

RWSQTHSQTDDTSGAVVPEYP 

SDR* YAGGRGPG/PGGPTVHP* 

KRRS*NPQETKMMARRDPKSW 

AKRLSPV*PRLAALLTSASPSCP 

LEPRVLPFRVPPSHGLCEGTSYP 

NSPGT*RPPCRSSAKTAGPLATR 

PE VPG AP* S AGRQPWFQRPWG 

KRKG\GKPETMEAPG * SQPGAL 

EQG*GREGRETKATRPAEEGSP 

PHVFRETSRJEAAAEWKRIHGVF 

*SSEGHPG*FPFSFPSAGGNRGT 

PLSCLLGVRDSTILPGCKRANA 

GPHNQ*EAARGPCPR*S\SAAE 

MSGRGSVLASLSPLRKASLSSSS 

SLGPKERQTGAAA/AHPSACSQ 

A PGPRA SPRG EA DTQPPRG * LP 

RSSPGCLQNPRPAPGRQTPGTR 

QTSCGDL/SSPARQPPHTAWA* 

APISASGQEPRDLP\SSDSGLPEL 

PQETETGSLPDPRKRHPGR*AG 

GPGKSPTSASRNRTWTK.YVAP 

DGQEDTGPGAQRRPAASAQQT 

LPAYCPGLHHVPSLSGQP*WGP 

ASQS/GSSGDWKTDAGAPASW 

RPPHFTLLRSREPSSLRALMCQR 

SLRLPVFVSHRASSMRTFRFPPP 

QRTAILTWS 


14280 


44648 


B 


14366 


1 


1519 




14281 


44649 


A 


14367 


312 


1326 


TTK.TGQDKDRLEEFSMQQLSGS 

KRKMSTQPRTEIAPPNRHTTTTS 

TTPATNTTCTATVPPQPQYSYH 

D1NVYSLAGLAPHITLNPTAHP 

QLKQCVRQAIERA VQELVH PV 

VDRSIKIAMTTCEQIVRKDFAL 

DSEESRMRI AAH HMMRNLTAG 

MAMITCREPLLMS1STNLKNSF 

ASALR/PDGSS AIQL* SND* SCS 

WRPKLYDA F WDLSSLRV* * PSR 

PEGEGRVSSEGMGESLPFSSSW 

PRQYQSFLCICWTDAPARNTED 

R*SHNKVLSSVY*NVC*NQLPC 

SG*AAAQSCCQSHHDPSQVLSQ 

PG CLC STHCTARETLRGGHQHC 

HKD*SAEQGL 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14282 


44650 


A 


14368 


2 


1120 


pepepgarggeqlnedfeg*va 
vptclhcpalsrtqsraiqalt 
vrrgeatirpppcddtkgghrf 
lnelikvvspkvgapspssdlpc 
rm wgeerg wtvglpeevkiae 
ayqmlkkqgeahrgwgatra 
clplphherpknvifedeek.sk 

VRLQGGTYGDSEPRWGSVGSI 

KEMVQF./DSGRAQSTGRRRDG 

G1ELGHYNVKLLTEMVMSHSQG 

GAAAGSSEDLMKVHLPPCLPHS 

LPTPQPTRTLRMRPTLFRLASDT 

EDN DEALGEPRAGAE VRSPPLP 

PPPA PVRGE E VNGDATAG SIPG 

EEVAGELGGHPSGWRGTESYP 

AMPTRPGEQASPEQPSASVSLL 

DDELMSLGEEGARPGGGRAQQ 


14283 


44651 


A 


14369 




432 


GTRQEVTAGVEPAREWQRRLM 
EVQWGLERAPYCIQHAPR*RRS 
PARPGTQSCGLGACWIQ*GALS 
SPHCTS1SRRCHSLAGSTPAVTS 
CLV 


14284 


44652 


A 


14370 


16 


471 




14285 


44653 


B 


14371 


66 


206 




14286 


44654 


B 


14372 


234 


390 




14287 


44655 


B 


14373 


207 


427 




14288 


44656 


A 


14374 


2 


572 


FLLERAPYGVGFSLLPGLWLGS 

RAGVGRHHDK.RVGLGRAPTWS 

LEGAVSSM/TPRPQLCVP/WPC 

WG PSSPGG *QQLGQLSCSYSLV 

DR* VALLWF WMLVGSPLVKGH 

CPTPWSRFVDFSVPLATPPGIVY 

WGLFAVFLFSHLLPARPGEQMS 

ACCRHLHAPSSPLLTLDSLIKVY 

SCNSQGKLVRVFPPGD 


14289 


44657 


A 


14375 


175 


499 


KQNKSMGRKSQGFVASFGNHL 
YCTASCGMPASSTSTQTWPRVL 
PLHSQ/ESSHGGCSWRGRR*GP 
RPRPHKTPVPMVMDSTARNRA 
RRELVLAWCKSPLATALLVSW 
DK 


14290 


44658 


A 


14376 


408 


625 


VFGEQEVFGYMNKFSSGDF*DF 
GAPTTLSSEHCTQCVVFYPSAP 
SFPFPPVPKVHCVIPHSLVPTYE 
WEHTM 



1784 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14291 


44659 


A 


14377 


1263 


1812 


AGDAAPEDPAGRGQEDLYDEE 
LPGWGLCIPHPACLQPCHA+VT 
KAG/ARVKVILPS*DTQRTKDIL 
KAGGG/PSSIHFINSAHGKPAVI 
VRPRGIWVLNTTPLSGQWGPYI 
GVYTAATVDMKSLGSGSLGLQ 
L ALPL A AS WLG V LTE A ARVFG 
EQVVFGYMNSFFSGDFWDFGA 
PITRAVYTVPNV 


14292 


44660 


A 


14378 




693 




14293 


44661 


A 


14379 


2 


1299 


WDYV/KRPNLRLIGVTESDGEN 
GTKLENTLQDI1LENFPNLARQA 
NIQIQEIQRTPQRYSSRRATPRHI 
IVTFAKVEMNEKMLRAAREKG 
RVTHKGKPIRLTADLSAETLQA 
RREWGPIFNILKEKNFQPRISYP 
AKLSFISEGE1KSFTDKQMLRDF 
VTTRPALKELLKEALNMERKN 
RQ1NETENQQGYPGIELGSAPSG 
PNPLFCRHLQMSVDGRHLQNSP 
PQINR1YIFLAPHHTYSKIDH1LG 
SKTLLKKCKRTEIITNYLSDHSA 
IKLELRIKKLTQNCSTTWKLNH 
LLLNDYWVHNEMKAEMKMFF 
ETNENKDTTYQN LWDTFKAVY 
RGKFLALNAHKRKQERSKMDT 
LTSQLK.ELEKQEQTHSK.ASRRQ 
EITK.1KEELKEIETQKTLQE1NES 
KSWFFERINKIDRPLARLTKKK 
REKNQ1DAIKN 


14294 


44662 


A 


14380 


2 


383 




14295 


44663 


A 


14381 


1 


1536 




14296 


44664 


A 


14382 


2 


1118 


REHLAEGMAVGTASADLNISA 

CWLRREQQ1SQHSARALLRDRL 

PPQENSSWHPAGAPLGRNFQRK 

EQAAIFAVLQPPLVIPRKTGSGV 

DLEQTPADLQKRGLTVTRKTN 

KQKAIASTSTERTPTQKPPFKSH 

QHQRPNVDKSAKMRKNQSKK 

AENSKNQNTSSPPKDHNSSPAR 

EQN WTEN EFDELTE VG FRRWV 

ITNSSKLKEHVLTQCKETKKLD 

KRLEELLTIITSLEKNINDLMEL 

KNTAGELRDAYTSrNS*lDQAEE 

R1SE1GDQLNEIKCEDKMREK\R 

MKRNEQSLQEIWDYVKRPNLR 

LIGVPESDGENGTKLENTLQDI1\ 

QENFPNLARQANIQIQEIQRTPQ 

RYSSRRATPRl 1 1 1 VRFTK. V 
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SEQ1D 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14297 


44665 


A 


14383 


1 


1154 


MLPILGSRHPSSLGQARKLDYR 
PSKSQCLEPGTPRACLVLYTLV 
AKLIYNDYFIHYFAPRGLPPME 
KNVVFVIDISGFMFGTKMKQD 
HNFSLAREQNWTENEFDKLME 
VDFRRWVITNSSELKEHVLTQC 
KEANNLEKRLDELLTRITSVEK 
NINDLMELKNTAGELREAYTSF 
NSCNDQAEEKISEIEDQLNEIKP 
NLRLIGVPESDGENGTKLENTL 
QDIIQENFSNLAKQANWQIQEI\ 
QRTPQRY\SSR\RATPRTH/IIVRF 
TKVGNGREKMFKGQPGGKGR\ 
VTLKGKP1TLTVADLSAETLQAR 
REWGP1FNILKEKNFQPR1SYPA 
KLSFI SEGEIKYFTDKQMLRDFX 
VTTRP A LQELLKEALNME RNN 
RYQPLQNHAKM 


14298 


44666 


B 


14384 




1554 




14299 


44667 


A 


14385 


1 


909 




14300 


44668 


A 


14386 


2 


207 


DIMSC1LQNYNRPPVMALAIPIA 
VK.FLHRGNKELCRNMSNYLSL 
AAITKAD\LLADHTEV1VKSILQ 


14301 


44669 


A 


14387 


496 


1207 


PL1TGTHDSGSVESQLIKLILTM 

HQLFRLVLGQKDLSRAGDLFVS 

*NNSE1EDSLTEALEQIKI1SSSSD 

YQTNNNDQAVVEICITRITTAIR 

ETESI EKHAKAL VGLWDSCLEH 

NLRPFG KDEDTPHAKIASDI MS 

CILPELQPTPQSMALAIPIAVKF 

LHRGNKELCRNMSNYLSLAAIT 

KADLLADHTEVIVKSILQGMVR 

KLSLGTCFGRYLKVFSSSIYGL 

WEARPRVLEAN 


14302 


44670 


A 


14388 


219 


448 


VSLELCLKTTGPDCGCQTSQTP 
PAAAYHHL/PGAGLPCGPRLPA 
LCCSCPMGARPL*HHKR/DPSRF 
QEKTHLYLPSSH 


14303 


44671 


A 


14389 


542 


1365 


GTEGVMANRSQEGNGGGSWR 

AKQVVVTVPF*EQSLVIMLWR 

RGGNT*QRPSEGTSRSHICSFH 

MSRHCQ*CKCLLKEPA'SAEAR 

DALDTKTHFPLAMIPSYLLLNG 

NIGELPEGPAGGCAQNPGLWAS 

/RGPARR*RSQASSSPEVRWPPG 

QCGLRGRPC KKE\PRPHP WSRP 

CASPYRGAGGQRLRRACSAAG 

RKTPDRRPLPEPTRG PVSQRAV 

LGKLRAAAGHRIPIGDLGDGLS 

LGAPPAGRHLHTVLPLRREFSP 

CEDALGIGEQQGKKRVT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14304 


44672 


A 


14390 




723 


PVLRGGIQEFAYIKALYERKFL 
VPKPIDYNRHAVDMELINGYPL 
C*IHHVEDPASVYDEAMELIVE 
LANHGLIHGDFNEFNLILDESD 
H1TMIDFPQMDSTSHPNAEWYF 
DRDVKCI1DFFMKRFSYESELFP 
TFKDIRREDTLDVEVSASGYTK 
EMQADDELLHPLGPDDKNIETK 
EGSEFSFSDGEVAEKAEVYGSE 
N ESERNCLEESEG C YXSDHLETL 
N K* RKT V YQKRV L M HG VLK 


14305 


44673 


A 


14391 


1 


1889 


MGSKVKEVEDDSQMSDLVRG 

MNAFSKTGSGGVEQGRTGQGG 

TNGHIKKAKARDRDRRFKKTP 

QRK VGN DN LQLPLRWTEQH AE 

THIMNFCSKNYNRNIPGKPRESI 

DTLNEAACRGRLSKTARKLWS 

EAQDQRSFQATEMQAFLFSAK 

RIAAEKKTIIRRRDLCSIWGKLL 

PRPGSQSVPAQIPENLQEQEERA 

KWLLNGRSKFFPQTTSTLGKVT 

SNKTGVKEPELESRQPNLLKVE 

MGMKNHEIVPGSL1ASIASLKH 

GGCNKVLRELVKHKLIAWERT 

KTVQGYRLTNAGYDYLALKTL 

SSRQVVESVGYNQMGVGKYESYT 

Y1VANEEGQQFALKLHRLGRTS 

FRNLKNKRDYHKHRHNVSWL 

YLSRLSAMKEFAYMKFRTLEIR 

D YF Y WVKIN VLTG PCSPKRG SS 

G EFVPCLLQLLLGFGDC WHSFG 

LWH1TPVSVSMLTLLPSLLLVK 

QKKPTLDSRMGQFDFVVELQL 

YLCVLEREVIREYPPDGQIFGRY 

FDRDVKCIKDFFMKRFSYESEL 

FPTFKDIRREDTLDVEVSASGY 

TKEMQADDELLHPLGPDDKNIE 

TKEGSEFSFSDGEVPEKAEVYG 

SENESERNCLEESEGCYXSDHLE 

TLNK*RKTVYQKRVLMHGVLK 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14306 


44674 


A 


14392 


150 


1910 


STPPGGPSVLM*STEEPGAGRS 

QPLCDDLSTRPLSCLGAGCCLW 

PAKRISAKEEPWYSSRSKDKKE 

KNWSSPETTTSGGC HSPGDSQY 

QELAVALESSSVTINQLNENIES 

LKQQKKQVEHQLEEAKKTNNE 

IHKAQMEQLETINILTLEKADL 

KTTLYHTKRAARHFEEESKDLA 

GRLQYSLQRIQELERALCAVST 

QQQEEDRGHCLSSPDQNFSLFT1 

QSSSCREAVLHRRLQQTIKERA 

LLNAHVTQVTESLKQVQLERD 

EYAKH1KGERARWQERMWKM 

SVEARTLKEEKKRDIHR1QELER 

SLSELKNQMAEPPSLAPPAVTS 

V VEQLQDE A K H L RQE VEGLEG 

KLQSQVENNQALSLLSKEQKQ 

RLQEQEEMLREQEAQRVREQE 

RLCEQNERLREQQKMLQEQGE 

RLRKQEQRLRKQEERLRKEEER 

L/TKAGKEAVGPGGEAVEEGGE 

ATKAGGEARALPEPQARQAAG 

RATVQLRGSEQREKERTAVGA 

ASKGAAGEARRGEGDAVHGHL 

SAADL*EGGAAQAVTAADPVR 

GPAAAAGSLGQSGAPRSCQPPE 

PTA RDP A KPRG SP WRRRWRTT 


14307 


44675 


B 


14393 


463 


3755 




14308 


44676 


B 


14394 


175 


1835 




14309 


44677 


A 


14395 


102 


465 


RAYCWAYIRLSCLTVIL1AWCS 
QESALSEEEEDTTRPLETVTFKD 
VAVDLTQEEWEQMKPAQRNL 
YRDVMLENYSNLVTVGCQVTK 
PDVI\SSWSKKRSPG*WRKKCL 
GGTVQNPEEERTAV 


14310 


44678 


A 


14396 


1 


330 




14311 


44679 


A 


14397 


1 


531 


MLLNIPQHTRQSPRAKNYLAQ 
NVNSVKAWCSQESALSEEEED 
TTRPLVRLKHLFVSCIILQCSYV 
LLPLTPEYQLNKFLYVVITMPN 
FDDFKLISIMFLQETVTFKDVA 
VDLTQEEWEQMKPAQRNLYR 
DVM LEN YSNLVTVGCQVTKPD 
VI\SSWSKKRSPG*WRKKCLGG 



1788 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14312 


44680 


A 


14398 


1 


539 


MPTTTTREMTQNSSETI KNKNG 
KKQRKQRKNSKKNRRKQKDE 
DKTRRQNKRHHKKNDINPEEE 
RTAVRLKDGGAPAPQAVQEHD 
AGICSASGGAQETYILVEGKGE 
ASTSPGQSKGSREGGVGANETC 
SKKL YRDVMLEN YSNL VT/V G 
CQVTKPDVYSSWSKKRSPG*W 
RKKFWEALSR 


14313 


44681 


A 


14399 


322 


1227 


FDLKMSKCRKTPLQQLASPASF 

SPDILADIFELFAKNFSYWXKPL 

NNEWQLPDPSE1FTCDHTEF1MA 

FPWI*RTP*NEVKKPTGVIRTW 

DEWHEHTCFH* * SGE/ISFPHGR 

KSVNAELWTQAWCKFHEILCS 

FPLIPQEAFQNGKLNSLHLCEAP 

GAFIASLNHYLKSHRFPCHWSW 

V ANTLN P Y H E ANDDLMM I M D 

DRL1ANTLHWWYFGPDNTGDI 

MTLKFLTGLQNFISSMGTVHLV 

TANGSFDCQ*NPAGDQRMVKG 

HCYFPSWNWLHLSKHTQCGNE 

FIFMTKKKQSLTAK.SLPDTFS 




44682 




14400 




183 


KRKE1TNSLDAAASRGTVPAAL 
AGVQYLEPRAGAAGRLGGAG 
WGRVPRPGSS/SSLSLVGR*GW 
CPVLRTQGRCCRPPGGCWVGA 
RPKAWELLSLSLVGR 


14315 


44683 


A 


14401 


21 


399 


IWNSAPTASRRPWSLAPGSPRS 
TWCVASTPPCAPGKAREPRDRS 
EVPPATAPAVLQSHWPCPRSSR 
SGSAGNCVGPPHSWAPGHSQH 
LTPGPGHGGPRGP\CWHLLMQT 
AWPALTPPGAMPGEAEGQ 


14316 


44684 


A 


14402 


59 


478 


RCSQPWHCPAALAGVQYLEPR 
AGAAGRLGGAGWGRVPRPREL 
LSLSLVGR*GWRPQEQDQLFPH 
L RRPVGTRS ESTWGNRAG A AT 
W/RAATPSPWRT*NGTKSKQW 
TASGLWQKGDGWD*GSGKPPL 
PLSVPAGQRLVPVC 


14317 


44685 


A 


14403 


1150 


1319 


PRRLPTACTP*RS/CSRYWMVP 
KSPRMTMMMWTKLARMGAQ 
W*PRKSNACLSRAASS 


14318 


44686 


A 


14404 


34 


304 


LPSRGAGLGTCSPPCLSLPPTPW 
APVRPEPPRRAPPPAPRRPVPST 
TQ/EARRSAASLLSPARPRAHRD 
GTNNSRRATLRAVTLTARVRG 
F 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Cnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14319 


44687 


A 


14405 


1 


360 


SSSLSYLPAGQGSGPAARHA*A 
SHPLHGLLCGPSLPNEHRPLLQ 
GAQSH* PPKG*G VRAHGVGLA 
GRSTCSP/ECGIH*VKPAGLLSFL 
GPRCFYEL*QSPRRSAAASLLSP 
ARSRAHRE 


14320 


44688 


B 


14406 


80 


1166 




14321 


44689 


c 


14407 


1 


543 




14322 


44690 


B 


14408 


1 


930 




14323 


44691 


B 


14409 


1 


1473 




14324 


44692 


A 


14410 


388 


606 




14325 


44693 


A 


14411 




798 




14326 


44694 


A 


14412 


687 


832 




14327 


44695 


B 


14413 


1 


1218 




14328 


44696 


B 


14414 


1 


642 




14329 


44697 


B 


14415 


1 


807 




14330 


44698 


A 


14416 


554 


724 




14331 


44699 


A 


14417 


216 


494 




14332 


44700 


A 


14418 




3408 




14333 


44701 


A 


14419 


330 


858 


VPSLDGQRGLELDTECRLVYLQ 
SLS*T*RFSTSSPEQLDTECRLV 
H SQTLC * TQG AD WCI YKP* VGL 
QVELPASPAPW/LAFLSPWVVN 
GTGRHGAGGGARRGGSGCTGA 
HGVGGRLRHGRLQVPSPAPWE 
GSCSLPSP1GPPFKRAHSVLQKG 
SSTLMVGTCASSPKVVPFHLLS 


14334 


44702 


B 


14420 


182 


1513 




14335 


44703 


B 


14421 


1 


1608 




14336 


44704 


C 


14422 


1 


1830 




14337 


44705 


A 


14423 


167 


433 


LPSRGAGLGTCSPPCLSLPPTPW 
APVRSEPPRRAPPP/GSTVPSPIN 
HPRAEECERMARDWQAAPPAA 
PVRDPLGEASWAPEFFGSMLPL 


14338 


44706 


B 


14424 


32 


352 




14339 


44707 


B 


14425 


103 


451 




14340 


44708 


A 


14426 


158 


921 


LPSRWAGLGTCSPPCLSLPPTP 

WAPVRPEPPRRAPPSAPRRPVP\ 

RPPKG*GVPAHGAGLAGSSTCS 

PDICRVCRSEGTPEKPLYHPCVC 

TGSIKFIHQECVYSPDMPSRLPIQ 

D1FAGLVTSIGTAIRYWFHYTLV 

AFAWLGVVPLTAWHQLLDLGS 

TLNPGCSHLVILKLTTSTKTLFP 

NKATFILVVLSQDKTLMEDPR 

MEDKWKEDRFSPFNSEALEITL 

GERHRPQTASVIPWFCSSRHVL 

NLGK1NFEVD 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14341 


44709 


A 


14427 


242 


515 


IQSVHWCIHKP*ARHRVLIGVFT 
IPELDIKVLH VPTRLRN PAGFTH 
WILHRDCRCSCMPVLRHAPALL 
SPWVVNGTGRSRAGDSTHRGG 
SG 


14342 


44710 


A 


14428 


759 


988 


TWPRKPLFPPRPLGL*WEGMLQ 
RSLTCPGDIFPIILVISIWLLVTY 
ANFGSWL*FLPRKWVFPFFIPVP 
NKFLIFI 


14343 


44711 


A 


14429 


130 


788 


VLQLIKAVWTPRTQEPSWLPPV 
NPARELQVELPASPAPCARTPQ 
LLGGRWDWAPWSRGWRSFGE 
ARAAQKPMEGVGGSGMAGCR 
SRALPHGKAAKARRAIEHSTGG 
LALLGDPVHSPQPLARVLSPSLP 
RASRAGWLLRVRGPPSPRPPGT 
PAGRQAPHAAPVPARASPSTPP/ 
CRAERVGSSPGQPRKGLPQCRG 
EAEGLLKCHQSGSPGRGEELW 
HSR 


14344 


44712 


A 


14430 


108 


1686 


ANRCPLPHPGTGAGRCLGASA 

GRAEEAGV*GPLHEGLGYRPA 

GLFLRADTGHRTPGWGGGGGG 

AGGRGGAAPGPGVGATRRFAG 

RRGCARHGAAVPAAVRVCCERL 

VLNVAGLRFETRARTLGRFPDT 

LLGDPARRGRFYDDARREYFFD 

RHRPSFDAVLYYYQSGGRLRRP 

AH V PLD VFLEE VAF YG LG AAA 

LARLREDEGCPVPPERPLPRRAF 

ARQLWLLFEFPESSQAARVLAV 

VSVLVILVS1VVFCLETLPDFRD 

DRDGTGLAAAAAAGPFPAPLN 

GSSQMPGNPPRLPFNDPFFVVE 

TLC1CWFSFELLVRLLVCPSKAI 

FFKNVMNLIDFVAILPYFVALG 

TELARQRGVGQQAMSLA1LRVI 

RLVRVFRIFKLSRHSKGLQILGQ 

TLRASMRELGLLIFFLFIGVVLF 

SS A V YFAEVDRV DSHFTSIPESF 

WWAVVTMTTVGYGDMAPVT 

VGGKIVGSLCAIAGVLTISLPVP 

V1VSNFSYFYHRETEGEEAGMF 

SHVDMQPCGPLEGKANGGLVD 


14345 


44713 


A 


14431 


1 


427 




14346 


44714 


B 


14432 


8 


323 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


14347 


44715 


A 


14433 


20 


1050 


FNLVYMSHVSDEGALSESASAT 

AASWPPHGFLQHFVPGRPQVP1 

CLYLLGQKTG*HMAPLLRQVT 

GSP1PPKTPGRGIRNMKRNEKR 

RYKTLMADGWELHQELSLGRT 

SSLPPYKGPGPWSPGFQKVSKG 

ANPVEIKRGVMLAVDAVIAEL 

KKQSKPVTKPEEIAQVATISAN 

GDKEIGNIISDAMKKCGRKGIIT 

KISSVQSIVTALEIANAYCKPLV 

IIAGD1DGEALTTL1LNRLKVGL 

QVVAVKAPGFGDNRKNQLKDT 

VIATGGEVGEVTVIKDYAMLL 

KGKGNKSQIEKCVQEIIDQSDV 

TTSEYEKEKLS\EKLSDGVAVL 

KSHPWSFCTKIYPLT 


14348 


44716 


A 


14434 




764 


TTATVLARS1AKEGFEKISKGA 

NPVE1RRGVMLAVDAVIAELKK 

QSKPVTTPEEIAQVATISANGD 

KE1GNIISDAMKKVGRKGVITV 

KDGKTLNDELEIIEGMKFDRG\ 

YISHPFINTSKGQKCGISRDAYV 

LLSEKK1S\SIQSIVPA\LEIAHAH 

RKPLVIIAEDVDGEALSTLVLN 

RLKVGLQVVAVKA\PGFGDNR 

KNQLKDMAIATGGAVFGEEGL 

TLN LEDVQPHDLGK VGEV1 VTK 

DDAMLLKGKGDK 


14349 


44717 


A 


14435 


1 


3288 


MKLMETLNQCINAGHEMTKA1 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDME1RGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLG1GTINVVC 


14350 


44718 


A 


14436 


2 


422 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssible nucleotide 
deletion, \=possible nucleotide insertion) 


14351 


44719 


A 


14437 


529 


2484 


WG1TMIIKKNKKAAPRAFGVRLE 

ECQPATENQRWQDLNVISSLLK 

SFFRKLPEPLFTDEELPLAPSFCP 

EEENGGRGGGPSPRYRLEPMDT 

IFVKNVKEDGPAHRAGLRTGD 

RLVKVNGESVIGKTYSQVIALI 

QNSDDTLELS1MPKDEDILQLPA 

ERESGGEASEPPRVVRPEPSTRA 

LEPPAEDRGDEVVLRQKPPTGR 

KVQLTPARQMNLGFGDESPEPE 

ASGRGERLGRKVAPLATTEDSL 

ASIPFIDICVRPCAWLHALLDW 

MAQQRVLDMQGQSIGMGVSW 

DRELEEKG SEKG YDEPTSPSIDL 

QAKHVPASAVVSSAMNSAPVL 

GTSPSSPTFTFTLGRHYSQDCST 

SAHLNIFAG1FDISNDHLQVSTL 

ESNFTRIHLTHYTGGNFPAWLA 

WDAVPFSSDLLNLGVHVLETG 

AGTPFLGSACSSDG1ASQMNTA 

GLPQIRDLPGHYYETLKFLVGH\ 

LKTIADHSEKNKMEPRNL\ALV 

FGPTLVRTSEDNMTDMVTPHA 

♦PLTRSWETLIQALQTGSSVTKR 

YKGKENPCGLTRSLRQCPTLST 

FLPNIWQDSAPWRPGVSGPVGD 

LKDSTTCSSAKSKG SWAPKKEP 

Y AREMLA1 SFISAVKPQAQEAA 

GDAGAGQQHRRRLGAGGAQS 

LGRGPQRRGHQERS 


14352 


44720 


B 


14438 


1 


1473 




14353 


44721 


A 


14439 


5 


694 


VPDKWGWCLFMSRYLETAIRT 
AACAASPRYLNPGRCSAARGPS 
SQSPRPPWSGHKKRTASPGWG 
GQSAASPMPPSRSWPASVGGPE 
FRLSETPSRPFTLSGMK*GWQV 
HSWAPALFCSVMSFSPDTCCLC 
K*AHSQPCSPSPSTVILLRETSSN 
WDWQPEDLGAPKASASPPPSTT 
R1TRLRSSELQLRRLNPSDSCHR 
GFCFSFRCLLTPEHVLPKTVLRI 
QPGCKVA 


14354 


44722 


A 


14440 


303 


757 


MAWKVSLRGRKVAGRAPSQLR 
WASPPSSGQSVKSLLLPPARRL 
CPGPGVPARCHRRI*GLGPGRG 
WRG E WRRDTN P WE PPQPRSPS/ 
G/PNCAWSDGCPRGAPRRPRAL 
*AGAARRAAPARI*VPWRGSAG 
GCSNRRLQVPAHE*TPTPF1RYL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14355 


44723 


A 


14441 


1 


534 


RHEDHSEPTFLISPSLLCFLLPSA 
PPLPRLTPI\PAALLVPAVQRME 
PVLFLPAPGAAACRVWHPALPP 
PRQAAVSSSRPCY\PCVARSAPA 
G RVRAAG VPVPAPPSSSPRLGRV 
GGRSRSPNVVFRVRGAAPG/PG 
L*ISPWTP/PLNEAS*RQRGCPAS 
FAVYGGQEWRPPQWPGPPRGP 


14356 


44724 


B 


14442 


157 


2143 




14357 


44725 


A 


14443 


258 


4089 


QL1TCLSRPETGGKFEVDTQRP 

VCPPSRARAARASAAAVAAAA 

TLTPPTMDSFDLALLQEWDLES 

LCVYEPDRNALRRKERERRNQ 

ETQQDDGTFNSSYSLFSEPYKT 

NKGDELSNRIQNTLGNYDEMK 

DFLTDRTNQSHLVGVPKPGVPQ 

TPVNKIDEHFVADSRAQNQPSSI 

CSTTTSTPAAVPVQQSKRGTMG 

WQKAGHPPSDGQQRATQQGSL 

RTLLGDGVGRQQ/HSGQTSVQC 

GGGPSDPGEATCHGGQ 




44726 




14444 


— 


1326 




14359 


44727 


— 

A 


14445 


453 


710 


Qowcr;k'Pi?fwrn-M ppnv+nriP 
o^rtrUKrlvy V UnLKru V Uv^r 

GQHGETPSLLKIQKLTGRGGAC 
LW/QSQLLRRLRQENRLNLGGG 
GCSEPGSCHCPPAWATERDSVS 
















14361 


44729 


A 


14447 


244 


426 




14362 


44730 


A 


14448 


69 


221 


QWRFCGIERGERWGKD*EIGW 
LPCLCGKK*IWETF\ILFCTKKN 
SSALGSC 


14363 


44731 


A 


14449 


27 


220 


AV1LTAK1CSFTPEPSKTTSPPGG 
TNNSRRATLRAVTLTVKVCSFT 
P*GSAASFLKSVRPRTHQ 


14364 


44732 


A 


14450 


115 


732 


EPETR1DPLSWNSSQLPVAALH 

LPGMSSVGAGQAICNLCCLGDL 

VSPSSLPALERTGPPPWNRGPK 

G RGRLPSL/T VSQPSL VIPPGTG 

KSEVNADRSRPPAYCSNLGRYS 

GPGPPSLVIPPGTGKSEVNADRS 

GPPAYCSNHFPSALP**RSSMRS 

LSLQQTSAWTCRHFHTSVLKSR 

WRFPNLNSCLLCTCRPNTTWKP 

CLGACTL 


14365 


44733 


A 


14451 


528 


875 


EHGYFQGTLGQKGCKSGKPPG 
GTLK.TLLVTLREPGRLQSPTSL 
WVSERLP*YP*GDTGENCPKLS 
FHLRNLGPS*AG*RERPPQGGL 
YLPPQAYRLMQGSAFWPLFGY 
APSPQR 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 
=^^======= 


14366 


44734 


A 


14452 


2788 


3414 


ACFSYlAFWRrNTTSTANLSKES 














LTSTTSRSWVINVNIVIFCTDWL 














FYKWLLKNFP1YFYMIFPFNQIT 














PUCK^rCfA ADA CPTCTTDPCT A 
r HaMOiLAAKAM loll rLo 1 A 














PSPI DH PRAEE\SSTRR VTG RQL 














ni^i^r Arvlt^or lrr,roKl lorruu 














TXfMCXCAT D*C7I *UCPDDCA ACT 














K^r K I IV YriKi ya^UrUonr L 














PLPLPSSIHDHF*LFHLQHTFQS 














HA LLP 


14367 


44735 


A 


14453 


662 


1338 


VLQLIKAVWTQRPLGGRWDW 














APWSRRWCSSGRLRPHRNQWS 














G WE AQA WG LQVPEPCPAGRQL 














RPGEKSSTA PVCTSCCRTRSTA 














GPTGCPSTRRDPTLSASPS*TST 














TSLATATASASMWAGSCTSIST 














PT.QAQl VUriAl TWPr.CHPACPP 
KtjoAoLVrH^AL 1 WrusurAorK 














KR\TGSHPVA*AGVRWRAHRSL 














QPQTPGLK* SSHFSLPSG WN YR 














HSNHPISQSFPHLSPLS1PQNHH 














CHHGPFSM 


14368 


44736 


A 


14454 


3 


415 


DFLLFSEILPASQSASAILPALPA 














SHRCPCCLDVPLPPEVPGPARLP 














VAAASVWRPVQHLSLLGRWA 














Ur J UK J JC.oK.t- 1 IN AJt V JE.AL'JLrr 














L Y AllUivLJcr 1 AUroUAbA VJLo 1 














SSEYCPGPHPKMGHRRVTSCLS 














TCQS 


14369 


44737 


— 




_14455 




— 







14370 


44738 








To 

< 




14371 


44739 


- — 

A 




14457 




349 


93 


V KW VouK nr^ a 1 Lo/vrLU 














ETSGCHQGGLHDLK.1V VL 


14372 


44740 


B 


14458 


1 


1338 




14373 


44741 


A 


14459 


— 


426 




14374 


44742 


A 


14460 


93 


345 
















RPREVGIQQYKKGGGAAGKGG 














TGNAPGFLLFSKDS*K.DPTPLPP 
















14375 


447431 




"7Z§5 




TT^I 






44744 


— 


6 - 









14377 


44745 


— 




— 

— 


— — 




14378 


4474 


— 

A 


— — 




627 


HCLSHFQNTGPRGDVDFQQEL\ 














FPVLMADIRKEERSHLCRSSRR 




























GWGTSRK 


14379 


44747 


B 


14465 


1 


1553 




14380 


44748 


A 


14466 


226 


449 


SLQPDI*CSGLRGSLLLV*PKSD 


14381 


44749 


B 


14467 




2061 




14382 


44750 


B 


14468 


10 


1099 
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SEQ1D 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14383 


44751 


A 


14469 


34 


406 


GGGFISLDTGSHHKSHPGGS*H 
ALGWVRPHTLNSP\PSQQPGNC 
GNPAWEC*GPHG/APSRWSCST 
PCRPSHPKVPAVRVAGPAGGCT 
PYRT/PTRRTPR*RPGPCAACDR 
P\L H PHCGPRGPG A YPR 


14384 


44752 


A 


14470 


623 


1671 


VLRSVSSWLPTSMAMTVLAPM 

LRAMSAGRLLM*PPSMSRCPSL 

GSHSGGR*PDS/GHAGAHVPPQ 

GAIFVDSHG*GGDICGHVEVRQ 

P/QG PQS A YPGRPDG CCG * RQT 

Q*TWR*LGT*GPTQVPAPKSCS 

WPTPGPAASCGWRCAPPRTTLR 

*KSQWTCRPPGPRGPPPPLMPL 

VLRCASSPWPRPRLAQGQWCS 

P*APSPSGRSRCAGPRAWRKPS 

RRAHAAWQGCGAKRGGADSA 

G AG APSTSC A YL ATPRC A WGP 

HPPLGGAGLAA*GRAQPCSPAS 

APAGRG*APGPPGPQ*GCSRPV 

AGSARSRASARRPSGRVRYGV 

HPP AG PATLTAG TLG C YPVRRP 

PGVPG 


14385 


44753 


A 


14471 




972 


QSGTFSTKNEGRTTRDVYDGR 

GPRVGRCGTCVYVRYVHDRPH 

APPHERARRN DGNTQRTGNAR 

PGTAMPTATTDQPKGRSTRHK 

ETKRGRTARNGKQQNNPRK/RP 

RKDKRKQGSAGEGERGAGGKE 

KGQPRDTEAKGDRRTDFPPPNG 

\P*GQSKRGAN1GGWFPPPRLGT 

PNPPLPGPQSAQVSGP*TPQMW 

MPTGTGCCGGSQ\SGSPPPWCV 

SP*PVAEALFHSST/PAPRHPSPP 

SSSPKHSHQPSTPPP* ISLGQGPC 

RPPKRRPAPDQPQVPRCPEPSC 

AYLATPRPTMRMQSACRGSAR 

SRASARRPSG 


14386 


44754 


A 


14472 


1 


3128 




14387 


44755 


B 


14473 


239 


5474 




14388 


44756 


A 


14474 


542 


781 


PASIIMTGSISHITILTL R VNRLN 
AS1KRHRLTDWQIR7IKSQDLSV 
CYIQETHFTCKDPHKLKIKGWR 
K1YQVN*KQKKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=I_lnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14389 


44757 


A 


14475 


724 


1340 


QLTLQGRRVAPR*PSRVALEQE/ 
CGYNALLRYEGFEMDSGLDFW 
CNICGSDIHPVGWCAASGK.PLV 
PPRTIQHKYTNWKAFLVKRLTG 
AKTLPPDFSQKVSESMQYPFKP 
CMRVEVVDK.RHLCRTRVAVVE 
SVIGGRLRLVYEESEDRTDDFW 
CHMHSPLIHHIGWSRSIGHRFK 
RSDITKKQDGHFDTPPHLFAKV 
RSFYKNPHL 


14390 


44758 


A 


14476 


1822 


2226 


KRLFTNRTRITPF VAINSHH H H H 
HHIT1INTIITTTSTINSHHHHHY 
YHHHHHHH HHHQHTTTTNTTT 

in h i iNNNn ri irin iinit 

TTSTINSHHHHHNQHCHHHHH 
HHHH/HHHHHQYHHHHH*HYQ 
\HHHHHHYYHHHHHHHHHHQ/ 
HHHHHQHHHNQHHHHQQQHH 
DHHHHYHHHQHHHHQHYQ\H 
HHHHHNQHCHHHHHHHHHQH 
HHDPPHHHQH*HSHQHH 


14391 


44759 


A 


14477 


232 


625 


EGCCCIA1MVQKYQSPVRVYK 
YPFELIMALRKVRYPRCCVTCS* 
TGGAQQVGFRFLDLPLSLCTP* 
CLWRTSSSNF*RKAAGCSGSRJL 
QSHHFGLIPQPTAPKPWSSPLHI 
TKPQTLGQRDPGPRTRKRSK 


14392 


44760 


A 


14478 


1 


808 


MPKTTACNVHTVTWASCENAD 

SDSTGLRHHDSCEDPASPGRSD 

LCLVPHPTRPAVRGGRPAGGRC 

PAVPAEGPWRHLQQAQEGLK.R 

LAGGLERLLENPVRRALPQGA 

QGHRAEPTEARPHPAPEI IRRAG 

AAAERAERLESQPVGASAAAA 

S A A S ARIP YL V A V P A AGPPRHR 

CRRHRRGPGTSSGPRTAL1RPAT 

ARARAGIVSEPRTAPGATRARP 

WRQGSHNPVAPSAP*LLRGPSIP 

WQIRPMPCPTSHQTCSERRPSG 

RWQMPGSACRRSLETSSAGAG 

RAQEAGGRLGETSGESG/RAGL 

YLKELRA1VLNQQRLVRTQRQS 

IDELERRLNELSA*NRSLWEHP 

QLPQAQPPPGFLTS* PSPLPALL 

GTAAAATAGAQEHLQDHGQRS 

SARPLPAPELASFQNHEQLLAQ 

PEPDPGGRAHTTQSPHQHPGTL 

GVKANKEKKGPPGCCAAPGTP 

LQQESPAPSARES 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14393 


44761 


A 


14479 


1 


831 


M I RY FGD Y WTQ ALLTLIPGDPK 

HPRGPPVKVGVYGGQGYINSL 

ALCHNFIWRELNRFSLLQDVPL 

VRYIDNIMLIGSIKFLGVQWCG 

ACRDIPSKDPADPMVLEVSVAD 

RDAVWSIWQALIDESQQRPLGF 

WSKSLPSSADNYSPFERQLLAY 

YWALVETERSTMGHQVTMLPE 

LPVMNWVLSDPSSHK7ANGLA 

GWSGTGKKHDWKIGDKEIWRR 

GMWMDLSEWSK/D/VKIFVSHV 

SAHQRVTSAEEEFNNQVDRMT 

RSMDTTQPLYPTTPVIAQWAHE 


14394 


44762 


B 


14480 


56 


3476 




14395 


44763 


A 


14481 


3 


591 


DPADPMVLEVSEADRDAWPIS 

ESQQRPLG FWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

GHQVTMRPELPI INC VLSDPCSH 

KVGHAQQHSIIKWRWYIHDWA 

EGTSKLHEEVAQIPMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RAWFTDGSARHAGATQKWTA 

VALQPLSGTSLQDSSEEKSSQW 


14396 


44764 


A 


14482 


1 


1275 


MEKNDIDQSRRRKVVEMNENV 

QLVRYGEQASDLKTATKFKSPS 

EVKHIRF1QQAFIGSKLLMRPW 

TTVTKQILSLKSAKIALSESLIPC 

RKRAEFVEK.QTQAFIMQVSDL 

QQKVHAQPSQVSTVKVKALIG 

KEWDPATWNGDVWEGPDEAG 

DTEFVNSDEAFLPEATAFPSPEV 

GNDQTVWGLLDTGSELMLIPG 

DPKYYRGPPVKVGAYGGQV1N 

RGLAQIQLSMDPVGHRTRPVVS 

SPLPECI1GTDILSSRQNPHIGSLT 

DITLVHYIDDIML1GSSEQEVTIT 

LDLLVQAVAQAALPVGPYDPA 

DPMELKVSVADRDAVWSLWQ 

APIVTMRPERPIMNWVLSDPSS 

HKVGCAQQHSIIKWKWYIRDW 

ARSGPEGTNHSRRVCS/LPQVQ 

APSAR*ATARRGGQAASGCCLF 

WSCTCFSNFDV 


14397 


44765 


— 


14481 


604 


1760 


NSWCRWFNFRY*YPTFYWES* 
NT*IPLREWFG*NHDASCP*TLD 
SKSFSFETRTGSPCSSSLQTAYC 
GTLWIVQGV 


14398 


44766 


A 


14484 


2710 


3060 




14399 


44767 


A 


14485 


3 


227 




14400 


44768 


A 


14486 


3 


266 




14401 


44769 


A 


14487 


2 


564 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


||| 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14402 


44770 


A 




2 


503 


FFFFLPIGFWRQHIPRLSVLLQHI 

Y*VT*NAASFEWGPEQEKAL*Q 

VQAVVQVALPLGPYDPADPML 

LEVSVADKDAGCTRIAQAPIGE 

SQWRSLGFRSKALRSSAENYSS 

FERQLLACYWALVETECLTLG 

HQVTI*PELPIMNWVLSDPSSHK 

VGHEQQHSIIKWK 


14403 


44771 


A 


14489 


2 


469 




14404 


44772 


A 


14490 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFSIPVHEAHQKQFAF\LPQ 
G Y INFPALCHN LIRRELDFFLLL 
QDITLVHYIDDILLIGSSEQEVV 
NTLDLL1HKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVPSS 
GD1KEYFPNAFVLLTTASLQGQ 
DNTSQLQLTWKAPED1KMSKT 
DADADEE1 EALRG 


14405 


44773 


A 


14491 


1 


518 


MTVDYCKLNQVV1PIAAAVSD 

VVSLLEQINTSPGTWYAAIDLA 

NAFFS1PVHKAQQKQFAFSWQG 

QQ YTFTV LPQ W YIN SP ALCHNL 

IRRDLDCFSLPLDITLVHYIDDI 

MLIGSTIKWVVHSS/DSIIKWKW 

YVHDWARAGPEGTTNGLAG*S 

GTCKKHEWKTGDKG1RGRG 


14406 


44774 


C 


14492 


33 


932 




14407 


44775 


B 


14493 


27 


2457 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14408 


44776 


A 


14494 


332 


2158 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQINTSPGTWYAAIDLANAFFS1 

PVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCHNLIRRDL 

DCFSLPLDITLVHYIDDIMLIGXP 

RQLLACY/WALVETEHLT1SHQ 

VTMRPELPIMNWVLFDPSSHKV 

GCAQQHSIIKWKWYVHDWAR 

AGPEGTTTPVISQWPHEQCGHG 

GRDGGYAWAQQCRLPLTKAD 

LNTATAKRPICQQQRPTLSPQY 

GTIPQGDQPATWWWVDYMGS 

LPSWKGQRFVLTGIDTYSGYGF 

AYPACNASAKTAICGLTECLIH 

HHD1 PH S I A SDQGTHFM AK E VR 

QWAHDHGIHWSYHVSHHPEA 

AGLIEWWNGLLK.SQLQCQLGD 

NTWQGWGKVLQKVVYALNQH 

P1YGTVSP1AKIHRSRNQGLEVA 

PLT1TPRDPLAKFLLPFPATLQS 

AGLEVLVPEEGTLPPGDTM1PL 

NWKLRLPPRHFGLLLPLNQQA 

KKGVTVLAGVTDLDYKDE1TL 

LLHNGGKEEYAWNTGDPLGLL 

LILPCPM1KVNGKLQQLKPEAL 

VPKGVVFPPGDTTMLSLSWKL 

RLPSGHVGLLMPLSQQVQKGV 


14409 


44777 


A 


14495 


1 


3187 


MAEGKEEQVLSYTDGSRQREN 

EEDAKAETPDKTIRSHETYSLPR 

EWYEGNRPHDSITSQWVPPTTR 

GNYGSTIQDEIWVGDHSGYVRP 

VPVPRSLNSDISYFGVGGKQAV 

FFVGQSARMISKPADSQDVHEL 

VLSKEDFEKKEKNKEAIYSGYI 

RNRKDDYDNHTGIDLVGTIIATI 

KGSNEEDTDTPLFIGKVRTLEFP 

FVNGSAEIMLMPSNQQHKTDE 

KGRANLG VFS VF APRGEHTLQ 

VKAIYNKSI1EGP ! 


14410 


44778 


A 


14496 


266 


467 




14411 


44779 


B 


14497 


152 


1245 





1800 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14412 


44780 


A 


14498 


1 


1445 


MLRAAAGGQGLAAAGMGLCA 

RPAGGSQLPRERMKGNRACLP 

LPPA V ALTKGRE KPD AG HQGR 

STQMMRESERGPCTHWTEERP 

GRQLKILLQKQMRQNTLMAFQ 

VSWDGRNK.EIGRTFPHATAPHT 

QQLIFAMKIKRTGVTVEPWGLF 

ETGQRIRPIQAAGL*LSSSSTTC 

VALAPLLTMHVKSLALLSAP/Q 

MGALSTITSITTTRRQTPAESHF 

PAARFHLLAPHSPTLPPCCPGEP 

SESAVTVLCFAKGKTAQDAAV\ 

PTTSLTAAGHLAPRS*SSWSRM 

PVKVRRAPDSLPETSAHALPLT 

H*SWLPSASWGPASRALPGSEW 

VLKPVWQ/A1TGPVSQITSSPGIP 

KP\GPLQA*GSAHPQALGFSVL 

QIPLSNSPTSPMTPPLPRPK1SNS 

SLPSQ/PPQALFPNRWTNSSSPV 

HVITSAAQVPRTPREWPAVSFYR 

TTATTASLIPHLWAPPQEN*QTS 

PAQNGSTLPCMSQATFHFPSP 


14413 


44781 


A 


14499 


44 


455 


HLRNRTR/PSQITPHIYNHLIFDK 
/PLFN1WWWENWLAICRKLKLD 
PFLTPYTKrNSRWIKD*>JlRPKSI 
KNLEENLGNT1QHLG/TGKDFM 
TKTPKAM ATKA Kl DI WDLIKLK 
SFCTAKETIIRVMRLPT*WEKIF 
AIYP 


14414 


44782 


A 


14500 


1 


346 




14415 


44783 


A 


14501 


1926 


2448 


DFI A V 1 TTRKQLKTK YN A H H SK 
QAITKHFSPKISDLILCLKKKIM 
NRHFSKED1YAAKKHMKKCSP 
SLAIREMQIKTTMRYHLTPVRM 
A IIKKSGNNRCRRGCGEIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DLVDPAIPLLGIYPKDYKSCCYK 
DTCTRMFIAALFT1AKTWNQP 



1801 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


14416 


44784 


A 


14502 


1 


2142 


MIILIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

N 1 1 LNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKE1 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSEFPFT1ATKRIKYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGR1NIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKG1QLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRJKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSRIGRINIMKMAILPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

N RD1 DQ WNRTE ASE VTSH I YNH 

L1FYKPDKNKKWGNDSLFNKW 

C WEN WLA1CRKLKLDPFLTPYT 

KIHSRWIKDLNVRPKTIKTLEEN 

LGNT1QD1GMGKDFMTKTPKA 

MATKAKVDKWDV1KLKSFCTA 

KETTIR V SRQPTE WEKIFA I YPS 

DKGLISRIYKELKQ1YRKK\TNN 

P1KKWAKNMNRHFSKEDIYAA 

NRQM KKC SSSLV IREMQIKTTM 


14417 


44785 


A 


14503 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KRISRQ/ 
KTLQARRQSWFFEK1NK1DRPQ 
ARLIKKKREKNQ1DTIKNDKGD 
ITTDPTEIQ1TIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRPITGSEIEAITNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEGILPNSFYEAS1I 
LI PKPGRDTTKKGNFRPISLlVrNI 
DAKIL 



1802 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14418 


44786 


A 


14504 


1 


2877 


MENDFDELREEGFRQSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

1TNTEKCLKELMELKTKAQELR 

EEWRSLRSRCDQLEERVSAME 

DEMNEMKG EGKFREKR1KRNE 

QSLQEIWDYVKRPNLCLIGVPE 

RDGQNGTKLENTLQDVIQENFP 

NLARQANVQIQEIQRTPQRYSS 

RRATPRHI1 VRFTKVEM KEKML 

RA ARE KEIQTTIS E Y YKHL YTN 

KLENLEEMDKFLDTYTLPTLNQ 

EEVESLNRPITGAE 


14419 


44787 


A 


14505 


1 


2347 


MELKTKARELHDECTSLSSRFD 

QLEERVSVMEDEMNEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEPSII 

LI AKPG RDTTKKENFRPI SLMNI 

NAKJLNKMLANQIQQHIKKLIH 

HDQVGF1PG MQG WFNIRKSIN V 

1QHINRTKDKNHM1IS1DAEKAF 

DKIQQHFM LKTLNKL VLEVL A 

RAIRQEKEIKGIQLGKEEVKVSL 

FADDMIVYLENPTVSAQNLLKL 

1GNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFTIASKRI 

KYLGIQLTRDVKDLFKENNKPL 

LKEVKEDTNEWKN1PCSWVGRJ 

NIVKMAILPKVIYRFNA1P1KLP 

MTFFTELEKTTLKFIWNQKRAC 

1AKSIFSQKMKAGGITLPDFKLY 

YKATVTKTAWYWYQNRDIAQ 

WNRTEPSEIMLHIYNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

A ICRKVKLDPFLTPYTKMNSR 

WIK DLN VRPKTI KTL EENLGITI 

QDIGVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKIFATYSSDKGL1SR 

IYNELKQIYKKKTNNPIKKWAK 

DVNRHFSKEDIYAAKKHMKKC 

SSSLAIREMQIKTTMRYHLTPV 

RMAIIKKSGNNRKIQ/GG1WCD 

RIL*R*TTCRVAKEIQSL*RRI/W 

KRLQRTLSIPVLDAV*PPMF*AS 


14420 


44788 


B 


14506 




2265 




14421 


44789 


A 


14507 




2832 




14422 


44790 


A 


14508 




2109 




14423 


44791 


A 


14509 




2757 




14424 


44792 


A 


14510 




2304 





1803 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14425 


44793 


A 


14511 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLID1YRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECK.RTE1ITNYLSDDS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKINES 

RSWFFERINKIDRQLARLIKKKR 

EKNLIDAIKNDKGD1TTDPTE1Q 

TT1REYYKHLYANK.LENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLTTKKSPGPDG 

FTAEFYQRAIRQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKL1SNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLG IQLTRDV KDL FKEN 

YKPLLKEIKEDTNKWKNIPCSW 

VGRINIVKMAILPKV1YRFNA1PI 

KLPMTFFTELKKTTLNFIWNQK 

\RAHIAKS/VLSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSE1MPRJYNYL 

1FDKPEKNKQWGKDSLFNKWC 

WKNWLAICR1CLKLDPFLTPYT 

KINSRW1KDLN1 RPKTIKTLEEN 

LG1T1QD1GMGKDFMSKTPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 


14426 


44794 


B 


14512 


1 


2337 





1804 



wo 



01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14427 


44795 


A 


14513 


1 


1544 


HINRAKDKNHMIISIDAEKAFD 
KIQQHFMLKTLNKLG1DGTYFR 
KSINVIQHINRAKDKNHMIISID 
AEKAFDKIQQHFMLKTLNKLGI 
DGTYFRKSIN/DNPAYKQSQRQ 
KP\L11SIDAEKAFDKIQQPFMLK 
TLNKLDNIIVYLENPIVSAPNLL 
KLISNFSKVSGYKINVQKSQAF 
LYTNNSQTESQIMSELPFTIASK 
RIKYLGIQLTRDVKDLFKENYK 
PLLKEIKEDTKKWKNIPCSWVG 
R1NIVKMAILRKVIYRFNAIPIKL 
PMTFFTELEKTTLKFIWNQKRA 
PVAKA1LSQKNKAGGITLPDFK 
LYYKATVTKTAWYWYQNRDI 
GQWNRTEPSEITPHVYNYLIFD 
KPEKTKQWGKDSLFNKWCWE 
NWLA1CRKLK.LDPFLTPYTK1N 
SRWIKDLNVRPKTIKTLEENLGI 
T1QDIGMGKDFMSKTPKAMAT 
K.DK1DKWDLIKLKSFC1AKJETT 
IRVNRQPTEWEKTFATYSSDKG 
LISRJYNELKLIYKKKTNNPIKK 
WAKDMNRHFSKEDIYAAKKH 
MKKCSSSLAIREMQ1KTTVRYH 
LTPVRMAIIKKSGNN 


14428 


44796 


B 


14514 


110 


2153 




14429 


44797 


A 


14515 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRF1KQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDL1DIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRI KNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRK.QERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


14430 


44798 


A 


14516 


3 


2820 


ENKDTTYQNLWVDAFKAVCRG 
KFIALNAHKRKQERSK1DTLTS 
QLKELEKQEQTH S KA SRRQEIT 
KIRAELKEIETQKSLQKINESRS 
WFFERINNIDRPLARLIKKKREK 
NQIDTIKNDKGDITTDPTE I QTTI 
RE Y YKH L Y AN K.LKN LEEMDK F 
LDTYTLPRLNQEEVESLNRPITG 
SET VT1 IN SLPTKKS PG PDGFT AE 
FYQRYKEELVPFLLKLFQSIEKE 
GILPNSFYEASIILIPKPGRDTTK 
KENFR 



1805 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14431 


44799 


A 


14517 


687 


2274 


LRDCKR1NQHPVKTDQSAFCK 

M/API/MQDVVLEVLARAIRQEK 

EIKG1QLGKEEVKLSLFADDMI 

VYLENPIVSAQNLLKL1SNFSKV 

SGYKINAQKSQAFLYTNNRQTE 

SQIMSELPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEITEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKVIYRFNA1PIKLPMTFFTELE 

KTTLKFIWNQKRARMAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTA W Y WYQNRD VDQWN RTEP 

SEITPHIYNYLIFDKPDKNKQW 

GKDSLFN K.WG WENWLAICRKL 

KLDPFLTPYTRINSRWIKDLNV 

RPKTIKTLEENLDITIQDIGMGK 

DFMSKTPKAMATKAKIDKWDL 

1KLKSFCIAKETTIRVNRQPTKW 

EK.1FATYSPDKGLISRIYNELKQI 

YKK.KTNNPIKKWAKDMNRHFS 

KED1YAAKKHMKRCSSSLAIRE 

IQIKTTMRYHLTPVRMAIIKKSG 

EDIAGTSYVGMNQCQMRKNTK 
TL1 


14432 


44800 


B 


14518 


1 


3192 




14433 


44801 


A 


14519 


1 


2814 




14434 


44802 


A 


14520 




3144 


MGDFNTPLSTLDRSSRQKVNK 
DTQELNSTLHHADLIDIYRTLHP 
KSTEYTFFSAPHHTYSKIDHVV 
GSKALLSKCKRTE11TNCLSDHS 
AIKPELRIKKLTQNRSTTWKLN 
NLLLNDYWVHNKMKAE1KMFF 
ETNENKDTTYQNLWDTFKAVS 
RGKFIALNAHKRKQKRCKIDTL 
ASQLKEVEKQEQTHSKASRRQ 
EITKIRAELKEIETQKTLQKINES 
RS WFLERINKIDRPL A RLIKKKR 
EKNQ1DVIKNDK 



1806 



WO 01/075067 



PCT7US01/08631 



SEQ1D 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


14435 


44803 


A 


14521 


1 


2616 


TTYQNLWDAFRAVCRGKFIAL 

NVHKRKQERSKIDTLTSQLKEL 

EKQEQTHSKASRRQEI TKIRA EL 

KEIETQKTLQKINESRSWFFERI 

NKIDRPLARLIKKKREK.NQIDAI 

KNDKGDITTNPTEIQTT1REYYK 

HLYANKLENLEEMHKFLDTYT 

LPRLMQEEVESLNRPITGAEIVA 

IINSLPTKKSPGPDGFTGEFYQR 

YKEELVPFL/LKLFQS1EKEGI\M 

NIDAKILNKILANRIQQHIKKLI 

HHDQVGFIPGRQG WFN ICKSIN 

V 1QH INRAKDK.NHMI I SI D AEKA 

FDK1QQLFMLKTLNKLGIDGTY 

FKIJRAIYDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFMVLE 

VLARAIRQEKE1KGIQLGKEEV 

KLSLFADDMIVY LENP 1 VS AQN 

LLKLISNFSKVSGYK1NVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLG1QLTRDVKDLFKEN 

YKPLLKE1KEDANKWKNIPCSW 

VGR1NIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAH1TKAILSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

1DQWNRTQPSEITPHIYNYLIFD 

KPDKNKQ WGKG SLFNKWCWE 

N WL A I CRK LK L DPFLTP YTKIN 

SRWIKDLNVRPKTTKTLEENLG 

IT1QDIGMGMDFMSKTPKAMAT 

KDKIDKWDLIKLKSFCTAKETT 



1807 



WO 01/075067 



PCT7US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14436 


44804 


A 


14522 


782 


3024 


SKTVPTGNSLEPTQNCWLQQW 
LPQDI EI EKQEQT/H SKA SR RQE I 
TKIGAELEEIETQKTLQK1NESR 
SWFFEKINKSDRPLARLIKKKR 
EKNQIDAIKNDKGD1TTDPTE1Q 
TriREYCKHLYANKLENLEEMN 
KFLDTYTLPRLNQEEVESLNRPI 
TGSE1EAIINSLPTKKSPGPDGFT 
AEFYQRYKEELHINRTKDKNH 
MIISIDAEKAFDKIQQRFMLKTL 
NKLVLEVLARAIRQEKEIKGVQ 
LGKEEVKLSLFADDM1VYLENP 
1VSAQNLLNLISNFSKVSGYKIN 
VQKSQAFLYTNNRQTESQIMSE 
LPFTIASKRIKYLGIQLTRDVKD 
LFKENYKPLLNERKEDTNKWK 
NIPCSWVERINIVKMAILPKVIY 
RFNAIPIKLPMTFFTELEKTTLK 
FIWNQKRARIAKSILSQKNKAG 
GITLPDFKLYYKATVTKTAWYS 
YQNRDIDQWNRTEPSEILPR1YN 
YL1FDKPEKNKQWGKDSLFNK. 
WCWENWLAICRKLKLDPFLKP 
YTK1KSGWIKDLNVRPKTIKTL 
EENLG1TIQD1GMGKDFMSKTP 
KAMATKAK1DKWDLIKLKSFC 
TA KETTI R VNRQPT E REKI F AT Y 
SSDKGL1SRIYKELKQ1YKKRTN 
NLIKKWVKDMNRHFSKEDVYA 
AKKHMKKCSSSLAIREMQIKTT 
MRYHLTPVRMA11KKSGNNRIT1 
VLLPGSLIVRSFHVTLNAILLHP 


14437 


44805 


A 


14523 


1 


1701 




14438 


44806 


A 


14524 




4434 




14439 


44807 


A 


14525 


1 


2913 


MGGPAALCIAVVPGDLVVALC 
LEEGLGSG1ATWACSPWRISQG 
THLTFRSSLAVAAIPEGLPIVVM 
VTLVLGVLRMAKKRVIVKKLPI 
VETLGCCSVLCSDKTGTLTANE 
MTVTQLVTSDGLRAEVSGVGY 
DGQGTVCLLPSKEVIKEFSNVS 
VGKLVEAGCVANNAVIRKNAV 
MGQPTEGALMALALKDQEDIY 
FMKGALEEVIRYCTMYNNGGIP 
LPLTPQQRGAGPGDTALPSAAS 
AFARMSAAERNDAFQG 



1808 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14440 


44808 


A 


14526 


1 


3009 


MGDFNTPLSTLDRSMRQKVKK 
DTQELNSALHQADLID1YRTLH 
PKSTEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRTEIITNYLSDGS 
AIKLELRIKNLTQNRSTTWKLN 
NLLLNDYWVPNEMKAEIKMFF 
ETNEN KDTTYQNL WD AFKA VC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
1TKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDTIKNDK 


14441 


44809 


A 


14527 


1 


4800 


MG DFNTPLSTL DRSTRQK VNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRAEIITNYLSDHS 
AIKLELR 1 KNLTQSRSTTWKLN 
NLLLNDYWVNNEMKAEIKMFF 
ETKENKDTTYQNLWDAFKAVC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDTIKNDK 


14442 


44810 


B 


14528 


1 


2901 




14443 


44811 


A 


14529 


569 


3443 


RKH*TWKRTSSTSH HKNMPN * 
LEKQEQTHSKASRRQE1TKIRAE 
LKEIETQKTVQKINESRSWFFER 
SNKIYRPLSRLIKKKREKNQ1DT 
1 KNDKGDTTTDPTEIQTT1 RE Y Y 
KHLYANKLENLEEMDKFLDTY 
TLPRLNQEEIESLNRPITGTEIVT 
IINSLPTKKSPGPDGFTAEFYQR 
YKEELVPFLLKLFQSIEKEGILP 
NSFYEASIILIAKPG RDTTKKEN 
FRPISLMNIDAKILNKILAKRIQ 


14444 


44812 


A 


14530 


3591 


8157 


TGTSQKKTFMQPKKH M KKCST 
ITGHQSNANQNHNEIPSHTKLE 
WRSLKRSGNN RDVGNVVEAM 
YGDLPPPIMLIGHSMGGAIAVH 
TASSNLVPSLLGLCM I DVVEGT 
AMDALNSMQNFLRGRPKTFKS 
LENAIEWRNIKDLSWADSIKNV 
AAASLACISGALPASAVTTSPD 
NKRMARNVLKYERLLAESPNH 
VVAEAVIQRPNIPHLQTRDTYE 
GLCQTLGSQPTLYQIPSLYCSYE 
TNSNAYLLLQPIRKEVI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 












328 


AVKTEPEMKSQATKLSVVHEK 
KSQEGKPKEHTEPKSLPKQASD 
TGSNDAHNIKAVSR*SHRQPSC 
LWFMRKNPKKESRKNTQSQKA 
YPSRHQ1QEVTMLTI 


14446 


44814 


A 


14532 


3 


660 


TSPDCWEEGRSVDWPRPGPALS 
LHNCKLDLGIEGGTLQPPTPSF* 
PTGTRAV/PTRRRSRQETQLNSE 
RTVSPGSR**EKRTSRAW/RSPL 
QGPGPGHAGQVAGGTGPRTGS 
TRGD/TLQKCGKIQSVPLNCELI 
PIVPSILKPKVLPCSCPGIGASSSN 
CPSD* VFFCTS* PWPYLLS YPLS 
MNFYRYHDHILKLLVQYTLYL 
LLQFLQVLLKYLLSHPKQHS 


14447 


44815 


A 


14533 


1 


1086 


MVDNDVPWPLVVAQEKGQPD 

LCLSSKGYRPLALVQLDFHQVS 

VTSK1FILSGALRSLTGAATAD 

WTCRVLVIYPHDIMADSECNSL 

LVPSTTRK1MKHMLASEKIKTQ 

NFNYNVDECVSLLYHHKANKL 

EAAEARQECELLRVASVSRHC 

W/RDPAHPHSCWPRC*APHCLG 

PARAPNARPAKPATTWNLRSSR 

APCAAPVPTQSWAGAPSGTAG 

AEPS*ECRPPENQARTAGSGVH 

AEACAPATCPACPGPGPCSGLP 

SSGRALFLL/CATLA1PCV*V*LC 

FLATPPPCR*HVTAPSAGKCIW* 

PDA*VTK/PRDLCGPVQVARDN 

GPRQVAQKKESSSYVSWFGTFI 

SRVGDRSPPPRRAATL 


14448 


44816 


A 


14534 


23 


506 


PDIDNIFSEFGAKSKPYLTVDQ 

MMDFINLKQRDPRLNEILYPPL 

KQEQVQVLIEKYEPNNSLARKG 

QISVDGFMRYLSGEENGVVSPE 

KLDLNEDMSHPLSHYFINSSHN 

TYLTGMNFLVLCYFSQSHQISP 

TSTFCCSEAEV/WFSSISCEVPLR 

TLGFHH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14449 


44817 


A 


14535 


341 


1248 


KNAFTSFLTSFPPGQISVDGFMR 
YLSGEENGVVSPEKLDLNEDM 
SQPLCFMGIWGLFCWCF1AGQL 
AGNSSVEMYRQVLLSGCRCVE 
LDCWKGRTAEEEPVK1LAY*1Y 
MCSHF*EVIEAIAECAFKTLSLP 
TFLLLFLFSLSPKQQAKMAEYC 
RLIGSSIFKEYAFHFY*LESGVPL 
PSPM DLM Y K.1 L VKNKKKSHKS 
SEGSGKKKLSEQASNTYC*NGD 
MMICY*NLTGEADTESD\DADS 
GNV/CLFYSYFQGTAGSEAMAT 
EEMSNLVNFLTFPFFVLLLLNSE 
RNKSFEMSSFVETK.GL 


14450 


44818 


A 


14536 


574 


647 


C*PGNM/HISGQHLVAGEKEAE 
SEDEEEEDMKLLGTPEGG SKFT 
QKKVKLAADEDDD/DDDADDD 
DDDDDDDDFDDEETEEKAPV 


14451 


44819 


A 


14537 


3 


630 


PGATHASAPPGVLRLKCGSGPV 
HIIGQHLVAVEEDAQSQDEEEE 
DVKLLS1SGKRSAPGGGSKVPQ 
KKVK.LAADEDDDDDDEEDDD 
EDDDDDDFDDEEAEQQAPVKK 
SI\RDTPAKNAQKSNQNGKDSK 
PSSTPRSKGQESFKKQEKTPKTP 
KGPSSVEDIKAKMQAS1/EKKG 
GSLPKVEAKFINYVKNXCSRMT 
DQEA1\QDLWRWRRSL 


14452 


44820 


A 


14538 


1 


1971 




14453 


44821 


A 


14539 


316 


1169 


RVGGQSHGTQRJSLCRHSVCSP 
LARQSPSNMK*VRTEEIQMAVS 
CYLKRWQYVDSDG\PLKQGLR 
LPQTA EEL A ANLT VHRESHC A D 
1VSAVP\CQAEPQQYEV\QFGRL 
RNFLIDSDSPHSHEVMPLLYPLF 
VCLHLSLVQNSPKSTVESFYSR 
FHGMFLQKAS\QKGVIEQLQTT 
QTIQDILSNFKLRAFLDNNYVV 
HLQEDSYNYLIHYLQSDSYTAL 
CKMFILL1HLDVQPAKTTD*QL 
YASGSSSRSENNYLEAPDMPSPI 
LQNDAALEVLQERIKQVKDGC 
PSLTTVCFYNT*QLLNTAEISPD 
SKLLAAGFDNSCIKLWSLQSRK 
LKSESCQVDMSRJHLACDILEE 


14454 


44822 


A 


14540 


1 


297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14455 


44823 


A 


14541 


2 


1089 


APLLGECRSGRGLASSRSRRRT 
TMTQSVVVQGKLRRAGRDLVA 
AESSGHVSCLMSYSLSFLSSGRS 
RLALREHAAVNQVPARRREPPR 
LSARSSSPYSFHLQSE*L*KK1H* 
LYFIFLSQAVLIDMEEGVVNEIL 
L*1RTNQIKK*MQGIFKIHIL1FR 
AVGHKVFGSLYQDQILEKFQIL 
HNY1LNHLC*FLKTL*SSGTGSG 
LGTFLLKVLEDEFPEVYRFVTSI 
YPSGEDDVITSPFLVEYHLHPLF 
LIASLPMFFPQKSLFDIISKIDLM 
WNSGKV/GGTTVKPKSLWTSSS 
GALK1ELHLKCIILKLKIFSF*C* 
LFSSARFEGSLNMDLNEISMNL 
VPFPPSS*EIVSLKYVLYFN 


14456 


44824 










TCI SG WHLFRA S VTCPGIQTSPH 
NWHISDNSSLPNNIFIVCWNLL 
GMTRNYIIFIEQPLKMTMLWKIA 
TSKIRGKAFSDGIS\GNPQCNTR 
FHVVEK.RTGQLLPGRYYSKPF 


14457 


44825 


A 


14543 


1 


522 




14458 


44826 


A 


14544 


1 


927 


MEDLLTEARSPYWGRARAKIQ 
DSCWSVTSDPNAGSVD1LAPLL 
LPSPSSYLPNFTCTVSVVTSHLH 
EAFLDLGFRGTGGSNCKTSRQV 
QLNNQKRKKKKSKSLPFHM SL 
Q1QNYKTQEEPHAKPSSQQHQH 
SEHESIQTKLVFRSSMTYMHTL 
KLIREKGSIMLSSTQGECPNSTC 
RWPA EEHPLG STH REDQEH VIR 
VPPEKVDLGETIHGVQVICSIAS 
TEKGKPSYYHSFGMTRNY11FIE 
QPLKMNLWKIATSKIRGKAFSD 
G I S WEPQCNTRFH V VEKRTGQT 
T*INPDKISIQKQHDIHAYIEAD 
KRKRKHN A VIHTG * MfY QI/GTC 
RWPAEEHPLGSTHREDQEHVIR 
VPPEKVDLGETIHGVQVICSIAS 
TEKGKPSYYHSFGMTRNYIIFIE 
QPLKMNLWKIATSKIRGKAFSD 
GISWEPQCNTRFHVVEKRTGQM 
LNVKTMRMKTFMMIYYHLMN 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14459 


44827 


A 


14545 


1 


882 


M A EILTQVPDDMLKKKTPR VK 
SVWRSQRGSCTPLIGTTELTLD 
TSH MS I RNMDRSH IN VHT VRKP 
SADLPYFRTHEWAHTGGKPYD 
CEECGKSFISRSSIRRHRIMHSG 
DGPYKCNFCGKALMCLSLYLIH 
KRTI ITGEKPYECKQCGKAFSH 
SGSLRIHERTHTGEKPYECSECG 
K A FH S STCLH A HK 1THTGEK P Y 
ECKQCGKAFVSFNSVRYHERT 
HTGEKPYECKQCGKAFRSASH 
LRTHGRTHTGEKPYECKQCGK 
AF*PRFQMTC*RRKLPE*NQCG 
EVSVGH\HSLNRHHRADTGHKP 
YEYQEYGQKPYKCTYCKKAFS\ 
YLPYFRTHEWAHTGGKPYDCE 
ECGKSFISRSSIRRHRIMHSGDG 
PYKCNFCGKALMCLSLYLIHKR 
THTGEKPYECKQCGKAFSHSGS 
LRJHERTHTGEKPYECSECGKA 
FHSSTCLHAHKITHTGEKPYEC 
KQCGKAF VSFNS VRYH ERTHT 
GEKPYECKQCGKAFRSASHLRT 
HGRTHTGEKPYECKQCGKAFG 
CASSVKIHERTHTGEKPCSSNTS 


14460 


44828 


A 


14546 


3 


395 


SAFVGAAFTTLTELRRTVQSI.F.I 
DLDSMRNLKASLENSL\GILLHL 
ESELAQTRAEGQRQAQEYEAL 
LNIKV1CLEAEIATYRRLLEDGE 
DFNLGDALDSSNSMQTIQKTTT 
RR1VDGKVVSETNDTKVLRH 


14461 


44829 


A 


14547 


2 


1044 


AKTSSQM PSPQEGMCG KACTP 
ALSQADSLCPLLRLASEVEGYS 
LPACAEPYVQSECLSHLSVWSL 
QHALSSLASMSFTTCSAFTNYW 
SPGSVQVPSYGTQPVSHAASVY 
AGLGGSGSRISVSHFTNGXGGLA 
GMGGIQNEKETMQSLRDRLAS 
YLDRVRGLETENWKLESKIQEH 
LNVTRL*LETEIEALKKELLFM 
KKNNEEEAKGLQAQIASSGLTV 
EVDAPKS/QDLAKNMADSRAQ 
YDKLARKNREELDKYWSQQIE 
ESTRVVTTQSAKVGAAEMTLT 
ELRHRVQSLE1DLDSTRNLKAS 
LENSLREVEARYALQMEPSLLF 
SKIIFGRVWEISYLHVFEGKQV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14462 


44830 


A 


14548 


1 


1212 


GPGTGIAGGLAGMGGIQNEKET 

MQSLNDRLASYLDRVRSLETE 

NRRLESKIREHLEKKGPQVRD 

WSHYFKIIEDLRAQIFANTVDN 

ARIVLQIDNARLAADDFRVKYE 

TELAMRQSVENDIHGLRKVIDD 

TNITRLQLETEIEALK*ELLFMK 

KTPEEEVKGLQAQIASSG\LTVE 

VNDAPKSQDLAKIMADIRVAQY 

DELARKANREELDKYWSQQIEE 

STTVVTTQSAEVGAAETYTLTEL 

RRTVQVFGDSTWTSMRNLKAX 

N LEN S L\G E VE AR Y A L\Q MEQL\ 

NGILLHLESQLGQTPRTEAQRQ 

AQEYYEALLYNIKVKIAEAEICHL 

TRPPSWKIGEDFNL\GDS\LDER 

MSMQTIQKTTTRRJSWIGQSGV 

LRPIDTKVLEALSQQEASGTLL 

GKQEANKKFQSFK 


14463 


44831 


A 


14549 


1 


2382 




14464 


44832 


A 


14550 


2 


173 





















44831 


- — 




455 


682 


AWKRAVALGKSRPMGAVAFK 
RRMQPVAGPRAMQEKPFPSSSS 
SLSIPPAF*YRLALSLAEPSRRW 
RARTGALMQL 


14467 


44835 


A 


14553 


158 


368 




14468 


44836 


A 


14554 


87 


251 




14469 


44837 


A 


14555 


1 


1026 




14470 


44838 


A 


14556 


201 


578 




14471 


44839 


A 


14557 


336 


767 


AFVRAGSRFGGTPGARPDPAPA 
TRAPNPVGQSRHLRAASSRGRL 
FLRRTRDRKFPRRPRLSRRLLG 
AI/GCRWNQPRAAEKSFSAGAV 
LDFSPGLSCLPAVQGSGPAARH 
A*ASHPLHGLLCCPSIPDEHHPL 
LHGAQSHRPPKG 


14472 


44840 


A 


14558 


6 


535 


ARHRVL1GVFT1PELDILSTSPPD 

SGAQLASPS\DPAPGLQVELPAS 

PARCARIPQPLGGRWDWAQTQ 

EPSWLHLVEPAPGLQVELPASP 

TPCACIPQPLGDRWDWAPWSR 

GWCSLGRLGPHRSPWSGWEAE 

AWRAAGPEPCPTGRQLRLGEK 

SSAAPVGWHCWGTQYTLRSH 

WPGC 


14473 


44841 


A 


14559 


375 


638 




14474 


44842 


A 


14560 


92 


514 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






= 

14475 


===== 

44843 


A 


======== 

1 5 1 


======== 

5 




SCHHYCR1HRRCARFLAGP*LPS 














RGARJLGTCSPPCVSLPPAPWAP 














VRPEPPRRAPPPAPQRPVPSTTQ 














GLRSAGARRGTGRQLHLQLRG 














SAASFLKSVRPRTHQFRTH 




44344 


— 


— — 


— 


773 

— — 






1447 Z. 


44845 







| 4 ^ 3 


— 


— 


— 










T 




LHDLQLSKPLSDDTALTDGG/Q 














PLPARWWAQPGRLQRCARFLA 














G P* LPSR/WGRA RDLQPAMPEP 














PTPSVGSCAAQASPTSAAPCSM 














APSPIDHPRAWPVLCSFCMLLS 














l_,r VAoloaLoVflvfMvVu 1 MVL/ 


14479 


44847 


A 


_ 

145 5 


— 

1 


— 


SLHSKLCWWLQQLWVTDTCPR 














CSVQDCRQRWASAGNQS*RLL 














VDPAPGLQVELPANPVPCAR1P 














QPLGGRWD*APWSRGWCSSGR 














LGLHRSPWSGWEAQAWRAAG 














PEPRPAGRQLGAMSCK.VETGT 


80 


— — 


. 


— — 





— - 


SACLAGRPIRGEGRPRDLQPAM 














PEPPTPSMGSCAARASPTSATPC 














STAPSPIHHSRAEECGHTALG/H 














U Kl^Ln L^r K.1N Lr 1 IINWR1 1 I o 






> 








SFPATLNRLDGGG 


, 

J448J — 







— — 


■ 


843 




14482 — 




4485 







14568 





— 




14483 


4485] 


— 


H569 







571 




144 


44852 


— 




— 






14485 


44853 


- — 




TI^5 










— 486_ 








T 


4^5 




14487 




44855 




A 




14573 




574 


— 

1 


EM Tl DrM?t rCDPnTUAAnriTTAV 














ALI ,PQGFADSPHYFSQAQISSSS 














ITYLGIILHENTRALPADHV*LIS 














nTPiscTirnni t cft nmpvpr 

^ 1 rlob 1 Jv^^LLor LOlvl V KirL 














LW1PSFTILTKPLY*FTKANLAD 










— 


— 


PTDPKSFPHSSFRSL 




8 


— — 


— 


— — 










— — 





— — 


— 


— 


QTQEPSWLHLVDPALGLQVELP 














Aar V rX/AKI rl^rLuu WUWAr 














WSRGWCSSGRLGPHRSPWSGW 














EAQAWRAAGPEPCPAGRQLRP 














GQHPL/RHMNKSQALSLLIAQP 














LG1NLLSWWPPKYNRPVPLIGL 














SGLL1PATF 


14490 


44858 


A 


14576 


531 


801 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14491 


44859 


A 


14577 


441 


783 


RAPPPAPWRPVPSTTQGLRSAG 
EQRGTGRQLHLSAAPVRDPRG 
EAIWAPESGRSAASILKPARPPA 
HREERTTPDAPP*EL*HSPRRSA 
ASLR£DPWLHS*SQ*DQEPTNS 
GHTVSQDQSYYS*LEVSETKNP 
PIPDTL 


14492 


44860 


A 


14578 


344 


1632 


FLAGPYLPSHGAGLGTCSLPCL 

SLPPTPWAPVRPEP/PPMSTTPCS 

TAPSPIDHPRAEECERTAQDWQ 

AAPPAAPVWDPLGEASWAPES 

GTN1 SITPGN ATF VTRVQGQA W 

FASC1TGHDMSSLKTSSVVVLR 

RQSEALLPANLTCNWQDSSAL 

ATLESALSQVRHKRFTFTLMVF 

TGSAID1MATVS1AVVS1TESVQ 

TTAFVDNLAKNICDELLLQDM 

DEAGNQHSQQNNTRTENQTPH 

VLTHKWELNNENIRIQGGEHYI 

LGPVGGRDEK.TLLLRTYCLKSQ 

EGADTKCRMK.HNKETQKQSKS 

LVYSSTLNPEKLLVCK.RLSLEL 

TRPENTLRCTN1GKLKAVAGG 

MSAASG1YLETDTQPYPLKQEL 

KEIKECVGKNSVVVVFLVRKK 

LSVSQYAFARCLDAK.HSTSENV 

E1AGKLR1QSFEVGKQL 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14493 


44861 


A 


14579 


3 


2233 


NWLPSVSRCQETHKIAANQSLT 

QRQMPLTSLYCDVVILPVSVGL 

ESLQSPYYRTSPCDPVSQFCLIK 

ISASSLPVLSLWKTLKNAQSYQ 

RDYRHDNKAHYFQKLVTMQE 

NLYVLLCDEELDAVSLEAVHQ 

QKMKNRQAHSSSGCCQKVAN 

APRNEESSGQFRV1GNEKFEKG 

PCGVRQQIFEKVLLPNRTCEFV 

TPRFNRNFEDLIKDLKAAETLID 

FL V YEPKN QRRL VN RFR L PCKL 

LHNLGHPLKTDAAQSPRKPPGP 

SWMPSFGSKPPSHPPLVSPHLNP 

QVWDTSSPSLATEHASLTISLKP 

NHPYPAQSQYSIPQHALKGSKP 

VITRLLEHGLLKPINSPYNSP1LP 

VQKLDKSYRLVQHLCLIYQIVL 

PIHPMVPNPYTLLSSIPFTTHYS 

VLDLKHAFFTIPLYPSSQPLFAF 

TWTDPDTHQAQQ1TLAVLPQCF 

1DSPHYFSQAQISSSSVTYLGIIL 

MKTH1GLGAVEQGVVLVGEAR 

AAQEPMEWVGGSGM/CGLQVP 

SPA PWEG S*GPA RNRAQ\PVTI V 

PVLDFNPAFHI1P DTTPDHHDC I 

SLIHLTFTPFPHI SFFPVPHLEHT 

WFIDGSSTRPNCHSPAKAGYAI 

VSSTSIIEATALPRSTTSQQAKLI 

AYTDSKCAFH1LHHHAV1WEER 

NFLTMQGASIINAFLIKTLLKDI 

LLPKEAGV1HCKG11QKASDPIT 

QDNAYADKVAKKQLAFQLLSL 


14494 


44862 


A 


14580 


1 


642 


SGTVPPTFVRTVIQAQGARTV1 

QQSL1GSLYIFRHCVRCQGIESV 

FVIIIWSRVGYDEKGFCLFTSVL 

GVWGHVRTKPCLLITWRTLKS 

RSGLE*PAGFSSSPGTSPQIIRKQ 

KRGVPQHPVCDLPGRFRPRAGT 

PLAAQIQVPGLPPCGHQE*NRR 

WAGSSALCPPYLCARAGTGAV 

CRACEPAGV/AGWAWAWWAP 

HSEHAASPAGPRQWGT 


14495 


44863 


B 


14581 


393 


549 




14496 


44864 


B 


14582 


1 


591 




14497 


44865 


C 


14583 


226 


828 




14498 


44866 


A 


14584 


1 


1362 
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SEQ ID 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


14499 


44867 


A 


14585 


1 


585 


MANVHQTMPMRLRKLPDSFKP 
PEPKSNSQRVSTEAGTAGALTP 
QHVRAHSSPASLQLGAVSPGTL 
TPTGV VSGPAATPTAQH FQQSS 
FE1PDDVPLPAAREMAKTSSGQ 
RYFLNHIDQKTTQQDP\RKTML 
SQMNVIANPPVQQNMMNS\PQS 
PQGGV/MGGSNSNQQRQMRPQ 
QLQM EERLQLKQQ* LLQQEL A 
LR 


14500 


44868 


A 


14586 


345 


1053 


RWRLQNLSFCSSCSGSGSEGAT 
CFARGRQQSNLQSKIKFPSNTD 
SRSTGYNSFDRQPNICFYKRQE 
TPHTGPIIPVPEGRPYPMPG*CG 
A*SPGPFASRN*SEKN*SYKCSL 
HTAFNVIFSSVI**RYCTRQW\HI 
VKCLDSFCDPFLISDELRRASTD 
AGTA G A LTPQH VRA H S SP A SLQ 
LGAVSPGTLTPTGVVSGPAATP 
TAQHLRQSSFEIPDDVPLPTSW 
GEAKTSSGSK1PF 


14501 


44869 


B 


14587 


607 


1185 





1818 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14502 


44870 


A 




14588 


1 

- 


2142 


MI1LIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQA1RQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKL1SNVSKVSG 

YK1NVQKSQAFLYTNNRQTESQ 

1MSEFPFTI ATKRIK YLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKE1KGIQLG 

KEEVKLSLFADDM1VYLENSIV 

SAQNLKL1SNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQTMSEFP 

FTIATKRIKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKN1P 

CSRIGRINIMKMA1LPKVIYRFN 

DIP1KLPMTFFTELEKTTLKF1W 

NQKRACIAKT1LSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRD1 DQ WNRTEASEVTSHI YNH 

LIFYKPDKNKKWGNDSLFNKW 

C WEN WL A I CRKLKLDPFLTP YT 

K1HSRWIK.DLNVRPKTIKTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDK.WDVIKLKSFCTA 

v fttipa/^poptpu/pi^ipta ivpc 

N.C.1 J Jiv V ^Kl^r 1 E< WCiJvlr/\l I ro 

DKGLISRIYKELKQIYRKKVTNN 
PIKKWAKNNfNRHFSKEDIYAA 

]NrvV s ^lVIIS.K.L^k>Ok>L. V It\E.lVH^lJ\. 1 1 1V1 


— — — 


44871 




— — 




1647 




T4504 - 


44872 





T4590 





2025 




145Q5 


44873 


B 


14591 


4 


2121 




14506 


44874 


A 


14592 




1879 




14507 


44875 


A 


14593 


1 


2130 




14508 


44876 


A 


14594 


1 


3018 




14509 


44877 


B 


14595 


1 


3171 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14510 


44878 


A 


14596 


1 


2700 


MEKKQSRKTGNSKNQSASPPP 

KECSSLQATEHSWMENDFDEL 

REQGFRRSNYSELKEEVRTHGK 

EVKNLEKRLDEWLTRITNAEKS 

LKDLMELKTMARELLDECINLS 

SQFDQLEERVSVMENQMNEMK 

PNLRLIGVPESDGENGTKLENT 

LQDIIQENFPNLARQANIQIQEIQ 

RMSQRYSSRRAIPRHI1VRFTKV 

EMKEKMLRAAREKGRVTLK.G 

KPIRLKADLSVETLQARREWGP 

IFNILK.EKNFQPRTSYPGKLSFIS 

EGEMKSFTDKQKLRYFVTTRP 

ALKELLKEALNMERNNRYQPL 

EKQIQTTI REY YKHLY ANELEN 

LEEMDKFFDTYTLPRLNQEEVE 

SLNRPITGFEIEAI1NSLP/TKICSP 

EPGGFTAEFYQ\R1EKEGILPNSF 

YEAS11LMLKPGRDTTKKENFRP 

ISLMNIDAKILNK1LANRIQQHI 

KKL1HQDQVGF1PGMQGWFNIR 

KSINIIQHINRTNDKNHKIISIDA 

EKAFYKIQQPFMLK.TLNKLGID 

GSYLKI1RAIYDKPTANI1LNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NLVLEVLARAIRQEKEIK.GIQLG 

KEEVKLSLFADDMIVYLENPIA 

SAQNLLKLKGNFSKVSGYK1NV 

QKSQAFLYTK.NRQTESQIMSEL 

PFTIASKRIKYLGIQLTRDMKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWEGRISILQMAILPEVIYRF 


145U 


44879" 


— 


74597 


1 


2310 




14512 


44880 


A 


14598 


1 


1305 




14513 


44881 


A 


14599 


1 


2148 




14514 


44882 


D 


14600 


1 


777 




14515 


44883 


A 


14601 


2 


2971 




14516 


44884 


A 


14602 




3810 





1820 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14517 


44885 


A 


14603 




1773 


MNIGAKIINK1LANQIQQHIRKLI 

HH DQVGFIPGMQG WFNICKSIN 

V1QHINRTKDKNHMIISIDAEKA 

CDKIQQRFMLKTLNKLGIDGKY 

LKIIRAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

E VL ARAIRQEKEIKDIQLG KEE V 

KLSLCADKMIVYLENPIVSAQN 

LLKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJK YLQI HQTRD V KDLFKEN 

YKPLLKE1KEDTNK\NIPCSCVG 

RIN I VKM AI L P/KE LEKTTL KF I W 

NQKRARJTKSILSQKNKAGSIM 

LPDFNLYYKATVSKTAWYWY 

QNRDIDQWNRTEPSEITPHIYN 

YLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRKLKLDPLLTL 

YTKINSRW1KDLNVSPKTIKTLE 

ENLDIT1QDIGMGKDFMSKTAK 

AMAAKAMSTKAKFGKWDLIK 

LKSFCTAKETTIRVNRISSYASS 

STSLQAFSRKILNCSKRFFK1AQ 

MCKLVELRPQDMHTSRGSGNC 

SEARTLLCDFSAGRTSVN HGR1 

WRQ1REAGAADPE1GLEVCNKN 

PTSFTLFYFLSYTTG 


14518 


44886 


B 


14604 




2070 




14519 


44887 


B 


14605 


1 


3190 




14520 


44888 


A 


14606 


1 


3370 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14521 


44889 


A 


14607 


569 


3030 


RKH*TWKRTSSTSHHKNMPN* 

LEKQEQTH/SKPSRRREITKIRA 

ELKEIETPKTAQKINESRSWFSE 

R1NKI DRPLA RLRKKKREKNQI 

DTI K.N DEG D1TTHPTE1 HTI IRE Y 

YKHLYANKLENLEEMDKFLDT 

YTLPRPN QEE VES LNG PI AG SEI 

QAIINSLPTKKSPGPDGFYQRYK 

EELVPFRLKLFQSIEKEGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLLMNAKILNKILANRIQQHIK 

KLMHHDQVGFIPGMQGWFNIR 

KSINV1QHINRTKDKNHMIISID 

AEKAFDKIQQPFMLKTLNKLGI 

DGTYHKI I RAN YDKPTAMILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVL A RAIRQEKETEGIQL 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLLKL1SNFSKVSGYKIN 

VQKSQVFLYTDNRQTESQ11SEL 

P\FTIASKRIKYLG1QLTRYVKDL 

FKER/YNEIKEDTNKWKNIPCS 

WVGRIN1VKMAILPKVIYRFNAI 

SIQLPMTFFTELEKTTLKFIWNQ 

KRAHIAKSILSKKNKAGGIMLP 

DFKLY Y KATVTKTA WH WYQN 

RDIDQRN RTEPSEIMPH V YNHLI 

FGKPDKNKQWGNDSLFNKWC 

WENWLAICKKLKLDPFLTPYT 

K1NSRW1KDLNVRPKT1KTLEEN 

LGNN1QDIGMGKDFTSKTPKA 

MATKDK1DKWDLMKLKSFCTA 


14522 


44890 


A 


14608 




2742 




14523 


44891 


A 


14609 




3828 




14524 


44892 


A 


14610 




2667 




14525 


44893 


A 


14611 




2325 




14526 


44894 


A 


14612 




3057 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14527 


44895 


A 


14613 


603 


2973 


DNTARGTIRQQHLLFTNIRCSA 

ASAADTQANRVWSGPPANSNR 

PAA\RVLTVRRKTNKQKGHPH 

QNPICTSPSSKTKETQTTIREYY 

KHLYANRLENLEEMDKFLDTY 

TLPRLNQEEVESLNRRITESDIE 

AIINSLPTKKSPGPDGFTAEFYQ 

RYKEELVPFLLKLFQSIEKEGIL 

PNSFYEASIIL1PKLGRDTTKKE 

NFRPISLMN1DAKILNKILANR1 

QQH1KKHIHGQVGFIPGMQGW 

FNIRK.SINVIQHINRTNDKNHM1 

VSIDAEKAFDKIQQPFMLKTLN 

KLGIDGPYLKIIRAIYDKLTANII 

LNGQKLEAFPLKTGTRQGCLLS 

PLLFNIVLEVLARAIRQEKE1KGI 

QLGKEEVKLCLFADDMIVYLE 

NPIVSAQNLL1CL1SNFSKVSGYK. 

INVQKSQAFLYTNNRQTESQIM 

SELPFTIASKRIKYLGIQLTGDV 

KDFFKENYKPLLNE1KEDTDKW 

KNIPCSRVGRINIMKMAILPKVI 

YRFNA1PIKLPMTFFTELEKTTL 

KFIWNQKRARIAKS1LSQKNKA 

GGITLPDFKLYYKATVTKTACH 

RVGRAQQHS1SKWKWYIHDWS 

QVGPEGTNDSARYPDTTQKWT 

AAALQPLSRTSLKJ5SHEGKSSQ 

WAELRAVHLVLRFAWKEKWP 

DVQLYTDSWAVASGLAGWSG 

TW KKHD WKIG DKEI WGRATPV 

1AQWAHEQRGHGGRDGDYAW 


14528 


44896 


B 


14614 


1 


3105 




14529 


44897 


A 


14615 


1 


3654 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14530 


44898 


A 


14616 


735 


2839 


RSFPRSRPSPFLLLSRYLR1HMV 
FSVLPFGLQNPKYLLSGSLQEK 
FRTPGINSHKTL DPN R V 1 1 K VRR 
RLEKEKALRAYVGKSEVRNMH 
LRERCKL*KKREKNQIDTIKND 
KG DITTDATE1QTTIRE Y YKHL Y 
ANKLENLEEMDKFLDTYILPRL 
NQEEVESLNRPlTGSEIEAIiNSL 

ptkrspgpdgftaefyqtyk.ee 

lvpfplklfqstekegilpnsfy 

easiilipkpgrdttkkenfrpis 

lmn1dakilnk1lanriqqhikk 

lihydqvgfipgmqgwfnkrk 

sinviqhinrtndknhmiisidae 

kafdkiqqpfmlktlnklgidg 

tylkvira1ydkptaniilngqk 

leafplktdtrqgcplspllfni 

vlevlaravrqekeiegiqlgk 

eevklslfaddmivylenpivs 

aqnllkl1snfskvsgykiniqk 

sqaflytnnrqtesqimselpft 

TASKKIKYLGIQLTRDVKDLFK 
ENYKPLLNEIKEDTNKWKNIPC 
SWVGRINIMKMA1LPKV1CRFN 
AIPIKLPMPFFTELETTTLKFIWN 
QKRARIAKSILSQKNKAGGITLP 
DFKLY YKATVTKTA WY WYQN 
RDIDQWNRTEPSEITPHIYNYLI 
FDKPEKMS11DTGGWYEAPVSS 
FFKEGLCRTGTENQVNRQPPAA 
SPFKVYVSCTGSLHPRPHYFLE 


14531 


44899 


A 


14617 


1 


2250 




14532 


44900 


A 


14618 


1 


2870 


MKA EI KVFFETN EN KDTTYQNL 
WDTFKAVCRGKFIALNAHKRK 
QERSKIDTLTSQLKELEKQEQT 
HSKASRRQEITKIRAELKEIQTQ 
KTLQKINESRSWFFERINKIDRS 
LARLIKKKREKNQIDTIKNDKG 
Dl TTDPTEIQTTI RE Y YKHL Y AN 
KLENLEEMDKFLDTYTLPRLNQ 
EEVESLNRPITGAEIVAI1NSLPT 
KKSPGPDGFTAEFYQSWAETQP 
KKENFRPISLMNIDAKILNKILA 
KR1QQHIK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14533 


44901 


A 


14619 


248 


2623 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CD1DLTAARRAWLGCLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQSI/EKEGILPNLFDEASIILI 

PKRGRDTTK.KENFRPISLMNID 

AKILNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFNICKSINVI 

QH1NRTKDKNHMIISIDAEKAF 

DKIQQPFMLKTLNKLGIDGTYL 

KI I RA I Y DKPTANIILNGQ K. LEAF 

PLKTGTRQGCPLSPLLFN1VLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENPIVSAQNLL 

KLISNFSKVSAYKINVQKSQAF 

LYTNNRQTESQ1MSVFPFTIASK 

RIKYLGIQLARNAKDLFKENYK 

PLLNEIKEDTKKWKNIPCSWVG 

R1NIVKMA1LPKV1YRFNAIP1KL 

PMTFFTELEKTTLKFIWNQKRA 

RIAKSILSQKNKAGGITLPDFKL 

HYKITVTKTAWYWYQNRDIDQ 

WNRTEPSEITPHIYNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

A ICRKLKLDPFLTPYTKIHPR WI 

KDLNVRPKTIKTLEENLGNTIQ 

D1GMGKDFMSKTPKAMAAKA 

K1DK.WDL1QLKSFCTAKETTIRV 

NRQPTKWEK1F ATY SSDKGLI S 

RIYKELKQIYKKK\TNNPIKKW 

AKDMNRHFSICEDIYAANKHM 

KKCSPSLA1REMQIKTTMRYHL 


14534 


44902 


A 


14620 


1 


3253 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQGDLIDIYRTLH 
PKSTE YTFFSAPHHTYSKIDH I V 
GSKALLSKWKRTEIITNYLSDH 
SAIKLELRIKNLTQSRSTTWKLN 
NLLLND Y WVHNEMKAE I KMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
1TKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDTIKNDK 


14535 


44903 


B 


14621 


1 


2758 




14536 


44904 


A 


14622 


1 


5178 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14537 


44905 


A 


14623 


1 


3382 


MGDFNTPLSTLDRSTRQKVNK 
DTQEFNSALYQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIV 
GSKALLSKCERTEI ITN YLSDHS 
AMKLELRIKNLTQNCSTTWKL 
NNLLLN D YWVHNEMK AE1KM 
FFETNENKDTTNQNLWDAFKA 
VCRGKFIALNAHKRKQERSKID 
TLTSQLKELEKQEQTHSKASRR 
QEITKIRAELKEIETQKTLQKIN 
ESRSWFFERINKIDRPLARLIKK 
KREKNQ1DTIKNDK 


14538 


44906 


A 


14624 


965 


4091 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTKSTEY/TFFSAPHHTYSK. 
1DHIVGSKALLSKCKRTEIITNY 
LSDHSAIKLELRIKNLNQSRSTT 
WKLNNLLLNDYWVHNEMKAE 
1KMFFETNENKDTTYQNLWDA 
FKAVCRGKFIALNAHKRKQERS 
KIDTL FSQLKELEKQEQTHSKA 
SRRQEITKIRAELKEIETQKTLQ 
KINESRSWFFERINKIDRPLARLI 
KKKREENQID 


14539 


44907 


A 


14625 


3 


3229 




14540 


44908 


B 


14626 


1 


2791 




14541 


44909 


A 


14627 


1 


3158 


MVKGSIQQEELTILNIYAPNTG 

APRF1KQLLSDLQRDLDSHTL IM 

GDFNTPLSTLDRSTRQKVNKDT 

QELNSALHQADL1DIYRTLHPK 

STEYTLFSAPHHTYSKIDHILGS 

KALLSKCKRTEI1TNYLSDHSAI 

KLELRI KNLTQSRSTT WKLNNL 

LLNDYWRKQERSKTDTLTSQL 

KELEKQEQTHSKASRRQEITK.IR 

AELKEIETQKTLQKINESRSWFF 

ER1NKIDRPLARL1KKKEKNQID 

TIKNDKGD 


14542 


44910 


B 


14628 


1 


7849 




14543 


44911 


A 


14629 


1 


3985 


MENDFDELREEGFRRSNYSEL 

WEDIQTKGKEVENFEKNLEECI 

TR1TNTEKCLKELMELKTKARE 

LHEECRSLRSRCDQLEERVSAM 

EDEMNEMKGEGKFREKR1KRN 

EQSLQEIWDYVKRPNLHLIGVP 

ESDGENGTKLENTLQDIIQENFP 

NLARQANVQIQEIQRMPQRYSS 

RRATPRH1IVRFTKVEMKEK1LK 

AAREKDRSTRQKVNKDTQELN 

SALHQADL1DIYRTLHPKSTEYT 

FFSAPHHTYSKID 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14544 


44912 


B 


14630 


64 


5735 




14545 


44913 


B 


14631 


891 


6894 




14546 


44914 


A 


14632 


33 


476 




14547 


44915 


A 


14633 


1 


360 


GQGEPK.QLGRHPGVLRPHVVS 
AKTGDAC/IWTQVRNLFPERPK 
VQWKEGCA\LQSGNSQESVTEQ 
GSKVSAYSLSSPLTLSKADYEK 
HKLYACEVTHQGLSSPVTKSFN 
RGE1IEGEVPPCI 


14548 


44916 


A 


14634 


40 


508 


LPGECHRAGQQGQRLQPQLLG 
LLMLWVPGSGGEIVMTQTPLSS 
SVTLGQPAS1SCRSSQSLVHSDG 
NTYLTWLQQRPGQPPRPLIYHV 
FK.RFSG VPDRFSG SGAGTDFTL 
E/1SGRVEA*\DVGVYYCMQG\T 
QFPCSFGQGTKLETKRTVAAPS 


14549 


44917 


A 


14635 


3 


652 


AWWNSETPAQLLFLLLLWLPY 
TSGE1VLTQAPGTLSLSPGERAT 
LSCRASQTIGSTYLAWYQQRPG 
QAPRFLIYGASSRATGIPDSSSSS 
SSSSSSSSSSSSSSSSSSSSSSSQQ 
YNNWPPGGTFGP\GTKVE1KRT 
VGCTHLFFIFPAHLMSQLKIWE 
LPSACVPVCNNF\YPREVQSYSG 
KVDN/VPSNRVTPRESVTEQD\S 
KDSTLQPSAATLDA 


14550 


44918 


A 


14636 


3 


440 




14551 


44919 


A 


14637 


457 


1270 


SRRVSFPPSA*QAVSDPSRQQLP 

SLRLRWGPEGRSFPAENLGRGV 

RWVGGRDPLAA\LP*SSGPLNA 

GRLFARPQESGAPRIGNVRDVP 

RAREDVGTQAGRREREFPRLFG 

PAAVVGCERHLSPFPRAAGAG 

G RAG A AGRRS APPGGLGSCRSC 

RISAGPHGNDVPTLGGRGW/PL 

*NSGAEK.L*EQ*G*/TGTGSWSL 

AAILGGVPREP\GFRGAGRETLG 

PRGWLVMLSRAVLLHSVLLCT 

CHSSWVLLHSDLACHADNNPD 

1QSCLFPMSKY 


14552 


44920 


C 


14638 


90 


465 




14553 


44921 


A 


14639 


116 


439 




14554 


44922 


C 


14640 


278 


364 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14555 


44923 


A 


14641 


116 


687 


EIKDAALQLPLWRAQDRERAM 
KERREKRREREKERDREKKRK 
EKMFCKRSCHTIMEPTPELSCV 
LPCLAPIVLAPPPLPUPVLPLPY 

ATD *T pnONnACTI TP A HP. I \TR 

GPITLATNRCMPSTTRDRRRLT 
PPSTLPNTTNLSWGVREGPNQD 
PEPSLSPCVPHDPFDYNAESLFS 
YWLVSVTPMTAHTP 


14556 


44924 


A 


14642 


474 


1166 


HPNRQGLRAPATAPGHPGREQ 
ALCEAPQGPGQKCGPPRAQEA 
Q/GTEPRRASRAAGACRHHWP 
QVA\RPGAGAPAGAARLGGV*E 
PGRAA/APRLPLPSQCCHR* GTS 
PAHLSASRSSSATCPWRRTAGR 
SGPSPCMTL\KQRQGHPRDGWI 
RAPSCDVTNRGLSSLLNLGGSA 
QQLLLASRPLGSGSGALEALEH 
GKSRAPWEPWLHGTHNPVHGK 
DPAGSTSHWPRPPAPRT 


14557 


44925 


A 


14643 


283 


806 


PRGSFSSTGRTRNAAGSTSNCSL 
RSLSARJEERKVSRVCGVPNHR 
HLRLGALTTTRPSWNGAIPTLA 
KI PAKRC*RRSGRRSKTWSFPG 
ST*LGNFAEEMICAASARPAGV 
PGPALVPTPLRAPLPGVPWTSSR 
GRMCARLSCC/HAGRPVPARPG 
A AR A RRA A AGERH RPPALRV 


14558 


44926 


A 


14644 


1 


338 




14559 


44927 


A 


14645 


1 


1091 


MSNDGRSRNRDRRYDEVPSDL 
PYQDTTIRTHPTLHDSERAVSA 
DPLPPPPLPLQPPFGPDFYSSDT 
EEPA1APDLKPVRRFVPDSWKN 
FFRGKKKDPEWDKPVSDIRYIS 
DGVECSPPASPARPNHRSPLNS 
CKDPYGGSEGTFSSRK.EADAVF 
PRDPYGSLDRHTQTVRTYSEKV 
EEYNLRYSYMKSWAGLLRILG 
VVELLLGAGVFACVTAYIHKDS 
EWYNLFGYSQPYGMGGVGGL 
GSMYGGYYYTGPKTPFVLVVA 
GLAWITT1IILVLGMSMYYRTIL 
LDSNWWPLTEFGINVALF1LYM 
AAAISLM*MIPTRGGLCYYPLF 
NTP VN A\G SAG * KEDR* LQ* SSC 
LSP**FISLVLWFA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14560 


44928 


A 


14646 


398 


1107 


SPGLVCGLLIFCKVTVPICAGPY 
RCPFGGLRH*SAR*QPPSGLREN 
GARPPGGEWLCPC*FPP*PLNSR 
WKLPPRLVT*GEPWAAGEKFP 
RLGAGTGPAAGEGLPRARDWE 
PGRAGPERWAPGRGPAGTPAK 
T A A VKRS A PLPG S\GDY ANGER 
KPPPSPFCQVKSGNL*VLCG*RL 
SLPA A * KPKKA * RRGRRQSPGK 
TGYQVQQTRPKNDPKSS\GPSP 
KNRQSLCLQPLWSFLIQ 


14561 


44929 


A 


14647 


1 


540 


MGVRDPLEEAVCALAELQHCA 
GRFAALFRASRQERLSLLKLCP 
QLPLPPRALSQGYKPLIG\LLAF 
FQRCTAQRGGI * RGSL ATVTL\S 
CGGLCPV*TSQRRCL\PVRGKLP 
TQASVMANAPPRTRLQHLRSTS 
DCCAGSENFKPVDLSLLGSVGV 
GSTELDHLAPWLQPAFQGSEW 
FYLTF 




44930 










EVCYYPPSETYFCQFVK.LILCPV 
LFPCWQGVVIQPKLSCMRCLST 
\LLRGVSQ*CYMGVRDPLEEAV 
CPLAELEHCAGRSAALFRAGRQ 
ERLSLLKLRPQLPLSPSA 


14563 


44931 


A 


14649 


1 


210 




14564 


44932 


B 


14650 


1 


1683 




14565 


44933 


A 


14651 


1 


529 


MDSEVQADDEVSDENGELIGN 
WGKGGMGVSDPLEEAVCPLAE 
LERSAGRSAALFRASRQECLSL 
LKLT/LTAAPSPRGTAFRSPFKS 
PAQRRSIIC*Q/LYSCKTFRSTVA 
PMPRLCLPQASGKVQ*EN*SWA 
IPA*QGTSPMCSLCSGAPHQPG 
A PL VLPLPPPVNRLRRELQC WL 


14566 


44934 


C 


14652 


295 


430 




14567 


44935 


A 


14653 


452 


637 
















MVLSHWHSRCHWGMK.KNYLQ 
LARCLPKWLPSFVFETQGPCDV 
STQGTLLVYGLQRPWEKHS1*A 
R*HHPSQHGPSQLPLARGGSSP 
TPCASRMRQHPT 


14569 


44937 


A 


14655 


2 


335 


EDRS AFRPRQPHTLHPLH ARS L 
APRSPTPPSPPSPDTQLGLSGPTS 
GPESAPTA/PGNPSWRSSRWGSS 
SPCAASST*KSPYP*/CSPT/CAFP 
SPRLPFCRSAYQPAAGAGRGK 


14570 


44938 


B 


14656 


373 


502 





1829 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14571 


44939 


A 


14657 


1 


400 


GSPAPAAMDEERALYIVRAGE 

AGAIERVLRDYSDKVKSPGPGR 

AVSHPRAALRACTSHPSPPPSFR 

GCALAPPPKTFPAWACVFVPPAF 

SIHAS/SHPTTPTVAPTPLIPGPA 

A*PPVLLSSVQVTPPESVDVHL 


14572 


44940 


A 


14658 


659 


1177 


ARKGSALLRLYLSNAWCVCVK 
VLRIFSTASAYITRRDSSLGPVW 
TFLNFSFG SPGE I PTPFFFFPVFP 
LPLVAWFCPASFCLPQCP\LVPS 

trorrrrl5UUArjLk>rrl 1 w 1 rrAW 

ACVFVPPAFSIHAS/SHPTTPTV 
APTPLIPGPAA*PPVLLSSVQVT 
PPESVDVHLCPVPHS 


14573 


44941 


B 


14659 


1 


318 




14574 


44942 


A 


14660 


2 


131 




14575 


44943 


A 


14661 


354 


762 


CPEIRPPS*THGTK/SHFPPTASG 
THSVLEAL/PDTQRQPSPRVHQ 
DPSPA I/PALLPSPHEHGPQHLL 
QLPSHRCHPDTAPFNCDAVKAC 
PGH ATA ALEHPYLSG RQSPPSP 
TH LPK LP AG RG YT VC A LPKGPG 


14576 


44944 


A 


14662 


157 


413 


ALVCS/SSLAIREMQIK.TTMRYH 
LTPVRMAIIKK.SGNNRCWRGC 
GE1GTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


14577 


44945 


A 

— 


14663 


1926 


2448 


DFIAV1TTRKQLKTKYNAHHSK 
QA ITKHFSPKISDLILCLKKKIM 
NRHFSKED1YAAKKHMKKCSP 
SLAIREMQ1KTTMRYHLTPVRM 
AIIKKSGNNRCRRGCGEIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DLADPAIPLLGIYPKDYKSCCYK. 
DTCTRMFI A AL FTI AKT WNQP 




44946 




14664 




7584 






— — 


— 


74665 




4729 




— — 


44941 


— 

— 


74666 






7566 




— — — 


44949 








1424 




— g2 




— 


74668 




576 




145g3 


4I9IT — 


— 


14669 




3325 




14584 


44952 


A 


14670 




2195 




14585 


44953 


A 


14671 




3162 




14586 


44954 


B 


14672 


287 


2018 




14587 


44955 


A 


14673 


1 


1073 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14588 


44956 


A 


14674 


1 


3335 


MVKGSIQQEELT1LN1YAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

INLJLLINIJ Y W V mNllMiSj^clJvM rr 

ETNENKDTTYQNLWDAFKAVC 
RGKFIALNVYKRKQERSKIDTL 
TSQLK.ELEKQEQTHSKASRRQE 
ITK1RAELKEIETQ 


14589 


44957 


A 


14675 


1 


1838 


MIIPIDAEKAFDKIQQPFMLKTL 

NKLGIHGMYLKIIRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LPPLLFNIVLEILARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIIYLE 

NPIVSAQNLLKLISNFSKVSGYK 

INVQKSQAFLYTNNRQTESQILS 

ELPFT1 A S KRI KYLG IQLTRD VK. 

DLFKENYKPLLNEIKEDTNKW 

KNIPCLS1GKINIMKMAILPKVIY 

RFNAIPIKLPMTFFTELEKTTLK 

FIWNQKRARIAKTILSQKNKDG 

GITLPDFKLYYKATVTKTAWY 

QYQNRDIDQWNRTEPSEIIPHV 

YNHLIFDKPDKNKKWGKDSLF 

NKWCWENWLAICGKLKLDPFL 

TPYTKJNSRWIKDLNVRPKTIKT 

LEENLGNT1QDIGMGKDFMSKI 

PKAMATKAKIDKWNLIELKSFC 

TAKETTISVNRQPTEWEK1FAIC 

LSDKGLISRIYKELKQRHKKKT 

NNPIKKWAKDMNRHFSKEDIY 

AANRHMKKCSSSLAIREMPIKT 

TMRYHLTPVRMAIIKKSGNNRC 

WRGCGEIGTLSHCWWDCNLVQ 

PLWKAVWRFLKDLELEIPFDPA 

ISLLG/IYPKDYKSCCYKDTCTQ 

STFTCRQHLPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14590 


44958 


A 

- — 


14676 




1 


2354 

— 


MGDFNTLLSALDRSTRQKVNK 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHRTYSKIDHLV 

G SKALLRKCKRTEI 1TN CLSDH S 

AIKLELRIKKLTQNHSTTWQLN 

NLLLNDY WVHNEMKAEI KMFF 

ETNENKDTTYQNLWYVKDTRI 

SGMLWYVKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKTSRRQEITKIRAELKEI 

ETQKTLQKINECRSWFFEKINKI 

DRPLA RL1KKKREKNQIDAIKN 

DKGD1ITDPTEIQTTIREYYKHL 

YGNKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITGSEIEAIIN 

SLPTKKSPGPDGFTAEFYQRYK 

EELRIKYLG1QLTRDVKDLFKE 

NYKPLLNEIKEDTNKWKNIPCS 

WVGRJNIMKMA1LPKVIYRFNA 

1P1 KLPMTFFTELEKTTLK.FI WN 

QKRARIAKS1LSQKNKAGGITLP 

DFKL Y YKATVTKTA W Y WYQN 

RDTDQ WNRTEPSEIM LH 1 YNHL 

1FDKPDKNKQWGKDSLFNKWC 

WENWLAICRKLKLDPFLIPYTK 

INSRWIKDLNVRPKT1KSLEEDL 

GNTIQDIGMGKDFMSKTPKAM 

ATKAKIDKWDL1KLKSFCTAKE 

TT1RVNRQPTEWEKFFA1YSSDK 

G LI SRRYNELKQ1 YKKKTNSPIK 

KWTKDMNRHFSKEDIYAAKRH 

MKKCSSSLAIREMQIKTTMRYH 





— o — q 

— — 


— 


— — 


















2~745 






-—r- 


— 


14679 

— — 




2742 







— 


- — 
— 






^264 






44963 




74681 




2^982 




14596 


44964 


A 


14682 




3102 




14597 


44965 


A 


14683 




1443 






4^61 




T^8l — 












— 






— 


TPT 






44968 




T4686 




744 


DLLTTIRMPTDVKKCSSSLAIRE 
MQIKTT\M*YHLTPVRMPIIKKS 
GNNRCWRGCGEI 


14601 


44969 


A 


14687 


1 


3588 




14602 


44970 


A 


14688 


1 


5569 




14603 


44971 


A 


14689 


1 


3992 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14604 


44972 


A 


14690 


755 


2415 


QELRVSGWSPASAPANT*CPPA 

QPCPTRRSGGQRAPARTRSRPG 

SRPRT A SAL PRP A A Q KA A SRS A 

RASRTNPYTAPKPLPSVESALQ 

EAAIGEAHAQQRVSCTCAAPA 

APPSPAWPWSAARSAAPPPRT* 

ASAPA*SPL/PVRLKKSPGSSNC 

E A RG EG WKT/PALP VQLG AHGP 

PQPAAVPCASPGSGAGPRWSRS 

ARRTPRGPLQRGRTWVSPDPGR 

EATPSGTQWPQKTRGSLPGS*C 

APETPCSAA*SSGTSPPRGAGGC 

CPGTVPPALEGHN*PQRWGSHS 

AGRVEVTRAEGPQCQQGAPAGC 

SLGVGGQRGPPGLPPIPVPGLC* 

TCRSS*MEAATGSVEKCKRMA 

SLMQASRWSFLRVAPVSGQVK 

YTPGTARWAEPSSLGSDTTLVP 

GAS/RAPADGGFGLKFLSHLVS 

DGVLRCGGPRPGTASAPAGLR 

AAAA\PSVPSLVGPWRGGLGAG 

WLGFSLWAFSPTDSLSF*PGPA 

LLNLMSALNS*KNFFMVAARS 

CGGGTRGRGGTGPSRGRGRRR 

PATGRK* KKKKKK K.KFTSPPEV 

PPSPGLPRDNRL 


14605 


44973 


B 


14691 


1 


822 




14606 


44974 


A 


14692 


I 


2789 


MAAVRKQLPRGVLGYGGSGAL 

LSTAAADTSLLLGSLQERK.SAS 

AGPGYLRSSVAAWSGLWLTGA 

SEAHSVVLACFSRKDVEASLSV 

G LPVHPDASC ARRLDAADG V A 

GGSPRLPQSTDGWRLTAHSLPQ 

STDGWRLTAHSLPPPTDGWRL 

TAHSLPQSTDGWRLTAHSLPPP 

TDGWRLTTHSLPQSTDGWRLT 

AHSLPQSTDGWRLTAHSLPQST 

DGWRLTIHSLPQSTDAWRLTA 

HSLPQPMDGWSCRSAQWCV 


14607 


44975 


A 


14693 


176 


440 




14608 


44976 


A 


14694 


114 


253 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14609 


44977 


A 


14695 


124 


890 


GSRAWRDPRLEVAAATTTLFY 
GYGFVSAELKKASKRMTCHKR 
YKIQKAKAPEHH RKIRGEAKKR 
GHNKPRKDPGVPNSAP\FKEAL 
L\REAELRKQRLEELKQQQKLD 
RQKELEKKRKLET* SWIFKPSN 
V\DPMEK\EFGLCKTE\NKA\RSG 
KQNSKKLYCQELKKVIEASDV 
VLEVLDARDPLGCRCPQV\EEAI 
V\QSGQKKLVL/IYLNKSDL\VP 
KEDL\ESWLKLF*RKDLPNSGCF 
RASTKTQRVKGKITKVSFI S 


14610 


44978 


A 


14696 


553 


997 


EVTACWQSSQPSLTLGASSAW 
APTLAALEEPFSPPLHCGSPFLG 
WPRLEPAPSAPPWAPVRPEPPQ 
ririppc a pr;p pi PCTTnr.T p c a a 
GRRTGTQLHRQPAKVCSF/IS*S 
QRDHEPTRRNEQLQTRRLKSCN 
THREDLQLHSRRKK.L 


14611 


44979 


A 


14697 


1410 


2036 




14612 


44980 


A 


14698 

— — 


— 


630 

— 


RYKGSPRPHQTQEPSWLHLVDP 
APGLQVELPASPAPCARIRQPL 
GGRWDWAPWSRGWCSSGRLG 
QHRSPWSG WEAQA WRAAGPK 
PCPAGRQLRPGEKSSTAPVGRH 
ru/r:invTi p<iI-I\\/p^:^ , *vPT4^:c^ , 
PAGLAGCSGTPAGPQAPHAAP 
VPARA/CSLHTSLQAEGVGSSL 
r.nDPicT.T Dnru\\/r:i irnccMA a 

V Vf AHAP T7\/n A P A T P X A C 

K V U AI^AUJb V l^A KALK 1 Ab 


14613 


44981 


A 


14 






AcupT cm pcnpQi pi^pptjpt i 
HSAQSHRPPKG*GVRAQGAGL 
T/WQLHL* PQCGIHWVKPAGLL 


14614 


44982 


A 


14700 


1 


1095 




14615 


44983 


A 


14701 


1 


777 




14616 


44984 


A 


14702 


1 


933 


















14618 


44986 


A 


14704 


978 


1207 


ASLPLRGLLCCPSLPEERRPLLH 
GAQSHRPPKG*GVRAHGAGLA/ 
WQLHLRPRCGIHWVKPAGLLS 
LGPHQQSSKSA 


14619 


44987 


A 


14705 


111 


558 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14620 


44988 


A 


14706 


1 


1103 


MKPWALKVSVTALKVARLEFV 
PPDVRMCSEFLPCGVKLQTFAV 
SVTALKAARLELFVSPGGLVVS 
LASGVKLQTFPVSVTAHKSSVD 
PRSEQQQDLLQRAKEQTFHTVE 
GDRSGSPPDSGAQLASPSGSRT 
RAAGGAACQSRALRPHSSALG 
WSMGLGAVEQGAVLIREARAA 
HEPMERVGGSGMAGCRSRALP 
REKAAKARRETEGSAAVSGWL 
SG1AQWPKIDHEGFRAVKMPQ 
AAWLLKAVTFIDLTTLSGDDTS 
SN1QRLCYKAKYP1REDLLKAL 
NMHDK.VAAGFPAGQTHLKTRL 
EEIRLAVEDGATE1DVVINRSLV 
LTGQWEG/LYSPVVYSALPCNI* 
HSRLFLPSGNALLLWLWCLHS 


14621 


44989 


A 


14707 


2 


2300 




14622 


44990 


A 


14708 


2 


1058 


ARSNIRMVTAFRSLPAGSSGAA 
RA\MSAHNRGTELDLSWISKIQ 
VNHPAVL\RRAEQ1QARRT\VK 
KDWQAAWLLKAVTFIDLTTLS 
GDDTSFNI* RLCY KAG YPIREDL 
LKA LN MHDKG 1 T\TA A VC V\YP 
ARV\CDAVKGTSRPAG/CVN1PV 
GISRAAGF\PAG\QTH\LKTRLEE 
I\RLAVEDGSLQK1DV\VINRSLG 
A*QAQWE\ALYDEIRQF\RKAC 
GEA\HLKTILA\TGELGTLTNVY 
KASMIAMMAGSDF\IKTSTGKE 
TVN ATFPVA I VMLRAIRDFF WK 
TGMK1GFIPAGGIRSAKDSLAW 
LSLVKEELGDEWLKPELFRIGA 
STLLSDIERQIYHHVTGRYAAY 
HDLPMS 


14623 


44991 


A 


14709 


576 


998 


VLQFLKAACPEFVPSGVPMCSE 
YLPSGGFVVSLASGVKLQTFPV 
SVTALNALRLELFVPPGGLMVS 
LASG\GSCRSSR*VLQLIKAVWT 
QRPLGGRWDWAPWSRGRRSFG 
EARAAQKPMEGVGGSGMAGC 
RSRSPAPREGS 


14624 


44992 


A 


14710 


2 


589 


RHHPRHAVQARPFPAGPLAGA 
QRGSGAE*RGPQGS\PGPAGLS 
GGESL/PGETDRGADKEERGRQ 
RWQRALGRLSAGADPLPAELR 
GRRQRRGR*AGQRAAQEAACE 
APIQGSGARNGRRG*GRRL*GC 
YQ * V * FPG LTRGWGRG SRPSAV 
HCGWEPP*AGKPSGQTPRHSG* 
PAGWDGLPPKVTGPPPGTPQPR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14625 


44993 


A 


14711 


1 


1596 


MRLTRCQAALAAAITLNLLVLF 
YVSWLQHQPRNSRARGPRRAS 
AAGPRVSLPPHPLTCVWRCSRP 
AMDRPPAASRPETTVATEFVAL 
VLDGARAEAHALLERMVEALR 
AVSARLVAAPVATANPARCLA 
LNVSLREWTARYGAAPAAPRC 
D ALDGD A V VLLRARDLFN LSA 
PLARPVGTSLFLQTALRGWAV 
QLLDLTFAAARQPPLATAHAR 
WKA EREGRARRS ALLRALGIRI 
VSWEGGRLEWFACNKKNQRC 


14626 


44994 


A 


14712 


225 




980 

— 


VPSRTWAEYRTRFVPHSLGQPR 
SSH1PQSPQTDQTAQGQQALAP 
PAGRSGQ*GRPGRRARLGPGER 
HS*APPPLSQLLLQTFPHLQALP 
SA H ARPSGQPH ADRGHSRSPSG 
/DLSTSSVLKVVRPQAGGPKQA 
RCPQAGRVCHCPRGGRRGPE/Q 
Q/GG * RPEAPQASPEKGSTGLRP 
SAKDSK.NQGTGIFLRCQVAPRP 
EALCCPPPRGADTPVSPCLWVA 

UnUIrLyrr tuntUA V LUjLv J 

LCPGSPDSPPTS 




















4^99i 




TiTHi 


T7£ 


499 




14629 


44997 


A 


14715 


231 


436 




14630 


44998 


A 


14716 


141 


393 




14631 


44999 


C 


14717 


97 


351 




14632 


45000 


A 


14718 


119 


358 j 




14633 


45001 


A 


14719 


21 


614 


PPCTSLRPLHAFSGKMTHLNRG 
TLSLLDSQLHNLIALQMTCFKD 
VEIPNFFWEPSVTPSHRNINMYF 
PAAVFGFLP1SGTLFSYCKIVSSI 
LRVSSSGGKYK/AFTTCGSHLS 
VVC*FYGTGFGGYLSSDVSSSP 
RKAAVASVMYTVITSMLNPFIY 
SLRNRDIKGVLRQPHGSTVQFQ 
YLLICSIPFVVWVKKGSKVK 


14634 


45002 


B 


14720 


162 


1263 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14635 


45003 


A 


14721 


696 


1791 


VWIALKSENITCELLLFKMQTQ 
CQVLVYLFPIFQPSFLGKRCPIS 
TDPQNLTDVSIFLLLEVSGDPEL 
QPSPCWAVPCPCAWVTVLGNL 
LIILAISPDSHLHTPMYFFLSNLS 
LA\DIGFTSTTVPK\M1VDI\QSHS 
RVIS YAGCLTQMSLFA I FGGME 
E\DMLLSVMAYDWFVAICHPL 
YHSAIMNLCSVGFLVLLSFFFFV 
LSLSDSQLHNL1ALQMTCFKDV 
EIPNFFWEPSQLSH LACCDTFTN 
N IIM Y FPTAIFGFLPI SGTLFS Y Y 

iS. J V oolLK V ooSoLjlv Y KAra 1 L-O 

SHLSVVC*FYGRGVGGYLSSDD 
VSSSPRKGAVASVMYTVVTPM 
LNPFIYSLRNRDIKSVLRRPTEH 
CLISKK 


J4636 


45004 


A 


14722 


1 


1971 


MTRKVTLLLRTWRGGCGRLA 

MGMEATPQGSLHPLFQEHWIR 

AEDFGVLSPMHPNSVQGVDDM 

IRLGDLNEAGMVHNLLIRYQQ 

HKI Y VSLPSPVSTG EPLTG ANLL 

DREKKMMHRGHCPIALTEGVS 

GPDNPEG RARAKAKA KARAEL 

PLPGAEGTDHLLPSQTYTGS1LV 

AVNPFQVLPLYTLEQVQLYYSR 

HMGELPPHVFAIANNCYFSMK 

RNKRDQCCI 1 SPQNRVG AQTDT 

VLKVFQHLL1SLICKTTLQACCI 

PSHPYLSSAPGPPPLTTQCRSYS 

DSLLGPQLFGDVCYNCSHVIEG 

DGEALCSLPHPTCSPGAWVLQL 

VSPLNKAWCVSCFSCSTCNSKL 

TLKNKF V EFDMKP VC KRC YEK. 

FPLELKKRLKKLSELTSRKAQP 

KATDLNSAEGPLAQLGAVGA/V 

TGITHEPHIPQVENGSQQLDDV 

PALGV\ENWRIFMAERMEAQG 

GQRLLLSTMHEEYEFVSPSSVAI 

AELVALFLEGLKERSIFAMALQ 

DRKATEGGPVGLTKKQGLLAS 

ENWTLGQNDRTGKTGLVPWH 

CLYTIHTVTKHSDSCCTAVPTL 

LEASSGCIFMSYKKHITLTPKSA 

DSNKRPSTLGSQFKQSLDQLMK 

ILTNCQPYFIRCIKPNEYKKPLG 

FSDSFML1KLIR1DKVQYDSFSYI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oHast 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14637 


45005 


A 


14723 


1 


1197 


MNMNIKKIVKQATVLTFTTALL 
AGGATQAFAKENNQKAYKETY 
GVSH1TRHDMLQIPKQQQNEKY 
QVPQFDQSTIKNIESAKGLDVW 
DSWPLQNADGTVAEYNGYHV 
VFALAGSRKTLMTHQSTCPKH 
RASRVGPSNSLQNKQTVKKGD 
QTSVRRKRNDLKVEERHKNHH 
LARELTSSAAAASPTGHAAATA 
QAPQRHVEVGRAAAPAGDLGE 
G1VGEQVLGAERLVGPDASRAR 
ALCVLGDRREAGHTAEMTAAP 
PAQVPGPGGPTALRRPSSYLGL 
GVDEQNPMSVDGDEDDVRVQ 
HQELRDCLIKHT1LIRGEFVTRS 
LN1AQAADRRDAFVKG1YGALF 
LW1VKK1NAA1FTPPAQDPKNV 
RRAI/GLLDIFGFENFENNRIIRT 
LCWRYREARC 


14638 


45006 


C 


14724 




1032 




14639 


45007 


A 


14725 


1 


4960 


MSTTS1FQQLNLLLSHSHKQKQ 
Q1QLPNGRSRYSCLMAAFRMQ 
YFLSLPMKSLILVGFERLQAIAR 
SQPLARQYQAMRQRTVQLQAL 
CRGYLVRQQVQAKRRAVVVIQ 
AHGQGMAARRNFQQRKANAP 
LV1PAEGQKSQGALPAKKRRS1 
YDTVTDTEMVEKVFGFLPAMI 
GGQEGQASPHFEDLESKTQKLL 
EVDLDTVPMAEEPEEDVDGLA 
EYTFPKFAVTYFQKSA SHTHIR 
RPLRYPLLYHEDDTDCLAA 




45008 






86 


370 


RTWMTHVWRRRRVQAAPTAY 
SSFRPGTSPCPAQPRAGARA*TR 
SGTSIMPTGFSSHTSCLTVPXPFT 
ASSAGQHRQRHRKTTAAGHPT 
TTGAASF 


14641 


45009 


A 


14727 




455 


MQSVLPAHGVSSTRASSRSVTL 
SSPSTSTNCRGRKSSRVTASPVG 
SGPGGGGGGPGSGRFGIDPPRK 
FAAAGSFSTGAPSSVMVVRVSG 
MPSLSW*QYP*SCSTLGCRSRSS 
ST1SLSSLWA/VQPIAAPPYPELA 
TQLPISCR*SPSPCAPS 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14642 


45010 


A 


14728 


338 


1782 


NQLSK*KAHSIRT*TALQQSSGR 

SQICIVQSSADALPSSRCTNPSST 

FTPTPLPPRPHPRTCSTLGCRSR 

SSSTISLSSLWAASR*QPLRTPN 

SRTQLPRSWPLKSTALSPPPPGQ 

ATRLCWWMVSSK*RTWMTHV 

WRRRRVQAAPTAYSSFRPGTSP 

CPAQPRAGARA*TRSGTSIMPT 

GFSSHTSCLTVPRLHCVLCWTA 

SSTPQESSPGGWTRPWPSWRRC 

CTCTGAGRYLQNSTAS/T/PVPS 

TSVSQTAPSPKEDYRCWPSYHH 

GSLPPFSVQPG*GCGMSVRAMP 

SVGPLWSPTRPPGQIKRQNYLL 

NYWSCWKMTLLAGIIPSST/GS 

RPADLDYFLGSSQCPRDERTLK 

GHVSCDPTSSISITGEKLKQKLE 

S/SSTLADTKSAFLQDSWT/SSLP 

TLG A S AARTTS AS * TDQCPPAP 

GPLHVSF/SLNSTYPSRLCSSTCS 

TVDSFQIIPMPN *M PFSTCGAFC 

WCLWFSAITALYFVM 


14643 


45011 


A 


14729 


148 


1040 


WCTGSQFSKGTWE1LLRKKPSL 

GNVGALPCVATACLTTVEKRA 

PRGHPLAPVLGDICPKVGSMSS 

STSEL/CTWGNFEFWGRNKYNH 

WF*WGWALLHQFKMGKGAQG 

LQEASFYRKDTY*A\TMP*NPIG 

ISEFGTNLALPGPCKNVFERFMS 

RFELPGKAAAMTDNTNVNYVR 

YKGDYYLCTETNFMNKVDIET 

LEKTEKMWKPRFRG1CPQLQG 

CSVTEQGFEFSDDAKSWALQH 

PKRPAQQDWAMSRGNQGWAN 

LGLKIIRGEAVTTRAKEVSVVL 

K VL E VTDGKV WAREKKLRDSR 












507 


AAGADTSQGPGGGPPPSQSQR\ 
PKSPSAGRKGSQLSPQPQKKGL 
PSPQGTRKSAPSSKATPQASEPV 
TTQLLGQPPTQEEGSKAQGMR* 
PPQRLGASTQQQTNQEAA 


14645 


45013 


A 


14731 


2 


356 


DGVSLCHPGWSAVARSQLTAT 
SASWAVCWQGCGETGILLPCW 
WECEKVQPLWKQYGRLSCEDH 
LNS*VQVILTTQPPILFPKWLHL 
FTFPPTGQKDSSFSTTLPTHCPG 
GRGCSELRSRHCTPAWVTE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14646 


45014 


A 


14732 


1 


408 


FFFFFYTTFFLFFYFYFFEMESH 
SVTQAGVQWYNLSSLQPPPPRF 
RRFSCLSLPSS*DYRCPPPHPAN 
FLCF* * RQGFTLLAKM VSIS* PH 
DPPTSASQSAGHVLTSKWELNI 
EYTWVIKMGTADTGEHKNGEG 
WE 


14647 


45015 


C 


14733 


262 


536 




14648 


45016 


A 


14734 


179 


745 


TDCLHNRCHRSPRSPPPGPPG * R 
SRADWWRRGRCWGSWCASSR 
RVC*RCPAPSASFSCCRSPRGRQ 
GRTFPPSPCPAPD*TQVPVSPGDS 
TRPCPPPSSPPAHRAT/GCCGRR 
RLPGNASYLASPGKEAGEFPAS 
QGDS*PGQYGYIGDSSS/RPTRG 
TWMAKASTPRHPIAPQICGA*G 
FGEHQEVPVREK 


14649 


45017 


B 


14735 


1 


1164 




14650 


45018 


A 


14736 


35 


542 


VRPPSHVTADSGRSPLSLTYLPL 
QEPGDMAAAVPRAAFLSPLLPL 
LLGFLLLSAPHGGSGLHTKGAL 
PLDTVTFY/KDYGDKLNMELSE 
KYKLDKESYPVFYLFRDGDFEN 
PVPYTGAVKVGA1QRWLKGQG 
V\YLGMPGCLPVYDALPGEF\1R 
ASGVEARQALLKQGQDN 


14651 


45019 


A 


14737 


11 


908 


VRPPSHVTADSGRSPLSLTYLPL 

QEPGDMAAAVPRAAFLSPLLPL 

LLGFLLLSAPHGGSG\LHTKGA 

LPLDTVTFYKVIPKSKFVLVKF 

DTQYPYGEKQDEFKRLAENSA 

SS\DDLL\VAE VG ISD YGDKLN M 

\ELS\EKYKL\DKESYPVF\YLFR 

EGDF\EEPSSHYTGGS*RLGAIQ 

RWLKGGKGVYLGDGLELVCT 

V * LTP WSGEFIRA\SG VK A RQAL 

LKQGQDNLSSVKETQKKWAEQ 

YLK.IMGKILDQGEDFPASEMTR 

IARLIEKNKMSDGKKEELQKSL 

NILTAFQKKGVAEKEEL 


14652 


45020 


A 


14738 


3 


227 




14653 


45021 


A 


14739 




424 




14654 


45022 


A 


14740 


1 


207 




14655 


45023 


A 


14741 


2 


352 




14656 


45024 


A 


14742 


1 


441 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14657 


45025 


A 


14743 


1 


461 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
AN AFFSIPVHEA HQKQFAFYLPQ 
GYINFPALCHNLIRRELDFFLLL 
QDITLVHYIDDILLIGSSEQEVV 
NTLDLLIHKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVP 


14658 


45026 


A 


14744 


1 


928 




14659 


45027 


A 


14745 


283 


1074 




14660 


45028 


A 


14746 


450 


1970 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGVI 

G SHG ARGQ V V ALN RQRQGDL 

QPFTRVT V HWGKG YDRTF WGL 

LDTGSELTLTPGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQ1TV 

GPQTHPVVISPVPEC1IGIDILSS 

WQN PHIGSLTGI M VGKAKWKQ 

LELPLPRKIVNQK.PYCIPGGTVE 

1SATIKDLKDAGVVIFTTSLFNS 

PIWPVQKTDGSWRMTVGYRRL 

NQVVTTPTAAAAPDV/VVSLLE 

QINTSPGTWYAAIDLANAFFSIP 

VHKPHQKQFAFSWQGQQYAFT 

VLPQGYiNMPALCHNLlQRNLD 

HFPLLQDITLVHYLNDIVLIGSA 

1KWVMHSS/DSIIKWKWHVHDR 

AQADPEGTS*PGYGHF\WCP1C 

QQQRPTLS SQY DTIP WAI SQLPG 

DRL 1 I GPLPL WKG QKF VFTGIDT 

YSG YGFA YPA CN A S AKTTIMES 

QNTLSTLMVFHTALPLTKALTS 

WLKKCSSGLMLMEFTGLTMFSI 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14661 


45029 


A 


14747 




2589 


MGPPYKPPTTWPPQTLSYHSTT 
PVKLQSLSLPPTAARGATEPCH 
LQAPASSVQQMTPPAPGLKHL 
GGKSQMCLEQDGRSGSVRGSP 
CHAGHWVAGAGFGKGTTRTW 
GHVNLIVPPNCPTASSSAARDS 
APNQPLLGVVTAQIVPPTCPPA 
MTVQELIAPLTLPPAAGCRRGV 
RPFQTRVWLLAQLLRARLGGP 
GEGVVTCHSWRLERVAPRLAS 
LWWALAAETAARLDWAAKRP 
SAWGSIKAAEFSSKATPRLEGA 
SSRTLWVSYIQAKETTTGKNGP 
VEPSHLWEAYCRATAPHPAVH 
SPSAEVTYTCGIVNLLLQGLVP 
KSHLETHTGCHVVVELIICSVV 
LPLISRLSDPDW1HLVLMVIFSK 
ARDPTPCPASGPEQPSVPTSLPL 
IAEVQQLPEGRAPSPVAAPGFLS 
KQIQDALCALEGSQALEPKGGE 
GSEGVEAEGPGTETETVLPVST 
LNFCPEIQIDIADK.EIEQGEVTTS 
VTALLEGLEKTCSSRPSCLEKD 
LTN DVTYLDPT1 FSFEPLSSPDG 
PVV 1QNLHITGTITAQELSGTGL 
QPCTRYTVKCETSLDGENSSLQ 
QLAYHTVNHRYWEFLNLQ/SH 
QEKKPDL*KFIKN\1 EKMVVSAI 
VDNLKTAFPCSESQGPTEELSE 
AETESKSQ TEGKKARKSRLRFS 
SSKI SPAL S VTE AQDTIL YCLQE 
GNVESKTLSMSGMESFIEKQTK 


14662 


45030 


A 


14748 


478 


3507 


SKILRAVIWGSHLVRSAMKTET 
VPPFQETPAGSSCHLNNLLSSR 
KLMAVGVLLGWLLVIHLLVNV 
WLLCLLSALLVVLGGWLGSSL 
AGVASGRLHLERFIPLATCPPCP 
EAERQLERE1NRTIQMI1RDFVL 
SWYRSVSQEPAFEEEMEAAMK 
GLVQELRRRMSVMDSHAVAQS 
VLTLCGCHLQSYIQAKEATAGK 
NGPVEPSHLWEAYCRATAPHP 
AVHSPSAEVTYTRGVVNLLLQ 
GLVPKPHLETRTGRHVV 


14663 


45031 


A 


14749 


1 


417 




14664 


45032 


A 


14750 


34 


350 


RERGQEGGVAGRVEMDVSVVE 
RGAYADQ1WGRPKGGESRGEK 
RKG RWVQRVRALRARVTPAGL 
GECKWGRGRGD*VRRVKPRAL 
RERWGDGSTVSDSTPMKPGLE 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


14665 


45033 


A 


14751 


1 


1604 


MASKRC1RDFRSRGGKLKSFQL 

YATFRKEGCG PVL ANGNPGGG 

RGQEVSATQDLRRGWGIASSAS 

RFPWRQSWPGRPRLGNYDSGA 

PG E AKMP S KG KD KKKG KS KG K 

DTKKL I KTDES WD R A KANA SL 

WEARLEVTELSRJKYRDTSRrL 

AKSNEDLKKKQCKMEKDIMSV 

LSYLKKQDQEKDNMIEKLKQQ 

LNETKEKAQEEKDKLEQKYTR 

QINELEGQFHQKAKEIGMIHTE 

LKAVRQFQKRKIQVERELDDEI 

NDLLV KEKIMQL VQQRSQIQTL 

QKKVVNLETALSYMTKEFESE 

VLKLQQHAMIENQAGQVEIDK 

LQHLLQMKDREMNRVKKLAK 

NILDERTEVERFFLDALHQVKQ 

QILISRKHYKQIAQAAFNLKMR\ 

EHVQEEQNIPKSEHLMAESTAPI 

V*IRJFWRPKNGHILKEMWILEI 

*PGSRRKKYCDCSLQK*MAVLL 

GNTTQSSRPSSSRTMLFLDSGET 

KEFGDESKLQDKIFITQQIA1SD 

VFW*SGATHYSKRTSGV*HSGK 

SESLQPRGQRLI 


14666 


45034 


A 


14752 


95 


473 




14667 


45035 


A 


14753 


168 


449 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14668 


45036 


A 


14754 


1 


2000 


MAFEQAKQVVKLALDLWPIGD 
GPVELQVTVLDQHANWSLRQE 
QHGKRGPLQFTDVA1EFSLEEW 
HCLDTAQRNLYRNVMLENYRH 
LVFLGIVLSKPELITCLEQGKKP 
LTVKRHEMIAKPPGQKNWEKQ 
ALPLTGCLTKYPSWAKNIDIIVT 
CSHFARDLWPEQSIKDSFQKVT 
LRRYENYGHDNLQFKKGCESV 
DECKVHKRGYNGLNQYLTTTQ 
SKIFQCDKYVKVIHKFSNSNRH 
KIRHTGKKPFKCIECGKAFNQS 
STLTTHKKIHTGEKPFKCEECG 
KAFNWSSHLTTHKRIHTGEKRY 
KCEDCGKAFSRFSYLTAHK1IHS 
GEKPYKCEECGKAFKRSSNLTT 
HKIIHTGEKPYKCEECGKAFKR 
SSILTAHKIIHSGEKPYKCEECG 
KAFKHPSVLTTHKR1HTGEKPY 
KCEECGRAFKYFSSLTTHKIIHS 
GEKPYKCEECGKAFNWSSHLT 
THKR1HTGEKPYKCEECG\KGF 
KYSSSLTTHKIIHTGQQPFKCEE 
CGKAFKCFSILTTHKRJHTGEK.P 
YKCEECGKAFNSSSHLTAHKR1 
HTGEKPYKCERCGKAFKRSFIL 
TRHKRIHTGEKPYKCEECGKGF 
KCPSTLTTHKTL\EIHAGKKPNK 
♦E/ECSKAFKDTSALTRHKIIRTG 
EKPCEFDECRKAFNQLSTFTKY 


14669 


45037 


B 


14755 


269 


1131 




14670 


45038 


A 


14756 


2 


149 


ALFRAGRQECLSLLKLCPQPPL 
SPTCFVPGR*GFYLHFFQRCAA 
QRGGI 


14671 


45039 


A 


14757 


2 


175 
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SEQJD 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14672 


45040 


A 


14758 


1523 


2667 


PLLVI HRQTGSGEDLQQTPADL 
QQRDLLERKLTNRNE* HQHQQ 
KRHPLKNPTQMSP/C1KDQRYIN 
PRSTIKLELGl KKLTENCTTTWK 
LNNLLLNDCWEKQERSKTDTL 
TSQLKELEKPEKTNSKASRRQEI 
TKIRAELKEIGTRKTLQKINKCG 
SWFFEKINKIDRSLARL1KKKRE 
KNQIDT1KNDEAD1TTDPMEIQT 
TNREYYKHLYANKLENLEEMD 
KFLDT YTLPRLNQEE VESLN RP1 
TSSE1EAVINSLPT/KKRSPGSDR 
FTAEFYQRYKEELWPFLLKLFQ 
TIEKEGLLPNSFYEDSHLIPKPG 
RDTTKKENFRPISLMNIDAKILN 
KILANR1QQH1KKLIHHNQIDFIP 
GMQG\WFNIHKSINVIRHLNR 


14673 


45041 


A 


14759 


640 


1771 


APVARMTA/PLFYTALLVFSAL 

GNILALCLTCQVKRRKINCTGIY 

LVHLAVSDLLFTVALPGRVVC 

YVLGSSWPFGKGLCRLTAFVL 

YTDTYGGVYLMACVSVDHYPT 

WVCAHWGPCLRTAGRARLVC 

V AI WTL VLLQTM PLLLMPMTK 

PLVGKLACMEYSSMESVLGLPL 

MVLVAFAIGFCGPVGIILSCYM 

KITWKLCSTAGRTQ* PAGKDTT 

GGASPGGPSDQPEKTPPAGAAQ 

EDPVTPRERTPPAGQPERTQ*PA 

GKDATGGTAREDPVTSRKGRH 

WRGCLLTLLMLVAVVVCFSPY 

HLN1KQFMARGMLHLPSCAER 

RAFLLSLQATVALMNMNCGI/D 

PITYFFASTHYRKWLLGILKLKG 

SSSSSSSSSTLY 


14674 


45042 


A 


14760 


1 


401 


MVLVQWLTAITSAFWETQNKG 
SLQFEDKWDFMRPIVLKLLRQE 
SVTKQQWFDLFSLGATLQDSSG 
PLLTGKLKKKRKVSGTKY/IEAS 
SATSLKATTDTHHLLLYNPFWI 
PLTLI*HLCWLQRFA*SCDTDPH 
P 


14675 


45043 


A 


14761 


184 


2720 




14676 


45044 


A 


14762 


34 


251 




14677 


45045 


A 


14763 


2 


452 


LQ1EIPALEELAAKEKANEDAV 
PVCLAADFPSAGMGSSCDGQE 
DELDIKSRAAYNVTLL/NFMDP 
PKI PHLKEKPYFG MRKM A VRW 
HHAENLVDRPQXEESEDDSHLE 
GRDLDTWHVGVKISWDVKTPG 
LATPQGDCYFMLGNLWRTKIIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnltnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14678 


45046 


A 


14764 


1 


1701 


MPFKCKKQHTFNKTSPKEGAII 

FTHGCLCTSPFNSELSEHLGNL 

KLSSWEHLHHRSQQTLSVRJLH 

VPTPQPVEHEFIQLIYIHTGAKL 

QASKVIIATKDGKRRKSPLWQL 

KYPKLILREASSVSEELHKEVQ 

EAFLTLHKHGCLFRDLVRJQGK 

DLLTPV SRIL1GNPGCT YK YLN T 

QLFTGP\FPVKGSNIKHTEA*I\A 

AVCETFLKLNDYLQIETIQALEE 

LAAKEKANEDAVPLCMSADFP 

RVGMGSSYNGQDEVD1KSRAA 

YN VTLLN FMDPQKMPYL KEEP 

YFGMGKMAVS\WHHDENLVD 

RIQLQLWDPVDGTTASSAVPKQ 

GRDKRREVPNTLSQPNSQEGL1 

SAFHSRCVHAVFYKLTSAPKTT 

SLPDVPSDLLAEGLAASRAGQA 

LWRCDKKSLLTLVRKINLQGK 

RDGGRSATNQQSQPHLDNTGL 

ERQLEQKVGRCRSPWRGLGHL 

EGNAQKGHLLHGVNK.NGQHL 

LRRHGVSIRAGRAPHLAAADT 

APGRISCLGHSEALKPRIQAGGL 

GAES1WQVLWEGGSNSSVFCR 

HDEEPAAELPLPGKQASGGHM 


14679 


45047 


B 


14765 


16 


1462 




14680 


45048 


A 


14766 


89 


566 


MEQGSI1TQAWREDALVLTKQ 
GLVSK\SSPKRPHVCHILK\APFC 
CSCTQHVGQSSSPR*ANPHIRRE 
STP1AMSDQLQRLQYQFYQIPG 
TCLLPEVTEKNQGRICMVTDLD 
ETLVHSSFKPISNADCLVPVELE 
GTMHQIHVLMRPYMDEFLT*M 
EEMF 


14681 


45049 


A 


14767 


1 


305 


LSGLEMFQAGAGAPSSPGY*GS 
CWAISWSGPPDKHSNRGASCG 
LETWAGAAATDTAGPHPAAGR 
C*A*AGSGGDQGTGSTAPLPAT 
P*PLQSLV*AAALPA 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14682 


45050 


A 


14768 


1070 


2653 


SLKPCMACL*HS*EKTLSDSSG 
RSWICAVSF\GSPGPAAAPLPEL 
SFPLRPGYTKLLPHATEEVSPFG 
SGAGRKLGPMLPSTAELCPGTR 
ARWSEGYRDLGRQAQDLQAG 
RKSVVTWALEGHPREEERAAA 
KVQQCQRMWEGCSDPQELIPR 
PGRNPDPVPDSAVALLPWGPSR 
VPDLGPDSEHR/PAHSRVQYWL 
HKAPAPPSPSPQLAEPATPPTRP 
SSPGSRSPSSWHRLRSWSLNAD 
PWXRPRP ADLPPGN P APP SRGG A 
HGTWGKDVRPLGRGSRLFSVV 
CGRREVQRAARRVGTTGPGWR 
APGREREAASR*QPPGTG/PASP 
MGRASSSGSRVSPGPIRRTAPW 
EGCSCRSRHHWGKGLGPPDGE 
PG\PGSS*VAQPTVGGRRSLGPG 
GAAPARDAAAATPPGDAAARE 
G SGRHLRAPA S RPQHQPRSPRS 
HPPASATTASLQKFRSASSEPPS 
EDRPFDFSPTAPPQCPRVAPSAG 
AR*R/AGGRLPE/PR/RPGPWGG 
GSRTNLT1PTSLHGPTPAAARTS 
PHRKSR 


14683 


45051 


A 


14769 


748 


1073 


SQHFGRPRWVDRLRSGVRDQP 
GQHDKTPSLLEMQKMAGRAGG 
CL*SQLLRRLRQENPLNPGGGG 
CSELRSGLCTSVWATGRDSI*K 
KKKKKKKRKPWSLLSLIVLVQF 


14684 


45052 


B 


14770 


59 


466 




14685 


45053 


A 


14771 


2 


3184 


HRTG1PGSTISSPGGETVPE\MTA 
A MRERFDRFLHEKNCMSDLL A 
KLEAKTGVNRSFIALAGVIGLVA 
LVLVV\GYG\ASLPLQPLLGFCY 
PA\YISIKAIGE/SPNKEDDTQW/ 
V*TYWVV\YGVFS\1AE\FFSDI\F 
LSW\FPF*LHG*KCGFLVGWCN 
GPEAPSKWGLKLL*QAASSGPF 
LSLEATKSQIGQVLVKD\LKDQ 
GPKETADAIH*KKPKKSLP*ILL 
G*KKKKX 


14686 


45054 


A 


14772 


14 


455 


PQFPCRRFRALSEEELDNEDYY 
SLLNVRREASSEELKAAYRRLC 
MLYHPDKHRVPELKSQAERLF 
NLVHQAYEWVERRRTPAEIRE 
EFERLQREREERRLQQRTNPKG 
TISVGVDATDLFDRYDEEYEDV 
SGSSFPQIEINKMIIISQ 


14687 


45055 


A 


14773 


328 


479 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14688 


45056 


A 


14774 


15 


1095 


KVAKMATALSEEELDNEDYYS 

LLNVRREASSEELKAAYRRLC 

M L YH PDKHRDPELKSQ AERLF 

NLVHQAYEVLSDPQTRAIYDIY 

GKRGLEMEGWEVVERRRTPA\ 

EIREEFERLLREREERRLQQRTN 

PKGTISVGVDATDLFDRYDEEY 

EDVSGSSFPQIEINKMHISQSIEA 

PLTATDTAILSGSLSTQNGNGG 

GSINFALRRVTSAKGWGELEFG 

AGDLQGPLFGLKLFRNLTPRCF 

VTTNC A LQFSSRGIRPG LTTVL 

ARNLDKNTVGYLQWHCSSPLL 

QVQRPHRNTRACAPEPSFRPFL 

HVPTWDAECSGARTPSTAWTS 

AAVKLREACLSGPGSGSHQLLL 

LTPRSKRRTGGG 


14689 


45057 


B 


14775 


508 


1765 




14690 


45058 


A 


14776 


2 


639 


GRRRHRRRHRDCSRGDCYLPT 
GTNTQQPLPPPREPLPELPARTP 
DLSMQNSEGGADSPASVALRPS 
AAAPPVPASPQRVLVQAASSNP 
KGAQMQPISLPRVQQVPQQVQ 
PVQHVYPAQVQYVEGGDAVY 
TNGAIRTAYTYNPEPQMYAPSS 
TASYFEAPGGAQVTVAAS/SPP 
AVPFHSMVGITMDVGGSPIVFS 
AGAYLIHGGMDRPELLANL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14691 


45059 


A 


14777 


1 


2091 


MKPDDNSTQNEGGQSFEERHE 
TLQRVKFRGGPKTAPGRKLIAF 
LGQMNSGTSGGQRVPGEEELM 

aggatclpnteahqpirmk.nl 

htpafrlcpltlqdneadafw 

hqafvdwgmptgkkpqtlglt 

yktthdlsmqns/eggadspas 

valrpsaa/appvpaspqmlple 

lvilgvv/pldkcipaqwskeg 

qtnsytynpepqmyapsst/as 

yfeapggaq\mvgitmdv/ggs 

pivssagaylihgg/mdstrhsl 

ahtsrssparsfrsnskapssrk. 

fcc*lptlssktl/slfsknllrk 

lplgkhspdsvqwpwiygllv 

agseslasllfpkasssgetlgf 

atgqlagesrlpsllafilvpid 

vawgkeqlvtqttvyrvqgs 

gqhlnkawqepalvnicgmge 

kvdvqvglcqhrahldgwns 

sraasvwpgetlthhqdqcqa 

nlppgietsilgtkgarypspqe 

qgggrvwlerldprg/avsgt 

dl*clpqsdvppgra*sggtgd 

KS I STHDKSGRGNSKYH Y/YGI R 
LKPDSPLNRLQED/TQYMAMR 
QQPMHQKPRWCRAELGGAGSP 
L\GMEDVSHVFPEFPAPD/LGSF 
LLQDGVTLHDVKAL/QLVYRR 
HC/EDVV/MNLQFHYIEKLWLS 
FWN/SKASSSDGPTSLPASDEDP 
EGAVLP/KDKLISLCQCDPILRW 


14692 


45060 


A 


14778 


94 


3006 


RTRSLTRKAMAEHAPRRCCLG 

WDFSTQQVKVVAVDAELNVFY 

EESVHFDRDLPEFGHVLDVHG 

VHVHKDGLTVTSPVLMWVQA 

LDIILEKMKASGFEFSQVLALSG 

AGQQHGSIYWKAGAQQALTSL 

SPDLRLHQQLQDCFSISDCPVW 

MDSSTTAQCRQLEAAVGGAQA 

LSCLTGSRAYEFNLVCDRKHLK 

DTTQSVFMAGLLVGTLMFGPL 

CDRIGRKATILAQLLLFTLIGLA 

TAFVPSFELYMALRFA\GL 



1849 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
eodnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14693 


45061 


A 


14779 


1 


710 


MG PA AG A PTSRASRG PRA P A LR 

AAVGRRCPRPEMPCQCHPLAR 

CGLDPAWTQLPQETAGAPRQD 

PRCTNQL1CEHLPLEGLGFGYL 

GNKDSLRHVKVVAVDAELNVF 

YEESVHFDRDLPEFGGLASSAV 

TQSSS/DDLQQVP*SLQSLHAA* 

SLQTNASPFTFEHSFLGKRHPK 

GAGQKRAESPTRPPLRLQEAAP 

GELQRPLPYGTQVPAGLCPSVS 

GLRLRARALLPYRTHSLSV 


14694 


45062 


B 


14780 


1 


252 




14695 


45063 


A 


14781 


73 


198 
















AG RAEMQQERESHEE A KDPSP 
LSPREGSQKQQQNVNTSTPSHC 
PR/PPLRMPPPAPRRPVP/CDHPR 
AEECERKAQHWQAAPPAAPVR 
DPLGEASWAPESGGDVESLYI 


14697 


45065 


A 


14783 


1 


309 


MTKTEREQNEQLDGGGYGERL 
GEYSLFLLCVPSELNQGKCERV 
SSYFGMNLSGVLKK.LPFPPTRE 
SWPPPHFTGTPHNHHGGVSNG 
ALGCAQRCSLH1 1 ATN AGGWER 
GGVSNSRLFFFLLSASFSDAK1K 
PAPSP1DHLRAEECVPPPLSQPP 
ALVAWCREHLWAHPICAPLLTP 


14698 


45066 


B 


14784 


1 


471 






ifolls" — 


2 — 



















7992 


2lol 


WRSMSGLRKRQLASQ1SYCPC 
WS\CP*EESHCRRVSPAPLA*LL 
SPCPAPQQRSHTDPPPFPFKHFP 
LPFSG 




^gQ^Q 


2 — 




389 


973 










14788 






TN PFNLLQH * KKP* C YT Y1SITD 
PTDACHKNKAFSSPAVSQLT/CI 
FSSTAGSFFVLSGHSCGHLAVFS 
LWPRSPQLPGTR 


14703 


45071 


A 


14789 


475 


616 




14704 


45072 


A 


14790 


1 


704 


MTKWKSNPQIHMELQRTLSNP 
NNLEKSNVKTYYKAKIFDDNLI 
QLTFQQHRQDRDTEQEKKKEE 
EREKRKQQQEPLRKKAKMQTV 
RPGFDLTQGPNCLTPHGKTWSR 
LPPKNHRRPYTSRPEGPRVKA* 
NHGPEGRRGTRLPPEAAKRAQ 
AEEAAQ* WPTRSTLRLEVTPRA 
MPP\SPSEDPRVAGVHPAPPRGP 
RSDS/APLRPQLRPPRSLFSLASE 
PAAAGNARGRHSVLALY 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14705 


45073 


A 


14791 


200 


408 


SPHLMSINLITFANFLFPCE*RNS 
QFLKS/SIFVMWMIHNGMKCRQ 
LDTCHCRHGTCKDSICPGLEES 
PLP 


14706 


45074 


A 


14792 


240 


771 


GRGMQSPAQVDPAAKRGNIAG 
HTAHLWPKGGTLPLCF/YHLLI 
MQIREQP* SSLEYPTF/RILSL VS 
GTKLNKILANRIRQHIKKLIHHN 
QVGFIPGMQGGLPTPGSEQGHL 
RVSPSSPSSTVTLKLFNFMEPFE 
NLNLSKGKASVHTITQENTDSL 
KVQGSQFSQGHEKRTLDLKVS 


14707 


45075 


B 


14793 


1 


1557 




14708 


45076 


A 


14794 


150 


1668 


ESDARQGPFPLENTRPHPSCMQ 
NHGICRSLHPGLCGCPPTARDA 
APATAGGVPAY/GPLTGAPPG* 
LPGAGIGSKQSSTMGPSGAGSC 
LGL*APSQPAD/PGS1QGVLVIA 
DTE*PLVGGDGGLEAEHQWQ* 
EAGP/GGL1PKHMNPQSRQQSLF 
GRRGYRDSSLRSVLGRTGQQT* 
HAELGAGVMGPGGNGR*GH/G 
PRGLPCLVQGRRGPGVAAVAA 
GVSVAVPSGMLSENGPGCSK/P 
HSGDAGQRRGLRENL*GVRALI 
WGAASSFLLTEQDLQELADCL 
HSGRKTCFFYFQGRGDVA PG PV 
APAHHRLAGISTVVPEGPGLCV 
GEDRQLPG/GNQRAEPPP*LVRS 
VSSLTGLPALGPRQMPNAGAG 
NGSGK*RGVRGSGPDWDCTGT 
HGG AGTGKLLWAG LSLFPLSG 
KSEAHQQRAAGHGYGRGLGSP 
GRPPRSRKGRVLGSESAPA*GSP 
QPLRSARQKPESSCPRQGQPVG 
RGPGAPLEAGHCSFPRPLGPAR 
SLHPDFPQGLQA 


14709 


45077 


A 


14795 


3 


374 


RRPPSWG*RGCSQLPECAADGS 
LEDHGPLPPMVSCFSRHPAGRF 
LRVFPPSPLLAVDCCWHNNSYV 
VAVDCCSATSCSLLLYPSQEFPP 
HKFLVYLVLSWHQLLGGLELIC 
TQQPVNPVVSDG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14710 


45078 


A 


14796 


73 


890 


MSLVRTDGKVSFPHSRAASSPP 
PRFAGSLPWTPKGHGFTSFPRL 
EGYCPS/REGPSDWGRNSFRVSS 
WAWRPSQGVSHHTPGQGP/PSP 
GNRDK* V ATRK.SPGQPG SS PEP 
GWSLQSTSSPGA TRTKGN LNT L 
KG*KQVVD*WVGVGTGWEGS 
GAPQSPQPSREWRLSPRGVGVV 
KETWPSPWSGR*APPCPGQPQG 
QQTHMERGGR*G*QVGACGLG 
P*GQWSSVTNGKDTRAPWSPPP 
RQRNGR WP A PPPFTFH Y Y Y Y Y 
YYYYYYYYFFFFGE 


14711 


45079 


A 


14797 


273 


678 


TEESTSVLSVPNQTGAGAARIGI 
VSLRLCGLYVTSPPRAARMHIR 
PHGPWPGG SHHENGEAGPES/E 
GAPASASGRGAPEGQAWPPRD 
AVLSSLMLALFRTKSARHLVLG 
TRQTAASPFPFFSQPSWYCSLG 
VDGG 


14712 


45080 


A 


14798 


551 


743 


PTRITRSAGSSSWGSCRPRAPAP 
FS WSRPCLQGPRG *CRGLHSRF 
YAAP*VQGHPVH1LPYSKF\RRG 
RAALRPRGQWGLDSVLGTAVC 
GCGP/RSESDICSGR*GPE/WYIS 
PPVPPHVHRGFQQL\NCARQVG 
KGGGGPGCPMLGNH\SSQVGL 
GLGGQDQDSLESPGRVSSPSGP 
SAASDPGG*GFQGNPDPVHPAP 
APPDW 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14713 


45081 


A 

— 


14799 


705 




2299 


KREWRPRHHPLGPPPRCAGRSA 

PLSGPASPFS*WLPPGHGPCGR 

MCSRAARGGDVTYRTHNTRAP 

SCPSLHWVGERG*DAHTRTPSC 

PSLH WVGERG * DA HTRTPSCPS 

LHWVGERGVGCPHSGLQLSFP 

PRSAGCCKALFEAEKSKGDTGL 

GKRGWAGGGAGGAARPCTCNP 

TVPCPQSTQSPPV/PPGTR*QLG 

SSASHSRAASSPPPRFAGSLPWT 

PKGHGFTSFPR/RGGVLPFPEGP 

SDWGRNSFR\GPAGPSMW*PAP 

PSDAQVGHGPGRAGLQRCRGR 

GGHTPFVLAAAAIDSAYFS**/D 

P*VFGSNFPHLSCFPG\GCGEGN 

Q*ARRRPLAGAAALPGPNLES 

WVCELSVAGPAVWDPVPSP/GD 

PTTGPESP/RNSAGACGAQGSM 

R*T*GTPATWSL/GPPPELPGSR 

HQRQCECGPAHVQRERMPGW 

ACMLKSVAQRGFQRR*QLSK.A 

QAAAWRV\PGGR\GAGKD*GW 

RRWGVSRGGGGLCCARGGGGS 

SVRRGEVEGS/GCARGGGGCAG 

WRALSPSSLP1SGAQELGS 




— — 




Tuoo 




267 


CSAGGPWRAPQPRRFHRRRRP 
AQLPPPLPLPPLPASPRIHNRTF\ 
PRPSQRTPPPAALGCPEPGS/RS 
QGRGHARPPGSGEGDPTVSSPG 


14715 


45083 


A 


14801 


218 


430 




14716 


45084 


A 


14802 


9 


201 




14717 


45085 


A 


14803 


1453 


1936 


EVEKHLCQG*ELLRAQHN*AA 
ACRRPRPPAPGPQCSAGGPMAR 
APAPQVPPPPPPCSA\PPPLPLPP 
LPAS/HAHPQPHFRHGRRSALLP 
RPPWAVRSRGALAGPRTRAAA 
GLRGGAGAAPAPADARFPASSP 
AE*PKFPQNSARALTGFPRCTD 
PTVSSPGY 


14718 


45086 


A 


14804 


1 


580 


TSGCSHSLHKPAGVSTRPPTVA 
SICAPRPRTSPLRRGSLTLWPFP 
GGHLTLLETP\GFDSCPEEVEGP 
RFSTFKTS*ARGGRRQRCAPRG 
RREVGPPSAAESGRARGEPPRC 
RLLCRGGK/DPQPRAGEGEAAA 
GTPEGSRAGASGSEGALPSAAS 
PGN SSGRSRPEAGANPKGAPRR 
CVWGEPGGRRTRLFPDE 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14719 


45087 


A 


14805 


279 


1148 


ALHEFAMSRSLHASLH*S**STC 
P*QQPAPAPAGEPRARFPGKSSS 
ASSGPG/WPRNHGKQLHLPAQP 
Q/QQGRISSPRVAGGSGCTGRA 
LLLAAGLQNSTRSLNPRDPPTIL 
SHRPLQGM/PDAP/RGCSHSLHK 
P/SRS/TPLSGQL*PPSAPHAPAQ 
APSV AGPLPCGLSPGDT* RYWR 
LLRFDSCPEEVEGPRFSTFKTS* 
A RGG WRQSRVWASARG ASTL 
QASVQGR*NPQPRAGEGEAAA 
GTPEGSRAGASGSEGALPSAAS 
PGNSSGRSRPEAGANPK.GAPRR 
FLGGCLL 


14720 


45088 


A 


14806 


765 


4270 


SQDTPGDLQCHGDLL*DGAVLS 

EAPGGERVPRDD*GGVCPEGVP 

HVSLLRDSVAEALQPRGEAGG 

DQVPEAHARPPSAQR*PAGAGL 

RLHPPAAGGVPGQSGGHLPKIQ 

DDLTSKS * TN SITKTLFPNK VTL 

SDSGRA*1LEGHRSTQGSLGLEA 

DPGTVSHHQHPCPPNAATHHF 

HRTARPGVQQGPGPASVQQPES 

DGDGALLRSPCSLLPQGADEVL 

LQPDGDKQGGRPRGDSESD*G 

YSERR*AQDEYQGH 


14721 


45089 


B 


14807 


133 


2943 




14722 


45090 


A 


14808 


1 


814 


MEEELLRELLYSENWWSIPYND 
TIQELCCWAVLKRTFINGNTSR 
KPGMKMVTGLKKQERRSKQW 
G CEKE AKF VPDM Wl VLE VGRP 
EERGIDGKRWGKSCSVEQSVW 
AFQNP1WSKAQTLLNSMK/AYE 
KGKEGVEEKFEARRSWFMRKK 
A1SHLHNMEMQGEAASADVEA 
AVSYPEDLAK.IIDESDYTKQWIS 
NVDKTVFYWKKMPSRTFIATE 
EKSMPGFKASKDSLTPLLGTNA 
AGGF*LKPLLTYHSQTSRALKN 
Y AKLTLLM L YKWNK 


14723 


45091 


A 


14809 


123 


515 


PK.QSAKTIWTSTARPEDVVTCS 
FKEEFLPGNTHHDFSIKNRSDPE 
LEVSRPLARPENFPANRSHSLLE 
L/RPCRGRWAAHWTGCSSLLD 
ASSAPRTDQPSLWRNLPTASLG 
GPWSHNQPGIVFQNTYLMKWP 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 


14724 


45092 


A 


14810 


279 


1136 


VDVDLACVRGLLCSCDEFLSW 

LALNRTVLATPALPSCLSQMAS 

SLPGLCARTRRGERADSQRGTC 

AFFSPARTASQAPLVASSVRKQ 

RVWAPNPLNCHTLPPSRGSQRG 

GYIGEEGVFGSRVVGIWVPGPN 

GSPWPLGVQR/PECVLLGVGSG 

S/SSHELFSEADFISRLLAPSPSP 

APAS/MGNAIEEEAPELGPLGRV 

FVDDFHYDYNFIHLHEDLCYGP 

LEGPDLDLAGTGDRTPPLHSRP 

RASLSPSALRCP*ALGF/WSTLA 

WGSPNSSSRVPEAQPPAPSLAE 


14725 


45093 


A 


14811 


1 


1597 


GGRKAAVGVETRPQGSAQPTW 

LPVHGDTCTTLLLPCRAWWRL 

GGLPWAASVVGAKCVWTPPER 

GLLMLHKPMPGWSSGYRVVLP 

AVAFFRLRAQVTKLGEEVSLRF 

LKREAKLCGFLQKSFLALEKR 

MKASESSRLKLEGSLRGELESR 

WEKLRGLMEERLRALQGQHEE 

SHLLEQCQGLDAAVAQLTKJV 

QQNQASLNRVLLAEEKAWDA 

KGRLEESRAGELAAYVQENLE 

AAQLAGELARQEMHGELVLLR 


14726 


45094 


A 


14812 


150 


1625 


CLGKAFSCREUNAYLRLPTFFIV 
FSLRQPSLRMHSRAWVKTCGA 
MPCSCCRIRHCSSVTDMAVRSL 
ALLQLVNRTPLRRRQ1SAACQR 
MSTFLFFRACTF*PRNRSSSGRH 
/DLTARPRQAILRQNFLK/RAQS 
RNLTAPNSPR**LLVKTYRQTS 
RPVSAAH*CPR*RGRAALAAAC 
HSGSPGARRQTAGPAEGPAR*T 
RRDFL**RAACLRRRWKWPE*L 
*RSRSSSP*SQGSCPPALPAPPRR 
CSAGSRTGPAARWCRAGAGSR 
RHAGSSSA***SRR*GRSASGRR 
PRHGGTAGSGRWLWWARCPA 
*AGIPWPSWPCHSSWP/PQSVRV 
VSSG*RASLHSPGLDSSGGGLQ 
SFLLVQLPAQGKTSSQP\RHAA 
APSAAACPHAE*CTLGSCPRSA 
TLSPTPPRASPPAGVRSAVSPCPP 
GHEGVLVISKHHLLLLSRSGRG 
LGGNVVRPCSVQPMDGVGQEL 
AVADRDQLPCLVCQDGECPLK 
ASGRPVLGCP 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14727 


45095 


A 


14813 


921 


1446 


ACC1SHGNLWHHLDQKHGLQS 
♦GEKSRLFSRPNLQVPVHTG LD 
HRARYLTGPRKQGHLWPTGPS 
SVFDNENFCKLSVGMTGRASA 
RQQIQSPFAESGKAFSDICSVSL 
RLCVLPHPWNSRLRSPALRNSL 
KYSVTSSAAARRKLLPLASGPL 
RLGPRSLPTRLQVLRWEKVASA 


14728 


45096 


A 


14814 


1 


675 




14729 


45097 


A 


14815 


1 


2341 


MASDLVNRCEACDLPQGPISVH 
QFPRLSNEVTTTVGRNSESPNQ 
RSVSGPWTPREVRRGVAAAAH 
GFSGQNAKWAAHIPATAMSFA 
LPYSVLHSPHALTTHPLNPGDA 
VTMPSWTSTVSAANASKGRSFS 
QCFQSTEEGQERRRPRTSQAKV 
QQGSTAGKVNELITLAGHIKSQ 
APHGKRKPPPRDSHVICSMLRK 
RKPDETPSPSSDAQFSGMLAVA 
VSSLLCPRSSPSQQWHCHSPSTT 
ILGSSDVSDTSFQPSTKLGPVHG 
FPPQSRDC1LDFELIRKVTGAWS 
SLTAGSWETKIQEFSEEDILAPH 
R1TPGPHSSKSPVHFLASLWGR 
KTKLYHHTIQDKEPRSVPEAGS 
SGRRDGGGAAHSMLCMAPEPD 
HPGSNPNCRSPATLHADADGN 
LQREAAKCQGDGTQVSTHVDH 
TSAPRQAETGPATGENEKMESH 
GRSKRGLVGADQCPAETLDSY 
TLLVGHKKRDKDRQTPGPAPQ 
VNSFVPENYLLRGPLAPLGSAIS 
MKTAGAVHIRPSGDLGRAPAP 
AVRPRPRPPRRPRRLLPGPAHLP 
GAPRPPAPAPLSRRAARQSPAA 
AAAPPPGCE/RRG/PAGPASGAG 
PP AP AHG ARPGGKPAANPP R A P 
QP*P/RRRRSRRRAQPRPGPAPL 
SRMRAEGPARA LRPPPH YQPEL 
GPPS ET VG P VTE LL A P I PT ARFP 
TRSHPYPVTASPARSS*TSGLD* 


14730 


45098 


A 


14816 


44 


455 


HLRNRTR/PSQITPHIYNHLIFDK 
/PLFNIWWWENWLAICRKLKLD 
PFLTPYTKrNSRWIKD*NIRPKSI 
KNLEENLGNTIQHLG/IGKDFM 
TKTPKAMATKAKIDIWDLIKLK 
SFCTAKETIIRVN RLPT* WEKIF 
AIYP 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14731 










279 


1QD1GMGKDFMTKTPKAMATK 
AEIDKWDLIQLKSFCTLKEITIR 
VNRQTTENYYTSDKGLISRMLP 
N F * RLF P A S * K.KP PLF D I GKTEK 
TNYS 


14732 


45100 


B 


14818 


1 


2025 




14733 


45101 


B 


14819 


1 


3570 




14734 


45102 


B 


14820 


1 


1380 




14735 


45103 


A 


14821 


1391 


2742 


KKRESSLTHVMRPASF*YQSQA 

ETQQKKR1LDQYP**TLMQKSSI 

K/YL AK RIQQHIKKLI H HDQ VGF 

1PGMQGWFN1RKSINVIQHINRA 

K.DKNHM11S1DAEKAFDKIQQPF 

MLKTLNKLELEETTVKF1WNQ 

KRAHIAKSILSQKNKAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RD1DQWNRTEPSE1TLHIYNYLI 

FDKPEKNKQWGTDSLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRW1KDLNVRPKTIKTLEENL 

GITIQDIGMGKDFMSKTPKAMA 

TKAKIDKWDLIKLKSFCTAKET 

TIRVNRQPTKWEKIFTTYSSDK 

GLISRIYNELKQIYKKKTNNPIK 

KWAKDMNRHFSEEDIYAAKKH 

MKKCSSSLAIREMQIKTTMRYH 

LTPVRMAIIKKSGNNRHAPFSIH 

THIMFG SLYLQ1QKDLSILGFW 

YPRG1LEPIY 



1857 



WO 01/075067 



PCT7US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14736 


45104 


A 


14822 


1 


1698 


MEDEMNEMKQEGKFRErCRIKR 

NEQSLQE1WDYVKRPNLRLIGV 

PESDGENGTKLENTLQD1IQENF 

PNLARQTN 1QIQEIQRMPQRYSS 

RRATPRH11VRFTKVEMKEKMS 

RAAREKEIQTTI REYYKHL YAN 

K L ENLEEM DKF L DTCTLPRLNQ 

EEVESLNRTVTGSEIVAIINSLPT 

KKSPGPDGFTAEFYQRQSESQI 

MSEFPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRINIVKMAILPK 

V 1 Y TFN A IP1 K L PMTFFTELE KTT 

FKFI WNQKRAH VAKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYSYL1 FDKPEKNKQ WGKDS 

LFNKWCWENWLA1CRKLKLDP 

FLTPYTKINSRWIKDLNIRPKTIE 

TLEENLG1TIQDIGMGKDFMSK 

TSKAMSTKAK1DKWDLIKLKSF 

CTAKETT1K VN RQPTKWEKI FA 

TYSSDKGLISRIYNELKQIYKKK 

\TKNP1KKWVKDMNRHFSKEDI 

YAAKRHMKKCSSSLAIREMQIK 

TTMRYHLTPV 


14737 


45105 


B 


14823 


91 


1596 




14738 


45106 


A 


14824 


1 


2757 





1858 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14739 


45107 


A 


14825 


1 


2677 


MGKKQSGKTGNSKKQSASPPP 

KEHSSSPAMEQSWMENDFDEI 

NKIDRLLARLIKKKGEKNQIDT 

TKND1GD1TTNPTE1QTT1REYY 

KHLYTNKLENLEEMDKFLDTY 

TLPTINQEEIESLNRTITGSEILAI 

1NSLPTKKSPGPDGFTAEFYQRY 

KEELVPFLLKLFQSIEKEGILLN 

SFYEASIILIPKPGRDTTKKENFR 

PISLMNIDAKIFNKILANRIQQHI 

KKLIHHDQVGFIPGMQGWFNIR 

KS1NV1QHVNRTKJDKNRM11SID 

AEKAFDKIQQPFMLKTLNKLG1 

DGTYLKIIRAIYDKHTANI1LNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKEIKGIQL 

GKEEVKLSLFADDM11YLENPIV 

SAQNLLKLISNFSKVSRYKISVQ 

1PQAFLYTNNRQTESQ1MSELPF 

T1ASK.R1KYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTKKWKN1PC 

SWAGRIN1VKMAILPKNWKK.T 

TLKF1WNQKRARIAKSILSQKN 

KAGG1TLPDFKLYYKATATKTA 

WYWYQNRDLDQWNRTEPSEIT 

PHIYNYLIFDKPDKNKQWGKDS 

LFNKWCWE1MWLAICRKLKLDP 

FLTPYTKINSRWIKDLNIRPKTI 

KTLEENLG1TIQD1GMGKDFMS 

KTPKAMATKAKIDKWDL1KQE 

SFCTAKETT1RVNRQPTK.WEKIF 

ATYSSDKGLISRIYSELKQIYKK 


mT~ 


— Tm 


— 


— — 




TT86 

— — 







ao 







— — — 




—— 






— — 


— J 


— — 










45TTl 




14829 




3095 




14744 


451 12 


A 


14830 




3654 




14745 


45113 


A 


14831 




3189 




14746 


45114 


A 


14832 




2064 




14747 


45115 


B 


14833 




3031 




14748 


45116 


A 


14834 




3192 





1859 



WO 01/075067 



PCT7US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14749 


45117 


A 


14835 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSK1DHIVGSK. 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


14750 


45118 


A 


14836 


1 


3144 




14751 


45119 


A 


14837 


113 


1336 


PTLAGTGNQETSHLGFNAIPIKL 

RMTFFTEL/EKTTLKFIWNQKR 

ARITKSILSQKNKAGGITLPDFK 

LYYKA1VTKTVWYWYQNRDID 

QWNRTEPSEIMPHIYNYLIFDKP 

DKNKKWGKDSLFNKWCWEN 

WLA1YRKLKLDPFLTSYTKINS 

RWIKDLNVRPKTIKTLEENLGN 

TIQD1GMGKDFMSKTPKAMAT 

K.DKIDKWDLIELKSFCTAKETT1 

R VNRQPTEWEKIFATYSSDKG L 

ISRJYNELKQIYKKKTNNPIKKW 

VKDMNRHFSKEDIYAAKRHMK 

KRSSSLA1REMQIKATMRYHLT 

PVRMAIIKKSGNSSRSNIVHSVT 

QANALESSWIPLFLIPH1QYISKP 

QASSFK.MYHVTDP1LPPSSQHL 

DQAA1IN LCLQWPLL WFECMCP 

SKIHMLKLTPQ 




4512Q 


- — 


14838 




3127 




14?53 


45121 


— 






2742 




14754 


45122 


A 


14840 




1998 




14755 


45123 


A 


14841 




3030 




14756 


45124 


B 


14842 




2558 




14757 


45125 


A 


14843 




3828 




14758 


45126 


A 


14844 




4134 


MRKKQSRKTGNSKKQSTSPPPK 

ERSSSPAMEQSWTENDFDELRE 

EGFRRSNYSKLQEEIETKGQEV 

ENLEKNLDKCITRJTNIEKCLKE 

LMELKAKARELHEECRSLRSRC 

DQLEERVSVMEDEMNEMKQE 

GKFREKR1KRNEQSLQEIWDYV 

KRPNLPP1 DVPESDRENGTKLE 

NTLQDVIQENFPNLARQANIQI 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKAFKQ 

ASRREDDIAKVTSG 


14759 


45127 


B 


14845 


1 


3555 





1860 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14760 


45128 


A 


14846 


1 


3345 




14761 


45129 


A 


14847 


1 


3451 


HTKN PS V H HHRQRPK V DKTTK 
MGKKQNRKTGKSKTQSAFPPP 
KERSSSPAMEQSWMENDFDEL 
REEGFRRSNYSELREDIQTKGK 
EVENFEKNLEECITR1TNTEKCL 
KE LMELKTKAREL REECRSLRN 
WIKSQDPSLCCIQETHLMCRDT 
HRLKI KG RRKI YQ ANG KQKKA 
GVAILVSDK.TDFKPTKIKRDKE 
GHYIMVKGSIQQEELTILKIYAP 
NTG SPRFMKQVLSDLQRDLDS 
HTLIMGDFNTPLSTLD 


14762 


45130 


A 


14848 


1 


2606 


MVASRSSRVGVFYGGQNSVDG 

VSRRSDG SLNELCLYRPPTGAY 

LAYDTLDVLPSGQFTVNTPPID 

VNGKSLLALLWEHTSLLTSMG 

GGRWAMQPLGQLGQLEHLGD 

RRDQVLDRSGRSRRLDAAQHL 

RH RPDRRPQG M VG VLTNQKEP 

RTRW1HSR1 LPEVQGGTGTVPSE 

TIP1DRKEGILPNLFDEASIILIPK 

RG RDTTKKEN FRP1 SLMNID AK I 

LNK1 LANRNQQH I KKLIHHDQV 

GFIPGMQGWFN1CKSINVIQHIN 

RTKDKNHMI1SIDAEKAFDKIQ 

QPFMLKTLNKLG1DGTYLKIIRA 

IYDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSAYKINVQKSQAFLYTN 

NRQTESQIMSVFPFTIASKRIKY 

LGIQLARNAKDLFKENYKPLLN 

EIKEDTKKWKNIPCSWVGPJNI 

VKMAILPKVIYRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFKLHY 

KITVTKTA WY WYQNRDIDQ W 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKIHPRWIK 

DLNVRPKTIKTLEENLGNT1QD1 

GMGKDFMSKTPKAMAAKAKI 

DKWDLIQLKSFCTAKETTIRVN 


14763 


45131 


A 


14849 


1 


2862 





1861 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID ISO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14764 


45132 


A 


14850 


1 


3724 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRL1GVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRMPQRYSSRRATPRHIIVR 

FTK VEMKEKM LRAARQKAPH 

HTYSKIDH1VGSKAL 


14765 


45133 


A 


14851 


2 


2375 




14766 


45134 


A 


14852 


1 


2376 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLID1YRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKGREIITNCLSDHS 

AIKLELRIKNLTQNRSTTWKLS 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVC 

RGK.FIALNAHKRKQERSK1DTL 

TSQLKELEKQEQTHSKASRRQE 

1TK1RAELKEIETQKTLQKINESR 

SWFFERINKIDRPLTRLIKKKRE 

TNQIDA I KNDKGDITADPTDRQ 

TT1REYYICHLYANKLENLEEM 

DIFLDTYTLPRLNQEEFESLNRP 

1TRSEI VA I INSLPTKKSPGPDGF 

TAEFYQRYKEELR1KYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKVIYRFNAJPIKLPMTFFTELE 

KTTLKF1WNQKRARIAKSILSQ 

KNKAGG1TLPDFKLYYKATVT 

KTAWYWYQNRDIDQWYRTEP 

LEITPHIYNYLIFDKPEKNKQW 

GKDSLFNLWCWENWLAICRKL 

KLDPFLTPYTKINSRWIKDLNV 

RPKT1KTLEENLG1TIQDIGMGK 

DFMSKTPKAMATKDKIDKWDL 

IKLKSFCTAKETTIRVNRQPTK 

WEK1FTTYSSDKGLISRIYNELK 

QIYKKKTNNPIKKWAKDMNRH 

FSKEDIYAAKKHMKKCSSSLAI 

REMQIKTTMRYHLTPVRMAIIK 



1862 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oHast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14767 


45135 


A 


14853 


1 


1576 


MDKFLDTYTLPRLNQEEVESLN 
RPITGAEIVAIINSLPTK.KSPGPD 
GFTAEFYQRLISNFSKVSGYRIN 
VQES\QAFLYTINRQTESQIMSA 
LPLTIASKRJKYLGIQLTRDVKD 
LFKENYKPLLNEIKEDTNKWK 
NIPCSWVGRINIVKMAILP/KEL 
EETTLKFIWNQKRARIAKSILSQ 
KNKAGGITLPDFKLYYKATVT 
KTAWYWYQNRDRDQWNRTEP 
SEIMPHIYMYLIFDKPEKNKQW 
GKDSLFNKWCWENWLAICRKL 
K.LDPFLTPYTRINSRWIKDLHV 
RRKTIKTLEENLGNTIQDIGMG 
KDFMSKTPKAMATKAKIDKW 
DLIKLKSFCTAKETT1RVNRQPT 
KWEK1FATYSSDKGLISRIYNEL 
KQIYKKK.TNNPIKKWAKDMNR 
HFSKEDIYAAKKHMKKCSSSLA 
1REMQ1KTTMRYHLTPVRMA1 1 
KKSGNN/R/CAPGTPERQNHSLS 
WKGS*SQEPSGLAQWIPLPWSP 
AS*DPLA*NSCCQHSCLKSTWD 
AQACARKLRTL1KGYRNCQLE 


14768 


45136 


B 


14854 


328 


1467 




14769 


45137 


A 


14855 


3 


3412 




14770 


45138 


A 


14856 




2907 


MDKFLNTNTLPRLNQEEVDSL 
NRP1TGSEIVAIVNSLPTKKSPGP 
DGFTAEFYQRYKEELR1KYLGI 
QLTKDVKDLFKENYKPLLKEIK 
EDKNKWKN1PCSWVGRINIMK 
MA1LPKVIYRFNAIP1KLPMTFFI 
ELEKTTLKF1WNQKRAL1AKSIL 
SQMNRAGGIMLPDFKLYYMAT 
VTKTAWYWYQNRDIDQWNRT 
EPSE1TPHIYNYLIFDKPEKNKK 
WGKDSLFNKWCWENWLA1CR 
KLKLDPFLTPYTKI 



1863 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14771 


45139 


A 


14857 


1402 


3004 


TEPKTKTT* LSA* MQKGPLTKF 

KNPSC*KLL IN/1 VLEVLARA IRQ 

EKE1KGIQVGKEEVKLSLFADD 

MIVYLENPIVSAQNLLK.LISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQI MSELPFTI ASKRJK YLG I 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNILCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMPFFT 

ELEETTLKFIWNQKRARIAKAIL 

SQKKKAGGITLPDFKLYYKATV 

TKTAWYWYQNTDIEQWNRTEP 

SEIMLHIYNYLIFDQPEKNKQW 

GKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTK.INSRWIKDLNV 

RPKTIKTLEEN LG ITIQDISMGK 

DFMSKTPKAKATKAKIDKWDL 

IKLKSFCTAKETT1 R VNRQPTK 

WEKIFATYSSDKGLISRIYNELK 

QIYKIKTNNP1EKWVKDMNRHF 

SKEDIYAAKKHMKKCSSSLAIR 

EMQIKTTMRYHLTAVRMAIIKK 

SGNNSLIVGASMDTSLLSGPIPY 

DIQHFDRFGSVTVRRGCAIEFY 



1864 



WO 01/075067 



PCT7US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14772 


45140 


A 


14858 


884 


2925 


GIKYLGIQLTRDVKDLFKERS/Y 

EPLLNEIKEDTNKWKMPCSWV 

GRINIVKMAILPKVIYRFNA1PIK 

LPMTFFTELEKTTLKFIWNQKR 

ALIAKSILSQKNKAGGITLPDFK 

LY YK AT VTKTA W Y WYQNRDI 

DQWNRTEPSEITLHIYNYL1FDK 

PEKNKQWGKDSLFNKWCWEN 

WLAICRKLKLDPFLTPYTKTNSR 

WIKDLNVRPKTIKTLEENLGITI 

QDIG MGKD YM SK.TPKAMATK 

AK1DKWDLIKLKSFCTAKETTIR 

VNRQPTK.WEKIFATYSSDKGLI 

SR1YNELKQIYKKKTNNPIKKW 

VKDMNRHFSKEDIYAAKKHM 

KKCSPSLAIREMQIKTTMRYHL 

TPVRMAIIKKSGNNSPTCVSQD 

WKLTQAVGLWSAEAEAPKSAQ 

RRPLAEGHRAAVQRDGSGLQL 

LCTVKLQVLPC1IAQGNGGRKA 

TSSLEAELTSWRPLCLEDGTGF 

RGEDTLETVNAEGRENRRKAG 

HRAAGSSASRRCRNTGRSVQRL 

RPQKTQAFPTHCHFCL1LVVKA 

TQLNPKSRVRKVPFAPMKHGK 

ALAGPWAMICAGKSSNEIRTCD 

RHGCGQYSAQRSQRPHQGVDI 

LCSAGSTVYAPFTGMIVGQEKP 

YQNKNAINNGVRJSGRGFCVK 

MFYIKPIKYKGPIKKGEKLGTLL 

PLQKVYPGIQSHVH1ENCDSSDP 


14773 


45141 


A 


14859 


1 


2577 





1865 



WO 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14774 


45142 


A 


14860 


3019 


5574 


RETRGEVKNS KNQSTS A PPKDC 

SSLADPK.KIQTT1REYYKHLYPN 

KLENQEEMDKFLDTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIEKEGILPNSFYE 

ASIILIPKLGRDTTKKENFRPISV 

MNIDVKILNKILANRIQQHIKKL 

IHHDQVGFIPGMQGWFNIHKSI 

NVIQHINRTKDKNHMI1SIHAEK 

AFDK1QQHFMLKTLNKLGIDGT 

YLK1IRA1YDKPTANIILNGQK.L 

EAFPLKIGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEV 

VKLSLFADDM1VYLENP1VSAQ 

NLLKLISNFGKVSGYK.INVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLNE1KEDTNKWKNIPCS 

WVGRJNIVKMAVLPKLPMTFFT 

ELEK\TTLKFIWNQKRAR1AK.SI 

LSQKNKAGGITLPDFKLYYKAT 

ATKTAWYWYQNRDLDQWNRT 

EPSE1TPHIYNYL1FDKPDKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NIRPKTIKTLEENLG1T1QDIGMG 

KDFMSKTPKAMATKAK.IDKW 

DLIKQESFCTAKETT1RVNRQPT 

KWEKIFATYSSDKGLISR1YSEL 

KQ1 YKKKTNN PIKKWAKDMNR 

HFSKEDIYAAKKHMKKCPSSLA 


14775 


45143 


A 


14861 


1895 


6140 




14776 


45144 


A 


14862 


1 


2875 


MKAE1KVFFETNENKDTTYQNL 
WDTFKAVCRGKFIALNAHKRK 
QERSKIDTLTSQLKEL EKQEQT 
HSKASRRQEITKIRAELKEIQTQ 
KTLQKINESRS WFFERINK I DRS 
LARLIKKKREKNQ1DTIKNDKG 
DITTDPTEIQTTIREYYKHLYAN 
KLENLEEMDKFLDTYTLPRLNQ 
EEVESLNRPITGAE1VA1INSLPT 
KKSPGPDGFTAEFYQSWAETQP 
KKENFRP1SLMNIDAKILNKILA 
KRIQQHIK 



1866 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14777 


45145 


A 


14863 


2843 


4460 


HQHQQKPHPHRNP1QKSPTSKT 

KVLEVLARAIRQEKQS/GIQIGS 

QEVKLSLLEDDMIVHLENP1ISA 

KNLLQL1SNFTK.VSGYKINVQK 

SQAFPYTNKTQIENQIMSELPFT 

IATKRIKYLGIKLTRDVKDLFK 

NNYKPLFKE1REDTNKWKNIPC 

SWVGRINIVKMAILPKVIYRFN 

A I P1KLPMTFFTELEETTLKFI W 

NQKRARIAKSILSQKNKAGGIT 

LPDFKLYYKATVTKTAWYWY 

QNRDRDQWNRTEPSEIMPHIYN 

YLIFDKPEKNKQWGKDS\LFNK 

WC*ENWLTICKRLKLDPFLTPY 

TKINSRWIKDLNVRPKTIKTLEE 

MLG1TIQDIG1GKDFMCKTPKA 

MATKAKIDKWDLIKLKSFCTA 

KETT1RVNRQPTKWEKIFATYS 

SDKGLISRIYNELKQ1YKKKTN 

NP1KK.WAKDMNRHFSKEDIYA 

AKKHMKKCSSSLAIREMQIKTT 

MRYHLTPVRMAIIKKSGNNRC 

WRRCGEIGTLLHCWWDCK.PVQ 

PLWKSVWRFLRDLELEIPFDPA1 

PLLG1YPKGYKSC 


14778 


45146 


A 


14864 


1 


8335 


MGKKQNRKTGNSKMQSASPPP 
KERSSSPATDQSWMENDFDEL 
REEGFRRSNYSELREDIQTKGK 
EVENFEKNLEECITRITNTEKCL 
KELMELKTKARELREECRSLRS 
RCDQLEERVSAMEDEMNEMK 
QEGKIKRDKEGHYIMVKGSIQQ 
EELTILNIYAPNTGAPRFIKQVL 
SDLQRDLDSHTLIMGDFNTSLL 
TLDRSMRQKVNKDTQELNSSL 
HQADLIDIYRTLHPKSIEYTFFS 
APHHTYSKIDHIVGS 


14779 


45147 


A 


14865 


1 


3166 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSMRQKVN K 

DTQELNSALHQADLIDISRTLHP 

KSTEYTFFSAPHHTYSKIDH1VG 

SKALLSKCKRTEIITNYLSDHSA 

1 KLELRIKNLTQSRSTTWKLNN 

LLLNDYWVHTMEMKAEIKMFFE 

TNENKDTTYQNLWDAFKAVCR 

EKFI A LN A YKRKQERSK 1 DTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQ 


14780 


45148 


A 


14866 




3912 




14781 


45149 


B 


14867 


1 


2832 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14782 


45150 


A 


14868 


1944 


3531 


LRDCKLRINQHPVKTDQSAFCK 

M/API/MQDVVLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENPIVSAQNLLKLISNFSKV 

SGYKINAQKSQAFLYTNNRQTE 

SQIMSELPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEITEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKVIYRFNAIPIKLPMTFFTELE 

KTTLKFIWNQ1CRARMAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTA W Y WYQNRDVDQWNRTEP 

SEITPH 1 YNYLIFDK.PDKNKQ W 

GKDSLFNKWGWENWLAICRKL 

KLDPFLTPYTRINSRWI KDLNV 

RPKTIKTLEENLDITIQD1GMGK 

DFMSKTPKAMATKAK1DKWDL 

IKLKSFCIAKETTIRVNRQPTKW 

EKIFATYSPDKGL1SRIYNELKQ1 

YKKKTNNPIKKWAKDMNRHFS 

KED1YAAKKHMKRCSSSLA1RE 

1QIKTTMRYHLTPVRMAIIKKSG 

NN/R/CF* WQKPG PSG * ALRS WK 

EDIAGTSYVGMNQCQMRKNTK 

TLI 


14783 


45151 


A 


14869 


1182 


3891 


KMIKGISTTDLTEIQTTIREYYK 
HLYANKLENLEEMDKFLDTYT 
LPRLNQEEVESLNRP1TGAE1VA 
11NSLPTKRSAGPDGFTAEFYQR 
YKEELVPFLLKLFQSIEKEGILP 
NSFCEASIILIPKPGRDTTKKENF 
RP1 S LMNID AKILN KIL AKRIQQ 
HIKKLIHHDQVGFIPGMQGWFN 
IRKSIN V IQH1NRAKDKNHMIISI 
DAEKAFDK1QQHFMLKTLNRL 
G I DG T YFKI I RAI YDKPTAN I ILN 
GQKL 




45152 


- — 


14870" 


997 


1 161 


CTSTV I M SICTKLQNKEH VIEA L 
RRAKFKFPGHPK\IHISKK*DFT 
KFNADEFED 


14785 


45153 


A 


14871 


1 


1458 




14786 


45154 


B 


14872 


53 


1468 




14787 


45155 


A 


14873 


1819 


2235 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14788 


45156 


A 


14874 


707 


1613 


VRARAGERARVVRENGKAELP 

VALVLPSRALSHTFTCTDLK.VQ 

FHQRLRLQEKGSKFIGSNMSQE 

SDNNKRLVALVPMPSDPPFNTR 

RAYTSEDEAWKSYLENPLTAA 

TK.AMMSINGDEDSAAA/HRPAL 

*LLQENQSEP1PREGVGWG*GE 

ERXERMTEEEQEGEGGGGGRGG 

GEGEEEEEEEEDVEEEEEEEEEE 

EKEEEEKGGEK.EEENEEKEK.QR 

EG RRGKETSNGQMVRPRLLPP 

HQEHSRNYLVFIMDSNMIEICF 

RE A S I SPKAQ A Y VLIPDFKNCI Y 

GWEEDS1EILWGLPGSHVL 


14789 


45157 


A 


14875 


3 


346 


QRSKSCKVPGLGKPLTLPPKPE 
K\PQGQKDRRPTGFKP*N*RRRR 
SEKSLRFFPPG S/PQA VPIPVGFS 
FDTNL*HFL*KPLIFIMGGTVSL 
PHPRSPSAPPGTPQRPMTFCHLK 

Q 


14790 


45158 


A 


14876 


1868 


2666 


GLLLSPFQGLQGVAPRKTRSNL 
HPGSLAHLSHQPPAPWPPRGLW 
PPGQETSCHCASGRALGTGSPR 
PPH A PWLHLEPQRAPHSG APSP 
GSSPSAPLHIPVAPENLQSLGHR 
SPPNPSGPDCYPSPSGP/PPSSLD 
SPGLQTA PG AMFLSPRSG VQSA 
CPTPRSLDLRNSPASTPDQSVCP 
TPLSLAWLWPPPSPTSAK.SLLFT 
LTSEVQSFSPTPIPPGSSDPPLSK 
QP\SGSCLSSSGHLTSPSVPRHSP 
WPRSSPQNPHSWTLPSS 


14791 


45159 


A 


14877 


762 


1528 


AIPGGAAWPFRAEGAQGPGKR 

LTFKPLGAQRQSVSGGSEVPPL 

PLHLKMAPEMPVAL*SPGTGV 

HPSLLPPT/GPKVPPGR1DRGPVP 

TLAPQVGTAPIQWHCRGSRCPS 

G/SRPPGGWR/RPCQAPAPPLGQ 

HLPRLLPPPTG PQGPRPLTPSEP 

PPWSCWLPASPPAGPGSRRVGG 

GPGTCQGLLRS*GLLLSPFQGL 

QGVAPRKTRSNLHPGSLAHLSH 

QPPAPWPPRGLWPPGQETSCHC 

ASGRAVGTGSRRPRA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14792 


45160 


A 


14878 


1 


963 


MARKDCCSPPGDSSPGRLPLVL 

PAQCLVLLRLQ1TAFSSIHVAAN 

DMMSFFLMAKQDS1AYKYRIFF 

IHSSVDGHARPLSPSLVVENGC 

GKQVFLLCSDNASPEVSTVALA 

SCPGTFPRHCGAAESTHICATG 

LGELTPQGHGHIPNKLCACCAT 

G LEELVPRDHGKXGISWFGFI A 

GAYLNLARVVGECQGSYGYLS 

LHHYCYCHYYHYCHYHYHVAA 

TY*NHYYHYYH/HHNNSYHHH 

SYYHYSYHFYHYYYNCYHHH 

YHCRHYYHPHDYYHYHA/RHY 

SLYYCIIYLCHYYYRCYHDHSS 

HQHNHHECLP*VRHSAEHLQY 


14793 


45161 


A 


14879 


105 


1448 


CHQPPASPFSRREPGGSEKPPER 

GCPAWEPAAQGPVQPLGEDGP 

RLCQPPPPSPDHALG\PYGHQRS 

GRPTLPGPRK\PAKKRGR*PSSS 

TGQ*SHRPTTGTPGGQAGGSG* 

VTAGGQ*PPQNL*AKISCPEMP 

GPSPGMQQGVKHPSLFSHQTV 

AKGFTTRWNCRQVCPHRGERK 

W1SSVRPCGGALAPSCA/DGLR 

GRRTLSGSQPLW/PPAAVSAVG 

QLQPPCHTLTPHPLQNSTQHAE 

PQRGSVYSL*EGTSP\LAAVPFA 

PHIEKRPFSTFPAGDA*PSEAHA/ 

PGPACCHSPGGLEGPVSRAGPG 

TS AG R\PGNG RER A WPPH SGPS 

TPPDTSCG/SPG PQL A RAG SRRA 

NGSTLPPTRQGFLPGRKDSAGA 

CGQP\*AEGAAAGPSRSPAAER 

AVLPLPRXGRRKCRGGGPGVET 

GVSGARRGGDRSGCSPAALDA 

EAPASLAGVSIREG 


14794 


45162 


A 


14880 


1 


2421 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14795 


45163 


A 


14881 


1080 


2571 


VHCRFWILALCQMSRLQKSPLL 

FNIVLEVLAKAIKQEKEIKGIQL 

GKEEVKLSLFADDMIVYLENP1 

V/SAQNLLNLISNFSRVSGYKIN 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKRIKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTKKWK 

NIPCSWVGGRINIMKMAILPKVI 

YRFNAIPIKLPLTFFTDLERTTL 

NFICNQKRAPTLPQVQSLS\QKN 

KAG\GIT\LPDFKLYLQGLQ*PK 

TAWYWYNQNRDIDQWNRTEPS 

EIMPHIYNYLIFDKPWEK7HKQ 

WGKDSLFNKWCWE\NWLA1CR 

KLKLDPFLTPYTKINSRWINDL 

NVR\PKTIK\TLEENLG1T\IQD\IG 

MGKDFMSNKTPKA\MA\TKAKI 

DKWDLI\KLKSF\CTAKETTIRV 

NR\QPTK.WKKIFTTYSSDKGLIS 

RIYNELKQIYKKKTNNPIKKWA 

KDMNRHFSKEDIYAAKKHMK 

KCST\SLA1REMQIKTTMRYHLT 

PVRMAIIKKSENSRCWR 


14796 


45164 


A 


14882 


136 


420 


RESRNLSRGCESEDPAEPS\RNG 
* EHPLC YLQ* EFLQVLTM LQAE 
GTMHHFRSICQVNRNFLERGH/ 
SPPSPAPPPETHTGSPRPPSGRSR 
IRAYLH 


14797 


45165 


B 


14883 


1 


1197 




14798 


45166 


A 


14884 


3 


538 


GAGTDGGRTPAPRAFPDPLGEA 
RTSAPTGPARPGGSASAARPAA 
VRPAEPAAEETQEQPRAGKRA1 
HEYRYVYVQQRRKTDPQPAVA 
VFGIPADGD* VSRTAYH A HQPL 
AWSGR/E*MCLSMAMWNT*ST 
MKK*ISIRVISRCSGPVHRTN*Q1 
PEPVRAWRFLICRC1CFSPGRWI 
KT 
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SEQ ID 

NO: 


SEQ ID ISO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14799 


45167 


A 


14885 


1208 


2765 


KMAPTWDKMVSSAQMGFNLQ 
ALLEQLSQDELSKFKYL1TTFSL 
A HELQK I PH KEVDKADGKQL V 
EILTTHCDSYWVEMASLQVFEK 
MHRMDLSERAKDEVREAALKS 
FN KRKPLSLGITRKERPPLDVDE 
MLERFKTEAQAFTETK.GNVICL 
GKEVFK.GKKPDKDN RCRYILK 
TKFREMWKSWPGDSKEV/RGY 
G*EIQDADPIQQPQGASRAL\PY 
TVVLYGPAGLGKTTLAQKLML 
DWAEDNLIHKFK.YAFYLSCREL 
SRLGPCSFAELVFRDWPELQDD 
IPH1 L AQARKILFVIDGFDELG A 
APGAL1EDICGDWEKKKPVPVL 
LGSLLNRVPLCIENKLGVGGED 
WGDQLRVYWWNPSKREGGSG 
WSHGSEDANQSLKHLRLSANV 
LLDEG AM LLYKTMTRPK.HFLQ 
M L SPWETTL AQIIMLDW A EETS 
SDKLKYAFYCSCRELSRLCPCN 
FEELVFRDWPELQDDIPHILAQ 
ARKILFVIDGFDPLGGRTLWTL 
TRGHLRELGNRRKRCPSSWGV 


14800 


45168 


A 


14886 


213 


625 


EPGIDTSCLCAGRCSRPGKGRA 
CGGSSPCSWPGQPPAPPAAAAV 
PACPSGGRGAGPIQSGTCCSRS 
ADSRCTSWTAW/WPPGLGAAT 
VQTVMS*TV/WPMPHVPQAGW 
LALGQGAAAAKHPLTSATTRS 
WCLGVGPGPWM 


14801 


45169 


A 


14887 


1 


375 


MCNAQVLEYMGKSSSLLTSDL 
QLVRDALRSLRNSFSGHDPQHH 
TIDSLEQGISSLMERLHVMETQ 
KKQERKPPLVIPRQT/WVWSGP 
PAN SN RP A AEGPDC * KEN * RD A 
LRSLRNSFSGHDPQHHTIDSLEQ 
GISSLMERLHVMETQKKQERKP 
PLVIPRQTGSGVDLQQTPTDLQ 
LRDLTVRRKTNEQKGIASASTK 
RTSTPKPHL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14802 


45170 


A 


14888 


1 


750 


MGELNQGSWRQGHLPLDAAN 
G1AIRVPRRRKDESRKNPTRKPH 
SWKPTKNFEDDVEVMKRSMSI 
RIEDTHSGPSAAGVLEFAGGPL 
QTLFAWVSPAEAAEQQRLLPVP 
/CLWKLCPRGAPARC\RQNSPSK 
LPSGFVYTVRGKLPTQASVVVD 
APPATKLECPRSTSDCCAGSKN 
FKPVDLSLLASVGPRVNLQQES 
SHYGKISVTVAGHCPTHATGRI 
LGKQALRWSPMCSMFIGRALG 
LVPVEGGLLQIA 


14803 


45171 


A 


14889 


81 


164 


VGKQGLEWTPANSSRPAAEGP 
DC* KEN 


14804 


45172 


A 


14890 


1 


674 


MVVYACSPSYLEAEVGGSLSLE 

V E ATNPKN SS 1CKFLDLISEFCK. 

VSGYKISVHKSVALLYTKNDQ 

A ATQ1KNLIPFTTA AKQFK YFG I 

YLTKEEERLKPSRKKITKKHTK 

KRTASLILHAMICSQ1PKQQQNE 

KYQVPQFDQST1KN1ESAKGLD 

VWDSWPLQNADGTPPLVIPRQ 

T/WVWSGPPANSNRPAAEGPDC 

QKEN*QTERNSINIKKKDIHTKT 

PLC1 


14805 


45173 


A 


14891 


619 


931 


YLLMDFPLLHSWLVSLGDKVP 
HEFWRGCPSCSFGPRFWVAGV 
LVL*APKL*LRQVRSAGKRCGQ 
KW» IK*/SDRLCVD*NKAVSDSD 
LKPATSCSLIVTCHSLLGF 
















14807 


45175 


A 


14893 


48 


288 


LCSIKKPEKSLLCW*YPGNRVW 
SGPPAKSNRPAAEGPDC*KEN* 
QTERNSIN 1NKKDIHTKTPSEGH 
QHQRPKTKPGR1 


14808 


45176 


A 


14894 


801 


1157 


QSGPSAAGLLDFAGGPLQTLFA 
RVSPAEAAEQQRLLPFPSSGKL 
RPRGAPARCQPELSCMRC\R*SL 
LGGVSQSGYMGVRDPFEEAAC 
PLSELECSAGRSAALLRMVRQG 
HLGLLKLRP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14809 


45177 


A 


14895 


1 


1891 


MPVWVTVVKSWNTQIGRPGH 

VSALGFELTKNPWPLTYESGDG 

RSLGKPGAVSRRGGRHGPHPQ 

QAECDLPAGRIAGPCERGLERQ 

EKLPPAPQGGAWHLRLSRERFK. 

SED APKIH V ALGG SLFLLNL AF 

L VN VGSGSKGSD AAC WARG A 

VFHYFLLCAFTWMGLEAFHLY 

LLAVRVFNTYFGHYFLKLSLVG 

WGLPALMVIGTGSANSYGLYTI 

RDRENRTS L ELCWFREGTTM Y 

ALYITVHGYFL1TFLFGMVVLA 

LVVWKIFTLSRATAVKERGKN 

RKKVLTLLGLSSLVGVTWGLAI 

FTPLGLSTVYIFALFNSLQAHKQ 

LKDRKVGPHFMQGAVFLEGKF 

WGVDIASFEPQEQFWWTNLGK 

EDEDKSFDMPHS WV EQI EISPEE 

EAMGSAQMVRGVSGPERGSKK 

RPQLT VSTA FETRCPNGK KV1Q 

YKRAKLEKWAPYLNSNGLVSR 

LTTYEDLQCTN1LE1KEWYQNR 

EDMLELKHINKTTDLKTDYFKP 

GHPQALRVHSYKSMQPEMDRV 

IEFYETARVDGLMKREETPRTM 

TEYYQGRPDFLSYRHASFG/RPS 

QE AH SEQCRVKPPA HCAKPAE 

DDV/RKSACFWSRRSASSCATT 

AVRTTSRPPSASSCGAPRWTAK 


14810 


45178 


A 


14897 


1 


425 


HVQQTEISRTVSTGSP1ILSCSVP 
VTLPNGP V L WFKGN/AG PN RKL 
1 YNFKQGN FPR VKEIG DTTKPG 
NTDFSTRIREISLADAGTYYCV 
KF1KGRAIKEYQSGRGTQVFVT 
VSYSSRSQKSEIC1SGLKSRHQQ 
NCSFWRF 


14811 


45179 


A 


14898 


1 


393 


RQGNFPRAK.QIGDTTKPGNTDF 
STRIREISLADVGTYYCVKFIKG 
RAIKEYQ\SGRGTQVFVTEQNP 
RPPKNRPAGRAGSRAHHDAHT 
CLSALPERNSTNYFVQPCCCLR 
LLGLTGFAVKIIQTGKERTSK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14812 


45180 


A 


14899 


1 


753 


MGSSLSPVLYVALPVRQPLLRS 
VVEERSTKMRVGSPGFQAKFRF 
YSQGLSWSARGEEGLVPAFWL 
QPYPRPLNFKAEMTEQKENQT 
YVDGGFRPYIHRRKNLTEGHK 
AEKEMEPWDGFSDESCRTHCQ 
VHD Y AKGHGEVQRERVD EQK 
EHLGGRRQDCQQQHLNRRLHC 
/TVSGEAPSEASGSVRGHGRAH 
GLAGSERHGHDHAAPEHQLLQ 
SVDADHVVPVAWYQFWDDEG 
RG1LSPGDHKPDRRGAALY 


14813 


45181 


A 


14900 


6 


726 


VEG1SRTGIQAEQAPGFTTMP1P 

VSVNPGDVLTLACNMSALSPE 

GPVLWFKSIGPGQQLIFSCNGS 

HFPRVTPVENTMVDQTDYSIILS 

CSVPNTLPNGPVLWFKGTGPNR 

KLIYNFKQGNFPRVKE1GDTTK 

PGNTDFSTRIREISLADAGTYYC 

VKF1KGRAIKEYQSGRGTQVFV 

TGEYVSYTPYPLVYNSVPLWDE 

ASRGRSRQQSLLFCSLHW*YPR 

KQDLEWTSSKLQQTCRRVA 




45182 


- — 


T490l 


760 


978 


KKLLLLLLCGIEWHGFSSDSGS 
GGWVPEG*K*GCEHELLPEDVP 
SCFGWAECWLVRRTLPLFHYV 
ELCYSFHG 


14815 


45183 


B 


14902 


772 


1165 




14816 


45184 


A 


14903 


1 


2133 




14817 


45185 


A 


14904 


1 


1311 


MATTPGRALGSLLPTLLLGLTA 

GQPF1SLTGPSHRTSPGDSVPFN 

CTAVPFNSQDFSRDFNVTWLK 

DSDEHPASAQRLVPDNGGNDFI 

TSKAWVTLTRQDVSSEITCEVT 

HRALAEPLKTTMNLSQATRNP 

DGTY SLEHTWQ AE ATLEEREF 

ACWVVHDEQPPLKANVTLQAQ 

VRRQGKGQSVQPYKLQGPLQR 

SEPGTRIRLTYASSGFSTHQVTV 

TWLKNKHELPNPQTSVQYSGH 

TYNVTSSVLVPLMDDDVFSHV 

VCHVEHKLTWFFQKTTGLDQY 

L/QG/DP*QLCGGHLTLPSSPRAP 

PQLPGLQHP/VVFHSQVLLFSCL 

VAVTCLVQRFYPQNVHLAWLE 

DCHTLKGTEQPTLKKNNDRSY 

TLEKLLLVNASVQGPERVLTC 

MMEHEGQPPKRANLVLSTAAH 

TAYKPIGSTESIMVTM11TI SQM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14818 


45186 


A 


14905 


3 


341 


RRATRPGN*GGRHNAGRSSARL 

ETGRPAMAPQGRPRPLGCRTPQ 

HPGHWPSAPGLLPPAPGPVAG 

MTQAQRWCPEPDAHFLQYTLY 

FVRHIPQLPKQTPHHYIATRLPC 

ATQ 


14819 


45187 


A 


14906 


154 


679 


GVCCPLLGGVSS*ATWGSGTT* 
GGNTHLI 


14820 


45188 


B 


14907 


1 


2554 




14821 


45189 


A 


14908 


387 


826 


ARAACLPRGSARGTAGAGEEPP 
DPAPLHLRGEGPAP/HRPRSPRG 
MGWPAAPSTRSPPST*RRCPLPP 
RPRWSP*SHPGPRASARRLP*LS 
* RASRSSEA PSPGSLGSV AGQD 
CSRTGTGFSPPAFPSDGQQTPPP 
APSSVPTLNSLG 


14822 


45190 


A 


14909 


86 


2223 


GQEPQVREQKACHHLGSSPPPS 

WEL*EQRPAGP*N**PSTLTTGT 

GSTTT*QIRMKVN*MGN/DSPQ 

GKNTPKMYSGEFSPVRVHVPFS 

LSDLKQIK1DLGKFSDDPDGYID 

VLQGEDILAKAGAIRHLNIGEG 

TH VCCPLLEEG INPEV WATEGK 

YGRAKNAHP1QVKLKDSASFPY 

QRQYPLRPEAQQGLQKIVKDL 

KAQGLVKPCSSPCNTPILGVQK 

PNGQWRLVQDLRjINEAIVPLY 

PAVPNPYTPLSQ1LEEAEWFTVL 

DLRDAFFC1PVHPDSQFLFAFED 

PLNPMSQLTWTVLPQGFRDSPY 

LFGQALAQDLSQFSYLDTHVL 

WYMDDLLLAARSETLCHQATQ 

ALLNFLATCGYKVSKPKAQLC 

LQQVKHLRLKLSKGTRALSEER 

IQPISAYPHPKTLKQLRMFLGIT 

GFCQI WINRYG KI ARPL YTL IKE 

TQKANTHLVRRTSLQPVAYLS 

KETGTSLQPVAYLSKEIDVVAK 

RWPHCLRVVAAIAVLVSKAVK 

MIQGRALTVWTSHDVNSILTAK 

GDLWLSDNHNEEKIEHNWQQV 

IAQTYAAQGDLLEVPLTDPDLN 

LYTDGSSFVEKGLRKAAYAVFS 

DNG1LESNPLTPGTSTQLAELIA 

VTQALELEGKREPENPADNASY 

SCEPLEDLRLLFRRQP1EAVKLQ 

MVLQMEPQMQSMTKIYRGPLD 

WPASPCSNVDDIEGTPPKE1STA 
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SEQ ID 

NO: 


SEQ ID MO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14823 


45191 


A 


14910 


929 


1324 


RRYQVQRPSEGTLVYLFWPV*/ 

PVVGVDPWLPTGPDWSLLVPIP 

PPRARTPRWA*A*MKGCRRSAT 

A*WCMC*SCRVPCPSCTPMFHS 

PCSAMTAVTPSLARP*THGSPP 

KAQGAPQGVKGPSSGLEAPPW 

A 
















14825 


45193 


A 


14912 


220 


249 


P*N**PSTLTTGTGSTTT*QIRM 
KVN*MGN/DSPQGKNTPKMYS 
GEFSPVRVHVPFSLSDLKQIKID 
LGKFSDDPDGYIDVLQ 


14826 


45194 


A 


14913 


1 


163 


E P EN P ADN A S Y SC EPLEDLRL L 
FRRQP1EAVKLQMVLQMEPQM 
QSMTKIYRGPLDWPASPCS*DF 
LGRGAFNVIN1GAWASRPVQGS 
AVDLSHGLHLGLHLKNHL 




45~!95 


— 


14914 





— 




14828 


45196 


A 


14915 


2498 


2788 




14829 


45197 


A 


14916 


112 


333 




14830 


45198 


A 


14917 


329 


1666 




14831 


45199 


A 


14918 


1 


756 




14832 


45200 


A 


14919 


1256 


1651 


RRYQVQRPSEGTLVYLFWPV*/ 

PVVGVDPWLPTGPDWSLLVPIP 

PPR ARTPRWA* A*MKGCRRSAT 

A*WCMC*SCRVPCPSCTPMFHS 

PCSAMTAVTPSLARP*THGSPP 

KAQGAPQGVKGPSSGLEAPPW 

A 


14833 


45201 


A 


14920 


1 


987 


MLVLGYNRKNTEGTQKQKGT 
NASDFHFLSQVLEQVVSPKGSK 
EAQCCVLRHLGCESSESAPGIPP 
N LG IQLLTWA VMWDPFPTTLA 
RAPSLALELMTQYFNNWNWV 
YNN1TDQGESKMSKLKGKERR 
QREGERRERKREREKRERESQR 
KERKREKKGKKREREKDRSDL 
KQIKIDLGKFSDTPDGYIDVLQ 
GLGQPYYLTWRDIMLLLDQTL 
TPNERSAAITAVREFGDLWYLS 
QVNDRKITEEREQFPTGQQAVP 
SVDPHWDTESEHGDWCHRYLL 
TDVLEGLRKTRKKP\IN*SMISTI 
TQGKEENPTAFLERLREALRKH 


14g34 


45202 


— 


14921 


473 


1015 




14835 


45203 


A 


14922 


3 


937 




14836 


45204 


A 


14923 


530 


612 


LQAKVFFLLRWPAILRG*NYGP 
RGVPH 


14837 


45205 


A 


14924 


101 


430 





1877 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14838 


45206 


A 


14925 


1 


1587 


MAALTLRGVRELLKRVDLATV 

PRRHRYKKKWAATEPICFPAVR 

LALQNFDMTYSVQFGDLWPSIR 

VSLLSEQK YG AL VNNFAA WDH 

PGDIVLDLCAAPGGKTLALLQT 

GCCLTWSRKRCAALSMFSRPA 

RCLCRARTTAPRAVRRPDQRR 

ATAAATKQQARATPEAPGSAA 

HSSYCTMIPSACCCLPRQLKPPH 

AQPARSAAKPGLDQPGSHARL 

RGRGGEARQSLEAIRGGPSGIA 

PSDIPLPAKPSRRVIAQTYAARG 

NLLEVPLTDPDLNLY1DGSSFVE 

KRLRKAGIKAVKLQIVLQMEPQ 

MQPMTKIYCGPLDQPASPRSNV 

DDIEGTNASDFPFLSQVLEQVV 

SPKGSKEAQCCVLRPLGCESNL 

KQIKIDLGKFSDTPDGYIDVLQ 

GLGQPYYLTWRD1MLLLDQTL 

TPNERSAAITAVREFGDLWYLS 

QVNDRKITEEREQFPTGQQAVP 

SVDPHWDTESEHGDWCHRYLL 

TDVLEGLRKTRKKPMN * SMI STI 

TQGKEENPTAFLERLREALRKH 


14839 


45207 


B 


14926 


1 


939 




14840 


45208 


A 


14927 


1 


43 1 7 


MQSMTKMYCGPLDQPASPCSN 

VDDIEVK.LEIMLLTERDDGKEV 

LDVGEERRYEIEEYDSKWTRK 

YNCLAVLRVHSGSQ1TTMKLIL 

WYLVVALWCFFKDGK.IAASRS 

GGFSYGSSSSGDLDRKKPLFSL 

EFG SPG ETEDK.SRQRQDAG SPK 

SEDTPAGGFFNSSSSSGDSDRTK 

PFFSLGLGAPGKAEDKSGDSQD 

AGGSKSEDTPPGGFFYGSSSSG 

DSDKKKPLFSFEFGATGEDEDK 

SRERWDAGNSRSEDS 


14841 


45209 


B 


14928 


110 


269 




14842 


45210 


A 


14929 


1 


561 


EVFPACSQLVYWGKP1TIYPLCE 

NNVYMLSPNASVCLYSP\LAEQ 

FSHQFPSHDLPSVLAKFSLPVSL 

SEFRNPLAPAVQETQLIQMVV 

WM LQRRLLIQLHTW VCLMASP 

SEEEPRPREDDVPFTARVGGRS 

LSTPNALSFGSPTSSDDMTLTSP 

SMDNSSAELLPSGDSPLNQRMT 

ENLLASLSEH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop cudon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14843 


45211 


A 


14930 


1891 


2522 


GLSNQNQQPGRCIPDAHPVQDL 
VQDLVHTWCRVPCTSYVPCV* 
VPGAYLVHTRCIPGAGPGAYPV 
HTWCRTWCIPGAGFPAL/RPYH 
ALLLLSDEKSLLGELPIDCSPAL 
VRVIKTTSAVKNLQQLAQDAD 
LALLQAMGSAVA\LVMWAWP 
RATGPLKYCLRVGAGGACGWR 
PRLVAVSRALLLVWRCGSPWG 
PALAWQKSPEYSTKVLEKQ 


14844 


45212 


C 


14931 


113 


274 




14845 


45213 


A 


14932 




1634 


ME1PAVILTVAPILHLTSCGFPV 

TGDGLKQAEGKCAPEEWNPTK 

FIKLTDNQACFACGLWPLSEIQ 

RRTSRTVTIISR1SALREKGNGR 

KPTSI SG S VNEM RQ VLVKDQ VS 

MPRVLPTI1FVPDEAGFSAGAV 

WPCAAPLWGSSWTPLKVENCS 

FYIRLSFAISVGGDELKIAKLVS 

AFPERAYDLVGHQHQRPKVDK 

TTKMGRNQSRKAENSKNQNMS 

SPPKEHNSSPAREQNWMENEF 

DELREVGFRRSV1TNFSELKEH 

VLTHHKEAKNLEKRLDEWLTR 

INSVEKSLNDLMELKTTLRELR 

E A Y 1 SFNSQFDQA EERVSVIEDQ 

ISE1KQEVKFREKRVKRNEQSL 

QEIWDYVKRP\NLRLIGIPESDE 

ENGTKLENTLQDI I QENFPNI AR 

QANIQ1/QGKLQRTPTKVASSRT 

ATPRHIISVGSPKLNMKAEKILR 

A AQRERSG LPTKGKPFRLTAAD 

LSAETSTSQKTEWGPIFNILKEK 

NF\QPR\ISYPAK\LSFISEGEIKYF 

TDQ AKCLRDFWTTRAFSCLP* K 

STRPALKELLKGST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14846 


45214 


A 


14933 


1 


1429 


MVLAAGDPVEKGITWARENAG 
IYISCTMMKLSMIPIGDQSYRNL 
IPLKFVACIL1EGNAKCWPLPEF 
DPSQI RLI V YQDCERRGRNVLF 
DSSVKRRNEDISVSRIKYLGIQL 
TRDVKDLFKENYKPLLNEIKED 
TNKWKNIPCSWIERINIVKIAILP 
KKLGSDAQVKVFGKCCQLKPG 
GDSSSSLDSSVTSSSDIKDQCLK 
YQRTVDLSAQLSSSGKGQTTSS 
SGSLTPMTPHWE1PPSGGQQTS 
HTGELRLASGRGSSGMKLPEEG 
TDRNLCCSAASSGDTQANRDW 
SGPPANTSRPAAEGPDCDRENG 
TKLENTLKDIIHENFPNIARQAN 
IKIQEIQRTQQRYCSRRATPRHII 
VRFTKVEMKEKMLRAAGEKH 

UA/TUVr.VCIDF T\/r^T CACTI C\ A 

RREWG\PIFNVLKEKNFQLR1SY 
PAKLSFISEGEMKSFPEKQMLR 
DFVTIRLALQELLKEALNMARE 
/NR*QPLQKHM 


14847 


45215 


A 


14934 


2320 


2811 


ESKLTRGVKDLFRENYKPLLNE 
IKRG HKQMEEHSMLMGRKNQ 
YREKWPYLPKVNL*IQCHPHQA 

1 IN JJC r H KlOJVlS. LJL iul PwK C 

NYTTRLQ*PKQHRY WYQNRDI 

T^rYU/MPTPACFTA4PtnVTIT TI WT 
"MI T>1^TC\4r , nDITD 

INLKJv 1 bJVIUiiKi ir 













— 




14849 


45217 


A 


14936 


769 


828 




14850 


45218 


B 


14937 




669 




14851 


45219 


A 


14938 




807 




14852 


45220 


B 


14939 




212 




14853 


45221 


A 


14940 


235 


837 


QQAHKTPQRRHSAFTEYVRNN 

RLPETVIRVKQPALAIFSPDIAPL 

FVHFRADDDVTARVIHAIIMIF 

WCDRVEKRVSDAVACFTLESEI 

AE VGVLCRTHIRQ* RQVTPARM 

*ALSRILHACRSEDVRHNRPPYP 

VIRVK.QPA\RRDLAPT*PHCSSIS 

AQTITSLPGCMREVT/ELRPEFF 

K*RKTVLRPTPIMRARAERRCK 


14854 


45222 


C 


14941 


1 


1755 




14855 


45223 


A 


14942 


1 


747 




14856 


45224 


B 


14943 


1 


2466 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14857 


45225 


A 


14944 






LNLVLFQQRAELM1S*PQ*FSRA 
LLVIFPLLQTELQQLFFLLHVNP 
AAVEAPPSVPIGLYSENVRNNR 
LPETVIRVKQPALARFSPDIAPL 
FVHFRADDDVTARRVEKRCK 


14858 


45226 


B 


14945 


1 


1794 




14859 


45227 


A 


14946 


1183 


1899 


LNRRDSYVEYLADKVADREED 

AEEYLEAIMEARVTVAGMGLV 

MEVQDYFDGEADRLAKAWLA 

EYTPQIKSLKDERKEAYRQIVE 

MSTEPQDVDLVRPANKFEMTR 

V REG E KE ADLPV WKHHL/S V * R 

KRELSGSVEPLGNQVFEIETKRE 

NS*EL* * 1CSLKDERKE A YRQIVE 

MSTEPQDVDLVRPANKFEMTR 

VREGEKEADLPVWKHHLLCDE 

SGN YPALLN H WETRFLRSKPN 

VKIHRSSDKSPTYFVFFISQYDL 

PAFYPINGHFLVERVVKVRIVF1 

EEFADHHHLAIFQFNNRLQRHA 

FVVTLANVTNQPFSVVVVVNL 


14860 


45228 


B 


14947 




3099 




14861 


45229 


A 


14948 


1174 


1545 




14862 


45230 


A 


14949 


1 


945 




14863 


45231 


A 


14950 


62 


576 




14864 


45232 


A 


14951 


1 


1642 


MLANIGFYNSNVIHRSKGAIGE 

GPPDPRG1VEQNLGGD1S1PCYN 

GPRPRRSAQKTTLGPLNQPR1PS 

AQCAGAFPRVAAAGAGGGGG 

GGSGGSGFCLGWRLRRRRQRR 

RRWRRGEGEGDGDAGHMRPR 

PAGRAEARRRRRLRGNPPPGAR 

LPNREGNGSGVSWAAEVSGDG 

RGARTEAARTRRRPGGADNYP 

GAVPPVQLLTGWCVTAKAPPDI 

SA I S ALTA VKHGNCSSLTPLLNP 

PGSDVIVCAEMDEQWGYVGAK 

SRQRWLFYAYDSLRKTVVAHV 

FGERTMATLGRLMSLLSPFDVV 

IWMTDGWPLYESRLKGKLHVI 

SKRYTQRJERHNLNLRQH LARL 

GRKSLSFSKSVELHDKEELAAL 

FSELKQEQKKVDELIAKLVKNR 

TRIVNESDVFSWVIRREFQELR 

HPVDEEKARCLEGIGGHTRGLV 

ASLDMQLEQAQGTRERLAQAE\ 

LCWNSSEMRTTMSSSGSSTPWP 

PVSRRRPWTERRLGSVRGDRLR 

ERSRPAVNRTPRMSRVPSGAPR 

GTPSRRWWMMKCWDHQMRG 

LVEEEVG 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14865 


45233 


A 


14952 


1 


1513 


MIIALQKESLMSLQAQLDKALQ 

KEKHYLQTTITKEAYDALSRKS 

AACQDDLTQALEKRTGRDWNP 

PPFRTQQRGSKSLTA1RPLCLFR 

KLNHVTSETKSLQQSLTQTQEK 

KAQLEEEIIAYEERMKKLNTEL 

RKLRGFHQESELEV1LYEEEMG 

NHNENTGEKLHLAQEQLALAG 

DKITSLERSLNLYRDKYQSSLS 

MELLECQVKMLQGELGGIMG 

QLSKTSSDLSKM/RCY/TTW*M 

WTKLQF1HS1 LTS V1FHLLSFSSM 

GSI*KWIMALSGSSFLLDAHYIS 

QFGPRQLPSVCAEPEKEKATDG 

VVRNGKSTAGHQRYLCSHCRK 

TWQLQFTYTASQPAGQ*RHRL 

RGVMDEQWGYVGAKSRQRWLF 

YA YDSLRKTV V AHHREQG S 1 K 

CKLEEDLQEATKLLEDKREQLK 

KSK.EHEKLMEGELEALRQEFK. 

KKDKTLKENSRKLEEENENLR 

AELQCCSTQLESSLNKYNTSQQ 

VIQDLNKSPMEIRI'QLYIFTPDQ 


14866 


45234 


A 


14953 


125 


363 


IN VS VWSQPFPGG * QPEKGLKE 
HPADARPGSC\PPAGRPVQGRA 
EVASAAPPRGSSPAAAPGQSHP 
PSCLRAPLYWSFSR 














TCSTRRRKNDLSVKYVSVWSQ 
PFPGG*QPEKGLKEHPADARPG 
SC\PPAGRPVQGRAEVASAAPP 
RGSSPAAAPGQSMPPSCLRAPL 
YWSFSS 


14868 


45236 


A 


14955 


225 


407 


LRGMVTFSPFSSILNGQFEPNSG 
CPL/CPVCWVCLREPGDPEKLG 
EFLQKDNISVHYFCLVS 


14869 


45237 


A 


14956 


484 


722 


NTCRCGHNRSPEVNSRRGGLRS 
1PRMPDAGSCS/PPAGRPSAGPG 
RRSPPPLLPRGSSPAAAPGQSHP 
PSSSQGAAVLEL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14870 


45238 


A 


14957 


434 


1790 


GNFFRKTISACIISVLSYLVSCLR 

GASPTEASMDFCLKTSKREAAR 

ASRKICFVCK.K.KGAAINCQKDQ 

CLRNFHLPCGQERGLPFTIFWR 

VQIIL*QTSP/EHRTSNMGHVGE 

ESCILCCEDLSPTECLRTFQSPC 

CSQAIYHRKCIQ/TNMPTHQSK 

HFFKCPQCNNRKEFPQEM/REN 

GNS YSRQRCCLGTR A RGFLRLI 

SALSAL*CPHLVCMNKAETALR 

MKGGGASFCVLHADPTEPTGT 

APLLDLTVRNGSVRSVHL/PAA 

TDY1PENSGDIPCCSSTFHPEEHF 

CRDNTLEENPGLSWTDWPEPSL 

LEKPESSRGRRS/VLLEVQGCQ 

NH*QLQKIQVTPSE*LLVPHNR 

V*TCAPPSGLGREHSGTVRQGS 

RASSETMS/LSKEKSQWSMRRE 

QSRCQQGNAFMATRVPLLSPPL 

LPPRILPP*SCFHMPLLTSPMFV 

VMQ1KVFSPKKKKK 




^240 


^ — i 





^ 


3~P 


















14873 


45241 


A 


14960 


214 


722 


TARELPGRVLKEMYIQQK*EGA 
ALGRPTRPGRQGQRVRRAECR 
RLFRGVLRPCNRC 


14874 


45242 


B 


14961 


1 


951 
















QSCGQRLPTVLR/PLRTPWILPM 
YPQPLPAGGPTPCLRSRPY1NITI 
LKGDKGDPGPMGLPGYMGRE 
GPQGEPGP*GSKGDKGEMGRP 
RRPVP 


14876 


45244 


A 


14963 


748 


1055 


DRKQTSPGDAYHTIPGSLSSSSD 
HVLSEPD*GEGSHL** S VQHDD 
VPPTA* * RLQY\RAVVLFPTATL 
PAILIM*GMRCPLVPRNCSRTW 
TAQ1RAYIEVQQT 
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SEQID 
NO: 


SEQJDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14877 


45245 


A 


14964 




832 


MPHVCAQRRLPVAAVLPPDGA 

QNCILLAGLSAGTFCHHGGVHI 

LLSNPVATSLLVAIDRVGQIPIPP 

PPPPALPYDCCCPPPSRHTEDRE 

HVPIPLHWKLMVNRWFLPVPT 

EW1ATLSNSSRSSRTCSMQGLSF 

LDSQVHLKAMIEDLRGNVSKES 

SPCLADNADVGQFPMEGGQKD 

PKQRI I PFCQG VTNLSGPHG PGA 

VCGGSHYQKQESSEISLSVGQV 

WTSSRRMSQVGGSSHCRGARL 

GPCNVPRRPDGVQDEFSLQPEE 

DAG*QTSVDPMVLEQY V V V A/ 

NYQKQESSEISLSVGQ/VVDIIE 

KNESGWWFV/STAEEQGWVPA 

TCLEGQMGCRMSFLCSLKKML 

DWIQRRVSL 


14878 


45246 




14965 


1 


346 




14879 


45247 


A 


14966 


157 


413 


ALVCS/SSLAIREMQIKTTMRYH 
LTPVRMAIIKKSGNNRCWRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPA1PLL 


14880 


45248 


A 


14967 


1930 


5781 


R A KSPAN 1 1 MTG SN SH 1 TILTLN 
VNGLNSPIKRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQKKAGVAILVS 
DKTDFKPTKIKRDKEGHYMMV 
KGS1QQEELTILNMYAPNTGAP 
RFIKQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELNSALHQADL1DIYRTLHPKST 
EYTFFSAPHHSYSKIDHILGSEA 
LLSKCKRTE11TNYLSDHSAIKL 
ELR1KNLTQSR 


14881 


45249 


A 


14968 


] 


2235 




14882 


45250 


A 


14969 


1 


2148 




14883 


45251 


A 


14970 


1 


1821 




14884 


45252 


A 


14971 




1248 




14885 


45253 


B 


14972 


4 


2121 




14886 


45254 


A 


14973 


1 


1137 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14887 


45255 


A 


14974 




1240 


MNIDAKILNKILANRIQQHIKKL 

IHHDQVGF1PGMQGWFN1CKSI 

NVIQHINRAKDKNHM1ISIDAEK 

AFDKIQQPFMLKTLNKLGIDGM 

YFKIIRAIYDKPTAN1ILNGQKLE 

AFPLKTGTRQGCPLSPLLFS1VL 

EVLARAIRQEKEIKGIQLGKKE 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRLKYLGIQLTRDVKDLFKE 

NYKPLLKE1KEDTNKWKNIPCS 

WVGRINIMK.MAILPKV1YRFNA 

1 PI KLPMPFFTELEKTTLKFI WNE 

KRAR1AKSIPSQKNKAGGITLPD 

FKLYYKATVTKTAWYWYQNR 

DIDQWNRTEPSEITPHIYNYLTF 

DKPEKNKQIQKAF1LH\KEPWV 

MWNMGTNVR 


14888 


45256 


A 


14975 




2241 




14889 


45257 


A 

— 


14976 


1 


2802 


MYGTGY RDVAGKWA 1 DPDSK 

REFLDVTQEG1QGCDFSGTCRQ 

TLSILTQPLRQWGLEGIKKPNS 

WI ISEESVSNGGPPLLIPRQTAS 

GVDLQQTPTDLQLRVLTVRRK 

TNKQKGIASTSTKRTSTPKPHL 

YVT1IKDQSYIKPQRWGKNIAE 

KLK1LK.1RVALSLQRNAAPHQQ 

WNKAGRRMSLMSSQKKASEV1 

ESQMNE1KGEEKFREKRVKRNE 

QSLQEIWDYVKRPDLRLIGVPD 

SDGENGTRLENTLQDI 


14890 


45258 




14977 




2739 




14891 


45259 


A 


14978 




2478 




14892 


45260 


A 


14979 


590 


727 




14893 


45261 


A 


14980 




3255 




14894 


45262 


A 


14981 




3810 




14895 


45263 


B 


14982 




3127 




14896 


45264 


A 


14983 




3325 




14897 


45265 


B 


14984 




1734 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/549,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14898 


45266 


A 


14985 


1 


2067 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLHL1GVPETDGENGTKLEN 

TLQDIIQENFPNLARQANVQIQE 

IQRTPQRYSSRRATPRHIIVRFT 

KVEMKEKMLRAAREKE1QTTIR 

EYYKHLHANKLENLEEMDKFL 

DTYTLPRLNQEKVESLNRPITG 

AEIVA1IN/SLPTKKSPGPDGFTA 

EFYQRGULPNSFYEASIILIPKLG 

RDTAKKENFRPISLMNIDAKILN 

KILAKRIQQHIKKLIHHDQVGFI 

PGMQGWFN1RKSINVIQHVNRT 

KDKNHMIISIDEEKAFDKIQQPF 

M LKTLNKLG1DGMYF1 IIRA 1 YD 

KPTAHIILNGKKLEAFPLKTGM 

RQGCPLSPLLFNIVFKVLARAIR 

QEKE1 K.GIQLGKEEFK.LSLFADD 

M1VYLENPIVSAQNLLKL1SNFS 

KVSGYK1NVQKSQTFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKN1PCSWVGR1NIVK 

MAILPKVIYRFNAIPIKVPMTFF 

TELEKTTLKF1WNQKRACIAKSI 

LSQKNKAGG1TLPDFKLYYKAT 

VTKTAWYWYQNRD1DQWNRT 

EPSE1TPH1YNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKD 


14899 


45267 


A 


14986 


1 


1293 




14900 


45268 


A 


14987 


1 


3229 




14901 


45269 


A 


14988 


1 


3352 




14902 


45270 


A 


14989 




1419 





1886 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14903 


45271 


A 


14990 


1 


1716 


M K A EIKMFFETN ENKDTTYQN 

LWDTFKAVCRGKFIALNAHNR 

KQERSKIDTLTSQLK.ELEKQEQ 

TYSKASRRQEITK1RAELKE1ET 

QKTLQKINESRSWFFERINKIDR 

PL ARLIKKKRQKNQMDTIKN D 

KGD1TTDPTEIQTTVREYYKHL 

YTNKLENLEEMDK.FLDTYTLPR 

LNQEEVESLNRPITGAEIVAIINS 

LPTKKSPGPDGFTAE F YQRYKE 

ELPGRDTTKEENFRP1SLMNIDA 

K 1 LNKILANQ 1QQH1KKII HHDQ 

VGFIPGMQGWFNIRKSINVIQHI 

NRAKDKNHM1MSIDAEKAFDKI 

QQPFMLKTLNKLVLEVLARAIR 

REKEIKGIQLGKEEVKLSLFAD 

HM1VYLENPIVSAQNLLKLISNF 

SKVSGYKINVQKSQAFLYTNNR 

QTESQIMSEL PFTI A S K RI K YLG I 

QLTRDVKDLFRENYKPLLKEIK 

EDTNKWKN 1 PCS WVGRIMVKV 

A1LPKVIYSFNAIPIKIPMPFFTEL 

EKTTLKFIWNQKRARIAKSILSQ 

KNKAGAITLPDFKLYYKPTVTK 

TAWYSYQNRDMDQWNRTEPSE 

1TPH1YNYI.1F 


14904 


45272 


A 


14991 


1 


702 





1887 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14905 


45273 


A 


14992 


473 


2385 


HSFLSFIVLMYLTMDLTRSQKH 

GWASSPSHGTSPWPVRLRTSLA 

KPCKWQVSLCWWLSASPGSSF 

SLVRSSLLIIVPHAESVSRRPSLL 

SRVG LFP ARY* HRV WQ RSPSPQ 

TRDHLIKRNPSQDV*RRQQPRG 

TRVSN\KCSLHTSALGIGRQPSC 

DATL*GQQGLP/VK*KRQQPAP/ 

MSQQQTGAALEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENPTVSAQNLLKLISNFSK 

VSGYKIN VQKSQAFL YTNNRQ 

TESQIMSELPFTIASKRITYLGIQ 

LTRDAKDLFKENYKPLLKEIK.E 

DTNKWKNIPCSWVGRTNIVKM 

AILPKEPGWARSLVFGARGLQG 

QGRCGQSRGGGGSCLGGGGST 

ENWQHREPSARKTGSTENRRH 

REPAAPRTGSTENQHREPAAPR 

TGTEN RHREPS ARKTG STENRR 

H REP A A PRTG STEN Q H REP A AP 

RTGTENRHQEPAAPRTGGTENR 

QHREPAAPRTGTENRQHREPAP 

RTG STEN RQHREPAPRTG STEN 

RQH RESAAPRTGSTENRHQEPA 

APRTGTENRHREPSAPRTVGTE 

NRRHRELVAPRTGGTENRPREP 

PAGTRPRHTPMRGGSEGALFH 

QRRFLEPTPDREQLEGIRYPPVA 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14906 


45274 


A 


14993 


687 


2274 


LRDCKRINQH P VKTDQS A FCK 

M/API/MQDVVLEVLARA1RQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENP1VSAQNLLKL1SNFSKV 

SGYKINAQKSQAFLYTNNRQTE 

SQIMSELPFTIASKRIKYLG1QLT 

RDVKDLFKENYKPLLKEITEDT 

N KWKNIPCSWVGRINI VKMAI L 

PK.VIYRFNAIP11CLPMTFFTELE 

KTTLK.FIWNQKRARMAKSILSQ 

KNKAGG1TLPDFKLYYKATVT 

KTAWYWYQNRDVDQWNRTEP 

SEITPHI YN YLIFDKPDKN ICQ W 

GKDSLFNKWGWENWLAICRKL 

KLDPFLTPYTRINSRWIKDLNV 

RPKTJKTLEENLDITIQDIGMGK 

DFM SKTPKAM ATKAKIDKWDL 

1KLKSFC1AKETT1RVNRQPTKW 

EKIFATYSPDKGL1SR1YNELKQI 

YKKKTNNP1KKWAKDMNRHFS 

KEDIYAAK.KHMKRCSSSLAIRE 

1QIKTTMRY11LTPVRMAIIKKSG 

NN/R/CF*WQKPGPSG*ALRSWK 

ED1AGTSYVGMNQCQMRKNTK 

TLI 


14907 


45275 


A 


14994 


1 


3189 




14908 


45276 


A 


14995 


1 


3351 


MGKKQNRKTGNSKMQSASPPP 
KERSSSPATDQSWMENDFDEL 
REEGFRRSNYSELRED1QTKGK 
EVENFEKNLEECITR1TNTEKCL 
KELM ELKTKARELREECRSLRS 
RCDQLEERVSAMEDEMNEMK 
QEGKIKRDKEGHYIMVKGSIQQ 
EELT1LN1YAPNTGAPRFIKQVL 
SDLQRDLDSHTLIMGDFNTSLL 
TLDRSMRQKVNKDTQELNSSL 
HQADLID1YRTLHPKSIEYTFFS 
APHHTYSKIDHIVGS 




45277 


— 


14996 




3192 




Q 


45278 


— 


T4997 




2742 




]49]1 


45279 


B 


14998 




2313 




14912 


45280 


A 


14999 




1542 




14913 


45281 


A 


15000 




3300 




14914 


45282 


A 


15001 




1824 




14915 


45283 


A 


15002 




2982 





1889 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14916 


45284 


A 


15003 




2375 


MSGFLISPKHKHGTNSGIVSWA 

DVQSQLRHIEAAFDQEAAAVL 

MARLGVFRAESEEGPDVLRWL 

DRQLIRLHSLLTTLDIVPAGKGE 

VVKGPMS1SQQAKGCQKFGQY 

NKEDPTSFRLSDSFSL Y PQFMF 

HLRRSPFLQVFNNSPDESSYYR 

HHF ARQDLTQSLI MIQPIL Y S Y S 

FHGPPEPVLLDSSS1LADRILLM 

DTFFQIVIYLGET1AQWRKAGY 

QDMPEYENFKHLLQAPLDDAQ 

EILQARFPMPRYINTEHGGSQK 

KREKNQ I D A1K.NDK.G D1TTEPTE 

1QTTIREYYKHLYANKLESLEE 

MNKFLDTYTLPRLNQEEVESLN 

RQ1TGSEIEAIINSLPTKKSPGPD 

RFTAKFYQRTNDQKHMNSIDA 

EKAFDKIQQPFMLKTLNKLGID 

GTYFKIIRAIYDKPTANIILNGQ 

KLE A FPLKTGTRQGCPL SLLLF 

NIMLEVLARAIRQEKEIKGIQFG 

KEEVKLSLFADDMIVYLENPIV 

LAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTSNRQTESQIMSEL 

PFTIASKR1KYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGR1N1VKMA1LPKV1YRF 

NA1P1KLSMTFFTELEKTTLEF1 

WNQKRARITKS1LSQKNKAEG1 

TLPDFKLQYK.ATVTKTAWYSY 

QNRD1DQWNRTEPSE1VPCIYN 

YLIFDKPDKNKKWGKDSLFNK 


14917 


45285 


A 


15004 


1 


1428 




14918 


45286 


A 


15005 


2 


1975 





1890 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14919 


45287 


A 


15006 




3891 


MKPEIKMFFETNENKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSK1NTLTSQFKELEKQEQT 

NSKASRRQEITKIRAELK.EIETQ 

KPLQKINESRSWFFEKINK.IDRP 

LARL1KKKREKNQIDAIKNDKG 

D I TTDPTEI QTT I RE Y YKHL Y AN 

KLENLEEMDKFLDMYTLPRLN 

QEEVESLNRPITGSE1EA1INSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VSFLLKLFQSIKKEGILLNLFYE 

DS 1 ILKPKPG RDTTKKEN F RP 1 S L 

MNIDAKIL1KILANR1QQHIKKLI 

HHDQVGF1PGMQGWFNIRKSIN 

VIQH1NRTKDKNHMIISIDAEKA 

FDK1QQPFMLKTLNKLGIHGTY 

LKI1RA 1 YDKPTANI 1 LNGQKLK 

AFPLKTGTRQGCPLSPLVFNIVL 

EVLAWAIRQEKEIKGIQLGKEE 

VKLSLFADDMTVYLENPIISAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNGQTESL1MSELPFTI 

ASKRJKYLGIQLTRDVKDLFKE 

NYKPLLNEIKED\TNKWKNIPCS 

WVGR1NIVKMAILPKVIYRFNAI 

PIKLPMTFFTDLEKTTLNFIWNQ 

KRAR1TKSILSQKNKAGGITLPD 

FKLYYTATVTKTAWYWYQNS 

MVLVPKQRYRSMEQNRALRN 

NAACLQLSDL 


14920 


45288 


A 


15007 


1 


4215 


MHSCLPDATGEGELYNSLGSLT 

WSFLSMIGVLLWVDFSGDSIDL 

CSPLWNRTNLEALQKKLEELEL 

DEQQRKRLEAFLTQKQKVGEL 

KDDDFEKISELGAGNGGVVFK 

VSHKPSGLVMARKLIHLEIKPAI 

RNQ1IRELQVLHECNSPYIVGFY 

GAFYSDGE1SICMEHMVLLQER 

PCPGFL WMEN SDYGLLLPLDL L 

LCLSFSFSKVLSDLVSD1LIHGM 

KARNRSIHGDVVVVELLPKNE 

WKGRTV A LCENDC 


14921 


45289 


A 


15008 


1 


2823 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14922 


45290 


A 


15009 




3253 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQGDLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIV 
GSKALLSKWKRTE1ITNYLSDH 
S A I KL EL Rl KNLTQS RSTT WKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDT1KNDK 


14923 


45291 


A 


15010 


1 


2816 


MEDEMNEMKREGKFREKR1KR 
NEQSLQE1WDYVKRPNLHLIGV 
PESDVENGTKLENTLQDIIQENF 
PNLARQANVQIQEIQRTPQRYS 
SRRATPRHIIVRFTKVEMKEKM 
LRAAREKGHCNSGKSHRSLWE 
QNKG I FTTCICDD A EDLQSPSTA 
GPWFGVLYTKGGPYPQEDIFSE 
EVHTGPKLRKK1QEYQLTSKWS 
KSDVQVSVERRMAGGNPNQCH 
1GEVLLDGFTAEFYRRYKEELV 
PFLLKLFQSIEKEG 


14924 


45292 


A 


15011 


1 


3347 


MGDFN1PLSTLDRSTRQKVNKD 
TQELNSALHQADLIDSYRTLHP 
KSTE YTFFSAPHHTYSKIDH 1 LG 
SKALLSKCKRTEI1TNYLSDHSA 
IKLELRIKNLTQNCSTTWKLNN 
LLLN D YWVHNEM KAEIKMFFE 
TNEN K DTT YHNL WDAFKA VCR 
GKF1ALNAHKRKQERSK1DTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIRAELKE1ETQKTLQKINESR 
SWVFERINKIDRPLARLTKKKS 
EKNQIDA1KNDK 


14925 


45293 


A 


15012 


1 


3855 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMN EM KRE 

GKFREKR1KRNEQSLQE1WDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAARQKAPH 

HTYSKIDHIVGSKAL 


14926 


45294 


A 


15013 


1 


2559 




14927 


45295 


A 


15014 


1 


2956 





1892 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14928 


45296 


A 


15015 


1 


1853 


MGRNQSRKAENSKNQSASSPP 

KDCSSSPAMEQSWTENDFDELT 

EVGFRRSVITNFSELKEHVETNL 

KEAKHLEKRLDKWLTRIKSVE 

K1LNDLMELKTMAQELHDTCR 

SFNSQFNQVEERVSVIEDQINE 

MNIDGTYLKIIRAIYDKAPPRNII 

LNQQKLEAFPLKTGTRQGCPLS 

PLLFNIVLEVLARAIRQEKEIKGI 

QLGKEE VKLSLFADDM I V YLEN 

PIVSAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMS 

ELPFT1ASKRIKYLG1QLTRDVK 

DLFK EN YKPLLK EIKEDTNK W 

KNIPCSWVGR1NIVKMAILPKVI 

YRFN Al PI KLPMTFFTELEKTTL 

KFIWNQKRARIAKSILSQKNKS 

GGITLPDFKLYYKATVTKTA/W 

L/YHTPLSCLPP* WNRTEPSEIIP 

HIMAVAQIQQVKLLLLQGQHA 

SSRLQPTSSTKCGGWTASSASP 

RSMGLSSWKGNLASAIHYFPCK 

PLTLPSRISTSSSSWGCRQAHAV 

LE VL R WPPG LG WPG WHHLTLL 

H VPP V RJ TKSNG PRACTRAS A S 

HARHHQYNQEPSLSPLHSPLPP 

PEQVLVSTAERTEDRSYHRTLC 

RHSPYFKNEAADLRGEGYSS 


14929 


45297 


B 


15016 


1 


3276 




14930 


45298 


A 


15017 


1 


2274 




14931 


45299 


B 


15018 


440 


3383 




14932 


45300 


A 


15019 


1 


2646 





1893 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14933 


45301 


A 


15020 


1 


2229 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELRED1QTKGKE 

VQNFEKNLEECITR1TNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEI WD Y V 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQEN FPNL ARQ AN VQ1 

QE1QRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKEIQT 

T1REYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPI 

TGSEIVAinMSLPTKKSPGPDGFT 

AEFYQRYKEELVPFLLKLFQSIE 

KEG1LPNSFYEASIILIPKPGRDT 

TKKENFRPISLMNIDAKILNKIL 

ANR1QQHIKKLIHHDQVGFI PG 

MQGWFN1RKS1NVIQHINRAKD 

KNHM11S1DAEKAFDK1QQPFML 

KTLMKLGIDGTYFKIIRAIYDKP 

TAN1ILNGQKLEAFPLKTGTRQ 

GCPLSPLLFNIVLEVLARAIRQE 

KEIKG1QLGKEEVKLSLFADDM 

1VYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMGELPFTIASKRIKYLGIQ 

L1RDVKDLFKENYKPLLKE1K.E 

DTNKWKN1PCSWVGRIN1VKM 

AILPK\IGKTTLK.FIWNKKSRIAK 

SILSQrCN/KAGGlTLLTQLYYKA 

TVTKTAWYWYQNRDIDQWNR 


14934 


45302 


A 


15021 


1 


960 




14935 


45303 


A 


15022 


1 


2928 


MEDEMNEMKQEEKFREKRIKR 
NEQTLQEIWDYVKRPNLHLIGV 
PESDGENGTKLENTLQDIIQENF 
PNLARQANVQIQEIQRMPQRYS 
SRRATPRHIIVRFTKVEMKEKM 
LRAAREKDRSMRQKVNKDTQE 
LNSALHQADLIDIYRTLHPKSTE 
YTFFSAPHHTYTKIDHILGSKAL 
LRKCKRTEIITNYLSDHSAIKLE 
LRJKNLTQNRSTT WK LNNLLLN 
DYWVrfNKMKAEIKMFFETNEN 
KDTTYQNLWDAF 


14936 


45304 


A 


15023 


1 


1782 




14937 


45305 


A 


15024 


1 


4881 




14938 


45306 


B 


15025 


1 


5962 





1894 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14939 


45307 


A 


15026 


1 


2053 


MKAEIKMFFETNKNKDTTYQN 

LWDAFKAVCRGKFIALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKE1ET 

QKTLQKINESRSWFFER1NKIDR 

PLARLLKKKREKNQIDAIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGAElVAITNSLP 

TKKNSPGPDGFTAELYQRYKEG 

AVLEVLARAIRQEKEIKGIQLG 

KEEVKLSLFAGDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKJNV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRJKYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGR1N1VKMAILPKVIYGF 

NAIPIKLPMTFFTELEK\TT*KFI 

WNQKRARIAK*ILSQKNKAGGI 

TLPDFKEYYKATVTKTAWYW 

YQNRD1DQWSRTEPSEIMPHIY 

NYLIFDKPDKNKKWGKDSLFN 

KWCREN WLAICRKLKLDPFLTP 

YTKINSRWIKDLNVRPKT1TTLE 

EKLSNTIQD1GMGKDSMSKTPK 

AMATNVKIQKWDLIKLKSFCT 

A KETTIRVNRQPTT WEKIF ATY 

SSDKGLISR1YNELKQIYKKKTN 

NPIKKWYKDMNRHFSKEDIYA 

AKKHMKKCSPSLA1REMQIKTT 

MRYH LTPVRM AI 1 KKSGNNRC 


14940 


45308 


A 


15027 


3 


3229 




14941 


45309 


A 


15028 


1 


3907 


MGDFNTPLSTLDRATRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PK.STEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELRIKNLTQNRSITWKLSN 
LLLNDYWVHNEMKAD1K.MFFE 
TNENKDTTYQNLWDTFKAVCR 
GKPLALNAHKKKQERSK1 DTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIGAELKEIETQKTLQKINESR 
S WFFERTN KI DKPL ARL IKKKJRE 
KNQIDAIKNDK 


14942 


45310 


A 


15029 


1 


4005 




14943 


45311 


A 


15030 


287 


2708 




14944 


45312 


A 


15031 


1 


4602 




14945 


45313 


A 


15032 


1 


4806 
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PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in l/SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14946 


45314 


A 


15033 


965 


5928 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTKSTEY/TFFSAPHHTYSK 
1DHIVGSKALLSKCKRTEI1TNY 
LSDHSAIKLELRIKNLNQSRSTT 
WK.LNNLLLNDYWVHNEMKAE 
1KMFFETNENKDTTYQNLWDA 
FKAVCRGKFIALNAHKRKQERS 
KIDTLTSQLKELEKQEQTHSKA 
SRRQEITKIRAELKEIETQKTLQ 
KINESRSWFFERINKIDRPLARL1 
KKKREENQ1D 


14947 


45315 


A 


15034 


383 


8708 




14948 


45316 


A 


15035 


2 


3257 


WRKIYQANGKQKKAGVAILV/S 

DKTDFKPTKIKRDKEGHYIMVK 

GSIQQEELTILNIYAPNTGAPRFI 

KQVLSDLQRDLDSHTLIMGDFN 

TPLSTLDRLMRQKVNKDTQEL 

NSALHQVDL1DIYRTLHPKSTE 

YTFFSAPHHTYSK.1DHILGSKAL 

LSKCKRTE1ITNYLSDHSAIKLE 

LRJKNLTQSRSTTWKLNNLLLN 

DYWVHNEMKA EIKMFFETNEN 

KDTTYQNLWDAFKAVCRGKFI 

ALNAYKRKQERS 


14949 


45317 


A 


15036 


1 


3508 


MELKTKARELREECRSLRSPCN 
QLEERVSAMEDEMNEMKREG 
KFRDKRIKRNEQSLQE1WDFVK 
RPNLRLIGVPESDGENGTKLEN 
TLQD1IQENFPNLARQANIQIQEI 
QRTPQRYSSRRATPRHIIVRFTK 
VEM KEKMLRA AREKAPHHTYS 
KIDH ILG SKVLLSKCKRTEIITN 
YLSDHSAIKLELRIKNLTQNHST 
TWKLNSLLLNDYWVHNEMKA 
E 1KMFFETN ENKDTTYQNL WD 
TFKA VCRG KFIALN 


14950 


45318 


B 


15037 


1 


4760 




14951 


45319 


A 


15038 


1 


3110 




14952 


45320 


A 


15039 


1 


5546 


MELKTKARELREECRSLRSRRN 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQEDFPNLARQANVQIQE 

IQRTPQRYSSRRATPRH II VRFT 

KVEMKQKMLRAAREKDFKPT 

KIKRDKEGHYIMVKGSIQQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTE 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14953 


45321 


B 


15040 


1 


4534 




14954 


45322 


B 


15041 


1 


1826 




14955 


45323 


B 


15042 


1 


1626 




14956 


45324 


A 


15043 


248 


1212 


NSKHYRSGQKKKLPTLPRAAN 
SRWRSLKI/GFTVSFDETLKPFV 
RDVSGSRLKDLPKPNKSDDETR 
ANDAVNRYKLLKKDARTIAAQ 
QVARLESAMCLRRRWSLENFQ 
LFLVEHPLVRHLTRRLIWGVYS 
AENQLLACFRVAEDNSSSTADD 
DLFTLPEGDISIGTPHVLEISPTD 
AAALLFADYELLPPFRQLDRNS 
YALTEAERNASELTRWAGRKC 
PSGRVMGLANK.GWIKGEPQDG 
GWIGWMIKPLGRWSLIMEIDEG 
FAVGMSPAELSAEQLLSKLWL 
WEGKAERYGWGSNSTQEAQFS 
V1DA1TASELINDIEALFE 


14957 


45325 


A 


15044 


1 


1788 




14958 


45326 


A 


15045 


1 


3048 


















14960 


45328 


A 


15047 


969 


1205 


SP VRCCI S A VHRTYHRRTS ALL 
RLAELHRLLEKCASRQWMYEN 
1*SPFRQIA*CLPYSDHKNQRLH 
GLDSIFLARLLW 


14961 


45329 


A 


15048 


877 


1248 


WPLTVPYCGVGYAS*A*VADN 

HRAVGYLSRWAGRKCPSGRV 

MG/LANKGWIKGEPQDGGW1/G 

WMIKPLGRWSL1MEI/DEGFAV 

GMSPAELSAEQ/LLSKLWLWEG 

KAERYG/WGSNSTQEAQFSVID 


14962 


45330 


A 


15049 


854 


1313 


DHGVASAATCVYTNEGHRQSY 
VRVCEYASRTRVSHHCSV*RVL 
RCEAIR1VSPDRSC*RDPEFSYL\ 
ALPENYNRLFLPNSTNQTNNRI 
KTLNSIAIGKLLAAGGVYNGNI 
EGFRDTAEKLDGRTIDGYDQIL 
NEKTAVIAKATA\SILLTKRS 


14963 


45331 


A 


15050 


1010 


1396 


KPFGKLTYKLFEGHAWLVKAE 
KVRVGYRILG RLT YPFDIRFPA L 
PFGLVL*KGAHFTVPRIWAGHA 
C*LMPMALPMFRWKVTGLLFIP 
1CLVKPSFLTLTIIIAIRRISTSTN 
CRKTPKQPSRWCKPR 



1897 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14964 


45332 


A 


15051 


361 


837 


DGQQLI ALHRLALRELQQA VH 

AGLPQQAK1LFDGGSEIGK1PSEI 

YFCQLVKL1LCPVLFPCWRRVA 

ILWRRRDVLFFGSFSFSALVSPH 

LCG/SYLPFVFDVGDRL*LSVG 

WS\KEIWPCK*GFGHLMSVLNT 

PMKSLVEGFKHFPLAGFGYEYL 

SFFCR 








15052 


1563 


1652 




14966 


45334 


A 


15053 


2756 


2995 


AMRSAHRCTVFSALLNCWQITP 
HLTPS VM 1 CG QLLTL VNRC* PSS 
TIFSIIPLSKQVARMFRSAMSPL 
NRARCWKVPCN 


14967 


45335 


A 


15054 


762 


2184 


WRAVPSEP1SF1LKADTEKYVY 
L*NSSSAQYSGSCTRAYYLDTQ 
HPTPRLCLIF\GGKDSGLMLHLT 
AELARQMGKK1CVLFIDWEAQ 
FSCTINYVQSLRELYTDVIEEFY 
WDALPLTTQNSLSQYQPEWQC 
WEPDVEWVRQPPQDAITDPDFF 
CFYQPGMTFEQFVREFAEWFSQ 
KRPAAMMIG1RADESYNRFVAI 
ASLNKQRFADDKPWTTAAPGG 
HSWYIYPIYDWKVADIWTWYA 
NHQSLCNPLYNLMYQAGVPLR 
HMRICEPFGPEQRQGLWLYHVI 
EPDRWAAIGSPADREEDAEEYL 
EAIMEARVTVAGMGLVMEVQ 
D YFDG E ADRLA KAW L AE YTPQ 
1KSLKDERKEAYRQ1VEMSTEP 
QD VDLV RPANKFEMTRV REGE 
KEADLPVWKHHLLCDESGNYP 
ALLNHWETK.VFEIETKREGFAF 
WY RNPQYTGQSSLGIA YVE A E 
QYKIVRPDFLFFAEQDGKMVV 


14968 


45336 


A 


15055 


2069 


2586 


PWLENLPVGICWSAVKKMGGT 
RSLVSCL/AVTLVSPQLMNAYL 
LGQQLPEVWDFGMFSIAKVGY 
QAQVIPALYLVVVPVCSLILAV 
FLAHALIGPFGRMIGDGVAFAV 
RHLMTGSFAPIGAALFGFLYAP 
LVITGVHQTTLAIDLQMIQSIGC 
TPVLPVNALSN1DLWHISILV 



1898 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14969 


45337 


A 


15056 


356 


1205 


APASMTFEQFVREFA/VMVFTK 
RPAAMM1GIRADESYTVLSPSP 
V*INNVLPTITWTFPQTIYDFLW 
LIGEAIFF/YLPVGICWSAVKKM 
GGTRSLVSCL/AVTLVSPQL/MN 
AYLLGQQLPEVWDFGWCSLIL/ 
AVFLAHALIGPFGRMI/GDGVA 
FA VRHLMTG SF A/PIG A ALFGFL 
YAPLVIT/GVHQTTLA1DLLMM 
QSMGGTPVWPLIALSNIAQGSA 
VIGI I ISSRKHNEREIPGEVFPRT 
GVGKGKSLG*PLH*LQPYRQHL 
GAGSYSQTLKKQIAESAVRLSIP 


14970 


45338 


13 


15057 


1 


435 




14971 


45339 


A 


15058 


2 


1785 


WLLYRAHVKGE/STEALLPNM 

VATSLAKLPIPKLMRWGATYV 

HFVRPVHTVTLLLGDKVIPATIL 

G1QSDRVIRGHRFMGEPEFTIDN 

ADQYPEILRDSGKVIADYEERK 

AK1KADAEEAARK1GGNADLSE 

TLLEEVASLVEWPVVL/TAKF/E 

EKF/LA1 SRTAL VPYSADNM YQ 

LVNDVQSYPQFLPGCTGSRjLES 

TPGQMTAAVDVSKAGISKTFTT 

RNQLTSNQSlLMNLVDGPFKrCL 

IGGWKFTPLSQEACRIEFHLDFE 

FTNKL1ELAFGRVFKELAANMV 

QAFTVRAKEVYSASMRY1YVIV 

Y1SYRPPNLLDSH1IGFSSITTHC 

AVTSHHYNSCDMTMTIHSYVT 

PYISVRVSLTQTYAPSPSRNLRI 

TDLTIYRAISSEKSIDDTRHIHT1 

ESRCRVCGAHDSRDAERLDRF 

AQTADEIR1ADRGFSSRPECIRS 

LAFGEADYIVRVHWRGLRWLT 

AEGMRFDMMGFLRGLDCALIS 

KTRLLSENRRKGRVVQAETLE 

AAGHVLLLTSLPEDEYSAEQVA 

DC YRLRWQIEL A FKRLKSLLH L 

DALRAKEPEL AK VG I FANLL A A 

FL1DDI1QPSLDFPPRSAGSEKKN 


14972 


45340 


A 


15059 


1 


993 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14973 


45341 


A 


15060 


1 


5621 


MSEKTFLVEIGTEELPPKALRSL 
AESFAANFTAELDNAGLAHGT 
VQWFAAPRRLALKVANLAEAQ 
PDREIEKRGPAIAQAFDAEGKPS 
KAAEGWARGCGITVDQAERLT 
TDKGEWLLYRAHVKG\EGTEA 
LLPNMVASSVAKLPIPKLMRW 
GASDVHFVRPVHTVTLLLGDK 
VIPATILGIQSDRVIRGHRFMGE 
PEFT I DN ADQ YPEIL RERG K VI A 
D YEERKAKIKADAEE AA RKIGA 
KAWGTNVEFHVQNQP 


14974 


45342 


A 


15061 


82 


732 




14975 


45343 


A 


15062 


1 


3849 


MDLGANGWQTFRYVVLPNLSS 
ALLAGGMLAFALSFDEIIVTTFT 
A EQ V DA A VRA ADA AFAEWGQ 
TTPKVRAECLLKLADVIEENGQ 
VFAELESSNNTAFARASSNGDL 
PTKADLQAQLDSLNKQKDLSA 
QDKLVQQDLTDTLATLDKIDRI 
KEETVQLRQKVAEAPEK.MRQA 
TAALTALSDVDNDEETRKILST 
LSLRQLETRVAQALDDLQNAQ 
NDLASYNSQLVSLQTQPERVQ 
NAMYNASQQLQQIRSRLDG 


14976 


45344 


A 


15063 


219 


1186 


PPKLGRKRGIFLPSHSNPNTNRl 
CPNCCMNGVSTANTTSKSSLVI 
CAWTKHALLNAILQPEQLWKS 
GSRWRINLALPRGYRESLLQPW 
QAERLTTDKGEWLLY/RAHVK 
GESTEALLPNMV/ATSLAKLPIP 
KLMRWG/ASDVHFVRPVHTVT 
LL/LGDK V 1 PATILGIQSDRVI AA 

tgkakikadaeeaar/kiggna 
dlseslleev/aslvewpvvln 
akfdek/flavpaealvytmkg 
dq/kyfpvyandgk/llpnfi/f/ 
vanieskdp/q/qiisgneksfvr 

LADAEFFF/NTT*KRLFLPHQKL 
PPSQILHQQTRNYASFCHRHRD 
NWTSA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14977 


45345 


A 


15064 


1 


1496 


SGGCAGLHGGLCSKEPFQASV 

QQGVAGHACAPAALQVPVCGT 

LSDCGSRAASLCENPSFISLYGR 

LVATSLAKLPIPKLMRWGASD 

VHFVRPVHTVTLLXLGDKVIPAT 

ILGIQSDRVIRGHRFMGEPEFTI 

DNADQYPEILRERGKVIADYEE 

RKAKIKADAEEAARKIGGNAD 

AKFEEKFLAVPAEALVYTMKG 

DQKYFPVYANDGKLLPNFIFVA 

NIESKDPQQI/DRIQALAGW1AE 

QMGADVNHATRAGLLSKCDLM 

TNMVFEFTDTQGVMGMHYAR 

H DG E AED V A V ALNEQ YQPRF A 

GDDLPSNPVACALAIADKMDT 

LAG1FGIGQHPKGDKDPFALRR 

A ALG VLRI I V EKNLNLDLQTLT 

EEAVRLYGDKLTNANVVDDVI 

DFMLGRFRAWYQDEGYTVDTI 

QAVLARRPTRPADFDDWHALG 

RAGTGDVVVGVRGRLA1VPLT 

DGLDEAGHSTGVLQGEVPQRL 

ERAATVPGVTLQPQALQARGL 


14978 


45346 


A 


15065 


134 


384 


VTPTGWRKRRIRQWCSDAGCG 
VNALSGLRFSHSLALFSAAMF1 
LGVVSG1TMS1SP*ILSCVRSKNP 
LLVSGSGPLSCNST1H 


14979 


45347 


A 


15066 




723 


TKSPKIARSRHIPLCHFIFERRPI 
MTNSNRIKLTWISFLSYALTGA 
LV1VPGMVMENIADYFNLPVSS 
MSNTFTFLNAG1LIS1FLNAWLM 
E1VPLKTQLRFGFLLMVLPVAG 
LMFSHSLALFSAAMFILGVVSG1 
TMSIGTFLVTQMYEGRQRGYR 
LFLAASLFSMAGXMIFPMIAAFL 
LAPSS*W*WVYACLGLAYVTIF 
1MTFGCEFPALGKHAPKSYAPV 
EKVKWGILGGASSFRAV 


14980 


45348 


A 


15067 


422 


1045 


LL EG KLTNRKQ* HQH* QKA RPC 

KKPIQSAQN/WNREEYDELTEV 

GRRWVIITNSFELKEHVLTQWK 

EAKNLDKRLQEGLTRITSLEKKI 

NDLMVLKNTARELHEAYTS1NS 

RIDQAEERISEIEDQLNE1KLED 

KIRG KRJ K/RQTN KQ SL * KM WD 

YVKRPNLRLIGVPESDEENVTE 

LENTLQDIIQENFPNLARQAN1Q 

IQEIQTLLR 


14981 


45349 


A 


15068 


1 


1131 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14982 


45350 


A 


15069 


383 


756 


LNPSNKLALIMPAASPI1KGVDL 
TANQI/PCIADIPLYDADVQQE* 
CFP AT VE ALG EQ1 RQ ADG V V IV 
TPEYN YSVPGGLKNA1YWLSRL 
RQILVFLDAMVMNKPEFMGGV 
IQNKVDPQTGKVIDH 


14983 


45351 


A 


15070 


343 


924 




14984 


45352 


A 


15071 


223 


308 




14985 


45353 


A 


15072 


57 


5546 


NKMARKKFSG LEISLIVLF VI VT 
1 1 Al ALI VVLATKTPA VDEISDST 
STPATTRVTTNPSDSGKCPNVL 
NDPVNVRINCIPEQFPTEGICAQ 
RGCCWRPWNDSLIPWCFFVDN 
HGYNVQDMTTTSIGVEAKLNRJ 
PSPTLFGNDINSVLFTTQNQTPN 
RFRFKTTDPNNRRYEVPHQYVK 
EFTGPTVSDTLYDVKVAQNPFS 
IQVIRKSNGKTLFDTS1GPLVYS 
nnvi atcadt Pcnvivr,Tr:pn\/u 

UK^ Y Ll^li/VtvLroLJ Y I Y uluty Vrl 

KRFRHDL 


14986 


45354 


C 


15073 


1 


1818 




14987 


45355 


A 


15074 


493 


576 




14988 


45356 


A 


15075 


381 


498 




14989 


45357 


A 


15076 


48 


514 


LLLFLLLQSYDWSESGKRQSAL 
HGRQKGLPKSPTAARGGSDPW 
PSCRHP*GPNRKRRKS/R*PMET 
APRRPSVSPALTPARPPGLTATP 
RLHPRPP/RSPNPSANLLRRPTP 
DT*AHATFGPGRSRHHFPGQLS 
TE/RRRSAEGGRSRRNEASRRE 
GGE 


14990 


45358 


B 


15077 


1 


1116 




14991 


45359 


C 


15078 


249 


332 




14992 


45360 


A 


15079 


710 


1326 


RAAGNCFPEPGFVKQLSAAAA 

VVAPAAAATEGSIPDTGKSPSSI 

SHWPNPQKNVICKRRGRVEQE 

QAWEKGR*RVVFGL*KSMRCP 

VDLLPQSCLCQRFLHQ/GKWIL 

TKDYIIHSAKSGRWLDATTYE 

WGYKIEKDSRYSPQMQSAPKR 

WREELKRTGAPGAFHRWKVVL 

LVRTDKRSDSLIRFS DNFGDCDI 

RMEEKTFRTLMES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


.Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14993 


45361 


A 


15080 


602 


1257 


FGKRGRTITLCILAVGMLCCRK 
GHTKPRRRPGASPISTHLHSSPPI 
STH L HTS PPPHRRE EAR\SGQ*R 
QSCGAAAAR*PWWWNCDGWG 
PKCQRFSKH*DIAQPDEVSWGQ 

♦ PAX/AVP.AT AnPHP\pnAQrr:Di 
PtPTPA QlPnQTT? VPQVPT QVl^PP 

QAARTSSSR1VIFTPISTRPPTQG 
QPEKAKSATPTNDLEGPSAKVK 
FVNFLM DETFPEPSFFFI 


14994 


45362 


C 


15081 


140 


175 




14995 


45363 


A 


15082 


2295 


3089 


NLLGYQEINPPLQIFWDKLLAV 
SERDSSVKEESGDVESDDTML* 
MLPCP*ETTEFSS*PFRISS*LSS* 
STAQI\PAETCFAGGWYSIFCPQ 
RIEQETMCLL*SWQSEVAVSCE 
SPWPTALHHSHPNSRAPPPCY/S 
KSTSSSLSSPLENSG*QNRPPSLL 

TTCVT PT DITPT P*\/CTnDPI*/TnT 

nQPI CMHP I *nCTrn DVWVCI W 
UorLoINUKL l^or iJ_/rKJN V J>L#iir 

VQPPT T*n AVQlf PATCFTOTQVQPT 

LVSDIFFALSLLP*GLGTWLIPSS 
SSLLLVRGF 


14996 


45364 


B 


15083 


143 


1727 




14997 


45365 


B 


15084 


307 


1017 




14998 


45366 


A 


15085 


1 


959 


MSRMGLLGFGERK.ELPNHPAV 

SEWPLTLVTGCSSGTVAEGEGN 

LTTSGLFSIVPLHPDGVAAGQR 

HSSLPRWGSQAEALLTSQTVDG 

QAEMLLTPQTMGGQEEMLLTS 

QTTGEDF1TRSTESGTHSKSHKG 

DEGEPRWMLGWMLWVCDIAE 

PLVKAKLLDCKHTCCSVCLQQ 

TRTSQKDVRCPWCSGVTKLPPD 

FSVSQLLDDPEVLAV1TIPHASE 

HMPVFIRLPGSGCY\SCPCPSPRS 

TRCCPE 1 * A ATCCPGTG RS PSL\C 

DHPCWTAASARQGSPGGGGGG 

AGQAGHGEKLHVVEGVHCHL 

GGLRLGLPPQHRAP 


14999 


45367 


B 


15086 


112 


672 




15000 


45368 


A 


15087 


2 


530 


SGRSAALLSARVNRSQSFAGVL 
GSHERGPRSFPVFSPPGPPRKPP 
ALSRVSRMFSVAHPAAKVPQPE 
RLDLYVYTALKRGPDGLLGAVH 
QQEQEKLQGQIRESKRNS/RLG 
EWREGFLYDLDKQVKS1ERFLR 
RLEFHASKIDELYE\AYCVQ\RR 
LR\DGALHMG\RAYTTGSPGSR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15001 


45369 


A 


15088 


216 


1369 


EPVLRRRPRQPRAGAQGFPVFS 

PPGPPRKPPALSRVSRMFSVAH 

PAAKVPQPERLDLVYTALKRG 

L/QAYLEVHQQEQ/DKLQGQIR 

ESKRNSRLVMAGGVLWTVV*E 

RGAVTSLSASAGVLLIPPKYLPL 

LPTPAGLALYDLDKQVKSIERFL/ 

RRLEFHASKVRVQHVCRWD\D 

ELYEAYCVQRRLRDGAYNMV 

RAYTTGSPGSREARDSLAEATR 

GHREYTE/DEGWGPMRQRHRS 

MCLLES/ELEAQLGEFHLRMKG 

CAVDINDLGTIKLSLEVTGAAS 

SVNKASTVTKRSPPIARAHRTH 

PHFGNSFLSTRKPNTYTANHRR 

RP1EQHPDMRTPPPPHRARTNT 

GRKDKVRAHEGEKATPTRTRG 

APHGKAQRLRPLYQYVTIATLS 


15002 


45370 


A 


15089 


1 


940 


MSYNSKNYVET1TTMNSVKFG 

ETTPRNRTHYLSTNEKKIFLSGV 

FSNAYPAGLSRGWDSPWGSTP 

WVRHFCYLSSTQLCDQNCSLLS 

SLLPAGPSVCNRLLASAWQKSS 

SSASSEASETCQSVSECSSPTSD 

W SK VG SH EQPSG ATLQRRKDR 

VE\PCETQSPGPASGGTLGPSGE 

EAPRPRMSPATIAAKHGEEVSP 

AASDLAMVLTvRGMSL*HQKSS 

RDSLQYSSGYSTQTTTPSCSEDT 

1PSQGRPAGLGPTKPVSIESTYL 

QSPQRLKQEWATEGKIQKLPPQ 

IQVVNFQVDSSPSLPLIMVPEH 

MHVS 


15003 


45371 


B 


15090 


1 


777 




15004 


45372 


A 


15091 


26 


336 


KISPMINVFCSESSPSGERRGA* 
TPPSPQSPPCGPKPSS\PPSCSPSR 
NYFLLFQGLCAEHPALAAPAAS 
VGTCPSPASGTHAAAPSGPWRG 
RCVHSGPGGRLW 


15005 


45373 


C 


15092 


46 


423 




15006 


45374 


A 


15093 


1773 


2219 


ELDYLYCSNSSAQCPGALLPSL 
ALPGPAGSARQAGSPARRLCAP 
VQPSGRWPAPGGPGFPGSSCPA 
SPTRQ*LLTSGSGCPRPCHHPSG 
PPQ*QSTQAWDWVILGPGAHG 
PSGQRCERCLPSRPSGPQTHSG 
VGSEPRAVRGPGVSFV 


15007 


45375 


B 


15094 


1 


7916 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15008 


45376 


A 


15095 


16 


545 


GLPWRQHVRVEECGRS/PLRPC 
SPGTPSPS*PLPAATRGPATCQS 
LSGLQPEKTT/S PS/C A A VAHER 
PPGPVPQCPAQGTGLIF*EGWT 
QPQQIRQGPHPVAHEXCAHDLQ 
QA APGPGG AHQG/PSQPG *PDR 
QPDAERAVVHPGAQ*DAEIQPG 
LPGEGGPLATRTERSPAQRPSP 
QARG 


15009 


45377 


A 


15096 


320 


1167 


MDLKTAVFNPARDGKLRLLTK 
*\MASKSKEEVSSLISEKTNGAT 
PLLMAARYGHLDMVEFLLEQC 
SASIEVGGSVNFDGETIEGAPPL 
WAASAAGHLKVVQSLLNHGAS 
VNNTTLTN STPLRA ACFDG HLE 
1VKYLVEHKADLEVSNRHGHT 
CLMISCYKGHKEIAQYLLEXKG 
ADVNRKSVKGNTALHDCAESG 
SLD1MKMLLMYCAKMEKDGY 
GMTPLLS ASVTGHTN 1VDFLTH 
HAQTSKTERJNALELLGATLFT 
QKEISCDESGRTRD L SPRRKPPH 


15010 


45378 


A 


15097 


187 


623 


KLKTQK.NNIGPQACNSQLASVS 
TRSPPPTLSVPIIMTDDSQASQL 
LL A A VTI R K.L WSRMA PML ALP 
TGQSGQTGAEGQGKEGERGQS 
PCWKPRLDPKLC/EPRQPAQLL* 
ADVCTGP/CGVRGCPADCRLPC 
LSPSSAQQPKEASRSA 


15011 


45379 


A 


15098 


789 


1041 




15012 


45380 


A 


15099 


707 


1373 


SA WPSCI 1CCH LDILSR/PGDDA 
CSVQI L VPGLKGDAGEKGDKG 
APGRPGRVGPTGEKGEKGDSG 
DIGPPGPNGEPGLPCECSQLRK 
AIGEMDNQVSQLTSELKFIKNA 
VAGVRETESKIYLLVKEEKPYA 
DPPLSWQGRGGTLSMAQDEAV 
HGLKGAYLGQARLGRGFIGIHR 
PWKRRAPLLLF*TLSPLRSF*KG 
DGGGNTQKGSRKKRELAGQIW 
GPCIRR 








15100 


79 


420 


WRRLFLLGVLFRGYLGCLRSRS 
VLGRLKVSDMRIFFFACGCGHL 
STLPSWPLRPSLWLRL*EEQELP 
SLSVPSSGRSASRLL*LGWRGF 
GPSPSPRLTVQFSGGRRAQGPS 


15014 


45382 


A 


15101 


3 


284 




15015 


45383 


C 


15102 


83 


112 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


[5Q16 


4g384 


= 


]S103 




3Q3 


EEQELPSLSVPSCLWGPCPRAG 
WLHSLHWPVSHSFSATSTFGM 
AIWT*SLASGIKPQSSSKVSSRIQ 
VPPTM 


15017 


45385 


B 


15104 


112 


462 




15018 


45386 


A 


15105 


326 


1323 


DRKAINLQVKLEG A V AL* KP\G 
EAQLEFGKALGLFQ\STLGHHF 
VNNKEKILGDF\QEATLQAATK 
LTRGRSLVMENM EQLLSMRME 
DQSQRNMPLSVVLIREKAHSPF 
ENRKQEQGEGASPENFRAR\QG 
*FLAFKAAPPA*AASGPAAQER 
SVQEPSVNAPG*IPEGGLHTLA 
GVHHE*ALAWCSPLNKPRFLW 
KRLP/SRTFHFPVEDESAPGSKP 
SGDLLTLLLGGNAAGDFKLKAP 
CLVYPSENPCFLKGSFK.PNLPL 
VWCSHKKAWVQPG*QSETPFQ 
KKKKKKKKAWVTM SLFQEWF 
LHFCSTV E/ARCTQ YDLP Y K.GL 
PILDSTPGHPGC 


15019 


45387 


A 


15106 


3 


375 


I IASAHASGLQOSYQAVKEKSS 
EALEFMKRDLTEFTQVVQHDT 
ACTIAATASVVKEKLATEGSSG 
ATEKMKKGLSDFLGVISDTFAP 
SPDKTASTAMSSPYDGTKARLY 
SLQSDPATYCNEPDGPP 


15020 


45388 


A 


15107 


184 


377 


YCTNNQKVN*TKEI1TKRKTPSR 
QKKDSAFSPSHPLTEGLKWVND 
LTLSVSLTHDGFVWRRGKGV 


15021 


45389 


A 


15108 


3 


816 


SWEDVG WWRSWLQQS YQAVK 
EKSSEALEFMKRDLTEFTQVVQ 
HDTACTIAATASVVKEKLAIAA 
CSRGACFLCPFS1QTEGSSGATE 
KM KKGLSDFLG V ISDTFAPSPD 
KTI DCD VITLMGTPSGPAEPYD 
GTKARLYSLQSDPATYCNEPDG 
PPELFDAWLSQFCLEEKKGEISE 
LLVGSPSIRALYTKMVPAAVSH 
SE/TFWHR\YFYKVHQLEQEQA 
RRDALKQRA/VSGDSCT*SGVL 
TNE*KGSWVRDTERVRSLPLQT 
FSEGVGWREC 


15022 


45390 


A 


15109 


1 


281 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15023 


45391 


A 


15110 


1 


1194 


MGFLHLGQAGLEFLTSGSSTDI 
SEDWEKDFDLDMTEEEVQMAL 
SKVDASGEPFCFWKGYPGGEL 
ETL1RLLQKLFFLKTDPAFVLSP 
STLVKLHLWGNEG LQESLESLV 
LHDAALVILVPNLEKKGEISELL 
VGSPSIRALYTKMVPAAVSHSE 
F WHRYF Y KVHQLEQEQ ARRVA 
RLKQRAEQSISEEPGWEEEEEE 
LMGISPISPKEAKVPVAKISTFPE 
GRTLAPQSPCEENLVTSVEPPA 
EVTPSESSESIPKSPLPTRALGTD 


15024 


45392 


A 


15111 


213 


1031 


AGNKPDPWAGRNRTAVLPDVS 
VFHREDVGWWRSWLQQSYQA 
VKEKSSEALEFMKRDLTEFTQV 
VQHDTVCTIAATASVVKEK.LA 
TEGSSGATEKMKKGLSDFLGVI 
SDTFAPSPDKTI*\RDVITLMGTP 
SGTAEPYDGTKARLYSLQADP 
ATLLY*P\DGPPELFDAWLSQFC 
LEEKKGEISELLVGSPSIRALYT 
KMVPAAVSHSEFWHRYFYKVH 

t s ^LCt s ^Ct^Ar\lMJALrvl^tV/\E.t^olr E 

EPGWEEEEEELMGILP1FPKEAK 
FPLAKISYIP 
















15026 


45394 


A 


15113 


98 


467 


















15028 


45396 


A 


15115 


16 


94 


RCP1ASEASWTITD*RCPIASEAS 
WTITDALGNSYSGGMAF 


15029 


45397 


A 


15116 


95 


1 15 


IIRHLCND*TPREGCLPSP*PAW 
SDTFETWVNNQASLQ 


15030 


45398 


A 


15117 


3 


282 


LKPV1TCLLQLGLLKPINSPYNS 
PTLPVQKPDRPYSKPNSLP*LNP 
SLLQRNYTSIFLLTLNMPSISCT 
TMLLYGQKEISSLHKGPPSLMP 


15031 


45399 


A 


15118 


548 


1401 


SCTPCWHLTGRLWGITAVRQK 
RHVLSVDPKLRHQSRTGKAAFP 
WCLIIAGTPL*LYTHVSRVSDH 
AGMPALVLHPLQQVPLFWGRG 
NTL*KD*SLLSLAC/VQHGLLKP 
INSPYNSPILPVVKPDKPYKLVQ 
NLRLINQl VLPIHPVG E AP VPLE 
TGGKSGKDCILWFECHLSHNTI 
EHQVSSSTFRIVVATGVLVSLH 
PQLYMAQNRERHAECLGESKG 
REQESLSGNPENSRFSLLTSRRY 
LYKSTRTIVLLGLAG PLKQKKL 
RSQHPSLYKYLQSFRNKDSYR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


■ is032 






l5|]9 


|44 




WQVPLFWQPFPEPLELWPKA/H 
LTDSFPDLLGLAAED*RCPIASE 
APCTQV1 


15033 


45401 


A 


15120 


449 


667 




15034 


45402 


A 


15121 


2 


111 




15035 


45403 


A 


15122 


323 


401 


LLLGLAAED*RCWIASEAL*TIT 
DAK 


15036 


45404 


A 


15123 


2 


593 


CTLPSH *N L 1TLTPLN AN I PSHG 
ML*KD*SLLSLACYSTAF*GL*T 
PLTIPPFYLFKNQTRLTG*FR1CP 
LSTKLFCLSTPWCQTHILSYPQY 
LPPQP1FLFWISNMLSLLFLCTL 
YPSLSSLSLGLTLTPIRLSKLPGP 
YCRKPSQTAPTSNHPSSFSGSW 
YSVETSYPLSSSIFRKGRTDSWS 
LKDTPHQAQPPT 


15037 


45405 


A 


15124 


354 


630 




150j8 


45406 


A 


15125 




354 


RFLVSLMLPPAVVMLNHCYSLI 
FTNALVKRLFAWNMLSELATC 
AG N LATGPRNARSPGFLLSCVP 
SVRDPTGNQTVQLTWQPLPEPL 
ELWPKA/HLTDSFPDLLGLAAE 








TJ!^ 


^77 









4li5i 










RDQLQCLQLWDAGACYTCWK 
SATGPRNAHSTVFLLSHVPSVW 
DPTENRT V HLTWQPLPEPLEL W 
PKA/HLTDSFPDLLGLAAED 


15041 


45409 


C 


15128 




462 
















PCQTTQGRLLTAGTPL*SFTHVS 
RVSDHAGTPALVLHP*RQVPLF 
WG RGNHI SGTQELPNT*TA V/V 
QAF/LPEPPPTG/CLLHVPEIWPL 
GQGMPAGQDSS 


15043 


45411 


A 


15130 


242 


522 


RLVWPTATQRAWSQSEAAAAK 
TVDLALSARNSATGPRNACSPG 
FLLSCAPSVWDFTGNRTVQLTR 
QPL PEPLELWPKA/HLTDSFPDL 
LGLVTED 


15044 


45412 


B 


15131 


1 


1080 




15045 


45413 


A 


15132 


1 


642 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


15046 


45414 


A 


15133 


245 


1033 


TA LLLTQSLFGGL FTQTRM KFG 
AVTRIGGPPLGDQSPVLLFFVPR 
ERSTYDLGPQTDQPKKHLTNFK 
STSFVFSSC1PPP*PSS1SLLPPW/T 
TDHAPLTISL/TPSPLPCSMPIS/ 
ASHSML*KD*SLLSLACYSMAF 
*SL*TLLTIPPFYLS*NQRRFTG* 
FRICALSTKLFCLSTPWCQTHIL 
S Y PQYLPPQSI ILFWISNVLSLLF 
LCTLHPSLSSLSLGLTLTPFRLS 
KLPGLYCRKASQTAPITSVKPK 
FLPYLLPISA 


15047 


45415 


B 


15134 


146 


556 




15048 


45416 


A 


15135 


1 


555 


LTSFLHCCLSHHYHGAQIHPRH 
FLHLICRCHCHQYCHHAYLDPC 
PQDSHHLHWCWQPLPEPLELRP 
KA/HLTDSFPDLLGLAAED*HCP 
IASEAALPPCFPRPDM1TSRLQL 
QRRRQTALGVRYRNATYRTRT 
ASTNSLRPRGSPFPLALVTNDR 
QVRSQLALWKRDRLLQLSPINR 
AISESSFT 


15049 


45417 


B 


15136 


1 


555 




15050 


45418 


B 


15137 


499 


769 




15051 


45419 


A 


15138 


752 


1111 


MQPTIGNSQSVSRPTA*MPLAE 
SHPITQLVGTVTTPRVTPLSIRH 
PWRCRSANAGAMILTMKQLAI 
VMRVYQHQVRRSMRPGRNGA 
RSGMSAVGAYYSSCIRVMTAL 
QSCTGDDEAVLL 


15052 


45420 


C 


15139 


1 


632 




15053 


45421 


A 


15140 


1 


375 


PGVRGAQGGPSIPRQCEESAIGP 
KFAWIISSFHWKQGMFNMEAP 
SSLFFVNMCAVKKQTTWGRPD 
RGF1WQPLPEPLELWPKA/HLTD 
SFPDLLGLAAED* HCPIASEAPA 
L V YTAG LHCFSKPSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15054 


45422 


A 


15141 


1 


1340 


CSEYEDSSPAPVPATDLSSTLSS 
SVPQPQDTGTSQQLHPLDPWHE 
LLRAQELQGATNHKGYSHAEH 
EHAGLGVQGGNGALAFSNSGH 
RHAVPTISSGTGRRRTPSSSAFG 
LLNLHQWFVSGFQAFSDRLKA 
ALSASLLLRFGDSDWLPSSSAC 
KCLMLGLHFVIVGNICATLKEK 
YSSMLHLDVTMKKNGEKRTRL 
QKRKKGMPPHPAYEDLNIAAIT 
LPANVVLHQPSGFRTSGQLDPV 
W WSLDTDAHE 1 WCQDPGLGSG 
DFPWEITPLSSYSLLHEKDPPTT 
SG PQTDQPKKHLTN FKSKTKET 
GFIHGPKTPAPVTDWEGSLPLV 
FNH\SGTPL*LFTHVSRVSDHAG 
MPALVLHP*RQVPLFWRRGKI* 
LTSPSRCTIIEKSCNSLPPL*DKP 
QPHLQHTRTSKCLNRSGQAF/L 
PEPPPTG/CLLHVPE1WPLGQGM 
PAARDSS 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15055 


45423 


A 


15142 


2 


2107 


IDMIFTPGPPSTPKHKKSQKGSA 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFL VDM H MQHMERLQ VQ 

VTEYYPTKGTSSPAEAEKKEDN 

RYSDLKTIICNYSETGPPEPPYSF 

HQVTIDK.VSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLPILTLLDSRVSCHSQADL 

QGPYSDRISPRQRRSITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSEILQKQVG 

QSITSMLGFLSRGPSMKLCMGL 

ACVLSLWNTVSGIKGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYMSNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

ALLVDIIGNSTSYLTEIFKSTSIL 

SVNQSNESDCIFICVMTGKSGR 

NLSDFWEIEEKYP1INYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTRIGGPPLGNQSPSSCSL 

LHEKDPPTTSGPQTDQPKXHLT 

NFKSAARPTFLGQGQVPLNPFS 

FTLS/EQVLLS*AARTPQSL1STP 

QPLISVPQSLISVPQPLLYFSGG 

QEPPPPPLLCVSSLFSRLASFTM 

GAFTHGTQTPSPTKATAPRYPQ 

TG DLS AE WPFTAGEEP VL VPRP 


15056 


45424 


B 


15143 


1 


930 




15057 


45425 


B 


15144 


401 


1093 




15058 


45426 


C 


15145 


1 


843 




15059 


45427 


A 


15146 


1 


498 




15060 


45428 


A 


15147 


112 


669 


SLQGRLSDYTPTFQGCQTTQGC 
LPWSFTLCSKSRFSGEGETRFK.R 
IKACYHSPATAWPFKAYKLSLQ 
FPHFTCRKTRQALQVSSESAPY 
QPNCFAYPPRGAEPIHSPILNTS 
LHNPLFCSGSQTCFLY/SFLCTL 
HPSLSSLSLGLTLTPIRLSKLPGL 
YCLKSSQTAPITSVKPKFLPHLL 
PISA 


15061 


45429 


A 


15148 


957 


1100 





1911 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15062 


45430 


A 


15149 


303 


2028 


LGSGDLPWEINPLSSCSLLREKD 

PPTTSGPQTHQPKEHLTNFKSD 

KGDMFYPWTQN/Y QCRSRTGK. 

AAFPWCLITAGTPL*LYTHVSR 

VSDHAGMPALVLHP*RQVPLF 

WGRGKLLLARPS*VPILPQPLLL 

HPIIFLSPPLLTPGPAYSFVL*LA 

LPHLPSNLLLKRWLEPKA*SSM/ 

TLKGLKPV1TRLLQHGLLKPTN 

SPYNSPILPVLKPDKPYKLVQD 

LRLINQIVLPI HPVLGIIGLTSSV 

RRDAGQDLKRDRAEFLLGDEV 

HHPHRRRIAEARRLLLGQHFDP 

LHRL1GQVLELGEARYAPPVEQ 

HHRLAPARRTGQRLHPLEQFG 

QAGRAQRRNRLGIEHRDRLDRP 

DDGAGNALAGDGDFRRGCLFA 

GIGIRPRYCRYRQSQDDRRPSH 

AAPRPRALP1PHRPATPIADVM 

VMFSVA1MSQLRLVLRHIDGIS 

RWPPAVVFJTDVK.1WLVYPSDD 

CRI RSNDRDDMQGEAPAMSMN 

AAARVGDPIGHSFSQGLFGEAL 

DGLFFARRSEVDMRAGNLGRLI 

ARGLSGGRWTPADGQLTLGSR 

DVFINGPPATMTIRSTGQCRQH 


15063 


45431 


A 


15150 


653 


1076 


RSKYPN L VSLCPSPLFPRPDLLS 

LWPNPLFLHPNLLYLCAP1PYFH 

APTSYLCTPTPYFHDPTPFPLFW 

KELATSARNLATRPRNACSPGF 

LLSCVPSVRDPTGNRTVQLTW 

QPLPEPLELWPKA/HLTDSFPDL 

LGLAAED*CCPIASESP*TSDILG 

RDTLLLALKVQTVVLQTACGE 

GHVAGNCGRPLETEGSLQLTAT 

KKLRDSVLQPKSPEFCQQFTRA 

WNRTQVPDETEAPAGTYAAQS 

GDLPWE1NPLSSCSLLHEKDPPT 

ASGPQTDQPKEH LTNFKSGFRG 

VRPRRDACLGPSPLAASPAFLG 

KGQVPQPLLSVSLPLLRLSGGQ 

ETPNPFSFTLSGKSAFLEEQVPQ 

PRJSVPQSLISTPRPLISVAQSLIS 

APQPLI SLCPNPLFPCPDLLSLHP 

NPLFPRPNPFPAFLEGACYKCQ 

KSGHQAKECLQPGIPPKLRPICA 

GPHWKSDCPTHLAATPRAPGT 

LAQGSLTDSFPDLLGLAAED 


15064 


45432 


C 


15151 


234 


449 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15065 


45433 


A 


15152 


2095 


2663 


LGLGDLPWEINPPSSCSLLREKD 
PPTTSGPQTYQPKKHLTN F K S A 
CFERJKACYHSPAKAWPFKAYK 
LSLQFPHFTCLKTRHAI/PS*FSD 
LCL1NQIVLPIHPMVPNPYTLLC 
SIPPYTMHYSVLQLIRAFFTIPLH 
P*\PSLY*VSLGLTLTPIRLSKLP 
GLHCRKASQTTPITSVKPKFHP 
HLLPIST 


15066 


45434 


A 


15153 


678 


1189 


LGSGDLPWEINPLSSCSLLCEKH 

PPTTSGPQTDQPKK.HLTNFKSE 

TKETCF1HEPKTLAPVTD*GRQP 

SLGV*SLQGRPL*SFSHISRVSD 

HAGMPALVLHP*RQVPLFWGR 

GKYPNPFSPCLLPLLCFSGDRG 

K.YPNPFSPCLYSFSAFLGTGQVP 

QPLLSLSLPLLCF 


15067 


45435 


A 


15154 


649 


1428 


QCI SELQFLLASTVRQTPATSPA 
HKNFQTPELQRPGVPPEPPPTG 
ACYTCRKSGHWAKECPQPGIPP 
KA/HLTDSFPDLLSLAA\ED*HC 
PIASEAPETITDAELPVTLTVEA 
HLHPGEINSHVAHTKPVWWSL 
HRDAHE1WCCDSDRGTSLRRPI 
PCPPALCSVTK.IHLRPQVLRPTS 
PRNISPI SN PA APHQAELG PNPS/ 
SSLCSSTL*SFYHLPSSHLVWLT 
VSFRD 


15068 


45436 


A 


15155 


240 


1208 


LRSGDLPWEINPLSSCSLLREKD 

PPTTSGPQTHQPKEHLTNFKSC 

KQ/DLFLLSSPTSLT1PQPLSPFN 

LG ATLQSLPSLNFN SFHFL VETK 

ETRF1RG PKTP AP VT/ VLGRQPS 

LGV*SLQRCLSDYTPTFQGCQT 

TQGRLPWSFTLSGK/CPLFWGR 

GNTL*KD*SLLSLACYSMGLLN 

PINSPFPSSHFTCPKTRQAVTS* 

VQDLRLINHIVLLPIHPGGAQPH 

TLFCPQYRPVVLPIILFVYVKHA 

FFTIPLQPLI PSLSLPSLRLTLTPI 

RLNKLPGLCCCKAFRDSPHYLN 

QAQISSSSVTYLGIILIKAHVLSL 

PIVSDW 


15069 


45437 


A 


15156 


1174 


1623 


KFGLVQLTLGKPLPEPLELWPK 
A/HLTDSFPDLLGLAAED*HCPI 
ASEAPYTIVTDAELRVTLTVEGK 
SVPFLINTEATHSTLPSFQGPLSL 
AS1TVVGIDGQASKPLKTPQLW 
CQLRQYSFKHSFLVIPTCPVPLL 
G*DTLTKLSASLTIP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Dnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15070 


45438 


A 


15157 


1 


1610 


MGLGKSLCILKDAVLALREIKG 

1SFQYAPNTNRLWGYRQAKQT 

Q H L SG I STLDCPQR YNG D DTG S 

VWALEPSCMLWACPLVFPSEIY 

YFISEDVWKHLDAQEKFAAVM 

GPSRRTSVRAVWKGNVGLEPP 

HRVPTGALPRVAVKRGPLSSRP 

QNGRSTYGLHCLKDTPTQEDW 

LVSVLPEGSRVGVDPL1IPTALG 

HGRTTFLKVLDFQGPAPCPAA 

MGVRLMAGPQCVSSDYWKKM 

AKVLRSAGHHL1PVKENLVDKI 

WTDRPERPCKPLLTLGLDYTG1 

SW\KDKVAD\LRLKM\AERNVM 

W\FV\VTALDEIAWLFN\LRGSD 

VEHNPVFFSYA11RD*ETFMLF\I 

DGD\RIDAPSV\KEHLLLDLGLE 

AEYR1QVHPYKSILSELKALCA 

DLSPREK.VWVSDKASYA/V*SE 

Tl PKDH RCCMP Y TP1C I AKA\ VK 

NSANESEGMRISDEKSAGNLTED 

PFYVIDRTLITTGVVCNSTEKSS 

LMSVASADTAENLWHLFFHILP 

SERALTRKLRVLKLGPVNYSVQ 

NPTAQLHQQGPHLGVA 


15071 


45439 


A 


15158 


1 


756 




15072 


45440 


A 


15159 


1 


1677 




15073 


45441 


A 


15160 


1220 


2620 


GPTEPHTGELWLESGGCPSGTK 

LPEEGTGSNLCCSTASAGDTQA 

NRVCSGPPTNHSRPAADRPVRR 

KINKQKTATSTSTKRTSTQRPH 

PKVTNDHSSSPAREQNWMEN\E 

FDELTEVGFRRWVITNSSELKK 

HVLTQCKEAKNLEKRHSLGTK 

EPAALKGRTQYWQDSSPADLR 

PWLCATLLKQYKPTVFSHSTVA 

VHPRAGFLNLSTVDQHPVLDEP 

IAEAVCIIADTNKWSVQVATSQ 

RKVPHNLKLGQDVLVSSQVSSL 

LQS1LQLYKLHLPADFVGDILLD 

NNLKCVFQLGSILPVTFRSHDP 

YDGEGTDELRTAACSPDTEQLA 

RQSGTYPVSLGQATVLEDSKA 

ALPGLGPTLMAVTVVTTEAAV 

DMVVGDRGEERGGTLVAPGTR 

GLTEEIWFPVPSPSRWWSSHPV 

V AFITLAK YG PTSSPPV FHHG PN 

1IRHGAQGAASAGDSGSSSRCD 

RLPCRQNA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15074 


45442 


A 


15161 


666 


1536 


FSSAGDTQANRVCSVPPTNHSR 

PA A DRP VRR.K VN KQKTATSTS 

TKRTSTQRPHPKVTNDHSSSPA 

REQN WMEN\EFDELTE VGFRR 

WVITNSSELKKHVLTQCKEAK 

NLEKRVRVNCLIARIT* P* RRTI\ 

KTLMELKNTARE\LHEAYTSINS 

WINQAEERLSEIEDQLNEIKRED 

KITEKMKNSTTVRVAASMQSK 

LLQGVAEEGPLRLTRSASFSAEI 

SMCHQWLFSTFGNGKSRNRYH 

CEKAHIEGNQLVEETGRAFKSR 

HRYGTGPLHKPEIHEYTELHHV 

LMLQGKC 


15075 


45443 


C 


15162 


104 


364 




15076 


45444 


A 


15163 


162 


467 




15077 


45445 


B 


15164 




1122 




15078 


45446 


A 


15165 


188 


456 




15079 


45447 


A 


15166 


485 


1580 


GEGYKADLAAATVECP1CQQQ 
RLTLSPQYSHIPQGDQPTTW*Q 
VDCIGPLLKGQRFVLTGIDTYS 
GYVFAYPVCNASAKTIISGLTE 
CLIHCHGIPHSIASDQGTHFMA 
KEVWQWAHVHGIH*SYHVAD 
YPEAAGLIEGWNGLLKSQLQC 
QLG DNTLQG WG K VLQKPM Y A 
LNQHLIYGTVSP1ATIHGSRNQD 
WNGSSLRGWTFT1LFTAPRREP 
GTY I ASDQRTHFMAK.EV WQ W 
AHAHG IHWSYH VA D YPEAAGL 
IEGWNGLLKSQLQCQLGDNTL 
QGWGKVLQKPMYALNQHLIY 
GTVSPIATIHGSRNQGMEVEVA 
PLTITPGDPQAKFLLPVPMTLCS 
AGLEVLVPEGGTLPPGHTTIPLN 


15080 


45448 


B 


15167 


10 


2352 




15081 


45449 


A 


15168 


2 


497 


WKPIAMRKSRRRQEK.LLPVQK 
EGQPKEGEREEGGPVQAQKVP 
N RLHLH WTT/HLPSFFQL PLLLD 
SLWRALKFVVLEAIVKMIRFNG 
VLGKCEAIRAQALHEGGPPLPL 
AVFHNRRLQIVACSRISARLRGS 
PPPKSNNEQSSLSTDLRTDSQRL 
PPLSRNAQQKG 


15082 


45450 


B 


15169 


1 


1911 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15083 


45451 


A 


15170 


1 


1569 


MPIGKVGEYYIKGTLRATKESE 

QQSSALELSSDRVYLNEKEPGD 

QPWNAAFVFRGCGVALALRPP 

HLGWGEPRWAGFRGAFGFPFS 

TLNPSNWSLTLIIQGCKQEGFYS 

PSMRPRVVPK.RGSAPKVRAEEN 

AALPSRCPPGPLPVAQPRGLLM 

GAHVSSAPAVGVGAASCHRLC 

PGFPDRPRPTLRSCIMNAVVGG 

CDLRGQVYDPTGGWANEGTR 

DLSAVQGVPNHPGGRPCPTPQS 

SRQLPVVSRRPVVRPGGEAPPP 

LDILPAALALHQSLLTPQDPRE 

DRPSPADLWAQDSWVGQPQEL 

PVGSRVRTGTEPDTHSGSVCTS 

RQGKDGSGPLARESSVRVILQG 

PSSAWMMFPEYTPGPRARAGT 

AVVGAMARQTVNVCLTKVRL 

QHPEG 1 PG GGRGPL V PKPVCTC/ 

IVDVKGSRV\WHVHICMSMGC 

KJi VCJ^UUKb VOb WKiYlL- 1 J\\J\l i 

PKLARQASIELPSMAASSTKSW 
WETGEVQAQSAAKTPSCK.DIV 
AGDMSKKSLWEQKGGSKTSST 
IKMDSVTT 


15084 


45452 


A 


15171 


328 


641 


i i P<sAPi?r,Pcr<;ri op 

LL.1V1 i\o W c>L.r 5Arl\.Or ov-^LJL^r 
\J Y rtK 1 LoWrl^ 1 trvrorV oriK 

LLVLATAMLGSSME/RLAG*LG 
GPASGLDGLGVLFQPL1NLGDG 
QVWLGFLHTVTLLYGAV 


15085 


45453 


B 


15172 


120 


1458 




15086 


45454 


A 


15173 


1 


440 


1QQDSQAPLYSMKETQRANTYL 
VEWEPGAETAFKTLKQALVQA 

PAI CI PTf~:m\.lFC:l VITBRir.lAC 
r/\l_,c>.Lr J OV^JNroL ill clv/\01/\r 

GVLTQTRGTTPQPVVYLKDGEP 

IEHDYQQI1AQTYATQDDLLEV 

PLANPDLNLYTDGSSFVVNGIR 

RAGYAIVSNVTVLE 


15087 


45455 


A 


15174 


288 


376 


NHWLLLTMDPR1QQDSQAPLY 
SMKETQRA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15088 


45456 


A 


15175 


777 


1548 


SKIQRDSQAPLYSMEETQRANT 
HLVEGEPEAEIAFKTLKQALVQ 
APALSLPTGQNFFLYITERAGIA 
LGILTQTRETTPQPVAYLSKEV 
DVVAKVWLHCLRDGEPIKHDC 
QQIIVQIYAARDDLLEVPLANP 
DLNLYIDGSSFVENGIRRAGYA1 
VSDVTVLENSLAAVTLQNRQG 
LDLLTAEKGGLCTFSGKECCFY 
TNQSGISSPLEDTTTAGPFLHPI 
QQEVARAIIGQFPTAFGVSCLE 
GRLRGEASWTSWVE 


15089 


45457 


A 


15176 


1 


1359 


MGPEPKNTHPGSCTCPLACSSS 

HKGFECLAVEQGSYTPVASPIV 

GVKENQEILDLLELKYNQTRSA 

VTRCVLGAASTARJKQAEEGGR 

SRLAESSGLRLPFVLELPALEHQ 

TPSSSGFELLDLHQRLATWSQA 

FNYRLKDTLLASLLLRFWDSD 

WLPCSSVCSWPIVGLHLVIIERN 

Y S YQQGTETV V S S W ATG VS A A 

ASVSATIPINRVQGHCGFLGKR 

CFYCCIGECNHSDHQGPGTVAG 

SWARGVSATASQ1QVDLGKFS 

DDPDRY1DVLHLTWRDVMLLL 

DQTLAFNENNVALAAAQEFGD 

TWYHRPVNDRMTAEQRDKFPT 

Dl KTAAGIPWNH WLLLTMDPQ 

TQRDSQAPLYSM * ETQRANTYL 

VEWEPEAE/TSFKTLKQALVQA 

PALS1LTGQNFSLYVTERARLAL 

GVLTQTCGTTPLYQDELRKKTL 

RHRDSEGSGFNQLEASAD 


15090 


45458 


A 


15177 


368 


5192 


AAPAPQLGLGPCKLASHLLSQS 
HLSQSVRSEAEQKAGASPASSI 
QREPLFKDQLKA PLPEQKRRSL 
LTV PLLTFRAQKCGPG S PL V AR 
GGATDSWLVSEEFRLSDSTAPP 
TELRGQEATGITKPPASLHPQPH 
AWDWARGRDPRRHLLGTPELQ 
EHSEKTTTETLPADMGKLRTW 
ERKEATAGQAAEGAAGGIHFE 
ATSLLRPSSYVPQTQGALSTTY 
KEAKMDRDLHLTPILAAQRAR 
GPRIHSFPSDEM1EPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


15091 


45459 


A 


15178 


76 


969 


KKSTALV1DNGSCMCKAGFAG 

DDAPQAMFPSTVGFPGHQGVM 

VDMGQKDSYVGNEAQSKRS1L 

TLKYPIKHGIITNWDNM EKIWH 

HFYNELHGAPE*QPVLLTEDPL 

NPKDNREKMTQIMFETFNTPA 

MYVAIRDVLSLYAFGRTTGIVM 

DCGHRVTHTVPIYEGYSLPHAI 

LHLDLTGWDLTEYPC1LLFSEK 

CVRI pnnfWTTIP.'MT, WT7Wr"Dl^V 
o Y CLrLJlj^ V 1 1 lUiNc, Wr WLrfcv 

LFQPSFPCMESCRIHQTTINSIKK 
CD V D IRKD\NTVLSGGTTMYPG 
IADRMQKE1TALAPSTMKIKIIA 


15092 


45460 


A 


15179 




451 




15093 


45461 


A 


15180 


130 


227 


LMKMKKVM*RA*KEEERRTPP 
AEDDFEKDLEWLINENEKSDAS 
1 1EVYI ANSIHNN YITKCF AIL 


15094 


45462 


A 


15181 


104 


1715 


KEEERRTPPAISV1PAAAFYTAY 

FL HKQKMNEN KDTDSKKSEE Y 

EDDFEKDLEWLINENEKSDASII 

EMACEKEENINQDLKENETVM 

EHTKRHSDPDKSLQDEVSPRRN 

DIISVPGIQPLDPISDSDSENSFQ 

ESKLESQKDLEEEEDEEVRRYI 

MEKIVQANKLLQNQEPVNDKR 

ERLLKFKDQLVDLEVPPLEDTT 

TSKNYFENERNMFGKLSQLC1S 

NDFGQED V LLSLTNG SCEEN K D 

RTILVERDGKFELLNLQDIASQ 

G FLPPINN AN STENDPQQLLPRS 

SNSSVSGTKKEDSTAKIHAVTH 

SSTG EPLA YIAQPPLNRKTCPSS 

AVNSDRSKGNGKSNHRTQSAH 

ISPVTSTYCLSPRQKELQKQLEE 

KREKLKREEERRKIEEEKEKKR 

END1VFKAWLQKKREQVLEMR 

RIQRAKEIEDMNSRENRDPQQA 

FRLWLKKKH\EEQM KERQTEEL 

RKQEECLFFLKGTEGRERAFKQ 

WLRRKRMEKMAEQQAVRERT 

RQLRLEAKRSKQLQHHLYMSE 

AKPFRFTDHYN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15095 


45463 


A 


15182 


881 


2040 


MKAGWRQTQHLHDAGQLLHL1 

LPGEQGVARVQLRRDAAQAPH 

VNGHVVGVAQDHFWGSVEPA 

LDVRVYCGGKTGGKQRERREG 

RCGVEILMVGERKMNENKETD 

SKESEEYKDESEKDLEGLTNEN 

EKSDASIIEMACEKEENINQDLK 

ENETVIEHSKQLSDPDKSLQDE 

VSPRRNDFISVPSIQPLDPISDSD 

SENSFQESKLESQKDLEEEEDEE 

VLPRSSNSCVSGIKKEDSAAKID 

VVTHSSTGEPLAYI/ASTYK.LAY 

1PPLNRKTCPSSAAISDRSKGNG 

KSN/HGQSAHISSVTSTYCLSP* 

QKEL/QKREQKREKLKREEEQQ 

KIEEEEEKKRENGIVFKAWLQK 

KREQVLEMRRIQRAKEIEDMNS 

RVSKTSLKNKF1QI 


15096 


45464 


A 


15183 


873 


4292 


MVVSLGRVSSLSEDSDPTGRVG 
R*VDCKVDRS1WAGVW1SEDAP 
SEA*EIGGLGRK*MLSGGPQSPS 
KHVHIL*DQDSSSIPEPMGPCCP\ 
PHAPGKEPGTSCSIDTDGKLSG 
VSGDDS*T/GTDGGESEEILLPQ 
*QLPVTLPSLPLPG*VRYTSRSR 
SRSRSTRDPGRKSRP1SGLRGLC 
GDGATS/PLTPRHAPARDVQ/PG 
VSMAFAGDR\GDGGRRGGASQ/ 
PAPPGPAVPRPCAQYSARAMPA 
SGRRES 


15097 


45465 


D 


15184 


1 


2214 




15098 


45466 


A 


15185 


3 


361 




15099 


45467 


A 


15186 


1 


1035 


MKIHKSGGLKATPQLYASQFSG 

VA1LATWGPHRPRNSSTSFSTQS 

KLRRPDESSVDFQKLMLCKEAT 

KKSKEKEPGMAFPQGHLIFSDV 

A1KFSVEEWKCLNPEQRALYRE 

MMLENYRNLES/VG*LFKIHDG 

VL INRARQ YRS VPHRDIG KT* FL 

LPRNQERYSGL*VSVARN*KK 

WP*STHDRNQRVN*VHTGEKP 

QKCNECGKTFSQKSYLQCHHR 

LHTGQKPYK*E*CDKVYSCRSQ 

LKTHRRIHTG\EKAYKCKVCEK 

AF WDNSCLSCQKRVH IGEKPYT 

ALVMHKAIHTGEKPYTCNECG 

KAFSRKANLALYHRLHTGEKP 

YKCEECDKVYSRRSHLERHK 


15100 


45468 


B 


15187 


1 


1347 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15101 


45469 


A 


15188 




1446 


MWRETKRYAAVLLLTPHYSAS 

LLPDW/PNLYLHQSGHHVPGVY 

LKFGVSSNPIYPCVDSAKTVFPN 

APLHDRVQSVRRMGPFKGVFR 

KVFSNLGFEYSLSTWATMGSPG 

SLGVSPFGKTLFVESASGSLDA 

LWPTVEKEISSHKNYQKHSEKQ 

1YDVRIELTGLNALPNISLNFYK 

NSVSKLLNRKKGLIHLLQPFILR 

LCVSLHKNREENLGITIQDVAM 

RLSALPNIVCRLYKKTASEVLK 

EWSTRWDEYTHHKEVSQKALP 

TLSVK1YKKN1CQLLNQNNGPN 

SEMNALITKKSVKSASGYLESI 

AALVEKEISSYKNYTEAFYMLL 

CDVYSHVTEMK.LSSIEQIGNTL 

FVESASGVWRALRPRGKEVNDI 

FIDQIANSVLVDSSKD1CKRFEA 

CGAMVKKENLHIKTRQK1SEKL 

HWPFGAPRLTSLTGPEK.TGKGE 

HPGAKARGELSGAPPLIHTRKL 

SLMSNVETLLLEKLQGYTGAH 


15102 


45470 


A 


15189 


1 


966 




15103 


45471 


A 


15190 


157 


531 


GDHTTFLCLLMVNAEFKYNFK 
Til S* DLLKKDSGQYGHFTIFFRS 
MSIGCFSIYLCIFNFFHQCFAVF 
L VE I FTFL VKC 1 PQ VDSIEDTTFG 
HPEEATPHPFSFFMRLEQFSHIF 
SSWPVSFTAH 


15104 


45472 


A 


15191 


9 


494 


PTDRPRPRALAGARGPPGRAPR 
VPPPAGGPRPSQYGHGGRPNPR 
HGWHDAFCPNNTPYRXERPLDS 
RYLTPGPLDMRGDSGFRTGRGS 
DVGSLKPTDTRRNGKIYLNGS/ 
NVFYYQQRLHPVHRGDGARRG 
FSGRTCLHRM VC * YEQTGHQS 
DQT*KARSAYG 


15105 


45473 


A 


15192 


1361 


2038 




15106 


45474 


A 


15193 


1376 


1906 


LAFPDGMASL1MMSLPAMRTL 
AWAMAVSGNCIPEGQFSALSC 
ADFGISPKLIL*SSSAPN\YLAMG 
1SCPRADDLPEAGTAETDRACR 
SI PQ YGTDLG WYPATA AG PQSE 
SVQGAV*PHRYEAG*ST/VWKP 
LKKK*KPLPRR*LARWQMIRFR 
KPSPLTTSLKLTCAWRFLDFRW 
LE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15107 


45475 


A 


15194 


1 


1388 


MIEHPRRRDNYRQSGPPVADKP 
TTKGEPLISDIVSDAQQANLLIP 
VDETPPVINDEQSTSTPLTTAQT 
MA LA A V AD KN TTKD E K.A DDL 
NEDVTASLSALFAMLPGFDNTP 
KVTDAPSTVLPTEKPTLFTKLTS 
EQLTTAQPDDAPGTPAQPLTPL 
VAEAQSKAEVISTPSPPSISGVT 
RSKMRQREWLVLPPEDSLV1RR 
SNKTSQLPAFNVPLSAAKAAAS 
KPWRASNTACRNSRPSKVCSAE 
GEQWFSASGRGEIHSQSPARDM 
AQMCKLAAEGHFAEARVINQR 
LMPLHNKLFVEPNP1PVKWACK 
ELGLVATDTLRLPMTP1TDSGR 
ETVSGDETYLEAAPLAELHAPA 
GMILPVTSGDYAIPVTNGSGAV 
GSYSAITEPGAGSDVGSLKTTY 
TRRNGKIYLNGS/NVFYYQQRL 
HPVHRGDGARRGFSGQTCLHR 
MVC*YEQTGHQSDQT*KARSA 
YG 


15108 


45476 


C 


15195 


1 


1905 




15109 


45477 


A 


15196 


285 


1706 


YARVHSGRSSIRRSIPVSICIRSSI 

RGCVPVVHCIRSS1RRS1PVDHL 

YQIIHTKJCHTRCPFVSDHPYEE 

APDYSASLLPDWLPVPSSKVVI 

TYPGFTS1CGYYTTSSKACFSVF 

AWCFVTSDVPGRFSDEDEDDSE 

MWSLTALMGVMGGWKTSARS 

EVSILCSTSSKVIHSSYPYADRA 

FQ V WSLDARFA HINKPFG VDRF 

SGEAPSRAITTMYGVKVLNRPA 

TGTAH RL VPPD VPVHPHGGESN 

KPRVQTTVSSGISRLSIPISASAL 

QN VPDKTH DISNITDTV YHCPL 

SQSSRWYWRFVPVRSPPLSNGQ 

TAVRPGGSRAGAAGGPLSEYS 

G SG FG VMK WTKDQLTVTVK V 

HHLPEVV EFLY YKQGG WLSVL 

FGNDERKLNGHYAVYYVLSRE 

K.GTK.CWI/TDSMDYRQR/PAPT 

NDA ET YEFINELG A RKTTVVPI 

GPLHVTS/DEPGHLRLFVDGENI 

IEANNE* IHRTQC 


15110 


45478 


A 


15197 


3 


1396 




15111 


45479 


B 


15198 


1 


1399 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15112 


45480 


A 


15199 


283 


796 


FVGVKSAGNRLKT1DELANESR 
SSVGLTQAALKTLESSG AIRIER 
RGRNGSYLVEMDNKALLTHVD 
INNVVCAMPLPYTRLYEGLASG 
LKAQFDGIPFYYAHMRGADIRV 
ECLLNGVYDMAVVSRLAAESY 
LPQKGLCLAL*LGPPPYVGE\YQ 
L*QVKAKSEYVKRVGHV 


15113 


45481 


A 


15200 


48 


3376 




15114 


45482 


A 


15201 


49 


681 


DPGADRRGSVWGLSDLRNTYN 
ALYLTHSGRLSECPTPANEEKE 
PTN HNRTLTNQTQKEKKKTRT 
KDCTTRNKN STRPG SGII AGPS Y 
YTVAGPPSAIDPRWLRPTPPAL 
DPQ*MPHTSKRGKRADQSQPN 
ANKPNTEREKKDKNEGLHHKE 
QEQ\QRPG SG II AGPS Y YTV AGP 
PSAIDPRWLRPTPPALDPQTEPL 
IFQQLEIDHYVAGLTHEVMSLS 
H LTL VMRWGS VS A AHLA H W A 
RCRW1STELTPNSITSTSSPLKD 
CSSSPAMEQSWLENDFDELTED 
KKTCLCDH 


151 15 


45483 


A 


15202 


3 


587 




15116 


45484 


A 


15203 


3 


774 


M VLM AGFTAGN EKGELVVLG 

RNG SDY S A AVL A ACL RADCCEI 

WTDVDGVYTCDPRQVPDARLL 

KSMSYQEAMELSYFGAKVLHP 

RTITPIAQFQ1PCLIKNTGNPQAP 

GTLIGASRDEDELPVKGISNLN 

NMAMFSVSGPGMKGMVGMA 

ARVFAAMSRAR1SVVLITQSSSE 

YSISFCVPQSDCVRAERAMREE 

FYLELEESLLEPLAVT\ERLPII\S 

VGSDGNPPPCGGISPKFFVAALA 

PRPISKFVALCSG1PF 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15117 


45485 


A 


15204 


1474 


1511 


HS*VPANLYMELKACFTGA/NE 

KGELVVLGFfNLAVSYFIALAAS 

L R A DCCEI WTD VDG V YTCDPR 

QVPDARLLKSMSYQEAMELSY 

FGAKVLHPRTITPIAQFQ1PCLIK 

NTGNPQAPGTLIGASRDEDELP 

VKGISNLNNMAMFSVSGPGMK 

G M VGM A ARVF AAMSRARTS V 

GLITQSSSEYSISFCVPQSDCVR 

AERA MQEEF YLAELKEGLLEPL 

AVTERLAIISVVGDGMRTLRGIS 

AKFFAALARANINIVAIAQGSSE 

RSI S V V VNN DD ATTG VR VTHQ 

MLFNTDQVIEVFVIGVGGVGG 

ALLEQLKRQQSWLKNKHIDLR 

VCGVANSKALLTNVHGLNLEN 

WQEELAQAKEPFNLGRLIRLVK 

EYHLLNPVIVDCTSSQAVADQY 

ADFLREGFHVVTPNK.KANTSS 

MDYYHQLRYAAEKSRRKFLYE 

H1MTFVSPH1RPLIERRGRSSTRD 

KWCARPSTERQQDNSAARILSC 

QQGNTSFEHTSSIRVGTTNSLN 


151 18 


45486 


A 


15205 


198 


462 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15119 


45487 


A 


15206 


31 


1981 


RWLMRGMGIALPAAMASTVSP 

STI A ETPEPPPLSD W/LRASG/D V 

WVHLLGLDPH LSSLLLSICLFSR 

SLIWIF*LQP*SV/ALAFQMGAS 

LFASNIGV1EGEGPQAKPL*CLT 

VSYFEMLKNLNAQGPKGKLSP 

CQCLSLQVMTMPEYLKKRWTL 

GQRSQWPQMHVSFSS*LFPF*A 

DIFAGAIFIKQPSGEGKYMRTH 

G*NALVLFFLSLGGLEVVIINIG 

CLRFQ*DISFYSDAFLAFNEVGG 

YESFTEKYVNATPSVVEGDNLT 

ISASCYTPRADSFHIFRDAVTGK 

GR*LPLKSSPGLFHECVTFSRQV 

IVQRCL\CGKDMSHVKAACIMF 

LFV*WLLVLPIWASLDSLLNSSP 

DMVACVVPSECVISTLSGLARQ 

CPATNQCLYPFPAPGLRGLMLS 

VMLASLMSSLTS1FNSASTRTK 

AQWK*L*CFCLMFK.LCCFLLRI 

FVLLLTVVS1VWVPLVQVSQNG 

QL1HYTESI***LT*ISFSYFLNILI 

FFLLLLQGAFWGLMVGLAMGL 

IRM1TEFAYGTGSCLAPSNCPKII 

CGVHYKYFS1KVPFYYTIANICL 

LLMHFCMVPVQLYRLCWVLR 

NTTLTRISSSFVP1FCNHLLIFVP 

DYPEKSRGCLKKAYDLFCGLQ 

K.GPKLTKEEEEALSKKLTDTSE 


15120 


45488 


B 


15207 


1 


1392 




15121 


45489 


A 


15208 


57 


1523 




15122 


45490 


A 


15209 


473 


589 


LPRQL AL SC V VHCQTL VPAIRCI 
DWGWLF*W*SVTPVM 
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SEQ ID 

NO: 


SEQ 11) NO: 
or peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15123 


45491 


A 


15210 




1297 


MGKIMSSYQHVDLIVDCDFEA 

YHRQPSSGTKS V VTG PS AQ ALI 

TEKlVTYHWDQHVGDVLVLNl 

YCVINVLDHTVKAV1DDRFMG 

G1TTINLQLMA11VRYFFASGSA 

YIVAMLPVFAMLANVSGAPLM 

LTALALLFSNSYGGMVTHYGG 

AAGPV1FGVGYNDIKSLCFDER 

TRJDVADTYASNWRSRCNQTIF 

NGECPNTRQHIAAVRRGIDTLL 

MNDYLRKQ1IDISTRJAGTANN 

GDFTGQWITAANTVNFQIVAGT 

FTNCHQYFIALRLIFG1LKYIQDR 

AREGLKQRDLAEALSTSPQTVN 

NWIKRDALSREAAQQISEKFGY 

SLDWLLNGEGSPKKDLESNIPP 

ESEWGTVDAWDKNTPLPDDEV 

EVPFLKD1EFACGDGRVHDEDH 

NGFKLRFSKV\VQPRVGC*QG* 

G *LLYLDS V* * GDPLEST 


15124 


45492 


A 


15211 


62 


301 


SWMSSPRAFSSSTCLETAAPTR 
MATALTSAACRLPPAAGSGSP 
W APAPYRWRA RRRTGPMSDR 
Q*RTSQPCPEPAAASR 


15125 


45493 


A 


15212 


1 


1665 


MQDSAHLRRLPPAASRRVWLA 

LGSCPLPLESSPA HRA YERPS VA 

HQPAVPGARRSLEVPSEVPLTV 

PALTPPRJPAMLTAVCGSLGSQ 

HTEAPHASPPRLDLQPLQTYQG 

HTSPEAGDYPSPLQPGELQSLPL 

GPEVDFSQGYELPGASSRVTCE 

DLESDSPLAPGPFSKLLQPDMS 

HHYESWFRPTHPGAEDGSWWD 

LHPGTSWMDLPHTQGALTSPG 

HPGALQAGLGGYVGDHQLCAP 

PPHPHAHHLLPAAGGQHLLGPP 

DGAKALEVAAPESQGLDSSLD 

GAARPKGSRRSVPRSSGQTVCR 

CPNCLEAERLGAPCGPDGGKK 

KHLHNCHIPGCGKAYAKTSHL 

KAHLRWHSGDRPFVCNWLFCG 

KRFTRSDELQRHLQTHTGTKKF 

PCAVCSRVFMRSDHLAKHMKT 

HEGAKEEAAGAASGEGKAGGA 

VEPPGGKGKREAEGSMASSSPD 

SPCSCDCFVSVPPASAIPAVIFA 

HELGPTPGRGAGGGVCPRRHS 

HSWEPAPGL*AVGGGGGASGQ 

AGDRGCHA*EAGRS/SCSRRGS 

GL*RAGTS*1SASS 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15126 


45494 


A 


15213 




471 


GRPSSPGVHGSSTQTPAHVGSF 
PGCGPIPPD/ACRRSKIRGPGGW 
GGVGG/CRDGRNSR/DLRNLPC 
PFLFL PG P* AA APSPPWP A AG A 
APCGQCLDGWPHSYSHGHSSA 
AGRGGICRSPPLLAGELRPPGIQ 
YNGRTEVRGILSGSPCPPFSGAG 


15127 


45495 


A 


15214 


3 


449 


PHQDLEEAMVLL*PPSP/PAWPT 
MRTRKRPSSKVSSTSRPLRKSIM 
TTYAVPSRAPTPA*PSASKPTNA 
FS/HMVGSEPRSHAHLDGRHRD 
SR*RKPRPLSGPRTLGGKSLRGS 
AGAGRGGVPRPRPLPENLDAPL 
WNSPGNSAGAAVQLA 


15128 


45496 


A 


15215 


26 


1126 


EGPSSEAAHPGGTPREQDGAM 
DPA RKAG AQAMIWTAG WLLL 
LLLRGGAQALECYSCVQKADD 
GCSPNKMKTVKCAPGVDVCT\ 
EAVVAVETIHGQFSLAVR\GCG 
SGLPGKNDRGLDLHGLLAFIQL 
QQCAQDRCNAKLNLTSRALDP 
AGNESAYPPNGVECYSCVGLSR 
EACQGTSPPVVSCYNASDHVY 
KGCFDGNVTLTAANVTVSLPV 
RGCVQDEFCTRDGVTGPGFTLS 
GSCCQGSRCNSDLRNKTYFSPR 
IPPLVRLPPPEPTTVASTTSVTTS 
TSA PVRPTSTTKPMPAPTSQTPR 
QGVEHEASRDEEPRLTGGAAG 
HQDRSNSGQYPAKGGPQQPHN 
KGCVAPTAGLAALLLAVAAGV 


15129 


45497 


A 


15216 


1401 


1983 


AQRAQALECYSCVQKAD/DGC 

SPNKMKTVKCAPG/VDVCTEA 

VGAVE/SHPFWIWPRPFNAAPPP 

LSAWPGPYDTALQARPLY*QL 

QARGAES*ELVH/GQFSLAVRG 

CGSGLPGK/NDRGLDLHGLLAF 

IQLQ/QCAQDRCNAKLNLTS/RG 

LDPAGTSPPVVSCYNASDHVY/ 

KGCFDGNVTLTAEPTTVASTTS 

VTTSTSPQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15130 


45498 


A 


15217 


1 


964 


MNVKGDTQGNTRVRVDNIGG 
VGAQTVNGIEL1EVGGNSAGNF 
ALTTGTVEAGAYVYTLAKGKG 
>JDEK.N\SPSVYRP/EAGSYISN1A 
AANSLFSHRLHDRHSCLQPLKI 
LVTGGAGFIGSAVVRHIINNTQ 
DSVVNVDKLTYAGNRESLADV 
SDSERYVFEHADICDAPAMARI 
FAQHQPDAVMHLAAESHVDRS 
ITGPAAFIETNIVGTYVLLEAAR 
NYWSALDSDKKNSFRFHHISTD 
Fwr^TM DUDnP\r\rwTPCi di ct 

dvi KjL)L,rrirUtl, V INJN 1 nt/l^rLr 1 

ETTAYAPSSPYSASKASSDHLV 
RAWKRTYGLPTIVTNCSNNYG 
PYHFPEKLIPLVILNALE 


15131 


45499 


B 


15218 


44 


405 




15132 


45500 


A 


15222 




498 


MTRSLLSVFEEDAGTLTDYTNQ 
LLQAMQRVYGAQLNLLHTELA 
KQL\ETQWFYLSYNSEKR1SQTL 
SAMWRGRAAQA/TQGHWVWG 
MVEAVCSKVSTLKDLFGLASN 
EHDLSMAKYSRLPKKKENEKL 

GPDPGAKSAPSPRDRASTL 


^ — 


— — 


- — 


— — 




1224 












— — — 

-|— - 




— — 









- — 


H226 




2580 




151 „ 6 


45504 


- — 






3TT7 




15137 


45505 


A 


15227 




1260 




15138 


45506 


A 


15228 




2142 




15139 


45507 


A 


15229 




1413 




15140 


45508 


A 


15230 




4049 




15141 


45509 


A 


15231 




381 


MLMLN1GFKNFQFEHLKCSHGS 

YSEDIGFPNAGALSGAMFLLEE 

KH LLFGLKEEERLRASIRRESQ 

QRRMREKQHQRGLSASYWVNLl 

DTMRRRKARSP/YSLAA1KNRY 

KGGIRDQKPSYDSLNLCMT 


15142 


45510 


A 


15232 


1 


467 


DHSSSPAREQNWMEN\EFDELT 
EVGFRRWVITNSSELKKHVLTQ 
CKEAKNLEKRLGELLTRITSLE 
KNINDLMELKNTARELHEAYTS 
INSWINQAEERLSEIEDQLNEIK 
REDKITEKMKNSTTVRVAASM 
QSKLLQGVAEEGPLRLTRSASF 


|^|^ 













— 






455T2 


— 


T5231 




2640 




15145 


45513 


A 


15235 




714 




15146 


45514 


B 


15236 




546 




15147 


45515 


B 


15237 




735 




15148 


45516 


B 


15238 


50 


1603 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


15149 


45517 


A 


15239 


1374 


2220 


QAENSHIMINKKDVHSETPSEG 
HQRKRPKDHSSSPAREQNWME 
N\EFDELTEVGFRRWVITNSSEL 
KKHVLTQCKEAKNLEKRLGEL 
LTR1TSLEKNINDLMELKNTAR 
ELHEAYTS1NSWINQAEERLSEI 
EDQLNEIKREDK1TEKMKNSTT 
VLVSTWGSQLEQNNLPHIISPLF 
HSTHDLNISFYGGCLLQACSSK 
LLQGLAEGGPLRLTRSASFFAA 
KLCLTKHFLPTEMIL1KSRKTTP 
DTQPRRLYLLQGVVDQTSRKG 
PTALNIRQKTFAAAPPHR 


15150 


45518 


B 


15240 


1 


1311 




15151 


45519 


B 


15241 


46 


212 




15152 


45520 


A 


15242 




371 


EPLPPEPPAVPSEVELQHLRKEL 
ERVAGELQSQVKNNQHISLLNR 
RQEERIREQEERLRKQEERLQE 
QHEKLRQLAKPQSVELKASQEV 
QSLQQQPDHF\LGHL\QQYV\AT 
LSAARWAAYQQLD 


15153 


45521 


A 


15243 


392 


558 




15154 


45522 


B 


15244 


52 


689 




15155 


45523 


B 


15245 


400 


603 




15156 


45524 


A 


15246 


5 


1158 


RKFWRWMVVMAAQHSQAAQ 
GQRR**VSKGP**PGPMGGPVL 
GHWWHSGGISLAVPSLPPPGKS 
SVFLFLFSASFSDMKLNPGTVSP 
RLIFGSYDDGFLVETVVKFDFQ 
LWQKTPLHRAAGERRRAEQRG 
KLSFVMP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15157 


45525 


A 


15247 


1 


1808 


MAEETQHNKLAAAKKKSATGF 

HREGPTSSATLKDLESPCQERA 

VVLDSTSVKISRLKNTIKSLKQQ 

KKQVEHQLEEVTAPDNLVPWV 

GLSWGIGG1LGACLLLCHLCLP 

LEKKANNERQKAERELEVQIQT 

LI1QKEELNTDLYHMERSLRYFE 

EESKDLAVRLQHSLQCKGELES 

ALSAV1ATEKKKANQLSSRSKA 

RTEWKLEQSMREEALLKVQLT 

QLKESFQQVQLERDEYSEHLKG 

ERARWQQRMRKMSQEICTLKK 

EKQQDMRRVEELERSLSKLKN 

QMAEPLPPEPPAVPSEVELQHL 

RKELERVAGELQSQVKNNQHIS 

LLNRRQEER1REQEERLRKQEE 

RLQEQHEKLRQLAKPHCAFSRS 

♦TMRTRAHLQLEQQVKELQE/Q 

ALARVFLQVELKSQEAQSLQQ 

QPDHYLGHPAAEHLEAASQQN 

QQLTAQLSLMALPGEGHGGEH 

LDSEGEEAPRPMPSVPEDLESR 

EAMVAFFKSAGASAQEKQAQL 

QEQVKEQRVCCQRL AHPV A S A 

qkepeaargpgapgpggesssf 
mdhlkekadl.se/pgek.rtllh 
p/ptg/gdrrhqkthhllsepgg 
cak/daalgpghhqagaqggd 


15158 


45526 


A 


15248 


2085 


2700 


YPGKRG LEWT* ANSN RPA AEG 
PDE\SSSLPATEQSWMENDFDE 
LRKEGFRRSVITNFSKLKEDVQ 
THRKEAKNLEKGLDEWLTR1NS 
1EKTLNDLMEMKTMA*ELHDT 
CTSFSSRVDQVEERLSVPDQM 
NEMK*EEKFREK\RVKRNEQSL 
QEIWNYVKRPNLHLIGVSEIDR 
ENGTKLENTLQDIFQENFTYLA 
RQAN1QIQE! 



1929 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15159 


45527 


A 


15249 


378 


1744 


QTERNSIlsilNKKDIHTKTPSVRH 

HHQRPKLHKTTKMGKKHSRKA 

ENSKNQSGSLPPKECSSSPAVE 

QSWTENEFDEFTEEGFRVR1ESQ 

MNE1KGEEKFREKRVKRNEQSL 

QEIWDYVKRPDLRL1GVPDSDG 

ENGTRLENTLQDIIRENFPNLAR 

QASIQIQEIQRTPQRYSSRRATP 

RH 1 1 VRFTKVEMKEKMLRA ARE 

KELKIKKLTQNCLTTWKLNNLL 

LNDYWVHNEMKGEIKMFFETN 

ENIDTTYQNLWHTFKAVCRGK 

FI ALN AHKRKQERSKI DTLASQ 

LKEIEKQEQTHSKASRRQEITKI 

RVELKEIETQKSLQKINESRSWF 

FEKINKIDRPLPRLIKKKREKNQ 

1DTIK.NDKGDITTNPTEIQT1SRE 

YYKHLYANKLENLEEMDKFLD 

TYTLSGLNKEEVESLNTSITGSE 

VEA 1 IN SIPTKKKSRTRWIHSRIL 

PEVQGGAA 














LIEGKLTERNS1NINK.KDII 1TKT 
PSVG/PPSSKTKDRSSLPA1 EQS 
WMENDFDELTEVGFRRSVITNL 
SKLKEDVRIPHKEATNLEKRI.D 
EWLTRIN SI EKTLDDLMEL KTM 


15161 


45529 


A 


15251 


401 


497 


KTFSPFYFS* RRRTVRDINGFTE 
Y*EPEKLLG 


15162 


45530 


B 


15252 


220 


940 




15163 


45531 


A 


15253 


1 


1476 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide | 
deletion, \=possiblc nucleotide insertion) 


15164 


45532 


A 


15254 




2423 


MNGKNKTOIYQEPTVCQALHW 
TLARJGKEEPRRGQRGEGLLCS 
RERQPRGLSSPGTAAPAAPAAP 
TPPA LPGH RTRSG SPEGPEP1LR 
RGGSADAPGRVKTWVNRPAAF 
VGKCLGDGSADTACDQAMK.G 
QRGSNRKRKTSHSLTFPTSSDM 
HAGGLSAAHPCAHSRAPPPASP 
SPYKGSLGTRTDGLTDSRADSA 
ASGARALGVDGQPQPSPPRRAP 
PRPVGADGSSRGPQPGRRRVER 
RGPATQPGDSRALPEPRGVPAV 
HPAGSGSEWERPPPAAPSPEHR 
DKMLPGLRRLLQASARRPQPFP 
EAARWVWSPCFSSGTLCPSFQS 
ERPLLPFQGASFPGTTLHQRLCP 
VAALHGSGKGQKWQQSHCYA 
AAVMEEPPAPGRSSESLQGPLS 
WAGGAPASACLLLMLLALPLA 
APSCPMLCTCYSSPPTVSCQAN 
NFSSVPLSLPPSTQRLFLQNNLI 
RTLGARHLWVQPAHPVALLQQ 
PLHHLPGHFPPL\QALEELDLGD 
NRHLRSLEPDTFQGLERLQSLH 
LYRCQLSSLPGNIFRGLVSLQYL 
YLQENSLLHLQDDLFADLANLE 
PTSFLHGNRLRLLTEHVFRGLG 
SLDRLLLHGNRLQGVHRAAFR 
GLSRLT1LYLFNN SLASLPGEAL 
ADLPSLEFLRLNANPWACDCR 
ARPLWAWFQRARVSSSDVTCA 
TPPERQGRDLRALREADFQACP 


15165 


45533 


B 


15255 


47 


482 




15166 


45534 


A 


15256 


1 


636 


MRDPNTKRSRGFGFVTCATVE 
EVDAAMNARPCKVVGRTVEPK 
RAVSREDSQRPEDTEELHLRDY 
FEQYGKIEVIEIMTDQGSGKKR 
GFAFVTFDNHDSMDKTVIQKY 
HTVNGHNCEARKALSKQEMAR 
ASSSQRGRSGSGNFGGGRGGGF 
GGNDNFGRGGNFSGHGGFGGS 
HGGGGYGG/SGDGYNGFGNDG 
GGGSYNDFVNYNNQSSHFGPM 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15167 


45535 


A 


15257 


1 


890 


MSKSESPKEPEQLRKLFIGGLSF 
ETTDESLRSHFEQWGTLTDCVV 
MRDPNTKRSRGFGFVTYATVE 
EVDAAMNARPHKVDGRVVEP 
KRAVSREDSQRPDYFEQYGKIE 
VIEIMTDRGSGKK.RGFAFVTFD 
DHDSVDKTVIQKYHTVNGHNC 
EVRKALSKQEMASASSSQRGRS 
GSGNFGGGRGGGFGGNDNFGR 
GGNFSGRGGFGGSHGGGGYGG 
SGDGYNGFGNDGSNFGGGGSY 
NDFGNYNNQSSNFGPMKGGNF 
GGRSSGPYGGGGQYFAKPRNQ/ 
GGYGGSSSSSSYGSGRRF 


15168 


45536 


A 


15258 


1 


286 




15169 


45537 


A 


15259 


1 


1674 




15170 


45538 


A 


15260 


235 


1370 


KREGEGRLADTFVSLLLSARGR 

RRRSIVKVSLHPAVMSKSESPK 

EP\EQLRKLFIGGLSFETTDESLR 

SH FEQWGTLTD\C VVMRDPNT 

KRSRG\FGFVTYATVEEVDAAM 

NARPHKVD\GRVV\EPKRAVSR 

EDSQRPGAH\LTVKK\1FVGWH* 

RKTTF WGGKKKRA KKHHLRD 

YFEQYGKI\EV1EIH*LDR\GQWP 

RKRGF A F VTF\DDP\DS VDKI VI 

QKYHT\TNGHNCEV\RKALSKQ 

E\MASASSS\QRG\RSGSGNFGG 

GRGGGF\GGN\DNFG\RGGNFS\ 

G\RGGFGGT\RGGGGYGG/SVG 

nr. vionERNnn QMFr: r, r,r,\ q vxi 

UKJ T iNUr01NL'Uk>iNrLiOOO\o I N 

DFGNYNNQ\SSNFGPMKG\GNF 
G\GRSSGPYG\GGGQYF\AKPR\N 
QGGYGGSSSSSSYGSGRRF 


15171 


45539 


B 


15261 


1 


660 




15172 


45540 


A 


15262 


2 


486 


K.M RQRERAQGKK/V APA PAW 
K/KQEAKKVVNPLFEKRPKNFG 
IGQD1QPKRDLTRFVKWPRYIR 
LQRQRAILYKRLKVPPAINQFT 
QALDRQTATQLLKLAHKYRP/G 
DKGALAKLVEAIRTNYNDRYD 
EIRRHWGGNVLGPKSVAR1AKL 
EKAKAKELATKLG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15173 


45541 


A 


15263 


3 


845 


PPKMPKGKKAKGKKVAPAPAV 
VKKQEAKKVVNPLFEKRPKNF 
G1GQD1QPKRDLTRFVKAWPRYI 
RLQR\QRAILYKRLKVPPA1NQF 
TQALDRQTATQLLK/LVAHKYR 
P\ETKQEKKQRL\LA R AVEKKAA 
WQKGTSPTKRPP\VLR\AGS*HP 
VTTLVEVNKKASAGWWIAHRR 
GFPSSLVVFLPVALCREKWGSPY 
\CII KGKARLG\RL VTRKTCTTV 
AF\TQVNLGRQRALLLKLVEAI 
RTNYNDRYDEIRRHWGGNVLG 
PKSVA RI A KLEKAKA K.VEL ATK 


15174 


45542 


A 


15264 


1 


5796 




15175 


45543 


A 


15265 


1 


2212 


MPRVEKN1PGRRNSKGFEDPLE 

VTQDVTREWA KK V V WK REK A 

SKINGAYFCEGRVRGEAIRIRT 

MKMRQQATLTMTVDKGDNVN 

ISFKKVLIKEEDAVIYKNGSFIH 

SVPRHEVPD1LEVHLPHAQPQD 

AGVYSARYIGGNLFTSAFTRLI 

VRILPPQPEN1KISN1THSSAVIS 

WTILDGYSISS1TIRYKVQGKNE 

DQHVDVKIKNATITQYQLKGLE 

PETA YQ V D I FA ENN IGSSN PAFS 

HELVTLPESQAPADLGGGKML 

L1AILGSAGMTCLTVLLAFLI1LQ 

LKRANVQRRMAQAFQNVREEP 

AVQFNSGTLALNRKVKNNPDP 

Tl YPVLDWNDI KFQDVIGEGNF 

GQVLKARJKKDGLRMDAAIKR 

MKEYASKDDHRDFAGELEVLC 

KLG H HPN I INLLG AC EH R ERGD 

RRHLENQVTPTLILRFSNTLSKR 

HTRRLYPEPGSEGPTPTEPRSLL 

AQQSEIKLHGGSEPPLLIFRQTG 

SGVDLQQTPTNLQLRVLTVRR 

KTDKRKGHPHQKPICSSPSSKT 

KEGFRRSNYSKLKEEVQTHGK 

EVKNLEKKLDKWLTRITNAEK 

SLKDLMELKTKARELCDECASL 

TSQFDQLDKRVSVMEDQMNE 

MK.QEEKFREKRIKRNEQSLQEI 

WDYVKRPNLCL1GAPESDGEN 

GTKLENTLQDI IQENFPNITRQA 

NIQIQE1QRTPQRYSSRRATPRH1 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15176 


45544 


A 


15266 


1 


743 


PPLLIFRQTGSGVDLQQTPTNLQ 

LRVLTVRRKTDKRKGHPHQKPI 

CSSPSSKTKEGFRRSNYSKLKEE 

VQTHGKEVKNLEK.KLDKWLTR 

ITNAEKSLKDLMELKTKARELC 

DECASLTSQFDQLDKRVSVME 

DQMNEMKQEEKFREKR1KRNE 

QSLQEIWDYVKRPNLCLIGAPE 

SDGENGTKLENTLQDI1QENFPN 

ITRQANIQIQEIQRTPQRYSSRR 

ATPRHIIVRFTKVEMKEKXMLR 

AAREK 


15177 


45545 


A 


15267 


1 


618 




15178 


45546 


A 


15268 


200 


618 


EVSRNNTRTK.TSYKQDMNTSK 
GF*KDTST*PVT/KERSSSPATEQ 
CWTENDFDELREEGFRRSNYSE 
LKEEVRTNGKEVKNLEKKLDE 
WLTR1TNAEKSLKDLMELKTM 
ARELC DERTSLSSRC DQLEERV 
SVMEDEMNEM 


15179 


45547 


A 


15269 


158 


594 


SGSSICCSPISTVLQPPLLTPRQT 
GSGATSSK/SPTDLQLRECSSSP 

MYSELKEEVQTHGKEVENLEK 
K1DEWLTRITNAEKSLKDLMEL 
KTMAREQCDECTSLSSRRDQLE 
ERVSVIEDQ1NEMK 


15180 


45548 


A 


15270 




1453 


LSDLELA AQSJl F1FAG YETTSS V 

LSFTLYELATHPDVQQKLQKEI 

DAVLPNKERSSSPATEQSWTEN 

DFDELREEGFRRSNYPELKEEV 

RTHGKEVRNLEKKIRQMWTRII 

NAEKSLKDLMELKTMARELRD 

ECTSLSSQFNQLEERVSVMEDQ 

MN EMKKEEKF RRKRIKRKEQS 

LQEIWDYVKRPNLRLIGVPESD 

GENRTK.LENTLQDI IQENFPNLA 

RQANIQIQEIQRTPQRYSSRRAT 

PRHIIVRFTKVEMKEKMLRAAR 

EKE IQTTIRE Y Y KHL Y ANKL EN 

LEEM DKFLDT YTL P RLNQEE V E 

TLNRPITGSEIEAIINSLPTKKSP 

G PDGFTAEFYQRYKEDL VPFFL 

KLFQSIEKEGIL PN SF YE A SI 1 L I P 

KPGRDTTKKENFRPI SLMNSDT 

KILNKILANRIQQHIKKLIHHDQ 

VGF1PGMQGWFNIRKS1NIIQHI 

NRTNDKTHMIISIDAEKAFNKIQ 

QPFMLKTLNKL 


15181 


45549 


C 


15271 


111 


269 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15182 


45550 


A 


15272 


94 


4505 


Y LDMM SF VQKG S WLLL ALLH P 

T1ILAQQEAVEGGCSHLGQSYA 

DRDVWKPEPCQICVCDSGSVLC 

DDIICDDQELDCPNPEIPFGECC 

AVCPQPPTAPTRPPNGQGPQGP 

KGDPGPPGIPGRNGDPGIPGQP 

GSPGSPGPPGICESCPTGPQNYS 

PQYDSYDVKSGVAVGGLAGYP 

GPAGPPGPPGPPGTSGHPGSPGS 

PGYQGPPGEPGQAGPSGPPGPP 

GAIGPSGPAGKDGESGRPGRPG 

ERGLPGPPG1KG 




45551 


— 


15273 


1628 


1832 


RRRRKARERRRLAAEQGRRMK. 
EQCKDGFSE/QASGALKLMGSN 
EGEFKAEGNSKFTYTVLEDGCT 




45552 


— 


-— - 


- 


362 






45553 


— 


75275 


T076 


T240 


LRQLL* LCPSWRLCLLGG WQL 
HLFF*RHHFVHLVSQRCSIAMS 
PSPRRCFSLHL 


15186 


45554 


B 


15276 j 


480 


1167 




15187 


45555 


A 


15277 




379 




15188 


45556 


B 


15278 


13 


369 




15189 


45557 


A 


15279 


112 


1112 


WPPASPSASV1RTVKEFALTNPE 
KSSTKETERKETKAEEELDAEV 
LEVFHPTHEWQALQPGQACPC 
RNPTYGLNLQTG EREAKLQYE 
DKFRNNLKGKRLDINTNTYTSQ 
DLKSALAKFKEGAEMESSKED 
KARQAEVKRLFRPIEELKKDFD 
ELNVVIETDMQIMVRL1NKFNS 
SSSSLEEKIAALFDLEYYVHQM 
DNAQDLLSFGGLQVVINGLNST 
EPLVKEYAAFVLGAAFSSNPKV 
Q/EWEAIEGGALQKLLVILATE 
QPLTAKKKVLFALCSLLRHFPY 
AQRQFLKLGGLQVLRTLGAGE 
GHGGARRARGHTALRPCHREK 
CSPRRRLS 


15190 


45558 


B 


15280 


54 


385 




15191 


45559 


B 


15281 


274 


776 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15192 


45560 


A 


15282 


362 


1323 


HQLGRSALLDTRTVSMQKAKN 

GDAVTEPQVA/ENEANGKDTA 

EVDLLTKELEDFEMKKATARA 

VTG1LASHPCSTDVHIINLSLTF 

HGQELPSDTKLELNSVRHYGLI 

GLNGTENSMLLSAVGKHGVPIP 

EHIDIYHLTREMPPSDKTPLHSL 

VTVSSPRQRDDMSDGHLCTAR 

RHTDIRDDRSPD APDTA RSL AR 

ST1TTRRIFALATPSRTLQQVCS 

ALAYTSHPAARTQPLASTALTR 

RY MLPSPQLPSLRDHRRTNPLH 

SAVAT1PHTTTGEADVSLLCIGL 

STLHYALVYHVSVLTALSAQS 

MSATDASIIFFEPKR 


15193 


45561 


A 


15283 


3 


537 




15194 


45562 


A 


15284 




455 


MPRPEKLGKTQVPPLAECLTKD 

SFLGQKQASLGPLTFRDVT1EFS 

LEEWQCLDTVQQNLYRDVMLE 

NYRNLVFLV1SS/HFTQDFWPD 

QSIKDSF/QR1ILRTYARCGHKN 

LRLEK1 VKVSM RKHQIIHTGKK 

PYKCEECAKLLASPQPLENMR 


15195 


45563 


A 


15285 




397 


FAVLMAHYDVQEEDPVLTVIT 
YMGLSVSLLCLL\LAALTFLLC 
KA1QNTSTSLHLQLSLCLFLAHL 
LFLVAIDQTGHKVLCS11AGTLH 
YLYLATLTWMLLEALYLFLTA 
RN LTV VN Y SS1NRFMKKLLMFPV 


15196 


45564 


A 


15286 


191 


1332 


AIETQAITDNCSEERKTFNLNV 

QMNSMDIRCSDIIQGDTQGPSVI 

AF1 SYSSLGNI IN ATFFEEMDKK 

DQVYLNSQVVSAAIGPKRNVSL 

SKSVTLTFQHVKMTPSTKKVFC 

VYWKSTGAG/CSQWSRDGCFLI 

HVNKSHTMCNCSHLSSFAVLM 

ALTSQEEDPVLTVITYVGLSVSL 

LCLLLAALTFLLCKAIRNTSTSL 

HLQLSLCLFLAHLLFLVGIDRTE 

PKVLCS1IAGALHYLYLAAFTW 

MLLEGVHLFLTARNLTVVNYS 

SINRLMKWIMFPVGYGVPAVT 

VAISAASWPHLYGTADRMLAF 

KATAQLF1LGCTWCLGLLQVGP 

AAQVMAYLFTIINSLQGFFIFLV 

YCLLSQQAKHKFTPMEVPRQN 

HRCLQQN 


15197 


45565 


A 


15287 


263 


397 


GRPPAPAARVSGPASVSAG*KR 
VSASGSVGVRSMRRGSALLPPN 
F 
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SEQ1D 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














MKFHDRGQMQPKPSPAEAVNS 
APQREPEGSILRAADPLVWAAK 
AMSASR/RGS/CGGSSADPRHTE 
RTPTEPDADTRFQPAETLAGPK 
TRAAGAG 


15199 


45567 


A 


15289 


5 


545 


SPMTEAKSSPNPAQQRLSTQRP 
SESRKVPSSELQTLSCGLQRPCL 
HPGRPGPDPYYASASTRTRSPS 
ARHAVWGRRGCYPEA/AVRAR 
EGPHPTLAPASTYGLASPPRAD 
SAHRPRHRSLTRLLPNRKLGGS 
SADPRHTERTPTEPDADTRFQP 
AETLAGPKTRAAGAGGQPWDS 
ANASPP 


15200 


45568 


B 


15290 


121 


822 




15201 


45569 


A 


1 529 1 




1308 


MLRMVGIE1SNGQWSTPPCQVL 

HLEGND1YNPKEQGLGNTCRW 

GWMAAGTRRNLCWAPFPFLNP 

VASLVLHSTIQIALQESKDRVL 

GTLINSPLVTSTDKANWSLRLA 

LEVGDGGGLVGLSPQPVGSGA 

MSRCPNCTRKLIGSG1SPTSSTL 

AEEQGSVVKTHSHQGGARCSK 

EKGWQ1LLILVAGLCQLVVVV 

QNVGVRKIPRKYLAALRVAIGH 

ALA1ERRR1RVDVADQAQDTDR 

DDRSFGRDRNRDSDKTDTDWR 

ARSATDSFDDYPPRRGDDRFGD 

KYRDRYDSDQYGRGYWYEYR 

DGPCRDMDRYGVGGSGRRAFG 

SGY/RRDNDYRGGRDRYEDRY 

NRWDDGSCSSRDDFSRDDCRY 

NDRRPPQRPKLNLKPHNTPKGD 

DSSASTSQSSRASFVFGGAKPV 

DRAARETKVEEWLQKEQDKLQ 

HQLDEAKLE 


15202 


45570 


A 


15292 


2 


293 




15203 


45571 


C 


15293 


56 


298 




15204 


45572 


A 


15294 


1 


273 


TRGPWCDSVLRGCSLEQRSFIS 
VRLLSYLSACRHPMEDSMDMD 
MSPLRPQNYLFG\SLGAGAKDE 
LHIVEAEAMNYEGSPIKVTLAT 
LKMS 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15205 


45573 


A 


15295 




1024 


CGGIHSVLRGCSLEPAFFYLRSA 

FSPTISACRHPMEDSMDMDMSP 

LRPQNYLFGCEVLKADKDYHFK 

VDNDENEHQLSLRTVSLGAGA 

KDELH I VE AEA MN Y\EG SP1 K VT 

LAATLKMSWQPTVFPWGAFEIT 

PTQWSLRLKCG\SGPVHI\SGQH 

FSKLLEED AEVSEDE EE\ED VKL\ 

LSISGK\RSAP\GGGSKVPQKKS 

KTLLLMKDDDDDDEEDXDD ED 

DG*WMDFGWMEEAEEKAPSE 

RNPIRDTPVAKNAQKSNQNGKD 

SKPSSTPR\SKGQESFKKQEKTP 

KTPKGPSSVEDIKAKMQASIEK 

GGSLPKVEAKFINYVKNCFRMT 

DQEAIQDL WQWRK SL 


15206 


45574 


B 


15296 


1 


1107 




15207 


45575 


A 


15297 




1968 


MLASMGVVAKEMKYLSSPYPQ 

HAFHTRJKSLMTVNFQAQLWL 

PNEAGPTGDGDWGGDTHGCPS 

FSPHLPRFIQKQPWGTGRRLLQ 

EHFSCKSLVPV1 PSRDIEAFHLH 

ADL1LNTLPSLV11IGQIESHSEEL 

RARVSTYESGEDTIQC1TVTWK 

PKYGATRWKDPGSPDGPLEER 

RLEDLSTRNNSIRLFRGCGYRV 

KQNSSQRPNKVCGLPDTGVLL 

QTKCGLVRNSQRSAQTNTKQH 

EELFSTAGIPENLSRRQEVLPGH 

GFTGWVGWTWKLTSGEGVTF 

HHLSATHKLSHASCRQGNFKP 

KGAMSVTRSTVHPHLAFLSAEI 

NGKCGRPCVFLGIWAINCGMAI 

LYERLSALVCVSVSERHLDYT 

MRFLFDIPPSTLEAR1GSPLWAL 

SLHPLRSSTVTSSVELILPECTV 

A VLEIQ Y VFLGDTILFTTVG KA 

RSGTRDRDGGRAQIMQVLQGK 

GRELDAAAQPEGQLLREVRVL 

GVPFIPRARVDAWLVHTVAVG 

SADEAHGLLGAAAASSTGGAG 

ASVDGGSQAVQGGGGDPRAAR 

SGPLDAGEEEKAPAEPTAQVAD 

AGGCASEENEVLREKHEAVDH 

SSQREENEERVSALKEMSLQQN 

NDDENKIAEKPDWEAEKTSESR 

NERHLNGADTSFF\SLEDLFQLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


15208 


45576 


A 


15298 


1 


2104 


MKHLKRWWSAGGGLLHLTLL 

LSLAGLRVDLDLYLLLPPPTLL 

QDELLFLGGPASSAYALSPFSAS 

GGWGRAGHLHPKGRELDPAAP 

PEGQLLREVRALGVPFVPRTSV 

DAWLVHSVAAGSADEAHGLL 

GAAAASSTGGAGASVDGGSQA 

VQGGGGDPRAARSGPLDAGEE 

EKAPAEPTAQVPDAGG\CASEE 

NG VLREKHEAWDHSSQH EENE 

ERVSAQKENSLQQNDDDENKI 

AEKPDWEAEKTTESGNE\RHL\ 

NGTDTSFSL\EDLFQLLSSQP\EN 

SL\EGIS1WGDIPLP\GSISDGHEF 

FKHIYHVNFQPRLISNQDWNLH 

EAILLCPNNTFRRDPTARTSQSQ 

EPFLQLNSHTTNPEQTLPGTNLT 

GFLSPVDNHMRNLTSQDLLYD 

LD1NJFDE1NLMSLATEDNFDPI 

DVSQLFDEPDSDSGLSLDSSHM 

NTSVIKSNSSHSVCDEGAIGYCT 

DHESSSHHDLEGAVGGYYPEPS 

KLCHLDQSDSDFHGDLTFQHVF 

HNHTYHLQPTAPESTSEPFPWP 

GKSQKIRSRYLEDTDRNLSRDE 

QRAKALHIPFSVDEIVGMPVDS 

FNSMLSRYYLTDLQVSL1RDIRR 

RGK.NKVAAQNCRKRKLDIILNL 

EDD VCNLQA KKETLKREQ AQC 

NKAINIMKQKLHDLYHDIFSRL 

RDDQGRPVNPNHYALQCTHDG 

SILIVPKELVASGHKKETQKGK 


15209 


45577 


A 


15299 


2 


342 


RRRFRVAAAAVGTA*AVVLSA 
RPSETWETRGRR*\RICPSSWP* 
GI* VNNG* K*RRHS VCQCSLWF 
PARCIKPYHSMARTQPGTRNKE 
NGPAGPTALDNVASSDDTGRH 
RPQT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15210 


45578 


A 


15300 


710 


1831 


IRMKSKEIIARCIKPYHSMARTQ 

PGTRNKENGPAGPTALDNVASS 

DDTGRHRPQTTQLAPGFAHPLQ 

LASFRRMVLFLSGEGRSRGGPE 

LQFPASCRRGEGSPGVRESGSG 

GIAATSTPNYPPNQDSKEHDIR 

GAEHQKQEQPAKPPHTARSAY 

PPQKSSYPANAKATRHSPETAA 

AKEARAPAAAQPQRHQPNPSP 

APHTRPATAATRQPERRVPSPT 

HRHPAATRLSPRRQSPSPRPHH 

DRRGFPRLAETLQHPMCPLPLV 

ASAGHHRHHRLLLLLAPQAPER 

EASDE1WFSGRSRSRGCPTEFQE 

SAMCFPNPGLPDSCGESQAVTI 

L1LRKFQKVIWVIEVPLDYKKG 

SWEYFSRMETIIMPFENIQSE 


15211 


45579 


A 


15301 


77 


1041 


1PSCVVSGIAAAF/HPGLASDAP 
ARASSWWTHVEMGPPDP1LGV 
TEGFKRDTN SKKMNLG VSA YR 
DHNGKPYSIHKAEAQIAAKNLD 
EDYLSIGRLAEFCKASAEVALG 
ENSEVSKSGRFVTVQTISGTSAL 
RIRASFLQRFLKFSQDVFLPKPT 
WGSRTPIFRDTGMQLQGYRYY 
DRKTCGFDFTDTVED1SKTPEQ 
SLLLLHACSHNPTGVDPGPKQQ 
KE1ATVVKKT/RNLFALFDMAY 
QGFASGNGNKDAWAVRHSANV 
I RH CRCQS YTKNM VLH S EG V A 
GFTMVCKDADEAKRVESHLKI 
LMCPMYSNPPLNGTRLLLPF 


15212 


45580 


A 


15302 


1 


1263 




15213 


45581 


A 


15303 


1 


1146 


MTGRQSLSPVLSLSSLDSMSFT 
TRSIFSTNYLFLGSVQVSNYGA 
RPASCMASVYAGAGGSGSRISV 
S RSTSFRGGMG SGDL A AGM AG 
GLAGMGGIQNKKETMQSLNDR 
LASYLDRVRSLETKNRKLESK1 
REHLEKKGLQVRDWSHYLKTI 
EDLRVQIFANTVDNAGIVLQID 
NACLAADDFRVKSLMTNVTWL 
PLETEMEALKEELLFMKKNHEE 
EVKGLQAQIASSELTVEIEKSTT 
VVTTQSTKVGDAEMTLTELRR 
TVQSLKMDLDSMRNLKASLEN 
SLREVEARYTLQMEQLNRILLH 
LESEMAQSRAEGQHQIGEYEAL 
LNIKVKLEAESATYHRLLDDDD 
FNLGDALDNSNSMQTI/QKTTT 
RRK V V SETN DTK V L 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15214 


45582 


A 


15304 


184 


370 




15215 


45583 


A 


15305 


40 


1411 


RGDPRVRRRTQSLSPVLSLSPDS 
MSFTTRSTFSTNYRTLGSVQAP 
SYGARPVSSAASVYAGAGGSG 
SRI S VSRSTSFRGGMGSGG LAT 
GIAGGLAGMGGIQNEKETMQS 
LNDRLASYLDRVRSLETENRRL 
ESKNPEHLEKKG PQVRDWSHY 
FKIIEDLRAQIFANTVEQCPTTV 
L/LRIDSA\RLAVADDFRVKYE\T 
EAGPCAQSVENNIHGLCK.VIDD 
TN VTRLQL ETEIEALKEEL LFM 
KKNHEEEVKGL*AQIASSELTV 
EVDAPKSQDLAEIMADIRAQYD 
EL A RKNREELDK Y WSQQIEEST 
TVVTTQSAEVGAAETTLTELRR 
TVQSLEIDLDSMRNLKASLENS 
LREVEARYALQMEQLNGILLHL 
ESELAQTRAEGQRQAQEYEAL 
LNIKVKLEAE1ATYRRLLEDGE 
DFNLGDALDSSNSMQT1QKTTT 
RR1VDGKVVSETNDTKVLRH 


15216 


45584 


A 


15306 


392 


1449 


GPWEMLMTIK.SHPDAERQPQR 
V K K.LTQ V F W S S A SLRER/GKT Y 
LFWPKLKKAAE1PAAYREALDE 
ALGISGGGRDVGERVYKGPSM 
MANPQKPVLEALSSNK.YLHILC 
AKHCDRHEGYKDEIKVKEASS 
RVNGCVEAMLSAPLPLDRRNE 
HVESKG KPFTMGLSPRVLSASR 
RDGLRERKGSFFRTVVLHDTKT 
DSNSDTETNSSTPPRTLLEMQIL 
SPTWTYEISSSRTLGCGPSVFQQ 
RASYSPSVSGPRLGCPLMDGGR 
MRCPPGNPESCVSEANLIPISVP 
VAPHAHQHLVLSVFWKITIVIG 
GKTCVAQNHSNEAKMKQRPEI 
NHASPPGAFAWSQSGEP1ASAM 
TVPA 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15217 


45585 


A 


15307 




785 


MWDVGQDSSLLRGAGGPGLQL 
WFGRLQLHLGGLREHRDAWV 
HSRGLGSCSGMQGAATPTQNG 
RGSCLSPAPASSMEHAAPAVPP 
CCSWCDSSSRSRWPATATTETG 
PRTVPSAQESAVGLLTASLLKG 
DSGSTGFCPLLMSLAAPGTQQC 
SLGFCCTFERKRSSVSPAAPGTA 

Ai^LAAALMLlVlJrlvlSjN^IA V YJb 

LLFKQGVMVAKEGVHLPRHPE 

GHREEQFAWRHFYWHLTREGI 
QSIQ 


15218 


45586 


A 


15308 


1 


392 


















15220 


45588 


A 


15310 


150 


372 


RRSNEWGVPVPVPARTGGG/HG 
QKTPPSPPLPPSSPPPSPSPPPPPA 
VAPAKIPPPLPLPPLPPREAPPAP 
GPALP 


15221 


45589 


A 


15311 


218 


740 


KSCPETVSRRK.NVGSIKKHQGD 
KFNPVCLKMTTKTEFVLCGWV 
PCRCL/REGEEETVTTLDYSHCS 
\LEQVP\KEIFTFFKTLEFLYLDA 

NDLTTLPASIANLINLRELDVSK 
NGIQEFPENIKNCKVLTIVEASV 
NPISKLPDGFSQLLNLTQ 


15222 


45590 


A 


15312 


96 


297 




15223 


45591 


A 


15313 


469 


5174 


KMTSLAQQLQRLALPQSDASLL 

SRDEVASLLFDPKEAATIDRDT 

AFAIGCTGLEELLGIDPSFEQFE 

APLFSQLAKTLERSVQTKAVNK 

QLDENISLFL1HLSPYFLLKPAQ 

KCLEWLIHRFHIH LYNQDSLIA 

CVLPYHETRIFVRVIQLLKINNS 

tS.rlK.Wr WLLrVKyoUV rLAKLx 1 

L1THCYKDLGFMDFICSLVTKS 
VKVFAEYPGSSAQLRVLLAFYA 
ST1VSALVAAEDVSDNIIAKLFP 
Y1QKGLKSSL 


15224 


45592 


A 


15314 


267 


495 


GCLL**CLCIRL/SrCNRAERALR 
PYSDVEALRLSSDFPFRQRPKG 
GSGWSLLSVE1NQYYGPRVMIG 
RSNSEVVLVL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15225 


45593 


A 


15315 


3 


3027 


AMEQAGTRPAATEHPRLRRPM 
PWLLLLPLLLLLLLLLPGPAASQ 
LRYSVPEEQAPGALVGNVARA 
LGLELRRLGPGCLRINHLGAPSP 
RYLELDLTSGALFVNERIDREA 
LCEQRPRCLLSLEVLAHNPVAV 
SAVEVEI LDINDNSPRFPRPN YQ 

VGANSVQTYELSPSEHFELDLK 
PLQENSKVLELVLRKGLDREQA 
ALHHLVLTAVDGGIPARSGTAQ 
ISVRVLDTNDNS 


15226 


45594 


A 


15316 


1 


775 


MPCVNGKYNSTIQAGLQMAQI 
LQDEGPYEVGIDEETGSQKGDG 
1 1 RS SRKLLFTM ALFLETN LLKD 
PLSRERRWRLDELDSGGREKG 
VAVFLRSAGIRQVQVAMEQAG 
TRP/AATEHPRLRRPMPWLLL/L 
PLLLLLLLLLPGPAA/SQLRYSV 

PFPHAPr. AT A/r,\IVADAl flT CT 
rttyArUAL/ V OIN VAKALULcL 

OT?T n'Dn,/f > l TJ1XTT-I1 r,ADCDDVI 17/ 

KJvlAjr O/L^L.KlJNrlL.OAr or K Y L.C,! 

LDLTSGALFVNERJDREACLGS 
AGANPVAVSAVEVEILDiN/DNS 
PRFPRPNYQLQVTARCWWTSW 


15227 


45595 


A 


15317 


2 


165 




15228 


45596 


A 


15318 


1239 


2251 


TCSSRARRPRRGRTVSQVRGPA 

P W APRRARLQQRG SLRG A A RS 

PASPTSA/PSYSRASASAGPAAL 

QPQGAVTPGPSANLAAPGGTL 

VPAEGPRMPPVTAQSASSHPAP 

SASQPSSPAAASRGSLSVPQEVT 

ATLLA S A SSPTLDATRD AP ATP 

RI AAPPG S ATSSRGLG SQAQG SS 

LGTKESISDSFGLGSPAVTQRTT 

APPDSAALSQDTRPEAAGSWPG 

PQTGACSVGSGTDRRDTAAAT 

£/Y^r1Looilc>rvcrv f oAt^JVoOrNt^r 

GILKADFTISTLMDPEEMKDQF 
LRQVRLPSTDALKKQSISNYRP 
PGKGKPQQYLGDSAWNMVSA 
GTIEGFYKE 


15229 


45597 


A 


15319 


46 


2859 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15230 


45598 


A 


15320 


240 


924 


NGEQKCILCHIVYSSKKRH\SHE 
CRRCGPTEVSLSAYAKHISGQL 
HKDNVDAQEREDDGKGEEEEE 
DYFDKELIQLIKQRKEQSRQEPS 
SSSQEVNSDDSSSATFSVSVFYV 
WLKTI LLLT WPK E VKRLDTPGL 
ELWLVPNMAELSEPEGPVDWK 
ERCVALESQLMKFRVQASKIRE 
LLAEKLHHNERLEYRDQRKDS 
ASFQRKKQFTYKASGIEMASDL 
SKAPLEIRG 


15231 


45599 


A 


15321 


3 


755 


LRLPRRSTRTRRGIWVRTGAAM 

GKVNVAKLRYMSRDDFRVLTA 

VEMGMKNHE1VPGSLIASIASL 

KHGGCNKVLRELVKHKLIAWE 

RTKTVQGYRLTNAGYDYLALK 

TLSSRQVVECVG\NQMGVGK\E 

SYI Yl V ANEEGQQFALKLH RLR 

RTSFRNLKNKRDYHIHRHNVS 

WLYLSRLSGMKEFCYMKQFCD 

EQGSQLRIHMMGGQMWAVPIC 

QPRDLFVWFVLRAEACAGCGA 

TSQQRGALGVTSTCYRD 


15232 


45600 


A 


15322 


1 


1028 


MNKT1TTQEEVLPLQADVVQRE 

EELNSLKQKLAAALLAEQEPQP 

ERLVSELQL\PRKAAVFQDEILR 

SSRQLVLPELGVHRHVLVVCC 

GGLRCPLAGGLAAASVGRLGL 

VDCDVVEMSNLAYQVLHGEAL 

AAQAKAASAAASLRGLNLAPP 

PAETVTNCADGGMLRVLTGVL 

GCLQPLKVLK1AASLGPSYSGS 

LLLFDA LRGHFCCIRLRSCRLDC 

A ACGK WPT VTHLLD YE AFCG S 

SATDKCRSLQLLGPEDRVSVTD 

YKRLLDSGAPHLLLDIRPKMEL 

PRKAAVFHDEILRSSRQLVLPEL 

GVLRHLLVVGCGGLRCPLAQY 

LAAAIVGRLGLVAYDVV 


15233 


45601 


A 


15323 


92 


778 


QGTRRWSLGTCSLMTRTQFEV 
CTKVCVQESLQRPGEELKTRCP 
SVGAGYVNYGTPAHERI/GAAV 
K.TGREA DKPEVTKQTQFSTRK 
DE/TSLFGVPLQ*LLARHRAPP* 
RRT/RRLLEVARTPMLPAQASR 
SELAARQDSAWASPAAPASPN/ 
RSVLRRCLLSARPPLCGPL/LRV 
LPSWRRQQ1RENSAED*LHSEY 
RANRIRRRRGHPEN/WTKS*LE 
NPENLTRRSSSAPAPC 


15234 


45602 


A 


15324 


142 


500 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ IBNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15235 


45603 


A 


15325 


3 


343 




15236 


45604 


A 


15326 


1164 


1648 


PLMTSAPWPSCCCWRSLSSGRP 
AG RQRQLPTS ITTANQP A PSRR 
KKSTSRKKQRNLPAVSPAMVAI 

WDTJQrTil VD U/CVT HVAQ^PPD 
V uvtOv^LJL iKWjv L-rl Y AoycKK 

VP Pi A AVPP , 3ri\RK , RTTTk'TRP /T4 

WDVTVFI T7COnpn\! A P*N/fT? HAD 
WK. I IlSJ^LcoKi^rO V AUIVIKV^yr 

1 V^L Vt Vr W INc^ I rcyK^y 1 Ll^ 

RQHGRETRCSV 


15237 


45605 


A 


15327 


28 


417 




15238 


45606 


A 


15328 


2 


440 




15239 


45607 


B 


15329 


1 


441 




15240 


45608 


A 


15330 


22 


584 


JRGRVDPPSAVEPPPKMQIFVKT 
LTG\KTMTLEV EPLG YG * KN VK 
AQASRDK\EGI\PPDQQRL\IFAG 
KQ\LEDGRTLS\DYNIQKAESTL/ 
HIFVLRJLRGGA1CKRKKKSYTT\ 
PKK\IKHKRKKG*SLAV\LKYYK 
\VDE\NGKIS\RLRRECPS\DECGC 
WGVYGQVTFDRHYCGVKCCLT 
LLFQQTRMTSNCMS 


15241 


45609 


A 


15331 


3 


954 


LDARRHWEGTPGFTHTSPDAW 
ADAWGKMAGEKVEKPDTKEK 
KPEAKKWDAGGKVKKGNLKA 
KKPKKGKP\HCSRNPVLLRGIG 
RYSRSAMYSRKAMYK\RKYSA 
AKSKVEKKKKEKVLATVTKPV 
GGDKNGGTRVVKLRKMPRYY 
PTEDVPRKLLSHGKKAPFSQHV 
RKLRASITPGTILIILTGRHRGKR 
VVFLKQLASGLLLVTGPLVLNR 

WOT DPTHnk" P\/T\ A TPTl^TPiTQTvTV 

VKIPKHLTDAYFKKKKLRKPRH 
QEGEIFDTEKEKYEITEQRKIDQ 
KAVDSQILPKIKAIPQLQGNLRS 
VFALTNGIYPHQLVF 


15242 


45610 


A 


15332 


670 


1008 


WC1LGVTPSLMSRTALFLSRHT 
FFA/RSHSAASKL/EKKKKEKVL 
ATVTKPVGGDK.NGGTRVVKLR 
KM PRYYPTED VPRKLLSHGKK 
PFSQHVRKLRPSITPG\TILULTG\ 
RHRG 


15243 


45611 


A 


15333 


1 


708 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15244 


45612 


A 


15334 


1 


1754 


MRNEISDLTEELHQKEITIATVT 
KKA ALLEKQLKMELEI KEKML 
AKQK.PWACLVNAMPAIQVVFN 
LGRFRKCQDPHKAQEWVYPGY 
SG SDCEVFPEIMTSKN REEAMP 
EWKLWKKVVLSGATDAPSWD 
GPTFTDLNVFAGNMGLSDCTLS 
LGKIWKIPGHFLHTSGPVSFHT 
KGLLNTPTKERWVGGFGSEGR 
GVPEPGGCFGVLAVPRRTPPSA 
AAMTGGERLGRAWAGDRAAA 
SRSAPVPGTFGMMGWRPVAFG 
KNAKAYRGFGGIVTSLTPSCDK 
VTLLFVRILPGSGQSRDQSSPEK 
LTDTKSTSNKAYGFPECLRRPE 
STHIFFYDHQLGSEQPRGTKGT 
PLKWVSQKTLERETRQCQALVI 
WTDCDREGENIGFE11HVCKAV 
KPNLQVLRARFSEITPHAVRTA 
CENLTEPDQRVSDAVDVRQEL 
DLRIGAAFTRFQTLRLQRIFPEV 
L AEQLIS YG SCQFPTLGF V VERF 

rvAIV^Ar VrnlrHKJivV 1 HUrllvlJ 
OlvtirlN Wlvtv/L3l L rnuLraoL 

SVVCGVRSLSCRSVGFCWRSTP 
DPVCLCITSGGCRTASIAEQQKL 
LPDPSYRSF1PEGQPPI 


15245 


45613 


A 


15335 


3 


125 




15246 


45614 


A 


15336 


764 


1005 




15247 


45615 


A 


15337 


1 


3533 


MELVNCVLMSTLGNTCCPMAI 

AMFRSSSSLPRPGHSLTGSPLRV 

NLIHIKFPLNDFHQN VVK I KNK 

DPPLGAA1GKESCPIADNELHSL 

ERRPLSPKLVQALGVAGLSRPG 

PPHTGCAIWLLL1TDHKLLSEIL 

YDLLHQGLDILADPPDEGGIPR 

GKNL V ELLQLPGLEE DKAFQKE 

IGLKILVFKAYSTLSSDGPPLFS 

ALRSLQGVQSSKVGESREEKSQ 

TEEEDPGNPWVPQSLGASVSSS 

GKWGCLRTKP 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15248 


45616 


A 


15338 


1 


2800 


SISGPGQEAVPLRPKAEPPEGSG 

MVWDRQTKMEYEWKPDEQGL 

QQILQLLKESQSPDTTIQRTVQQ 

K.LEQLNQYPDFNNYL1FVLTKL 

K.S EDEPTRS LSGLILKNN VKAH 

FQNFPNGVTDF1KSECLNNIGDS 

SPLIRATVGILITTIASKGELQN 

WPDLLPKLCSLLDSEDYNTCEG 

AFGALQKICEDSAEILDSDVLD 

RPLNIMIPKFLQFFKHSSPKIRSH 

AVACVNQFIISRTQALMLHIDSF 

TENLFALA 


15249 


45617 


A 


15339 


8 


450 


TWSWSPQAPSWARPSSQARAV 
SLLVARGQLCQGSRRRSGVGSR 
VDAGAARTALRTLGTRPRLRRP 
CGLGSHETKAAASGQDGQRGS 
RGRGSLGGRELGANEPLYQ/WR 
AHTLTVLFILTCTLGYVTLLEET 
PQDTAYNTKSEIAVVHLS 














MPVAVM AES/AFSFKJCLLDQCE 
NQELEAPGG1ATPPVYGQLLAL 
Y LLIIN/GQRJ WQRDFPGI YTTIN 
AHQWSETVQPIMEALRDATRR 
RAFALVSQAYTSI1ADDFA 


15251 


45619 


A 


15341 


129 


915 


RSGTQGRSAATAALNVIAGATP 

EGQSWGLAVRTVQRRGRPAK 

MPVAVMAESAVXSFKKLLDQC 

ENQELEAPGGIA\TPKVYGQLL 

ALYLFHNDMNNARYL*KRIPPA 

IKSANSELGG\IWSVGQR1WQR 

DFPWG/IYTTINGHQWSETWQP 

I M\EALRDATRETAPLPWVSQA 

YTS\IIAR*FCQPLLGLPV\FEAV 

KGIL\EQGW\QA\DSTTRNGSCP 

GKPVCRGPWDVFPFNKFISLYS 

EP\APV\PPIPNEQQLARLTDYV 

AFLEN 


15252 


45620 


A 


15342 


1 


529 


MATLTISRAQTEDEADYYCHRI 
KLVKEGLDERTHKAYLSSSGK 
GCEFHMVKPGSPLGPDILGSWA 
QSALIQPPSVSGSPGQSVTISCT 
GTSSDVGSYDYVSWYQQHPGT 
VPKPMIYNVNTQPSRVPDRFSG 
SKSG\NTASMTISGLQAEDEAD 
YYCCSYAGSYPVVFGGGTKLT 


15253 


45621 


A 


15343 


399 


737 


WISGGNSCATT/LSDAGLSTTSN 
SIGSAT\GARQAESASSQSGGGA 
LGRHCGASGKCAESLRREPVGS 
ATNQWAPGWVVGRPASDSSHV 
VIGLGRSAWSPAEVTPSLIPGRG 
RTK 
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SEQID 
NO: 


SEO H> NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15254 


45622 


A 


15344 


1 


4320 




15255 


45623 


A 


15345 




966 


MNVNLAEESKGKETVGDE1KG 
GGIQMVMLASQPLTSYCAARFI 
TGHGQKLKSELKKTLQVIMLN I 
QKVR1PTRDGYNEKDILSTGKN 
VEKLELSNIAGYPSNIEKKEYQE 
QSVLSCCSERKD AN PKSV VCSF 
FMQEQCTKGEKRFL1PGTLSVD 
RHLRYFGILPTVSNAAVVKEVP 
TVSNAAVVTEAPTGSNAAVVT 
EAPTGSNAARVMEVPTGSNAA 
V VTE VPTG SNA A V VTE APTG SN 
AAVVKEAPTGSNAARVMEVPT 
GSNAAVVKEAPTGSNAARVME 
VPTGSNAAVVKEVPTGSNAAV 
VKEVPT/G SN AA V VKE APTGSN 
AARVMEVPTGSNAAVVKEAPT 
GSNAARVMEVPTGSNAAVVKE 
VPTGSNAAVVKEVPTGVTLRW 
SRKRPRE 


15256 


45624 


A 


15346 


1 


702 




15257 


45625 


B 


15347 


238 


546 




15258 


45626 


A 


15348 


632 


2361 


FQSRTFLKNWNPGEQSQK1I/CF 

QLGERAYQTDVLVKVPRQSSV 

FSENQRMNNPERWFESTGCGK 

TYNQNRA FNQHQRFHSG EKTY 

EHNECGKAFSWPSILSKHQR1H 

TGKKLYTCEDCGKSFSVHSYF1 

QHCKIHTREKPYECIKCGKAFS 

THSSYVQHLK1HTGEKHHECNQ 

CGKAFSHSSNLIHHQRIHSGEKP 

YKCKECGKAFNRQSNLIQHQRI 

HSGEKPYDCKECGKAFSTQLFL 

IQHQRIHTGEKPYECNECAKSFS 

LNRTLTVHQRIHTGEKPYRCNE 

CGKSFSQCSQV1QHKR1HTGEK 

PYICNECGKSFGARLSLIQHQRI 

HTGEKPYGCREKPYECSECGK 

AFSQSFNLIHHQRTHNGEKSYE 

CNECDKAFSLLSSLVQHQRIHN 

GDKPYECHKCGKAFSQGSHLIQ 

HQRSH1GEKPYECNECGKTFGQ 

ISTLIKHERTHNGEKPYECSDCG 

KAFSQS A H L1HHQRIHTG ENP Y 

ECSECGKAFNVCSSLIQHHR1HT 

GEKPYECSDCGKAFSQHSQFIQ 

HQRIHTGEKPYMCNECEKSFSA 

CLSLIQHKRIHTGEKPYVCAKC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15259 


45627 


A 


15349 


3 




354 

- 


EAFGGERVSSTMSGLSGPPARR 

nprpi A IT T I Fl 1 p.PDI \/I A ICC 

Lir r rLALJLLLr LLurKLV LA I or 

HLPINSRKCLREEIQQGPASDW 

HIT T A ITTCXPl^PA/ffYPPrVMi PT TT 
CD I UMr 


15260 


45628 


A 




15350 


283 


393 


YVYRRYGRFE*NDPSSALMST* 

kj JvK C L*»w- L,U Kl lv fc, In Iv is. 


15261 


45629 


A 


15351 




351 




15262 


45630 


A 


15352 


1 


867 




15263 


45631 


B 


15353 


1 


1323 




15264 


45632 


A 


15354 


1 


3669 




15265 


45633 


A 


15355 


362 


1039 


LESYLQLPSAEGKTVSVFGETC 
ATPVGP/AAGPHTQ/LAQN1VTS 
WLTGGRPIELKTVQILDRLELE 
KPCIDAEDECFNTEWSTEFTLL 
KAWDEYLKAWFALHLLEAMF 
QPSDSGKSFIFNMSVGYNLEGQ 

PI XlDlf'MVDCnnVDDVI I/CUDfiH 
rLJNr\N.N Y jrol^Li VrK V L.rvbHKl^i-' 

YLVGNKLSWADIHLVELFYYV 
EELDSSLISSFPLLKPHTHVDNT 
KKG SHPHMCA YTDYVNNPND 
RMPQREITFVS 


15266 


45634 


A 


15356 


74 


208 


QRLTKLRETSRRLLSWQRSPSS 
TTSMHGAEWSPPRWLLAAAGV 
EFEEKFIKSAEDLDKVRNDGYL 
MFQQVP\RLRLMG*SWSRV 


15267 


45635 


A 


15357 


308 


735 


NQRCTWAYSMTMEIFL1SCVKT 
LSVRYAVQQLKTGVFCSLETQP 

orvlvl A rA tSISU oN.JS.JS. ISU n <yl Alln 

VVTQENTINIQKH1HEVGFKKC 
APRALKE1QKFAMKEMGTPVV 
L1DTRLNKAVWAKRIRNVTNRI 
HLCLSRKCNEDKE 


15268 


45636 










LSSLASMSFTTCSAFTNYWSPG 
SVQVPSYGTQPVSHAASVYAG 
LGGSGSRISVSHASPMAGGLAG 
MGGIQNEKETMQSLRDRLASY 
LDRVRGLETENWKLESKIQEH 


15269 


45637 


B 


15359 


1 


991 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15270 


45638 


A 


15360 


40 


1030 


RGDPRVRRRTQSLSPVLSLSPDS 
M SFTTRSTFSTN Y RTLG S VQ AP 
SYGARPVSSAASVYAGAGGSG 
SRISVSRSTSFRGGMGSGGLAT 
GIAGGLAGMGGIQNEKETMQS 
LNDRLA S YLDRVRSLETEN RRL 
\ESKI REHLEKKGPQVRD WSH Y 
FKI1EDLRAQIFANTVDNARIVL 
QIDNARLAADDFRVKYETELA 
MRQSWENVDIHGLRNVIVDDTN 
YHTDLQLETE1EALKEELLFMK 
KNHEEEVKGLQAQIASS\GLTV 
EV\DAPK\SQDLAKIMA\DIRAQ 
Y\DELAR\KNREE\LDKYWSQQI 
EESTTVVTTQSAEVGAAETTLT 


15271 


45639 


A 


15361 


1 


438 


LHSDDLSLQMLRCSPVATAASY 
TSGPGAPISSSSFSRVGSSSFQGG 
LGGGFGGASGIGGITAVMVNQS 
LLRPLNLEVDPNIQARF/VHTQE 
KEQIKTF/NNKFASFIDKVRFLE 
QQNRMLEAKWSLLQQQKMAQ 
SNMDNMFQSYINNL 


15272 


45640 


A 


15362 


176 


1455 


EIFPLVIQKSYKVSTSGPRAFSS 

R\SYTSGPGAP1SSSSFSRVGSSS 

FQGGLGGGFGGASGIGGITAVM 

/VQVLHTQEKEQIKTF/NNKFAS 

FIDKVRFLEQQNRMLEAKWSL 

LQQQKMAQSNMDNMFQSYIN 

NLRWQLETLGQEKLKLEAELG 

NMQELVEDFKKKYHDE1NKHT 

EMENEFVL1EKDVDEAYKNKV 

ELESHLEG LTDEINFLRQL H EEE 

1WELQSLISDTSVVLSIDSSHSLD 

MDNIITEVKAQYKEIANCSWAK 

ADSMYQIKYEDLQMLARKHGD 

NLRCTKTDISEMNQNVSWLQA 

EIKGLKGQRASLEATITDAEKR 

RELAIKDANTKLLELEAALQW 

AKQDMAQQLRVYQELMNVKL 

ALDIKTATYKKLLEGEESWQES 

RMQNM SIYSKTTSG Y AGGLS S 

AYGGLTSPP\LSYGLSS 


15273 


45641 


B 


15363 


70 


915 




15274 


45642 


C 


15364 


62 


217 




15275 


45643 


B 


15365 


1 


612 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15276 


45644 


A 


15366 


3 


841 


STPKMPKGKKAKGKKVAPAPA 
VVKKQEAKKVVNPLFEKRPKN 
FG1GQDIQPKRDLTRFVKWPRY 
1 RLQRQRAILYKRLKVPPAINQF 
TQAUDRQTATQLLKLAHKYRP 
ETKQEKKQRL\LARAE\KKAAW 
PKGTFPTKRPPV\LRAGVNTVTT 
LVENKKAQLVVIAHDVDPIELV 

V r Lr AL\L^KJViV10 V r i U11j>A_j1vA.o 

LGR1VHRKTCTTVAFTQVNSED 
KG\ALAK\LVEA1RTNYNDRYD 
EIRRHWGGNVLG\PKSV\ARIAK 
LEK\AKAKELATKLGLNVHC 


15277 


45645 


A 


15367 


2 


1006 


WINLKGNLLRKRSLTSNFWPCK 

LRSRKRHTTRNLRMNLWLSSH 

PPQQSNTKPWCCQLSCSTSLLT 

LLGTSLPLLSYLIHLIPPGPRQYP 

VIHRTSTLLLQH 1 S VGKEKFHKS 

QHWGFCNNVMMLQLQLSPLK 

GLSLVDKVNRPPALSGTRVLAS 

KTAWRIFQEP/SEPKTKAAAPG 

VEDEPLLRGNPCRFVIFPIEYHD 

1WQMYEKAEASFWTT\EEVDLS 

lfTiTPUWPCI k'DPPl} VFTCI4VT VET 

FAASDGIINENLVERFSQIVQITE 
ARCFYGFQ1AMENIHSEMYSLLI 
DT Y I KDPKE REFLFNAI/ETMPC 
VKKKADWALRWIGDKEATYG 


15278 


45646 


A 


15368 


3 


1368 


QAQPMGRVGGMAQPMGRAGA 
PKPMGRAGSARRGRFKGCWSE 
GSPVHPVPAVLSWLLALLRCAS 
TMLSLRVPLAPITDPQQLQLSPL 
KGLSLVDKENTPPALSGTARVL 
ASKTARRIFQEPTEPKTKAAAP 
GVEDEPLLRENPRRFVIFPIEYH 
DIWQMYKKAEASFWTAEEV\D 
LSKDIQHWESLKPEERYFISHVL 
AFFAASDGIVWENLVERFSQEV 
QITEA\RCFYGFQIAMEN1HSEM 
YSLLIDTYIKDPKEREFLFNA1\E 
TMPCVKKKADWALRWMGDKE 
ATYGERVVAFAAVEGIFFSGSF 
AS1FWLKKRGLMPGLTFSNELIS 
RDEGVLHCDFACLMFKHLVHKP 
SEERVREIIINAVRIEQEFLTEAL 
PVKLIGMNCTLMKQYIEFVADR 
LMLELGFSKVFRVENPFDFMEN 
ISLEGKTNFFEKRVGEYQRMGV 
MSSPTENSFTLDADF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15279 


45647 


A 


15369 


2 


621 


RFIKMLSRHHQHVHHVLPLLRA 
PLPVAMEEEIPALFIDNGSGM/C 
KSSFA/GDNALRAIFPSIIGHPRH 
QGVMVGMGQKDSYVGDQAQS 
KCGILTLKYPIICHG1VTNWDDM 

E,M WrinVr I IN cLLVALctyv V 

LLTEAPLNPRANREICMTQIMFK 
TFNTQAMYVAIQAVLTLHSSGC 

J 1 UI V MJLJoUIXj V lnl VrlY tiKrl 

TLPHTILHLDL 
















15281 


45649 


A 


15371 


2 


228 




15282 


45650 


B 


15372 


1 


816 




15283 


45651 


A 


15373 


256 


384 


RKLLNEAPC*PMR*HSLLNRLA 

1 oL^lNoW 1 Vrv Vr f^r MVLKKUL 




45652 




15374 


145 


375 


K I A G KN RLN RN Q C ICE RJC V Q V L 
WISEKKKQREAVEDSPSLDCCH 
KFPPGS* ERLHG * K.RGQ WF*PP 
HTVEK.QMRSCLL 


15285 


45653 


A 


15375 


319 


482 




15286 


45654 


A 


15376 


4776 


5910 


VCSTAGDVNGVCLLYDLLHIA 

VASGSAKGECFFARKPLLAEGV 

1YDCLQEFK.EKKLVPATPHAQV 

LSYEALLSAHDTIAQKDFEPLLP 

PLPDNIPESEEAMRJVCLVKNQ 

QPLGATIKRHEMTGDILVARI1H 

GGLAERSGLLYAGDKLVEVNG 

VSVEGLDPEQVIH1LAPRPCLSP 

M SL A DLPPLPRE V L VL AGKLP V 

PSSSFLLQPREDCQGPQPSSLIT 

WFAPLETEPGVDRAMSRGTIMF 

KVVPVSDPPVNSQQMVYVRA 

IVi Jt i Wrl s ^c,lJrLJirUMlJAOLrr 

QKGDILQIVDQNDALWWQARK 
ISDPATCAGLVPSNHLLK/R1WT 
EPGICIFTKRLRCSGKQREFWW 
SQPYQPHTCLK.STLCEYCNCPT 


15287 


45655 


A 


15377 


2 


405 


WSLVTRRALARVGLPG/SPPPRL 
LLLPLLLGWGLRVAAAASASSS 
GAAAEDSSAMEELATEKEAEES 
HRQDSVSLLTFILLLTLTILTIWL 
FK.HRRVRFLHETGLAMIYGLEK 
1TIGVLDITGWPYCT1QPYNGFL 


15288 


45656 


A 


15378 


1 


3804 




15289 


45657 


A 


15379 


349 




PDflVAWT A "CT ADi/cr.wpnpi c 
KKTAEASRWHEKWFALYQNV 
LFYFEGEQSCRP\GMYLLEGCSS 
GGTSPRSFRSSSRDSPISIPLHPT 
Alt 


15290 


45658 


A 


15380 


314 


483 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15291 


45659 


A 


15381 


352 


822 


DPRRVQAFPAKMKFNPFVTSDR 
SKNRKRHFNAP\SHIRRKIMSSP 
LSKELRQKYNVRSMPIRKDDEV 

KUH I rvOv^V^IOrv V V^V IK 

KKYVIY1ERVQREKANGTTVHV 
G\IHPSRVVITRLKLDK\DRKRIS 
DRKAKSRQVGKEKGKYKEETI 
EKMQE 


15292 


45660 


B 


15382 


80 


432 




15293 


45661 


A 


15383 


11 


888 


VKCRKAEGRRESRLQTFEESQA 
VEAAMANVPWAEVCEKFQAA 
LALSRVELHKNPEKEPYKSKYS 
ARANMVEEVKALLGPAPVEDED 
ERPEAEDGPGAG\DHALGLPAE 
VVEPEGPVAQANRLRlAAVFiEF 
H LG VNHIDTEELS AGEEHLVKC 
LRLLRRYRLSHDCISLC1QAQT 
WRC1GVRDPPTSSCAFLSTSPTP 
vucwk'TfYriviDi ppcnicti \rr% 

VrloV K.K.l^> 1 rur Llvr^fN J> 1 L, V U 

DMESSFQTCFASPLSQDYVNGS 
NQEEIGTGVDRCIHKFLDIARQ 
NISFLQKRLQLSVQKPEQVINED 
VDVSELRNE 


15294 


45662 


A 


15384 


1864 


2705 


WPGKVLAH RGLHPWHRDPHGS 
GGGAGQELRRQGGCLEQLLYD 
AAHAQRLPPLDSVLPRAALPQD 
CQRASACEGDPTLLRPSHSPGH 
PRGAEER/VPSTACLQRSWEGR/ 
WNRALQQVGGLKSPWRGEYK 
EPRHPPPNQANYHQTL/ACPAE 
R/CFRQGPQGPGQLRRQQAEPL 

RSLGCGNPYLCPPWSQPLPETP 
AHQSGKQPSRSRNCSSWK*NYS 
STACPSHFLWRSRSKFSRASAST 
ASPCRMTVRRTHQRPLKARGTP 


15295 


45663 


A 


15385 


1113 


1378 


RPHAESFVSGGIPDPPGPGPGST 
GPGPL/ERQPCSLTSWPREPPSSS 
SMKMLTQG PSLTAP YKGTI LGE 
VNPAHAISSSARNTSSRTSV 


15296 


45664 


A 


15386 


285 


722 


TPAHPGVPPGQSGRHRHW/QSA 
ARSQLQPSAW*PKTGSLFATTW 
RCQTRASTCSAHWPLMAASPG 
AGGSSMASWR/DRP*PCPPPPAP 
HLPEAAFLLR/CHDACP*NTGSA 
VPRGSCQPPAQQWDQGLAATR 
WGQAERLPRIYNWALAPP 



1953 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQID NO: 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15297 


45665 


A 


15387 


207 

— 


605 


FQASAERFGTEDD/GSLRTRPPV 
MQSHQWPWRRPRPLVSRGRPQ 

1 1 rtKnlJouuoLr L ] rrvlVtcotio 

EDEDLA/EGCRWP/EAGTVGVP 
GPRAQGAAQR/QAVLARKKHR 
RRPSKRKRHWRPYLELSWAEK 








T5388 




407 


ATDlf'TCk'MT Pf\PI?T WXH AVUC 
AL^r I ^MNlyK^lvKL WlNLAlVHfc, 

F/SVDMTCGGCAEAVSRVLISLE 

VRVKYDIDLPNK/KVC1ESEHS 

MDTLLATL 


15299 


45667 


B 


15389 


321 


625 




15300 


45668 


A 


15390 


275 


690 


SLWPPVIRG/SPKGNRPAILTYH 
DVGLNMANKKSGDHPEREGTP 
RSFREVVSAFGPGSSK.LQIPKGS 
APRCGVPGRGARRELQSFRAGP 
RTQGSPVGPRCQSRRLRSAQEE 
SAK.ARHGGLRAHRSFSWDIRM 
SSKERKFS 


15301 


45669 


A 


15391 


2 


137 


PGRYRPN*LLLSDASPGAGNEF 
QSTFLTPTILPSLRFPVLYTPNS 


15302 


45670 


A 


15392 


1 


648 


MSLRKLTIMVEGKGGPNIPHAC 
GCRQRSSIKVSLLPAVTSKSESP 
KEPEQLRKLFIGGLSFETTDESL 
RSHFEQRRTLTDCAVMRDPNT 
KCSKGFGFVTYATMEEKYHTV 

WP.UCrP A W A I CkTlP\/A?ACCC 
INunoLcAivJW\Lorvvb V AoA&ob 

QR/GRSGSGNFGGGHGGGFGG 
NDNFGHGENFRGHSSFGGSHG 
GSGYGGSGDDYSGFGNDGSNF 
GGGGSYN DFGN YSNQSSNFGP 


15303 


45671 


A 


15393 


1 


3629 


MTGICYTEDERSYKKNAQPTA 
ASKKQKETQKFCLRVDGQQKV 
KLSVLQEKSAQLTVQLKSQKFL 
GHPTAGRGRSELCLDLPDPPED 
PVALETRSVGTWVRERDLGMP 
DGEAALAAKVAVLETQLKKAL 
QELQAAQARQADPQPQAWPPP 
DSPVRVDTVRVVEGPREVEVV 
ASTAAGAPAQRAQSLEPYGTG 
LRA L A M PG RPESPP V FRSQE V V 
ETMCPVPAAATSNVHMVKKISI 
TERSCDGAAEMKWEDQNIGD 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15304 


45672 


A 


15394 


1 


1515 


MGQVFRVVTGVGEQPGHPDQF 

PY IDS WLS1IQN HPK WLQACFET 

YCK.TLMAQIKPGT1ERDCKASV 

KEKDSQEKQKKPVLQAPPEELE 

SPALYAPIYPSLARLRQEAAPA 

APRGSDSEESTPQATPCREEPEP 

LPEKETSSSYRSNAVHFLIHNPT 

WADCKQLLQSLFNTEEHHRVI 

QAAFQWLENNAPAGTGYIRQY 

AQQALPIEADTGWDPNQAQGL 

QSLQWYREALLNG1KAGGKKA 

TNIGKVSEVCQKPDESPSEFYER 

LCEAYQLYTPFDPEAAGNQCM 

VNVAFVSQAQGDIKRKLQKLE 

AKAVLRGKF1ALNTYIKKAERA 

QTDILRSHLKELKKQEQTKSKA 

SRRKDVTKIRAELNE1ETTTTKI 

QKFN ETKS WFFEK1NT1NRPL AR 

LTKKSREKLQITSLRK.EMGDTT 

NLEEMNK FLEK YN A PSLNQEEL 
HTLNRPIRNSE1EVVIKKLPTKK/ 
SPGQDGFRAESYQIFKEALV 








ilii — 










4I6I4" 






69 


2^0~ 


YYFDSPIHPLHLSGTLRPGGSRQ 
FPCDPQFLCRLLHTLASL*SLPG 
DLLRGLLHKLVCRVERLDLASL 
YAVGR 


15307 


45675 


A 


15397 


62 


201 




15308 


45676 


A 


15398 


3 


429 


LPSSVPRQPKMQARCLSRSIRA 
VEIYESDLEEGQGLLHEFSQFVL 
DRPPPTQSRYAQELVHTCYLHT 
L ASL* SLPGDLQRGLLHKL VCR 
AERLDLASHHAAVGRSELFFW 
TPYTHSPPGAGVGHPFPWHTRL 
PWGVPAEGHQ 


15j09 


45677 




15399 






PSSSIPVYHCSLRGICIPVLGLKR 
AANVGVSLEASPPLLSTPGGLGI 
CLSCGGTRTVGSRVGSIFPW*G 
EGTTGITGSISCKGSSDVGSNRT 
SGVDFPRRVE 


15310 


45678 


A 


15400 


1 


273 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15311 


45679 


A 


15401 


1 


406 


MEEGWIRLPDGRVAAPQLLGA 

AVVLAVQETTHRGQESLEKLL 

GRYFYISPLSALAKTVRQRDFA 

DFGTT1KQDFRLLGQTSVDRLL 

QLSQGQAVKGNQLLPVSLTSQ 

CQVYKCVWNWWVLGLTDFKN 

EATDPPGVKLQTFLVSVTTHKG 

SVDPNSEKQQDLLQRAKEQSFH 

SVEGDPSRDFADFGTT1KQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSR*RAI 

SCCPSH*LPSAKCISVSGIGGFL 

V SLTSRMK PRTLLE 




45680 




"F4lP 




^ 






45 1 


— 




W\ 




LQLQPTG/CNFLYFYVGYMKTL 
GFCFHHIVEERGGCLWYPCFYC 

"MT CI I nn*T?Qr , QUTR1VPCT t xad 
rNLoL,L,00 KoLon 1 KJ VriiLLMr 

JVLOrLJO^ V U 


15314 


45682 


A 


15404 


1 


1860 




15315 


45683 


A 


15405 


1 


531 




15316 


45684 


A 


15406 


2302 


2691 




15317 


45685 


A 


15407 


520 


2883 




15318 


45686 


A 


15408 


3690 


4727 


ENCHWGCEHPCDIGSSIILSPLA 

YWEQYHRVTYISRDTEGSIIVFP 

ALVTMLRNLFIILAGSSDPHFHT 

PMYFFLSNLSWAD1GFTSATVP 

KM1VDMQSHSRV1SYAGCLTQ 

MSFFVLFACIEDMLLTLMAYDR 

FVAICRPLHYPV1VNPHLCVFFV 

LVSFFLSLLDSQLHSWIVLQFTF 

FKNVE1SNFVCDPSQLLNLACS 

DSVINSIF1YLDS1MFGFLPISGIL 

LSYANNVPSILR1SSSDRKSKAF 

STCGSHLAVVCLFYGTGIGVYL 

TSAWSPPPRNGVMASVMYAV 

VTPMLNLFIYSLRNRDIQSALRR 

LLSRTVESHDLLSQDLLHPFSC 

VGEKGQPH 


15319 


45687 


B 


15409 


1 


3195 




15320 


45688 


B 


15410 




1819 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15321 


45689 


A 


15411 


399 


1089 


LLTPRTDLQEMPLDNAEIEWYT 

DGSYLRGEVFQWYDHLAL1FVP 

QTG IED VI WHIEALPN YIQK VCE 

RRNPYNQILSLQCAQHEIFLVS 

WKLVCKQLEGDDDMLVGTTA 

SNLLLESEQSTSNLNEKINHLEY 

EDQYKDNNFGEGNDGGILEDK 

LISN/NMGGPDSPDSVNPVE/PAM 

PTMTDQTTLVPNEEEAFALEPI 

D1TVKETNAKRKRKLIVDSVKN 

LDSKT1RAQLNDY 


15322 


45690 


A 


15412 




809 


FKDDDMLVSTTTSNLLLESEQS 
TSNLNEKINHLEYEDQYKVDNF 
GEGNDGGILDDKLISNNDGG1F 
DDPPALSEAGVMLPEQPAHDD 
MDEDDNVSMGGPDSPDSVDPV 
EPM PTMTDQTTL VPNEEEAFAL 
EPIDITVKETKAKRKRKLIVDSV 
KELDSKTIRAHLSDYSDIGTTLD 

LArr 1 rv IS. L,1V1IVI W K fc, 1 Uu V^lVLr 

SLPAQPLWNNRLLKLFTRCLTP 
LVPQDL1KRRKGGEADNLDEFL 
KEFEHPEVPREDQQQ*HQQRD 
V1DEPII 


15323 


45691 


A 


15413 


1 


595 


MVNRSHFRGVGEPCHQQNSHG 
HLNSITETSNSPTLRAAPLQPTR 
DPSDMAVFEIDELPEGAVKPPA 
NKYP1FFFGTHETAFLGPKDLFP 

IKE. Y KUrvruN\SfNKKrvUrlNbuL 

WEIENNVPGVKFTGYQAIQQQS 
SSETEG EG GNTADASS EEEGDR 
VEEDGKGKRKNEKAGSKRKKS 
YTSKVTKKLLIVINVICIS1KHF 


15324 


45692 


A 


15414 


41 


785 


GKGWAGGASGPANHGPAAGG 

RS PGMLRGDQG LPGRG A AGM 

ARPRSRE\YKAGDLVF\AKMKG 

YPHWPARIDELPEASVKPPTNKA 

YPIFFF WH PMKPAFLGPQVDLFP 

Y* EYRGKFGKASNNRKGFNEGL 

W\EIENNPGS/IRFTGYQA\IQQQ 

SSFRTEGEGGNTADASSEEEGD 

RVERDGKGVKRKNEKAGSKRK 

KSYTSKKSSKQS\RKSPGDED\D 

KDCKEEENKSSSEGGDAG\NDT 

RNTTSDLQKTSEGT 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15325 


45693 


A 


15415 


1 


1272 


MWSGAGPGLAVWPQLVTVLSL 

SLSRLNCKWGLSFLACLLLGD 

MADAAMQHYGVNGYSLHAM 

NSLSAMYNLHQQAAQQAQHA 

PD YRPS VHA LTL AERL ADI ILE A 

RYGSQHRKQRRSRTAFTAQQL 

EALEKTFQKTHYPDVVMRERL 

AMCTNLPEARVQVWFKNRRA 

KFRKKQRSLQKEQLQK.QKEAE 

GSHGEGKAEAPTPDTQLDTEQP 

PRLPGSDPPAELHLSLSEQSASE 

SAPEDQPDREEDPRAGAEDPKA 

EKSPGADSKGLGCKRGSPKADS 

PG SLTITPVAPGGGLLGPSHSYS 

SSPL/SPLPSAGAIPPAHGGHQQ 

PGALLVLRSRGSGPCCCSGGCC 

CALPGRQHGPAGLTA/SASPTTS 

PCQQPLLP/SQGVWGSPLLPAPP 

AGL APASATLNSKTTSIEN LRLR 

AKQHAASLGLDTLPN 


15326 


45694 


A 


15416 


1 


1152 




15327 


45695 


A 


15417 


8 


82 




15328 


45696 


A 


15418 


1 


1350 


MGSEKDSESPRSTSLHAAAPDP 
KCRSGGRRRRLTLHSVFSASAR 
GRRARA KPQ AEPPPP A AQPPPA 
PAPAAAQGPPPEALPAEPAAEA 
EAEAAAAAAEPGFDDEEAAEG 
GGPGAEEVECPLCLVRLPPERA 
PRLLSCPHRSCRDCLRHYLRLEI 
SESRVPISCPECSERLNPHDIRLL 
LADPPLMHKYEEFMLRRYLAS 
DPDCRWCPAPDCGYAVIAYGC 
ASCPKLTCEREGCQTEFCYHCK 
QIWHPNQTCDMARQQRAQTLR 
VRTKHTSGLSYGQESGPADDIK 
PCPRCS A Y 1 1 KMNDGSCNHMTC 
A VCGCEFC WLCMKEI SDL H Y L 
SPSGCTFWGKKPWSRKKKILW 
QLGTL1GAPVGISLIAGIAIPAM 
VIGI\PVYVGRNIHSRYDGKEN\S 
KHKRNLAITGGVTLSVIASPV1A 
AVS VGMGVPMM LA YV YG VVP1 
SLCRGGGCGS 


15329 


45697 


A 


15419 


2 


540 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15330 


45698 


A 


15420 


1 


530 


SRTTPG KAPKETWGQDAGSGK 
GGQGPPTRKPPRRTSSHLPSSPA 
AGDCPILATPESPPPLAPETPDE 
AASVAADSDVQVP\GPAASPKP 

AGDGDHLSAVAERPKVSLHFD 
TETDGYYFSDGEMSDSDVEAED 
GGVQRGPREAGAKEWVRMGV 
LAS 


15331 


45699 


A 


15421 


1 


2989 


MLLVMYWAPAPPPVHMSQFLT 
TGPK.CLELSLDHGRDSQEITAS 
GLLWLQHAACGLAQWNQKPH 
PPFLTLLQAEEPFERARSCDIYIR 
1KMLQTAQQHQVGLAPTERKE 
ALRGSQSPQKSASGQRPGSLDR 
ELLMLIK1SKCLRVPSGPSSVLG 
TESTGPVPGELVLCQQDAGATQ 
EGVCYGRELMICRCDSFPRLME 
PWG VKGTPEVFRTDLITAM K.1P 
DSYQLSPDDYY1LADPWRQEW 
EKGVQVPAGAEA1PE 


15332 


45700 


A 


15422 


218 


404 




15333 


45701 


A 


15423 


1 


422 
















L TMI FAACVFSGDFIMASFFRQ 
PMEEE WSRSSTI SG EDG ERWTP 
DTAGKAAQGIAGDVVWVSPLP 
PSKVSAASKPPKS\HHPFFKWH 
NFSNLMKMFYKMYFSKN 


15335 


45703 


A 


15425 


21 


375 


TFENTRFWDVQIPVPTGERRNE 
WALPPPGAGSVPAGGWSRPLTP 
GRCDSQGRGRSRRAAPLSRSPL 
PPLRRSPTLPGEPPPAHRPLRVH 
PRHGPRPSHLVACLNSQAPDASR 
LRASANQ 


15336 


45704 


A 


15426 


155 


340 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15337 


45705 


A 


15427 


1 


2658 


MIINTIITTTTTITI1FI1TIMSSSPIT 

ITNIITIIQHHHHI-rNDQRPSLGK 

CRGLYIRVRKVPGERATANSRC 

P1NAQGIESCWNGVMALWLGP 

NSTCSRLPELTDSEDCQPADSP 

GDEDPKPWWDPPHEAPLTGYF 

HPYGAAFVPRHAGNFKDRREV 

PHQDTSFCSAGQFWILPSACKT 

GRVALTLTLLIGAYQTLTEADV 

KGLTAARAASPGAKWRTQFPC 

PAGTCSSQAGNGQLEDCLPYPP 

G PS APVG SLSRSSANGEFIIGRV1 

KAMNNSWHPECFRCDLCQEVL 

ADIGFVKNAGRHLCRPCHNRE 

KARGLGKYICQKCHA1IDEQPLI 

FKNDPYHPDHFNCANCGIKLG 

VFLTDRKDLTADAQELKGELY 

CLPCHDKMGVPICGACRRPIEG 

RVVNAMGKQWHVEHFVCAKC 

EKPFLGHRHYERKGLAYCETH 

YTMQLFGDVCFHCNRVIEGDDE 

G DG F AHRYSPY DSCEVDQSPL E 

GQQLK.SIRKGPLAQSQPLPTPV 

MLHPGCKTQ1REAPGSAALESV 

RRRPRPGLVPEEESESAAVEAV 

RHIHLQNFSRSLLETLNGQKLG 

GHFCDVTVCIHEASLRAHRCGL 

A 1G SPSFQDKLLLGPSEI RVPSV 

VPVQTVRQLVELLYSGSLVVA 

QSEAPQVLMAASVLR1DSYRR 

M H AD YRTRSS APA STS AP A PLP 

TPVPPPLAPEQLRHRLRHLLAA 


15338 


45706 


A 


15428 


708 


892 




15339 


45707 


A 


15429 


2 


713 




15340 


45708 


A 


15430 


212 


1246 


DLPLAVHGQVSDSGAQAVASR 

SGDESSIVCLKEESTVNMTFRCS 

LPLAVISVVSFTAKCQVKSEFII 

G R V 1 KAMNNS WHPECS A VTS A 

RKFWQILHLSRMLVDRKDLTA 

DAQELKGELYCLPCHDKMGVP 

ICGACRRPIEGRVVNAMGKQW 

HVEREQYMDPGILSALIDPKYL 

LILSHRGLHMKSMKGFYFAKL 

YYEAKEYDLAKKYICTYINVQE 

RDPKAHRFLGLLYELEENTEKA 

VECYRRSVELNPTQKDLVLKIA 

ELLCKNDVTDGRAKYWVERA 

AKLFPGSPAIYKLKN/DGWVRG 

QMVPKPDDEGVQVRGRSGRPD 

AGWRLNRRSSVGGSAWRLRPQ 



1960 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














WGGPGRQPDGGRVPGRCGPRR 
PATWESPAACRPRPQSRHHSFE 
*GGSRSGSSHKRPCPSSPAVLRA 
RDQV VLHTSFEATEGDSSH EDR 
STPLARRCLCSHRSGEA 


15342 


45710 


A 


15432 


1 


2446 


METSLMVQVCGGRDCNALLPG 

NLCSQPTQVLPLEVDGDDGPG 

GLPLNAAPPSSVPPVPPSEALPP 

PACPSAPAPWRSIISRLFGTSPA 

AEAAHPPPGGALDFGALRTSSC 

LSQSHGH1PGGPGLGLGAVRVP 

VPSEEDPASLFTEPVPAAEAPAT 

VQSVEDFVANDRLDRSFLEDM 

TPARDEKKVGAKAAQQDSDTG 

RASRAPEQQ1PHGGHWRGHSRS 

YERFRPPDMVSAGPGPSDGEAL 

GGNP1VAGFQDDVDLEDQPRGS 

PPPPAGPVPSQDITLSSEEEAEV 

ADPPK.GPAPAPQQCSEPETKWS 

SIPASKPQRGTAPMTAAASPWP 

GGASVHTGLEKCSSTRPPAEIEP 

GKGEQASSSESDPEGPIAAQML 

SFVMDDPDFESEASDTQCRAVR 

RVLPAQRAENAYGSAFQPGAL 

KPECRPTLKGGPGPVPSKAGKK 

TEATSPRPTGGASPLAHGATVG 

AAWGLGMASWPIGSSLAPTRA 

RTREPRLQRRVGSELPGDPCSG 

SGASCRQVCARGRATSVRLPAL 

ESLWPLSSDGSAAAREGLEGPR 

LRQAAAPGGPGPPLPPLSRPPSP 

ARRM RGG AA VAGRG AA APLE 

GRVRLGVGFLAETAVRAGAGA 

LAAADAPPGSRTPRARPLVAAG 

SGAAGGRCPVPSRRQREAPSPL 

GGAGVDLQLECLTSEKAGVGA 

ATGG VLE AL A R AI RQKKEI EE IQ 



1961 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15343 


45711 


A 


15433 


26 


963 


FMIWAGQNRKVQDFVIQLRML 
TPVVPPPQAAPNAQQPRAAASA 
PQTRVRAPRWPLGNVVVLGTE 
DA A G PSRPASEPP A SPALPG PAL 
ELGLPN HPKQT/HRPRL APRRSH 
PKDSCTIFKLNSFLKN1KFNNSV 
GDQVNLDYKLISGTEYD1LNFW 
NFRJLAKTGCSKDGHRNPRSRP 
TQEEGSGKPKKSLVKERSGAQE 
DLPVPPEEKLELSGTSMGPCCFS 

HRWPAAYPAPLNCSVPPPETTM 
PVSDLGSPLHWASR1ATPPSMW 
LCCLLAAALRVLAVSNSSAEVY 
SQS 


15344 


45712 


A 


15434 


803 


1305 


RSKPCRSSHNVFSWWAHSRPC 
CPWSGYSSRLCCLSCCITLGPY 
QLKNRQQRNGSYKSFGNYLCV 

p,mdi i p\\/\/u/i i cnnkT. D C/WI D 
UlNKL-Lr W V W1I ryLuxUKo/ WLr 

RSDWVTSYKVMVSNDSHTWV 
TVKNGSGDMIFEGNSEKEIPVL 
NELPVPMVARYIRJNPQSWFDN 
GS1CMRMEILGCPLPGWEH 


15345 


45713 


A 


15435 


2 


377 


ARELLKAVWRPHKVAVMHCR 
GHQRASTLVGLGNSRADSEAR 
KAPSAPFRASVTAPLLPQAPDL 
VPTYSKEENDFLQAKGGQVME 
EG*1RLPDGRVAAVVLAVHETT 
HRGQELLEKLLGWYFY1SH 


15346 


45714 


A 


15436 


77 


679 


KMKTNQMGLKSKVVEMNATIS 
EIRLN 1NRKDVEYQQEILQLEA V 
WKLH K V A VMHCKG HQRASTL 
VGLGNSRTDSESPKAASAPLRA 
SVTAPLLPQAPDLVPTYSKEEK 
DFLQVEGGQVMEEGCIRLLDG 
RVAVPQLLGAAIVLAVHETTHL 
RS/ESSLGKLLGQLFSTISHFVSL 
CQNLTQRCVTCRQHNARQGPA 
VPPGMQ 



1962 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15347 


45715 


A 


15437 


2 


881 


HARCTGIAARAGLLDPRHTGEA 

LAARSRIDLARRPHWPRGCGTG 

GGGGGCAGLGGAWLRGNDVA 

VPARALVTAAPASSSMSPPIPA 

AARPVSSS\PAASPSPRCGLRAG 

PAELRCPRRLRQARAEEPPRAG 

PA PGR RRPTPGIC PAPLSPRLRA 

GGTAPSLPGVTRGSRVGRRLRP 

SLGGAGCRVGKRPPRLLPPGRR 

to 1 ULrrrAU 1 UArAuVLVVLlJ 

GDPGHELAAALLRRLGGQ1RAL 
AGHRTAG W AQHGLSPRE A VRP 
APAARGTLLLRRSNSRRHLQNP 
ANFGGTLAT 


15348 


45716 


A 


15438 


3 


502 


GRRDSCLPGVVAPRACLHPRG 
QVPRLGSVGKMATPGMSWQQ 
HYYGGSAAKFAPSPATAQLAG 

KV1YALNTKNDEHESAIQALKD 
AHEEE1QH 1 LAETREKI\LQ YKS 

WVTPFT r>7 PRI^inVI FCCT prvui 
rvV 1 rj,c.l_.UL.rvrvJs.l^ VI J £,c>£>L J c.L'rll 

KMKQQALTEFEAYKHR 


15349 


45717 


A 


15439 


29 


230 


LQ1DCKNKPAILRGPTDPLKEA 
DCYCRTWERPQ1LLPKWEGTR 
KPILVI*QNKAHQHAPQITLLHQ 




45718 


- — 


15440 


73 


— 


r r WOulEtrLr V ILoUSVr WrLL 
1WVGASASPVVGDVFGRGGSPF 
PTSTVGAFTVLWGVSWVLKRV 
CGSSWDC*FVLA1NLELKFTM 




4 . 5 J[ 9 n 




7^25 


7^ 








7 


j — 






1619 


KlNorNl^nOrtVl 1 L/ Vrlv^v Wry I r^ 

KKFLIYLKKNSGGLVDP*MVHT 
TRLCADNPQYQPRARKSHS*VK 
GESTTLREHPMGQKNLNNSLQP 


15353 


45721 


B 


15443 


1 


696 




15354 


45722 


B 


15444 


49 


525 




15355 


45723 


A 


15445 


113 


474 


SIPYKNKEEEEGKGGEYY1KGT 
CHGTKGSEQQPSALDLPSDRAY 
PNEKEPEN*LW*LI*QNKAL*HS 
PKNHTSSP/RNGSKPRKKSLINL 
KKNSGG*LLS*LGRHQRKVKPN 
ARKSKNQYKK 


15356 


45724 


A 


15446 


47 


614 


TGCPRCKQNSTCIAAVKMEGPL 
S VFG DRSTGETIRSQN\DVTITN 
DGATILKLLEVEHPAAKVLCEL 
ADLQDKEVGDGTTSVVIIAAEL 
LKNADELVKQKJHPTSV1SGYR 
LACKEAVFYLTENLIVNTDELG 
RDCL1NAAKTSMSSDIIGINGDF 
FAN/MVVDAVLA1HARHRGQ/P 
RYPVTLLY*SHGES 



1963 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15357 


45725 


B 


15447 


707 


1826 




15358 


45726 


A 


15448 


108 


397 




15359 


45727 


A 


15449 


1726 


2464 


SKAVQLEAGGLLQLFCCKMAP 

DPNITDVFGRTALHYAVYNEDT 

SMIEKLLSYGANIEECSEDEYPP 

LFLAVSQRKVKMVEFLLKKKA 

NINAVDYLGRSALIHAVTLGEK 

D1VILLLQHNIDVFSRDVYGKL 

AED Y A SEAKN R VIFELI YE YER 

K1CHEELSINSNPVSSQKQPALK 

ATSGKEDSISN1ATEIKDGQKSG 

1 Vobl^Jvt^rALrvUl oJJr\.INJL>o VolN 

TATE1KDEQKSGTWSSQKQPAL 
KDTSDKNDSVSNTATEIKDEQK 
SGTSVFSETTGLEGYK 


15360 


45728 


A 


15450 


2 


675 




15361 


45729 


A 


15451 




467 


DHSSSPAREQNWMEMEFDELT 
EVGFRRWVITNSSELKKHVLTQ 
CK.EA KN LEKRLGELLTRJTSLE 

T/X7TX'PiI N4CT KXTT 1 A DC! UCAVTC 
rvJNlJNlJLIvlt.LJS.IN JAKtLHtAY IS 

JNSW1NQAEERLSEIEDQLNEIK 

KtUKl 1 blS.JVlKlNb 1 I VKVAAalvl 


15362 


45730 


A 


15452 


2 


632 




15363 


45731 


B 


15453 


355 


894 




15364 


45732 


B 


15454 


99 


716 




15365 


45733 


A 


15455 


1 


1140 




15366 


45734 


A 


15456 


1 


1476 


ME VN REKQLN ELE V1GSE EQN L 

EEEGLM1GGVAVRLVPDDIVIP 

GGVNATNGTEARDALRVKVA 

MSVTLLSGIIQYLLSALGWSYY 

TVDGVSQKNPRALGVTADQLH 

A1FTTMSDEQASFRFGFVAIYLT 

EPLVRGFTTAAAVHVFTSMLK 

YLFGVKTKRYSGIFSVVYSTVA 

VLQNVKNLNVCSLGVGLMVFG 

LLLGGKEFNERFKEKLPAPIPLE 

FFADHNSSPAREQKWMENEFD 

EWTEVSFRRWVITNSSELKEHI 

LTQCKEAKNLEKRLEELLTRITS 

LEKNINDLMELKNTAQEFHEA 

YTSINS/RNQTEERVSE1EDQLN 

E1*CKDKIR\EKKRMKRNEQSLQ 

EIWDCVKRPNLRLTGVPESDGE 

MnTiVi pmti nrwirvPxrPi-TMi ap 

r^AXT<vr^ir^nr\D tdhd vccdd a td 
V^AiNl>^I( S( Ic,JV>*K 1 r^K I ibisJvA. 1 r 

RHIIIRFTKVEMKEKMLRAARE 
KGRVTHKGNPIRLIADLSADTL 
QARRQWEPTFNILKENFQTRISH 


15367 


45735 


A 


15457 


1 


1185 




15368 


45736 


A 


15458 


1 


2367 





1964 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15369 


45737 


A 


15459 


1 


744 




15370 


45738 


B 


15460 


337 


1515 




15371 


45739 


A 


15461 




1197 




15372 


45740 


A 


15462 


1 


714 




15373 


45741 


A 


15463 


142 


601 


HQRTKVYKFTKMRKNQPKKPE 

NSK/TQNPSSPSKDHNSLPAREE 

NWMENEFDKLTEVGFRRWVIT 

NSSELKEHVLTQCKEAKNPDK 

RLEKLLTRIISLEKN1NDLVELK 

NTA*ELLEAYTNINSQ1DQVEEK 

1/S/SIEDQLNEIKLEDEIREKKKK 


15374 


45742 


A 


15464 


153 


474 


CiTV CXFMVXTTk' k^OHVtlTk'TDCT^r: 
\J 1 Ph.2>JNiN VinI ts.rvV^L? Vri 1 N. J ro£,Lr 

NEFDELTEVGFRRWVITNSSEL 
KEHVLTQCKEAKNLEKRLQEL 
LTRITSLEKNINDLMELKNTA 


15375 


45743 


A 


15465 


1 


2172 




15376 


45744 


A 


15466 




1640 


MKLMETLNQCIN AG HEMTKAI 

A1AQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHG WVPDLH 1HAEDTLLPF 

YLGEKDD VTY A I KPTC WPG L DI 

IPSCLALHRJETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDHLTPAGNC 

YVVRRNEDCIGFFSGFYNVISL 

GVYLVEQQKGWEDTHSKTPSK 

GHQHQRSKVDKSTKMRKNWS 

KNAENSKNQNALSPPNDRNSSP 

ARAQNWMENKFDKLTEVGFR 

RQVITNTSELKEHILTQSKEAKN 

LDKRLQELLTRITSLEKNINDL 

MELKNTARELREAFTSFCVNCE 

AVSLITSLREDSHWLEDSKGHR 

M/RRHQE*KCEYFHPPHPGLQF 

YQLPESDSHSDPLWPHGGSFLS 


15377 


45745 


B 


15467 


50 


1603 





1965 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15378 


45746 


A 


15468 


528 


1413 


QTERNSTSTSKTPSEGHQHQRP 

KVDKSTKMGRNQCKKA*\NSK 

SQNACCPPKDHSSLPAREQTW 

MENEFDELTEVGFRRWVITNSS 

KLKEHVLTQCKEAKNLEKRLE 

ELLTR1TNLEKNINDLMELKNT 

ARELREAYTSINSRIDQAKERM 

SEIVDQLNERNDRENGTKLENT 

LQDITQDNFPYLARQVNIQIQET 

QRMPQRYYSRRVTPRHIIVRFA 

K V E MKEKML R A AREKDTS V K 

QKVNKDIQELNSALHQVDLIAI 

YRTLHPKSTEYTFFSAPHHTYS 

KTDHI VH SILCDSG 














SSQLNKAPSLFNPVSEEFCLWL 
LLLQKELLTRITSLEKNTNDLV 
DLKN TA*ELHEAHTSINS*IDQV 
EERfSECEDHLTEIRHSEKMKTA 
LLK*DMQTRREKKK 


15380 


45748 


A 


15470 


865 


2055 


QTERNSININKKDNYAKTPSKG 
HQQQRPKVDKSTKMRKNQHK 
KA*KFPKPGMPSSPPK\DHNCSP 
ARE\QNWMEN\EFNEFDELTGA 
GFRRWVITNSSELKEHVVTQCK 
EAKNLEKRL\QELLTRITSLEKN 
INDLMEL KQDITQENFM KHTQ 
VSIAQADQGRKERV\SEIEDPTL 
MD1KCEDKIREKK/1KKRNEQSL 
QEIWGYVKRPNLRLISVPESDG 
ENGNK*ENILQDUQENF/PFPNL 
TRQANIQIQETQRTLQRYPLRR 
ATPRH1IIRFTKVEMKEKMLRA 
AREKGRVTHKGKPI RLTENLS A 
ETL*ARRE**PILNILKERNFQPR 
ISYRAKLSFISK/GKREIKSFIDK 
QTLRDFVTTRPALQELLKEAVN 
MERKNQYQPLQKHTKLKRPLT 


15381 


45749 


A 


15471 


1 


315 




15382 


45750 


A 


15472 


1 


2775 




15383 


45751 


A 


15473 




1017 




15384 


45752 


B 


15474 


1 


3105 





1966 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15385 


45753 


A 


15475 


1 


1115 


MKWLLLLGLVALSECIMYKVP 

LIRKKSLRRTLSERGLLKDFLK 

KHNLNPARKYFPQWEAPTLVD 

EQPLENYLDMEYFGTIG1GTPA 

QDFTVVFDTGSSNLWVPSVYCS 

SLACTNHNRFNPEDSSTYQSTS 

ETVS IT YGTG SMTGILG YDT VQ 

SGYHHGNHRLNLKGLCSSKRSS 

TTPPLYDLGQVASPPSGSVSSC 

DDQSGSVVIFGGIYSSYY\TGGL 

N WVPVTVEG YW\QITVDSITMN 

GEAMACAEGCQAMVEPGTFFVT 

GP\TSP1A\NIQSDIEA\SEELDG\D 

SVLICSAISS\LPD1\VFTI\NGVQY 

PVPPS\AY1LQSEGSCISGFQG\M 

NLPTESEELWILGDVFHPASTLT 

VF\DRANNQVG\LAPVA 
















15387 


45755 


A 


15477 


470 


479 


PRNPSSFLQVQVQHRFLQLFVP 
FHFVFFLASLYVMVTLTTWFR* 
DPCVSGMALNCSFLKIASSSGE 
YLRPTPSYLNQVVRVTMT 


15388 


45756 


A 


15478 


1 


896 


CLPFGGPKPNPWDKDGGCQGR 
PQPRHLPGPGTAAQRRQQCPSE 
KSLL/CRWPSLTASTCSRLFYIL 
LHVGAS/CNLLPPAVKDSSGKG 
VGQDTQVLSGSGAVYRVCAGT 
ATFHLLQAVLLVHLHSPTSPRA 
QLHNSFWLLKLLFLLGLCAIAF 
CIPDEHLFPAWHYIGICGGFAFI 
LLQLVLITAFAHSWNKNCNEAS 
YLAEVFGPLWIVKVYSYEFQKP 
SLCFCCPETVEADKGQRGGAA 
RPADQETPPAPPVQVQHLFLQL 
FCLPLRLLPWLTLCHGYPYQLV 
QASAGCGCKPFAPYSL 



1967 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15389 


45757 


A 


15479 




1016 


MERRG PG A ATARGRARPGGGP 

SVGLLATGSSLNPSFHGVARIVP 

GFIRIARPRDGSFAYESVPWQQS 

ATQPAGSLSVVTTVWGVGNAT 

QSQVLGNPMGPAGSPSGSSMM 

PGVAGGSSALTSPQCLGQQAFA 

EGGANKGYVQQGVYSRGGYP 

GAPGFTTGYAGGPGGLGLPSH 

AARPSTDFTQAAAAAAVAAAA 

ATATATAT/GHRGCSPGEAEPG 

AEPXDGAMGAGQSFNSQFLQHG 

GPRGPSVPAGMNPTGIGGVMG 

PSGLSPLAMNPTRAAGMTPLY 

AGQRLPQHGYPGPPQAQPLPRQ 

G VKRTYSE V YPG QQ YLQG A YP 

VHSGLSQFPTWQETPRHP 


15390 


45758 


C 


15480 


1 


585 




15391 


45759 


B 


15481 


1 


885 




15392 


45760 


A 


15482 


3 


440 


GPWPRPVAYLSK.QLYRVSKGW 
PPGLRALAEMALLAQEADKLT 
LRQNPN1/1GPHAVV TLMTTKG 
HH * FTN ARLT Y VKI PT*PLKF/G 
NTLNPTTLLPVSESPVEHNCVD 
VLDSVYSSRPNLRDHP*TSVDC 
ERYVDRSSFTNRCKVTR 


15393 


45761 


A 


15483 


3 


368 




15394 


45762 


C 


15484 


109 


276 




15395 


45763 


A 


15485 




1710 




15396 


45764 


A 


15486 


221 


784 


QNSLRSMCQKEKKMAAGVLT 
HTC\GPWPRPVAYLSKQLDRIS 
KGWPPGLRALAATALLAQEAD 
KLTL\G K.T* I *RPPH A V VTLMNT 
KGHHWLTNARLTKYQSLLCEN 
PHITTEVCNTLNPTTLLLVSESL 
VEHNCVEVLDSVYSSRLNLRD 
HP*TSVDW*LHVDGSSFTNPCK 
VTLKKMTSAAPVTPRS 


15397 


45765 


B 


15487 


509 


661 





1968 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15398 


45766 


A 


15488 


1370 


2243 


LGKLRLESCGLVAAVRPHSGGL 

AMPLPNATRPASGRSED/AELK 

LALEHGHRSESLQGRKHRGVH 

DNSDIPQAALVGGTTMIIGHVL 

PDKETSLVDAYEKCRGLADPK 

VCCDYALHVGITWWAPKVKA 

EMETLVREKGVNSFQMFMTYK 

DLYMLRDSELYQVLHACKDIG 

A1ARVHAENGELVAEGAKEAL 

DLGITG PEG1EISRPEELEAEATH 

RVITIANRTHCPIYLVNVSSISA 

GDVIAAAKMQGKVVLAETTTA 

HATLTGLHYYHQDWSHAAAY 

VTVPPLRLGIPPH 


15399 


45767 


A 


15489 


j07 


600 


VSRRASSGSPVPLGSLHLQHSA 
PA/PSA A PKPRSPPARLSRPHLR 

npc A A PQPT cpr.P A CI A A A A A A 

RVPAQPSPAPSTTPAPRTTLAPR 
VPHRLAPAP 


15400 


45768 


A 


15490 


3 


222 




15401 


45769 


B 


15491 


1 


1131 




15402 


45770 


A 


15492 


136 


201 




15403 


45771 


A 


15493 




556 


ELPRRLVCSKLRADPGRLTPDA 
CARPGMSRYLLPLSALGTVAG 
AAVLLKDYVTGGACPSKATIPG 
KTVIVTGANTGIGKQTALELAR 
RGGN1ILACRDMEKCEAAAK\D 

IPPETI 1UI-IU\/1^T A DUI ril ACT 

IKOtl LINHri VJNAKHLULAbblS.5> 

IREFAAKIIEEEERVDIL1NNAGV 
MRCPHWTTEDGFEMQFGVNHL 
GHFLLTTWC 


15404 


45772 


A 


15494 


11 


559 








A 




1 


312 


M APA ADREG Y WGPTTSTLD W 
CEENYSVTWY1AEF\SWLMSGF 
LPTPSSLRDLTASRWVRSLPPSR 
SPAGRQPGPAEELPKASPCPWG 
KSLSRPFASFSASSGPS 



1969 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15406 


45774 


A 


15496 


2 


1605 


WQLPHPPAAPSARQILRACQLS 
SVTAVAQSCLYGKQLC/GLTTG 
NIAGAGLLFFGGGIGGT1LYAK. 
W A SHFRERV EK.TIPY SDK.LFEV 
VLGSAPYNVPLPKKSTQSGPLK 
1SSVSEVTKEFKQPASQLQKQK 
GDTPASATAGDTVLVPGVQHE 
ESLKTDHPAIDEGKPTPALSEEA 
SSSSIRERPCEEIAACLAQEEKQ 
EQ VKTESL A KSFED ALRQTAN V 
TLQAIAAQNTVVQAVNAHSNIL 
KAAMDNSEIEGKKKSAKWHTV 
QGALKEHRKAVDEAANALLKA 
KEEVQAAQFESKLVSQYHELV 
GQAQDDFKRQLDSITPEVLPGW 
KGMSVSDPADKLSTDDLNSLIA 
RAHRHIDQLNRELAEQKATEK 
QHITLALEKQTLEEKVQEQELK 
YEFEQNLSEKLSEQELQFH H LS 
QEQVHNFTLD1NTAYARLRGIE 
HAVQSHAVAEEEARKAYQLW 
LSVEALKYSMKTSSAEMPAVPL 
GSAVEAIKANCSDNEFTKALAT 
AIPPESLTHGVYSEETLRVRFYA 
VQKLARRVAMID 



1970 



WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol" first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15407 


45775 


A 


15497 


89 


2490 


PKCCFFCLLSGETAAAQSCLCG 
KVVLRPLRPCRRYSTSGSSGLT 
TGKIAGAGLLFVGGG1GGTILY 
AK WD SHFRESVEKTI PYSDKLF 
EMVLGPAAYNVPLPKKS1QSGP 
L*ISSVSEVM\KESNRPASQ\LQK 
QKAGDTPASATAPTEAAQIISAA 
GDTLSVPAPAVQPEESLKTDHP 
EIGEGKPTPALSEEASSSSIRERP 
PEEVAARLAQQEKQEQVKIESL 
AKSLEDALRQTASVTLQAIAAQ 
NAAVQAVNAHSNILKAAMDNS 
EIAGEKKSAQWRTVEGALKER 
RKAVDEAADALLKAK*LLMDF 
NKEELEKMKSVIENAKKKEVA 
GAKPH1TAAEGKLHNMIVDLD 
NVVKKVQAAQSEAKVVSQYH 
ELVVQARDDFKRELDSITPEVL 
PGWKGMSVSDLADKLSTDDLN 
SLIAHAHRRIDQLNRELAEQKA 
TEKQHITLAL\EKQKL\EEKRAF\ 
DSAVAKAFRNIHRKLKYRA*TG 
QKR*KEVRDAME\NEMRTQLR 
RQAAAHTDHLRDVLRVQEQEL 
KSEFEQNLSEKLSEQELQFRRLS 
QEQVDNFTUDINTAYARLRG I E 
QAVQSHAVAEEEARKAHQLW 
LSVEALKYSMKTSSAETTSUPL 
GSAV\EAI\KANCSDNEFTQALT 
AAIPVPESLTRGVVTVKRPLGAR 
F\YAVQKL\ARRVAMIDETRNSL 
YQYFLSYLQSLLLFPPQQLKPPP 


15408 


45776 


A 


15498 


1 


1212 


MPKKRQALVEFEDVLGACNAV 

NYAADNQIYIAGHPAFVNYSTS 

QKISRPGDSDDSRSVNSVLLFT1 

LNPIYSITTPTRLNVFKNDQDT 

WDYTNPNLSGQGDPGSNPNKR 

QRQPPLLGDHPAEYGGPHGGY 

HSHYHDEGYGPPPPHYEGRRM 

GPPVGEYGPHADSPVIMVYGL 

DQSKMNCDRVFNVFCLYGNVE 

KVKISLKKQSPGGRPMGEEWL\ 

DGYAVDRA1THLNNNFMFGQK 

LNV/CVGAQAREGSRGTGERK 

GGEWGPAEEHSEA EVLTHTEM 

GCGSVSKQPAIMPGQSYGLEDG 

SCSYKDFSESRNNRFSTPEQAA 

KNR1QHPSNVLHFFNAPLEVTE 

ENFFEICDELGVKRPSSVKVFSG 

KSERSSSGLLEWESKSDALETL 

GFLNHYQMKNPSINLVT 



1971 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15409 


45777 


A 


15499 


1 


645 




15410 


45778 


A 


15500 




677 


SPPNPRAPYLFPASLQNPANWS 
PHFQYLP1LSQPRSVLTAFRQQA 
QPRISMPQAQTPFRPQMERLDQ 
1MIRRSNQPQHSLKPKLIQSKALT 
LFNSVKAEKDEEAAEEKFEVTR 
VVH I RGLIDG VVEADIVEALQE 
FGLISYVMVMSKKRQALVEFE 
DVLEACNAVNYTADNQIHIAG 
HPAFVNYSTSQKISRPGNSDDVR 
SVNSVLLFTILNPIYS1TTDVLYT 


15411 


45779 


A 


15501 


2 


1712 


DEQRRRSGAMVKMAAAGGGG 
GGGRYYGGGSEGGRAPKRLKT 
DNAGDQHGGGGGGGGGAGAA 
GGGGGGENYDDPHKTPASPVV 
HIRGLIDGVVEADLVEALQEFG 
PISYVVVMPKKRQ\SLV*FEDVL 
GAGNAV\NYAADNQIYIAGHPA 
\FVNYSTSQK1SRPGDSDDSR\SV 
N\SVLLFTILNPIYSITTDVLYTI\ 
CNPCGPVQRIVIFRKNGVQAMV 
EFDSVQSAQRAKASLNGADIYS 
GCCTLKIE YA K PTRLN VFKN DQ 
DTWDYTNP\NLSGQGDPGSNPN 
KRQRQPPLLGDHPAEYGGPHG 
G YH SH YHDEGYG PPPPHYEGR 
RMGPPVGGHRRGPSRYGPQYG 
HPPPPPPPPEYGPHADSPVLMV 
YGLDQSKMNGDRVFNVFCLYG 
NVEKVKFMKSKPGAAMVEMA 
DGYAVDRA1THLNNNFMFGQK 
LNVCVSKQPA1MPGQSYGLED 

AKN R1QHPSN VLHFFNAPLEVT 
EENFFEICDELGVKRPSSVKVFS 
GKSERSSSGLLEWESKSDALET 
LGFLNHYQMKNPNGPYPYTLK 


15412 


45780 


A 


15502 


1 


528 


NHQIRNDFTISPGVKADSRTSPI 
PQQPASSFDITEAAVSFAKDSLA 
GGVAAAISKMAVAPIERVK/RV 
PKEHGVLSWCGNLASVIRYFP\ 
TQALNFTFKDKYKQIFLDGVDK 
RSQFWRYFAGNLASGGATGAT 
SLCFVYPLDFAHTRVAADVGK 
AGAERELRGFGDCLVKIYKSDG 
IK 


15413 


45781 


A 


15503 


1 


1452 





1972 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


15414 


45782 


A 


15504 


2 


991 


RSAGVKAGSRPSPVLQQSASSF 

MMTDAAVSFAKDFLAGGVAA 

AISKTAVAPIERVKLL\LQVQ\H 

ASKQIAADKQYKG11GCVVRIP 

KEQGVLSFWRGNLANVIRYFPT 

QALNFAFKDKYKQIFLGGVDK 

RTAQFWRYFARNLASGGAAGA 

TSLCFVYPLDFARTRLAADVGK 

AGAEREFRGLGDCLVKIYKSDG 

IKGLYQGFNVSVQGIIIYRAAYF 

GIY\DTAKG\MLPDPK\NTHIVI\S 

W\M1AQTVHCCCPG*LPYPFDT 

RS/VRRNE*MQSGRK\GT\DIMY 

TGTL\DCWRKIARDEGGKAFFK 

GAWSNVVLRGMGGAFWLVLYE 

*KSKKYT 


15415 


45783 


A 


15505 


1 


613 




15416 


45784 


A 


15506 


1 


1695 




15417 


45785 


A 


15507 


131 


723 


LLEGKLTNRKDIHTKNPSVRH/ 
RSSKTKERVSAMEDEINEMKRE 
EKFREKRVKRNEQSLQE1WDYL 
KRPNLRL1GVPESDGENGTKLE 
NTLQDIIQETnTPNLARQANIQIQ 
EIQRMPQRYSLRRATPRH1IVRF 

1 K V ElVIrvclVlVll .rc^Atvc-IVijrvV 1 

HKGKJPIRLT/ADLSAETLQARRE 
WGPIFN1LKEKNFQPRJSYPAKL 




— — 


— 


— — 




3756 




— 


— — 


— 


— — 




8^79 






45788 


— 


— — 




804 









4I7I0" 







1111^ 




— 








- — 






827 




15423 


45791 


A 


15513 




1011 




15424 


45792 


A 


15514 




1722 




15425 


45793 


B 


15515 




780 




15426 


45794 


A 


15516 




2712 




15427 


45795 


B 


15517 




855 





1973 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15428 


45796 


A 


15518 


3 


1263 


GRT1QTKGKEV\ENFEKNLEEC1 
TRITNTEKCLKELMELKTKARE 
V REECRSLRSQCDQLEERV SAM 
EDEMNEMKQEGKFREKRI KRN 
EQSLQEIWDYVKRPNLRLIGVP 
ESDVENGTKLENTLQDIIQENFP 
NLARQANVQIQERQRTPQRYSS 
RRATPRHIIVRFTKVEMKEKMG 
LLVPNWTNHSPLFRA1LFDYKG 
FCRFGTTHQTGFSPAGANQRGP 
L A ATLSGPGG EGQS A VARLTG L 
IG VPESDVEKETKJLETTLQDI IQ 
ENFPILARQANVQ1QEIQRTPQR 
YSSRRATPRHIIVRFTKVEMKE 
K.MLRAAREKGRVTLKGKPIRL 
TADLSAETLQARREWGP1FNIL 
KEKNFQPR1SYPAKLSFISEGEIK 
SFTDKQMLRDFVTTRPALKELL 
KEALNMERNNRYQPLQNHAK 


15429 


45797 


A 


15519 




11j7 




15430 


45798 


A 


15520 




1578 


















15432 


45800 


A 


15522 




1120 




15433 


45801 


B 


15523 




1541 




15434 


45802 


B 


15524 




1632 




15435 


45803 


C 


15525 


53 


352 




15436 


45804 


A 


15526 


1 


973 


MGKKQNRKTGNSKMQSASPPP 
K.ERSSSPATEQSWMENDFDELR 
EEGFRRSNYSELREDIQTK.GKE 
VENFEKNLEECITRITNTEK.CLK 
ELMELKTKARELQRVSAMEDE 
MNEMKREGKFREKRIKRNEQS 
LQE1WDYVKRPNLRLIGVPESD 
GENGTKLENTLQDI1QENFPNL 
ARQANIQIQEILRJPQRYSSRRA 
TPRHIIVRFTKVEMKEKMLRAA 

nci/r D \/TT vnv"OIT>t TWFM CAE? 

KnlS-uKV ILJs.utvrlivL 1 VULbAb 

DTCVPAIi'I QtTTCFf^CI I/VFTHI/n 

MLRDFWTTRPALQELLKEALN 
MERNNRYQPLQNHAKM 
















15438 


45806 


B 


15528 


50 


658 












1065 


1260 


RSHALALDSAGSSSPESPH*RAS 
IPHTALGQNAGSWAGTAHSHH 
GPFLWSDPRHPQVVPHRTCCP 


15440 


45808 


A 


15530 


96 


219 


EFSTKPRLSGP*SSWEMLILEPL 
APDTTIDLKLLYSDRDF 



1974 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknovvn, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


15441 


45809 


A 


15531 


5459 


6324 


LLANVSQLLADISQLLANFTQL 
FSHFSQLLTYLSKLFTHLPQLLT 
HFPKLLTHQPELFSNQSQLHPNI 
T\RYSPTSPSYSPTSPNYTPTSPN 
YSPTSPSYSPTSPSYS/RDLTKLL 
PFQPTIHTTVSNLYPKLTQLQPQ 
FAQLQPNLTQVVPPTSPSYSPSSP 
EYTPTSPKYSPTSPKYSPTSPKY 

or 1 Sr 1 i or 1 I rK Y or lorl I oXi^J 

PLQSTPQPLPSTHLLAPLTRPLP 
PSTRPPAPPTRPPPPKAQPTLPLP 
LVTRPPAPPTVSQARLSARMTV 
TRRTEGTWGAAAG 


15442 


45810 


A 


15532 


13 


941 


SVVLRPLLVVAAATATTPVAA 
AAATNTAKKTATVMVGEMVA 
G ERG VLQMGHDITRFFYSNIQT 
VINNWLLIEGHTIG1GDSIADSK 
TYQDIQNTIKKAKQDVIETFEN 
QVPRILNDARDKTGSSAQKSLS 
EYKNFKSMVVSGAKGSKINISQ 
GGGSQGGRGGPPISMWLLALC 
LVGLAGAQRGGGGPGGGAPG\ 
GPGLGLGSLGEERFPVVNTAYG 

PVDrSVCPPI XTXTPIl r"5D\/Vi"YFT r"l 
KVKOVKKcLlNINn.ll_,LJr V Vl^rLlj 

VPYATPPLGARRFQPPEAPASW 
PGVRNATTLPPACPQNLHGALP 
A1MLPVWFTDNLEAAATYGGC 
FRVPKKA 


15443 


45811 


A 


15533 


207 


696 


TNLQEKNKQPHQKVGKRYKQT 
LLKRRHLCSQQAHEKMLIITGH 
QRNANQNHNE1PSHTS*NGDH* 

K V Kl\.l^l^JVli ,nKlvl W KlNrvlNAr 1 L 
Wvuv 1 oo 1 1 V JliJolVLrt.lri^OoK 

TRNTI *LSHPITGY1PKGL*IMLL 
*RHMHTYAYCGSIHNS1CDLEPT 
QRSINDRLD 


15444 


45812 


A 


15534 


1 


307 




15445 


45813 


A 

— 


15535 


1 


381 


LPPPHDRLWCVMFPTLCPSVLI 
VQFPPMSENMRCLVFCPCNSLL 
RMMVSSFIHVPTKDMNSGIL*S 
RPADIELFSINLVNKKIFLKGKF 
GDPLSLQRQLRNIVFSMPCCFPS 
FLLPWVFSQLSVK.PH 


15446 - 


45874 




15536 


134 


278 


DPAFLAPSPV/LMKQAPQATSG 
LMEPPGPSTP1VQRPRILLV1DD 
AHTD 


15447 


45815 


B 


15537 


1 


840 




15448 


45816 


C 


15538 


1 


891 





1975 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15449 


45817 


A 


15539 


1 


3102 


MYSHVITVCRHVKNGDILLLNR 
QPTLHRPS1QAHRARJLPEEKVL 
RLHYANCKAYNADFDGDEMN 
AHFPQSELGRAEAYVLACTDQ 
QYLVPKDGQPLAGLIQDHMVS 
GASMTTRGCFFTREHYMELVY 
RGLTDKVGRVKLLSPSTLKPFPL 
WTGKQHINRTKDKNHMIISIDA 
EKAFDKIQQPFMLKTLNKLGID 
GT Y LK1IRAI YDKPT ASIILNGQK 
LEAFPLKTGTRQGCPLSPLLFN1 
VLEVLARA1RQEK 


15450 


45818 


A 


15540 


1 


779 


1PMKDHDA1KLFIGQIPRNLDEK 
DLKPLFEEFGKIYELTVLKDRFT 
GMHKGCAFLTYCERESALKAQ 
SALHEQKTLPGMNRPIQVKPAD 
SESRGEDKKLFVGMLNKQQSE 
DDVRR\LFEAFGNIEECTILRGP 
ERQTAKGCAFVKYSSVHAEAAG 
RPSTRLHGSQTMPGAFVPVWV 

UyV 2>/\U I UJvfclV 1 lVlK\KIVl^l^M/\ 

GQMGMFNPMAIPFGAYGAYA 
QALMQQQAALMASVAQGGYL 
NPMAAFAAAQMQQMAALNM 
NGLAA 


15451 


45819 


A 


15541 


1 


1413 


MEYYAAIKKDEFISFVGTWMK 

LET1 1 LSKLSQMQKTKHRIFSL1 V 

LCD1TDILKEFTVAEAGGFALNE 

IMKEICKSRFSAKVSLHWKMW 

HSTASLGYHRVNVTNPDPLNLC 

LGHCWLGLRDTGQKQACGGP 

GVCPGM FRRACGGNAPCKEAP 

SVTEASSPDGSVLCLGSHVPITP 

APLSSAQMVCHMVEDRRTVEL 

1LGATHNLFFSTSPLTWSLRAIP 

GNCVLFLKDY VTEPVRSQSILH 1 

AGPTFKQTPNLPFLKFPEATKA 

HGPNVYQNDSTCPEPTAQVSH 

WSSVSSTLIASPVPGPEDRKLFV 

GMLNKQQSEDDVRRLFEAFGN 

IEECTILRGPDGNSKARPLASSQ 

GAPSVKYSSHAEAQAAINALH 

GSQTMPLMQQQAALMASVAQ 

GGYLNPMAAFAAAQMQQMAA 

LN\PNGLAAAPMTPT\QANGQP 

AAEEI\FANGIHPYPAQSPTAAD 

PLQQAYAGVQQYAGR 



1976 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


15452 


45820 


A 


15542 


254 


883 


DLRK.DSPWEHRQCDKREPGNS 
APPAPHSWGFAVFNPRAGDVR 
QLCKRADTRTPSPRAPFGSAGA 
CRGCGRAGARSLASPKARTCIS 
SARRRAGGPLQLGAGSGQAKR 

APSPGGVLAGFQEPPGRPQVAC 
CAATAAGGIRAGERR/PAAAAA 
AAPWAQKLRRLRLQRRGPPGC 
R**MVSFPRLFSGSTSR 


15453 


45821 


A 


15543 


1 


768 


MCDFGKSTSLPASPTSSSANGR 
DNSTYRLKEQGGFMHSVASRD 
SCAESARYTDAHYAKSGYGAY 
TPSSYGANLAASLLEKEKLGFK 
PVPTSSFLTRPRTYGPSSLLDYD 
RGRPLLRPD1TGGGKRAESQTR 
GTERPLGSGLSGGSGFPYGVTN 
NCLSYLP1NAYDQGVTLTQKLD 
SQSDLARDFSSLRTSDSYRIDPR 
NLG RSPM LA RTRKELCTLQGL 
YQTASCPE YL VDYLENYG RKG 
SASQVPSQAP\PSRVP 



1977 



wo 



01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possiblc nucleotide insertion) 


15454 


45822 


A 


15544 


85 


2249 


SAEAMSGDGATEQAAEYVPEK 

VKKAEKKLEENPYDLDAWSILI 

RE AQNQPIDKARKTY E RL V AQF 

PSSGRFWKLYIEAEIKAKNYDK 

GEKLFQRCLMKVLHIDLWKCY 

LSYVRETKG\KLPSYKGKMAQ 

AYDFALDKIGME1MSYQIWVD 

YINFLKGVEAVGSYAENQRITA 

VRRVYQRGC VNPMIN IEQL WR 

DYNKYEEGINIHLAKKMIEDRS 

RDYMNARRVAKE YETVM K.GL 

DRNAPSVPPQNTPQEAQQVDM 

WKKYIQWEKSNPLRTEDQTLIT 

KRVMFAYEQCLLVLGHHPDIW 

YEAAQYLEQSSKLLAEKGDMN 

NAKLFSDEAANIYERA1STLLK 

KNMLLYFAYADYEESRMKYEK 

VHSIYNRLLAIEDIDPTLVYIQY 

MKFARRAEGIKSGRMIFKKARE 

DTRTRHHVYVTAALMEYYCSK 

DKSVAFKIFELGLKKYGDIPEY 

VLAYIDYLSHLNEDNNTRVLFE 

RVLTSGSLPPEKSGEIWARFLAF 

ESNIGDLASILKVEKRRFTAFKE 

EYEGKETALLVDRYKFMDLYP 

CSASELKALGYKDVSRAKLAAI 

1PDPVVAPS1VPVLKDEVDRKPE 

YPKPDTQQMIPFQPRHLAPPGL 

HPVPGGVFPVPPAAVVLMKLLP 

PPICFQG PFVQVDELME1FRRCK 

iPNTVEEAVRJITGGAPELAVEG 

NGPVESNAVLTKAVKRPNEDS 


15455 


45823 


A 


15545 


12 


427 


SAEAMSGDGATEQAAEYVPEK 
VKKAEKKLEEN PYDLDA WSI\L 
IREAQV* * YRITFPSLWVQSHYL 
VLPVNNIFIILTL*MLFIGFQF*N 
QPMDKARKTYERLVAQFPSSGR 
FWKLYIEAEVTILFYFFLYQYCS 
1HL 


15456 


45824 


A 


15546 


150 


469 


SAEAMSGDGATEQAAEYVPEK 
\/v k a f i<r p\ i PCNDvni nAweir i 

Vrvrv/XcrvCALcnrNr Y Ui>U/\WoILI 

REAQNQPIDKARKTYERLVAQF 
PSSGRFWKLYIE AEVT1LF YFI FS 
Y1SIAAFTVVIENKLGT 


15457 


45825 


A 


15547 


1 


834 
















SFMRWQKGQLPQLCLHRESHC 
SPYPQPSFLGMEP/ADIHETTFN 
SIMKCDVDIHKGLYANAVLSSG 
TTMYPGIAYNRMQKE1TALAPS 
MMKIKIIAPA 



1978 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15459 


45827 


A 


15549 




1214 


MEEEIAALVIDNGSGMCKAGF 

AGDDAPRAVFPSIVGRPRHQGV 

MVGMGQKDSYVGDEAQSKRG 

1LTLKYPIEHGIVTNWDDMEKI 

WHHTFYNELRVAPEEHPVLLTE 

APLNPKAN REKMTQIMFETFNT 

PAMYVAIQAVLSLYASGRTTGI 

VMDSGDGVTHTVPIYEG\YALP 

HAILRLDLAGRDLTDYLMKILT 

ERGYSFTTTAEREIVRDIKEKLC 

YVALDFEQE\MATAA\SSSSLEK 

SYELPDSPRSSTNWQLSGFRLPL 

RH SFQPSFLG\MESCG\IHETTF\ 

NSIMK\CDVD1RKDLY\ANTVLS 

UK 1 rrL 1 LUI AIJKMv^Ivci I ALA 

PSTMK1KIIAPPERKYSVWIGGF 
HPWAWLSHLSSKMWVQQARS 
MTESGPLHSSTANGFLGGLLTL 
VAFTPFLWTKP 


15460 


45828 


A 


15550 


1 


2355 


MKQITFAPRNHLLTNTNTWTPD 

SQWLVFDMRTSGASFTGETIER 

VNIPTGYVEKPNKQCRHSVTRY 

GHGGHSDHTPSLTVATVATQIT 

PRHSGHGSHCDRNLSLATATA 

ATLITPHHLLWPRWPLGSHSVT 

WCGHGGHSDHTPSPTTATAVT 

RJTSRHPLRPQQSLGSHPVTHYS 

HGSHSDC1PVTRYAHGGHSDHT 

PSLAMATAATQMALCHSLWPR 

QPLGYLVNKIRRKRCTDGVSPS 

GKAPVFDTGIPWFESRYPSHLL 

RVSGSPPGYWGIAKRHQILNVS 

NMFGKFKTNLLGYRQAVRHRI 

LIPAFRGSNPRTPANLFKTLTLIS 

NMRALENDFFNSPPRKTVQFG 

GTVTE VLLKYKTA IEKRLEKLA 

VDPHRDRAQMLKVENVQQAW 

QQWINKLPPARREDEDVKEIR 

WMIEELRVSYFAQQLGKNSRA 

ESMLWSFHKA A 1 EAARTNIIQA 

QTRVEAAQATERRJAADIDDSE 

LKAPRDGRVQYRVAKPGEVLA 

AGGRVLNMVDLSDVYMTFFLP 

TEQAGTLKLGGEARLILDAAPD 

LR1PATISFVASVAQFTPKTVET 

SDERLKLMFRVKARIPPELLQQ 

HLEYVKTGLPGVAWSFLYSiNQ 

TICLRLDSIEAKLQALEATCKSL 

EEKLDLVTNKQH SP1Q VPM V A 

GSPLRTTQMCN KVR/CVNP* AT 

VVPPPVPQPTTQQYQGLDAGA 



1979 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15461 


45829 


A 


15551 


1 


956 


MSSGRRDALARGLGNSGDGAP 
HLGEHRQLEDVGGVTVTVTWT 
GRLQAAGCWTRSVSSTAAAGR 
REPSTRDGAALSTEPPDPPERLG 
HRGSRAGLTALGHVRTRGSSQ 
RGGRPEPWEHWLENGTRRTEL 
VDGVSYESWRRRPCRGQLESR 
LVLENHVATDEDEPALKCQRL 
EINCQDPSIKSFLYSINQTICLRL 
DSIEAKLQALEATCK.SLEEKLD 

1 VT\IfnT4CPin\/PM\/Ar.CDI DT 

TQMCNKVR7CAMH WLCVSCIF 
TCLPGWRPAAPDQGPAAISLCS 
LPSSSQGHREPLALGLPSALPPA 
HRQRLRG S ATVPIPP 


15462 


45830 


B 


15552 


161 


925 




15463 


45831 


A 


15553 


31 


856 


GGFLHHASFFVGRGRTLLMYFS 
LLGATPKPEPEPEQV1KNYTEEL 
K.VPPDEDCIICMEK.LSAASGYS 
DVTDSKAVGPLAVGCLTKCSH 
A FH LLCLL AM YCNGNKG PEHP 
NPGKPFTARGFPVASATFQTTPN 
GPQELVPYTPQITAWDLEGKVT 
ATTFSLEQPRCVFDGLASTNDT 

V WL V V ArMNAoKUr^lNrt 1 LA 

DIPASPQLLTDGHYMTLPVSPD 
QLPCDDPMAGSGGAPVLRVGH 
DHGCHQQPFCNAPLPGPGPYR 
WVVPTGALGLGLCLG 


15464 


45832 


A 


15554 


827 


1371 


GSSAGEASSSLRRLSPSQPISRPL 
LPAGEKVLVVW1EDQTSHNIPL 
SQQS KT/TLFNSMKAERG KE VT 
EEKLEARRGWFMRFKERSCFPN 
VKVQGEAANADIEAVACYPEY 
LAKITDEGGYTEQQIFSVDETA 

Li WrvlvMrorv I r l^AKJsJvINL/rlorl 

PSFSSQHL VQSA A INIKAKSSTS 
KKIMTP 


15465 


45833 


A 


15555 


799 


906 


FLNKLAFALRCGLALNSFLRKI 
QEPSLG\SKSGSLS 


15466 


45834 


A 


15556 


143 


560 





1980 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknonn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15467 


45835 


A 


15557 


1059 


1940 


QQMQQEMRRKSKWMAMLGK 
WETYQN S/TKGH L M K R V YKG I 
PMNVRAEVWSVLLNIQEIKAK 
NPRQYRVMKEKGKRSSEHIHQI 
DLAVSQTLRNHMFFRDRYGTK 
QQELFYILLAYSKYNPVVGYCR 
DLSHIAALFLLYLPEEDTFWAL 
VQLLASERHSCRVGEQLPLGLH 
AARPGDGHPGQPRHLPCVASLL 

r.AFDTCI I TA/PFPDr.TnDDCDt' C 

UAr K 1 aLL l Vr Jvt-rO 1 UrrcrKo 

DAFHPHQQKASHPPRGCPLCPG 
ATPSGSDSVQLALRNLRVLLPF 
SCSGSSCPWYPRKEALHPGGLE 
EQRGLQPLMGLVTG 


15468 


45836 


A 


15558 


123 


448 


A 1 A A A VVDCUCCDTr.RC A rvif 
3VR LLKoA^tDl/ r LK.LiK.IN SKI 

GVL*KLLQRK*RYQRALGLAM 
LSEWTISPKGPVSTGITKPMLTA 
SRVTVPRMTMSALLDFIHGA 


15469 


45837 


A 


15559 




6387 




15470 


45838 


A 


15560 


52 


3218 




15471 


45839 


A 


15561 


3602 


4015 


GSVESPLGQKTPRTSSASPCWPS 
TNLYRMELELYGPHVTSQVVK 
STRCAPIRWSA APSILCEVRVPV 
TMWTCLPLPATGRLSMW*IWP 
RQWPCVLTSATQS*LTRCGGGT 
RAVSLAPQSHL*VCPAQSSWTS 
ULWT 


15472 


45840 


A 


15562 


932 


1316 


RVQDIPAKRG 1 PQFRPK I KG 1GQ 

JT rvt^H Y r7\l\JrWiN VbAl^lvV V/ V 
rtUl^UALLrLLL 1 UrVLcAUVo 

LVRVRGRPLMRHTNYSFSPWH 
GFTIHRAKFIQSQDYQCSALMG 
GRKVMSISIRLKVQKAVNRA 


15473 


45841 


A 


15563 




263 




15474 


45842 


A 


15564 


66 


185 




15475 


45843 


A 


15565 




4217 


MRLAEERAALAAENADGEPGA 
DRRLRLLGTYVAMSLRPAAGA 
WERCAGSAEAEQLLQAFLGRD 
AAEGPRPLLVVRPGPRGLAIRP 
GLEVGPESGLAGAKALFFLRTG 
PEPPGPDSFRGAVVCGDLPAAP 
LEHLAALFSEVVLPVLANEKNR 
LNWPHMICEDVRRHAHSLQCD 
LSVILEQVKGKTLLPLPAGSEK 
MEFADSKSETVLDSIDKSVIYA1 
ESAVIKWSYQVQVVLKRESSQP 
LLQGENPTPKWELEF 



1981 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15476 


45844 


A 


15566 


26 


494 


RPGCGEWLGNAELWGQECQL 
HYSPPVSPWENSSGPRFSISKTG 
SL1PPLLNDICQNQKPQIILSHPA 

AETG*GQRSAQGQTFRQRPLSV 
SGNCRVPPRATVSRK/PRPAPAY 
ALSLKSPRRRPPRTGPAPPGLVP 


15477 


45845 


A 


15567 


1 


1242 




15478 


45846 


A 


15568 


114 


1219 


VDLPPGAPVRQSGSHGSVLRDH 

KTEGEARVLPLHQRVGKAGGR 

GATPGPHVHEDPVTICCGHSFC 

RP/C/ICLSWEEAQSPANCRACR 

EPSQKKDFKTNILLKNLVTIAR 

KASLWQFLSSEKQICGTHRQTK 

FCMFCDMDKSLLCLLCSNSQEH 

GAHKHYP1EEAAEEHREKLLKQ 

MR1LWKKIQENQRDLYEERRT 

AFLWRKRTLRLKGMTSGAQGT 

SQKVALGLLQQPLCHTVRAQS 

NSARVHKQRGGDAVSSGAG1P 

DPKAQRFPATLRSQAFTCTAG R 

RWGSGETVLHPLQRAGVRGAV 

AELHRQLLLSSSAAGFEECEGL 

CTSGPHITQGPDHQELYLSHEG 

VWTLFTCTGDRWKVLSGVPCP 



1982 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15479 


45847 


A 


15569 


1 


2694 


MRMAATAWAGLQGPPLPTLCP 

AVRTGLYCRDQAHAERATDVV 

LLAPFCQPKTRSHGTCPPTERDP 

RGEGSTEYPGRVDGIQGWGTR 

ALTGWTDRRLLCQACQTLPPR 

H WFLPG ARG WLGG SPC AHGQE 

SLPSQPSPILLRVESVKSRMLRR 

RAQEEDSTVLIDVSPPEAEKRG 

SYGSTAHASEPGGQQAAACRA 

GSPAKPRIADFVLVWEEDLKLD 

RQQDSAARDRTDMHRTWRETF 

LDNLRAAGLCVDQQDVQDGN 

TTVHYALLSASWAVLCYYAED 

LRLKLPLQVDYPTRPPTGRPAC/ 

CAWLGIPNVLLEVVPDVPPEYY 

SCRFRVNKLPRFLGSDNQDTFF 

TSTKRHQILFEILAKTPYGHEKK 

NLLGIHQLLAEGVLSAAFPLHD 

GPFKTPPEGPQAPRLNQRQVLF 

QHWARWGKWNKYQPLDHVR 

RYFGEKVALYFAWLGFYTGWL 

LPAAVVGTLVFLVGCFLVFSDI 

PTQELCGSKDSFEMCPLCLDCP 

FWLLSSACALAQVREEAGRLF 

DHGGTVFFSLFMALWAVLLLE 

YWKRK.SATLAYRWDCSDYED 

TEERPRPQFAASAPMTAPNPITG 

EDEPYFPERSRARRMLAGSVV1 

VVMVAVVVMCLVSIILYRAIM 

AIVVSRSGNTLLAAWASRIASL 

TG SV VNLVFI L1LSKI YVSLAH V 

LTRWEMHRTQTKFEDAFTLKV 


15480 


45848 


A 


15570 


1 


924 


M I SQFIPEN YFSGKSS ATSGWA 

RAQRDFRVGAGSARPALLSGRL 

APPALGSERLSTRASSCGGLPR 

ATPRGRAPPPATRHPVPSTAQR 

LRSAAARQRLAGSSARGRDAL 

GKASWAPESVLEVLARAVRQE 

KEIKGILLGKEEVKLSLFAGDMI 

VYLENPIISAQNLLKLMSNFSK 

VSGYKISVQKSHAFVYTNNRQS 

PCflfMQRf PPTVATf D TK"VT fllCi 
c.o^llVlon<i J rr I V A 1 rvrvl IV Y Luly 

i TPriVkTii FkrFwvk'Pi r MPtriP 

L I IKU V IS. L>L I iy c I N i rvruLlNIMv/D 

DTNKWKNIPCSWVGRINIVKM 
AILPKVIYRFNAIPIKLPMTFFTE 
LEKTK\FIWNQK\RAHIAKTI L 


15481 


45849 


A 


15571 


1 


825 




15482 


45850 


A 


15572 


1 


1488 





1983 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15483 


45851 


A 


15573 




1476 


MPIKVDWIKKSRTHTPRDTMSP 
KRGINISIQEYRNTPDASILSELR 
LERDTNTQVYTYEQEHTNKNN 
GHQAIDKQNKGHIRRESDRGEY 
YPLDCRPTGSLTDKGWGMLLC 
GMMTAGK.PTP1LTFLLDVGLPG 
GTAINKSSV1RVRNREEGNVEK 
WGERQVDQRDAVMRVRCGIR 
NNVEAGLKYGPGTMKVSLSVF 
YTTQQCRRYLSV LCFAGLARAS 
VPFNEDFQMSLDEKLFSNLHPL 
GSSSSPPKSLLHCPLLEHQFTML 
GFSDLGAQLASPSGSHTRAAGV 
AACQPAPTLTWLSPWVARGLG 
TLEQGVVLVGEARAAQEPMEW 
VGGSCMVGCRSRALPRGKAAK 
AWREIQRSAGAGGAPVSPWSG 
GAPSRACPPSASSVRFLCAARR 
LACNTYSPVLYCVRNWWILGL 
TDFNNEATDPRDPFLANVPGQL 
AAVA1GTCDGNVYSAGDRDYR 
FALESILKACTLALALEEVGPPA 
VQDKJGADPVTGLPF 














P.PI r.APAP.R pLV \A A PP*CCI <ZC. 

UrLOACAuivcriviViArr a aLavj 
*KLSVSPCPGLLISAEGPEAVFSI 
V*NARVRGFILEVSETKNPPIPD 
T1STKHASLMSDSYREKKLVPV 
VYPHSSTPSFQ 


15485 


45853 


A 


15575 


1 


1001 


MEAPQGALEQDGPAVLSQQRH 

RKKPFTATP1DPSYHRSHAISLS 

VIIGYCVPPSMAAEMAAYGWT 

MGKSKLMAGQWITQSQVFCDS 

STDGPRQHICAQTATLTKLQSQQ 

RSTNNSTVSHRQQWVNCRLLR 

VKCQRLRAHKELLPVQRWLWR 

QGRCVPTTSLVAVSETAGAGA 

AALALSRLCRCLQVSASARPFS 

SRTLSPQPKCWAMAASHQPIKG 

ILKNKTSRTSSMVALSEQPCRT 

VHEELSKKCQKWDEMNILSTY 

HPADKDYGLMK1DEPSPPYHG\ 

LTGDDENACSDTETTETMVSDI 

LAKKLAAAEGLEPKYWVQEQE 

SSGEEDLLAEE 


15486 


45854 


A 


15576 


1 


1851 




15487 












G KPDG DK VSQHLLL WKG/YSF / 
PPSLMKLSLAG YEILS* KFFSLR 
TLNIGPPLSSGFRVSAERSTVSL 
MDFPLCITQCFSPAALNIFSFIST 
LVNLT1MCLGVALLEQYLCCVL 


15488 


45856 


A 


15578 


2 


460 





1984 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15489 


45857 


A 


15579 


1 


2031 


MATEVFLIPYALLQCSLASYPS 

KPGIYVPSPQMWVGSVTCSDQ 

KNTIEVLVPKAYTLARQQYKSL 

SEQVYSCHQGTLNTRAQESAAS 

LLKPARPRTRQKKETPNTSEHQ 

KEQTLDTPPLRTVTLTTRVRGFI 

LEVSETKNPP1SDTMGLDISKQE 

EVLGRESDEQGEQSQGLSEMQ 

TALAMLLTREPISAKQAPHEPP 

RRQEDNTQAREGETRSRKTRA 

EGQKGHAHAENERNAKERESE 

RKRQEAEDENGKEKQERNEGT 

HARHMKRRKRDEKKRQGQNK 

PGNKRPEGNEEAQRRRKKNRE 

RQRFSF YQSGPS AAG LLVFAGG 

PLQSLFA WV SPLE A A EQQRFLS 

VPSSGPLRKFCLYFGFVGNATP 

LRGLNTHGRLLTPAHGTRRRHT 

RPLNSPVPEKAGSTTESNGSPY 

GQNPGPLPPKGNRAQGEKWM 

GRR1QGTTRPRAREANHKK.MT 

QIMFETFNTPA VY MAIQAMLSL 

YTYGCTTGIVMDSSDGVTHTVP 

1YEGYALPRAILCLDVAGRDLT 

NYLMKILTEHSYSFTTMAEREI 

VCD1KEKLYYVTLDFEQEMAT 

AASSSSLEK.SYELSDGQVITIGN 

ELSCCPEALFQPSFLSMESCDIH 

KTTFNS1MKCDMDIRKDLYTNT 

VLFGGNNM Y PG I ANR VQK1 VTL 

VWMGSSILALLSTFQQMWVSK\ 


15490 


45858 


A 


15580 


485 


886 


VPYFHFTCSHSSASQLPFLQMM 
KIAKTCSLGLNRLPEAKLKAFP 
TPRVTSL/WPRQRGRPRR\GCGR 
NRSGSLVSAARGVGGRSQAAA 
ARRDAPSPPATSRMPPRQGSVS 
WGCARNAPGRRADPEVRRQPG 
PSCT 


15491 


45859 


A 


15581 


1 


435 




15492 


45860 


A 


15582 


2 


339 


HRCSTGAFSTAASNSNADRPPP 

ARRRGLPR/RGPP/SRRRSPRPPR 

REPWPRTRRPRTRTAKARRRAT 

LEGRCRRACGHWQPRAAAAA 

AAAAAAVAAAAAAAAAAAAA 

GASATW 



1985 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15493 


45861 


A 


15583 


1067 


2093 


RRNTSSKCRSRNCRCPRSPHRH 
RPSLRPRSQQPKCKCRPRSRRSS 
RAPSSRRSRPQGLVPC*RAPPW 
PTSRWPGSPGFPLLNCSRKGRC 
RPRHPSQPRCPCRSLRWCPSRQ 
LWSPHRESPPCP*TSRGSAWRS 
VSHRRQQDRPWWTQPVHMQQ 
LLKLKQQAVQQQKAIQPQAAQ 
GPAAVQQK1TAQQ1TTPGAQQK 
VAYAAQRALKNPVSYHTHLPG 
PETGRGPASADPDPGCKTSSSCS 
TANTRGQHPASCLCFPAGFSTD 
CGAHAGDGGRAAGADDPCSDR 
DCPGGSAETHSAAGGDHGVGP 
APDSRRSQPSPGARQLRQPKPA 
AQVTDEGPCCQAKDTY 


15494 


45862 


A 


15584 


10 


607 


RALCGESRLPLARKLS*AKKSV 
QRSTLQSRRIWVCWFHFAN*SL 
F*KQGRT*ESPL*L*LIPAS*RPS 
TSESPPL*KANFQQPHRGL*EKV 
AEGRRGP**EY\YTSSSSSSSSSS 

ssssssssssssssssssssssssss 

SNN S SN SRHRRRRRRRLL SFL S R 
RRRHSRCCLSRSRPRRRPRRHP 
ARLWLRSRCTDQRKNFQLPRK 
TV 


15495 


45863 


A 


15585 


217 


1012 


AKNDSKRQNFGHRGQPTFGAD 
KAKGERVRTSSTIRRTSYLDTIT 
GPYLTGQWPRDPHGHYPSCMK 
DKATQTP\SCWAEEGAEKRSHQ 
RSA\SWGSADQLKEETPTDLQQ 
NAQQKLYKPEEVGCLISDFLKE 
KENCQPRJLYAGKLSSECTPDE 
EA VN I VEMITKDLE Y YINL VDK 
EWQGLRGLTPILKEVLRVKCY 
QTASHATKKSGMKGKVSQFGK 
LHCYFKKLPQLPLPSATAILISQ 
LTSTRQELHHKKDCNLLKTQM1 


15496 


45864 


A 


15586 


2 


387 




15497 


45865 


A 


15587 


1 


165 


LFMFFCLLYIR*QLLHPGYNAPF 
QNTAATRGRGIAQTAPEAAFQL 
FLHQRVRFHC 




45866 


— 


15588 


172 


359 


PDGDGIESINYLGQYGHFHDIDS 
SYP*AWNVLPFVCILFYFIEQWF 
1VLLEEVFH1PCKLDS 


15499 


45867 


B 


15589 


1 


2850 




15500 


45868 


C 


15590 


1 


2835 




15501 


45869 


C 


15591 


78 


491 





WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15502 


45870 


A 


15592 




5721 


M AVLSLPL APPTLM PP AHFNL V 
EMQVKATLKEYWQRKSPGIPA 
GANRJCKKINGSSPDTATSGGYH 
SPGDSATGIYGEGHASSATLED 
LELRQPTPSTSPNDCSLYPSPQS 
SSNSSSLHAPHSQYRELAVALH 
SSSAIISQLSENINSLNNENKSAL 
QLERQVKELKLGELKETVTSDP 
SNNGWEAVTSLWEGERLPARG 
AEEPRGSESTAAARPVPVSPAA 
VRGRLVAGEPGSYQPAETAAK 
AQLSLMALPGEGY 


15503 


45871 


C 


15593 


178 


1287 




15504 


45872 


B 


15594 


52 


855 




15505 


45873 


C 


15595 


1 


1698 












302 


617 


NLAVNPSGPGLFL1GKLLIIAS1S 
EHV1GLFRDSTSSWFSLGRVYV 
SRNLSVSSRFSLVFDDGDVQMG 
FWCGCPLCLLVFLLTUGPSAA 
GLLEFAGGPLQTLFA 


15507 


45875 


A 


15597 




2762 


MYGTGYRDVAGKWAI DPDSK 

REFLDVTQEG1QGCDFSGTCRQ 

TLSILTQPLRQWGLEGIKKPNS 

WI1SEESVSNGGPPLLIPRQTAS 

GVDLQQTPTDLQLRVLTVRRK 

TNKQKGIASTSTKRTSTPKPHL 

YVT11KDQSYIKPQRWGKNIAE 

KLKILK.IRVALSLQRNAAPHQQ 

WNKAGRRMSLMSSQKKASEVI 

ESQMNEIKGEEKFREKRVKRNE 

QSLQE1WDYVKRPDLRLIGVPD 

SDGENGTRLENTLQDI 


15508 


45876 


B 


15598 


1 


1989 




15509 


45877 


B 


15599 


1 


762 




15510 


45878 


A 


15600 


686 


850 


GQPERKVGLPTKGSPSD*QRISR 
QKLYKPKESGGQYSTFLKKRIF 
NPEFHIQPN 


15511 


45879 


A 


15601 


2 


382 




15512 


45880 


A 


15602 


1 


993 




15513 


45881 


A 


15603 


3 


460 


SPCWGQLLQATQP/ATAFAQKD 
LLVGAVLFGHNGSLSSRNTLAF 
SMDVGPSQWMWGLLNGCGAS 
AHRQCTRCTLQVTIALEGPLAP 
LKLAWHKKIYIFLGEAAEIRRD 
QLEAERELFHSRAEQGRLFVGR 
PGQAAHLMLPPGDCVSIWTQH 
MIT 


15514 


45882 


A 


15604 


1 


130 




15515 


45883 


B 


15605 


1 


561 





1987 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15516 


45884 


A 


15606 


94 


420 


EKAVGRWIFQSKRYRSPCEKPY 
SKGLQVQRTVPEGPSKAARAA 
QAPGPNLLPCLPT/PQTPEF1ISEP 
LANM YSCGNQNTLM EELAEQA 
QQHDEMLHMHHALKEALSIIS 


15517 


45885 


B 


15607 


46 


747 




15518 


45886 


A 


15608 


186 


364 


AFAPAPCTLVPGVLRGPPILLRE 
TGLAH*CPAVISPPKSLPWLPTA 
YSVESQQVILFGL 


15519 


45887 


A 


15609 


155 


511 


GAAVAGTQNLCLGGGGAVGG 
S*RGALNGEGLLHPGYNAPFQN 
TAATRDRG 1 AQTAPEA AFQLFL 
HQRVRFHC*FLLWREGRGR*AR 
REPLSRPQPPAGPLGGALPAPPL 
PDASTLVGVG 


15520 


45888 


A 


15610 


1352 


1684 


MS1RSAWCRAEFNSWISLLTFC 
LVDLSLVFDDGD1QMGFWCGC 
PFCLLVFLL1AAGPSAAGLLEFA 
GGPLQTLFAWASAVVAAEQQI 
LVSSKCCCLIVPLEVLSQRSTWP 


15521 


45889 


A 


15611 


98 


367 




15522 


45890 


A 


15612 


426 


738 


VCVWGDPPGPAGGHGEAAATL 
WKEKVDLKERVEKLELQF1HLS 
GQTDTIGRKYISQGAVSETQHW 
ERRTSSGWP\GPGGDEGEPAGA 
AGQVLQLVGDHKEGHGKF 


15523 


45891 


B 


15613 


86 


1411 




15524 


45892 


A 


15614 


950 


1493 


GTVFLWRRRGTLIFRVSGFSAL 
FFPPSLWFYLPFVFDDGDLQME 
FWYELSFLLMLLLFLCACWFSF 
*QSGPSAAGLLEFAGGPLQTLF 
AWVSAAVAEEQWILVNRKCCC 
L1VPLEVLSQRSTRPCEVSVHPY 
VHCCLGIEELNIYCSLHSLGLFE 
A1LLGKAFEELGCCDPSLFATV 


15525 


45893 


A 


15615 


1 


5731 


MDSHRPTAWPAAVLAGRSPVA 

AESERYCSRQPPLPRRQALLSV 

LVLASDTRLPFPWSSQTFCGILS 

KPLVLSGPLQTQGETNNENGLV 

GGGEVGMQPLVLFERSLFPGRC 

CVLERRIVPWMRQESYSSSSPI 

WFVDSDELNLTSVLECLEDDK 

NNNLLHQQLKWLICGLCRLYN 

LPKHLDVAMPDQPLPMGQSGP 

SAAGLLEFTGGPLQTLFAWVSA 

ALAAEKQILVNCKCCCL1VPLE 

VLSQRSTWQYELKEYW 


15526 


45894 


A 


15616 


2 


521 





WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15527 


45895 


A 


15617 


1 


1261 


msehniteecqqenqsieqwrsi 
ahsdsievswlheviktylkak 
stkldlmkklkelssqpsrkpk 
pf1psqegtgdndv1ysterlsk 
llnqkkgstrlydkplsnllnq 
kkvstrtegltvdsradmrnv 
ttillstessstdssssmdssssm 
dssssigrvetatcamipvqk.sk 
rsgppqgpsaatgdgaegrflp 
rcsrpwadrlawsqprrhlap 
gpsaatgdgaegrfpplcsccg 
tdrlawpqpqghlallprcge 
cgrarelpgdcclhaeggcssv 
levlarairqkkeieeiqigkqe 

VKLSLVADD11FCLENATDSSRN 
LLELIKEFSKVSRYKINGHKSVA 
LPYINSYQAENHIKNSTPFTIAA 
TNNNNKK\KNLG 1 YL AKESKDS 
YNENYKTATERNHRWSQAR 


15528 


45896 


B 


15618 


60 


499 




15529 


45897 


A 


15619 


134 


1416 


RTS1CWTMDSSVQNTVLGPTRS 

S VKG VME WLQ YLQMERR/CTL 

SISMESMPRVAEDAGDVGAAE 

PLHLEPPAGPLEVEQQLQAEIK 

HLRKTLESLAGQLQAQVEANE 

GSSHLNRQQDERLREWKAELW 

EEQGETGRSSVQKDRTTISHAL 

SQNHQLEEQLAKERLEATSQQ 

NQQLQSQMSLMALPGEGDELG 

SKEEEEAPQPMPS1LEDLKSREA 

MVAFLNSALVSAEEEQQAQLH 

GQLKEQRVCCQHLAHPVALAQ 

KEPE A A A PTPRTG GD S A V WT V 

DLQVEKTKFIMFTIKPGEVVNK 

DMAQSIYRSGKNLDKDMYGH 

DLEARRKTNRPLETTFYFLSYE 

LDYSRCFIGCLKCLCLPSPSATI 

GSFLKPSQKQKPVCLLYSLQNH 

EPIKPLFF1NYPDSDSYRHTQV1R 

ILLSGSIHVQVPATKTPL 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15530 


45898 


A 


15620 


1 


1665 


MGGHVGGRHRMLTPKLIPETL 

AAGSMKINPEEPNRPPrNGAPG 

GPALPLAAGDSGSEQAGEPALA 

ASELQGWDSTLGSPGSLRGTGI 

VATRSGSRGFRLSPASLGRRSR 

DRKTK.ELAFAGSGLATRGQRA 

SSDAAAGPPLSRCSPARTPQLPV 

RGSLTGPRAPAPPRARVCLLSC 

SCRQPFPPLTGGLNVGRPSGPS 

WKICPRSLPSASAETGIRRRRAA 

AHPPLQQPPLCGESLPSVQCSA 

NADSSIPVPSRWSQDACRNTGA 

AGPPGYPACVNNRNRTDKNSQ 

LDETHHMKTKVTDRGGFGAFT 

MLLRVVDTGHTSCSGSVEWDP 

RLYGDQADLSRSGHLDRPGAH 

HDYYTAIKKCEEGKSLDTTVK 

VKAGVNGFGRIEHLVTKPAFNS 

GKVDIVTINDPFVDLNNMVYM 

FQYDSTHGKFCGTVKAENRKL 

VASGNPITVFQ/ERDPSKIKW\YI 

AESTCIFTTMEK.AGADLQGGA 

KRVI 1 SAPSADAPM FVMDVNHE 

KYDNSLKIVSNASC1TNCLAPL 

ANVIHNFGIVEGPMTTVHA1TA 

TQKIVDGPSGKLA 


15531 


45899 


A 


15621 


2 


1105 


GRVGCSTVSRIFSCVASRATSLR 

TPMGKVKVGVNGFGRIGRLVT 

RAAFNSGKVD1VAINDPF1DLN 

YMVYMFQYDSTHGKFHGTVK 

AENGKLVINGNP1TI\FQER\YPS 

KIKWGDAGAEYFVESTGVFTT 

MEKAGAHLAQGGAKRVIISAPS 

ADAPMFVMGVNHEKYDNSLKI 

ISNUSCTTNCLIAPLAKVIHDNF 

GIVEGLMTTVHAITATQKTVLD 

GPSGKLWRDGRGAF\QNI\IPAS 

TGAAKAVGKVIP*AERGKLTG\ 

MAFRVPTANVSWVDLTCRLEK 

PAKYDDIKKWVKQGVGGPPQG 

AILGYTEH\QV\VSSDCNSGPPV 

FPPFDAGVAGIALNDHFVKLISW 

YDNEFGYSNRVVDLMAHMAS 


15532 


45900 


A 


15622 


121 


221 




15533 


45901 


A 


15623 


189 


538 





1990 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15534 


45902 


A 


15624 


3 


1015 


DRAGPPGAPRLGQQLLCA1ILL 

GLAAKKKEINITI1KQLLKKFLN 

KKPSYGLERQMETTQNLVDSY 

MA I VN KT V WDLM VG VMPKTI 

MHVMINNTKEFIFSELLSNLYS 

RGDQKTLMEESAEQAQWRDE 

MLRMYHVLKEALGIIGDINTTTI 

STAPWGPVDNSWLQVQSVLARR 

R/SPGLAPTAPSLPTPHRLSLGA 

LGTGS VPTLLHHPG SSS VS S LSG 

LVA/DCFGLPKARGGPGQRLPF 

PSLPGRLFCDLAVAPPAPKAAP 

F1CDFVYCCDQASEPVGCQGQT 

APHRLHGSPLG1PQAPPGSIQA 

WLRAAVFWKGALCPRCGRHIQ 

EFLLHRCTLVSL 


15535 


45903 


A 


15625 


547 


1242 


PKALIKTSNKSSLSYQLTTHSGT 
MACPWIRHEVLLSRLGFLVLEN 
TNMDKRPSKLLRWLERQMETT 
QNLVDSY1V1AIVNKTVWDLMV 
GVMPKTIMHVMINNTKEFIFSE 
LLSNLYSRGDQKTLMEESAEQ 
AQWRDEMLRMYHVLKEALGII 
GNINTTTIST\PWGPVDNSCLQV 
QSVLAGCSFIILVQAVFLLYQA 
WWLLFWAPQGERWPWTSGLE 
DT VTREEG SPKGLS1SL 


15536 


45904 


A 


15626 


108 


308 


AQKHHLT*LSFLPRH*1LT*NLT 
KIPTSK1KKTPRSRSPRRSTSCFL 
DNLAPSCGCSGKGSSWR1C 


15537 


45905 


A 


15627 


687 


1910 


KDHQLRKKLRRRGKQGAFTAA 

LPPGSPRPPLRGGRSGGVGLGV 

RGQRTPQAPQAVTPSEGPEPLW 

GPVLGGGGEHRRGTGASAAAG 

ASMRRLGAAGGGAGAGPQRG 

VGARVVVSEEANSPGAAITSNR 

ETQDAN EGLSAPRPECLLHPTC 

RLLYVPLIVRDWVCHTRSVVLL 

QVVNVTGIAVGTGLASAYDTL 

MSQSFGVKNLKRVGIILQRGVL 

ILMLCCFPCWADLVNTERILLL 

LKQDPKSPGWTRECFQEWGSYI 

HLV1PSMFMVCTEQWTFEIGNF 

LAGLIDVMELGTQG I ICEL ASV 

AYMNYFRLNPQPPISDFT1NLAF 

LTLTERKILGYIQLRKGPDIVGP 

YGLLQPFTDAVK.VFTKEPLWPS 

TSTITLYIIAPTLALSIIVLLALPT 

RMLAATPRPRGT 


15538 


45906 


A 


15628 




1173 




15539 


45907 


A 


15629 


3 


1447 





1991 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




459Q8 


= 


|g63Q 


] 




MDPKQEEIPDSPEKEFRRYRIAE 
WIRIHQPIICCLQETHLTHKDSH 
KLKV/KG WNKAFHANGHQKSA 
ARETK 


15541 


45909 


A 


15631 


1 


1524 




15542 


45910 


A 


15632 


1 


575 


MALSERSQPQDHVSHDR1YVK 
H PE Y ANL YRQK V DYTLPRVSIS 
IHVGQAGVQIGNARWELYCLE 
LAIQPDGQMPSDKTIGGGDDSF 
NMFFSEIGAGKHVPRAVFVDLE 
PTVVDRCLGHWMAAFLGE\EV 
HTGTY RQLFH PEQL1 SGKEDAA 
NNYSRGHYTIGK/EDLVLDRIH 
KLLTSQCRKPKATMWLSQAT 


15543 


45911 


A 


15633 


208 


465 




15544 


45912 


A 


15634 


107 


827 


EARRPCTLHLRSALHPATMCEL 
YSKRDTLGLRKKHIGPSCKVFF 
ASDPIKIVRAQRQYMFDENGEQ 
YLDCINNVAHVGHCHP\EVVKA 
ALKQMELLNTNSRFLHDN1VEY 
AKRLSATLPGETLCLLFYKFRG 
YWPSSTNPSSRPAAPASPPAAE 
RAGDFRAGRKPSVPGSRSVSGS 
PRGPCSRLSLSTFCTRYCPLSAL 
TSGPGCPYPMCFFLSPRVSRLLY 
SSHMVAGCRALRRCKNSH 


15545 


45913 


A 


15635 


3 


1218 


GGLWEKMAAAAVQSRVVRYLS 

MSRSA1TA\IATSVCHGPPCRQL 

HHALMPHGKGGRSSVSGIVAT 

VFGATGFLG\RYVVNHLGTAW 

GSQ\VI1P\YRV*IKY*QSMHLSFP 

WG*PGGQLSVFLGNWGTARD* 

R FLFRR V S YN TGN VG S SI LFGTR 

LGETKNFVDFWRDVFVKIPQAIA 

\QL S KGS WEFEKFI SCFH I WNG G 

II*KALS*DI*GNKAVGEKVVRD 

AFP\EAIIVKPSDIFGREDRF\LNS 

F\ASMHRFG\PIPLG\SLGWKTV 

KQPV YV VDVSKG I VNAVKDPD 

ANGKSFAFVGPSRYULFHLVK 

YIFAVAHRLFLPFPLPLFAYRW 

V ARVFEI SPF E P Wl TRDK VERM 

HITDMKLPHLPGLEDLGIQATP 

LELK A I E VLRRHRT YRWL S AE I 

EDVKPAKTVNI 



1992 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15546 


45914 


A 


15636 


2 


799 


GLWEKMAAAAQSRVVRV\LS\ 

MSRSA1TAIATSVCHGPPCRQL 

HHALMPHG\KGGRSS\VSGIVAT 

GFGA\TGFLRRYVVNH\LGRMG 

SQVI1 PYRCDK YDIMHIARPMGD 

LGQLLFLEWDARDKDS1RRVV 

QHSNVVINL\IGTRP/WKSKNSD 

YEDVFVKIPQAIAQLSKAEAGW 

EKF1HV\SHLNANIKSSSRYLRN 

KNRK RE KEEMKKDLL SKKEPE 

PEDLENSQL1HIAKNEKACFEEN 

TKSVAEQPFDEEIVDATHQLTS 

YLGRSQE 


15547 


45915 


A 


15637 


560 


1394 


RKSSSVHNAASGLLGSRAPGAH 

RHLGRCRCRHRLVSPSPAMAE 

DLSAATSYTEDDFYCPVCQEVL 

KTPVRTTACQHVFCRKCFLTA 

MRESGAHCPLCRGNVTRRERA 

CPERALDLENIMR\KFSGSCRCC 

AK\QIKFYRMRHHYK\SCKKYQ 

DE YG VS S 1 1 PN FQISQDS VGNRIE 

NNTG1KQIPGAPAFGDGRVGCR 

QRNAKTELLAAAGESPCTMSL 

GSGPNLGPSPRSKSSSVTSPQPC 

FTEHPRERFVSFPVHYVLEGSR 

MSFLLWSLKTDRIFGH 


15548 


45916 


A 


15638 


1 


1026 


MKVVCKEVKFEKQCPEAVLLH 
WEQTDDDENKRCDLREPRKPE 
THTKG PGLLVPTTQPGRNEGQS 
G ADG K.H ARCSKTSCCLSGKEPS 
FIITEHCPLVPVQNTTIKPDSGIR 
1LQTLDSRETFTMSTALDVLQM 
KEEDVLKFLAAGTHLGGTDLD 
FRMEQHICKRKSGG1YIINLKRS 
WEKLLLVAPAIVAIENPADVSV 
1SSSSTGQRAMLKCAAATGATP 
1AGHFTPGTFTNQIQATFPNPRV 
LVVTDCRTGHQPLAEASYV/NN 
LPTIALCHTDSPLHHVDIAIPCN 
R/KAHSVDLMWMLAREILPM\R 
GTIARKHWWE\DPEEIEKEEQA 
AADKALTKEEFQGE 


15549 


45917 


A 


15639 


20 


441 


TAEIAIPCNNKG AHSVG* MWR 
MLAREDLRMRGTISGEHPWEV 
MPDLY F YRDTEEIEKEEQAA AD 
KAVTKEEFQGEWTAPAPEFTAT 
QPEAADWSEGVQVPSVPIQQFP 
TEDWS AQPATEDWS A A PTAQA 
TEWVGATTDWS 


15550 


45918 


B 


15640 


88 


531 




15551 


45919 


A 


15641 


1 


1302 





1993 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


15552 


45920 


A 


15642 


150 


957 


KAGASCCGSANPYVSVGKSCV 

LLAMAQLQTRFYTDNKKYAVD 

DVPLSIPAASEIADLSNIINKLLK 

DKNEFHKHVEFDFLIKGQFLRM 

PLDRHMEMENISSEEVVEIEYV 

EKYTAPQARSNAWFHDDWISS1 

KRGRGVRILTGSYDKTSRIWSLE 

GKSIMTIVGHTDVVKDVAWVK 

KDSLSCLLLSASMDQTILLWEW 

NVERNKVKALHCCKGHAGSV 

NSIAVDGSGTKYFGLRIEPKPA 

VSLVEEINSLSYRWTADNYKV 

GSGGKEEED 


15553 


45921 


A 


15643 




393 


VFCCPHCSLTFSKSFSSFSRLVR 
HQQTHWKQKSYLCPICDLSFGE 
KEGLMD/HLEGL*RQGPGQSSH 
HKCRVILGQWLGFSHDVPTMA 
GEEWKHGGDQSPPRJHTPRRRG 
LREKACKGDKTKEAVSILKHK 


15554 


45922 


A 


15644 


335 


537 


VYFK.QVTLDSSCRL* ERQVKST 
SSWNILSSTWRLPFCPTSVVLRF 
LTWICLRTISTSSISWFPADSS 


15555 


45923 


A 


15645 


153 


828 





1994 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15556 


45924 


A 


15646 


1 


2002 


MLESAGNQDIEDVDIVLRQIQV 

KNRSTTEVGQNGNLQVEVSYT 

QAH1APRPLASQGTWPHFVSSA 

PQPCFQVQNHSKYQNLYYSGFI 

RETEPISKGDVGEWLSAGK.GES 

SAMFASEQEISKDEQGTPVLGS 

FYWEVDSPRKESSQAWAPGQE 

WI KLERDTTEEKMFEQLKPIEP 

VQKTLPWVGEVAATLQEAMK 

RDCWREARVKKKPVTFEDVAV 

NFTQEE WDCLD A SQRVLYQDV 

MSETFKNLTSVEGKKKELREQ 

HPSLRDEGTSDDKVFLACRGA 

GQCPLSAPAGTMDRTRVLQAS 

QAGPP/FFFATTVGKCFSRRSYL 

YSHQFVHNPKLTNSCSQCGKLF 

RSPKSLSYHRRMHLGERPFCCT 

LCDKTYCDASGLSRHRRVHLG 

YRPHSCS VCG KS FRDQSELKRH 

QKIHQNQEPVDGNQECTLRIPG 

TQ AEFQTPI A RSQRSI QGLLD VN 

HAPVARSQEPIFRTEGPMAQNQ 

ASVLKNQAPVTRTQAPITGTLC 

QDARSNSHPVKPSRLNVFCCPH 

CSLTFSKKSYLSRHQKAHLTEP 

PNYCFHCSKSFSSFSRLVRHQQ 

THWKQKSYLCPICDLSFGEKEG 

LMDH WRG YKGKDLCQSSHHK 

CRVILGQWLGFSHDVPTMAGE 

EWKHGGDQSPPR1HTPRRRGLR 

EKACKGDKTKEAVSILKHK 


15557 


45925 


A 


15647 


1 


1048 


MPSL AELFEGSS KA FG A A A SQL 

NFPVASGEMLKFKYGVLRNPLH 

AVAAEP1ASRTSRLNLFFQGKPP 

FMTQQQMSPLSREGILDALFVL 

FEECSQPALMKIKHVSNFVRKY 

SDTIAELQELQPSAKDFEVRSLV 

GCGHFAEVQVVREKATGDIYA 

MKVMKKKALLAQEQVSFFEEE 

RNILSRSTSPWIPQLQYAFQDK 

NHLYLVMEYQPGGDLLSLLNR 

YEDQLDENLIQFYLAELILAVH 

SVHLMGYVHRDIKPENILVDRT 

GHIKLVDFGSAAKMNSNKMVN 

AKLP1GTPDYMAPEVLTVMNG 

DGKGTYGLDCDWWSVGVIAY 

EMIYGRSPFAEGTSARTFKNIM 



1995 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














KJIQQAFGLLDLHQWFARGSQG 
FRLQTEGCIIGFPTFEV*RHSGFL 
SCQSSCTGSFSSVWADVPLMFE 
GAAQPV*PVPSRGSADFRPLSIC 
* RSSRILL VKRCEN SG VR 




45927 


- — 


15649 


597 


808 


1 TMKSQRQIIKKA VTTKEMKSV 
CRRD/TPAFMFIAALFKIAKIRIQ 
RLCLSTDEWIKKMWYIHTMEY 
YSTLK 


15560 


45928 


B 


15650 


161 


3156 




15561 


45929 


A 


15651 


14 


270 




15562 


45930 


B 


15652 


787 


1821 




15563 


45931 


A 


15653 


1 


2412 


MAKSKGCSAATLASTHQILVTP 

WSCDNQKCLQTLPNVPGGTKL 

LLCEDHWFRNDSCNQAIPTIAT 

LLSFPSLQASLWTTHFLSPLNH 

HPVNPDSHLEQPPGQSPRLNFE 

AGDPERAPHALGCKRSRTRATS 

DRQPMASRDPGWGKASVGKA 

CALGSAVLPAGNDCTTDNLGL 

GSAGFEDLRLRLGQGPPRRQGA 

LQAAPRKASSCAAGQRLAPDSS 

FSRKRRPSRQRLGCETAAVADT 

AEAKSSEAPAFGWSTMDEAGS 

SASGGGFRRALDEPPNSRJFLVI 

SKYTPESVLRERFSPFGDIQDIW 

VVRDKHTKESKGIAFVKFARSS 

QACRAMEEMHGQCLGPNDTKP 

IKVRVPGSGCPRGKEWASWTSL 

HLLLCRGEGGVEHPFPAADQT 

APGLGTGAALRRGSPPTKLRRV 

AGKGTGCGVFAPRERTRQPRPP 

GDRTAVAGLP\SPSPSLIHQLLSS 

LPNSS*PTLSTFLTFLSQMPRFP 

Y1KNGKTL/PFPQVFIAQSRSSGS 

H RD VEDEELTRIFVMIPKS YTEE 

DLREKFKVYGDIEYCSIIKNKVT 

GESKGLGYVRYLKPSQAAQA1E 

NCDRSFRAILAEPKNKASESSE 

QDYYSNMRQEALGHEPRVNMF 

PFGHGVVQYFNVASAIYAKYK 

LHGFQYPPGNRIGVSF1DDGSN 

ATEKMATQMVAAQLASMVWN 

NPSQQQFMQFGGSSGSQLPQIQ 



1996 



WO 01/075067 



PCT7US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=(Jnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15564 


45932 


A 


15654 


375 


2059 


dssvwqtpqkqravrplhsgg 
apwtklaalratrgfrpgvds 
ldeppnsr1flv1skytpesvlre 
rfspfgdiqdiwvvrdkhtk.es 
k.giafvkfarssqacrameem 

HGQCLGPNDTKPIKVRVPGSGC 
PRGKEWASWTSLHLLLCRGEG 
GVEHPFPAADQTAPGLGTGAA 
LRRGSPPTKLRRVAGKGTGCG 
VFAPRERTRQPRPPGDRTAVAG 
LPLSLALTNPPALEFTAKLVLA 
YFEYFSDLPLSDAQISIYKKRKN 
STFPQVFIAQSRSSGSHRDVEDE 
ELTRI F VM1PKS YTEEDLREKFK 
VYGDIEYCS1IKNKVTGESKGL 
GYVRYLKPSQAAQAIENCDRSF 
RA1LAEPKNKASESSEQDYYSN 
MRQE ALGHEPR VN M FPFG HG V 
VQYFNVASA1YAKYKLHGFQY 
PPGNRIGVSFIDDGSNATDLL1K 
MATQMVAAQ/RLHQWCG1TQV 
SNNLAVQFGGSSGSQLPQIQTD 
VVLPSCKKKAPAETPVKERLF1 
V FN PH PLPLDVLEDIFCRFGNLI 
EVYLVSGKNVGYAK.YADRISA 
NDAIATLHWKDSF.WGET j 


15565 


45933 


A 


15655 


257 


412 




15566 


45934 


A 


15656 


3 


866 


HAASPCCCYEEKLQSPLQKHLRV 
CSLRTWSLAARVAEGTAETVD 
PSAAPK.TSVWSSRVCWGRLLA 
T1SPSVNETDTCGMEDRRLVVC 
RPWRAQCHMKAWGWRHPEEG 
GTHSGAPSAVLQALAVAIQLGG 
HLADPLLQVDPLSSCGAVSLDI 
LIYLVFYYRTASVPETYIVKTLF 
KKLESQSLIQSNVLTRSNSMKA 
ERGEEAAKEKSEASRGWFMRF 
KERSCLHMKMQGEAASADVE 
AAASYPKDLAKITDEHGYTKQ 
Q\FDVYKTAFCWRVMLKKYVK 
LLFVLCPLP 



1997 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15567 


45935 


A 


15657 


333 


1034 


RLSTTVMRGAFVFXMHKMPRL 
WLDYCQF\LMDQGRVTHTRRT 
FDRALRALPITQHSRIWPLYLRF 
LRSHPLPETAVRGYRRFLKLSP 
ESAEEYIEYLKSSDRLDEAAQR 
LATVVNDERFVSKAGKSNYQL 
WHELCDLISQNPDKVQSLNVD 
AIIRGGLTRFTDQLGKLWCSLA 
DYYIRSGHFEK1RKAPVNGGPT 
WMVGQNSVPRFQTRRLTPLKR 
K.GPLVTDFRJEKQPTPLAQE 


15568 


45936 


A 


15658 


172 


346 


ARPCRWCPGS*TSASAPGPGLR 
PCPP\GGDRTPASPPLHNQAAA 
APPGPGTWRGAAAS 


15569 


45937 


A 


15659 


293 


482 




15570 


45938 


A 


15660 


468 


791 


LAKCGCLEARGRARQTSGRPRP 
TDGGP*SPCWETGKGHPVLGR 

KOo/rLirvt^OL SLrl^oL^fu^WK 

VSQETGTSSSSLGLMRPSDKKP 


15571 


45939 


A 


15661 


366 


609 




15572 


45940 


D 


15662 


321 


739 




15573 


45941 


A 


15663 


1 


1815 




15574 


45942 


A 


15664 




1911 




15575 


45943 


A 


15665 


437 


1125 


PVSCSGHSRWAAAAISIALSMIE 
TVNMVFTFYSRHHGTISTRVL/I 
G ICRPERQDGQDT VNLGTLEET 
ASPSPVVTTSPPQPMLPSAFPPL 
SEEINPALPEATVMASPEAVAR 
QDNVDSAQEPPPTPLCASRPTT 
RQKSWWGARGEVESVTHEEM 
HYTGKELLEFSNLYKEKSGEQA 
WEWILRVWDNGGRN1QLDHPE 
FVDLGPLSRNSAFNVAVRGVK 
KGSKSLFAWLGE1 


15576 


45944 


C 


15666 


49 


186 




15577 


45945 


A 


15667 


80 


877 


GAERLPEGPGKRMVFRRFVEW 
GRVAYVSFGPHAGKI/VSAMVD 
VF\DQNKGFWSNGPCTQVR\RQ 
A\MPFK\CMQLT\DFILKFPHSAH 
Q\KYVRQSLGRREDINTICLGQP 
TRWGQGRFESQEEKEKPRLTDF 
*SVF*S**RAK.EN*RDRINPRNE 
V* EAFKRA AFPGKASSQKKAPG 
Y* GVLLAAAAA AAA A AAAAA 

A A A A A A A l^W/PA Wt7\ A A <ZW 

APAQKVPAQK\ATGQK\AAPAP 
KAQNGSKSSKPQKAPAPKASG 
KESISGNHKK 


15578 


45946 


A 


15668 


253 


1218 




15579 


45947 


A 


15669 


1 


1819 





1998 



WO 01/075067 



PCT7US01/08631 



SEQID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15580 


45948 


A 


15670 


1 


2422 


MCPILREHRGSTEGKRRQKRLP 

LELTLKDEEVLAHRQEIEVAKA 

SPSKGNIIIHFGYK.GVEYHDQQ 

DVTSNFLGAMWLISITFLSIGYG 

DMVPNTYCGKGVCLLTGIMGA 

GCTAL V V A V V ARKL ELTKAEK 

HVHNFMMDTQLTKRHCPWAA 

TIQPKLSFL1SLPGCDYRGESAR 

ARPLSHPPLQLGLGKDARYLRI 

CDRSLLCVCAAAGNAGLRPRD 

SPHTLLHWRSRSPYFFSPKPVPP 

QLLGGQPAAHSRRDDLGEAGV 

GRGGCCFAALRGVQSEKWSGF 

HTVPEPAPGQGDVMPIVLVRPT 

NRTRRLDSTGAGMGPSSHQQQ 

ESPLPTITHCAGCTTAWSPCSFN 

SPDMETPLQFQRGFFPEQPPPPP 

RSSHLHCQQQQQSQDKPCPPFA 

PLPHPHHHPHLAHQQPASGGSS 

PCLRCNSCASSGAPAAGAGDNL 

SLLLRTSSPGGAFRTRTSSPLSG 

SSCCCCCCSSRRGSQLN VSELTP 

SSHASALRQQYAQQSAQQSAS 

ASQYHQCHSLQPAASPTGSLGS 

LGSGPPLSHHHHHPHPAHHQH 

HQPQARRESNPFTEIAMSSCRY 

NGG VMRPLSNLS ASRRN LHEM 

DSEAQPLQPPASVGGGGGASSP 

SAAAAAAAAVSSSAPEIVVSKP 

EHNNSNNLALYGTGGGGSTGG 

GGGGGGSGHGSSSGTKSSKKK 

NQNIGYKLGHRRALFEKRKRLS 


15581 


45949 


A 


15671 


1 


246 


SEPPHRGPTGALPSGAVRRGPL 
SSRPQIGRSTDSLHCVPGKATD 
AQRQPVKAAGSGAVPCKATG 
WSCPKL*EPISCINVTIC 


15582 


45950 


B 


15672 


43 


741 




15583 


45951 


A 


15673 


687 


1012 


FHTSRPFWNISELSRFCIQKYKK 
PWHSVSDFYRYQFFICQGTACC 
PASLRM* HCPN* ILQGTSSQNCC 
SCSGKSCSPMQQRHRSTVCSGS 
GTFCVGSCESFEGTYFSR 



1999 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15584 


45952 


A 


15674 


1 


1640 


MSCDT»G EVEGGRVDSKTRGR 
QEVERNTETHLGSGLNCDIPL1F 
LTYEWRGILEYKIFSVKTGEVL 
GKPGQLGHPTGQTTFFETGTQV 
TSMQEMGSYSFGQPHPVALQG 
TAPLPAAFTGWRLASVAFPGTQ 
CKLSVDLPIWGLEDSGPLLTAP 
LGSAPVGPLCGGSDPTFPFCTA 
LTGPSAASLLEFARGPLQTLFA 
WVS A EVS AEQG FF VNHECCCL I 
VPLEVLSQRSTRPCEVSVCPYW 
GVPPRDRSNQCPSGFTLDSVGP 
FCADEDECAAGNPCSHSCHNA 
MGTYYCSCPKGLTIAADGRTC 
QDIDECALGRHTCHAGQDCDN 
TIGSYRCVVRCGSGFRRTSDGL 
SCQDINECQESSPCHQRCFNAIG 
SFHCGCEPGYQLKGRKCMDVN 
ECRQNVCRPDQHCKNTRGGYK 
CIDLCPNGMTKAENGTCIGECL 
AVSVTEIS/CAVNKSN1DECKDG 
THQCRYNQICENTRGSYRCVCP 
RGYRSQGVGRPCMDIDECENT 
DACQHECKNTFGSYQC1CPPGY 
QLTHNGKTCQGKLPFKQ1F.SGG 


15585 


45953 


A 


15675 


1 


669 


MG FCHDGRSI AFRGERGN DES A 
IEM I K VSHLKQY L A V VFRDKPL 
ELWDVRTCTLLREMSKNFPTIT 
AL1LTGRCASLK.WRSKPKKEEF 
MGYRQWNPTQESSKGDFEIQL 
EGGPSMATVYRTEMQPVQIGIE 
LLPSPLSFHPSPNSGIPNDPSWL 
LSTATLHPPTGVERSSSPATEQR 
WTENDFDELREEGFRRSNYSEL 
REDTQTKGKEVENFEKANLEECI 














MAHESAEDLFHFNVGGWHFSV 
PRSKLSQFPDSLLWKEASALTS\ 
SESQRLFIDRDGSTFRHVHYYL 
YTSKLSFSSCAELNLLYEQALG 
LQLMPLLQVRCSCFLGVVDQ 


15587 


45955 


B 


15677 


1 


1443 





2000 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15588 


45956 


A 


15678 


1 


708 


EVTASPQGVSAVSKGDQKWT 
\LGKGLTFIKAVGSIQRNRWRG 
WQLKALYQCTTIAGATGVFLR 
VYRALDVLQMEEEDVLKFLAA 
GIHLGGTNLDFQMKQYIYKKK 
CDGVYIINLKRTWEKLLLAACA 
1VAIENPADVRVISSRNTGQRAI 
LKFAAATGATPIAGRFTPGIFTN 
QIQATFQEPQHLFFTDSRADH/S 
PLTEASYVNLHTIAPRNTDSPLC 
YVDIAIPCKKGAHSVGL 


15589 


45957 


A 


15679 


78 


757 


REIFINVRSLLMACFVKEEDVL 
KFLAAGTHLGGTNLDFQMEQY 
IYKRKSDGIY1INLKRTWEKLLL 
AARAIVAIENPADVSVISSRNTG 
QRAVLKFAAATGATPIAGRFTP 
GTFTNQIQAAFREVPRLLVVTDP 
RA DHQPLTE A S Y VNLPTI ALCN 
TDSPLRYVD1A1PCNNKGAHSV 
GLMWWMLAREVLRMRGT1SR 
EHPWEVMPDLYFYRDPEEIEKE 
EQAAAEE 


1559Q 


45958 


B 


15680 


1 


1767 




T5591 — 


4*fMi5 — 












[5592 






15682 


5T1 


£55 


PSPGES/PPLQPDPPVPPWPPPEE 
EPRA 


15593 


45961 


A 


15683 


117 


285 




15594 


45962 


C 


15684 


12 


468 




15595 


45963 


B 


15685 


1 


840 




15596 


45964 


A 


15686 


1 


1173 




15597 


45965 


A 


15687 


1 


2931 


MDLFMNVAMLRAARYLWSEA 
VSGFGAQDPKSLALRTHCQTSG 
WSLTEQDPYNNVIRTTIEALAA 
TLGGTQSLHTNVFDEALGLPTD 
FSARIARNTQIIIQEESELCRTVD 
PLAGSYYIESLTDQIVKQARAII 
QQIDEAGGMAKAIEAGLPKRMI 
EEASAREQSLI DQGKRVI VGVN 
K YKLDHEDETD VL EI DN VM VR 
NEQIASLERIRATRDDAASDTR 
EIVDLTNGN1KTFNGSIIIYARFD 
TGRHLFSGGNT 


15598 


45966 


c 


15688 


1 


1779 










15689 




1531 




15600 


45968 


A 


15690 


98 


412 




15601 


45969 


A 


15691 


521 


600 


PSPGES/PPLQPDPPVPPWPPPEE 
EPRA 


15602 


45970 


C 


15692 


175 


454 




15603 


45971 


A 


15693 


332 


494 


RKEMASGFSK.GPTLGCC\RRAL 
PDGDTQLQLLLRGNHDSVLGA 
KRRDKGEAGPD 



2001 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15604 


45972 


A 


15694 


2 


1276 


HTLHSLVTILGTWALHSGPALL 

LPRPGSGLDFLLSPVLPSPQPPG 

LPTPTPFTNAVQLLLTLKLVSLA 

SEVQDLHLAQRKEMASGFSK.G 

PTLGLL/RRRALPDGDTQLQLLL 

RGNHDRPVLPLPHLPGLAGAAL 

PRGSAVSLRPLLRRAWPAPLFGL 

LFLLSSH LFPLEA VREDAF YARP 

LPARLFYMIPVFFAFRMRFYVA 

WIAAECGCIAAGFGAYPVAAK 

A RA\GGGPTLQCPPPSSPEKAAS 

LEYDYETIRNIDCYSTDFCVRV 

RDGMRYWNMTVQWWLAQYI 

YKSAPARSYVLRTAWTMLLSA 

YWHGLH PG Y YLSFLTIPLCLAA 

EGRLESALRGRLSPGGQKAWD 

WVHWFLKMRAYDYMCMGFV 

LLSLADTLRYWAS1YFCIHFLAL 

AALGLGLALGGGSPSRRKAAS 

QPTSLAPEKLREE 


15605 


45973 


A 


15695 


134 


601 


RDGEQPLWAWGSPCSPVAPTL 
CILWAPSSGPGPSFRPSPAPATP 
WLWPGLSPISCDSEPSASWACP 
LPCPSPKPDRWLLTLKLVSLAS 
EVQDLH L AQRKEM ASGFSKGP 
TLGLL/RRRA LPDG DTQLQLLL 
RGNHDSVLGAKRRDKGGQTTII 
FVQV 


15606 


45974 


B 


15696 


76 


504 




15607 


45975 


A 


15697 


11 


706 


H1TRGRSCTRWTSSAMAKGAPR 

VILLCLFGAALCLTGSRALQCY 

SFEHTYFGPFDLRAMKLPSISCP 

HERFEA1LSLDTGYRAPVTLAR 

KGCWTGPPAGQDAIEPGRAAA 

RLLGWRGCTTDKCNAHLMTH 

DALPNLSQAPDPPTLSGAECYA 

CIGVHQDDCAIGRSRRVQCHQD 

QTACFQGNGRMTVGKGLEGW 

KGLGKGYGGRAAMRVVIPDRP 

NRETWPCSEVGGMTLV 



2002 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15608 


45976 


A 


15698 


2 


1642 


DEGRAKGHHTWQQTRENESQA 

KGETPYKT1RFRETYYHKNSMG 

ETTPMIQLSPTGSLPQHVGIMG 

ATIQDKIWVRTGLPGFPGTPGL 

PVSSGFPGSPGFPGLQGPPVSYG 

PTGIPGPIGPPGPPGLMVSSGPP 

GLPGPKVILGLNFQGPKGEKVS 

KGLQGPPGPPGQISEQKRPIDVE 

FQKGDQVSNGDRGPPGPPGIRG 

PPVSTGGEKGEKGEQGEPGKR 

VSEGKDGENGQPGIPVSSGDPG 

YPGEPGRDG/EKGKNVMGPPGP 

PGFPGERGQKGDEGPPGISIPGP 

PGLDGQPGAPGLPGPPGPAGPH 

1PPSKLGDTCFNCIGTGISGPPGQ 

PG LPGLPG PPGKIAG APG APGFP 

GSKGEPGD1LTFPG MKGDKGEL 

GSPGAPGLPGLPGTPGQDGLPG 

LPGPKGEPVSCTFKGERGPPGN 

PGLPGLPGNIGPMGPPGFGPPGP 

VGEKGIQGVAGNPGQPGIPGKF 

GDPGQTITQPGKPGLPGNPGRD 

GDVGLPGM*GLPGQPGLPGIPG 

SK.GEPGIPGIGLPGPPGPKGMLL 


15609 


45977 


A 


15699 


246 


433 


GLFPLEPGANGPGC/SGRIRAQ 
RWLPGRPKFTGESFIR*PPRVAK 
ESGQLIWFGCVPTQISS 


15610 


45978 


A 


15700 


179 


5262 


RSCGSRRRMKLRGVSLAAGLFL 
LALSLWGQPA EA AAC YGCSPG 
SKCDCSGIKGEKGERGFPGLEG 
HPG LPGFPGPEG PPGPRGQKGD 
DGIPGPPGPKGIRGPPGLPGFPG 
TPGLPGMPGHDGAPGPQG1PGC 
MGTKGERGFPGSPGFPGLQGPP 
GPPGIPGM KGEPG SIIMSSLPGP 
KGNPGYPGPPG1QGLPGPTGIPG 
PIGPPGPPGLMGPPGPPGLPGPK 
GNMGLNFQGPKGEKGEQGLQG 
PPGPPGQISEQ 


15611 


45979 


A 


15701 


155 


623 


FNYLPPGPSHN/DVGIMGATIQD 
KIWGPPGLPGFPGTPGLPGERG 
FPGSPGFPGLQGPPGLPGPTGIP 
GPIGPPGPPGLMGPPGPPGLPGP 
KGNMGLNFQGPKGEKGEQGLQ 
GPPGPPGQISEQKRPIDVEFQKG 
DQVSNGDRGPPGPPG1RGPPVS 


15612 


45980 


A 


15702 


581 


687 


KKGAGQVV/DDVQLAQRLAQA 
NEIVLSWNCWMLCKQY 


15613 


45981 


A 


15703 


7 


123 





2003 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15614 


45982 


A 


15704 




374 


RFRKAQCTIVERLTNSMMMHG 
RNNGKKLMTVRIVKHAFEIIHL 
LTGENPLQVLVNAIIN/DVSPLR 
RVNHAIWLLCTGAREAAFRNIK 
TIAECLADEL1NAAKGSSNSYAI 
KNKDELERVAKSNR 


15615 


45983 


A 


15705 


2 


892 


QAFLPITPDQLSNYKVFAKKTA 
LWQNDDVHSQHKGEYRNAAG 
EPKYRNSVTTHSEGKWQSEKG 
KDLGVGYWSMACYKLGHIAG 
NEQQKHICGGIAKKWKQPKCP 
PTGKWPAVVKPATESEGGGAK 
KEEKAHLPRVVEKELHESSRHI 
RH S I ES VLLQAFTQKD YTA VKE 
KYAKYLPHSAERYAAKRFRKA 
QCP1VECLTYSMMTHGRNNRK 
KLM1MRIVKHAFEIIQLLTGDNP 
LQVLVNAIINSGPREDSTLTGRA 
RIVRRQAVAVSPLSRVNQAIWP 
QCTG ALE\A AFRN IKTIA 


15616 


45984 


A 


15706 


1 


536 




15617 


45985 


A 


15707 


8 


437 




15618 


45986 


B 


15708 


255 


1058 




15619 


45987 


A 


15709 


609 


1489 


LPLSLPRAARPAVAPHLPPREPG 

PALPLPPPQPPRPPSLPGSAQGC 

NS*RTGTAAAGAGPFAPASMSL 

R VQTPC WPQRG AREPPG SC A S 

WLFCAVWQMVRAHSGCPLAPP 

PAAAAWVAAQLQP*DGHEGPG 

G*ET/S*VLRLRPTPTPPLPTWCC 

TVRPRRPVLPFC LI M RRRTAGPP 

CAPIAAAPTTPSSLRRGKVPTGR 

PPVL*G*AAVMLTMAVTITRTV 

TTSCNAAAVMPPKTGTAHRAP 

LTPGTV* RDLCLVKPTAQMPPS 

APPWTAPPRVAVAPVIVLPAIS 

NLGAFA 


15620 


45988 


A 


15710 


173 


530 


GRERGDKGGAVQTLQDLVNV 

HLGLTYPPRPCGHSPPSWASPQ 

A PLQPPLRGEPGHG WG S/PSGL 

GQGKSEGLGPAHLPRAARPAV 

APHLPPREPGPALPLPPPQPPRPP 

SLPGSAQGCNS 


15621 


45989 


A 


15711 


1 


227 




15622 


45990 


A 


15712 


238 


498 




15623 


45991 


B 


15713 




1017 




15624 


45992 


B 


15714 


590 


649 





2004 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15625 


45993 


A 


15715 


3 


843 


AVFLSTSNEAVYKIFDDSPCPFT 
AKTCNPETFPSSNESRQCPNAR 
CQFAFYGGESGYHRALLGLQIF 
NAFMFFWLANFVLALGQVTLA 
GAFASYYWALRKPDDLPAFPLF 
SAFGRALRYHTGSLAFGALILAI 
VQIIRVILEYLDQRLKAAENKFS 
Y\CLMTCLKCCFWCLEKFIKFL 
NRNAYIMIAIYGTNFCTSARVNA 
CFLLMRNIIRVDVLDKITDFLFL 
*GKLLIVGIVGILAFFFFTHR1RI 
VQDTSPPLNYYWVPILTVIVGS 
YL1AHGFFQRY 


15626 


45994 


A 


15716 


1 


449 


FRGMGDERPHYYGKHGTPQKY 
DPTFKGPIYNRGCTDIICCVFLL 
LAIVGYVAVGI1AWTHGDPRKV 
IYPTDSRGEFCGQK.GTKNENKP 
YLFYFN1VKCASPLVLAGI\QCP 
TPQICVEKCPDRYLTYLNARSS 
RDFEYYKQFCVPGV/PRTIKKA 
NGVLEAGNSPCAYLKITPSLGT 
DY/PWFLLEFQCPTPQ1CVEKCP 
DRYLTYLNARSSRDFEYYKQFC 
VPGVQEQ 


15627 


45995 


A 


15717 


627 


1665 


EQAGQALSTAPVGDGHELLCE 

VGSSSFRDVLGTSMGLCGGY/G 

GAS/GMGGITAVTVNQNVLSPL 

NLEVDPNMQGMHTQEKEQVK 

TLNKSASFVDKVLFLEQQNKM 

LETNWSLLQQQKPAQSNMDN 

M FESYINN LLGQLEI LGQEKLK 

LEAELGNMQGLCMFFVKEDFK 

KKYEDEINKPTEMENEFVLIKK 

DVDDAYMNKVELEFRLEGLTD 

E1NFLRQLYEEEIPELQSQILDTS 

VVLSMDNSRSLDMDSIIAEIKY 

EELQTLAGKHWDDRRLTKTKIS 

EMNRNISRLQAEIEGLPQRPEQ 

RA SLESVIAD AEQRGELAIKDA 

KTKLSELEAAQQRAKQDMAHG 



2005 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15628 


45996 


A 


15718 


3 


3908 


STQQKTARSNMDNMFESYINN 
LRRHVETLGQEKLKLEAEL\GN 
MQGLVEDFKNKYEDE1NKRTE 
MENEFVLIKKDWDEAYINKVE 
LESRLEGLTDEIN FLRQL YEEEI 
RELQSW1SDTSVVLSMDNSRSL 
DMNSVIAEVKAQYEEIANRSQA 
EAESMYQIKDEELQSLAGKHG 
DNLRCTKT*DLLR*TRNISRLQA 
EIEGLK.GQRAFLEAAIADAEQC 
GELAIKDANAKL/SELEAALQR 
AKQDMAWQLR\LMN 


15629 


45997 


A 


15719 


1 


804 


MKPRTLVVSVTVLKDGVSRVC 

SFRCSDVSR1SSFQWVRGLADF 

RNEATDPHGLLDD1LTLRQDKG 

SFMICWLKGKAPPGDPAPPRITP 

TVRFSTMDLSAASHRIP\LSDGN 

SIPIIGLGTYSEPKSLWATNHVP 

EMVRPTLERTLRVLQLDYVDL 

YIIEVPMAFKPGDEIYPRDENGK. 

WLYHKSNLCATW\EAM\EACK\ 

DAGLVKSLGVSNFMRRQLELIL 

N KPGLKH KPV SNQ V ECHP YFT 

QPKLLKFCQQHDIV1TAYSPLW 

TSTNP 


15630 


45998 


A 


15720 


476 


906 


WKQHSHHQTWYLLTSEACKD 
AGLVKSLGVSSFNSR\QLELIQN 
NPGLKPKPVSNEVECHPYYTQP 
KLLKFRQQHD1VM1AYSPLGTT 
RNPTWTNMSSLPSLKDALLKR 
CNKITAQVILRFN1QQGVVVIPK 
SFNPEKJK.ENLQA 


15631 


45999 


A 


15721 


138 


217 


RHAPQVLGGLSEGT*GGHRCPA 
RGHW 


15632 


46000 


B 


15722 


8 


578 




15633 


46001 


A 


15723 




3087 




15634 


46002 


A 


15724 




2232 




15635 


46003 


A 


15725 




2085 




15636 


46004 


A 


15726 




1512 




15637 


46005 


A 


15727 




1260 




15638 


46006 


B 


15728 




2145 




15639 


46007 


A 


15729 




1353 




15640 


46008 


A 


15730 




1741 




15641 


46009 


A 


15731 




1995 




15642 


46010 


B 


15732 




3464 




15643 


46011 


A 


15733 


2 


109 


FTFWHDFAAAGTGCSFPCLVLP 
SWW*QNLSAFACL 


15644 


46012 


B 


15734 


90 


1247 





2006 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hud 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15645 


46013 


A 


15735 


1 


1698 


MELKAKAQELREECRSLRSRC 

NQLEESVSVMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLTGVHESDGENGTKLEN 

TLQDIIQENFPNLARQANIQ1QEI 

QRTPQRY SSRRATPRHII VRFTK 

VEMKEKMLRAAREKGWVTHK 

GKPIRLTVDLSAETLQARREWG 

PIFN1LKEKNFQPRISYPAK.LSF1 

SEGEIKSFTDKQMLTDFVTTRP 

ALQELLKEALNMERKNRDTHR 

LKIKGWRKIYQANGKQKKAGV 

AILVSDKTDFKPTKILKDKEGH 

Y 1 1 VKGLIQQEELTILNT Y APSTG 

APRFIKQVRSDLQRDLDSHTLII 

GDFNTPLSTLDRSTRQKVNKDT 

QELN S ALHQA DLI Dl YRTLHPK 

STEYTFFSAPHHTYSKIDHIVGS 

KALLSKCKRTEIITNYLSDHSAI 

KLELRI KKLTQNH STTWKLNNL 

LLNDYWVHNEMKAEIKMFFET 

NENKDTTYQNLWDTFK.VVCTG 

KFIALNAHKRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

K1RAELKEIETQKTL/QK1NESRS 

WFFERINKIDRPL 


15646 


46014 


A 


15736 


1043 


1536 


TSTF.LSTPNQQNIHFFQHHTTSI 
PKLTTYLEVKLSS*KKH*TWKG 
TTGTSCC/rNHAKlVTHRLICIKG 
WRKIYQANGKQKKAGVANLV 
SDKTDFKPTK1K.RDKEGHY1MV 
KGSIQQEELTTLNIYAPNTGAPR 
FI KQVLSDLQRDLDSHTLIMGD 
FNTPLLTLDRSTRQKVNKDTQE 
LNSALHQADLIDIYRTLHPKSTE 
YTFFSAPHHIYSKTDHILGSKAL 
LSKCKRTEIITNYLSDHSAIKLE 
LRIKNLTKNRSTTWKLNNLLLN 
DYWVHNEMKAEMKMFFETNE 
NKDTTYQNLWDTFKAMCRGK 
FIAVNAHKRKQERSKIDTLTSQ 
LKELEKQEQTHSKASRRQEITKI 


15647 


46015 


A 


15737 


1208 


1387 


KPWQKNYVTHAQASVADLIK 
WKKGYQ*LKIK*MK*SKKRSLE 
KKE* KETNKASKKYGTI 




46016 


— 


15738 


308 


487 


KP WHKNYIMH AQ AS V ANL INW 
KKGYQ*LKIK*VK*SEKRSLEK 
KE*KEMNKASKKYGTM 


15649 


46017 


A 


15739 


220 


1101 




15650 


46018 


A 


15740 




1534 




15651 


46019 


B 


15741 


365 


3904 





2007 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location or last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15652 


46020 


A 


15742 


79 


506 


EPSQRHSQDLQGWSQEHQVCL 
HRVGWGHCATCILPAATASHE 
GPEA W/T ARLL VPQTA VGICS A 
FSGLPTSTHEPTGMHFLPSEAHE 
KPRTQPDQKRGRDDLPCTPSTC 
LHTSLFLDTGQEFGTCRMAGLK 
EH V AGDNRERRQ 


15653 


46021 


A 


15743 


2 


71 


ELKF**FPILSPSRKTSPLRQGS 


15654 


46022 


A 


15744 


1 


627 


MKAEIKMFFETNENKDTTYQN 

LWNTFKAVRRGKF1ALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSQASRRLNQEEVESLNRPIT 

GSE1EAIINSLPTKKRPGPDGFTA 

EFYQRYKEELPKA^LLKQLQQS 

LRJPNQCAKITSIPKHQ*QTNRE 

PNHE*TPIHNCFKDNKIPRNPTY 

KGREGPLQGELRTI AQRNKRG H 

KQMEEHSMLM 


15655 


46023 


A 


15746 


1 


3828 


MQLPVQTIAADGYVI1CLQKRTT 
EDGHQSPERHQFPHLSSYSEQE 
TTRVPFAKAVASGFPGDTTLVF 
CASPQPSPQVHLPTQAVADIFSE 
FHEHYARISTAPSVTLSKANMM 
GSEFPTARLSNSKYPETLEVGES 
AQPVPMYTWKTVAQDRKDGV 
SPPLLEKQSITKS1SNKPVELSSK 
VVEVDASKADHMKKMASMGL 
VHSMAGSGLVLSRSEILKEISSL 
RNGCAIYRSEFISTDPSSWVVPR 
PRTNEENNGES 



2008 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15656 


46024 


A 


15747 


1 


1639 


NCLSDHSAIKLELRIKKLTQNCS 

TTWKLNNLLLNDYWVHNEMK 

AE1KIFFETNENKDTTYQNLWD 

TFKAVCRGKFTALNAHKRKQE 

RSKIDTLTSQLKELEKQEQTHS 

KASRRQE1TKIRAELKEIETQKT 

LQN1NESRSLFFEKINKIDRPLA 

RLIKK.KREKDQIEAIKNDKGDIT 

TDPTEIQTTIREYWKHVLYANKL 

EY\LEEM\DKF\LDTYTLPRLT\Q 

EEVESLNRPTTGSEIEAIINSLPT 

KKASPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIEKEG1LPNSFYE 

AS11L1PKPGRDTTKKENFRP1SL 

MNIDAKILNK1LANRIQQHIKK.L 

11-11 IDQVGFIPGMQGWFNIRKSI 

NVIQHINRAKDKNHMIISIDAG 

KAFDK 1 QQSFMLK A LNKLDIDG 

TA1RQEKE1KGIQLGKEEVKLSL 

FADDM1VYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYT 

NN RQTESQIMSELPFT1 ASKRIK 

YLG1QLTRDVKDLFKENYKPLL 

KE1KED1NKWKNIPCSWVGPJNI 


15657 


46025 


B 


15748 


1 


1563 




15658 


46026 


A 


15749 


1 


4332 





2009 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15659 


46027 


A 


15750 


1 


2319 


MR1DGAQELTLALPFASGVACR 

DVKPGPRRRPLRYRCFQKPSNR 

LGSASLGAGFWAGRRDAKSGH 

DDDPSGALFSVTMDRDLEQAL 

DRAENIIEIAQQRPPRRRYSPRA 

GKTLQEKLYDIYVEECGKEPED 

PQELRSNVNLLEKLVRRESLPC 

LLVNLYPGNQGYSVMLQREDG 

SFAETIRLPYEERALLDYLDAEE 

LPPALGDVLDKASVNIFHSGCV 

IVEVRDYRQSSNMQPPGYQSRH 

1LLRPTMQTLAPEVKTMTRDGE 

KWSQEDKFPLESQLILATAEPL 

CLDPSVAVACTANRLLYNKQK 

MNTDPMEQCLQRYSWPSVKPQ 

QEQSDCPPPPELRVSTSGQKEE 

RKVG QPCELN ITKAG SC VDT W 

KGRPCDLAVPSEVDVEKLAK.G 

YQSVTAADPQLPVWPAQEVED 

PFRHAWEAGCQAWDTKPNIMQ 

SFNDPLLCGKIRPRKKARQKSQ 

KSPWQPFPDDH S A WLRPG SETD 

AGRAVSQAQESVQSKVKGPGK 

MSHSSSGPASVSQLSSWKTPEQ 

PDPVWVQSSVSGKGEKHPPPRT 

QLPSSSGKISSGNSFPPQQAGSP 

LKRPFPAAA PAV AA A A PAPAPA 

PAAAPALAAAAVAAAAGGAAP 

SHSQKPSVPLIKASRRRPAAGRP 

TRFVK1APAIQVRTGSTGL/IGH 

QRGGPSPGSPG1SGSGLQSSGGP 

LPDARPGSSAGCPAPLCLG\QQP 



2010 



WO 01/075067 



PCT7US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
:quence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15660 


46028 


A 


15751 


409 


1874 


V DS YI V V1DDA DITRGDD A VPR 
DHHSSTSMVVFRHIRLDV1VVD 
GDDQHRRMVGRRCRSAWFRR 
GSLDVDQVIGDTAAGRLNVMG 
DITRDARRDKVKNERYGVAPS 

V AFGLGTANRL YLN YLH VTQH 
NTPDGGIPTIGLPGYSAPSAGTA 
ALNHSGKVDTHNFYGTDSDYD 
DSTTDTATMRFEHDINDNTTIR 
NTTRWSR/S/WTWSRTANTKDV 
SNKILTNQTNLTSTFYTGSIGHD 

V STG VEFTRETQTN YG VNPVTL 
PAVNIYHPDSS1HPGGLTRNGA 
NANGQTDTFAIYAFDTLQITRD 
FELNGGIRLDNYIITEYDSATAC 
GGSGRGAITCPTGVAKGSPVTT 
VDTAKSGNLMNWKAGALYHL 
TENGNVYINYAVSQQPPGGNN 
FALAQSGSGNSANRTDFNPQK 
ANTSEIGTKWQVRGSSRVNVM 
HEVNTPHQCVRFRPARSAPGCC 
QSPCHRSGKHMQYGLSKCQPG 
QYNSVKSGERVNGVTFQ 


15661 


46029 


A 


15752 


421 


441 


P*ARMPSPLGPPCLPVMDPETT 
LEEPETARLRFRGFCYQEVAGP 
RE A LARLRELCCQ WLQPEAHS 
KEQMLEMLVLEQFLGTLPTEIH 
AWVRGQRPGSPEEAAALIEGLQ 
HDPGQLLG 


15662 


46030 


A 


15753 


1 


346 


PAFGGSAPSERLELHVDGPPPRP 
QAPGD/CG VGRS WRAEM/H DR 
ALRGTN PRRI ILRSCC ARARRRP 
*RRS APPG PRAN\PS* SSWGPSTP 
GNYRCRYRSWVPHTFKSELND 
PVELLVA 



2011 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15663 


46031 


A 


15754 




2091 


MKPGLRRRRGRGLGCGLGPQL 

RATWSGAVLAGRDAVLRCEGP 

IPDVTFELLREGETKAVKTVRT 

PG AG AKLELI F VGPQH AGN YRC 

RYRSLVAHTFESELSDPVELLV 

AVAATLNIHLRLVHMLHIPAAG 

EGSFREGTHFLKPSPVKMPLVF 

RVGRRRVLNQGPQGVPIPIPRSC 

EHLNWQKGLCGVTKCAAPLLR 

GPPCPAVLRKEIPFVSLKPGLMS 

SKASEAEPLGPRLGSHQSTAAA 

LGPRYNGSADAIRPHTAWAVIQ 

TT1SRFTWSLTQVNVPSRTVSLA 

V RRDRY MTSRTTTN PEEGCRG 

TFWARRNGCSPSACAVAEAAL 

EACLADVRYPVVALSCGRLQK 

RRDFRETNAAMSNKEKSLASA 

RFFVEVQVTLGALCTVQATGQ 

SMLVFSTTQMSSYSEKFLTSKH 

ASLSPRLQLADRWRDQGMKW 

QSPQWGELRPAASHTAEQEPGL 

AASKAFRDLQNLSNSAFLSLTS 

LSAGHQCISA1VVMMSKKEITP 

QGQLAAASFGELQPVALKCPW 

LKSQHVESWL\RPEAHSKEQML 

EMLVLEQFLGTLPPEIQAWVRG 

QRPG SPEE A A AL VEGLQHDPG 

QLLGWITAHVLKQEVLPAAQK 

TEEPLGSPHPSGTVESPGEGPQD 

TRIEGSVQLSCSVKEEPNVDGQ 

EVAPSSPPLAAQSPEGNHGHQE 

PASTSFHPPRIQVSSPKWEV 


15664 


46032 


A 


15755 


1 


208 




15665 


46033 


A 


15756 


3 


373 


EVAQMPRVSTPATLPSLPQPAL 
MAPWTVPYDQLMEEEKARAR 
YAGTIQKWTAAALQPLSRTSLK 
DSGEGTSKWGRSVDTTQPLSPA 
1PVIFQ*AHEQSGHSGMDGGYA 
WALQHGLALTNTDLA 


15666 


46034 


A 


15757 


3 


266 




15667 


46035 


A 


15758 


3 


587 


YPASAGLMLQNFGVIGLRYHF 
AIHSPAAGGLLDGLHAVAAIQG 
ITKIETTPNHQRA PAH WTLLTQ 
QAHLQPSPLHFNLPLTLCLMHC 
PTAI PHCFADARTWVNLPTSSLI 
GHKKENLKEF1SGSLIVHEILEE 
VLQAEGDFQPFTRVTVHWGKG 
NDQTFRG LLDTG SELTLIPG DP 
KHHYGPPVKVG\AYGAQLL 


15668 


46036 


A 


15759 


1 


1566 





2012 



WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQIDNO: 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15669 


46037 


A 


15760 




981 


MVA1AKVLIAYKLEDSDSHNQPN 

TRMTVSKGPVSAVEGGRRGQD 

SDDCVEENDAVRTWPPSRILRT 

ESHPSPHTCSWRRHLLSSCPYT 

GMSFPIPSSGN1SSTHAVISFPPL 

SEEMNPMLPKATVMTSLEAAA 

RQNLK.SRQAPRCEVESVTHEEV 

YYTRKELFEFSNLYRKKSGEQI 

REWILRKTDGSWR1TVDYRKL 

NQMVTPIAAAVPDV/VVSLLEQ 

INTSPGTWVLCH"NLIWRDLDCFL 

LPQNITLVHYTDDIMQIGSSEQE 

VANTLDLLPALMASW/ENSP*SI 

DRGRED*SLVHKWFCTICRHHP 

K.VDSCSTTAPF*DIPEGQQL 


15670 


46038 


A 


15761 


349 


718 


AGPEGTTTAECP/I/CQQQRPILS 
LRYGTISWG/DQSATWWQVDY 
IRTLLSWKWQSASAKTTIHGLT 
KCL1HHDIPHSIASD*GTCFMAK 
EVWQWYCFSHSQDSRVQESRG 
G1GSCTTHHHPCSFPN 


15671 


46039 








469 


ARIQ/GSRNQGVEVEVAPLTVT 
PSDPLANVLLPVPATLPSAGLEI 
LVPEEG RLPPGDTTMMPLN WN 
LRLPHGHFGLLLPLNQQAKKG 
VAVLGGVIALDCQDEISLLLYK 


15672 


46040 


A 


15763 


1 


2712 




15673 


46041 


A 


15764 


3 


578 


LKSRQAPRCEVESVTHEEVYYT 
RKELFEFSNLYRKKSGEQIREWI 
LRKTDGSWR1TVDYRKLNQMV 
TPIAAAVPDV/VVSLLEQ1NTSP 
GTWVLCITNLIWRDLDCFLLPQN 
ITLVHYTDDIMQIGSSEQEVAN 
TLDLLP A LM A S W/ENSP* SIDRG 
RED*SLVHKWFCTICRHHPKVD 
SCSTTAPF*D1PEGQQL 


15674 


46042 


A 


15765 


1 


461 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAA1DL 
ANAFFSIPVHEAHQKQFAF\LPQ 
GYINFPALCHNLIRRELDFFLLL 
QDITLVHY1DDILLIGSSEQEVV 
NTLDLLIHKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVP 


15675 


46043 


A 


15766 


1 


1371 




15676 


46044 


B 


15767 


54 


864 





2013 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15677 


46045 


A 


15768 


2 


1148 


PRGRNRRRKTFQERRMTLNESP 

EKIGKWIECYGHPPASKLVEIYI 

HTVFVEDKLSIC1RSFNKKADGS 

WRMTVDYCKLNQVVTAIAAA1 

PYEWFHCLSKLIHLLIPGMQPLT 

WQ/HALFSIPVHKGYINSLALC/ 

Q*CYLERT*LLFTSTRYHTGPLH 

**HYADWIQCARSRKQTGLTG 

KGQRFVLTERDTY\YGFTYPAH 

NASAKTTIHGCTECLTHPHV1PH 

SIASEQDTHFTAKEVWQWAHG 

NGIHWSYHVPHHPEIARL1EWW 

NGLLKSQVQCHLGDNTLQGW 

GK V LQKAVYALNQYPI YGTVS 

PIARIHGSRNQGVEVEVAPLTIT 

PSDPLAKCLFPVPKTLCAACLE 

VLLPGGGMLPPGDTTTIPLNRK 

LRFPLEHFGLL 


15678 


46046 


A 


15769 


917 


2352 


DTISHQLEWRSLKSQETTGIAEI 

SATIKDLKGAGVVIPTTSLFNSS 

VWPVQKTDKSWRMTVDYCKL 

NQVLTPNAAAVPDVVPLLEQIN 

TS PGTWY A A IDL AN A 1 FS1PVH K 

AQQKQFAFSWQGQQYTFTVLP 

QGY1SSLALCHNLIRRDLDGFLL 

LQN1TLLVHYVDDIMLIGSSEQE 

VANALDLLVRHLCVRGWE1SPT 

KIQGPSTLVKFLGVQWCGACR 

DILSKVKDKLLHLAPPTTKK.EA 

QRLVGLFGFWRQH1PHLGGLLQ 

PLYLVIQKAAIFEWNPEPEKVL 

QKVQAAVQAALPLGPYDPTDPI 

MLEVLVADRDAVWSLWQALI 

GESQQRPVGFWSMALPSSADN 

YSPFERQLFACSWALVETECLT 

MGHQVTMQPELP1MNWMLSDP 

SSHKVVQAQQH\QEVAQMPRV 

STPATLPSLPQPALMAPWTVPY 

DQLMEEEKARARYAGTIQKWT 

AAALQPLSRTSLKDSGEGTSKW 


15679 


46047 


— 


15770 


1 


861 




15680 


46048 


A 


15771 


5 


90 




15681 


46049 


A 


15772 


1 


324 


MVQEASEVIGQLQSSAAK*AM 
HWAGFSYLTKKSLNAN 




46050 


— 


75773 





726 




15683 


46051 


A 


15774 


364 


543 


A RG A ARSMKHTSGDETKRQK.L 
D* VRLTGIRASREEVTKEAGPR 
KRIMCSGMDELNGGLQL 


15684 


46052 


B 


15775 


1 


1056 




15685 


46053 


A 


15776 




282 





2014 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15686 


46054 


A 


15777 


167 


954 


K.RVTSKLKSPRRGSPHCSRNPV 

LLRGIGRYSRSAMYSRKAMYKA 

RKYSAAKSKVEKKKKEKVLAT 

VTKPVGGDKNGGTRVVKLRK 

MPRYYPTEDVPRK.LLSHGKKAP 

FSQHVRKLRASITPGTILIILTGR 

HRGKRVVFLKQLASGLLLVTG 

PLVLNRWPLRRTHQKFVIVATFT 

KIDISNWKIPKHLTDAYFKKKK 

LRKPRHQEGE1FDTEKEKYEITE 

QRKIDQKAVDSQILPKIKA1PQL 

QGYLRSVFALTNGIYPHKLVF 


15687 


46055 


A 


15778 


1054 


1403 


MVEGGILRVNTSVECKTGPFFF 
SPHILWREPFCSVQVGKKKKEK 
VLATVTKPVGGDKNGGTRVVK 
LRKMPRYYPTEDVPRKLLSHG 
KKPFSQHVRKLRPSITPG\TILIIL 
TG\RHRG 


15688 


46056 


A 


15779 


1 


388 




15689 


46057 


A 


15780 


1 


456 


MKLPEEGSLSD1CCSAIFAVLQP 
LLVIPRETGSGVDLQQTPTDLQ 
LRQTESQIMSELPFTVASKRIKY 
LG 1QLTKDVKDLFKEIYKPLLSE 
IKEDTNKWKS1PCSWLGRINIVK 
MA1LPKVTY1FNAIHIKLPMTEL 
EKTK\FIWNRKJIACI 


15690 


46058 


A 


15781 


1 


504 




15691 


46059 


A 


15782 


1 


1836 





2015 



WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15692 


46060 


A 


15783 


285 


1949 


RGEMNSRGRNNLSIINKTDFPFI 
ALNAHKRKHERSKIDTLTSQLK 
ELEKQEQTNSKASRSHEITKIRA 
ELKEIETHNKPFKKISESRVSWFF 
IFYF\ERJNKIDRPLARL1K.KKRE 
KNQIDT1KNDKGDITTDPTEIQT 
TIREYYKHLYANKLENLEEMD 
KFLDTYTLPRLNQEEVESLNRP1 
TGSEIEAIINSLPTKRSPGPDGFT 
AEFYQRLKQCRKAHLDPVSLT 
HRSGPGAREDRLSDSGDASRGC 
WNLSQHAAVTSPESEERRIRTL 
SCRSVGVCRRSTPDPVCLGISSG 
GCRTVN1GEQQMLLPDRSSGSF 
VSEGYRPCEVSAPTGGCPPVRC 
LMINTVSL1GVKFTEVFDSINISE 
HLELACLQDHNSLLAREQNWT 
EDEFDELTEVGFRRWVITNSSE 
LKEEVQTHCKEVKNLETRLDE 
WLTRITN AEKSLKDLM ELKTM 
AGELRDACTRFSSRFNQLEERV 
TE1EDQMNEMKQEEKFREKRJK 
RN EQS LQEI WDY VKRPNLH WL 
GVPESDRENGTKLENTLQDIIQE 
NFPNLARQTNIQIQEMQRMP 


15693 


46061 


B 


1 5784 


596 


1414 





2016 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15694 


46062 


A 


15785 


610 


2986 


QTERNS1NINRNGHQHQNPICRS 

PSSKTKGSIKPQRSGRNQSRKA 

ENSKDQRTSSPTKDCSSSPATE 

QRWMENDFDELTEV/VLQKPG 

RDTTVKQKEKFRPISLMNIDVKl 

LNKILANRIQQH1 KKLIHHDQ V 

GFISGMQGWFN1CKSINVIHHIN 

RTNDKNHMIISIDAEKAFDK1Q 

QP FMLKTL KKLGIDGTYLKIIR A 

IYDKSTASI1LNGQKLEAFPLKD 

RTRQGCPLSPLLFNIALEVLARA 

1RQEKD1KCIQLGKEKVRLSLFA 

EDMIVY LENPI VS APNLFKLI SN 

FSKVSGYKINVQKSQVFLYINN 

RQRESQIMNEFPFTIARRRIKYL 

G1QLTRDVKDLFKENYKPLLKE 

IKEDTNKWK.NMPCSWIGRINIM 

KMAILAKVIYRFNAIP1 KLPMTF 

FTELEK\TTLKCI*NQKRAHIAK 

PILSQKNKAGGITLPDFK.LHYK 

AAVTKTAWYWYQNRDIDQRN 

RTEPTE1 MLH1 YN HL1FDKPDKN 

KKWGNDSLFNKWCWENWLAI 

CRKLKRDPFLTPYTKIN SRWI E 

DLNIRPET1KTLEENLGNTIQDIA 

MGKDFMSKTPKAMATKAK1DK 

WDL1KLKNFCTAKETTIRVNRQ 

PTEWEKIFA1YSSDKG1ISRIYNE 

LKQ1YKKK\NNPIKKWAKDINR 

HFSKEDIQAASKHVKKHSTSRIF 

M Ql KTTLG Y H LTPV RM ATIKKS 

KNNRCWCGCGEK.GTLIHCW/M 


15695 


46063 


A 


15786 


1 


906 


MVNQKRYHIPGGTAEISGTIKK 
LKNAGVV1PTTSPLNSPIWPVQ 
KTDGSWRMTMDYHKLNQVVT 
P1AVAVPYVVALLEQINTFSCT 
WYAAIDLANTFFSFSVHKA/HK 
K* FA FS RQGQQ YTFTVHP\YDN 
YSPFERQLLACYWASVETEHLT 
MGYQVTIQLELPIMNWVLSDPS 
SHKLGHAKQHS1IKWKWYIRD 
RARAGPEGTAR1HRSRNQGVEV 
EVAPLT1TPSDPLARFLLPVPT1L 
HSAGLEVLVPEGGTLPLGDTTT 
IPFNWKLRLPPGHFRLLLPLNQ 
QAKKGVTVFAGVIEA1KMK 



2017 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15696 


46064 


A 


15787 


1 


909 


MVLEVSVSDRDAVWRLWRAPI 

GESQQRSLGFWSKVLPYSADN 

YFPFERQLLACYWALLETDRLT 

VGHQVTLQPELPIMNWVLSDPS 

SHKVGHVHQHSIIKWKWYIRD 

QTRAGPEGTTTPVITQ/WDAHE 

QSGLSGRDG\KGQRFVLTGVDT 

YSGYWFAYPAHNASAKTSIYG 

FTECLIHCHGIPHSIASDQGTLFT 

AKEV WQWAH AHGIH WS YH I P 

HHPIAAGLIEWWNGLLKSQLQ 

CQLGDNTLQGWGKDLQKAMY 

SLNQRL1YSTVSPISRIHGSRNQ 

RVEVEVAPLT1TLSDPLAKFFFL 


15697 


46065 


A 


15788 


1 


754 


MQNTMVDSFQEPPPTPLFSSRPIA 

RLKSKQAPRGEAESVTHEELESI 

RLRAKTSDKISSLTFRRGWGKV 

LQKAMYALNQHPIYGTVFPIPRI 

DGSRNQGVEVKVAPLT1TLSDP 

LAKFLLPVLSALHSAGLEVLVP 

EGGILPPGAGDMRM1QLNWKL 

SLPPGYFGLLLPLSQQTKKGVT 

DLGGVIDLDYQDEISLLFH1\K.V 

NG KLQQPN PDRTTSG PDPSGM 

KVWVTPPGK/EPQPAEGLAEGK 

GNTEWVVEF 


15698 


46066 


A 


15789 


686 


1506 


VETVHLMLQIGEFKKTDVS/WK 

TVDYHKLNQVVTPTAAAVPDV 

VSLLEQrNTYPGTWYAVlDLEN 

AFFSVPVHNAHQKGFAFSWQG 

QQ YTFT VLPQG Y INSPTLCHN L 1 

RRDPGHFSYPQDITLVHYIDD1 

MLIGSSEKEVANTLDLLPIYQV 

TLrCAANYEWGPEQEKAVQQV 

QAAVQAALPLGQHNPADPTVL 

EVSVADRDAIWNLWQAP1ARIH 

GSRNQGVEVEVAPLTITPSDPL 

AKFLPPVPATFCSAGLEVLVPE 

GGMLPPGEIETIPLK 


15699 


46067 


A 


15790 


422 


537 


VNQFGVIFCAAIIN*YECLKQSF 
KTQTDYFPSPLNTSQ 


15700 


46068 


B 


15791 


1 


519 





2018 



WO 01/075067 



PCT/US01/08631 



SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15701 


46069 


A 


15792 


53 


753 


SLGTGTLRVLLGTAEAQMLQFS 
HLYADYGGKPALEDINLTLESG 
ELLVVLG/PSGCGKTTLLNLIAG 
FVPYQHGS1QLAGKRIEGPGAE 
RGVVFQNEGLLPWRNVQDTVA 
FGLQLAGIKKMQRLKFAHQML 
KKVGLEGADKRYIWQLSGGQR 
QRVG1 ARAL AANPQLLLLDEPF 
G ALDAFTRDQMQTL LLNLWQE 
TGKQVLLITHDIEEAVFMATEL 
VLLSSAP\GRVLERLPHI 


15702 


46070 


A 


15793 


2348 


2760 


l wlvcincfi pa fllmlr wlpr 
lkplsqlsvptyrlpsvpflk.pt 

GMESPEAISRVSGKGIL*RDSDA 
YSVSLSYHYPIIRHPSSIIVDHRS 
SIDP*PIVDHSSSIAKRSGTFPLG 
YWEVFVQLTFGQQRQASGILQ 


15703 


46071 


A 


15794 


2 


415 


HPGLETTDLLSPLPAALEPQGQ 

GRPSIQGAPRGSFTRIEAGTPHV 

PAPCPAAQRNQGWGLVGAWL 

GFMAP*EQSVASSWK*PLMKS 

QYSREVISHLPLVPMQQGRPVM 

TQSMWGWLVWFPALFLVQ1GH 

LVMSSGHS 


15704 


46072 


A 


15795 


428 


885 


GISMKLSRISAI/NWNKISDDKD 
LEVWNR/LTSNFWLPEKVPLSN 
D1GAWQTLTVVEQQLTMRVFT 
GLTLVDTLQNVIGAPSLMPDAL 
TPHEEAGLSNISFMEAGHARSY 
SSIFSTLCQTKDVDAAYAWSEE 
NAPLQRKAQIIQQHYRGDDPLK 
K 




4^7^ 




ii^P — 
















57 


3l>F 


SHKH Y A DALLY PAPDVCTAC* 
LLRGNRRDQSKSVTAKRHLTAA 
HFRFVRMVRHGNH/SRLRPDSF 
R* PVSPDR* PPLRAAH FR 


15707 


46075 


A 


15798 




430 




15708 


46076 


B 


15799 


1 


1338 




15709 


46077 


A 


15800 


380 


1043 


WTRWRA S AADNL AHG RWG EQ 

KLVVTTGASGAPDRQAARCGC 

IWRKISWYRSKGSKHPLTPKEV 

EKTGWGLKIRGMGKQQIA\ERV 

KEAARILELDGLLKRRPRELSG 

GQRQRVAMARA1VRDPAVFLF 

DEPLSNLDAKLRVQMRLELQQ 

LHRRDQVEAMTLAQRVMVMN 

GGVAEQIGTPVEVDGDDTLEIL 

GADNLA HDAGRA EAGGDWR1 

RSARRSSTCAH 



2019 



WO 01/075067 



PCT7US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15710 


46078 


A 


15801 


1 


900 


MAAIAFLITWFLSHDKKRIRILK 

RLSGGGNMADEFPGGAVVFTV 

LNLTHWLEDWGLPVHWRSSC 

MPSGLEYLIVLIFKGVIVAVHLL 

IVDALNLIRRIHAV/QGSPCVET 

CQHALDQL1MHSQPTHAVAVF 

DDENRSSGWRHQGLPDYKAGR 

PPMPEELHDEMPALRAAFE\QR 

GVPCWSTSGNEADDLAATLAV 

KVTQAGHQAT1VSTDKGYCQL 

LSPTLRIRDYFQKRWLDAPFID 

KEFGVQPQQLPDYWGLAGISSS 

KVPGVAG1GPKSATQLLVEFQS 

LDG 1 YENLVDVA V AEK WRHKL 


15711 


46079 


A 


15802 


1 


1350 




15712 


46080 


A 


15803 


1618 


2082 




15713 


46081 


A 


15804 


1 


803 


M1NLIGSDVNYDWLKLPLVHL 
HWYDK E VRPGRKVGHLNLTDS 
DTSRLTATLEALIPLLPPEYASG 
V1WAQSL1RCVKHRJRHCAPIAG 
CGTGCRPDKTRQASHQAQMSN 
AYDYSEIQG1GKQKAANRVAEP 
RTYHSFASITDRRADLLKPGNH 
AQDGRLTAARRADKHDELFIG 
NFQKADNRGQVSDSVEGNSNC 
APVKPAPIPTERJPLALMASMPA 
CASSMPIHACGGTPSPAQAARK 
ISGSGFEFLSWEASAQKVKNSR 
SSSAAK1VGAFRETEASPTE1CC 
A RRSA SK ERMPG * ARADPHRA 
HTAGVNGVNARLRJFNADTCL 
RRHAQPCTGGEKDFRVRFRVF 
KLGSIRAEGEKLAQLQRR 



2020 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15714 


46082 


A 


15805 




1655 


MRGHNWIDMDQARQQSTPHT 

DRKICHKNDRPRTTPLRKIDAH 

PHTLIILPAESTLSTTK.YKLRAL 

LVENTNKDKSAVSVVFRGSVL 

HQQ A ANFPN LMLCFQLKNG VN 

ACNDFIMLFVDDN AAGSI ERAA 

SPCINEKQHAFSESVPAIAAVRG 

LGSMIAVEFNDPQTGEPSAAIA 

QKIQQRA L AQG LL LLTCG A YG 

NACKRRIDYVCRIKHSRRIRQV 

VLLNFAKSGAFSTTRGTDDKLT 

PV1QPRASGEYNEEFSLLPVVN 

YLKDKLSNPVRLVKDYLDGVD 

VAEGELVVLENVRFNKGEK.KD 

DETLSKKYAALCDVFVMDAFG 

TAHLRAGFLLTGI\GKLRCSLRC 

AGPLLAAELDALGKALKEPARP 

MVAIVGGSKVSTKLTVLDSLSK 

I ADQLI VGGG I ANTFI A AQGHD 

VGKSLYEADLVDEAKRLLTTC 

NIPVPSDVRVATEFSETAPANL 

KSVNDVKADEQILDIVRDLDAA 

NVVrNAVFSYVTNVWGWAFE 

WYMVVMLFGWFWLVFGPYAK 

KRI.GNEPPEFSTASWIFMMFAL 


15715 


46083 


A 


15806 


1 


1359 




15716 


46084 


A 


15807 


670 


1008 




15717 


46085 


A 


15808 


455 


1137 


GTKPRDIDH1LGTFITPGMPKGG 

KLDVYAAPELPLKLLGRPTEGE 

YNEEF/SLLPVVNYLKDKLSNP 

V/RLDGVDVAEGELA/VLENVR 

FNKGEKKDDE/HRAQASTHG1G 

K/FADVACAGPLLA/AVLDSLSK 

/IADQLIVGGGIANTFI/AAQGHD 

VGKSLYEADLV/DEAKRLLTTC 

NIPVPSDAVRVATEFSETAPATL 

KSVRHSDK1SYISTGGGAFLEL 

WKVKYLPAVAMLEERG 


15718 


46086 


A 


15809 


465 


888 


RGLVALSSERRCRLRRRNHPES 
GTRSPDPAGAASLSRRFFYAPP 
GTPETGCGYSSRSRSQRKR/LST 
WRCNS*ETPKSPPKACCRPARIP 
APRSSSVKKASACGPAAVMKK 
RCRKASITPISKITCAIHRMRRW 
TCTKRAAF 


15719 


46087 










IQIHERSWRYLHWWSSVRRRA 
A*YGAPL*RDGIQRGTRRISQV 
YQ*SSVRQLRRDASASGSAPRV 
CREYAAACYLRHEHWSCDAVS 
PTPRMLKSFV 


15720 


46088 


B 


15811 




4350 





2021 



WO 01/075067 



PCT7US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


15721 


46089 


B 


15812 


] 


2862 




15722 


46090 


A 


15813 


1 


1471 


MLHSRGFLAEVFGILARHN1SV 
DLITTSEVSVALTLDTTGSTSTG 
DTLLTQSLLMELSALCRVEVEE 
GLALVALIGNDLSKACGVGKE 
VFGVLEPFNIRMICYGASSHNL 
CFLVPGEDAEQDGTGTSGIGAQ 
KKKMYANNGAIDRKLLFEATF 
VTIEKCCDTNQKGDDTHALGQ 
PIRGHDKSLAGSFCYACRSEEG 
LSQYRAYDSRGQLIAVKDTQG 
HETRYEYNIAGDLTAVIAPDGS 
RNGTQYDAWGKAVRTTQGG\L 
TRSMEYDXAAGRVIRLTSENGS 
HTTFRYDVLDRLIQETGFDGRT 
QRYHHDLTGKLIRSEDEGLVTH 
WHYDEADRLTHRTVKGETAER 
WQYDERG WLTDI SH1SEGHRV 
AVHYRYDEKGRLTGERQTVHH 
PQTEALLWQHETRHAYNAQGL 
ANRCIPDSLPAVEWLTYGSGYL 
AGMKLGDTPLVEYTRDRLHRE 
TLRSFGRYELTTAYTPAGQLQS 
QHLNSLLTYRHANFAL 


15723 


46091 


A 


15814 




1367 


MSKLLERJFRYFKQKGETFADG 

HGQVMHSNRDWEDSYRQRWQ 

FDKIVRSTHGVNCTGSCSWK1Y 

VKNGLVTWEIQQTDYPRTRPD 

LPNHEPRGCPRGASYSWYLYSA 

NRLK.YPL1RKRLIELWREALKQ 

HSDPAADNDLIARFQSFTNQPFI 

ANRLTGNDRARFNLTFIVNNQH 

ATAITTTGTFLPEWSTTF1ITLIL 

QSKVQAIDLTKEA1VTVGCNTIS 

TTVHEVVSASIGIATKFWQHIGP 

CFYVIYDTVVTTIVESRTTEYSP 

DVVTGLITRITTPDGRASAFYN 

NHH SQLTS ATGPDGLE1 RRE YD 

EWGRLIQETAPDGDITRYRYDN 

PHSDLPCATEDATGSRKTMTW 

SRYGQLLSFTDCSGYVTRYDH 

DRFGQ VTA V HREEG LSQ YRA Y 

DSRGQLIAVKDTQGHETRYEY 

NAA/GDIRQCESDLQSPSCSQYR 

A1DGESLSETARYSVHQ 



2022 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15724 


46092 


A 


15815 


357 


1733 


TADSPETLRCQTSGENARGAGT 
VERAGKSLWRSLR*SHRP*STR 
TGD1HCQIQTNFSLFN*QHPGQH 
RXYGSGTAIINQSLITHDPEYPEN 
LPA A PL VRYG WTPRGELA VV Y 
DRSGKQVRSFTYDDKYRGRMV 
AHRHTGRPEIRYRYDSDGRVTE 
QLNPAGLSYTYQYEKDRITITD 
SLDRREVLHTQGEAGLKRVVK 
KEH ADG S VTQSQFDA VGRLRA 
QTDAAGRTTEYSPDVVTGLITR 
1TTPDGRASAFYYNHHNQLTSA 
TGPDGLELRREYDELGRLIQET 
APDGD1TRYRYDNPHSDLPCAT 
EDATGSRKTMTWSRYGQLLSF 
TDCSGYVTRYDHDRFGQMTAV 
HREERLSQYRAFDRRGTVIAVK 
ETQGLETGFEYHFPVPDGVIAP 
KG/SRNGNSQSVGKRRSTED1R 
GTRWRGYTADRRAAKTHARV 
E*HLRARPRVCALFFPKQCERH 


15725 


46093 


A 


15816 


1595 


3228 


DNNAKLFRAGQMKVLKPYVDS 

GK.IKVVG DQWVDG WLPENAL 

KIMENALTANNNK1DAVVASN 

DATAGGAIQALSAQGLSGKVAl 

SGQDADLAGIKRIAAGTQTMT 

VYKPITLLANTAAEIAVELGNG 

QEPKADTTLNNGLKDVPSRLLT 

PIDVNKNN1KDTNLPAAPLVRY 

GWTPRGELAVVYDRSGKQVRT 

FTYDDK YRGRM V AHRHTG RPE 

IRYRYDSDGRVTEQLNPAGLSY 

TYQYEKDRITITDSLDRREVLH 

TQG E AGLK.RV VKKE HADG S VT 

QSQFDAVGRLRAQTDAAGRTT 

EYSPDVVTGLITRITTPDGRASA 

FYYNHHNQLTSATGPDGLELR 

REYDELGRLIQETAPDGDITRY 

R YDNPH SDLPCATEDATG SRKT 

MTWSRYGQLLSFTDCSGYVTR 

YDHDRFGQMTAVHR\EEGL\SQ 

YRAYDSRGQLIAVKDTQGHET 

RYEYNIAGDLTAVIAPDGSRNG 

TQYDAWGKAVRTTQGGLTRS 

MEYD A AGRV 1 RLTSENG SHTTF 

RYDVLEQYCGQVIKAHAVSRF 


15726 


46094 


A 


15817 


1 


627 




15727 


46095 


A 


15818 


701 


895 





2023 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15728 


46096 


A 


15819 


1412 


1705 


LASISTSCAPPKVNCGVMATFLA 
SDSRLWSGLRAQATSRSTLSLM 
TRSGLWLAIQ*NALRSWLASHE 
T1CRPPSTLGGNTVPS*ALRLGIL 
ASSRJLL 


15729 


46097 


A 


15820 


344 


547 




15730 


46098 


A 


15821 


1 


1518 




15731 


46099 


A 


15822 


1693 


2455 


VLAAFTRSKQRYGAPRLTDELR 

AQGYPFNVKTVAASMRRQGLR 

AKASRKFSPVSYRAHGLPVSEN 

LLEQDFYASSPNQKWAGDITYL 

RTDEGWLYLAVVIDLWSRAMA 

LLRRKSPGNVIVHTDRGGQYCS 

ADYQAQLKRHNLRGSMSAKG 

CCYDNACVESFFHSLKVECIHG 

EHFISREIMRATVFUISNVITIGG 

GGTVAARGGVP*AVKSNVNDV 

RRNCLARSSNNGWIFPPVVVNG 

WRQQALTIVAG1CC 


15732 


46100 


B 


15823 




1407 




15733 


46101 


A 


15824 




3252 




15734 


46102 


A 


15825 




2409 




15735 


46103 


B 


15826 




2802 




15736 


46104 


A 


15827 


1715 


1824 




15737 


46105 


A 


15828 


410 


720 


PGSRAVIGWSMSPRMTAHWPA 
MPCR WRCG G V RT YAPEPTG * R 
RWLQNCSACSS**LRKTSRKNR 
TT*RTPARSSSAPPLMLKQPFTR 
QWPLNTPWKPPRLSPS 


15738 


46106 


A 


15829 


905 


1008 


SCDSYRLSSRAAAVTPMRSASF 
RASGFLLV1LFVCRVSVVGCRV 
L A WSG GS V FRRG VPL AWTVLR 
WVRRRCGCGVGRCRGLSAVV 
YPSG1ITVDSARSWRIMGRSGSP 
LA\TVGLAGCWSQPRL*TDAFS 
KLQGFRVFTGDTICM 


15739 


46107 


B 


15830 


1 


3148 




15740 


46108 


A 


15831 


1896 


2062 


SVCYPGRN* IPSG *N* PRI WSDP 
VQRRERAGKKWLHENPGWRK 
**PDYHYRSEAD 



2024 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15741 


46109 


A 


15832 


1 


1456 


MSTEIARLKRQLADGMKSWLS 

SKRPRHTSRAPEMKYVFIEK.HQ 

AEFASKQCAACSGWPATAGNV 

VSAADKDKHASAVPPHCDSVV 

LAAFTRSKQRLPLNVKTVAASL 

RRQGLRARPPGSSARSATAHTA 

CLVRKSVGAGFLRQWPEPKWA 

GDITYLRTDEGWLYLAVV1DL 

WSRAVIGWSMSPRMTAQLACD 

ALQMALWRRKKPRNVIVHTDR 

GGQFGDRWK/ALANALNIPLDQ 

LS AR1 S ANPKGG F\I YL ARE VNP 

DMADYIKKLKLPG1HVREESRR 

YYPSGEVTAHLIGFTNVDSQGI 

EGVEKSFDKWLTGQPGERIVRK 

DRYGRVIEDISSTDSQAAHNLA 

LSIDERLQALVYRELNNAVAFN 

KAESGSAVLVDVNTGEVLAMA 

NSPSYNPNNLSGTPK.EAMRNRT 

1TDVFEPGSTVKPMVVMTALQR 

GVVRENSVLN TIPYRINGHEIKD 

VARITTEEDFNHASAARFVCAA 

AERALQNHH 


15742 


46110 


A 


15833 


2 


929 




15743 


46111 


A 


15834 




472 














513 




15745 


46113 


A 


15836 


1 


254 


CDN LKTCHTSHG SVM AETAVI 
NHKKRKNSPR1VQSNDLTGAA 
YSLSRDQKRV/LRYEPVSQFRLS 
ETQKHQSVCHAF1RIPVSVS 



2025 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15746 


46114 


A 


15837 


145 




1929 


VSGVIEIADGSRRRKAAALTES 
DYRVLVGELDDEQMAALSRLG 
NDYRPTSAYERGQRYASRLQN 
EFAGNISALADAECDNLKTCHT 
SHGSVMAETAVINHKKRKNSP 
RIVQSNDLTEAAYSLSRDQKRM 
LYLFVDQIRKSDGTLQEHDGIC 
EIHVAKYAE1FGLTSAEASKDIR 
QALKSFAGKEVVFYRPEEDAG 
DEKGYESFPWFIK7RPSRGLYSV 
HINPYLIPFFIG\LQNRFTQFRLS 
ETKEITNPYAMRLYESLCQYRK 
PDGSGIVSLK.1DWIIERYQLPQS 
YQRMPDF RRRFLQG FCRFRNH 
HQTGFSPAGANQRGPLAATLSG 
PGGEGQSAVARLTGEKKNHPG 
AQYANRLSPRVGRFINAAGTTG 
FPTWKAGSERNAINDDVTYAIK 
PTCWPGLD1IPSCLALHRIETEL 
MGKFDEGKLPTDPHLMLRLAIE 
TVAHDYDVIVIDSAPNLGIGT1N 
VVCAADVLIVPTPAELFDYTSA 
LQFFDM LRDLLKN VDLKGNSN 
GSQSPWMEEQIRDAWGSMVLK 
NVVRETDEVGKGQ1RMRTVFE 
QA1DQRSSTGAWRNALS1WEPE 
CNE1S1GVSLDQDGGSNSVLRK 


]S747 


46TT5 


— 


15838 




1734 




15748 


46116 


A 


15839 


1 


971 




15749 


46117 


A 


15840 


1 


1143 




15750 


46118 


A 


15841 


1 


556 




15751 


46119 


D 


15842 


8 


1000 




15752 


46120 


A 


15843 


1 


1169 


MLTLILLDLQFMAQLAGYQMS 
FNSTKSKQTKNNFAVGYRTGD 
FQLHTNVNDGAEFGGSVYQKV 
CEELDALINLAWTSSTSCTRFG 
LAAKFQLKPIAFISTKVNHWLT 
GVSYTPPLEAGVKLNLSALCDN 
LKTCHTSHGSVMAETAVINHK 
KRKNSPRIVQSNDLTEAAYSLS 
RDQKRMLYLFVDQ1RKSDGTL 
QEHDG1CEIHVAKYAEIFGLTSA 
EASKDIRQALKSFAGKEVVFYR 
PEEDAGDEKGYESFPWFIKRAH 
SPSRGLYSVH1NPYL1PFF1GLQN 
RFTQFRLSETKEITNPYAM RLY 
ESLCQYRKPVDGSGIVSLKIDWII 
ERYQLPQ/TYQRMPDFRRRFLQ 
EEFESLNRQITGSEIVAMINSLST 
KKSPGPDGFTAEFYQ 


15753 


46121 


A 


15844 


1 


1509 





2026 
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SEQ ID 

NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15754 


46122 


A 


15845 


1 


558 




15755 


46123 


A 


15846 


1 


1773 




15756 


46124 


A 


15847 




2256 




15757 


46125 


A 


15848 


1 


812 


MEVLASWATFTLGQTEQHVD 

WISAGAAPQGPIVKQLPSPVPPT 

EQLEQEKPVTIGSAPSTPNKLLL 

SHSNCQLPRPLRSITNISACFSLE 

LAIDHRGFPHSPGARSLYSNSVF 

GTYQLCDLCDNLKTCHTSHGS 

VMAETAVINHKKRKNSPLIVQS 

NDLTEAAYSLSRDQKRMLYLF 

VDQIRKSDGTLQEHDGICEIHV 

AKYAEIFGLTSAEASKD1RQAL 

KSFAGKEVVFYRPEEDAGDEK 

GYESFPW/FIKRSPE*RRGKFPFT 

QMGQD 


15758 


46126 


A 


15849 


1 


1773 




15759 


46127 


B 


15850 




1755 




15760 


46128 


A 


15851 


1 


726 


MPASGNENDLNMPSGT1EIFVR 
CYVEVERIMSAWTEQPNEHRT 
MMWSVLLQPCDNLKTCHTSHG 
SVMAETAVINHKKRKNSPRIVQ 
SNDLTEAAYSLSRDQKRMLYL 
FVDQIRKSDGTLQEHDGICEIHV 
AKYAEIFGLTSAEASKDIRQAL 
KSFAGKEVVFYRPEEDAGDEK 
G YESFP WFIKRA H SP SRG/L Y S V 
H 1NP YL I PFFIGLQNRFTQFRLSE 
TKEITNPYAMRLYESLCQYRKS 


15761 


46129 


B 


15852 


356 


671 




15762 


46130 


A 


15853 


1 


2121 




15763 


46131 


B 


15854 


721 


2739 




15764 


46132 


A 


15855 


1 


5828 


MQEQQQASSLIRSGNGRLPGSG 

AQRTPCHIRRDGSQRRVCDDCK 

QQWWKAKYNIPSGLHACTATL 

EETHILDSGAHVQVFYKGQLH 

VMRVPCTDYFDTQKNPNLSHL 

HGSVMAETAVINHKKRKNSPRI 

VQSNDLTEAAYSLSRDQKRML 

YLFVDQIRKSDGTLQEHDG ICEI 

HVAKYAEIFGLTSAEASKDIRQ 

ALKSFAGKEVVFYRPEEDAGD 

EKGYESFPWFIKRAHSPSRGLY 

S VHINP YLIPFFIG LQN 


15765 


46133 


B 


15856 


537 


1318 




15766 


46134 


B 


15857 


1 


411 




15767 


46135 


A 


15858 


1 


1356 





2027 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15768 


46136 


A 


15859 


1 


1215 


MPYDRPFTVMAAFPLCPACDK 

EYRDPLDRRFHAQPVACPECGP 

HLEWLKMGKIVAIKGIGGFHLA 

C DARN SN A V ATL R A RICH RP AK 

PLAVMLPVADGLPDAARQLLT 

TPAAP1VLVDKKYVPELCDDIA 

PDLNEVGVMLPANPLQHLLLQ 

ELQCPLVMTSGNLSGKPPAISN 

EQALADLQGIADGFLIHNRDIV 

QRMDDSVVRE\RRNAAPF/AGA 

VLSQHLGDLSDDGIQMQWRER 

YSLMQNIYDFTPQYVVHDAHP 

GYVSSQWAREMNLPTQTVLHH 

HAHAAACLAEHQWPLDGGDVI 

ALTLDGIAQPDERSRSEDVDRA 

HQRGHERDRRRRRSGTSHLTR 

VDLKEDG KGLKI VRQSLPYGTA 

SGTHGLYFCAYCARLHMEQQL 

LSMFGDTDGKRDAMLRSPNR 


15769 


46137 


B 


15860 


74 


2050 




15770 


46138 


A 


15861 


2 


703 


LQARFPLSWRNFPITFACYAGL 
FCLSASI1YP/DHLCPVSVPRAFA 
GPRHRRHLLVLHRGCGLRH/TK 
RPGPGPGPARALAIWPPDPGC* 
RCRRPSLPASSLRSSATPTCTST 
QPALEWCVAVYAICFILAA1AIL 
LNLGECTNVLPI PFPSFLSALAL 
LSVLLYATALVLWPLYQFDEK 
YGGQPRRSRDVSCSRRHAYYV 
GAWDRRLAEAILTAINLLTYVA 
DLMHSAHLDFSKV 


15771 


46139 


A 


15862 


1 


849 


MAQPLAKQWTPVSPRALLVSIS 
SMPPRPAADVTVCRHRNCTLRE 
LLYGFAYAAAQQLNLHGDVCN 
DGDG/VEVRLREDPETFLVQLY/ 
QHCPPLA\RTGGTMNTQIVPDA 
ATCPASLSEMNTPGERRYRYPF 
INCTHYGPSFPIIRAM P YDRPFT 
VMAAFPLCPAC/DKEYRDPLDR 
RFHAQP/VACPECGPHLE/WGIG 
GFHLAC/DARNSNAVATLRARK 
H/RPAKPLAVMLPVADGLPD/A 
ARQLLTTPAGAGLWLGGNGYP 
RAPDNANSTAMSCASHAHSFG 
GGHPRGR 


15772 


46140 


B 


15863 


1 


2688 




15773 


46141 


A 


15864 


1 


1578 





2028 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15774 


46142 


A 


15865 


1 




877 


MQAAHRLRPAYRIKTGKPPAL 

ADYHPAYQEMLSRKQDRVIDQ 

IDFGIKDTVEILHMGQIQSMGRE 

FALSLRFSIHGHNVHGNESPEM 

GPERRSGFYDEWSPERJ1QYYRP 

AREQLMN ELVQILKNTRQHLM 

TG VSHMI PFVVSGGILL A VS VM 

LYGKGAVPDAVADPNLKKLFD 

rAGVAGLTLMVPFLAAYlGYSIA 

ERSALAPCAIGAWVGNSFGAGF 

FG ALI DA FPRLSEE INPALPE AK 

VM ACLE A V ARQDN VDSPQELP 

PTPLFASRPITRLKSWWAPGGE 

VESGTHKK 


T5775 — 


46~nr — 


- — 


75866 




423 




15776 


46144 


A 


15867 


633 


771 


NNRSHPALCTNRPPRTRLVFYP 
LLAPNA*LAALQKGWAYGAGH 


15777 


46145 


A 


15868 


1 


4014 




15778 


46146 


A 


15869 


1 


180 


SGHPFIPLKDLTQIAIGDVFNNN 
LILWANRE11HSVP*RY*HDANI 
QCFVVISSFVRSQQ 


15779 


46147 


A 


15870 


815 


1905 


1FQEHIMDHLPMPKFGPLAGLR 

VVFSEM/WRAEVIWIENVAWA 

DTI R VQPN Y PQLSRRNLH ALSL 

N1FKDEGREAFLK.LMETTDIFIE 

ASKGPAFARRG1TDEVLWEDKP 

KLVIGHLSGFAHQVSQISTHQG 

SSNWVSPDQLQCNTQTNSPKQ 

LFSTHCMQCRPN STTN SRQFQS 

NPVNH A LNHQSKPHHPLVYAQ 

HKAKRAHRAKSITASRKQATTF 

QQVGAPAGGHTHTSSSHPQTT 

KALEQVKHLTTRQAILSKAKPQ 

ATSP1PRDTGPLRGRQFHALNPS 

TTVIGQPANQRIGQHGHPQFKP 

KTPFWPQPKEKVPNRQCTSKTY 

SN GEQN I PQT Y AIRTKN RSTY P R 

NLKQQPLNPGKAKT 


15780 


46148 


A 


15871 


1 


361 


QTTG I SFQGRGG AGPG V PTRTQ/ 
CLRCHGGRHG/HPSHLCKPNKG 
DPRKIRLrCMSWR*PWFAIGPRD 
WSSSRPKPTSPRGSCRSFIEASK 
MSAPVVWSTKTHSSRSMLSFSL 
MEDFVTALSIL 


15781 


46149 


A 


15872 


1 


447 





2029 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15782 


46150 


A 


15873 




1424 


MLLEQLSQHKLDMI I SDCPI DST 
QQEGLFSVRIGECGVSFWCTNP 
PPEKPFPACLEERRLLIPGRRSM 
LGRKLLNWFNSQGLNVEILGEF 
DDAALMKAFGAMHNA1FVAPT 
LYAYDFYADKTVVEIGRVENV 
MEEYHAIFAERMIQHPAVQRIC 
NTDYSALFSPAKLRRALYHPAS 

telhpacgkdfrqlyrriqnqi 

qrhalwhkifdveiphpiliiar 

vsanmphtgcr1aiewpgkvve 

ailrltndapeylpigfnhk.sk 

mrsegmnpyqrqfmelalsnq 

vlkcgeftlnrgrkspyffnag 

lfntgrdlallarfyaealvds 

g1efdlllapaykgipiatttav 

alaehhdldlpycfnrkeakd 

hgeggnl vgsa lqgrvmlvd 

dvitagtairesme11qangatl 

AGVL1SLDRQERGR*CDHRRNG 
DSRVDGDYSGQWRDACWRVD 
FARSSGTRARRDFGDSGS*A*L 
QLQSDLYHHPERPDCLPGREAG 
NGGTSGGG 
















15784 


46152 


A 


15875 


484 


729 


CTQFRKTCFTCKASNGFCFATS 
CNL1YTSEIICRGPTG*HNL1ASL 
LQR1DNLRKFIVIPTLKYLTRCR 
LDDNIMIFYAQG1 


15785 


46153 










P AN A W AEM WE YS A WQRRM Y S 
MG*TSKVVVHPGATDRW*NTN 
GCYRIFWIAAPFVPAAVIHGNIL 
PTHGACVHKGFGRAPAGAAVE 


15786 


46154 


B 


15877 


1 


765 




15787 


46155 


A 


15878 


103 


823 


VPAC AGLKKEA RSLLASPPRLL 
NTKLQASCRALFSPPIQSRQTTG 
ISFQGRGGAGPGVPTRTQ/CLRC 
HGGRHG/HPSHLCKPNKGDPRK 
IRLKMSWRWFAIGPRDWSSS 
RPRPTSPRGSCRSFIEASKMSAP 
V VWSTKTH SSRSMLSFS LM EM 
PARMPITSSMPSTPLRQGSVKFE 
DFVTALSILLRGTVHEKLRWTF 
NLYDINKDGYINQEEMMDIVK 
AIYDMMGKYTYPVLKEDTPRQ 



2030 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15788 


46156 


A 


15879 


1 


2926 


MVKDASQSQASLGLDAFLPAS 

GVQYTHERSPDSPLKSQECPSG 

VVNEDTFKQIYAQFFPHGGLMS 

ENGTGKKASVFGSTGSGALLLE 

EGERRREQPLIEMRKPPHVLIN 

YQAKVGGNSIPSPSLCKPAFPPL 

PSWAVDLASARQKEDASRSLQ 

NKEEDFYTSQPGFPALALGCCL 

RVNLLLG HRGISAGSSYRPITST 

PCHLCKLGQEVFAKPLNLQDQ 

CQQNL VMQ VLKL VLNC LNFDF 

IGSSADESADDLCTV 


15789 


46157 


A 


15880 


1 


1521 




15790 


46158 


A 


15881 


1 


1182 


MDKF LDT YTLPRLNQEE VES LN 

RPITGSEIVAIINSLPTKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTTKKENFRPISLMNIDAKILY 

K1LAKR1QQHIKKLIHHDQVGFI 

PGMQGWFN1RKSINVIQHINRA 

KDKNHM1IS1DAEKAFDKIQQPF 

MLKTLNKLAQNLLKLISNFNKV 

SG Y KIN VQK SQ A FL YTSN RQTE 

SQIMSELPFT1ASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCS WVG R1NIVKMA 1 L 

PK V 1 Y RFN A 1 PIK L PM TFFTEL E 

KTTLKF1 WNQKRAH 1 AKS1LSQ 

KNKAGG1TLPDFKLYYKATVT 

KTA WYC YQNRHIDQ WN R\PSEI 

TPHIYNYLIF 


1 — 9T~ 


— — 


— 


75882 




690 






_15792_ 





- — 


— — 




458 






4^l6T 


— 


75884 




— 




15?94 


46162 


— 


15885 




3552 




15795 


46163 


A 


15886 




321 




15796 


46164 


A 


15887 








15797 


46165 


B 


15888 




489 




15798 


46166 


B 


15889 




1660 





2031 
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SEQ ID 

NO: 


SEO 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15799 


46167 


A 


15890 


1 


1593 


MGKKQNRKTGNSKKQSTSPPP 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTRITNTEKC 

LKELMELKTKARELHEECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKRIKRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLENTLQDIIQENFPNLARINKI 

DRPLARLIKKKREKNQIDTIKN 

DKGDITTNPTEIQTTIREYYKHL 

YANKLENLEEMDTFLDTYTLPR 

LNQEE VESLNRPITG AEI V A IINS 

LPTKXSPGPDGS1AEFYQRYKE 

E/PADKQLQQSLSIQNQCTKITS1 

LIHQQQTNREPNHE*TPIHNCFK 

ENKIPRNPTYKGCEGLLPGELQ 

TT AQGN KRG YKQTEEH SMLM 

GRKNQYRENGHTAQGNF*IQC 

HPHQATNAFLHRIGK.N YFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQTILQGYSNQNSMVLV 

QLSDL*QT*EKHAMGK/EFPI** 


15800 


46168 


A 


15891 


1 


1 177 




15801 


46169 


A 


15892 


1 


3663 




15802 


46170 


A 


15893 




1995 




15803 


46171 


A 


15894 


1 


4191 


MVKGS1QQEELTILNTYAAHTG 
APRLIKQVLSDLQRDLDSHT11M 
GDFNTPLSTLDRSTRQKVNKDT 
QELKSALHQADLTDIYRTLHHK 
STEYTFFSAPHHIYSKIDHILGSK 
ALLSKCKRTEI ITNYLSDHSAIK 
LEL W1KNLTQN H STT WELNNLL 
LNDYWVHNEMKAEIKMFFETN 
ENKDTT YHNLWDTFKA VCRG K 
FIPLNAHKRKQERSKIDTLTSQL 
KELEKQEQTHSKASRRQEITKIR 
AELKEIETQ 



2032 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15804 


46172 


A 


15895 


1 


1659 


mg dfntplstl d rstrqk vnk 
dtqelnsalhqadl1d1yrslh 
aksteytffsaphhtysk1dhil 
gskallskckrteiitnylsdhs 
a i klelri kn ltqnrstt wkln 
nl lln dy wi hdemkae 1 k.mff 
etnenkdttyqnlwdafkata 
sktnkekeknqidtikndkgdi 
ttdpteiqttireyykhlyank 
lenleemdkfldtytlprlnqe 
eveslnrp1tgaeivaiinslptk 
kspgpdgftaefyqrykeelhi 
nrakdknhmiisidaekafdki 
qqpfmlktlnklgidgtyfk.hr 
aiydkptaniilngqkleafplk 
tgtrqgcplspllfnivlevlar 
airqekeikgiqlgkeevklslf 
addmtvylenpivsaqnllkli 
sn fskv sg y kin vqksq afl yt 
nnrqtesqimselpftiaskrik 

YLGIQLTRDVKDLFKENYKPLL 
KEIKEDTNKWKNIPCSWVGKJN 
1 MKM AILPK VI Y RFN AIPIKLPM 
TFFTELEKTTLKFIWNQK\RAR] 
AKAILSQKNEAGGITLP 


15805 


46 1 73 


A 


15896 


1 


1740 




15806 


46174 


A 


15897 


1 


880 




15807 


46175 


A 


15898 


1 


2777 


MGKKQNRKTGNSKKQSTSPPP 
KERSSSPAMEQSWMENDFVEL 
REEGFRRSNYSELQEDIQTKGK 
EVENFEKNLEECMTRITNTEKC 
LKELMELKTKARELHEECRSLR 
SRCDQLEERVSAMEDEMNEMK 
REGKFREKRIKRNEQSLQEIWD 
YVKRPNLHLMGVPESDGENGS 
KLENTLQD1IQENFPNLASTLSD 
HSGIKLEINSKRNPQNHANTWK 
LSNLLLNAHWVNNEIKMKVKN 
FFELNDNSDTIYQNFSD 


15808 


46176 


A 


15899 


326 


3096 


QTERTSTPKTHL Y VTIIKDQK* I 

KPQRRGKNRGEKLETLKSRAP 

VLLQRNAVPQQQRNKAGRRM 

TLTS*EKKSSDNQTTPSYRRKF 

KPMAKKLKTL/RKKLDECITRIT 

N A EKCLME LMELKAKARELRE 

ECKSLRSQCNQLEERMNKIDRP 

LARL 1KRKREKNQIDAI K1DKGD 

ITTDPTEIQTTIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESLNRPITGAE1VAIINSLPTK 

KSPGPDGFTA 



2033 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15809 


46177 


A 


15900 




2047 


MENDFEELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTQKCLKELMELKTKARELR 

EECRSLRSRCDQLEERVSAMED 

EMNEMKREGKFREKRJQRNEQ 

SLQEIWDYVKRPNLRLIGVPET 

LHPRDEAHLKNLIDAIKNDKGD 

ITTDPTEIQTTIREYYKHLYANK 

LENLEETDKFLDTYTLPRLNQE 

EVESLN RPITG SE1 VAIINSLPTK 

KSPGPDGFTAEFYQRYKEEL/PD 

KQLQQSLR1QNQCTKITSILIHQ 

QQTNREPNHE*TPIHNCFKENKI 

PRNPTYKGCEGPLQGELQTTAQ 

GNKRG YKQM EEHSMLMGRKN 

QYHENGHTAQGNLQIQCHPH* 

ATNAFLHRJGKNYFKVHMEPK 

KSPHRQVNPKPKEQSWRHHTT 

*LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L*QT*EKQEMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHV*NTKSN 

GNKSQN*QMGSN*TKELLHSK 

KKKNY*QTEQATCKMGENFHN 

KQPHQKVGKGHEQTLLKRRHL 
CSQK\NHEKMVTITGHQRNAN 
QNHNEIPSHAS*NGNH*KVRKQ 
VLERMCRNRNTFTLLVGL*TSS 


15810 


46178 


A 


15901 


1 


3285 




15811 


46179 


A 


15902 


1 


3681 





2034 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
deletion, \=possible nucleotide insertion) 


15812 


46180 


A 


15903 




1854 


MKAEIKTFFETNENKDTTYQNL 

WDAFKAVCRGKFTALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQE1TKIRAELKEIET 

QKALQKINESRSWCFEKIHKID 

RPLARLIKKKREKNQIDA1KND 

KGDITTDPTE1QTTIREYYKHLY 

ANKL EN LEEMD K FL DT YTLPRL 

NQEEVESLNRPITGSEIVAIINSL 

PTKNSPGPDGFTAEFYQRYKEE/ 

RENKIPRNPTYKGCEGPLQGEL 

QTTAQGNKRGYKQMEEHSML 

MGRKNQYRENGHTAQGNLQIQ 

CHPHQATNDFLHR1GKNYFKV 

HMEPKKSPHRQVNPKPKEQSW 

RHHTT*LQTILQGYSNQNSMVL 

VPKQRYRSTEQNRALRNNATY 

LQLSDL*QT* EKQAM EKGFPI * * 

MVLGKLASHM*KAETGSLPYT 

LYKNQFKMD*RLKR*T*NHKN 

PRRKPRHYHSGHRHGQGLHV* 

NTKSNGNKSQN*QMGSN*TKE 

LLHSKRNYHQSEQATYKMGEN 

FRNLLI*QRANIQNLQ*TQTNLQ 

EKNKPPHQKVDEGHEQTLLKR 

RHLCSQKTHEKMLIITGHQRNA 

NQNHNEIPSHTS*NGNH*KVRK 

QQVLERMWRNRNTFTLLVGL* 

TSST1VEVSVV 


15813 


46181 


B 


15904 


1 


2718 




15814 


46182 


A 


15905 


1896 


5031 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQA DLIDIY 
RTLHTKSTEYTFFSAPHHTYSK 
TDHIVGSKALLSK.CKRTE11TNY 
LSDHS AI KLELRIKNPTQSRSTT 
WKLNNLLLNDYWVHNEMKAE 
1KMFFETNENKDTTYQNLWDT 
FKAVCRGKF1ALYAHKRKQERS 
KIDTLTSQLKELEKQAQTHSKA 
SRRQEITKiRAELKEIETQKTL\Q 
KINE\SRSWFF\ERTNKIDRPLAR 
LIKKKREKNQ 


15815 


46183 


A 


15906 


4 


133 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ,'=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15816 


46184 


A 


15907 


95 


1875 


PFFGRKNYRLPSK.NMPRRCRSS 
PLPCSMKMTPCVLTSTATITRL 
PAASAQW*LDGRTLVTKNSFR 
YLHTLHTMGPAPEPNLTILWSE 
ELPIAFKKYAAQVSIVTSSLQYE 
NDDLMRTDFNSDDYA1ACCVS 
PM V 1GKQMQFFG ARANL AKTL 
LYAINGGVDEKLKIQVGPKTAP 
LMDD V LD YDKVM D SLDHFMD 
WLAVQYISALNIIHYMHDKYSY 
E A SLMALH DRD V YRTM ACG 1 A 
GLSVATDSLSAIKYARVKPIRD 
ENGLAKDIQGTTEPQFRNSHSR 
TSGT VTL YLPVSTFVGTGFFI RV 
DPPKKPLK1RKIEFVEIYEPFSEG 
QAKAQADRCLSCGNPYCEWKC 
PVHNYIPNWLKLANEGRIFEAA 
ELSHQTNTLPEVCGRVCPQDRL 
CEGSCTLNDEFGAVTIGNIERYI 
NDKAFEMGWRPDMSGVKQTG 
KKVAIIGAGPAGLACADVLTRN 
GVKAVVFDRHPEIGGLLTFGIP 
AFKLEKEVMTRRREIFTGMGIE 
FKLNTEVGRDPRASSFYEEKQL 
IARKALPFIDNKTTMAADSSST 
VMELLKLLQDRSGLTLLTNSAE 
AIHVLAQSEIKVVSTGGELNKN 
TLSLQGR1TKEIIRRYHVDIMWL 
PDELRVEKGFSPDTL1CLLEAKG 
QKVALKEAMGSTQS1MVGPDE 
RRTGFSYLRYQNLMIRVKF 


15817 


46185 


B 


15908 


271 


2118 




15818 


46186 


A 


15909 


597 


743 




15819 


46187 


A 


15910 


573 


1066 


IRAQNGSPWLSFLVDSVCVLKA 
CVDAVMRAGICSVS\YWQYQS 
GVGANSSALSGFSQGAIMMLES 
1KAEPGLASRVIAFNGRYSSLPE 
TASTATTIHLIHGGEDPVIDLAH 
AVAAQEALISAGGDVTLDIVED 
LGHAIDNRSMQFALDHLRYTIP 
KHYFDEALSG 


15820 


46188 


A 


15911 


1 


2652 




15821 


46189 


B 


15912 


1 


1494 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15822 


46190 


A 


15913 


1 


1733 


MGVGSKGT1FGSTTTQHGSFIPY 

LTGYLTYTHGHSPANPKPAVG 

GQILTAVLPAHDGYVSR1MTM 

NTQLTTPLTTATHTARQTASL1S 

V1GRQLRCFRHSSQPSVLTHVR 

DDSTQYAQLDMANGQPTSHGY 

EHWAQLMYATDRRYGRHMSD 

AARQGCSDTGTVKFSHPEPEMS 

VRK.FTSARSGCVRSGAWNVTV 

SAQTRVSQALTTLLRRVHKSPM 

NALTVPAVMAEAPSQAHGRRQ 

TRRLSLHQTLRLLLTTPDWVGV 

IRRCVPVVWGCLEHLDTAGFPL 

PNSHTMPLPIGWNDTRK.RLHHS 

AHNGQHDVAQGRRVLGRKVG 

LTHPKVQQQLGVDGLSLFCVY 

LVWYIGLHLRRPFRLAYT1CPSL 

VYGADLRVIVRLFSDSHHFMAF 

GNPQPKHLDCQEYALFLLNSM 

PDNTAEHYRNK1AIYLHCLPED 

DRJKAINE1RMAIHQVSPFREEP 

VDCVLWVKYSQLMPNDYNPN 

KR/ADPCVl^T 1 fWCTFirinpTADT 
IN V ArrnKrvLL^Jvbln-IL/Lir I l^r 1 

v v inJ L'N.NAMc.l vuLjrrlJNxltl 

GKG/SHASLrCLRI.RGYLPVTCL 

EGTRNQRIAATISHNRARGRHH 

ITAMSEVTPELRLLGW 


15823 


46191 


B 


15914 


1 


273 




15824 


46192 


B 


15915 


169 


292 




15825 


46193 


A 


15916 


2 


844 


KGGVYKTSVSVHLAQDLALKG 
LRCLLWKGT\PPQGTPSMVSRE 
GDPALHN*CKTQLLCLSYLGEK 
DDVTYAIKPTCWPGLDIIPFCLA 
LDRJETELAMGKFDEGKLPTDPH 
LMLRLAIETVAHDYDVIVIVDSA 
HNRGMGTINVVCAADVLIVPTP 
VE\M FDYTSALQFFDMLRDLLK 
N AVDLKGFEPD VRI FVTKYSN SN 
GSQFP\WMEEPIPECLPKHGSKK 
NNVRNANEVGKGQIRMRTWFE 
QAIDQRSSTGAWRNALSIWEPV 
CNXEIFDRLIKPRWEIR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15826 


46194 


A 


15917 


1 


681 


MSIGGSGNSLCTRPKQQQGGTG 
LKQYEVSVPGTLRCLACPQACT 
LRK.EHWIHFAPKSNYDSCRYIE 
EYFAYEASFMSVQLTELVIKSL 
EDLASLFMIHKKNPVSIPHTVW 
YADDIRRGEREAADVLGLTLYE 

HWLVLCGHGNNGGDGYVVAR 
LAKAVGIDDTLLAQESDKPLPE 
EAPLAHEAWVNAGGEIHALNI 
GWYPESEHLIV 


15827 


46195 


A 


15918 


3 


774 


VKCSEKCLFLPLGQFSQFIQKLR 
Wl FLDPLFIRKGQG VTPTAFAM 
HLHEYISQGLES1LGALDIEGSY 
DKQRTITIATTPSVGALVLPVIY 
RA1KTHYPQLLLRNPPISDAENQ 
LSQFQTDLI I DN M FCTNRTVQH 
HGLFAANMVLICREGNPLLSLE 
DDREAIANAAHVLLLPEEQNFS 
GLRQRVQEMFPGRQ1NFTSYNI 
LTIAALVANSDMLAIIPSRLYNL 
FSRCWPLEKLPHPSLNEEQIDFS 
IHYNKFSLR 


15828 


46196 


A 


15919 


1 


741 


MITVLLIATQFAPYFTEMALKG 
GFSFAGESAQ1SALSVGNMFGW 
SISELMSLGI1GVVVAVGIVASV 
VLFL RVLSMSWLKEVIGTEKA V 
1AMCHLRALPGDPSFDAQLGM 
NWV1DKAWDDLMALQNGGVD 
AVMFSNEFSLPYLTKGLVPALV 
AREILVRGMYVRG RKM V AFL V 
CCVALAISAMYELIEWWAALA 
MGQGADDFLGTQGDQWDTQS/ 
GYVLRAAWR1NDGDIPRSLSLP 
PATALWLDNRI 


15829 


46197 


A 


15920 


1 


678 


MCHLRALPGDPSFDAQLGMN 

WVIDKA WDDLM A LQNGG V DA 

VMFSNEFSLPYLTKVRPETTAA 

MARIIGQLMSD1RIPFGVNVLW 

DPVASFDLAMATGAKF1REIFT 

GAYASDFGVWDTNVGETIRHQ 

HRIGAGEVKTLFNIVPEAAVYL 

GN RDIC SI A KST VFNN H PD ALC 

VSGLTAGTRTDSALLKRVKETV 

PDTAVVLANTGVCLENVEEQLSI 

ADGCVTATTF 


15830 


46198 


A 


15921 


624 


734 


TRTLRQIVDSRAIPFT*ERLHSPI 
NQPKNPYPPESV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15831 


46199 


A 


15922 


1 


1923 


MPF ALGGG DLE ETPRSDPG VTF 

ACSLAQPMRKPTGVLGNRFHD 

TQEPP VPG G PG LRGFHL WH A PP 

LDRPAQFAAIRTDSELMSSANP 

KSFTASPLMTFTPARSRINYRY 

YPAGTRAKGENEAAFAARIHSF 

LPYRRPVFWATTMGQAK.SAIK 

PMSTAVTRDASVFQTEYERSRF 

GARPWPLRKAPEAMGRGFHEI 

GVQCEAPTANTLEPSRRGAVM 

AAGLSFQRTPWREVLGRGEGSF 

LGAGSDPVLRALSLASTPFPGE 

KHVGSWGMGRIVLRSFALASSS 

LRHSGER1PGTVLPCDDIFACHQ 

RN YAEVFG1 WRTTSS VLQPI EPV 

EPKC1 SQFLYI VLERRSSSSL ISLS 

FNS A SLCRSRH D ARYVLQH ALF 

CFTTNDFGQIFTTFFVSGGSGTR 

MSLPAEFGV1AQSDQKVLFIDA 

DLAVV1RITCLPSTSMSWLKEVI 

GTEKAVI/AMCHLRALPGDPSF 

DAQ/LGMNWVIDKAWDDLMA 

LKMVRPETTAAMARI/1GQLMS 

D1R1PFG VM V/LWDP V ASFDL A 

MATGAK/FIREIFTGAYASDFGV 

/WDTNVARSRR1RASTVFRLAQ 

RCQPDASEYGFRM1ARVFVDVR 

GDQNSEASLRVGSGIGPRTCAP 

VAWQSRRFPRLLDRSDDVKRF 

QADTDSLVLH 


15832 


46200 


A 


15923 


480 


900 


KTRYSCRGETWSNPQSSQLSAL 
1 A A VRH PATSN A VC RS ARSCCI L 
RALRAIQFHTGCSAGNVAPEW 
CQFAPCWRKPLKAEESDSVFMR 
VIKESLWQELADITDKTQLEWR 
EVFQDLNHHGVYHSGEVVGLG 
NLVCEKCHFH 


15833 


46201 


A 


15924 


i 


431 


SKVFAVAGCVVLMTTMPDSCN 
S WQKCRN KTMNKKIH SL ALL V 
NLGIYGVAQAQEPTDTQAPGVS 
TITADEIRKNPVARDVSKIIRTM 
PGVNLTGNSTSGQRGNNRQIDI 
RGMGPENTLIL/IDGKPVSSRNS 
VRQGYRLECGDG 


15834 


46202 


B 


15925 


1 


1352 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15835 


46203 


A 


15926 


31 


546 


cyc i lfvsfpsn rplccrsag vc 
qrytpdpfclgitsrgcrrak.it 
acsflwklhprgalarcqpels 

CWRCLSTALLEGVSPSGGTGVR 
DPYEEAVCPLAELKCCAGRSA 
VLFRAGRQGRLSLLKLFPQLPF 
SPCVLCLSKLVPVSPNSTRTSKL 
LSIPYSRGPALLEVLS 


15836 


46204 


A 


15927 


2 


479 




15837 


46205 


A 








ADPFQEREAEKYANPIPSREFIL 
EHLTKREKPASRDELAVELHIE 
GEEQLEGLRR/RQCYALPERLD 
LVKGTVIGHRDGYGFLRVEGR 
KDDLYLS\SEQMKTC 
















15839 


46207 


B 


15930 


1 


3675 




15840 


46208 


A 


15931 


1749 


1941 


SQIPTSEAQVMSNLMGTNGVLR 
PARAYRNEAVLS*ALVSAMYS 
QTFRNASFGVPQMFSTTSGV 


15841 


46209 


A 


15932 


5 


1465 


KRSTTAQ1RW1SPLTSLKPRSKR 

QSKSCATKPKKWYVAAPCCWC 

SPTGISLKTRLPVPAPMAVGAIQ 

TRLVDQSLRCDANIIVETASAR 

DPHHFAVLLGFGATAIYPYLAY 

ETLGRLVDTHAIAKDYRTVML 

NYRNGINKGLYK1MSKMGISTI 

ASYRCSKLFEAVGLHDDVVGL 

CFQGAVSRIGGASFEDFQQDLL 

NLSKRAWWRCRLSATIGCCDC 

TRGYLGGARITGQISSITVWGVI 

I PV VGLCI1G WF WFSPTLYVDS 

WNPHHAPFFSAVGSSIAMTLW 

AFLGLESACANTDVVENPERN 

VPIAVLGGTLGAAVIYIVSTNVI 

AGI VPN MELAN STAPFGL AF AQ 

MFTPEVGKVIMA\LMEMSCAGS 

1LGGKFTIAQVFKSSSDEGYFLT 

IFSRVTKVDAPVQGMLT1VIIQS 

ELALMTISPSLNSQLKEMVNLA 

VVTNIIPYILSMAALVIIQKVAN 

VPPSKAKVANFVAFVGARNSF 


15842 


46210 


A 


15933 


1 


3666 
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SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15843 


46211 


A 


15934 


979 


1626 


FSATITPPFIALQRVRFHPLDAL 

LLF V I SL WLQLGLPDELSRFTPF 

CLALPIIALAWHYGWQGALIAT 

LMNAI ALIASQTG LLLG AGIQR 

LRELNQSLQKELARNQHLAERL 

LETEESVRRDVARELHDDIGQT 

ITA1RTQAGIVQRPGAGHPLTDA 

GNGAGRARYCQPSRMANR*IS 

VKRKVVEHRCFVDFTFTNDDG 

AVNVDRRAVRGVFIAAS 


15844 


46212 


C 


15935 


1 


666 




15845 


46213 


A 


15936 




1137 


MGKFGHTEIGEVDVRDWSDAL 
QAKELQKLPGHSRKLEDPPTSL 
FMLLNPH SDQFSSN AHHHLHA 
TA1DDDYTDPTKSTYALGLNWS 
NSILGGFN1SGYKTYSYDGDND 
SSNLN1NWNKAFKHATVSVNW 
QHQLSASENNEDDGDLFYVMS 
1PFGRSNTATLYTRHDDHKTHY 
GTGVMGVVSDEMSYYVNAER 
DHDEPTLPAQNKAQEVLLDVV 
LDEAKIGVASMLGSRVRVKTW 
SWFADDK.QEIRQGGFAGWLTD 
GTPLWVTGSGTSKTVLTRYAT 
VLNRVLPVPTQVASGQCVEVE 
LFARYPLKKITAEKSTTAVNPG 
VLNGRYRVTFTNGNH1TFVSHG 
ETTLLSEKGKLKLQSHLDREEY 
VARVLDREA1C\STPP 


15846 


46214 


A 


15937 


323 


695 


FTGPRRSLE1EVAELKQRLDSLL 
AIGAGGSVCWTLQGAWSPTRA 
KAGELKTQLATAASLR/MDKH 
RSNSVGPHDLYFTLLDDYLHV 
VDTALWLSGGKASLDGGTLLT 
NDAGEMLFAEHHFSAGPL 


15847 


46215 


A 


15938 


1 


235 




15848 


46216 


A 


15939 


98 


593 


MSKVRLMRNLSPAPPNAVAKG 
ESKPGIMSGWVF*AEWAYLITG 
* AKKK V YG SS/ARJH LRALRY Y 
SNWRQYFAGYTFGRQYWQSPE 
DDH LPLLREFL ARHEYMQKYL 
LGTESG1QGEELGASDGIKPEEV 
E WQTA A I EG K.LDLL VTLDFRM 
SSTCLFSDIVLPTAT 


15849 


46217 


A 


15940 


367 


677 


LSSCLRATQSAPAVRNWKARFL 
RCTVVVWQKRSSTGRNMYLPV 
RPTILKLRPTWHVTW*LSGASL 
RNWVHCCTRKKKVKCSSAVA* 
RKRNICPMKLHVSSTRK 



2041 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15850 


46218 


A 


15941 


1 


921 


MEMSSLEFLHSICSHLKCHLLY 
YIASAYNYDWYTQPAKLSFISE 
GEIKYFTDKQMLRDFVTTRPAL 
KELLKEAVNMERRNRWVDIGP 
GTELDCISQAYAQFVASTAECC 
GEGGIKAWDYVRMGFLSRMG 
VLNNWLTRRRKLLWSARSRIH 
LRALRYYSNWRQYFAGYTFGR 
QYWQSPEDDHLPLLREFLARYE 
RPMKKLAGRSSIAILAFRGHDQ 
RD YEFPSKS ALNIN * L RWAL AS 
VK*TTACATGVFPVSVTGARRF 


15851 


46219 


A 


15942 


531 


637 


SIFARLNASRRC*TSALYALLVR 
LPIIQITAKGIL 


15852 


46220 


B 


15943 


120 


881 




15853 


46221 


A 


15944 


1 


1583 


MADRVDSKCSRSRPGAVAHNY 
NPSTLGGRGGR1TFWLLSANPSI 
NRGTLEKESRTVAQRLSVLHGI 
NAPEFFDKAVFSSLVLTLRDEG 
YISDSGDA EPAETMKVYQLLAE 
LITSDLMIFNISATVLYITAFIAC 
SAAVDLTSLRGTRPYNQRAAA 
SKEIEDLKKK.LTEGEEISGCDVS 
GSDGDDNEEG K.1GEDEEKRNT 
GGNKVFPERTVETPATADAER 
KALETKLDVEEETRLQLNSRNR 
KKDLKTRQEHQSLPEKFSGLQK 
NVLLEAVIDPAL1AQLRQAYEE 
AL\RJAQAPAKSVWQPEEYEEA 
EHEILLAFRALLASDSERFLPSA 
WQRFIQQLNYCSMEE1DELRWS 
LCT1AMNTAHLSFECVVLLAER 
LRWLQEENTGEIDEEELESFLY 
AIAKGNVFNFQTILHLPVAVQN 
DTIDFYQMFARIWLPGAPGAYC 
DGLHTSKRTTCTTSTHQRQRKD 
TPPALNPHTATCTPPHTWLGAP 
PPASMRSGPHNAPTPPFTGSTPR 
HTH DHTNITN ANIPHNVNSN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15854 


46222 


A 


15945 


1 


1228 


MGVLNNWLSEEESLWIQSRIHL 
RALRYYSNWRQYFAGYTFGRQ 
YWQSPEDDHLPLLREFLARYER 
PMKNCWKILDIEETTDVDIIRRA 
YLALLPSFHPETDPQDFKQLRQ 
AYEEALRIVAQSPAKSVWQPEE 
YEVAEHEILALAYRALLASDSER 
FLPSA WQRF1QQLNYCSMEEI D 
ELRWSLCTIAMNTAHLSFECVV 
LLAERLRWLQEENTGEIDEEEL 
GSFLYAIAKGNVFNFQTILHLPV 
ARRPD1CTQHNDQSRCEGYQIL 
SDKRGHQHGGGITALYQCGNA 
DPRAKGERLFFDAPAKDSTQTR 
AEDAHYAGSNNMSPPDQQGDG 
RKQ1WESVRVHTPVRCQQRSLP 
VTSYLNGGEIFNLIGLICRTRRIA 
ARWVKSHRNRARSFECLKRHR 
FVVAFNRRKPGLV 


15855 


46223 


A 


15946 


71 


323 


AAGA V VSAMPKA K.G K.TRRQK 
FGYSVNRKRLNRNARRKAA\R 
GSNDLEAEASLPEKKGNTLSRD 
LIDYVRYMVENHGEDYKVSGS 


15856 


46224 


A 


15947 


48 


627 


AAGAVVSAMPKAKGKTRRQK\ 
FGYSVNRKR\MSRNAKRKAAR\ 
GLECSHIRHAWDHAKSVRQNL 
AEMGLAWDPN RAWPSRKRKV 
KAME\VDIEEEA*KMLYRKPYV 
LNDLEAEASLSEKKGNTL\SRD 
LHLTMYRYMVAENHGEYDYKAI 
A\RD\EKNYY\QDTPKQI\RS\KIN 
VYKRFYPAEWQDFLDSLQKRK 
MEVE 


15857 


46225 


A 


15948 


796 


1301 


LTKKDY1SPNARKAFVQRLPER 
NLLTRGLKRQRQPCLSCWCGG 
QARMPKAKG\KTRRQKFGYSV 
NRKRLN RN A RRK A A PRIE/C V R 
GLGFRVAVGLGRDGPRDDGSA 
MSLFAGSSHIRHAWDHAKSVR 
QNLAEMGLAVDPNMAVPLRK 
RKVLTWQGLGPCLLYSSPA1LT 


15858 


46226 


A 


15949 


512 


675 


SQDFGPPSAAPSPSGMPVPGPSG 
CSSHRQQEDPPDGAAAPPGHGL 
RPGRLQELLV 


15859 


46227 


B 


15950 


1 


717 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15860 


46228 


A 


15951 


587 


1387 


RARSRILGNPLRPLAPAPSNDV 

GVQRA\FRPIRCRKAQPVPGSV 

ANRRRLRQHTRPDPLGTNRSEP 

GWWDRSWSPDQAKSGQSCVA 

KIKNKNHMIISTDSEKAFDKIQH 

RFMIKTLSKIS IQGTHF\KJ IKA I C 

DKLTANIILNGEKLKAFPLRTE 

MRQGCPRLSLLFNIVLEVLAKA 

IRQEKEIKDIQIAKEEVRLSLFA 

DDMIVYLENPKDSFRKLLELIK 

EFSKVSGYK.IKNQYCENDHTA 

VSGVGSFQWICGLADVKNEAA 


15861 


46229 


A 


15952 


3 


3201 


SERG FRAGDLRYPTHFLSTNS V . 

LASVTASLKEHPRGTLLSDGSP 

ALSRNVGMTVSQKGGPQPTPSP 

AGPGTQLGPITGEMDEADSAFL 

KFKQTADDSLSLTSPNTES1FVE 

DPYTASLRSEIESDGH EFEAES 

WSLAVDAAYAKKQKREVVKR 

QDVLYELMQTEVHHVRTLKIM 

LKVYSRALQEVL\QF1STAIGRL 

FPCADDLLETHSHFLARLKERR 

QESLEEGSDRNYVIQKIGDLLV 

QQFSGENGDRL1EK 


15862 


46230 


B 


15953 


83 


1969 




15863 


4623 1 


A 


15954 


1 


444 


SSESAVEFSEPASGSSPSWELGS 
EGAIRDKKTSLGAHVGLSALGR 
ALENTIAFQGKETDVQKSYDSP 
QGDCL\QDVKGKRPTLE* PSLE 
NPETRRFLDASYAWRESCLSW 
H HHTAHD1 FAG KPVDPLPG STR 
GQDSAVCSQGQFLIVR 


15864 


46232 


A 


15955 


2 


236 


SEGAKRDKKTSLGAHVVLSAL 
GRALEKTIAFQGSS/APSKGRKL 
RSRKVMTRPKGIAWQDVKGKR 
PTLE*PSLENPEVR 


15865 


46233 


A 


15956 


1 


459 


KK.VGNYYTTPIYRFRMKCHLC 
VNYIEMQTDPANCDYVIVSGA 
QRKEERWDMADNEQVLTTGE 
RHPLTCLGAL/DPESALGPPKPS 
RALI V AEH EKKQKLETDAMFR 
LEHGEADRSTLKKALAHTVDHI 
QEAQSAWKDDFALNSMLRRRF 
REKKKA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15866 


46234 


A 


15957 


564 


1189 


AAPKMGERKGVNKYYPPDFNP 
EEAWLSSTDYHNSHPFRERASG 
SCSQGi\LIIRFEMPYNIWCEG\C 
RTNFGMGVRYNAEKKK.VGNY 
YTTP1YRFRMKCHLCVNYIEMQ 
TDP AN\FD Y VI V SG AQRKE E RL 
GHWRTNfNRLLTHRGIEEEAEA 
WKTDAMFRAGTMGRPTAAHF 
KKALPKLEPHSGRPRAPWKDD 
FALNSMLRRRFRVPSKP 


15867 


46235 


A 


15958 


2 


1047 


FVDGKLHGRGSTDDIGPVAGWI 
NALEAYQKTGQETPVNVRFCL 
EGMEESGSEGLDELIFARKDTF 
FKDVDCVCISDNYWLGKKKPCI 
TYGLRG1CYFFIEVECSNKDLHS 
GVYGGSVHEAMTDLILLMGSL 
V DKRGN 1 L1PGINE A V A A VTEEE 
H KLYDDI DFDIKEFAKDVG AQI 
LLHSHKKDILMHRWRYPSLSLH 
G I EG AFSGSG AKTV1PRKV VGK 
FS1RLVPNMTPEVVGEQVTSYL 
TKKFAELRSPNEFKVYMGHGG 
KPWVSDFSHP\HYLAGRRAMK 
TVFGVEPDLTREGGSIPVTLTFQ 
EATGKNVMLLPVGSADDGAHS 
QNEKLNRYNYIEGTKMLAAYL 


15868 


46236 


A 


15959 


163 


1388 


RLVERWRPSGTLFKYIDENQDR 

YIKKLAKWVAIQSVSAWPEKR 

G EIRRMMEVAAADVKQLGGSV 

ELVDIGKQKLPDGSEIPLPPILU 

GRLGSDPQMKTVCIYGHLDVQ 

PAA LEDG WDSEPFTLVERDGLT 

WCSSCRGPYCRGSS/DRLSWKL 

PSVMWGDSREPHLARLD\HPSG 

LEPQRPGSTWGGGDDRRGGRA 

LSRQLPYAGYAAAQCKGEVRP 

QVSSSRLVVECSNKDLHSGVY 

GGSVHEAMTDLILLMEEHKLY 

DDIDFDIEEFAKDVGAQ1LLHSH 

KSHLHLDLLPVVVRLLGQALFH 

TAHFPDNIPSSSKD1LMHRWRY 

PSLSLHGIEGAFSGSGAKTVIPR 

KVVGKFSIRLVPNMTPEVVGEQ 

ACGAGTRESMSSLGYPSRAED 

DSGLSALPSQPQPFILYAT 
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SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Dnknown, 
*=Stop codon, /=possible nucleotide 


15869 


46237 


A 


15960 




433 


FETLFSQVQLFISTCNGEH1RYA 
TDTFAGLC1QLTNALVERKQPL 
RGIGILKQ AI DKMQMNTNQLTS 
I H ADLCQAITTPAM A V\SH IM LE 
SYKKYILVSLILLGKVQQLPKY 
TSP/QLVGRFI\KPLSNA\YHELR 
HKLY\STNNPC 


15870 


46238 


A 


15961 


46 


1481 


TSGSDVAAREDLRWIAAAPPPR 

AAAFSRACCLRRSGRPGENMA 

SALEQFVNSVRLLLSQ\GCSCFP 

GQMTQLCEL1NMSGELLAKNLS 

HLADTVLGAIADVQEHSLGVLA 

VLFVKFSMPSVPDFETLFSQVQ 

LFISTCNGEHIRYATDTWQETV 

LLKSMVLVLVVIYYQPLRGIGIL 

KQAIDKMQMNTNQLTSIHADL 

CQLCLLAKCFKAALPYLDGDM 

MD1CKENGAYDAKHFLCYYYY 

GGMIYT\GLKNF\ERALYFYG\Q 

AITTP\A\MAVRHIIVW/ESYKKY 

ILVSL1LLG\KVQQLPKIFHLKLV 

G*IPLSLLSNAYHELAQVYSTN 

NPSELRNLVNKHSETFTRDNN 

MGLVKQCLSSLYKKNIQRLTKT 

FLTLSLQDMASRVQLSGPQEAE 

KYVFHMIF.DGEIFAS1NQKDGM 

VSFHDNPEKYNNPAMLHMDQ 

EMLKCIELDERLKAMDQE1TVN 

PQFVQKSMGSQEDDSGNKPSS 


15871 


46239 


B 


15962 


1 


3411 






^241 


^ — 


15963 


689 


925 




JTgjj 






15964 






GSAPQSCASPAPVSRSAAPGTA 
EAAEPWAIVPGVEQK.NYYVCV 
PLGLIGNCTVTSSG1\SLDCADW 
CLKWKSILMESLEVP 


15874 


46242 


A 


15965 


469 


604 




15875 


46243 


A 


15966 


286 


433 










15967 


4356 


4643 


DCPL A RN KSKPQ TVCLKA RQTF 
QAINFSRALRITGYLTSFPSLSRS 
TLPSSAGDFRASAWA*SGPTV* 
TLTSVPSVGINSSYIYEPVFRTLL 
SGE 


15877 


46245 


B 


15968 


1 


1472 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15878 


46246 


A 


15969 


918 


1619 


KTHVLSWGSPKSTWKAGWLQ 
KQKTTQEKKAESKAPIEEEPAG 
AGLNKDKETEERSDGERVAEV 
APEERENVAVAKLQESQPGNA 
VSCSGGRRKEDEREDWGKRTQ 
RTH PP A A AQAPGQCPPG STE VG 
AGGGLRWTPSPGRQPAGVAAD 
MGITVLTVPLQRCLQNSWAKE 
PVLVVSFVIGSLTVILPPLSPYTK 
YSIMINEATPYNYPVPVHDDGN 
M/PDMCSHPQGPQGPSLEWL 


15879 


46247 


B 


15970 


183 


459 




15880 


46248 


A 


15971 


864 


1197 


GSFRLGHGR1PPFHLRGMKESL 
GPDFGDPCPVCPLNSGPGPPXGV 
SAGGAGAGCGGMGRRDAWVP 
TGPVAESPGGHLAP1SPGRQGA 
PWGGPCGQLGAGTLGQAVCG 
MTQDP 


15881 


46249 


A 


15972 




441 




15882 


46250 


A 


15973 


3 


182 




15883 


46251 


A 


15974 


23 


475 


PLEKGRQFYPQYEDQ1TIFTDYL 
EEYPDTDELVWILWKQHLLKT 
EKSKLLSDISARLWFTYRRKFSP 
/ILGGTGPSSDAGVWGCMLRCG 
QMMLA\QAL\ICRHLGRDWSW 
EKQIEQPQEYQRILQCFLNRKD 
CCYSIHQMAQMGVGEGKS1GE 


15884 


46252 


A 


15975 


224 


418 




15885 


46253 


A 


15976 


743 


1220 


WCWGHRVRLVLAAGPSSRGVL 
LLLVVLPSWASFLVRVCAWVG 
VLGDDGVLGGFLLWLGVVGRP 
LAVLRADLAVCVGVVCACVPF 
VVLPICAALVRVGCSLVEAALG 
\LGARPLKTFFAVVVPLTKGGV 
V AG SML VF VPA VGEF V 1 PELLG 
GPDSIVIGRV 


15886 


46254 


A 


15977 


3 


3492 


RKHKVGILYCKPGQSSEEEMSN 
NEEAGPAFEKFLSL1GEKVCLK 
GFTKYAAQLDVKTDSTGTHSL 
YTMYQDYEIMFHVSTLLPYTPN 
NRQQLLRKRHIGNDIVTIIFQEP 
GALPFTPKN1RSHFQHVFIIVRV 
HNPCTDNVCYSMAVTRSKDAP 
PFGPPIPSGTTFRKSDVFRVDFLL 
AKV1*RLRNAAEQVPTSFTPWA 
TRTRQEYLKDLAENCVSNTPID 
STGKFNLISLTSKKKEKTKARA 
GAEQHSAGAIA 


15887 


46255 


B 


15978 


402 


2884 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L'nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15888 


46256 


A 


15979 


294 


1721 


AVRPGRHDPSAGLRSAAAASQ* 

VRGHPGGLCA*GSIQGPGASAA 

EGPPAHSRAA*SKGGAELRTR* 

AGGRRPAGPHAQRP*LP*GPRV 

PLRPPSGTFLLP/PPACTPITSRPS 

*KSCSRASTPPTWSS*IPASGTSP 

G M VRTPGE A\PGEPGEP VP VPG 

PGAARVLPPGVE/PRPCLWARK 

SPGVFFRPSSGGRRPPS*KTKWS 

KPTSTAPPR\P*T* LRCTGLAFPL 

PPREGEPALGRGALEWTCAPLP 

LPAAAGPRGRRLGCGAAPPPPR 

GRVDQEEK\PGPRVEGPPQANR 

NHPALPLSPPLPSPT/*PPPAWVP 

TPALAAAPAPVPTASSSHSPSPG 

NAPVPTGSPRCLFFLRPYFPVGS 

ILLPFRCPLISPCRFLRRRQFYG 

WSS A A YALLPHTPLSAACPSG P 

TTALHGQPQSSCSCCQEATFTV 

K.SGVVQSGRPSLRQFYVHDFCK 

IQPQQLLVSHATTKATTDRYST 






4^2li 





— — 


— 


Tj 

— 










T3981 









15891 


46259 


A 


15982 




3889 




15892 


46260 


B 


15983 


172 


287 




15893 


46261 


A 


15984 


8 


166 




15894 


46262 


A 


15985 


250 


1095 




15895 


46263 


A 


15986 


366 


870 


NHSLAKJCGTAHGLGMEKCCGR 
SPFFSFFPSWIAKPTLRSSSSWPH 
SSSSPSMSSPLQRAVGDIAKRAL 
SASSSSSASLPFDDRDSNHPSEA 
CTTPGGGWEVADGNTDSLLAD 
EGSDFEDSFNRNVKKKAAKRPP 
KTTPV/AKQPKKGSRVVHRHSR 
KQSEPPANDLFNAV 


15896 


46264 


A 


15987 


30 


229 


ALETNIGSSYNYGSEDQAEFLC 
VVSKELHSTPNGLSSESSRKTKA 
CYKPEAPGCEAPDHLQGLGVPI 


15897 


46265 


C 


15988 


1 


930 




15898 


46266 


A 


15989 


1 


609 
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SEQ1D 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15899 


46267 


A 


15990 


1 


875 


MRMEAGEAAPPAGAGGRAAG 
GWGKWVRLNVGGTVFLTTRQ 
TLCREQKSFLSRLCQGEELQSD 
RDETGAYL1DRDPTYFGPILNFL 
RHG KL V LDKDM AE EG V LEE AE 
FYNIGPLIRIIKDRMEEKDYTVT 
QWPPKHVYRVUQCQEEELTQ 
MVSTMSDGWRFEQLVN1GSSY 
NYGSEDQAEFLCVVSKELHSTP 
NGLSSESSRKTKSTEEQLEEQQ 
QQEEE V EE VE VEQ VQ VE ADAQ 
EKGSRPHPLRPEAELAVRASPR 
PLARPQSCHPCCYKPEEPGCEA 
PDHLQGLGVPI 


15900 


46268 


A 


15991 


1 


2448 


MRRGETRSRRPPQCWAFAHVV 

SRSSRRGEFFSFDRWKKHRSEV 

RESAQVPTTKREPVLFQHKINIK 

IVIALVD1LFALGLGNLVCVSPV 

QLFSVQTDSRATGDQRLPSWT 

AQRYGTRTLGPDG FTERCPYGP 

SPESLLCSALPWLRDLGMPVAE 

APQVAGGQGDGGDGEEAEPEG 

MFKACEDSKRKARGYLRLVPL 

FVLLALLVLASAGLEMLSDPGS 

RSYGSGLLPAWAKCPKAPHQR 

SLIPPDYAPGVNHPPPQERCSM 

GLRTQGTLGRHRVLSAQQVAF 

SVSLLMAKIAFAKQKSDDIIPDF 

KLFMVTLVHRPNRLSARVLTM 

VPVLPAPCPMLLPLLEGYKAEV 

MVSQVYSGSLRVLNRHFSQDL 

TRRESSAFRSETAKAQKMLKEL 

ITSTRLGTYYNSSSVYSFGEGPL 

TCFFWFILQI PEHRRLMLSPEVV 

QALLVEELLSTVNSSAAVPYRA 

EYEVDPEGLVILGQYCEWKPPG 

RRMQTPRPAMRMEAGEAAPPA 

GAGGRAAGGWGKWVRLNVG 

GTVFLTTRQTLCREQKSFLSRL 

CQG EELQSDRDETG A YL I DROP 

TYFGPILNFLRHGKLVLDKDMA 

EEGSQVWTVTSGGWGDRNAV 

LTGMGRALSLFLWLIQYLKFCL 

VRAWVLEEAEFYNIGPLIRI1KD 

RMEEKDYTVTQVPPKHVYRVL 

QCQEEELTQMVSTMSDGWRFE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15901 


46269 


A 


15992 




573 


MPGLLSRPRRGSLRARPCGGGE 
ALPEHVAIDVCPGPIRPIQQISG 
YFPHFPRDLPHDAPARPATASA 
GRRRPSDGARDHDKDGDHLFG 
SLT1QHRPW/PAPSPDFPFTPFAV 
LYPG\LKPMDHNGLADPCVKL 
HLRPGARKVPEACQLAPDLQD 
SSCLTAITKAHDVLTVFLPAAL 
KIQGNKYLTFIECQKLF 


15902 


46270 


A 


15993 


500 


2022 


WTREKEPPGVETHGK.ASRTTL 

GLSLWCCLHLSEIQSSFISDCAR 

PRCSGRLPGSGPMLLATPHVLA 

TVVASSCSKQLWWLPPKVATD 

QQQMKLKGLFIAGAPPGSPR/G 

VQPHLQP1RNMSVSRTMEDSCE 

LDLVYVTERIIAVSFPSTANEEN 

FRSNLREVAQMLKSKHGGNYL 

LFNLSERRPD1TKLH A KVLEFG 

WPDLHTPALEKICSICKAMDTW 

LNADPHNVVVLHNKGNRGRIG 

VVIAAYMHYSNISASADQALD 

RFAMKRFYEDK1VPIGQPSQRR 

YVHYFSGLLSGSIKMNNKPLFL 

HHVIMHGIPNFESKGGCRPFLRI 

YQAMQPVYTSGIYNIPGDSQTS 

VCITIEPGLLLKGDILNSEILFGV 

DELSLTGFGLKCYHKKFRSPAR 

DVIFRVQFHTCAIHDLGVVFGK 

EDLDDAFKDDRFPEYGKVEFVF 

SYGPEK1QGMEHLENGPSVSVD 

YNTSDPLIRWDSYDNFSGHRDD 

GMEGAQHPQ1GQDTPPGPSDPP 


15903 


46271 


A 


15994 


171 


720 


LSGSSAGKVAAPCVPPSNHELV 

PITTENAPKNVLDKGERPSRGG 

NTRKSLE\TTASTGSPR/GVQPH 

LQPirNMNVSRTMEDSCELGPV 

YRTERNIAVSFPSTANEENFRSN 

LREVAQMLKSKHGGNYLQRN 

VSL/RRLSPSLRHPGPWPPSQEP 

GMCQGEPGPPATLWPMPCGPT 

VLESPGGPGP 


15904 


46272 


B 


15995 


145 


972 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15905 


46273 


A 


15996 


2 


1096 


WPVLTAAGCWLQDPAGHRGG 

RAGGAGRAVLFQLQAGRAELR 

GLRARGWARSWAPAPGCQRTG 

RDAAAAGRRAGRAGALLGFTC 

LLLAALCGHLGPSWRGGLAPG 

GEWIWLRASETRGPSGPRPALM 

GSQKIRNITRTRHGPLHWLHSG 

CTTATPFCLTRSCSDAACSLKG 

LPCLCPCGLSVLIRVRLELRRHQ 

RAGHTIPRIFQAVVQRQPERLA 

LVDAGTGECWTFAQLDAYSNA 

VANLFRQLGFAPGDVVAIFL/E 

GRPEFVGL WLGLAKAG/MEAA 

LLNVNLRREPLAF/CLGTSGAK 

ALIFGGEMVRAPPPNAQAPPLT 

PVSPADRLFY1YTSGTTGLPKA 

AIVVHSSARPSCPSSRTLRAAHR 


15906 


46274 


A 


15997 


397 


597 


SIKSPE1HSPSTR1RMGCSSLPTE 
EAHAEGVIELSR1KCVEIVKSD/ 
DRIPCHYKYPFQVSPSGGSSP 


15907 


46275 


A 


15998 


1922 


3886 


EGDNKLRPR1RRKLFPLVVLRG 
DAQGAPPFKNWIMNNFILLEEQ 
LI KKSQQKRRTSPSNFKVRFF V L 
TKASLAYFEDRHGKKRTARKGS 
1ELSRIKCVEIVKSDISIPCHYKY 
PFQVVHDNYLLYVFAPDRESR 
QRWVLALKEETRNKNSLVPKY 
HPNFWMDGKWRCCSQLEKLA 
TGCAQYDPTKNASKKPLPPTPE 
DNRRPLWEPEETVVIALYDYQT 
NDPQELALRRNEEYCLLDSSEI 
HWWRVQDRNGHEGYVPSSYL 
VEKSPNMLETYEWYNKSISRD1C 
AEKLLLDTGKEGAFMVRDSRT 
AGTYTVSVFTKAVVSENNPCIK 
HYHIKETNDNPKRYYVAEKYV 
FDSIPLL[NYHQHNGGGLVTRL 
RYPVCFGRQKAPVTAGLRYGK 
WVIDPSELTFVQEIGSGQFGLV 
HLGYWLNKDKVAIKTIREGAM 
SEEDFIEEAEVMMKLSHPKLVQ 
LYGVCLEQAPICLVFEFMEHGC 
LSDYLRTQRGLFAAETLLGMCL 
DVCEGMAYLEEACVIHRDLAA 
RNCLVGENQVIKVSDFGMTRF 
VLDDQYTSSTGTKFPVKWASPE 
VFSFSRYSSKSDVWSFGVLM W 
EVFSEGKIPYENRSNSEVVEDIS 
TGFRLYKPRLASTHVYQ1MNHC 
WKERPEDRPAFSRLLRQLAEIA 


15908 


46276 


B 


15999 


58 


1526 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15909 


46277 


A 


16000 


3 


378 


GASPDLGGRVLGAGASAESPR 

UlvrrurorLuurrV rutyLAAr 

SLRDPWGLWAPVLQMTGSYEF 
KLNQPPEDGISSVKLSPHTLPSP 
GLSPSWET\SVRLYDV\PGNFM 
AVKYQVHTGARPGNGPF 


15910 


46278 


B 


16001 


83 


2851 




15911 


46279 


A 


16002 


296 


1186 


AENHPGP\LVVEGKMTAPERM 

KHESNYLRGTIAE\NLNDGLTG 

GFKGANFLLIRFHGMYQQDDR 

DIRA ERAEQKLEPRH AM LLRCR 

LPGGV1TTKQWQAIDKFAGENT 

1YG SIRLTNRQTFQFHGILKKN V 

1CPVHQMLHSVGLDALATAND 

MNRNVLCTSNPYESQLHAEAY 

EWAKK.I SKQLLPRTRA YAEI WL 

DQEKVATTDEEPILGQTYLPRK 

FKTTVVIPPQND1DLHANDMNF 

VAIAENGKLVGFNLLVGGGLSI 

EHGNKKTYARTASEFGYLPLEH 

TLAVAEAVVTTQRDWG 


15912 


46280 


A 


16003 


225 


386 


GLCIPVVRSPCQLWGQKC.PCM 
LRDEGRVFT*LSTKKNCPGNMR 
RKYETVDCRR 


15913 


46281 


A 


16004 


386 


739 


PLLIHWRFAT1EEADDHRLAAG 
ARTFQ/PLCGPPQAQAVWR*AQ 
* FQFADRFPASRWRRASSGRRF 
SRSGRARRCQSVAKRRRQIHEC 
GRSTPDCRCRMRQQYRCCRDA 
RRYQNRAPRR 


15914 


46282 


B 


16005 


10 


1468 




15915 


46283 


A 


16006 


3 


1267 


GRSRR**PPSAVPHD\PAVQRER 
DTQSLSVII*MQIYNFSNTTHLT 
N HNTFLTFHKTFTAETFQHIGP 
QPTTDTPYHTAEAYCCQLVKLI 

RRQALRRCWQGAAILKCNSKP 
TNHCTS 



2052 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15916 


46284 


A 


16007 


1 


1673 


MTP1CT VFRA LSRLPDLWHRS1 
GTLTEALPQTDKRQEQIAVALT 
SYSGLYGLGYGSKEIQLTYSGT 
ESGIWPFPYSPNATHKGCGRHR 
FACP1APHFLVIEPQSALGSCPSP 
VEVDPGGCVFGAIRLLVLRDAP 
SFSRLLNTLASGESLQGGPGFV 
GVSKVYAFLVVRNPTGTPMFT 
GTFE1PKWPTFPIPPVFGRLGSF 
VLQLQG PRSPGQCE YDRELVSG 
SRSVSSCLLVLGTLHLLSYKDA 
GVD1DAGNALVGR1KGVVKKT 
RRPEVMGGLGGFGALCALPQK 
YREPVLVSGTDGVGTRRRLAL 
VLKRFVF1GIDLVAMCGNDLVV 
QGAEPLFFLDYYATGKLDVDT 
ASAM1SGIAEEKSE1LDGSKVSD 
GDVLIALGSSGLHSNGYSLVRQ 
ILEVHRAAADDVLSDADAVSW 
RAPYQTSSGLRKKFNQGAVSFV 

L/LliL/oL. V Al^IVlVJN Y UrrUJJlJJV 
AV1PACAT APnriDVUfT TCnTPM 

APTWLLRAKKVI1ELNHYHDPR 
VAELADIVIPGAASRRNNGSIFH 
AMDRLGNPHVQ1DPEK\IVAVV\ 


15917 


46285 


A 


1 6008 


425 


595 




15918 


46286 


A 


16009 


315 


721 


QCFRALGGHRRIADRGEMQV 
WIEPGC/1NDLLKWLNALDEKY 

PCD T VAX/ A D CCT^tsJCl PACFAXIW 

i PA/TXFMPI CkT. T\1 PPIRPTT TIX4T I 

TJ+TPQVnFTAT T? *TTVNJ A A nnnV\ 
IK 1 I KjV I AJjIV IV^INAAOVJUU 

SLAGGIGIFTLVFFTLPAYAIRW 
LPR 


15919 


46287 


B 


16010 


652 


858 




15920 


46288 


A 


16011 


238 


2526 




15921 


46289 


A 


16012 


21 


522 


I PCCRSTRKTSG AGLSITSEQRR 
AAVSRISVTSSLLASAG/VRYRQ 
H H A RDR VRE RP VDKL/PR* * TPC 
SARLSLYGPSR*WW/MARVLIF 
VTLPVRSRIVTVSPMRIGFSNRII 
RPEIKLAKISCKPKPRPTPSAAT 
SHCNFDHSIP1IEKPTSPPISISRY 
LVMVVMA 


15922 


46290 


A 


16013 


2 


527 





2053 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15923 


46291 


A 


16014 


1 


1734 


MVNGCDSTNASSYANVNGCDS 

TNASSYANGERCDSTNASSYA 

NGQRVRSTNASSYANGERVRL 

DNASSYAIGERVRLDERTSYAN 

GERVRLDERILLANGDRVRHHE 

RILERKATFNNSGTTCCRAVYS 

RVSAMTAPDKAFTPHRQRCRLP 

DATLARLIRPQIPAPS VGRI RRL 

RRIGNSANCLMRRLRVLSGHKF 

PHHPSMPNVSANGYRSFPFMAS 

YMTPFFGYLTAWSYCLCGCRW 

GSLKSPPLALCPVLVPGDGAVD 

TRIDAVALVALANLAAVRLYA 

KSSSAAGI1NFVVLTAALLAVT 

AACTVATYALRTGKNRQYRA 

MQSFRRSSIDNRVDTFFKGTGA 

LGISVTVIAVTCKSRLVYPIPVY 

TGLSLPQRPAVVKVNEGSMET 

K.DLIVI/GAG1NGAGIAADAAGR 

G/LSVLMLEAQDLACATSS/ASS 

KLI HGGLRYLEHYESACEALAE 

REVLLK/MAPHIAFPMRFRLPH 

RP/HLRPA WM IRI AEN 1 S/DFVEP 

KLCLPRMGTRESVLPGVCRNY 

ESTITSV1SVSPCERDMANYVPR 

HSAGYRRRFYPMTQPIKDAVEP 

VDQDWKAGKEMAASRS 
















15925 


46293 


A 


16016 


170 


371 




15926 


46294 


A 


16017 


216 


477 




15927 


46295 


A 


16018 




263 




15928 


46296 


A 


16019 




2862 





2054 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 




Nucleotide location oHast 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15929 


46297 


A 


16020 




1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEV1LRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFN VLLADTPG LDI 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERKDLALNQAMIPLGSCT 

MKLNAAAEMIPITWPEFAELHP 

FC PPEQ AEG YQQM1 AQL AD WL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLAIRHYHESRNEGHRDIC 

LIPASAHGTNPASAHMAGMQS 

RKTAGICCVHLWAGFGKVAIIG 

AGPAGLQASVTLTTQGYDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEIARIEKMGVP\1KCTTEV 

GNNTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGD1SIPQSALI1GGGDV 

AMDVASTLKVLGCQAVTCVAR 

EELDEFPASEKEFTSARELGVSII 

DGFTPV A VEGN KVTFKHGDLR 

TAPFLGVADKRNKSAGNHP 


l5930~ 


46298 




16021 


— 


329 




15931 


46299 


B 


16022 


289 


334 




15932 


46300 


A 


16023 


1 


2991 




15933 


46301 


A 


16024 


418 


3156 




15934 


46302 


A 


16025 




2169 





2055 



WO 01/075067 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15935 


46303 


A 


16026 


800 


2406 


SSRRMFPPAIRLLLICLPARRWK 

SAL/GEEQLQNLQHISQEMG 1 SP 

SLFSTQPLWQIAMVLQATQAQ 

KLG LRA EYG 1DYQLLQA AKQQ 

H KPVIELEG AENQI AMLLQLPD 

KGLALLDDTLTHWHTNARLLQ 

QMMSWWLECEGGERERIFPVS 

KRMGKKLDAVFGDNHTASLTE 

TEEYRKSQVHFCICDKRERSSG 

N YQSIQG C RSA AFFIPSN STRTK 

RGESMYRMDKLTTGAAYGAS 

AGSILNGMLNAYSPEQWNAIG 

VLTTAAAGAEMNPTLRNKLVG 

AIVGGSGAITIAAVMLGNADGL 

EGRRYYAYQDVVGVWTVCDG 

HTGTD1RRGHRYTDKECDNLL 

KADLRKAIIYISGYSGTNGIRDS 

LLFSSL WLI PVFLFPKPJK1 1 AAVI 

GVAFSRFIASHLAVAFESDPEAE 

IRQLNSRRVELERALSNHENDN 

QQQRIQFEQAKEGVTALNRILP 

RLNLLADDSLADRVDEIRERLD 

EAQEAARFVQQFGNQLAKLEPI 

VSVLQSDPEQFEQLKEDYAYSQ 

QMQRDARQPGVCP 


15936 


46304 


A 


16027 


2336 


3105 


HGNAIALIASQTWRDHPVDLLL 
SLLVQSLT/GRLRELNQSLQKEL 
ARNQHLAERLLETEESVRRDV 
ARELHDDIGQTITAIRTQAGIVQ 
RLAADNASVKQSGQLIEQLSLG 
VYDAVRRLLGRLRPRQLDDLT 
LEQAIRSLMREMELEGRGIVSH 
LEWR1DESALSENQRVTLFRVC 
QEGLNNIVKHADASAVTLQGW 
QQDERLMLVIEDDGSGLPPGSG 
QQGFGLTGMRERVTALGGAFH 
I SCLHGTRVSVSLAQRH V 


15937 


46305 


C 


16028 


1 


1374 





2056 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15938 


46306 


A 


16029 


1298 


2896 


GAFTCCATAGGCMN1RRKNRL 

W1ACAVLAGLALTIGLVLYALR 

SNIDLFYTPGE1LYGKRETQQM 

PEVGQRLRVGGMVMPGSVQR 

DPNSLKVTFTIYDAEGSVDVSY 

EGILPDLFREGQGVVVQGELEK 

GNHILAKEVLAKHDENYTPPEV 

EKAMEANHRRPARPSIMMPEIG 

NGLLCLALGIALLLSVYPLWGV 

ARGDARMMASSRLFAWLLFMS 

VAGAFLVLVNAFVVNDFTVTY 

VASNSNTQLPVWYRVAATWG 

AHEGSLLLWVLLMSGWTFAVA 

1FSQRJPLDIVARVLAIMGMVSV 

GFLLFILFTSNPFSRTLHLAYPN 

RCQPINWRGRHLVWYLLLFV1S 

LWLQLGLPDELSRFTPFCLALPI 

IALAWHYGWQGALIATLMNAI 

ALIASQTWRDHPVDLLLSLLVQ 

SLTGLLLGAGIQRLRELNQSLQ 

KEL A RNQHLAER VLETEQS VR 

RDVARELHYD1GQT1TAIRTHA 

G1VQRLAADNASVKQSGQLIEQ 

LSLGVYDAVRPLLGRLRPAQLD 

DLT\LEQA1PLT 


15939 


46307 


A 


16030 


15 


277 


KIGQKAPLGEARGGERTASRTA 
KNFGYEEMLSELEA/HRRG/WL 
KR V * PRM KLPPE A L VETFI AQLF 
DAPSQIMPLTSPIILLIAIEMGS 


15940 


46308 


A 


16031 


1 


2916 




15941 


46309 


A 


16032 


1 


2862 




15942 


46310 


A 


16033 


1 


3099 





2057 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15943 


46311 


A 


16034 


1 


1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEVILRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFNVLLADTPGLD1 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERKDLALNQAMIPLGSCT 

MKLNAAAEM1PITWPEFAELHP 

FCPPEQAEGYQQMIAQLADWL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLAIRHYHESRNEGHRD1C 

LIPASAHGTNPASAHMAGMQS 

RKTAG1CCVHLWAGFGKVAIIG 

AGPAGLQASVTLTTQGYDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEIARIEKMGVPMKCTTEV 

G\NTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGD1SIPQSALI1GGGDV 

AMDVASTLKVLGCQAVTCVAR 

EELDEFPASEKEFTSARELGVSI1 

DGFTPVAVEGNKVTFKHGDLR 

TAPFLGVADKRNKSAGNHP 


15944 


46312 


A 


16035 


367 


849 


NNFCSTTSHHGQHHHTDHRCG 
EQNVCHRDAICQTLFRTTKDDS 
NFICLIEAQSACHKDVNYNHDS 
QKNAADHHDKQQ*SPANFMPD 
TINDGFAERCINHQQNGRLVSF 
RNPFFIARHPVTNPRPGKMPQH 
KRQQQLQHNFTDLLKAAPCTV 
N1HHQTNQQW 


15945 


46313 


A 


16036 


1 


1066 


MHQRPRTRN A V EQHRFSRQLY 
YALHAFEITIPPLRMRRGSIPAL 
VNNKLRSLEKRFSTRLKIDDDA 
LARLVSCAWPGNDFELYSVIEN 
LALSSDNGRIRVSDLPEHLFTEQ 
ATDDVSATRLSTSLSFAEVEKE 
A1INAAQVTGAFPWWLGDVKL 
TIPLTLGMVAAALTDLDDRLAG 
RLRNLIITLFCFFIASASVELLFP 
WPWLFAIGLTLSTSGFILLGGLG 
QRYATI\AFGA\LLNAIYTMLGT 
SLYEHWYQQPMYLLAGAVWY 
NVLTLIGHLLFPVRPLQDNLAR 
CYEQLARYLELKSRMFDPD1ED 
QSQAPLYDLALANGLLMATLN 
QTKLSLLTRLRG DRGQRGTRRT 
GIL 


15946 


46314 


A 


16037 


1 


951 




15947 


46315 


A 


16038 


576 


669 





2058 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15948 


46316 


A 


16039 




1047 




15949 


46317 


A 


16040 


2 


425 




15950 


46318 


A 


16041 


148 


1052 


RARRGVSVKAKKQETAATMK 

DVALKAKVSTATVSRALMNPD 

KVSQATRN RVEKAA RE VG YFP 

QPMGRNVKRNESRTILVIVPDIC 

DPFFSEIIRGIEVTAANHGYLVLI 

GDCALQIQQEKPF1DLIITKQIDG 

MLLLG SRLPFD A S 1 EEQRNLPP 

MVMANEFAPELELPTVHIDNLT 

AAFDAVNYLYEQGHK.RIGCIA 

GPEEMTVLCHYRLQGYVQALRR 

CGIMFCRFTAEGVQEIDYKDIA 

TLKNYITESGGVTELIHFFIAEY 

SDNQRANAGGGVEDEDIEVLES 

LRLNENHA1KERCRS 


15951 


46319 


A 


16042 


3 


741 




15952 


46320 


A 


16043 


237 


1542 


FHRLWTGRFLPSPPSRRGTDNA 

AGRTKMPPSPVIF/WFALAQFV 

GVKHSRS1PFAAVRSHKARIRSI 

SRSDVATSILPQLS*RMPF*SQK 

AL V ARFPA RQNC AFRLPG V */L 

DPGMDHAAVVARLVTGRGG1V 

WFGRDFYRSVDD1HFGAWGDL 

AKECFDIVIPQTNTARTYPHAN 

AEIGVRTMKQINAAIGRQTNRM 

MAHWVIRSSRHYRRQLNSLCF1 

TGADVCRWFPQH1VPGRDSVA 

HVVVQHV1TYRLLRGLLHFAG 

DGGVNAITVFIGTFAITVIHLLA 

HHFAQVRRRESNLRRV1VSVNR 

LSACLIELLLGDIPFIQHPRQHD 

VTPRDGTIHRVERVEGGRRFRQ 

PGYHRHFVQRQLVDRFSEIDLC 

RSTDTIGAVTKVNLVQIKLEDL 

VFRQQLFNANREEDFLNLTHQR 

AFWTEEEVSRQLLGNGTCPL 
















15954 


46322 


A 


16045 


104 


349 


RSAASPWKTRKALVCCSAVVIS 
PALKISMIVT1SVQAHG*LRKGS 
GVKAALSWWKFQPTMKPTITS 
SLTGRRISCRSRVKR 



2059 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15955 


46323 


A 


16046 


1056 


2373 


GPRLVQRSDHRPHDANYRQYL 

AGLSVHDDPLHGLAEVTIPDDL 

YEASAMDGAGPFQNFFKITLPL 

LI KPLTPLM 1 AS F AFNFNN F VL I 

QLLTNGGPDRLGTTTPAGYTDL 

LVNYTYRIAFEGGGGQDFGLA 

AAIATLIFLLRIPRRTTALQGMR 

SNLNMESSRWARANRRLKAIN 

TLSLTLITQSCETYLIQNTRPELI 

TDTFREFFDTPVETAQDVHKQL 

KRLRRVIAWTGERETPVTIYSW 

VAAATRYQLLKRGVISNTK1NA 

TEEEILQGEPEVKVESAERHHA 

MVNFWRTTLSCILGTLFWLWT 

GWTSGSGAMVMIAVVTSLAM 

RLPNPRMVAIDFIYGTLAALPY 

GGGRPVAVGVFYGGCYCTRDG 

LTRAPPPNAAPTAARYGPRTTP 

RTLRKG1TDVRCEKRHHQRQA 

RNAGYQTVFSDLDRLRHPALR 



2060 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


iNucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15956 


46324 


A 


16047 


1 


2581 


MVLMGLAQN1WQFLILRALLG 

LLGGFVPNANALIATQVPRNKS 

GWALGTLSTGGVSGALLGPMA 

GGLLADSYGLRPVFFITASVLIL 

CFFVTLFCIREKFQPVSKKEML 

HMREVVTSLKNPKLVLSLFVTT 

LIIQVATGSIAPILTLYVRELAG 

NVSNVAFISGMIASVPGVAALL 

SAPRLGKLGDRIGPRKILITALIF 

SVLAVIPIRHFEMRSKESRPSAW 

VTPKG EWGKG S VEL VEIPTNDE 

TNDNI V A Y WTPDQLPEPGKEM 

NFKYTITFSRDEDKLHAPDNAW 

VQQTRRSTGDVKQSNLIRQPDG 

TlAFVVDFTGAEMKKLPEDTPV 

TAQTSIGDNGEIVESTVRYNPV 

TKG WRL VM R VK VKD A KKTTE 

MRAALRVWNK.PGQNHQHLGN 

GFYGQVYGGYLETMFGGAGAE 

VLYRPLDSNWAFGLDANYVKQ 

RDWRSAKDMMKFTDYSVKTG 

HLTAYWTPSFAQDVLVKASVG 

QYLAGDKGGTLEIAKRFDSGV 

VVGGYAT1TNVSKEEYGEGDFT 

KGVYVSVPLDLFSSGPTRSRAA 

1GWTPLTRDGGQQLGPGYTDLL 

VNYTYRIAFEGGGGQDFGLAA 

ATA TI IPI I VAI1V4FPT I A/IWAIC 
LKl^OiNr A 1 OSLlrtvl^ WLJrl Wiv 
LALGFSVEQADGRITPPPFPVLL 
WLWNS VKVAG1 SAIGI VALSTT 
CAYAFARMRFPGKATLLKGML 


15957 


46325 


A 


16048 


1 


765 




15958 


46326 


A 


16049 


869 


1012 


MAISFMMSCFVT*VAANSAILL 
SMSWRA*SNSNGP*LANSILLS 
AAC 



2061 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
uf peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15959 


46327 


A 


16050 


1 


1854 


MTLSCNSTDFEKTVTSVPALPD 

VVSDSDMSLNALSVTLADNVQ 

LSFRRDSYSGQPSVIYTTPQRPT 

AGSEDAPVWPEAFTEDVRHNR 

PPYPVIPRATRPA CLARE RMAM 

YMRPQIKTIGKAPAEEALSNPR 

MQGPQLSSAST1PVTPFHWLFG 

SHAAGHFSQHAHRTALTGHFS 

HLATTLKGLALEGNAIFTITRFT 

RPYGHKNTTPHSPLCSAPHSPIF 

NSRRKVYGQHGPQWWAFIHSH 

RPGGSSHSSILHCFALVCPGLVV 

QRDTPHPIIRPALCPP1AIAFSLSL 

WLGNPSFPSGTQHLQGPKTFQQ 

QASPSSKVCPKRLICTVIPQQRV 

ASHHHFHGHNRYYQLGLPVQH 

CTLQGVIRATHFIPRTARNQISH 

VSWGAGPAHSDSQGKQDLE/H 

EP1KPLDNSEKASKV/SQALETV 

TTTAEKVQRQ/PVIAHLIRATER 

FNDR/LGN QFG GF VL AS/HPM LL 

QDI FDKJ LQN IS/DPTL A ATLKNT 

INTAVHSHLVPAGADGIFLLLRP 

FDAVCAAW1ATAEYKDYPGMP 

GKTHLK1RLMRRERLIGIRFYSG 

LLPGTKAPYSRTLAFKRVLHTA 

LSLHLGLGKTCTTGFELCSLTLL 

EYASNAFTYWPDWH1NRIKNK 

N 


15960 


46328 


A 


16051 


249 


724 


EKVKK.TQRKE1ENVTN1TGVRQ 
1ELWRRDDLQHPRLDEVAEEVP 
VALVYNG1SHVVMMASPKDLE 
YFALGFSLSEGD/I1ESPRDIFGM 
DVGVPCACNGLEERRRALDG/R 
TVAGCGVCGVEQ/LLNDIGKPV 
QPLNPFTQT/FDLNKLDDALRHL 
NDFQPVGN 


15961 


46329 


A 


16052 


71 


408 


RYLSTASQTNSIQIGAGLSRSRA 
FTTFGSKG I LLSHTSVFIPRDRCT 
SFSMMPTCSASLTSHCPFQMTS 
LLSSHHP/FKKKKFGTxKTGHCL 
CPSLNCLPCCFSQIM VIKQVI L 


15962 


46330 


A 


16053 


668 


905 


CLH VLHHLTS HCPFQMTKP Y ST 
IHFLPRMTSLLSSHHP/FKKKKF 
GTvKTGHCLCPSLNCLPCCFSQI 
M VI KQ VILEKKKK 


15963 


46331 










ARLLFMDLLDERTLVAVERPL\ 
VTSLLSSHHP/FKKKKFGTAKTG 
HCLCPSLNCLPCCFSQIMVIKQV 
ILEKKKKTK 


15964 


46332 


A 


16055 


1 


1011 





2062 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15965 


46333 


A 


16056 


191 


631 


NLLRGNKMATQSSPV1TDMKV1 
PVAGHDSMLLN1GGAHNAYFT 
RNIVVLTDNAGHTGIGETPGGD 
VIYQTLVDAUPMVLGQEVARL 
NKMVPQVHKGNQAADFDTFG 
KGAWTFELRVEAGAGLEARLL 
DLLGKALNVSGCELLGHGS 


15966 


46334 


A 


16057 


2 


335 


GARQQQKFVLIAGGFP*QLL*T 
NAVIGREFRNVQECIGLHTAGF 
ANAVTKHFGKCAIALHNMAFR 
1EDNHRSVEMVNGNNQLSGLFF 
LRHFYAG1PYQRQVINFPLGAH 


15967 


46335 


A 


16058 


736 


910 


RVSTPRATGTVPQRDYPLSVVA 
TG*PDSFHTYLFVRTY*K*V*VL 
A YLNTRQN DGDFP 


15968 


46336 


B 


16059 


17 


1699 




15969 


46337 


A 


16060 


3 


440 




15970 


46338 


A 


16061 




564 




15971 


46339 


A 


16062 


1 


1062 




15972 


46340 


A 


16063 


203 


425 


LNNW1ISWLLHMMCLMKVAN 
CFRS*DRRELAVSAFFVLL*AM 
RLRRSSSGFLANLAHLQKMKL 
NSSTYVPPTKH 


15973 


46341 


A 


16064 


402 


713 


RGVAISLGQSKSHGYIHFQVAQ 
REPEILG\DS1KAVRWCSLHGRL 
M***M*RDLKQWFSAPEA*VSL 
GTLCVIGQKAVGSLALMSWEP 
TPRPMGLLSTSRTLYS 


15974 


46342 


A 


16065 


944 


1305 


LPLWF1SALRLAG1AVWCVLST 
GFEQIRM1KAFGLEDRQSAL/FA 

A 1 J A I I j K K \ JV1 tv V A t\/l J J/VKT 

DPTIGWPSSLGLLFSNRTPWVPF 
PFFFQVPQ\LHTFIRGILIWKTFP 
FWIFPFPASSW 


15975 


46343 


A 


16066 


1 


756 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15976 


46344 


A 


16067 


50 


1191 


CLT1AVFFPAPQCPEMFS1PCHT 

ARDGERAASMIQDYIFCFFSASF 

MKLKPERMHSHERAQTSDMLK 

DCRRHLPIGILMAGGMFAVLRK 

KHQGQTFIERPRISLTCMLPSW 

ATFLWLFTRIGQVLVTCLLMSR 

ECFVN E/VQ VI ATV VS VNPQ VN 

PDIVAM 1G AS AALSLSGIPFNGPI 

G AARVG Y 1NDQY VLN PTQDEL 

KESKLDLVVAGTEAAVLMVES 

EAQLLSEDQMLGAVVFGHEQQ 

QVDSRGSPIKGNRTCDNYIVIEG 

LIDYVNDMIENVSEEAFCVENR 

IMRHSDHHSC1VVRCLSLFALD 

LVLVVIAVSVVNPCLLEVTRLR 

AASIVSQPNLNISDTWGIGAILY 

GAYTCSCIADPHKMMSSGPMY 

SHSCVEK 


15977 


46345 


A 


16068 


401 


1518 


LILFMST/ALLDAVVKKNRVRLI 

PYMLALYVLAFLDRSNIGLAKQ 

TYQIDTGLSNEAYALGAGIFFV 

VYAFLGVPANLLMRKLGARTW 

IGTTTLLWGFLSAAMAWADTE 

AKFLIVRTLLRAAEAGFFPGMI 

YLTSQWFPQRNRASI MGLFYM 

GAPLALTLGSPLSGALLEMHGF 

MGHPGWFWMFVIEGLLAVGA 

G VFTFF WLDDTPEQA RFLSKQE 

KTLLINQLASEEQQKVTSRLSD 

ALRNGRVWQLA1IYLTIQVAVY 

GLI FFLPTQ VA ALLGTKVGFTA 

3VV 1/vIrWVrtALrUI WLlrKl o 

DKSAAK.RYTRPHRECGYFSAPY 
HPPKKVRNNAPHSGPGP1CLIRL 
R VRVRPN LGIE VYKH DSPPNN A 


15978 


46346 


A 


16069 


283 


822 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15979 


46347 


A 


16070 


1 


1400 


MTDLIQRPRRLRKSPALRAMFE 
ETTLSLNDLVLPIFVEEEIDDYK 
AVEAMPGVMRIPEKHLAREIER 
I AN AGIRS VMTFG I SH HTDETGS 
DAWREDGLVARMSRICKQTVP 
EM1VMSDTCFCEYTSHGHCGV 
LCEHGVDNDATLENLGKQAVV 
AAAAGADFIAPSGAMDGQYDV 
FVRNENYWGEKPAIKKITFNVI 
PDPTTRAVAFETGDIDLLYGNE 
GLLPLDTFARFSQNPAYHTQLS 
QPIETVMLALNTAKAPTNELAV 
REALNYAVNKKSLIDNALYGT 
QQVADTLFAPSVPYANLGLKPS 
QYDPQKAKALLEKAGWTLPAG 
KD1REKNGQPLRIELSFIGTDAL 
SKSMAEI1QADMRQIGADVSLI 
GEEESSIYARQRDGRFGMIFHR 
TWGAPYDQRPSQSKRVRQR*F 
QAQQD*MKKPTQSKWNRATR 
VRGGREILTKFVLTAPLKWLKR 
SNSRRVSFAG 


15980 


46348 


A 


16071 


592 


1427 


IPIGVTPCFSTLRRTLFALLACAS 
FIVHAAAPDE1TTAAWPVNVGPL 
NPHLYTLNQMFAQSMVYEP\LV 
KYQADGSVIPWLAKSWTHSED 
GKTWTFTLRDDVKFSNGEPV\D 
AEAAAENFRAVLDNRQRHAW 
LELANQ1VDVKALSKTELQ1TL 
KSAYYPFLQELALPRPFRFIAPS 
QFKNH ETMNG IKA PIG TAQPWN 
LQESKLNQYHGFGRNENYWGE 
ICPAIKKITFNVIPDPTTRAVAFE 
TGDIDLLYGNQRLLPLDTFARF 
SQNPVYHTQLSQ1WNQ 


15981 


46349 


A 


16072 


1 


1071 




15982 


46350 


A 


16073 


585 


1072 


RPARD V PLPIRGLQPSLRGPQQL 

PEKPA VE VRLDKWL W A ARF YK 

TRALA\REMIEGGKVHYNGQRS 

KPSKIVELNATLTLRQGNDERT 

VIVKAITEQRRPASEAALLYEET 

AESVEK.REKAMSPRGPPFVGAP 

KNPRGFLKLNALTMPHPDRRP 

DKKERRDLLR 














Aon 1 LAKA^L o/roLL I l^t-INl^A 

HNQMPASELKASEIPFHPSIKTQ 
DPKAEEKSPRSKR*L*QRQVLP 
DPAADLSVKPPGPLMLPLCYLS 
GPADITVLKASQDGLIIA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15984 


46352 


A 


16075 




2111 


MNTPLQSAHTHLTLVEFIAYLV 
SDSPFPAASTLSLPTCNFDPCPT 
KLGAGTMPPAAAGGQRRPHAA 
PPA A YPH RN K.VRA AE A RTSR A 
VRREYEAGDEASGRRGRGGRM 
KSVQNARADRGMWVRERRAV 
VRGQENTVVVFAAAASPESDFL 
QIVLRDIAREMVPEYKSDLQPR 
TQMDAKK.PRKCDLTPFLVLKA 
RKKQKFTSAKHLWVQRKGKG 
VEDHADWQGQIWVGVEGKSA 
EGQGLNLTGAFNRSPENKVSPQ 
GPALNALEIDSSYLDPQALALP 
QGWQGLLFPPLLGTELVGSKLS 
VQIQKPPSNIKNSRMTQVFHKN 
TSVTSLPFVDTKGKKNTVSFPHI 
SKKVLLKSSLLYQVSADGLDPE 
KAGERPGFSPKPVLERPRIVGKS 
TVAAEEENQAHNQMPASELKA 
SEIPFHPSIKTQDPKAEEKSPKK 
QKVTLTAAEALKLFKNQLSPYE 
QSEILGY\PELWFLGLEAKKLDT 
APEKFS K.TSFDDEHGF YLK VLH 
DHIAYRYEVLETIGKGSFGQVA 
KCLDHK.NNELVALK11RNKKRF 
HQQALMELKILEALRKKJDKDN 
TYNVVHMKDFFYFRNHFCITFE 

I I fTMT VP i \4k r xrKT\Ttror , cci CI 
LLOllNL* I oLlVlKJNlNJNr^Ur L3l>C>i 

VRRFTLSVLKCLQMLSVEKIIH 
CDLKPEN1VLYQKGQASVKVID 
FGSSCYEHQKGHLPSRLRSAVT 
TTSMILNKVLRFSEPKLPHLQFE 
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SEQID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15985 


46353 


A 


16076 


28 


1327 


GYKMPVITLPDGSQRHYDHAV 

SPMDVALD1GPGLAKKPLV1RQ 

G A AG LMAKLVDACDLI END AQ 

LSIITAKDEEGLEIIRHSCAHLLG 

HAIKQLWPHTKMAIGPVIDNGF 

YYDVDLDRTLTQEDVEALEKR 

M H EL A EKN YD V 1KKKVS WHE A 

RETFANRGESYTVVSIVEENSAD 

DDKPGLYFHEEYVDMCRGPHV 

PNMRFCHHFKLMKTAGAYWR 

G DSNNKM LQRI YGTA WPDKKA 

LNAYLQRLEEAAKRDHRKIGK 

QLDLYHMQEEAPGMVFWHND 

GWTIFRELEVFVRSKLKEYQYQ 

EVKGPFMMDRVLWEKTGHWD 

NYKDAMFTTSSENREYCIKPM 

NCPGHVQIFNQGLKSYRDLPLR 

MAEFGSCHRNEPSGSLHGLMR 

VRGFTQDDAHIFCTEEQ1RDEV 

NGC1RLVYDMYSTF\GFEKIVV 


15986 


46354 


A 


16077 


1692 


1776 




15987 


46355 


C 


16078 


1 


1341 




15988 


46356 


B 


16079 


83 


373 




15989 


46357 


A 


16080 


2 


64 




15990 


46358 


A 


16081 


1695 


2293 


EMISNPFIPSS1LPLAKIRNIGIMA 
HIDAGKTTTTERILYYSGYTRSL 
GDVDDGDTVTDFMAQERERG1 
TIQSAAATFEWKGYRVNLIDTP 
GHVDFTLEVERCLRVLDGAVA 
VFDASAGVEAQTLTVWRQADK 
HNIPRIWFLNKMDKTGASFKYE 
VIT1SSLQKSGITKLCFFCVLKLV 
SQERCQASKCNKIEGQRFNQ 


15991 


46359 


A 


16082 


1 


2901 




15992 


46360 


A 


16083 


1196 


1740 


FWLKAMPTIVTASPRWFSC/LR 
EIRSAASAIASTAIQQAIARPSTV 
1ATTLLSNSHGNSSDSTSVEMK 
A I INKLRILRGRSRPQRTRG PTPS 
SSANGTISQVNMVLKNGSPIEIL 
PSPSCLCTNGSSVPSNTTSIAAT 
SKTLFANSKDSRDHSALFTRER 
TLCPRAANSSSEPANHQHHKGE 
D 


15993 


46361 


B 


16084 


49 


398 


















15995 


46363 


A 


16086 




2184 




15996 


46364 


B 


16087 


311 


4963 




15997 


46365 


A 


16088 


12 


335 




15998 


46366 


A 


16089 


1034 


1400 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15999 


46367 


A 


16090 


1767 


2973 


SGARRLAG*KPGNAVSAAPFYP 
YARPV/SMISPMLIPC*CWKC/D 
PAAK.RQFRERTAVRCVAQFVD 
VGKL1PFWGLCVGIYATNSAET 
FLHRVVQLLNDSVEHTLQDA1T 
IRDEDFTATPSPADEVAYIQLSG 
GTTGTPKLIPRTHNDYYYSVRR 
SVE1CQFTQQTRYLCAIPAAHN 
YAMSSPGSLGVFLAGGTVVLA 
ADPSATLCFPLIEKHQVNVTAL 
VPPAVSLWLQALIEGESRAQLA 
SLKLLQVGGARLSATLAARIPA 
EIGCQLQQVFGMAEGLVNYTR 
LDDSAEKIIHTQGYPMCPDDEV 
WVADAEGNPLPQGEVGRLMTR 
GPYTFRGYYKRSSVLGKGSDCS 
FGVFLPGLLPSASSVRRDSNVSI 
RNVVSL1NSSRWKSGFTWHDN 
VLQLDGSFPLT 


16000 


46368 


A 


16091 


845 


1920 


YPMMRK/RLMKLWREAKALHS 
DPFEPWA SII EDADKAKSSKQ A 
RGRGGFVRSSWQEVNELIAASN 
VYTIKNYGPDRVAGFSPIPAMS 
MVSYASGARYLSLIGGTCLSFY 
DWYCDLPPASPQTWGEQTDVP 
ESADWYNSSYI1AWGSNVPQTR 
TPDAHFFTEVRYKGTKTVAVTP 
DYAEIAKLCDLWLAPKQGTDA 
AMALAMGHPPERESGRYRLIPV 
PASGYPPDPAPEWDQFPHVHEL 
CDTANGCPLPELASPAGYTSSIN 
RVSTCVSTLAK.SSYRSRVRVKR 
LRRRFNGGVHFRRVVAVVIDQ 
HC RTAFT1H WLQREFTEEIKTAT 
SPLEAFKRPQNSLVVNALFRSN 
RNAAAAFSAL 


16001 


46369 


A 


16092 


1 


209 


VSFMIIAALMMMGIDTGWLLV 
A AGF VG AI V 1 AS/ARPGRN SKRL 
1ALISAIGMSIFLQNYVSLTEGSR 
DVA 


16002 


46370 


A 


16093 


194 


657 


CLDHLRAVQSLRLPLSVPAAM 
RPGAAIGYTMVYGIIGMIN/FAH 
GEVYMIGSYVSFMIIAALMMM 
GIDTGWLLVAAGFVGAIVIA/S/ 
AYGWSIER/VAYRPVRNSKRLI 
AL1SAIGMS1FLQNYVSLTEGSR 
GLATEMFLEKGDNGTEDGRAR 


16003 


46371 


A 


16094 


1 


3303 




16004 


46372 


A 


16095 


3 


5071 




16005 


46373 


B 


16096 


144 


326 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last am ino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


16006 


46374 


A 


16097 


282 


599 


1PVSISGCHLAGAGTQTASGVP 
VHPHGHLAHQRQSFIGNTKTEC 
WPISSVPPHHW*A**TDIGAGSG 
DDQRVLDVWWNWRTKE*P*W 
W*PTNGLCRKVANRQAAR 


16007 


46375 


B 


16098 


1 


276 




16008 


46376 


A 


16099 


812 


1084 




16009 


46377 


C 


16100 




1608 




16010 


46378 


A 


16101 


173 


504 


SADSKPVLPRTSASLVSASCSTR 
CGLRQ ASMESNNLTMVFGFS IG 
KVWMRS*NSATSLAKSRISFGT 
RRRWHSCSTN/SNTRRAMTMM 
TRPEFWRRQPCGLSIAAIESVIK 
V 


16011 


46379 


A 


16102 


1 


816 




16012 


46380 


A 


16103 


742 


1182 


PAFIECSKAQENNHKGNCYQSG 
SLVSR*AFLIRHTRPVITNARR*F 
*RKVFHQRHGIAGTGSWRGFPL 
NLH*RQTVVAFQSRRAIHPM*S 
GKGREWHHFAVGAADIKFIDIF 
WQHTEFGIRLNTRRAMTMMTR 
PEFWRRQPFTEIVA 


16013 


46381 


A 


16104 


550 


884 


KRYGMAASFHSGEITTHRTPAP 
W RM V VM S PARSM AH DL AQTA 
WRG/APRPLPDTLATMTPQAY/ 
NSIQYDAEKSLWHNVE/NRQLD 
AQFFHMGMGFRRRTLWAGITN 
AQVCGWTA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16014 


46382 


A 


16105 


2363 


2856 


MLTLWSSPTTTRRWRWAASSV 

ANTLA*MTLSMAAMLSPQVDV 

RFATLCHDLGKGLTPPELWPRH 

HGHGPAGVKLVEQLCQRLRVP 

NEIRDLARLVAEFHDLIHTFPM 

LNPKTIVKLFDSIDAWRKPQRV 

EQLALTSEADVRGRTGFESADY 

PQGRWLREAWEVAQSVPTKAV 

VEAGFKGVEIREELTRRRIAAA 

SDTIPQLNEHD1HRRRHNKAIN 

GERDQRNALNQLQEGFNRYQR 

HHKSGDQPNGKHRDIAACQEA 

PALVEIERRCAHHHRHRQQERK 

SEQHAARFGIANGDLVRVWNK 

RGQ1 LTGAVVTDGIKKGVVCV 

HEGAWPDLENGLCKNGSANVL 

TADIPSSQLANACAGNSALVY1 

EKYTGNAPKLTAFDQPAVQAN 

TRPLRLARNQHRAFRCRITFHR 

FTRIMWVEEIGQRFGNHPFGRV 

RIQDSLCVCGALRYISATFN V W 

RKRA VTCVRSFG SDFTGSPPLR 

APKGESIRRLLALREAGIIHILAL 

GEDYKMEINESRTVLKTEDNSY 

SFDVFIDARGQRPLKVKDIPFPG 

LREQLQKTGDE1PDVGEDYTLQ 

QPEDIRGRVAFGALPWLMHDQ 

PFVQGLTACAE1AAACGPFDKD 

RIEGG1VVRMAKEGETLVLLDG 

TEAKLNADTLVIADHNKALAM 

GGIFGGEHSGVNDETQNVLLEC 

AFFSPLS1TGRARRHGLHTDAS 


16015 


46383 


A 


16106 


390 


636 


KFLSFRPDRVCVACAEEARAGL 
CLRQCITGHPEACLA1PVLVCVE 
CWGGTDADQPVAVFPSRFSQV 
SPDRGT*QWLCWKFL 
















16017 


46385 


A 


16108 


142 


243 




16018 


46386 


B 


16109 


275 


919 




16019 


46387 


A 


16110 


1 


693 


If 1 


16020 


46388 


A 


16111 


522 


714 





2070 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16021 


46389 


A 


16112 


1 


900 


STCSSRSHLHLIQASPILPNYVA 
TAVAARJ1ADVQGISDTCVIAQP 
SPPHPGALRTLVFTTDEPETPQP 
PGAAGFQLVQKKQVQLHNVLY 
VMTPHAFAQGTVTIYLPGEQQT 
LSVAPLKNVVQLVTQQHLRDR 
LWWPGAFLTDFAAKVKALKD/ 
YPNHVMAQRASGEAEADDDV 
AATIKS VRQQLLNLN 1TGRLPV 
KLDPDFVRVDENSNPPLVGDYT 
LYTVQRPGTEQGSFKVKRARA 
RVRQTRAPLFGPKSPAPEHMES 
ELEFELIGPSKSTSGNPRGLRSE 
RPVLFCLYPEMPTAAAR 


16022 


46390 


A 


16113 


150 


649 


NALLGTCPGTARFPGTGSAPTL 
HPDASRSGRGRAACPRSAQWS 
PRPWQSVAGLAWLGAHWGSR 
STSRTAETTASKRGHPRSPAAQ 
LPPGPRPPRAPQLQRALQSVHP 
LS PRP APL A/EPKLTA AC W AE A 
VK.1TTVRYSDSCSRLLTDLGKP 
VQSMLLKDIRKVYNWQ 


16023 


46391 


A 


16114 


153 


740 


THQLFLPPHHQEI SQTTWLS A A 

WPRHTCAHSLSPLQPPVPFSRP 

HVPLPGPSKTWSDGPRLQSLPG/ 

RPSERTPRR/CRSASGQPPHLGG 

EERLCLAAPSGRICHCEGDDES 

PL1TPCHCTGSLHFVHQACLQQ 

WIKSSDTRCCELCKYEFIMETK 

LKPLRKWEKLQMTSSERRKIM 

CFSDIPRHCRPMCGLVLVCAH 


16024 


46392 


A 


16115 


1 


1194 




16025 


46393 










iKji AKyKr Vr ALU W W 1 IN V jAo 

TAPP1ILPSITGSRLAVIKWLTVS 
AGKLSALLCASCQK.GG/VGEM 
ANGNGERNHKQTGDTVLTPPQ 
H YRKI YQPI A ARSCIRC VCG S 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16026 


46394 


A 


16117 




1782 


MAGIRSTLIKEKNMITNYEATV 

VTTDD1VHEVNLEGKRIGYVIK 

TENKETPFTVVDIDGPSGNVKT 

LDEGLSLLLSLVSIVV1MKLFYQ 

YEQRFGMRSTSLLNVIGSNTIAI 

YTTHRILVEIFSLTLLAQMNAA 

RWSPQVELTLLLVYPFVSLFICT 

VAGLLNLTTVMPEQYRYTLPV 

KAGEQRLLGELTGAPCATLVA 

EIAERHAGPVVLIAPDMQNALR 

LHDEISKFTDQMVMNLADWET 

LPYDSF\SLHQDNYLLVAFQPFY 

QLTDDA A VG VLI VPVNTLMQR 

VCPHSFLHGHALVMKKGQRLS 

RDALRTQLDSAGYRHVDQVME 

HGEYATRGALLDLFPMGSELPY 

RLAIGVNVAQAEVLNLESGAK 

QVLQETFGYQQFRPGQEEIIDT 

VLSGRDCLVVMPTGGGKSLCY 

QIPALLLNGLTVVVSPLISLMKD 

QVDQLQANGVAAACLNSTQTR 

EQQLEVMTRPR1GDGTGALRK 

RVAQLAFKNQPMMVGNWAQS 

ILHGGVIASALDVAAGLVCVGS 

TLTRHET1SEDELRQRYRGWGP 

L1FALI1CAQAGASVLLLLVACC 

VQAIKSPSPALNYTMKNSFILPV 


16027 


46395 


A 


16118 


380 


1431 


TALLIRDMPPYVEAYPNENLTT 
VMPEQYRYTLPVKAGEQRLLG 
ELTGAACATLVAEIAERHAGPV 
VL1APDMQNALRLHDEISQFTD 
QMVMNLADWETVLPYDSFSPH 
QDI I SSRLSTLYQLP1AIQGG VLI 
VP VNTLMQRVC PH SFLHGHAL 
VMKKGQRLSRDALRTQLDRAR 
Y RH VDQP AH AGGKVLEMI V VG 
IATWLGFLLFGLNYSLLLAVLV 
GFSVLIPYIGAFVVTIPVVGVAL 

DGNLLVPVLFSEAVNLHPLHHR 
EQIGGNKMADRQCRK1VCATV 
RQLPEGGRGEMANGNGERNHK 
QIGDTVLKATGSKQGDGQNHG 


16028 


46396 


A 


16119 


1 


940 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16029 


46397 


A 


16120 


114 


1380 


NRVHCRRCSGGDTGVSHLKGI 
NVKYRYELTDSVGVMASLGFA 
ASKKSSTVMTGEDTFHYESLRG 
RYVSVMAGPVLQISKQVSAYA 
MAG V A H SRWSG STMD Y RKTEI 
TPGYMKETTTARDESAMRHTS 
VAWSAGIQ1NPAASVVVDIAYE 
GSGSGDWRTDG FI VGISG VLKD 
GTGKPVQNCTIQLKARRNSTTV 
VVNTVGSENPDEAGRYSMDVE 
YGQYSVILQVDGFPPSHAGT1T 
VYEDSQPGTLNDFLCAMTEDD 
ARPEVLRRLELMWEEVARNAS 
VVAQSTADAKKSAGDASASAA 
QVAALVTDATDSARAASTSAG 
QAASSAQEASSGAEAASAKAT 
EAEKSAAAAESSKNAAATSAG 
A AKTSETN A A ASQQS A ATS A ST 
AATKASEAATSARDAVASKEA 
AKSSETNASSSADYAAS 


16030 


46398 


A 


16121 


165 


299 


G1LPISEPPSNR1FACWGKPAWT 
ACCNSLRARR*RAISCCPSHW 


16031 


46399 


A 


16122 


1 


388 


MGSKSWVTQKGPAKAQSSQV 

GRVKQATATDTGRTRDSHMER 

PKCSKGYLCLPYMALQQHHLL 

SDVTVRGFVAGATN1LFRQQKH 

LSDA1VEVRLCGSDLVLYGTST 

PKNL1WVMVHVVGHRPDRR*C 

CCNA/SVRQTQ1SLRAFGSFHM 

AVSGSSSVSGCSLFHSAHLTAL 

CFSWPLLCYPTLGPH 


16032 


46400 


A 


16123 


130 


414 




16033 


46401 


A 


16124 


1 


387 


















16035 


46403 


A 


16126 


318 


401 




16036 


46404 


A 


16127 


519 


658 


YPGSQLLASKGTKLDGE*V*RS 
RLQKVGNNKLLQAKGACSNPT 
QES 
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SEQ ID 
NO: 


SEQ lO NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


16037 


46405 


A 


16128 




1837 


FRPRQLVAAKPSVFADVQSMES 

VGTGGGAEAEGGVRSRGLCPT 

RMLPGLAAAAAHRCSWSSLCR 

LRLRCRAAACNPSDRQEWQNL 

VTFGSF\SNVVPCTHPYIGTLSQ 

EKLYSTNVHKEGQGSHTLREE 

KVPSFVTAEGVGAKLISPLKQE 

PLQVRVKAVLKKREYGSKYTQ 

NNF1TGVRAINEFCLKSSDLEQL 

RKIRRRSPHQDTESFTVYLRSD 

VDAKSLEVWGSPEALAREKKL 

RKD AEIE Y RERLFRNQKI L RE Y 

RDFLGNTKPRSRTASVFFKGPG 

KVVMVAICINGLNCFFKFLAWI 

YTGSASMFSEAIHSLSDTCNQG 

LLA LG 1SKS VQTPDPSHP YGFSN 

MRY1SSLISGVG1FMMGAGLSW 

YHGVMGLLHPQP1ESLLWAYCI 

LAGSLVSEGATLLVAVNELRRN 

ARAKGMSFYKYVMESRDPSTN 

VILLEDTAAVLGVIIAATCMGL 

TSITGNPLYDSLGSLGVGTLLG 

M VSAFLI YTNTEALLG RSIQPEQ 

VQRLTELLENDPSVRAIHDVKA 

TDLGLGKVRFKAEVDFDGRVV 

TRSYLEKQDFDQMLQEIQEVKT 

PEELETFMLKHGENI1DTLGAEV 

DRLEKELKKRNPEVRHVDLEIL 


16038 


46406 


B 


16129 


1 


1065 




16039 


46407 


A 


16130 


1248 


1658 


PLALPEFISKSWKERLTDTTVLF 
LKARRQSLCLQIGGDPLES/1LQ 
AFCVLSVAKESQLYTYLHAIMR 
TLKSSIARGARTFQSTSDGTVKS 
RPSK1IFLPRLHDRFRFSALRHL 
DPKKLDLGDGSRSAHRPDRRFF 


16040 


46408 


B 


16131 


969 


1026 




16041 


46409 


A 


16132 


339 


432 


RYMVLSEFRSMQTGIT1CWKERI 
L*NCRKRJE 


16042 


46410 


A 


16133 


3 


443 


HTWNSDRTMYLQRRHIFFKNC 
FWLQAGYSLGAPSWRSLVTVW 
QIIFSDFYRKTLCNSNSPLF*SLC 
QRQSTLLGTLLIFCSYASSPEAI 

INoAArKV Kortv I UrtvTvAKorKAj 

VGGAEGNGSRDTEPKGGRPLA 
TPSQGERLMAGTVTK 


16043 


46411 


B 


16134 


34 


1426 




16044 


46412 


C 


16135 


62 


217 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possiblc nucleotide 


16045 


46413 


A 


16136 


1 


609 


M 1 PVSEKSKIGQLNLMLKGKKT 
KGKKVALVPAAVKKQEAKKV 
VNLLFEKRPKNVGIG/QDIQPKR 
DLH\RFVKWPRY1RLQQQTAIL 
D/QFIQALDQQTATQLLKLAHK 
YRPETKQKNKQRLLA\RAEKKA 
ASKGDI PNKRPPVLQAG VKTVT 
NLVENKKAQLVVIAHDVDPVE 
LVVFLPVLHCKMGVPYCIIKGK 
ARLGHLVHRKT 


16046 


46414 


A 


16137 


1 


824 


GTRPKMPKGKKAKGKKVAPAP 

A VV KKQEAKKV VNPLFEKRAPK 

NFGIGQDIQPKRDLTRFVKWPR 

YIRLQRQRAILYKRLKVPPA1NQ 

FTQAL\D RQTATQLL K.L AHK YR 

PETKQEKKQRL\LARAE\KKAA 

WPKGTFPTKRPPVVLRAGVNTV 

TTLVENKKAQLVVIAHDVDPIE 

LVVFLPAL\CRKMGVPYCIIKGK 

ASLGR1VHRKTCTTVAFTQVNS 

EDKGVALAKLVEAIRSNYNARY 

DEIRRHWGGNVLGPKSVARIA 

KLEK.AKAKDLATK.LG 


16047 


46415 


A 


16138 


1 


799 




16048 


46416 


A 


16139 


1 


344 


MHQTTAK.TPHTSYPNNYEEHN 

RRANRSKNYDPJRHTTIILKRTN 

PAQT1TN LLKSRFNRYN YVQPR 

SCRS1F1H1PGERDLNLC1APNPP 

AIFPTS1GYLGPDLNNLPTYAPFI 

TTNLTGPAPTTTHPVGNLGTTG 

NPEPGGCGILIVWCCVNWACL 

WDSVVAAPREPYMPAGLLRHR 

RH Y RH RREDLIA VP A ARQTDE 

NRRP A LCHEY A VG H RKIKTN V 

EHTEPY I LPLITHSQPLN RG AFF 

CPGVRFLVVSVLDFEKRLAFAS 

* SCG VQLRI RGKVQG VG FR PF V 

WQLAQQLNLHGDVCNDGDGV 

EVRLAYRVLVGQPQHYPRGRP 


16049 


46417 


B 


16140 


1 


1323 




16050 


46418 


A 


16141 


1 


1356 




16051 


46419 


A 


16142 


1 


1524 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16052 


46420 


A 


16143 


173 


2310 


QQWASRTRRWRSLITTLCVDA 
RSQHDY1ALSRLFHTVMLFDVP 
VMTRLMESEARRFIALVDEFYE 
RH VKL V V S AEVPL YE 1 YQGDRL 
KFEFQRCLSRLQEMQSEEYLKR 
EHLAAKPETVKRDWYVVDAT 
GKTLGRLATELARRLRGKHKA 
EYTPHVDTGDY11VLNADKVAV 
TGNKRTDKVYYH HTGHIGGIK 
QATFEEMIARRPERV1DNRRGS 
LRQAGYAIHDGGNNSMAKNTS 
CGVQLRIRGKVQGVGFRPFVW 
QLAQQLNLHGDVCNDGDGVE 
VRLREDPETFLVQLYQHCPPLA 
RIDSVEREPF1WSQLPTEFTIRQS 
TGGTMNTQ1VPDAATCPACLAE 
MNTPGERRYRYPF1NCTHCGPR 
FT1IRAMPYDRPFTVMAAFPLCP 
ACDKEYRDPLDRRFHAQPVAC 
PECGPHLEWVSHGEHAEQEAA 
LQAAIAQLKMGKIVAIKGIGGF 
HLACDARNSNAVATLRARKHR 
PAK.PLAVMLPVADGLPDAARQ 
LLTTPA\AP\IV L VDKKYVPELC 
DDIAPDLNEVGVMLPANPLQH 
LLLQELQCPLVMTSGNLSGKPP 
AISNEQALADLQGIADGFLIHN 
RDIVQRMDDSVVRESGEMLRR 
SRGYVPDALALPPGFICNVPPVL 
CLGADLKNTFCLVRGEQAVLS 
QHLGELSDDGVQMQWGQRLC 
RM GTQ VL PPTFNI EKK VQ S AR Y 


16053 


46421 


C 


16144 


1 


184 




16054 


46422 


A 


16145 


85 


416 




16055 


46423 


A 


16146 


96 


570 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16056 


46424 


A 


16147 


2 


1690 


CCCCPCCCPCWGRVSGSVAGG 

PRQGLGLPLSLCISPGSLNKDPS 

YSLQVQRQVPVP/EGLCVIVSC 

NLSYPRDGWDESTAAYGYWFK 

GWTSPKTGAPVATNNQSREVE 

MSTRDRFQLTGDPGKGSCSLVI 

RDAQREDEAWYFFRVERGSPL 

TQKPDVYIPETLEPGQPVTVICV 

FNWAFKKCPAPSFSWTGAALSP 

RRTRPSTSHFSVLSFTPSPQDHD 

TDLTCH V DFSRKGVSAQRTVR 

LRV ASLELQGN V 1 YLE VQKGQF 

LRJLLCAA DSQPPATL SWVLQD 

RVLSSSHPWGPRTLGLELRGVR 

AGDSGRYTCRAENRLGSQQQA 

LDLSVQYPPENLRVMVSQANR 

TVLENLGMGTSLPVLEGQSLRL 

VCVTHSSPPARLSWTRWGQTV 

GPSQPSDPGVLELPPIQMEHEGE 

FTCHAQHPLGSQHVSLSLSVH/S 

PSTAAGPLLLLGG*GSALQLLL/ 

SRPARPPLCAGGLGRSCWRGTA 

VRAPSRSPPAQPGPGPTAP*AS 

M EG S A P A SG S A VRPGTSTGPRV 

ALSSSCYQGSWSMGEDLAWGL 

PWELASLPCSLSVPALSSSG 


16057 


46425 


A 


16148 


3 


1578 


VTQLLCTSN GRRALEF A LFPG R 

RFRPVATNHQSREVEMSTRGRF 

QLTGDPAKGNCSLVIRDAQMQ 

DESQYFFRVERGSYVRYNFMN 

DGFFLKVTGMEWGGNPCLSH 

WGGTLGTAYGLSREGSQGPLQ 

HKN/HPTTVSVPALTQKPDVYIP 

ETLEPGQPVTVICVFNWAFEEC 

PPPSFSWTGAALSSQGTKPTTS 

HFSVLSFTPRPQDHNTDLTCHV 

DFSRKGVSVQRTVRLRVAYAP 

RDL V I S I SRDNTP ALEPQPQGN V 

PYLASPKAGQFLRLLCAADSQPP 

ATLSWVLQNRVLSSSHPWGPRP 

LGLELPGVKAGDSGRYTCRAE 

NRLGSQQRALDLSVQNPPENLR 

VMVSQANRTVLENLGNGTSLP 

VLEGQSLCLVCVTHRQPPSQAE 

LDPEGTGSEPLPALRPRGSWSW 

LVGSSGARRRVHLPRSAPTGAP 

RRTLLPSPCTTPRSCWAPPAPGR 

LRVCTAAAPPRPARPPLCAGGL 

GRSCWRGTAAQGLLRGSPPAQ 

PGPWAQTASPEPSMEGLNSGPQ 
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SEQ II) 

NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16058 


46426 


A 


16149 


90 


1029 


MLLPLLLSSLLGGSQAMDGRF 

WIRVQESVMVPEGLCISVPCSFS 

YPRQDWTGSTPAYGYWFKAVT 

ETTKGAS\VAPNPP\SREVEMST 

RGRFQLTGDPAKGNCSLVIRDV 

QMQDESQYFFRVERGSYVRYN 

FMNDRVLVLKVTALTQKPDVY 1 

PETLEPGQPVTV ICVFN WAFEE 

CPPPSFSWTGAALSSQGTKPTTS 

HFSVLSFTPRPQDHNTDLTCHV 

DFSRKGVSAQRTVRLRVAYXPP 

ETFGI SIFT VTNTPDPPEN LRVM 

VSQANRTVLENLGNGTSLPVLE 

GQSLCLVCVTHSSPPARLSWTQ 

RGQVLSP 


16059 


46427 


A 


16150 


270 


1001 


CCCTVYRAF1RKRLKRSSDSVY 
RRKNPSASYDRDAEASLAAVK 
SGEVDLHQLASTWAKAYAETT 
LEHARPEEPSWDEDFADVYHD 
LI H SPA SETLLNLEHN Y F VSISEL 
1GERDVELKKLRERQGIEMEKV 
MQELGKSLTDQDVNSLAAQHF 
ESQQDLENKWSNELKQSTAIQK 
QEYQEWVIKLHQDLKNPNNSS 
LSEEIKVQPSQFRESVEAIGRIYE 
EQRKLEESFT1HL*AQLKTMHN 


16060 


46428 


A 


16151 


60 


648 


LAMSLSHLYRDGEGRIDDDDD 
ERENFE1TDWDLQNEFNPNRQR 
H WQTK.EEKG SLQRK.EFFTDL V 
GLCFCAYRARDYSAPVNFISAG 
LKKGAAEEAELEDSDGFLRFFFI 
LFFH* LSFDFSFLQGGNFKPSQK 
GFAGGTKSFMDFGSWERHTKG 
I * FTYMNCCDRKTLFFFC*NSSG 
IINPIE AKQRKG KG A VGA YG 


16061 


46429 


A 


16152 


237 


450 


LAMSLSHLYRDGEGRIDDDDD 
E/REENFE 1TD WDLQN EFNPNR 
QRH\WQ\TKEESTYGVWAERDS 
DDERPSFGG 


16062 


46430 


A 


16153 


12 


85 


VSFLSMGSGHCIRSTRGSKMVS 
WSVIAK1QEIWCEEDERKMARE 
FLAEFMSTYVMMNIHMIVEKN 
T*SPFCPWARATVSGPPVAPKW 
SPGP 


16063 


46431 


A 


16154 


49 


481 


















16065 


46433 


A 


16156 


493 


728 


VSFLSMSSGHC1RSTRGSKMVS 
WSVIAKIQEPCEEDERKMAREF 
LAEFMSTYVMMVSGRAARSG 
WALPGPSMTPSPF 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16066 


46434 


A 


16157 


136 


306 


ASSSREGLTKFAKFTKF TK1HQ1 
*ITLTSYSIKSLEKVCADLIRGTK 
EKNLKVKGPV 


16067 


46435 


A 


16158 


563 


1216 


MMFWPELQPRVCWMGLSWVN 

HQNGRRRRKNQKHH*QKVPLL 

IMASK*KLLEFLNRETKASANL 

SETVTKPPLPQKNTAQVGASSQ 

TRKPNKL A PHP A VP A F VKNTCP 

SRPRERQTHFLRPRPEDRMVAL 

K.PIK.IVLPPVFMPFSSPQGIRSR 

MPTQHLYCRWVAPKALVPTCL 

PTHSLSRKEEKPKRMDTPFLPY 

SRPPSGEWLL1VLWFFNRSQRS 


16068 


46436 


A 


16159 


1 






16069 


46437 


A 


16160 


40 


230 


KQAAQPAVATLSGPLPHCGSFV 
LSLFAINLVAAHSLGPHCLYEL* 
HSPR.RSTASLREGPRLHS 


16070 


46438 


C 


16161 


233 


319 




16071 


46439 


A 


16162 


290 


472 


EFLDTFCYIPKVVDQ*D*THKQ 
QHNVAIIPHVSSAQMSTFC*RT 
MPT1SDDPWHMASMRAV 


16072 


46440 


A 


16163 


3 


553 




16073 


46441 


C 


16164 


270 


608 




16074 


46442 


A 


16165 


2598 


2943 


HSPRGSAASFLKSVRPRTHQFR 

TQEDRLSPGIQDQPGQPSNTPSL 

QKL*N*LGVMGRICSPSYLS*P 

WREDHLSPGG*GCSEP*LHHCT 

PAGVTKSDRVSKNK*INKNKTN 

NDNQ 


16075 


46443 


A 


16166 




58 




16076 


46444 


A 


16167 


218 


342 




16077 


46445 


A 


16168 


734 


872 




16078 


46446 


A 


16169 


1233 


1706 


CLVFWLLYYPGLQLPFHLLPHS 
LG SGQQSSEESAATPSLAEGRR 
EAAFRCGPAGLARQAWRPHAR 
LPGPAAPLAAPSLAPLPTGRSG 
RWLPMLCAASC*SPSPAMSVYP 
QRRLGQGGAEDSEGGPVSRGC 
RAPGPQRPLAAPGEQTAARTQ 
AICLIW 


16079 


46447 


A 


16170 


598 


1159 


CRQTGVKIYDVWFFWLLYYPG 
LQLPFHLLPHSLGSGQQSSEESA 
ATPSLA EG RREAAFRCGPAGL A 
RQAWRPHARLPGPAAPLAAPSL 
APLPTGRSGRWLPMLCAASC*S 
PSPAMSVYPQRRLGQGGAEDS 
EGGSVSRGCRAPGPQRPLAAPG 
EQTAARTQASVYLLLPHSPPLL 
SALHIHHLLPPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16080 


46448 


A 


16171 


834 


1185 


RSLFRHHRPSAAFPRTPCSDCPR 
CSAGTMEDCWLVLGSPELR*KS 
LHERPFHWLPSPSRARCCLPRSE 
TPAGP VPPRPG PRRARRPRGTS 
RPPPASSRGRGALGSLPASEPLP 
ARAT 


16081 


46449 


A 


16172 


78 


478 


VVKNSLIFLVNQVLNSRDFHVF 
FKTT*NCPAQAHTAALYQGLGP 
ACSQRASHWMSSSSKRSSKSLK 
KSA*TAFSLAAK.SIKSPGAASRL 
GNGKARLCQVRFPKEQVISALQ 
GHYPHKKRRWVRGNRLKLEST 


16082 


46450 


C 


16173 


1323 


1656 




16083 


46451 


A 


16174 


77 


231 


RSCMTLMWPRSTP*FGLMERR 
RHMFDWLL1TMLWMLPTKLGS 
SKLSPAA*F*SSCLIL 


16084 


46452 


A 


16175 


1 


255 


STSKGEKPAIRAMAHFLEPHPIN 
FLGARARKADLSPT*YHFFKHL 
DNFLQGKCFHNQQDAENAFQQ 
FFKSQSTNFYAGSSFVTEV 


16085 


46453 


A 


16176 


690 




SPVLQRAFKNGPGTANERTVQ 
WWFKKLCKGDESLEDEEHSG* 
PSEIYNNQLRAIFKADPLTITRE 
EVFPHPLYSPDLSPTSY HFFQHL 
DNFLQGKCFHYQQDAEHAFQE 


16086 


46454 


A 


16177 


1 


383 


MHRSCGSDAYALLGERSVSLR 

RC A VRH A GG 1 RS AN A D I SN DKA 

GEKPARRKTKGSCPTLIGAGLV 

QSLSPIQSAADAGELGSNGILPD 

VESLR1PVQYL AN LLTAGDTKP 

VLRALKRMLAMRHYKRAETV 

DGKVDTRALEEVGLTEAQAQE 

MYRYLAIANYEDRFVVPSSHRE 

LAREAFPEKNGCGFTFGDGCH 

GSDTKFNLFNSRRIDAID*PCPD 

* R WTGTLGLP ASG LFTRFI VTY 

VSIRTSDTSSMPHSTPSQAVTERS 

PNNA*ASLQTC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16087 


46455 


A 


16178 


740 


1977 


SASASRSLEH1TVTPSTGILTCFP 

STTPFGLAL/GGTLGLPASGLFT 

RF1VTKSSIFSVTPLVQPKPSCN 

GYSPPPPPVPHRREFQRRVIAEK 

IFCQHHRAKLNRLEERQYLTVN 

FRAIAQRVNIGITGLQ1TIDANA 

AINRQPGASCQGRFPGAVRCGG 

NYRIHFDIALAVQRWPECQNPF 

FPAPVTEISTADERPSPLTGCLQ 

RJL VTFGS VIFG I INMIMRL APIG R 

FGAMAFTIGKYGVGTLVQLGQ 

LIICF YITC ILF V VL V LG SI AKAT 

GFSIFKFIRYIREELLIVLGTSSSE 

SALRRMLDK.MEKLGCRKSVVG 

L V 1 PTGYSFN LDGTSI YLTM A A 

VF1AQATNSQMDIVHPITLL1VL 

LLSSKGAAGVTGSGFSVLAATL 

S AGG PI AG SG SG ADPRY STA LC 


16088 


46456 


A 


16179 


757 


1037 


FLDPSPEPNVTVTPSTGILTCFPS 
TTPFGLALGVDSPCPD*RWTGT 
LGLPASGLFTRFIVTYGVTPALD 
TGLM*LRSCGPPRSML*HRTQQ 
KC . 


16089 


46457 


C 


16180 


1 


J 13 




16090 


46458 


A 


16181 


178 




LLLGLASEN*HCP1ASEAP*TTT 
DTELWVTLTVEGKS 


16091 


46459 


A 


16182 


1 


251 




16092 


46460 


C 


16183 


129 


1136 




16093 


46461 


C 


16184 


117 


364 




16094 


46462 


A 


16185 


636 


748 


LLLGLAAED*RCPIASEAPQTIT 
DTELWVTLTVEGKS 


16095 


46463 


A 


16186 


37 


444 


DPQVGKLLQHCPARJKMTVTF 

NNHRKPQLSKFHQLYSEDTQQ 

QIIRETFHLVFKRDENVCKFLGT 

IWSLTTGKLNRGQAPLFGIFHT 

VELHLEIRSSCQGIVHF*LTCFSS 

CPCSGPFVNSPFYLPLESGHSK 


16096 


46464 


A 


16187 


179 


422 


LQLGPKEKQSRVLGSFFQVPSC 
GKMGCGSSGSRHIGFPP\PQLSG 
GPLDPRQGSGISEMK*TE*GGY 
PKGSPQHYSRKHQGS 














KEQCLQALSSVKNREKRPSSFH 
PICWSAVSFSVGREGDMWPLAP 
FPDSENVAGAGALLLRLAALPG 
LSWALRPPPPAPVRSWATSGW* 
GGQGREPGRGIPPRW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


16098 


46466 


A 


16189 


44 


515 


VGGGGVQPSMTMGDKKSPTRP 
KRQAKPAADEGFWDCSVCTFR 
NSAEAFKCSICDWRKGTSTRKP 
R1NSQLVAQQVAQQYATPPPPK 
KEKKEKVEKAGQKRKPEKRPR 
KFSP/SVVTKKNTNKKTKPKSDI 
LKDPPS\EANSIQSANATTKTSE 
TNHTSR 


16099 


46467 


A 


16190 


382 


795 


DSGRSWKRLLSPPRPMCDTWA 
LGSYPRLCFAVSPPFSCSLPLPSL 
FPH SPLLGRPKRQ A KPAADEGF 
WDCSVCTFRNSAEAFKCSICDV 
RKGTSTRYLK1CVTWVVVVI*Q 
VF1EHTAICALGVQWYKDRPGP 
CSYGA 


16100 


46468 


A 


16191 


2 


343 




16101 


46469 


A 


16192 


472 


625 


KTSLFQHWLWKVT1VIVMF**L 
RVNVGKLLNNIHRYNSENLASL 
GSQWKFP 


16102 


46470 


A 


16193 


343 


693 


KTSLFQHWLWKVTIVIVMF**L 
RVNVGKLLNNIHRYNSENLASL 
GSTQ1PLKAFTNPCHTSFTLCKH 
MVIQAHQEKQLIQQILYLGDLL 
ET*HFQAFWQALDENMTLLESI 
TGFEGF 


16103 


46471 


A 


16194 


340 


534 


TAIMNDMVTI*TRKFMTNQRLQ 
RKQMVIDVLHPGKATVPYLILI 
EQLRFARHCAWYGGDSDETSH 


16104 


46472 


A 


16195 


80 


552 


P1PHLEKFHAPTRRTFRGNQMW 
1DVLSPPGKADQCP*AQEIPGKT 
*PKMYQDPHPDVI\FVFWIPELH 
FGSRGKTKLAFGNDFMTSLGFI 
AKEKWNPK.HRTLQGHGPGME/ 
ERKKTSKGKPTERERQGTGLEG 
KFQGGLAKGPFFGAWAKRRNE 


16105 


46473 


A 


16196 


248 


474 


YPETPESPTQLSSGQPHREQPPE 
MPESPTQPSSGQSCQEQPPETPE 
LPM*PCLAQPSQKHMIKG*QNN 
KHHENKM 


16106 


46474 


A 


16197 


223 


669 


PRPSLPACSPWRIVDDCGSLKS 
WKRVCQWLQPCPNALPSCLGS 

rLKUc-roOrrfviN JjOLOijI ILibr 

AVWGGLFSTIDCGLVRRPGPSP 
FHPVLPALTSVSLPPTPPGGPLA 
MVGSAMMGGWSGEWEILHLA 
SSTHPYPSLPSPAPPFLE 



2082 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


16107 


46475 


A 


16202 


188 


484 


HFGRVEVGRSQGQEFQTRLAN 

KAKHHLYSFMNESQISPIGC*P 

M/PPKLIRKVHREKNCAGRNLT 

R\QRSGFKTGPPGPPARPSSPTLP 

PPPPLPRLPRRP 


16108 


46476 


A 


16203 


36 


409 




16109 












NTSVKNNFSFMNESQ1SPIGC*P 
MAPKL1RKVHRERNCAGRNLT 
RAEKRLQTPGLPVPPARPSSPSS 
PPTPPLPAATPGGR 


16110 


46478 


B 


16205 


13 


441 




161 1 1 












NSSNSFSIQFCSFAGEELCSFGG 
EEAFWFLEFSAFLRCFFLIFRDL 
STFGL*CAPLEEKRHSGFWNFQ 
PFCAAFSSSSGIYLPLVFDAGDL 
QMGFLCGCPFC 


16112 


46480 


A 


16207 


23 


841 


EKAKEFRRAEEKKKEVPAVPET 

LKKKRRNFAELKIKRLRKKFAQ 

KMLRKARRKLIYEKAKHWHK 

EYRQMYRT\EIRMA\RMARKA\ 

GNF\YVPA\EPKLAFVIRIQRVS 

MGVSPKGSERCCKLLRPFVKIF 

NGNLL*KLNKGFRLTML\RIV\E 

PYIGMGGTPILKSVNELIYKR\G 

YGKI H\RKR1 A\LTDY ALI ARSLG 

KYGIVCMEELNHE1YTVGKRFK 

tAlNlNr b Wrr rvl^oor\VUU\MlsJs. 

KTTHFVEGGDAGNREDQINRL 

HRRNEI.TRLTWIFF 


16113 


46481 


A 


16208 


1137 


1200 


PPSAPAPG*LRPPALSSGSP*PPS 
APAPG*HAPPPSAGTPPP 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16114 


46482 


A 


16209 


1 


1480 


MNECRGVEITTVCSEDWIQRHL 
PGAVVPLKGEGNVGVATEDHY 
QEDSFGFGLRGTGKPLKLEKSR 
PGAVTHTSPSDGLTQYVPDSLT 
AMPAAAVVIWVIRPGCGVQQQ 
IGFLRHSN1DDIRPRTI1RAVAPV 
K.LHGIRIKMASFTSATRLTDEQ 
VITAPADSG1VIPRFSDNWVAG 
GKTHLTHKDS HKLKVKG WKK 
AFHANGHQKQAGVAILTSDKT 
NFKATAVKKDKEGHYIMVKGL 
DQQENIT1LNIYAPNTGAPKFM 
KQLLIDVRNEIDSNTIIAGDFNT 
PLTALDRSSIQKVNKETMDLNY 
TLEQMDLKD1YRTLHPTTAEYT 
IYSTVHGTFSKIDYMTGHKTSL 
NKFKKSEI1SSSLSDHSGIKLEID 
SKRNHQNHANTWKLNNLFLNN 
RWVNNEIKMEIIQLFELNNNND 
TTYQNLWDTAKVVLRGKFIAL 
NAYIKKTERAKKTI YSHTSGI* K 
QEQTKPKPSRRKEI1KIRAELNEI 
TTKKTIQKK. 


16115 


46483 


A 


16210 


32 


398 


ASERLG G PG SPG VP VN PRTDG S 
GAAWLSQRAQCTQSDPRV*EV 
PEHLSPSTPSQEYRGLPAL\PHTS 
RPSHCLPACPLPSRTQPWVPVK 
PGPTACRGFLQHSPTPG SPSP* S 
FQGSSWWDTDL 


16116 


46484 


A 


16211 


2 


681 


AEPWDEGGDGVPCRVPSSGSV* 
V*TLYLDSSVQLCGTEAPQHPV 
DGPPGGKLCHEGSLHLRQGQIP 
GPRLVLQFVQQAGVCGPGGNA 
VYSTPRJDSASLVSGRTSMLFLR 
KFGKTWRKGKLHQRGPPASPV 

HjtxoUlN WO V lOiNJrLr A^oj/our 

ACAKDAAELGAAMPGLVSGPL 
GAALQPRGAGVQLGAATGPGS 
CSK/RGSPKADAR/PRHSQEPGQ 
VPPHAPQGPGLS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16117 


46485 


A 


16212 


102 


1005 


VQWSARPDATPLSTEPSLADYP 

EAQSHIPRRGPRRPEKQGRGGK 

PPRALGRERAGGGSRGPPASPD 

PLSRPCSQAPPPGASAGA*DAP 

ACRREAGSDGVPCRVPSSGSV* 

V*TLYLDSSVQLCGTEAPQHPV 

DGPPGGKLCHEGSLHLRQGQIP 

GPRLVLQFVQQAGVCGPGGTD 

GSGAAWLSQRAQCTQSDPRV* 

E VPEH LPQ VDTHKGEL YQ* PGG 

RDGPGWEEPPQCGMGVSEAHG 

GAGGPGEAGKGRLQRKFGKT 

WRKGKLHQRGPPASPVLGRPR 

PE*VLLRCD*EG*PPSAGQLL 


16118 


46486 


A 


16213 


378 


494 


GTACLQIPQTQGV*QRGFLAEY 
IQWQLRMRSGS1PVRTG 


16119 


46487 


A 


16214 


18 


894 


SVG SLCCLQETPG L RAFG V P WR 

SAQRRWPRRSAASLLSLVLPGR 

AHSPRPTLAPGPLEAQQPPPGG 

SALAQHSRTAPAGTSAACLWP 

V SEQG A A PMCQVTRPPG SQ AP 

CSQPSAHAHKHLTTGSSSPAEA 

SALPRATGSRWETKSSERVSSF 

SA*GTACLQIPQTLRRRTG*RQ 

VGRRLPGSGGFDGCSIFS*S*PV 

TYSLRSVSATSSNEATQLGTT*S 

NSI1FEFCSAQSTAVRCRLFST*T 

DAPWSRSSSTTKTCFSITASCSA 

VLPLLLEALMEAPCPCLACSSA 

S 


16120 


46488 


A 


16215 


340 


582 




16121 


46489 


B 


16216 


93 


711 




16122 


46490 


A 


16217 


1378 


2081 


LSRKKPNWPSSMPWYQFSLIWL 

MSVKTSPSWKPSSPWFSGWKS 

YSTLQLGWSRGGMLLLGVQM 

DLLED WKGDEAA I LGT V VQGK 

PPLDCSGSPRSKAAPRTWAYTPA 

WGVRKLPASCA*ASLPARPGSA 

WPASGRSAAPPP/AARS*LICSM 

SVSRRLCMLVSATSLESSNFSSA 

WRSSSSGILPCRFSMSRESFTSA 

RCFMDSPASSSASLKLDSLPSSF 

W WRI RHSLRS PSDCG 


16123 


46491 


A 


16218 


191 


288 




16124 


46492 


A 


16219 


67 


209 




16125 


46493 


A 


16220 


96 


341 




16126 


46494 


B 


16221 


1 


1185 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16127 


46495 


A 


16222 


192 


703 


AMPSCTRAGLAFVCHVRRRGC 
LSCRGVIPASSQCLFPAPMGTTE 
ATLRMENVDVKEEWQD*DLPR 
PLPEETGVELLGSPVEDTSSTSN 
TLNFNGAHRKRKTLVAPEIMSL 
D H SEG SLLFDDFLDTLDDLDIN 
VDDIETPDETDSLEFLGNGNEL 
EWEDDTPVATAKNMP 


16128 


46496 


A 


16223 


8084 


8251 


TAGDERHGPSRVRMFRIKGRRL 
G WMGPLGRGKR* VTRGM WPG 
KGPAYPGSSASSF 


16129 


46497 


A 


16224 


645 


1317 


WGASRLREPPSPRTLHSPRPGP 

ASAPPLRPLPQNRTPSPSAASTT 

APPQPSEASRLPA* K A KPKPHPP 

SAPRRGG SPPRHSAQPACGRRR 

PRSVGGAAPYAAERRNSAPQGP 

PQRLRRTAEGGKRPSNPRQRSH 

PRQRGDSLP*LGPWSRDRRAGR 

DGRDGSAGGTRRSPSPRYASPE 

PLGPAAPASPAGASWTGGPGRR 

ADDSWRASVFGAQSSACFPRA 

RVL 


16130 


46498 












16131 


46499 


A 


16226 


151 


372 


GGQHWAKAWRQTLGPEMPER 
TGACGCGSL*PFTTPPPPAICVD 
GTFHKYVFTPDGNCNREAFDV 
YLD1CDDDDF 


16132 


46500 


A 


16227 


182 


1083 


HPGPCPDHEQVGSMGLVEDPV 
SPGLPLTLNLGPDNPPTCPAVLI 
WDD AREGK D* EG * SSLG I PPPP 
HGHPVLCDTHRIVIVLKNRQLC 
PF*DAASSSAAH PTPHLHTLG L 
CELPCGLLAPSLHTTPTSDSSLL 
PQDLASTKPGTSSAPFTINAHQS 
DIACVSLNQPGTVVASASQKGT 
L1RRVCMVGW*PHTT*HVGITA 
DLSSSINFSHDSSFLFPTLPCPCP 
PAHLPYLGLASAACRLARVGK 
VGPMIGQYVDSQWSLASFTEM 
PERTGACGCG SL* PFTTPPPPAI 
CVDGTFHKYVF 














r, vurur.ee a /^n a Ar.PiPDTCvi-r 
u V nLnlir oAu^nAu^Gr 1 i>VH 

ETLLPHQLQDQSALRGGVQNR 
QRHQAAEGPGERAGAAVSVGL 
G EPQCH* VG AGRAARG PPILE V 
PAGGADAAAECPAGPHGCGG 
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SEQID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16134 


46502 


A 


16229 


141 


633 


WENARPEPSQGDLRAASVVSPR 

LPPRKGQGGLGYFGRGAGHAH 

GTAGQGASESETLLPHQLQDQC 

ALRGGVQNRQRHQAAEGPGER 

AGAAVSVGLGEPQCH*VGAGR 

AARGPPILEVPAGGGDAAAECP 

AGPHGQNARGQQSGISQLRHE 

REFLLRPFPQAPQL 


16135 


46503 


A 


16230 


65 


466 


VVFAEAAEASLMTSGVGGGAA 
QSPRSRRGGWWPLGEMPYANQ 
PT V RJ T E LTDEN VK F I IENTDL A * 
GYRGKRLAALGRGRPKPGPRG 
RGRGCSGWGGGDVLPELPPCT 
RALALGACGAGPACRGCSAFTP 
LGF 


16136 


46504 


A 


16231 


42 


491 


SGGKEAQGQSGTDQTVVVLSN 
PTYYMSND1PYTFHQDNNFLYL 
CGFQEPDS1LVLQSLPGKQLPSH 
KAILFVPRRDPSRELWDGPRSG 
TDGAIALTGVDEAYTLEEFQHL 
LPKMKGNKWEQKSHYKPDWD 
"NLSCLFRQVLNFVIVAPP 


16137 


46505 


A 


16232 


531 


976 


NQS1VRVNVDNSLSIPVIAAELG 

VRKPSEKGMQQKKKTKDLGFR 

AGKESKTEWRK*GLQDMASQ 

MFASPLK*PVTAAFHDSSMPSS 

LLQ1EMEQLFLEARLQLDSKSE 

ARRNQCDSMLLRNQQLCSTCQ 

EM KM V QPRTM K 1 PDDPKA S 


16138 


46506 


A 


16233 


2 


419 


SFLLSSSYTRTKSILRWPSLKKR 
ESGFPLNSSNSGVRKSC*LSSDP 
KSGTIVCPRFSNTISPSSSSSSSSI 
CSKTFLVPSFSCLPQKAAPNLAR 
SWGLPGSRTARLSQGPDRGPRG 
VCRLGSGAAEPSQRRGKPSRDE 
IV 


16139 


46507 


A 


16234 


27 


792 


1NSIRILSTCKMGHPRFAPQAPG 

PLRTSEKGPAVLPAWGNSSSDH 

SSEPSVGFYFNEDSDGSHPVLQ 

MRACSPDPAQGARPSAEAPGQP 

*HSASRGSDPKVASEWRLPHAE 

ASPQLPGFSGAASPAPKHSCSSF 

SCLPQKAAPNLARSWGLPGSRT 

adt cnr.DhDr,DDr.\/ r rDi n<zr\A 
AKL^urUKurKuVLKLuSuA 

AEPSQRRGKPSRGTHRPEPRAG 
GRLSPAERSPETEHAQCGRRGS 
LRND*TSPVLRGAQKEVGRRD 
CRGSSAILRAGEL 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


16140 


46508 


A 


16235 


343 


969 


YDKTRLFNTVPLPPPHKKIIKK.il 
QDIKGEILRAFPLRTGTKHRCPL 
SPLLFNILLEVLARA1RQEKEIKS 
1QIGKEEVKLSLFADDIIIYLESP 
KYSSRKLQELIKEFSKVSRYEIN 
VHKSVALLYTNSNQAENQIKKS 
TPFTIAAKNK1KYLGIYLTKDAK 
DGYKENYKTLMKEIIDDKNKQ 
KYIP*SWKGRINIVKTTILSTAIY 


16141 


46509 


A 


16236 


15 


403 


ICESRRGRVCSALVRRYVGEGF 
GKAGSICMPQAPDKSSRWTILI 
RPPRFPPSVPSCSPGKEAPGGSEL 
/SPLPHAWPSDPVSPLGDRVTA 
NPAEIR*EPGPQSAAPGFREQRR 
RG QM G * I W Y LTPTPPG G Q 


16142 


46510 


A 


16237 


19 


454 


KGKSLLCTSPKVCRGRLRKSRK 
PETKVTHICMPQAPDKTSRWTI 
LIRPPRFPPS\PSCSPGKEAPGGS 
EL/SPLPHAWPSDPVSPLGDRVT 
ANPAE1R*EPGPQSAAPGFREQR 
RRGQMG*IWYLTPTPPGGQRPS 
SAASPRGFPLV 


16143 


46511 


A 


16238 


276 


898 


MKGTAPWRCGSRRGRVCSALV 

PKVCRGRLRKSRKPETKVTHIC 

MPQAPDKTSRWTILIRPPRFPPS 

SILQSWEGGTGWLRTLPLPHA 

WPSDPVSPLGDRVTANPAEIR1L 

G E D PE S PE ETLN LILRTPIPPKPR 

GNAKSHP/GGHRSHR*EPGPQS 

A APGFREQRRRGQMG * I WYLT 

PTPPGGQRPSSAASPRGFPPTNN 

SSRLPAEPE 


16144 


46512 


D 


16239 


177 


284 




16145 


46513 


A 


16240 


253 


416 


CCPVLPGPWAAGHPGD* PDGP 
G * * AQPHKECRGGF APLQ VTLG 
PKQPSGKRVNK 


16146 


46514 


A 


16241 


1401 


2246 


NIYLLLQVFDCWGLQGILGVSN 
PSYSIRRCYTAGQSPRGLPDPGR 
F*G*EESTGEQADCP*GSHRRSR 
SAAGAADGGLDPGAHTITCGC 
LSHRGRLVPAQKSSAAL*APSG 
AKPAPTVAPVHDPARQG*GGQ 
ARGQGARQPHSHREGLCEC*A 
VTTL*EPHLRNSSAPA*ERGPQG 
IRVPEGQSGDQESSAEEHHGGD 
PGGGKPRCGQHQEPLGAGWPS 
PAGVEPLLGGLQKGSDGAP**E 
PQRGCVDEAQQSSPGAVPEAK 
A I A VQPPAPDVFA A VARCD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16147 


46515 


A 


16242 


30 


461 


IPAETTC/EPAKHFHCFTDGSSN 
GKASYSGSKGKVFQTPY1SAQK 
VELVAV1EVLTAFDMP1NVISDS 
SYMVHSTQLIENAQLRFHTDEQ 
LI I KTKKGGNRD YGTAQTQLNL 
ALLTFHFSSLPKGQMLPAAEQH 
LQKPAAKTQAE 


16148 


46516 


A 


16243 


1 


573 




16149 


46517 


A 


16244 


1 


1689 




16150 


46518 


A 


16245 


1 


1416 




16151 


46519 


A 


16246 


27 


779 


KNHFNWKDKFPPRLR1SFLMVA 
TVKPPEPTPLKRLTEKPIWIEKW 
PLSK* K.LEALEKLVTEQLENGHI 
APTFSPWNSPVFIIKKK.SGKWR 
MLTDLIA1NSV1QPMGALQPPGL 
PSPA1IPKNWPL1VTDLKDCFFTI 
TLAKQDCEWFTFIIPAVNNLQP 
AKHFHCFTDGSSNGKASYSGSK 
VKVFQTPYTSA LTA EL V A VIE V 
LTAFNMSINM1SDSSYVVHSTQ 
LVENAQLQFQTDDTNDFIYPVA 
NSS 


16152 


46520 


A 


16247 


2 


394 




16153 


46521 


A 


16248 


63 


1123 


ELDVMGLPEERVRSGSGSRGQE 
EAGAGGRARSWSPPPEVRLVSL 
LRLNMSQ K1NDI WA SI S V A EF W 
GDIAKEFYWKTPCPGPFLRYNF 
DVTKGKIFIEWMKGATL*LCLF 
LVWGRSYTPNHWFFLVCLREG 
NEPGGQLDGREQVAARRVHGS 
YSVLLPAGIQKGDRVAILSNPFL 
HSLNPWGFLLSLRLSSLP*GPM 
DIVPTRQHGAY*GLECLLLPKD 
MDMGGSCQVPFEPTRLPL*AFL 
FSRGFPVRCCIVVKHLALTLSSH 
SL YTWTLQGQGTG VSCPH LELF 
TVLPCPSLQISWNQGIDLWWHE 

GHKTLTCSPFFPQGVVHTVGGY 


16154 


46522 


A 


16249 


35 


219 


ALGVHFVLGPVGDGSRAVDCG 
QQL\PTSSACTTSGLSISRRCSGI 
WRMNQKKQVRG PSPKE 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16155 


46523 


A 


16250 


1934 


3213 


WPAPPSQVPSLDYGLALWFDA 
YVSVHGTQETSQCSPESSLTPPR 
LCGLRILQPYAERIPVVATAGIT 
INFTLRGYAWPNGALPASTVPC 
GFAACPGEFLCSVNGRQAPAGS 
SGFLPPVPSLCPHTVCRATFQCK 
EDSTC1SLGRFPWGSETHLLCPA 
PIPSVPGVPCGTFTFQCEDRSCV 
KSLSASPLPLLLCPPHHLPPSPD 
CGLQGPSSRIVGGAVSSEGEWP 
WQASLQV RGRHILG RG SFLPPH 
LTPPHPTPPHPSMASTVLWTVF 
LGKVWQNSRWPGEVSFICVSRL 
LLHPYHEEDSHDYDVALLQLD 
HPVVRSAAVRPVCLPARGRIEN 
RGSRLLRSHFCP*PRTGPISNAL 
QKVDVQL1PQDLCSEVYRSSPG 
KGGALTLLQSFLLSPFQGDSGG 
PLVCKALSGRWFLAGLVSWGL 


16156 


46524 


A 


16251 


511 


853 


CCWNMALIQTFQMSMEIPLCTT 
LS*TALHLASANGNSGVVKLLL 
DRRCQLNVLDNKKRTALTKAV 
QCQEDECALMLLEHGTDPN1PD 
EYGNTTLHYAIYNEDKLMAKA 
LLLYGADIESKNKVEEEMKKH 
ESNNVGLLENLSNGVTAGNGD 
DGLIPQRKSRTPENQQFPDNESE 
EYHSHTEFLPSR1YP 














r , npnA^r , rr , Fi?PFA att>p.*dca a 
UL/r ^JVlL>UCrivr£.AA 1 ru RtAA 

SAGPWDSAPPSPARTSLPSAHSS 
DYPLPRSRSSSASAASRSPPRPL 
STIARRLNPRRSGRSLPSGQPAG 
PSDPRGFCL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16158 


46526 


A 


16253 


2 


3486 


SSQSGAAAGAFCGLCVDLELTA 

SCDLEADSEDRTEHLATLQLRP 

DFSGSRCPAPQKHLQTHRPHSK 

PWPIY*PT*RSYLA1SPHSW*AP\ 

PPSRRRAPPAFHPHTQACPSTCY 

CHTLASRRGPSNGRYHRPGYPH 

PTAVQRDPPAGPRGCQSPC*HQ 

PPACRRPCG RHYR*HGQHDPPP 

WQ*HC*SRSPCHPPSQRDAVTW 

PRIH I PAED/SHTQPQKSP\PAFRP 

HTKTCPFTCYCHTFAGRRGPSD 

GRHHHLGYHHPSAVQWDPPAC 

*RGCWRPCQREPQTCPCFCGR/P 

PPGTSLA*PPHPRVPLKEKLCQY 

DEFSEGLRHSAHLNRHQRVPTG 

EKSVKSLERGRGVRQNTHIRNH 

PRAPVGDMPYRCDVCGKGFRY 

KSVLLIHQGVHTGRRPYKCEEC 

G KA FG RSSNLL V HQRVHTGEK 

PYKCSECGKGFSYSSVLQVHQR 

LHTGEKPYTCSECGKGFCAKSA 

LHKHQH1HPGEKPYSCGECGKG 

FSCSSHLSSHQKTHTGERPYQC 

DKCGKGFSHNSYLQAHQRVH 

MGQHLYKCNVCGKSFSYSSGL 

LMHQRLHTGEKPYKCECGKSF 

G RSSDLHIHQRVHTGEKPYKCS 

prr.kT.PRRMQni UQi-ir>p vutp, 
DLUKurluuNolJLnjnvKV rl lu 

ERPYVCDVCGKGFIYSSDLLIH 
QRVHTGEKPYKCAECGKGFSY 
SSGLL1HQRVHTGEKPYRCQEC 
GKGFRCTSSLHKHQRVHTGKK 


16159 


46527 


A 


16254 


333 


695 


1 SVFRSPGQSTSQHDAATWPFL 
HISGEGPTPSRRKAPPAFHPHTQ 
ACPSTCYCHTLASRRGPCNGRY 
HRPVYPHPTAMQRDPPAGPRG 
CQSPCWHYTPACRHPCGRHYR 
*HGQHDPPPWQ*HC*FGSPGQS 
TSQHDAVTWPFLH1PGERPTAS 
RRKAPPAFH PHTQACPS AC YCH 
TLASRRGPSNGRYHRPGYPHPT 
AVQRDPPAGPRGCQSPC*HEPP 
ACRHPCGRHYR*HGQHDPPPW 
Q 


16160 


46528 


A 


16255 


9 


437 


SCNMSLCRCNVCIRAAFKEGTP 
ALLVYSA1LSFTPVSLAKSCS1S1 

ATVCXTTI CWT HPFTif I? n\/VQPT QT? 
AlvolNlLbWLUrrrvK.UV VatL&K 

LPSRVLL*L*LVHSLLKETSFRS 
SSFSSCRACFLRSSQ/STAGPCR 
HLCRPTSAG1GEQRRCRPESHH 
EIVDRGI 
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SEQ ID 
NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16161 


46529 










SCNMSLCRCNVCIRAAFKEGTP 
ALLVYSAILSFTPVS*DPEAFSP 
HLPSNCWSLPPSLSSNVSRDRG 
AEAMQAGKSPWCVFPP*EPGPT 
GCEPPRTLPPAPFKLCSL 


16162 


46530 


A 


16257 


408 


801 


SQRRGSVCRLVHGRHGQPGKG 

TSPHSSLWDWQPGPQPSGPPWP 

EGGASPG1 PSLIPRS*SASCCFP 

WHPGCSC*GAPASQC*VALSPQ 

PWFPLPCLSVPSPVGAQATGPK 

HVRTPPGSDSAPPQLQPQSRI 


16163 


46531 


A 


16258 


1 


199 




16164 


46532 


A 


16259 


665 


1006 


1 G SPDG RN V I RERT VTNETQTEG 
EREKEEERESFHTGDVLKVGDL 
GPQGSSREFQLLSNLTVPNFIDI 
QFPK*VSAAC*DGPSHTHSSYIS 
SSLFIIRASQSSPGDFS1SVRY 


16165 


46533 


A 


16260 


247 


404 




16166 


46534 


B 


16261 


258 


934 




16167 


46535 


A 


16262 


519 


924 


NRTIQA DLLYPDDAGNPLPARN 
TRQASASADPPGARAGERRRG 
AAGPSPGR*QQAPGPPPPGEGA 
G ARPG * EGDA AGG ATRF VGED 
ARLLRAGCHRGGRGEAEEPLQ 
ALRHPGLQGLL*EGAPHGELAL 
VAFAHL 


16168 


46536 


A 


16263 


121 


214 




16169 


46537 


A 


16264 


139 


272 




16170 


46538 


B 


16265 




1962 




16171 


46539 


A 


16266 


2373 


2554 


S ATP WLPTG L A A PTPGLA APGT 
RSPPGQT* PERSPA A SPKRPERP 
ALDFQPPRQPPPPPP 


16172 


46540 


A 


16267 


919 


1653 


WNCFVCSADTMAQ1MAEQEVE 
NLSGLSTNPEKDIFVVRENGTT 
RRPLQPPPRGRAS*GGAGRLCS 
QL1TEQADIALTRGAEVKGRCG 
WRPLGLRTQTLRGRLKRTSPAQ 
QESHNM SKGPE ATCQLSGTLG * 
EQ*GF*LLLWALAVAGKHTAN 
SHHLSALVTPAGKSYECQAQQ 
TISLASSDPQKTVFCRTYDSGCF 
DQSSLLFFFPIAEHKCPVDEREQ 
LEETLPLILGLILGLVIMVTLAIY 


16173 


46541 


A 


16268 


2 


j21 


PA WPPWPG ITGFCPQQDSPSNT 
FVVPAAHTV*CSHPCSYYKGIR 
QMVGLPQPLFHPDCPVTPQAHT 
DSLNTLGVLGGPPVCSDATLPQ 
1 INALEEDPAAQKMQLAF 


16174 


46542 


A 


16269 


120 


327 




16175 


46543 


A 


16270 


540 


791 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16176 


46544 


A 


16271 


1688 


1945 


DRVSLLPRLRQENRLNPGGRGC 
SELRSHHCTPAWATE*GSVSKK 
KKKKKNQKKNQFDFISLALPPS 
PHCPPLSQSLLLQPSSSAN 


16177 


46545 


A 


16272 




343 


DIHHVRKSMEVNFLSYVVLTV 
AALPMLKQSNGS1VVVSSLAET 
AMKAVSGIVHMQAAPKEECAL 
EIIKGGALRQEEVYYDSSLWTT 
L\LIRNPCRK1LEFLYSTSYNMD 
RFINK 


16178 


46546 


B 


16273 


48 


407 




16179 


46547 


A 


16274 


35 


646 


DLTGFIKFSLLLGLFMAYYYYS 

ANEEFRPGKYPCVSFWRNRFK 

KHRGA*VAYHLAKMGAHVVV 

TARSKETLQKVRVLCSQICVPS 

HAQMCSYI*DMTFAEQFVAQA 

GKLMGEAVSLTSSSELCPWGH 

QELLDIHHVRKSMEVNFLSYVV 

LTVAALPMLKQSNGSIVVVSSL 

AUixWUKUltUR iSJS.lS.IV IN A KUU 

AVQTPGSKSAI 


16180 


46548 


A 


16275 


221 


393 


LLYPANCVYMRCPQMLHFQG1 
QRPILL/HVSSGGAIHLQTGVET 
EEMRSA1APDPIPLT 



2093 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16181 


46549 


A 


16276 


2025 


4146 


SDEWIISAGSVSGDYNSSAAVS 

KNDILLGIEHISVFSETNHSSEEA 

FIKTAKSQLVE1EPATQNPKTSF 

SYERLQALQETCKENKGVPKQ 

GDTFLSFSAACETDVSSVTPEK 

EFEETSATGSSMQSGSELLLKE 

REILTAGKQPSSDSEFSASLAGS 

GKSVAKTGPESNQCLPHHEEQ 

AYAQTQSSLFYSPSSPMSSDDE 

SEI EDEDLKVELQRLRFRHIQEV 

VNLQTQQNKELQELYERLRSJK 

DSKTQSTEIPLPPASPRRPRSFKS 

KLRSRPQSLTHVDNG1VVIDPLC 

VESNAASCQQSPASKKGMFTD 

DLHKLVDDWTKEAVGNSLIKP 

SLNQLKQSQHKLETENWNKVL 

QLESVYHREDEATWLPQLRAQ1 

VAYPACAAAIASAHRRSMGVQ 

GFQEFLEKRCPGAVVPVDLLKL 

ARTVSRQQQQQHLHRQLPPTA 

ALAPGAPRAARGSVPLQPPLPP 

AALGAYSGGAGPIRHHHPAHH 

FHHHGQAQPGLHPPLPPPPPPQ 

LPGARVLVDAGSALPRLYGGY 

QTDWVCGGQWNAMLGYLSAL 

CQACAYPGGDGLELVVMFPGG 

LG KDRL A E WG RRCQ A ERQTAQ 

LIVGHVGNKGTPPPRAWFLPPA 

CLSHCVRLALIRFRF*VFQSLED 

HHLEVVAFFRENGFHGLLAHD 

SEYALYNIPSYYSSHALKLSWN 

GKNLTTNQFLMQEVAKQLGLK 


16182 


46550 


A 


16277 


1 


542 


MRAPPK.SGQLQHCRPSRGALRS 

GDLPWEINPLSSCSLLHEKDPP 

MTSGPQTNQPKEHLTNFKSGV 

RP/LQGRLPWSFTLSGKSRFSGE 

GASTPTPYIS/GAP1PYFRTPTSY 

LCAPIPYVRTPTSYLCALTPFPL 

FWRHIRTSKRLN/LQQPGIPPEPP 

PPG/CLLQVPEI* PPGQGMPAAQ 


16183 


46551 


A 


16278 


3 


351 


VRPRRDACLGPSPLAASPAFLG 
KGQV PQPLISLCPDPLFPHPNL I S 
LRPNPLCPHPDL/GISVP*PLSRF 
SGGT*ELPNA*TAAA/AAF/LPEP 
PPPG/CLLQVPEPPPGQGMPAA 
QDSS 
















16185 


46553 


A 


16280 


774 


1007 


ARSVTSSSELCG S WCLQASRHT 
HVPWCQL*KLPVVHLVQPQPC 
RGPAPGAALPAGSLEMPGTTEP 
ERGCHSPGLGIS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16186 


46554 


A 


16281 


507 


520 


LLLGLAAED*CCLIASEAP*TQS 
LFGGLFTRTHMKFGAVTQIRGP 
PLGDKSPVLLLFALERQRRHVL 
SMDPKLRCWSRTGKAAFPWCL 
IIAEMPDYSPTFQRCQTTQGRLP 
WSFTLSSKSRFSGEGARACYKC 
QKSDHQAKECPQPGIPPKPCPIC 
AGPHWKSDCSTHLAATPRAPG 
TLAQGSLTDSFLA 


16187 


46555 


A 


16282 


269 


607 


RARSEGAGLWSVVAPSAVSVFF 

VSDPRCAPFHRSPSCCSPVDRV 

CRCLRRVALAPAALVLVCSGSH 

SQSPWNSGLKLSDRLLLGLAAE 

D*RCPIASEAP*TTTDAELTIPGL 


16188 


46556 


C 


16283 


1 


1752 




16189 


46557 


B 


16284 


146 


372 




16190 


46558 


A 


16285 


336 


753 


ARTPLAAASRGSGGTRGGAAW 
VAGDDLRGPAPGPAEPGPARRR 
RGKGTPSSRPRTQRRPRSAAMH 
GHRCPQPARRSREHPNTYPAGR 
RPPELRRGRSGVPPPRP*RRPGE 
APRAPRPRAAEL*ARLPRPSVRP 
APARRV 


16191 


46559 


A 


16286 


1 


768 


FDELREEGFRQSVITNFSELKXD 

V*THRKEAKNLEKK\LDEWLTR 

INSVEETLNDPMELKTMAQELR 

DACTT*FREKRVKRNEQSLQE1 

WDYVKRPNLRLIGVPESDGEN 

GTKLENTLLDM 1QENFPKLARQ 

ANIQIQEIQQIPQRYSSRRATPR 

HIIVRFTKVEMKEKMLRAAREK 

GWVTHKGKPIRLTADLSAETLQ 

ARREWGPIFNILKEKNFQPRISY 

PAKLSFISEGEIKYLTDKQMLR 

DFVTTRPALKEL 


16192 


46560 


A 


16287 


345 


894 


EQRHNIPESLGH1*STSAGDTPA 
DRVWSGPPANSSRPAAEGPDC* 
KEN*QRARTS\NQNPICTSPSSK 
TKEAKNLEKRLDEWLTRINSIE 
NTLKDLMELK.TRARELRDACR 

or dov^r L)\J V DCIv V o V 1c Uv^lvirN c 

MKKEEKFREKRVKRNEQSLQEI 
WDSVKRPNLHLIGVPESDGENG 
IKLENTL 


16193 


46561 


A 


16288 


1 


1206 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16194 


46562 


A 


16289 


1 


882 


MAPV S ASEDF WQCPETSLI SQL 

ESAPG1QLMEARDADKSL1MHE 

IAPTSNRELPVHKISIAKPCSML 

M ISWPF VNTGQSFQRKDQA AIF 

AVLQPLLVIHRQTGSGVDLQQT 

PTDLQLRDLTVRRKNNKQKGI 

ASTSRKRTSTPKPHLQDHSSSPA 

MEQSWMQKDFDKLAEVGFRR 

SVITNFSELKEDVQTHHKEAKN 

LEKRLDEWLTRINSVENTLNDL 

MELKTMAQELHDACTSFSRQF 

DQVEERVSVIEDKISEIKQEEKF 

REKRVKARNEQSLQTIWDYVKR 

PNLHLIGVS 


16195 


46563 


A 


16290 


1 


1008 


MVRFGDELGGRYGGPGGGERA 

RGGGAGGAGGPGPGGLQPGQR 

VLYKQSIAQRARTMALYNPIPV 

KQNCFTVNRSLFVFSEDNVVRK 

YAKR1TEWPPFEYMILATIIANC 

IVLALEQHLPDGDKTPMSERLD 

DTEPYFIGIFCFEAGIK1IALGFV 

FHKGSYLRNGWNVMDFVVVL 

TGRKAGLGCCGSGVESGGWGD 

RSSSPAMEQSRMENDFDELTEV 

GFRKSVITNFSELKEDVRTHRK 

EAKNLEKRLDEWLTRMNSVEK 

TLNDLMELKTMARELRDACTS 

FSSQFDQVQEMVS VIQDQI SEM 

KREEKFREKRVKRNE/QSLQ*! 

WDYVERPNLRL 


16196 


46564 


B 


16291 


1 


1257 




16197 


46565 


A 


16292 




467 


KTPFVGYQHQRPKVDKTTKMG 
RNQSRKAENSKNQSTSSPPKDP 

r^c< i DATcncu/^rtMvincriCi TPA/r; 
UbLrAffcl^SW I tUSUrUtLU IE vu 

FRRSAITNFSELKEHVLTRRKEA 
KNLEKRLDEWLTRINSVEKTLN 
DLMELKTMAQELRDARTSFNS 
*FNQVEKRISVIEDQIDEIK*EDK 


16198 


46566 


C 


16293 


115 


498 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16199 


46567 


A 


16294 


2 


1455 


TERDS1N1NKKDIYTKTQSVGRQ 

HQRPKVDKTTKMGRNQNRKA 

ENSKNQSASSPPKDCSSSPAME 

QSWMENNFDELTEIGFRRSV1T 

NFSELKEDVQTHCKEAKNLEK 

K\LDEWLTRJNSIEKNLNDLMEL 

KTMAQELRDACTSFSSQFDQVE 

ERVSVIEDQMNEMKQEEKFRE 

K\RVKRNEQSLQEIWDCVKRPN 

LHL1GIPESDGENGTKLDNTLQ 

D1I*ENFPHLAR*ANIQIQEIQE1Q 

RTPQRYSPRRATPRHIIVRFTKV 

DMKEKMLRAVREKGFKPTKIR 

RDKEGHY1MVKGSIQQEELTIL 

NIYAPNTGGPRFIKQVLSDLQR 

DLDSHT1IMGDFNTPLSTLDRS 

MRQKINKDIQELNSALHQVDLI 

DIYRTLQPKSTEYTFFSAPHRTY 

SK.1DHVVGSKTLLSKCKRPETT 

TNC LSNRS Al KLELRIKKLTQN R 

SAAWKLNNLLLNDYWVHNEM 

KAEIKMFFETRTKIQHARJSGIL 


16200 


46568 


A 


16295 


395 


656 


FQLQRPASCSSPIQIIRKIIIPRKP 
A\SQSSLPHTGKSARQPQEPQNR 
ENCLLRJLIRVASEATRRWTRPS 
EFSSRSENPRAHHPRRALR 


16201 


46569 


A 


16296 


671 


1126 


RRK.VSELEHRRPVWKCPRRPPE 
VRKPESARVSFSPRGGARRSRP 
GATRSPQPRVPAAASASFGFGG 
LGRGGRGERARRGRGPKLEGP 
ESSAVLA*RNFPSRPRRRRPGRA 
GVEIARLGGTGSSPRPCPKPDPT 
ASLSELFM1PSDIPRRRN 


16202 


46570 


A 


16297 


2571 


2716 


THGMLEKRCCLQENMPIIPGKD 
FMTKTLKAIATKVKIGK*DLIKS 
FCT 


16203 


46571 


B 


16298 


54 


576 




16204 


46572 


A 


16299 


475 


719 


VTW1RNNNACFTLNWFYHERS 
HIWILKSTLQCGQII1GNDVESR 
HK\CPKPS* L VGS VELEIADNVL 
PQ KFPA AKTIFAL YF 


16205 


46573 


A 


16300 


395 


830 


LSPCHNSFFFFFQAFDDIAKYFS 
KKEWEKM K* ATVPGPSLPLKK 
*TFCSFLGFKVTLPPFMRSVSLE 
FGNLYQQRKILM*L*STVEMSLI 
L F I C DLHI VK1 MPKKP A E EENGL 
KEVPEA SG PQNDGKQLCPPGNP 
STLEKINKTS 


16206 


46574 


B 


16301 


54 


576 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16207 


46575 


A 


16302 


475 


719 


VTWIRNNNACFTLNWFYHERS 
HIWILK.STLQCGQIIIGNDVESR 
H KACPKPS *LVGSVEL EI ADN V L 
PQKFPAAKTIFALYF 


16208 


46576 


A 


16303 


393 


822 


LSPCHNSFFFFFQAFDDIAKYFS 
KKEWEKMKSATVPGPSLPLKK 
*TFCSFLGFKVTLPPFMRSNSLE 
FGNLYQQRKILMYF* STVEMSL 
ILF1CDLHIVKIMPKKPAEEENG 
LKEVPEASGPQNDGKQLCPPGN 
PSTLEK.INK 


16209 


46577 


A 


16304 


1 


447 




16210 


46578 


A 


16305 


75 


565 


LLFSGFSLLHGYLPH WYLCHLP 

RSRSLGLRDKRWKVKGDTDFL 

SPSHPEYLLK.EENDGHLCSLSFR 

MGNQFSSPLPAYTPLEC1LNHW 

DGFYP*NLEEKHLIALRTKGWP 

NYDLQEGLSWPQEGTIHFNTT 

WQLELFCRHEDRWSEATYMQ 

AFYILQGNRDLG 


16211 


46579 


A 


16306 


1 


1620 




16212 


46580 


A 


16307 


128 


223 




16213 


46581 


A 


16308 


1 


1578 




16214 


46582 


B 


16309 


592 


883 




16215 


46583 


A 


16310 


1 


344 


MHQTTAKTPHTSYPNNYEEHN 

RRANRSKNYDRIRHTTIILK.RTN 

PAQTITNLLKSRFNRYNYVQPR 

SCRS1FIHIPGERDLNLC1APNPP 

AIFPTSIGYLGPDLNNLPTYAPFI 

TTNLTGPAPTTTHPVGNLGTTG 

NPEPGGCGILIVWCCVNWACL 

WDS VV AAPREPYM PAGLLRHR 

RHYRHRREDLIAVPAARQTDE 

NRRPALCHEYAVGHRKIKTNV 

EHTEPYILPLITHSQPLNRGAFF 

CPGVRFLVVSVLDFEKRLAFAS 

*SCGVQLR1RGKVQGVGFRPFV 

WQLAQQLNLHGDVCNDGDGV 

EVRLAYRVLVGQPQHYPRGRP 


16216 


46584 


A 


16311 


84 


237 


DG1VLSTYYHFYWHHF*ILEGP 
LPANTGDLCLPLQVQPDREQVR 
WALFKK 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16217 


46585 


A 


16312 


2887 


3537 


HLDRSGLFNIQV1PVCRKLGKE 
GN DEKQC VTTSRSN A AFFLLH F 
FLLATFTWMGLEAIHMY1ALVK 
VFNTYIRRYILKFCIIGWGKPLK 
IFLVLFFPHENCQ V YG KES YGK 
EKGDEL*VIKTFCDE*ISFVS*SG 
VMFFLNIAMFIVVMVQICGRNG 
KRSNRTLREEVLRNLRSVVSLT 
FLLGMT WGF A FF A WGPLNIPF 
M YLFS1 FN SLQGKINCT 


16218 


46586 


A 


16313 


302 


547 


QIGLWTPN FRARTFC V WTGGL 
VLCF*GFCFQEAAGARDTSSFA 
MGVSPWEFRHG*LWPEMRSME 
QILELLVLEEFLTITGQ 


16219 


46587 


A 


16314 


1 


1174 


WEEKENKEYLKSLFEILILMGK 

QNIPLDGHEADE1PEGLFTPDNF 

QALLECRINSGEEVLRKRFETT 

AVNTLFCSKTQQRQMLE1CESC 

I REETLRE VRDSHFFS1 ITDDVV 

DIAGEEHLPVLVRFVDESHNLR 

EEF1GFLPYEADAEILAVKFHTM 

ITEK.WGLNMEYCRGQAYIVSS 

GFSSKMKVVASRLLEKYPQAIY 

TLCSSCALNMWLAKSVPVMGV 

SVALGTIEEVCSFFHRSPQLLLE 

LDNVISVLFQNSKERGKELKEIC 

HSQWTGRHDAFE1LVELLQALV 

LCLDGINSDTNIRWNNYIAGRA 

FVIACSAVSDFDFIVTIVVLKNV 

LSFTRAFGKNLQGQTSDVFFAA 

G SLTA VLH SLNE VM ENIEV YHE 

FWFEEATNLAHQT 


16220 


46588 


A 


16315 


717 


902 


G A LQS WPC Y LPRQCG AT VQNF 
CGVPTCMRKSTWSNLVVFRFP 
QDPSRCAN**LDCCTACTQ 


16221 


46589 


A 


16316 


1 


374 


EHSEPPIGVQIVDYLLRQEKVT 
DRMDHSK.VETETVLSFVDDIIS 
GAKSPCAMPSQVPDK/QAQEIA 
DKIYNLFNGYTSGKEQQTAYN 
TLLDLGSPTLHRVLYHYNQHY 
ESFGEFTWRCEDELGPR 


16222 


46590 


A 


16317 


2 


1293 
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SEQ ID 

NO: 


SF.Q ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


[Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


16223 


46591 


A 


16318 


219 


1912 


PHPTRTRSAQSVQYIEKDWGPG 

EGLEEGGVLGQLVAFDSFTVSF 

HFVSAGNSPSDESEERERDPKV 

LTFPEYITSLSDSGTKHMAAGV 

RMECHSKGRCPSSCPLCHVTSS 

PDTPAEPVLLEVTKAALLNTQS 

FPCSLMQLLQEATMSSLWCSGT 

GDV1EDWCRCDSTAFGGCVPVS 

CSFLSAHRLRLSTVHEPSSTLVV 

LE WEH SEPPIG VQI VD YLLRQE 

KVTDRMDHSKVETGEHLLLHG 

LVLIQGDKTKTKKNALPHGFAP 

GPQYPRAMQEEQGEEEAVLLL 

QEAAVLLPLRVRDIRSCCFRHR 

ELLFLMLFPFLLLWAETVLSFV 

DDI 1 SG AKSPC AMPSQVPDKQL 

TT1YFQPLIARFSFSSRKGLLRIM 

SSHCHGDCDVSTLDSYTVSAN 

HALPLPARPTLWGVDNTGRRS 

RPSDVIVYM*ITYFPFPPSSEIAD 

KI YNLFNG YTSGK EQQTA YNTL 

LDLGSPTLHRVLYHYNQHYESF 

ASF*LKYPLCL1HRKAGLILSQL 

GDLSSWCNGLLQEPKISLRRSS 

LKYLGCRYSEIKPYGLDWAELS 


16224 


46592 


A 


16319 


1 


203 1 




16225 


46593 


A 


16320 


1 


739 


MKRAGSSGGRGECDISGAGRL 
GLEEAARLSCAVHTSPGGGRRP 
GQAAGMSAKERPKGKVIKDSV 
TLLPCFYFVELPILASSVVSLYF 
LELTDVFKPVHSG FSC YDRSLS 
MPYIEPTQEAIPFLMLLSLAFAG 
PAITIMVGEGILYCCLSKRRNG 
VGLEPNINAGGCNFNSFLRRAV 
RFVGVHVFGLCSTALITDIIQLY 
TGHQAPYFLTVRTPNYTSLNVS 
CT*NSYLAEDIRSRSDLTLTHSG 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codnn for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16226 


46594 


A 


16321 


48 


1359 


GDKNQNPRNWPLGEGKGNSLG 

RKETGRSNSRSHSSRSKSR*QSS 

SRSRSRSHSRKK.RHSSRSRSRTY 

SRSWSRDRMYSRDDRH*YEVIV 

DCSRHGREYKGREPRHGSGSLE 

RPTEQETSQPKI RKE1 VETKGTA 

RGNCGTTGLLRPKTM M VERS Y 

GPQDRVAVGTWPHPGTERWAS 

SWDVSSSVRHQSEGVVQGWEH 

RCTHKSQQEVGACVNFRTPKVI 

L1YNLYLPVSHQFSKTFMSIVIV 

QKNLYLHNDFRALNVTHIYRLT 

IPNTTTCFTATQDEDKQIFHTAA 

QHRSHTSSYQYLSLTRSHRYEI 

VFYTRGLGAPFPAGDGHGKFQ 

RLGKPYSHSVHFVIPQDKTQHIS 

INTPHKNSETTKQHTCSFAYGL 

YYYQQKEDNPYAWPQVPAAA 

EMVSRLAQSRHSQQSILIHFSHQ 

SYHTDHISTV 


16227 


46595 


A 


16322 


227 


3020 


SCIKPRRKEMGRSNSRSHSSRSK 

SRSQS\SSRSRSRSHSRKKRYSS\ 

RSR\SRTYSRSRSRDRMYSRDY 

RRDYRNNRGMRRPYGYRGRG 

RGV/YYQGGGGRYHRGGYRPV 

WNRRHSRSPRR\GRSRSRSPKR 

RSVSSQRSRSRSRRSYRSSRSPR 

SSSSRSSSPYSKSPVSKRRGSQE 

KQTKKAEGEPQEESPLK.SK.SQE 

EPKDTFEHDPSES1DEFNKSSAT 

SGDIWPGLSAYDNSPRSPHSPSP 

1ATPPSQSS 
















16229 


46597 


B 


16324 


1 


435 




16230 


46598 


A 


16325 


1120 


1209 


ASSDNPP* SEPRVSLTIEGQEIDF 
FLDTGTAFSVLSSCPGWLSSRS 
VT1RG1LGQPVTRYFSHLL 














1HQSALCI*LKVCKHTNQQPVSS 
SGFVNAPIDTLYLATLVGPWRT 
LCVHTLYLVNLVGMWRTFVSS 
SG 1 VNAPIS ALSKQTT WLYQS A 
GCGWGQIRE 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16232 


46600 


A 


16327 


2 


840 


APAVATEVLPGAGLTAGVLLW 
SDPKEPSNPGSSHRVGASDLDN 
PAHPTLLSYTMQKLEEELDVVL 
FDRSGHRTKFTNVGRMLLERG 
RVLLQAADKLTTDAEALARGW 
ETHLT1VTEALVPTPAFFPL1DK 
LAAKANTQLAIIT*VLAGAWER 
LEQGRADIVIAPDMHFRSSSEIN 
SRKLYTLMNVYVAAPDHPIHQ 
EPEPLSE VTRVK YRGI A V A DTA 
RERPVLTVQLLDKQPRLTVSTIE 
DK RQ ALL AGLG V ATMPYPM V E 
KD1AEGRLRVVSPESTS 


16233 


46601 


A 


16328 


3 


923 


RFLSDGT11SVDSAGKVQFWDS 

ATGTLVKSHLIANADVQSIAVA 

DFFPGHESRATEALCWAEGQR 

LFSAGLNGEIMEYDLQALNIKY 

AMDAFGGP1WSMAASPSGSQL 

LVGCEDGSVKLFQITPDKIQFER 

NFDRQKSRJLSLSWHPSGTHIA 

AGSIDYISVFDVKSGSAVHKM1 

VDRQYMGVSKRK.CIVWGVAFL 

SDGT1ISVDSAGKVQFWDSATG 

TLVKSHLIANADVQSIAVADQR 

RQFRGGH SRGNSLPFSAGPCVAS 

NSS*EAVGADKTVPASHS*RAH 

CGPTAQQR*YLGGTDTHLVFRP 


16234 


46602 


A 


16329 


2 


1059 




16235 


46603 


A 


16330 


582 


1540 




16236 


46604 


A 


16331 


1 


720 




16237 


46605 


A 


16332 


1 


477 




16238 


46606 


A 


16333 




540 




16239 


46607 


A 


16334 


1 


261 




16240 


46608 


A 


16335 


964 


1574 


LRWCCGSQLFRGYWGGVTGR 
YLTVLPPHLAVGCMAPWGPFS 
VRIAAVVFIQIFAGEVFWCPVM 
CVRGLCTPVLTGVPGHGNSHIP 
AIVFTCSLQTLVGGTRRWWRC 
C A AG D VTKFPAL VG VGGETPR 
PQLPIGVTTVILLQVLVWKFGR 

MVCA/TCA/U/A I DVDr~:T ACACDU/ 

ASWKFCRHSFLHCNAYIPLHTQ 
ECRSSHISFLDQ 


16241 


46609 


A 


16336 


3 


87 




16242 


46610 


A 


16337 


1 


1398 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16243 


46611 


A 


16338 


1596 


2205 


LRWCCGSQLFRGYWGGVTGR 
YLTVLPPHLAVGCMAPWGPFS 
VR1AAVVFIQIFAGEVFWCPVM 
CVRGLCTPVLTGVPGNGNSHIP 
AI VFTCSLQTL VGGTRRW WRC 
CAAGDVAKFPALVGVGGETPR 
PQLPIGVTTVILLQVLVWKFGR 
NVSMSVWALRVPGLAFQSRH/ 
ASWKFCRHSFLHCNAYIPLHTQ 
ECRSSHTSFLDQ 


16244 


46612 


B 


16339 


276 


442 




16245 


46613 


A 


16340 




300 




16246 


46614 


B 


16341 


1 


903 




16247 


46615 


A 


16342 


119 


889 


RQHILESHSRPILCTTWLPLLIIQ 
DPRTLQSAAMLLTQSLFGGIFT 
RTRMKFGAVTWIGGPPLGDQS 
P\SSCSLLREKDPPTTSGPQTHQ 
PKEHLTOFKSGVRPRRDACLGP 
SPLAASPAFLGKGQVPQPL1SLC 
PDPLFPHPNL1SLRPNPLCPHPD 
LVSLCPDPFPAFLEAHKNFQTPE 
PQQPGIPPEPPPPGACYKCQKSD 
IIQAKECLQPR1PPKPCPICAGPH 
WKSDCSTHLAATPRAPGTLAE 
GSLTDSFSA 


16248 


46616 


B 


16343 


1 


498 




16249 


46617 


A 


16344 


3 


903 




16250 


46618 


A 


16345 


1 


684 




16251 


46619 


A 


16346 


2 


1028 




16252 


46620 


A 


16347 


1 


338 




16253 


46621 


A 


16348 








16254 


46622 


A 


16349 


790 


2184 




16255 


46623 


A 


16350 


773 


890 




16256 


46624 


A 


16351 


467 


606 




16257 


46625 


A 


16352 


1569 


1841 




16258 


46626 


A 


16353 


430 


980 


LLTEDALDDL1PSFLLTGQQTPA 
FGRRVSGVIEIADGSRRRKAAA 
LTESNYRVLVGELDDEQMAAL 
SRLGNDYRPTSAYERGQRYASR 
LQNEFAGNISALADAENISRKII 
TRCINTAKLPKSVVALFSHPGE 
LS A RSG D ALQKAFTDKEE LLKQ 
Q ASN LHEQKKAG V 1FEAEEVIT 
LLTSVLKTSSASRTSLSSRHQFA 
PGATVLYKGDKMVLNLDRSR* 
RGIT*AAGI*PS*AEKSWGDI*S* 
RSYHSFNFCA 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


16259 


46627 


A 


16354 


1 


343 


MKRAPV1PK.HTLNTQPVEDTSL 
STPAAPMVDSLIARVGVMARG 
NAITLPVCGRDVKFTLEVXSGVI 
VLRRPLGYGQVrvlNVTRSCLLR 
THWMISSLLFY*LVNRHRRSVE 
EYLVS 


16260 


46628 


A 


16355 


1 


584 


MLRJDLLKNVDLKGFEPDVRILL 
TKYSNSNGSQSPWMEEQIRDA 
WGSMVLKNVVRETDEVGKGQI 
RMRTVFEQA1DQRSSTDNEGAP 
VIPKHTLNTQPVEDTSLSTPAAP 
MVDSL1ARVGVMARGNAITLP 
VCGRDVKFTLEV\SGVIVLRRPL 
GYGQVMNVTRSCLLRTHWMIS 
SLLFY*LVNRHRRSVEEYLVS 


16261 


46629 








350 


SLPNLDNAAICSSSSSPTRTR*SL 

SVSAAALRRRLPSA1SDHTREVF 

STLSPRSTSRVNFTSRPHTGKV 

MALPRAITPTRAINESTIGAAGV 

DNEV 


16262 




A 








RLFEVHHHVHKHLLGDNRYP1 
W1MQPSAHHP/RSPTRTR*SLSV 
SAAALRRRLPSAISMTPDTLRP 
NAGVC 


16263 


46631 


A 


16358 


1 


378 




16264 


46632 


A 


16359 


159 


4j3 


GLHNADHVHK.HLLGDNRYPIW 
IMQPSAHHP/RSPTRTR*SLSVS 
AAALRRRLPSA1SMTPDTLRPN 
AGVC 


16265 


46633 


B 


16360 


' 


624 




16266 


46634 


A 


16361 


3 


299 




16267 


46635 


A 


16362 


163 


699 




16268 


46636 












16269 


46637 


A 


16364 


663 


734 




16270 


46638 


A 


16365 


391 


1248 




16271 


46639 


A 


16366 


1 


1143 




16272 


46640 


A 


16367 


1 


271 




16273 


46641 


A 


16368 


1 


493 


MSKRRWLTGNGSDRENIRLDL 
GFLVSDEEKRYKCEDCGKAFN 
RSSNLTTHKKIHTGEKPYKCEE 
CGKAFKRSS1LTTHKRIHTGEK.P 
YKCEECGK VFKYLSSLSTHK 1 1H 
TGEKPYKCEECGKAFNWSSHL 
TTHKRIH\MERNPTNVKNVAKA 

T QTDT PI I XITI^ 


16274 


46642 


A 


16369 


728 


1428 




16275 


46643 


A 


16370 


3689 


3864 


NYKSFFKWS/SQMQSMTKIYRG 
PLDHPDSPCSN VND1 EGTPPEE1 
STAQPLLHPRPAGSS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16276 


46644 


A 


16371 


2 




WPLLLLGCLSLTKEWGFQA*LE 
KHVKRVKFPSHNLVPGRSI 


16277 


46645 


A 


16372 


728 


2207 




16278 


46646 


C 


16373 


1 


873 




16279 


46647 


A 


16374 


1220 


2097 




16280 


46648 


A 


16375 


73 


1438 


QDLRLFYLKDTMFSKLAHLQR 
FAVLSRGVHSSVASATSVATKK 
TVQGPPTSDDIFEREYKYGAHN 
YHPLPVALERGKGIYLWDVEG 
RKYFDFLSSYSAVNQGHCHPKI 
VNAL\KSQVGQN*PLTSRAFYN 
NVLGEYEEY\ITKLF\MYHKVLP 
MNTGVEAGETA\CKLA\RKWG 
L/YTVKGIQKYK\AKIVFAAGNF 
WGRTLSA1SSSTDPTSYDGFGPF 
MPGFD1IPYNDLPALERALQDP 
NVAAFMVEPIQGEAGVVVPDP 
GYLMGVRELCTRHQVLFIADEI 
QTGLARTGRWLAVDYENVRPD 
1 VLLGKA LSGGL YP VS A VLCDD 
DIMLTIKPGEHGSTYGGNPLGC 
R V Al A AL\E V\LEEEN L AEN ADK 
LGIILRNELMKLPSDVVTAVRG 
KGLLNAIVIKETKDWDAWKVC 
LRLRDNGLLAKPTHGDIIRFAPP 
LVIKEDELRESIE1INKTILSF 


16281 


46649 


A 


16376 


600 


806 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16282 


46650 


A 


16377 


1 


2255 


EPDVCAKMAGRSMQAARCPTD 

ELSLTNCSVVNEKDFQSGQHVI 

VRTSPNHRYTFTLKTHPSVVPG 

SIAFSLPQRKWAGLSIGQEIEVS 

LYTFDKAKQCIGTMTIEIDFLQK 

KSNDSNPYDTDKMAAEFIQQF 

NNQAYSVGQQLVFSFNEKLFG 

LLVK.DIESMDPSILKGEPATGK 

RQKIEVGLVVGNSQVAFEKAE 

NSSLNLIGKAKTKENRQSIINPD 

WNFEKMGIGGLDKG\FSDIFRR 

AFASRVFPPQIVEQMGCKHVK 

GILLYGPPGCGKTLLARQIGKM 

LNAREPKVVNGPEILNK.YVGES 

E AN IRKLFA DAEEEQRRLG ANS 

GLHII1FDEIDAICKQRGSMAGS 

TGVHDTVVNQLLSKIDGVEQL 

NNILV1GMTNRPDLIDEALLRPG 

RLEVKME1GLPDEKGRLQILH1H 

TARMRGHQLLSADVDIKELAV 

ETKNFSGAELEGLVRAAQSTA 

MNRHIKASTKVEVDMEKAESL 

QVTRGDFLASLEND1KPAFGTN 

QEDYASY1MNGIIKWGDPVTRV 

LDDGELLVQQTKNSDRTPLVSV 

LLEGPPHSGKTALAAKIAEESN 

FPF1 K.1CSPDKM1GFSETAK.CQA 

MKK.IFDDAYKSQLSCVVVDDIE 

RLLDYVPIGPRFSNLVLQALLV 

LLKKAPPQGRK LLI IGTTSRKD V 

LQEMEMLNAFSTTIHVPNIATG 

EQLLEALELLGNLK.DKERTTIA 


16283 


46651 


B 


16378 


1 


2181 




16284 


46652 


A 


16379 


1 


441 




16285 


46653 


B 


16380 


47 


482 




16286 


46654 


A 


16381 


1 


636 


MRDPNTKRSRGFGFVTCATVE 
E VDA A MNARPCKV VGRTV EPK 
RAVSREDSQRPEDTEELHLRDY 
FEQYGKIEVIEIMTDQGSGKKR 
GFAFVTFDNHDSMDKTVIQKY 
HTVNGHNCEARKALSKQEMAR 
ASSSQRGRSGSGNFGGGRGGGF 
GGNDNFG RGGNFSGHGGFGGS 
HGGGGYGG/SGDGYNGFGNDG 
GGGSYNDFVNYNNQSSHFGPM 


16287 


46655 


A 


16382 


1 


762 




16288 


46656 


B 


16383 


59 


1042 




16289 


46657 


B 


16384 


76 


848 




16290 


46658 


B 


16385 


179 


400 





2106 



WO 01/075067 



PCT/US01/08631 



! 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16291 


46659 


A 


16386 


27 


372 


VGSLRRPGPPREETRRLRERRRS 
LEPWAFLLKEAKVG*QPSSLFQ 
WEGPMGLCSTPLVMNMGDSLI 
TK\HLFQVPPLTITSPGPRTRRPH 
S* YPSPSLATG V WAA VWCKQP 
HFPAK 


16292 


46660 


B 


16387 


134 


284 




16293 


46661 


A 


16388 


1 


2013 




16294 


46662 


A 


16389 


313 


770 


IFGFVVAMHGAPGQAVLELLQ 
LTGDQSLGLSQRHMAALDALV 
HLLHGGLAVLTTAGAAPEHET 
RGIAGLREEQCRNPRCVKRGW 
AQEKQA*PGQRGGRKSSPFWSF 
TL/DSASAGPRAAHLHLPDVLS 
LQTLHHGLHRLLHPELLQLSHG 


16295 


46663 


A 


16390 


1 


2753 




16296 


46664 


A 


16391 


1 


1363 




16297 


46665 


A 


16392 


26 


181 




16298 


46666 


A 


16393 




867 




16299 


46667 


A 


16394 


1 


1447 




16300 


46668 


A 


16395 


31 


659 


APALPGCEHMMA1RELKVCLL 

G DTG VGKSSI VCRF VQDHFDH 

NISPT1GVASFMTKTVPCGNELH 

KFLIWDTAGQERFHSLLPLYL\R 

GSAAAVIVYDFTEAGFHFHPLK 

KWV\KRLKELGPE\MVMAIAG 

NKCDLSD1\REVPPEGMLKEY\A 

E SI G AI V V ETS AKN AINI\EELFQ 

GISRQIPPLDPHENGNNGYTIKVE 

KPTMQASRRCC 


16301 


46669 


A 


16396 


1 


1182 




16302 


46670 


A 


16397 


1 


513 




16303 


46671 


A 


16398 


146 


429 


TFYTCFSPSV1 PFSFSIHTKPYPG 
HHQSFYMTNVSSNNPTISPLTT 
RPPFSLISPALGSHAAPNPA*SSP 
EKHRPFSLHTTPQKFHRPNTSTL 
F 


16304 


46672 


A 


16399 


1 


435 




16305 


46673 


A 


16400 


56 


477 


ARAAK.GESCEGPGVGRCFSFSS 

YRQTPPCCQRLVN VPKTR\RTF 

CKK\CGKH\RPHKVTQYKKGKD 

SFYA\QGRRRYDRKQSGYGGQT 

KPIFRKKAKTTKKVMGLRL EC V 

EPNCRSKRVMLAIKRCKHFELG 

GDKKRKGQVIQF 


16306 


46674 


A 


16402 


183 


373 


IHGSSENPTPERETLFWHAENG 
SALASC*KSGGQAPKRKVRTTL 
ILKAE1LILGMLVLRSHGM 



2107 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16307 


46675 


A 


16403 




881 


MPFKCK.KQHTFNKTSPKEGA1I 

FTHGCLCTSPFNSELSEHLGNL 

KLSSWEHLHHRSQQTLSVRLH 

VPTPQPVEHEF1QLIYIHTGAKL 

QASKVIIATKDGKRRKSPLWQL 

KYPKLI LREASS VS EELHKEVQ 

EAFLTLHK.HGCLFRDLVRIQGK 

DLLTPVSRIL1GNPGCTYKYLNT 

RLFTVPWPVKGSNIKHTEAEIA 

AACETFLKLNDYLQ1ETIQALEE 

LAAKEKANEDAVPLCMSADFP 

RVGMGSSYNGQDEVDIKSRAA 

YNVTLLN FMDPQKMPYLKEEP 

YFGMGKMAVSWHHDENLVDR 

1QLQLWDPVDGTTASSAVPKQ 

GRDKRREVPNTLSQPNSQEGLI 

S AF HSRC VH A VF YKLTS A PKTT 

SLPDVPSDLLAEGL AA SRAGQA 

LWRCDKKSLLTLVRKINLQGK. 

RDGG RSATNQQSQPHLDNTGL 

ERQLEQKVGRCRSPWRGLGHL 

EGNAQKGHLLHGVNKNGQHL 

L*MPPSPLPGGQKGRLVGMLS 

WVLT*VYK1QH/GT/PAAVEG*D 

EAFLAVWLGEGVGDFSPLVPSL 

LWHS*RGCCSIHGIPELELNPVH 

QIFIM/SASSLPFSPCQNKVPLSG 


16308 


46676 




16404 


1 


459 








— 










16310 


46678 


A 


16406 


1 


816 




16311 


46679 


A 


16407 


1 


217 




16312 


46680 


A 


16408 


3 


135 




16313 


46681 


A 


16409 


21 


218 




16314 


46682 


A 


16410 


392 


3744 


LNYKMLLKNLSPMSMLKAFSF 
A1PMQPPAQTNLPTAKPNGFQP 
LLLSQYNACPPPQ*EAG/QVDL 
CST1PLNLLPDSLPLTVPTGPLPQ 
GSVGLVLGRASSSAKGITIHTGL 
INSDSVDEIKLITSAKVPVSILAG 
ESIAQLLLLPNIILNKGDKTRGP 

UMU3K.tjE.rvA A Y W1JN V loKA^Kr 

TCTIH IQGRKFEGL VDTGADVS 
VISSSLWPSSWLKHPTNMGLVG 
VGKAEEVYGSTFILPCTGLDGQ 
KGTIQPYIM 


16315 


46683 


A 


16411 


1 


783 




16316 


46684 


A 


16412 


1 


1911 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16317 


46685 


A 


16413 


3 


1381 


KTPFVGYQHQRPKVDKTTKMG 

RNQSRKAENSKNQSTSSPPKDR 

SSLPATEQSWTENDFDELTEVG 

FRRSA ITN FSELKEH VLTRRKEA 

KNLEKRLDEWLTRJNSVEKTLN 

DLMELKTMAQELRDARTSFNS 

*FNQVEKRJSV1EDQIDEIKQDD 

KAAETCNWRWVSESLRQLRAS 

VDAFHARASHYNAGECLHQLA 

ALNSRLNCAQEMARRDS1GEVP 

PVPWRTVVGSG1AGEAKLDHL 

RLVSL1GREVNKENSPAATRWL 

FSFQAGALAGGQIVLQAAKPN 

AHGQPVVATRN LLNPAGl V A V 

LKQRPRLVAAAVQAFYLRDPID 

LRACRVFKTFLPETRIMTSYYAI 

EWSLWTLVDVLHAENSESAHM 

SHNSYDPPSDVARJHLTHLPMSP 

1PDYIIARFRYRHRSRVRLTARK 

LSPAFMRCSSEIQRYSTMLERG 

FNGGYCRSTTVRVVTEATRML 


16318 


46686 


A 


16414 




1191 




16319 


46687 


A 


16415 




1909 




16320 


46688 


B 


16416 




1791 


















16322 


46690 


A 


16418 




1044 




16323 


46691 


B 


16419 




1140 




16324 


46692 


A 


16420 




1062 




16325 


46693 


B 


16421 




972 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16326 


46694 


A 


16422 


1 


1758 


MDTFLQAERKDYMEAYELIEQ 
EEQGVKELNRPLTAPSALHPRD 
EAHLIMVDKLFDVLLDSVCQYF 
1EDFC1DVHHINSRWI/AVCQYFI 
EDFCIDVHHINSRWIKDLNVRP 
KTIKTLEENLGNTIQDIGMGKD 
FLSKTPKAMATKAKIDKWDLIK 
LNNFCTAKETTIRLPVPNPCGPV 
AETPLSRVFVLREARKTLKPHQ 
STCLSKGRDNSIDSWKTAARVL 
KTAISSTPTIPILKDQTQEWSVS 
ATFTSDGKIRLFYTDYSGKHYG 
KQSLTTAQVNVSKSDDTLKING 
VEDHKTIFDGDGKTYQNVQQFI 
DEGN YTSGDN HTLRDPH YVED 
KGHKYLVFEANTGTENGYQGE 
ESLFNKAYYGGGTNFFRKESQK 
LQQSAKKRDAELANGALGIIEL 
NNDYTLK K VMKPLI TSNTVTDE 
I ERAN VFKMNGK WYLG ELG W 
RREWSSGDRJCSLARLSKTGTLG 
LAALTYKCTRDQWTVYCRVIR 
EKNLCQDMRWYQRCCQTCRD 

r Y AINRM£>rA 1 AbLV 1 Kbl IS.OKS) 

VI PI DVfll \/PICI ^VDADl/r.f 
PlLKLKi yLVr l&LrvUrvr AKrvOPv 

ASSGSKLSLLSSSKTVALAGMG 
RGDEFQMELESEDLTSERDG1L 
TPTSSNQKKSKAYGSLIRT 


16327 


46695 


A 


16423 


1 


4449 




16328 


46696 


A 


16424 


3 


3859 


QFLPNLDSTVLGENYFDGTYQ 

MLYLLVKGTIPVEIHTATVIFVS 

FQLSVATEDDFYTSHNLVKNLA 

LFLKIPSDKIRISKIRGKSLRRKR 

SMGF1IEIEIGDPPIQFISNGTTGQ 

MQLS ELQEIAGS LGQ A VILGN 1 S 

SILGFN1SSMSITNPLPSPSDSGW 

1KVTAQPVERSAFPVHHVAFVS 

SLLVITQPVAAQPGQPFPQQPSV 

KATDSDGNCVSVGITALTLRAI 

LKDSNNNQVNGLSGNTTIPFSS 

CWAN 



2110 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of llrst 

sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16329 


46697 


A 


16425 


65 


1905 


RTS SRKTTNH C S EI KEDTNN WK 

NIPCSWIGR1N1VKMAKLPKPPL 

VIPRQTG SG V DLQQTPTDL HLR 

VLTVRRKTNKQKGHPHQNPICT 

SPSSKTKVLEVLARAFRQEKEI 

KGIQVGKEEVKLSLFADDMIVY 

LENPIVSAQNLLKL1SNFSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMTELPFTTASKRIKYLGIQLTR 

DVKDLFKENYKPLLNEIKEDTN 

KWKNIPCSWVGRINIVKMAILP 

KV1YRFNAIPIKLPMTFFIELEKT 

TLKFIWNQKRARIAKSILSQKN 

1CAGG1TLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYNYLIFDKPEKNKQWGKDS 

LFNIWCWENWLAICRKLKLDPF 

LTPYTKINSRWIKDLNVRSKTIK 

TLEENLGNTIQDIGMGKDFMSK 

TPKAMATKAK1DKWDLIKLKSF 

CTAKETT1SVNRQPTEWEKIFA1 

YSSDKGL1SR1YNELKQIYKKKT 

NMPIKKWVKDTNRHFSKEDIYA 

AKRHMTKCSSSLAVREMQIKT 

TMRYHLTPVEEVRAGEMAKTR 

RCQNVKGASEEGIRA/HCFVSH 

*PHCP/LWRATTLMETLKFKPIE 

VPCKPLEKSVSLLLL 


16330 


46698 


B 


16426 


1 


2348 




16331 


46699 


A 


16427 


1 


660 


MPNFF1DRPIFAWVIAIIIMLAGG 
LAILKLPVAQYPTIAPPAVTISA 
SYPGADAKTVQDTVTQVIEQN 
MNGIDNLMYMSSNSDSTGTVQ 
ITLTFESG\QVQNKLQLAMP/LL 
PQEVQQQGVSVEKSSSSFLMVV 

U V IN 1 UKj 1 M it^ELJloLJ Y V AAfN 

MKDA1SRTSGVGDVQLFGSQY 
AM RI WMNPNELNK VERNSRRQ 
DVGERDISSGSRKVNKESREDE 
EVT 


16332 


46700 


A 


16428 


1 


975 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16333 


46701 


A 


16429 


1171 


2007 


AVD1VQGLVRGWGRQGWLLS 
GRGIPEGPLLLWGATVGSWRR 
LLPLTGVCGLPLGAVPVLIS*LL 
GGAQVQLLREEEAGHELVQQL 
VDGALVLLLDGRJLPLHVVADE 
RCCVLQDLPVLVHKDEVRLAR 
GGTAALRVLLLVLVVDALDLV 
EQALGAQGLGVVLLEVHSLVV 
KGLEVRLLILLPPDLVEALLGLP 
PLLFLGLQSFQDNGDSGDRVLL 
EALDDLRGLVAIDAINGTALDH 
LRRASQGVVQPELLLVFRRHPR 
QLLLHTFQHTDCGQVRLQDIV 


16334 


46702 


B 


16430 


1 


768 




16335 


46703 


A 


16431 


1 


2553 




16336 


46704 


A 


16432 


3 


573 


CEMHSVQKNEHDKTPEHSRKR 
SRPSLLRPVSAPAKKXMKLRGT 
KDLSIAAVGKYGTL/PGIFFL*Q 
GPPGAEEPGGVKLPPLHRTLQ 
PGAGVWL*APAARQP1SGVSS* 
LPRAP*GGSVPVNSIYLVFSYCF 
*AMIVLF*NPVY*LT*LI*LLIPM 
HL*GAIHHLGTLQLVPLPVTSV 
VSILTRIQWVLE 


16337 


46705 


A 


16433 


110 


1347 


LTTATGMELSMGSTTWTSLCK 

AENAACQQEKPH1WLCSISSFL 

RLKRRRTTTKNTGTKKIASTVA 

VT1PPITPLPTAFCAPEPAPVLLT 

SGIPPRLNASENPQLLSGS/SSSD 

STGTVQ1TLTFESGTDADIAQVQ 

VQNKLQLAMPLLPQEVQQQGV 

SVEKSSSSFLMVVGVINTDGTM 

TQ EDI SD Y V A ANMKDA1 SRTSG 

VG D VQLFG SQ Y AMRIWMN PNE 

LNKFQLTPVDVITAIKAQNAQV 

AAGQLGGTPPVKGQQLNASIIA 

QTRLTSTEEFGKILLKVNQDGS 

RVLLRDVAK1ELGGENYDIIAEF 

NGQPA SGLG I KL ATG ANA LDT 

AAA1RAELAKMEPFFPSGLKIG 

Y P YDTTP V VNI SIHE VG KTL VE 

AKNLVFLAMNLVLQEFPADVIS 

TIAGPPSLRSSRVPGL 


16338 


46706 


B 


16434 


1 


2550 




16339 


46707 


B 


16435 


1 


630 




16340 


46708 


A 


16436 


270 


455 




16341 












GALQPPPCTVGAPFWAGQGWS 
PLPQLAGRCGGRGTXRGTGAAC 
GACGPAGVPGGLGLGGPRTRSS 
RPALLAPGNGGLSTRASGCGGC 
TESPSSGWPTSAALDFLPGP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


16342 


46710 


A 


16438 




413 




16343 


46711 


A 


16439 


31 


507 




16344 


46712 


A 


16440 


1 


537 




16345 


46713 


A 


16441 


152 


247 




16346 


46714 


A 


16442 






EEMTSKMYKVI1RKTMKASVC 
TQVKHPAIASICKAVL*VGPWS 
GHFKYAGLPTL 


16347 


46715 


A 


16443 


1 


549 




16348 


46716 


B 


16444 


376 


862 




16349 


46717 


A 


16445 


2 


1603 


TNVSTTIATVVLNALARATKLL 
PPG H RRSPNPATA AASSPPTTLA 
HCSLRSHHQPLRGEQQPQA1RT 
TAGRCKALSSCPSFFECGSRSSG 
APPGACGQ1FRVSNAKLEPQAR 
PSSPVTGGPLDLMACRVVAAST 
REMAMLIAQALQT1NYGRDDE 
NGHTHSACEVHHGGRVPELSV 
PSFSWRNRNNPSF1MGSITPTDY 
TLSKCYLPREDVVLIIYCGVSTN 
EQPDEEVPRTRFPTVAVSIGFAV 
RQELEFGVIYHCLE\YRLYTGRR 
GRGAFCNGQRLRVSGETASGM 
LPG IQQI H1QQEQNLQVG ASTEL 
PCNLHTTRJRVASAPSSAPEDGT 
ESKTCNFRVTSSKGYCLALPRV 
PFPLTTG YK.HLH KPPTGTHSTY 
HSMCLLNQPGWLRTISIILFLNN 
K1CWQKKSGRE1KIEDYFPEYA 
NYTVPEDGHLSAHLY1LSGLCM 

SFVMVNSVALNGDGCGICSETE 
AELIEVSHRLNCSREVGEHLNA 
TGELGEERAHGRQQAACGFTIA 


16350 


46718 


A 


16446 


1 


648 
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SEQ ID 

NO: : 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oMast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16351 


46719 


A 


16447 


329 


2497 


GEGQAVLQGKMGGEEKPI\GA 

GEEKQKEG\GKKKNKE\GSGDG 

SRAELNPWPEYIYTRLEMYN1L 

K.AEHDSILAEKAEKDSKPIK.VT 

L PDGKQVDA ES WKTTP YQI AC 

GISQGLADNTV1AKVNNVVWD 

LDRPLEEDCTLELLKFEDEEAQ 

AVYWHSSAHIMGEGMERVYG 

GCLCYGPPIENGFYYDMYLEEG 

GVSSNDFSSLEALCKKIIKEKQA 

FERLEVKKETLLAMFKYNK.FK 

CRILNEKVNTPTTTVYRCGPLID 

LCRGPHVRHTGKIKALKIHKNS 

STYWEGKADMETLQRIYGISFP 

DPKMLKEWEKFQEEAK.NRDHR 

KIGRDQELYFFHELSPGSCFFLP 

KGVYIYNALIEFIRSEYRKRGFQ 

EVVTPNIFNSRLWMTSGHWQH 

Y SEN M F SFE V E K.ELF A LK P MNC 

PGHSLMFDHRPRSWRELPLRLA 

DFGGLHRNELSGALTGLTRVRR 

FQQDDAHIFCAMEQ1EDEI KGC 

LDFLRTVYSVFGFSFKLNLSTRP 

EKFLGD1EVWDQAEKQLENSL 

NEFGEKWELNSGDGAFYGPKI 

D1QIKDAIGRYHQCAT1QLDFQL 

P1RFNLTYVSHDGEDKKRPVIV 

HRAILGSVERMIA1LTENYGGK 

LAPFWLSPRQVMVVPVGPTCD 

EYAQNVRQQFHDAKFMADIDL 

DPG CTLNKKI RNAQLAQYNFIL 

VVGEKEKITGTVNIRTRDNKVH 


16352 


46720 


C 


16449 


189 


456 




16353 


46721 


A 


16450 




1414 




16354 


46722 


A 


16451 


95 


293 
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SKQ1D 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16355 


46723 


A 


16452 


1 


1136 


MKKRPGHSLFQFQFLMFRLFSE 

ARQPLSEEDVASLSWRPLHLPS 

ADWQRAALSLWTHRTFREVLK 

EEDVHLTYQDWLHLELE1QPEA 

\MLFQILNGRTSTSGRSMSTFSL 

SPRLQGAVTETCRLRVPFLSTH* 

WISTKAQGVMTTQKIL1WSLVA 

AQEMRILFPDCRRW*LTWSCSK 

TS*CLSATPLPRSTSSLRFSADG 

SRL*QAGGAWLPAFRDRGSC*C 

TNGSSSACLRLSSAAAASRQNS 

PSLPDASSSSTWSTLR*ETSAPT 

EVP*HRTSLPTS\QGPPERLSAE 

QRPL PDGR/RS Y WPS ARRN A/RL 

ILT/FCSGVVAEPGACAALPVEE 

TLPEPAAPGTAEATRRPAVCQR 

VRVGAIGFPFLLLLDGPAVVTS 

Dl.K 


16356 


46724 


A 


16453 


3003 


3482 


HRPRTRPCPWRRNHHLGHRAP 
L*PQRARR*SPNPPEDGSEDEHL 
*QLC 


16357 


46725 


A 


16454 


598 


759 


KVILGLWTEEAQVGGQGLRAP 
TPRLLHHVLK*D1KR*AHRPDA 
VAHACNPNTLG 


16358 


46726 


A 


16455 


1 


1767 




16359 


46727 


A 


16456 


2 


572 




16360 


46728 


A 


16457 


1 


726 




16361 


46729 


A 


16458 


155 


1334 


HALGRRGGSQELSAAAGAASP 

SGSERRAPGALPCAWAAALLV 

LGAPPASRPGGFAAGKTMLLK 

E\YRI\CMPLTV\DEYKI\GQLYM 

ISKHSH\EQSDRGEGVEVVQKE 

PFEDPHHGNGQFTEKRVYLNSK 

LPSWARAVVPKIFYVTEKAWN 

YYPYTITEYTCSFLPKF\SIHIET 

KYEDNKGSNDTIFDNEAKDVE 

REVCFIDIACDEIPERYYKESED 

PKHFKSEKTGRGQLREGWRDS 

HQPIMCSYKLVTVKSEVWGLQ 

TRVEQFVHKVVRDILLIGHRQA 

FAWVDEWYDMTMDEVREFER 

ATQEATNKKIGIFPPAISI SSIPLL 

PSSVRSAPSSAPSTPLSTDAPEFL 

SVPKDRPRKKSAPETLTLPDPE 

KKATLNLPGMHSSDKPCRPKSE 


16362 


46730 


A 


16459 


26 


355 




16363 


46731 


A 


16460 


86 


489 




16364 


46732 


B 


16461 


1 


201 




16365 


46733 


A 


16462 


3 


367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16366 


46734 


A 


16463 


58 


553 


VARSAPPDGAVCAGPGSRRTE 

MAEQSDEAVKYYTLEEIQKHN 

HSKSTWLILHHKGWDLTKFLE 

EHPGGEEVLREQAVGGDYATENF 

EDVGHSTDAREMSKTFIIG\ELH 

PDDRPKLNKPPEP*RRCFKETL1 

TTIDSSSSWWTNWVIPAISAVA 

VALMYRLYMAED 


16367 


46735 


A 


16464 


185 


489 




16368 


46736 


A 


16465 


134 


345 




16369 


46737 


A 


16466 


572 


1017 




16370 


46738 


A 


16467 


911 


1013 




16371 


46739 


A 


16468 


1 


157 


FGGNQKGERTGQKGKGERGAK 
RKDFPGAVCISALGLLAKGCG* 
SWRPSSSAN 


16372 


46740 


A 


16469 


71 


369 


SCGLSLIKMTTSQKHRDFVAEP 
MGEKPVGSLAGIGEVLG\KKLE 

ergfdkayvvlgqflvlkk.de 
dl f\rewlk dtcg/apn akqsr 
dcf*clrewcdafl 


16373 


46741 


A 


16470 


1 


831 




16374 


46742 


A 


16471 


368 


679 


SSQLNKAPSLFNPVSEEFCLWL 
LLLQKELLTR1TSLEKNTNDLV 
DLKNTA*ELHEAHTSINS*IDQV 
EERI SEC EDHLTEIRH SEKMKTA 
LLK*DMQTRREKKK 


16375 


46743 


A 


16472 


536 


717 




16376 


46744 


A 


16473 


1 


1632 




16377 


46745 


A 


16474 




651 




16378 


46746 


A 


16475 


1 


903 


GGGGRMKLIDYGLSGYQEESA 

EWKAMDFITSTA1LPLLFGCLG 

VFGLFRLLQWVRGKAYLRNAV 

VVITGATSGLGKECAKVFYAA 

GAKLVLCGRNGGALEELIRELT 

ASHATKVQTHKPYLVTFDLTDS 

GA1VAAAAEILQCFGYVDILVN 

NAGISYRGTIMDTTVDVDKRV 

METNYFGPVALTKALLPSMIKR 

RQGHIVAISSIQGKM\SIPFRSGI 

CQPSKHATQAF\FDCLAVPEM\E 

QFEIEVTVISPGYIHTNLSVNAIT 

ADGSRCGVMDTTTAQVAEALW 

RWPRMFLLLWGRRRKM 


16379 


46747 


A 


16476 


359 


1094 


















16381 


46749 


A 


16478 


1 


371 




16382 


46750 


A 


16479 


11 


257 




16383 


46751 


A 


16480 


2 


419 




16384 


46752 


A 


16481 


1 


2514 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16385 


46753 


A 


16482 


262 


822 


AGCTRKTRJIDVVYNASNNELV 
RTKTLVKNCIVLIDSTPYRQWY 
ESHYALALGRKKGAKLVRVTS 
L*GLWGGQPDSSLLVMKTLSSS 
ATEGREMRAF*AEEGQHWGVQ 
GSRKLPGPAFLP*AHIFVSPFQT 
PEEEEILNKKRSKKIQKKYDER 
KKNAKISSLLEEQFQQGKLLGE 
KADELEVGSRRD 


16386 


46754 


A 


16483 


2 


799 


SQWLKLPSPLPHAGISRYYNWD 
QAP*KTGGPRESPYHKKREVM 
KLGRPSCPN/NPKIGPPAGIQHSP 
VCRGG* Q VNTRAPE V WTVGNF 
\SWGLICRCTP*NKDPSIVVLQC 
HLNNGAWFRTQGPWVEEFC1V 
ASSDQQQPYR\QWVRSPNLCAC 
PLGPAKKGEPKLDSLRKEEIFK 
QKNDLKKLRKEPLKRKKNCQT 
PAVLPGREQFPARGKLSCRA/SR 
FQGPGQLWAEQDGFCA* EGQK 
SLEFLSFRKNPRPRKGQIKFLVF 
VFHPC 


16387 


46755 


A 


16484 


1 


681 




16388 


46756 


A 


16485 


287 


694 


HSSRPAPASAPRRWGLSWSWQ 
RCWC**TPSPSPRPRPAEG\CLR 
GRGRGAGGGLPFRPHGSLVHS 
GAQPPHFPHLPGGARQTCGAPP 
GSWSCVL/CRPAETGAAAAGSP 
AAAGSTRKRLGRAQGRGCRVA 
ALRLSPTH 


16389 


46757 


A 


16486 


189 


381 


QGAGSVGRTGQQLLKPGPFFLE 
KLLSLGCT/LSG*ALRARACCSP 
CCRPGAGCQPQAPVAQAGHP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16390 


46758 


A 


16487 


1 


2388 


QGRLVAKPPRPARSTAADSSTP 

RDMLGLRPPLLALVGLLSLGCV 

LSQECTKFKVSSCRECIESGPGC 

TWCQKLNFTGPGDPDSIRCDTR 

PQLLMRGC AADDI MDPTSL AET 

QEDHNGGQKQLSPQKVTLYLR 

PGQAAAFNVTFRRAKGYPIDLY 

YLMDLSYSMLDDLRNVKKLGG 

DLLRALNEITESGRIGFGSFVDK. 

TVLPFVNTHPDKLRNPCPNKEK 

ECQPPFAFRHVLKLTNNSNQFQ 

TEVGKQLISGNLDAPEGGLDA 

MMQVAACPEEIGWRNVTRLLV 

FATDDGFHFAGDGKLGAILTPN 

DGRCHLEDNLYKRSNEFDYPS 

VGQLA\HKLAENNIQPIFAVTSR 

MVKTYEKLTE11PKSAVGELSE 

DSSNVVHLIKNAYNKVLSSRVFL 

DHNALP\DTLKVTYDSFCSNGV 

THRNQ\PRGDC\DGVQ1NVPITF 

QVKVTATECIQEQSFVIRALGFT 

DIVTVQVLPQCECRCRDQSRDR 

SLCHGKGFLECGICRCDTGYIG 

KNCECQTQGRSSQELEGSCRKD 

NNSI1CSGLGDCVCGQCLCHTS 

DVPGKLIYGQYCECDTINCERY 

NGQVCGGPGRGLCFCGKCRCH 

PGFEGSACQCERTTEGCLNPRR 

LPLCQECPGCPSPCGKYISCAEC 
LKFEKGPFGKNCSAACPGLQLS 
NNPVKGRTCKERDSEGCWVAY 


16391 


46759 


A 


16488 


353 


1205 




16392 


46760 


A 


16489 


11 


440 


FRALTEGDTQLNWNIVSFPVAE 
ELSHHENLVSFLETVNQPHHQN 
VSVPSNNVH APYSSDKEHMCT 
VVYFDDCMSIHQCKISC\ESMG 
SHPNIRWVSLMACCECIGPEC1D 
YGSKTVKCMNCMF*RRQMQT 
K.AT* *NNRYKKLKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16393 


46761 


A 


16490 


515 


1808 


KRKQTGEFGFNSFE\WCDSDLC 

EMNAGMPKGNLNEQDPKHCPE 

SEKCLLSIEDEESQQS1LSSLENH 

SQQSTQPEMHKYGQLVKVELE 

ENAEDDKTENQIPQRMTRNKA 

NTMANQSKQ1LASCTLLSEKDS 

ESSSPRGRIRLTEDDDPQIHHPR 

KRKVSRVPQPVQVSPSLLQAKE 

KTQQSLAAIVDSLKLDE1QPYSS 

ERANPYFEYLHIRKKIEEKRKLL 

CSV1PQAPQYYDEYVTFNGSYL 

LDGNPLSKICIPT1TPPPSLSDPL 

KELFRQQEVVRMK.LRLQHSIER 

EKLIVSNEQEVLRVHYRAARTL 

ANQTLPFSACTVLLDAEVYNVP 

LDSQSDDSKTSVRDRFNARQF 

MSWLQDVDDKFDKLKTCLLM 

RQQHEAAALNAVQRLEWQLK 

LQELDPATYKS1SIYE1QEFYVPL 

VD VN DDFELTP1 


16394 


46762 


A 


16491 


1 


699 




16395 


46763 


B 


16492 


6 


5954 




16396 


46764 


A 


16493 


22 


585 




16397 


46765 


A 


16494 


1 


837 




16398 


46766 


A 


16495 


1 


1422 




16399 


46767 


A 


16496 


13 


189 




16400 


46768 


A 


16497 


193 


366 


GRPGIFKSFCRWW*C*FHMEFI 
WKSSA*/WSGVWHAGNICLSIS 
NPEDLRASQFCSSG 


16401 


46769 


A 


16498 


1 


888 




16402 


46770 


A 


16499 


3 


531 


DAWADAWADAWADAWALQS 

RRRRRRTQLTLSSPHDCYRGLQ 

SLLLILCKMATLKEKLIAPVAEE 

\EA\TVPNN\R1TVLGDGQVGMA 

CAISILGKSLAADELALVDVLED 

KLKGGNDGSFQHG\SLFL\QTPK 

\IVGR1KDYSG\TAQF*RIVVGN 

WQGVRSARRGKVRSNLVQRN 

VNVFK 


16403 


46771 


A 


16500 


2 


406 




16404 


46772 


A 


16501 


2 


394 




16405 


46773 


A 


16502 


1 


399 




16406 


46774 


A 


16503 


74 


464 


FAFNMPEPAKSAPAPKKGSKK 
AVTKAQKKDGKKRKRSRKESY 
SVYVYKVLKQVHPDTGISSKA 
MGIMNSFVNDIFERIAGEASRL 
AHYNKRSTITSREIQTAVRLLLP 
G\EL\AKHAVSEGTK\AVTKYHQ 


16407 


46775 


B 


16504 


84 


832 




16408 


46776 


B 


16505 


201 


829 




16409 


46777 


A 


16506 


1 


804 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16410 


46778 


A 


16507 


3 


615 


PECIIGIDILSSGQNPHIGSLTGR 
VRAIMVGKAKRKPLELPLPRK1 
LNQKQYRIAGGIEEISATIKDLK 
DAGVVIPTTSLFDSPIWPVQKT 
DG SWRMTVDYRQINQVATPIA 
A A I PD V ASLLKQ1NTS PDT W/PI 
RPP1SNGD*GVSGR*ACCLEPLA 
GPHR*1TSEASR1LEQGPAIFCR* 
LLSF*ETALGLLLGFGGN*TFDY 


1641 1 


46779 


C 


16508 


25 


153 




16412 


46780 


A 


16509 


1 


1317 




16413 


46781 


A 


16510 


1 


1557 


QVPGCIIGID1LSSWQNPHIGSLT 
GRVRAIMVGKAKWKPLELPLP 
RKI VNQK.QYH 1LGGTV EI SATIK 
DLKDTEAVTPTTSPFNSPIWPV 
QKTDGSWRMTVDYCKLNQVV 
TPIAAAVPDV/VSLLEQINTSPG 
TWFEWSPK\KALQQVQAAVQA 
ALPFGPYDPADPMVLEVSVAD 
RDA1WSLWNAAIGESQRRPLGF 
WSKALLSSADNYSPFERQLLAS 
YWALVETERLTVGHQVTLRPE 
LPIMNWVLSDPSSHKVSGAQQ 
HWKCAVHT/IIKWKWYIRDWA 
QAGLEGTS*LYWPRASRYQQG 
HQDLF1LRSDLPSQVFIRDKLME 
RRNRRTG RTEK A RJ WE VTDRT 
VRTW1GEAVAAAAADGVTFSV 
PVTPHTFRHSYAMHMLYAGIPL 
KVLQSLMGHKSISSTEVYTKVF 
ALDVAARHRVQFAMPESDAVA 
MLKQLS 


16414 


46782 


A 


16511 


41 


428 




16415 


46783 


A 


16512 


1 


1026 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


16416 


46784 


A 


16513 


648 


1886 


LDPEVAWAKWQHSTVKGPQK 














QFAFSWQGQQYTFTGLPQGYIN 














SLSLCYNLIPRDLDRFSLPQDIT 














LVHYIDDIMLTGSSEQELAYTL 














DLLVRRLCAKGWEINLTEIQEA 














STSVKFLRVQWCGACQDIPSK 














MKDKLLHLFPPTTK.KKASLFGF 














RRQCIPHLECGPEQEKALQQAQ 














AAVQAAVPLERYDPADPMVL/ 














V/ELTWLWPLLSAQFASSGDQH 














*ALHMAPFLGVVSQLPGGKLIIL 














DIFHHGKGRVLFSLETLTPDM 














GLPILH1MLLPRLPSVNSQNALS 














TVMPGFTGPGIKGWK.WHHSPS 














PLVIH*QNFCFLFP*HYVLLA*R 














S*FQRKEPCHQET*Q*FH*TGS* 














GCQLDTLGSCYF*VNKLRRELQ 














C WLG *LTQTI KMKS VY YSITEN 














C WM K.RSPVKRRKILELEE A 


16417 


46785 


A 


16514 


1 


402 




16418 


46786 


A 


16515 


1 


396 


PTRPGERSVHVE1PRRVGSGAG 














HAQWAGPVRVARPQLNAQLE 














GWLSQVQSTKRPARAIIAPHAG 














YTYCGSCAAHAYKQVDPSITAQ 














RFRYSYYDESQGEIYRSIEHLDK 














MGMSIIEQLDPVSFSNYLKKYH 


16419 


46787 


A 


16516 


2 


358 




16420 


46788 


A 


16517 


2 


769 




16421 


46789 


A 


16518 


1 


1017 




16422 


46790 


C 


16519 


54 


294 




16423 


46791 


A 


16520 


159 


245 


GISVSCSMYL*PDRSAGYYGLF 














KDRKEK 


16424 


46792 


A 


16521 


1 


1227 




16425 


46793 


A 


16522 


1 


2697 




16426 


46794 


A 


16523 


200 


696 


YG1VTGPSLCAGDKQPKKQEK 














NPVLVSPEFVDEALCACEEYLS 














NLAHMDID/IGPGGPAVPQPPRA 














GPSSSSVTVPSGPVSPLQLGLWA 














VGRCLGIDPFCLVQPLPLPQASR 














5>r 1 ri^rOoVj 1 LtlJbriCLKJJKV W 














ATFLGSWHSIVTKSMDCATKW 














TAHYPKCVLCGC 


16427 


46795 


B 


16524 


1 


960 




16428 


46796 


? 


16525 


' 


2183 




16429 


46797 


A 


16526 


306 


1844 




16430 


46798 


A 


16527 


59 


189 


YNSGCLYGSQCSVCRCL*GVRN 














l^J V Kol^l^l^AMivl AM AIL V iN Ivft-Lj 

G 


16431 


46799 


A 


16528 


1 


2034 




16432 


46800 


B 


16529 


1 


855 




16433 


46801 


A 


16530 


1 


834 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




4j>802 




16531 




12? 








- — 




— 






16436 


46804 


A 


16533 


460 


647 




16437 


46805 


C 


16534 


529 


804 


















16439 


46807 


A 


16536 


1 


484 




16440 


46808 


A 


16537 


511 


681 


QQGYTPFQGSGRESFLASSSFW 
WL/PG LP WL A AA * LQ ALTPSSH 
SLLSYLCSLLFCHP 


16441 


46809 


A 


16538 


51 


634 


PVPTFGL PARHTG AEKRRKNSG 
G EQLSKNN L YIRGLPPGGTDQD 
L 1 K.LCQP YG Kl VS\TRAFLDKTTI 
RCKGYGFVDFDSPAAAQKAVA 
SLKANGVQAQMAKLQERDPA\ 
GLSVSSLLL\SMYEQELENMLK 
PFGHVISTRILRDANGVSRGVG 
FARMESTEKCEVVIQHFNGKYL 
KTPPG1PAPSEPLLCKIADG 


16442 


46810 


A 


16539 


1 


759 




16443 


46811 


A 


16540 


74 


352 




16444 


46812 


A 


16541 


1 


747 


GSAVYLCYKKSVAKTNTVSYK 
AGL1CRYPQEDYESFSLPESVPL 
FCLPMGATIECWPSNSKYPLPV 
FSTFVLTGASAEKVYGAAIQFY 
EPYSEENLTEKQRLLLGLTSAD 
G KSDSSKTI HTN KC 1 CLLSHWPF 
FD\AFRKFLTFLYR\YS1SGAHVL 
PIEKHISHFMHKVPFPSPQRPRIL 
VQLSPHDNL1LSQPVSSPLPLSG 
GKFSTLLQNLGPENAVTLLVFA 
VTEHK1LIHSLRPSVLTSVTEAL 


16445 


468 L 3 


A 


16542 


319 


969 




16446 


46814 


A 


1654j 


131 


342 


NSDMGLNLGSALTG*PWVAIEF 
LLrUrryillvrbLLLUWL VAr 
rir fNLr bor An. Y MDr rvn,Al^c.lj l L) 

YH 


16447 


46815 




]6544 






1086 






4^8T? 


— , 


— 




469 
















598 




16450 


46818 


A 


16547 


227 


604 




16451 


46819 


A 


16548 


416 


1814 




16452 


46820 


A 


16549 


763 


867 




16453 


46821 


A 


16550 


1 


1419 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16454 


46822 


A 


16551 


915 


3125 


SLAGMRLTGTVSGGEVRV/TAK 

AGARVGPPELVGRPLEGECWY 

FSGVSRTQAQQLLLSPPNEPGA 

FLIRPSESSLGGYSLSVRAQAKV 

CHYRVSMAADGSLYLQKGRLF 

PGLEELLTYYKANWKLIQNPLL 

QPCMPQKAPRQDVWERPHSEF 

ALGRKLGEGYFGEVWEGLWL 

GSLPVAIKVIKSANMKLTDLAK 

E1QTLKGLRHERL1RLHAVCSG 

GEPVYIVTELMRKGNLQAFLGT 

PEGRALRLPPLLGFACQVAEGM 

SYLEEQRVVHRDLAARNVLVD 

DGLACKVADFGLARLLKDDIY 

SPSSSSK1PVKWTAPEAANYRV 

FSQKSDVWSFGVLLHEVFTYG 

QCPYEGMTNH ETLQQIMRG WF 

FGC1SRSEAVRRLQAEGNATGA 

FL1 RVSEKPSADYVLS VRDTQA 

VRHYK.1WRRAGGRLHLNEAVS 

FLSLPELVNYHRAQSLSHGLRL 

AAPCRKHEPEPLPHWDDWERP 

REEFTLC RKLG SG YFGE V F EGL 

WKDRVQVAIKVISRDNLLHQQ 

MLQSEIQA M KKLRHKHIL AL Y 

AV VSVGDPV Y1ITELMAKG SLL 

ELLRDSDEKVLPVSELLDIAWQ 

V AlUML i Lbo^IN Y IriJviJlj/AAK 

ktii v/f" 1 ttxtxt rv\/rncn apt iv 
INlLVLitJN ILCrvVUUrUi^AKJLlJS. 

EDVYLSHDHNIPYKWTAPEALS 
RGHYSTKSDVWSFGILLHEMFS 
RGQVPYPGMSNHEAFLRVDAG 


16455 


46823 


A 


16552 


1 


990 




16456 


46824 


A 


16553 


1 


2847 


MTAREHSPRHGARARAMQRAS 

T1DVAADMLGLSLAGEPHRACT 

GLQTTGYPGL\DPSG*TRK*GRG 

MSALFL*TASAGA*LH*FSSLVA 

GAPPG*CGNVQVF/WLAHAQA 

MGTNNPI F LSSIAFFQDS L INQM 

TQVKLSVYDVKDRSQGTVKSA 

ESDRVGNITVIGWQMEEKSDQ 

RPPVTRSVDTVNGRLHPPAPTV 

MHSLSHRHSKKNSNFRALALM 

VLPVDESLTEALGIRSKYASLR 

KDTLLKSVFGGAICR 


16457 


46825 


A 


16554 


1 


327 




16458 














16459 


46827 


A 


16556 


262 


3159 




16460 


46828 


A 


16557 


1 


1398 




16461 


46829 


A 


16558 


123 


393 




16462 


46830 


A 


16559 


245 


424 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






16463 


46831 


A 


16560 


1 


531 




16464 


46832 


A 


16561 


2348 


2775 .. .... 




16465 


46833 


A 


16562 


373 


555 


LRIQVTFDDVAVEFTPEEWALL 














DTTQKYLYRDVMLAENYMNLA 














SVGKSNITLLGMVACTCS 


1 6466 


46834 


A 


16563 


165 


457 




16467 


46835 


A 


16564 


310 


349 


K*TMK*EMGKFK*FY/1YLEQED 














YANANALLSPAPALPKEKRTDS 














NGRV YF VNHNTRITQ WEDPRS 














QGQLNEKPLPEGWEMRFTVDG 














1PYFVDHNRRTTTYIDPWSTRP 


16468 


46836 


A 


16565 


1 


2217 




16469 


46837 


A 


16566 


1402 


1860 




16470 


46838 


A 


16567 


461 


696 


KRMCFCTSLSSARSSGSMYMSC 














RICCSMMPPFSSVFRS1SSRYSR 














AAFWXAWTETRLCWQAAMPRQ 














QPPGLLHQWTTSP 


16471 


46839 


A 


16568 


1 


601 




16472 


46840 


A 


16569 


468 


1213 




16473 


46841 


A 


16570 


2 


365 


EGCFQKIKLDH1LSPPPMPFWK 














CSNPDVAFGPGKSLKYKRQLS* 














DGRQLRRGSLGGALTGRYLLP 














NPVAGQAWPASAETSNLVGMR 














SQALGQSAPSLTASLPCVSKCW 














ENIPPWMNCPPIK 


16474 


46842 


C 


16571 


220 


408 




16475 


46843 


A 


16572 


840 


1091 


QSLQHDVTL*VPVLLSYPEPAPS 














GHGLLRGSAQIALTIPADPAGT 














YLKTREPTLGCQTVPLPAPHLS 














VDTVCRCLSSSVWPQ 


16476 


46844 


A 


16573 


1 


1356 




16477 


46845 


B 


16574 


1 


1084 




16478 


46846 


A 


16575 


2 


526 


QPRGKKFSKNKPRKQNFPTP1CH 














MRVVLPPF/PPLKFFIFPKGLKFL 














EGGCPNISPPQKKGSLPKIPR*V 














LlKjrlJvrvJS.LrrL' 1 AKV ivLUrr 1 ^ 














GSFKTAAPSSSSP*SADPVYLAG 














f/DDnccODrrTrpf mdddddi r\ 
lUrK^aboruu 1 OOLlNrrrKKU^ 














PQPHPGPSWHSSSSRGPGGHPR 














RESAERSRCASGNPGGQ 


16479 


46847 


A 


16576 


j>6 


167 


RQLFENTQSDETKQEQNKQNK 














K*STATESRKVPQTGKSKSYWP 


16480 





A — 





171 


Pt 


















16482 


46850 


A 


16579 


1 


294 




16483 


46851 


A 


16580 


185 


299 


GLQYLKGKSGLKVKRGKVW*S 














ACCKKKGAALGTVASPL 


16484 


46852 


A 


16581 


3 


414 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16485 


46853 


A 


16582 


462 


928 


WGVPGLPGRHLLPLPSQPPPSW 
LSILYVSWAALTCFLNSGESTA 
AKFFCPNLSAISYHTEAIPTTWQ 
GVHLSWAFGNGAPDIFSGPGGL 
L*PA/PQP/DLALGALFGAGVLV 
TTVVAGGITTLLLF1QHHTTQEI 
H*QIVQWIKTTL*ILATVSYVIG 


16486 


46854 


A 


16583 


1 


654 




16487 


46855 


A 


16584 


66 




RVSLEIHVIQKRRPHHLSLLSFW 
TRMKTFRRRK/WGEAEESATDT 
TSETNKVGTGVFVLSLWVPVL 
VRNLAGPGVVLGNICKHFPVC 


16488 


46856 


A 


16585 


1 


1530 




16489 


46857 


A 


16586 


615 


873 


FVFLWSLMMVMYRWGFGVAV 
LSVC*FSF*QSGPSAAGLLEFAG 
G PFQTPF A WVS V VE A A EQRIML 
NSKRCCVIVPLVVSSQRGTRP 


16490 


46858 


A 


16587 


286 


626 


PCKLFPCCNTC YS\RV* DFFRVA 
GKRSL\LNNYTSWVNTSMLVPR 
VAFACGFPLQQAAVLCVHLLG 
SP1LGAADSSVTPPFCWMANAH 
ICGLQLQNTLSFAEP1YLGQEHA 
QLS 


16491 


46859 


A 


16588 


226 


489 


PYLSV1FFFDYGFNEEQCQRPIQ 
GDGQNFHRHNGW1KINPSCISF 
AIFFPFGAEKNMWSTPVTEAFN 
LLST*AF*LFGYKCTLVISSS 


16492 


46860 


A 


16589 


' 


1344 




16493 


46861 


A 


16590 




257 




16494 


46862 


A 


16591 


73 


374 


ESETEHKRPGKHSPKRSCNMCG 
QWAFHASLTVSYCLLTWCNET 
CSGDGCEGGMRIDIDPPVSQTR 
FFITLL * LC\FPG A G PQPA YFCTQ 
TQCHVETPRVSQ 


16495 


46863 


A 


16592 


1 


666 




16496 


46864 


A 


16593 


95 


1840 




16497 


46865 


A 


16594 


1740 


2026 




16498 


46866 


A 


16595 


39 


487 


SRLDPRVRLLFRQFCETRPGLEC 
YIQFLDSVAEYEVTPDEKLGEK 
GKEIMTKYLTPKSPVFIAQVGQ 
DLVSQTEEKLLQKPCKELFSAC 
AQSVHEYLRGEPFHEYLDSMFF 
DRFLQWKWLE/RVCACQVRAT 
GKVMYACSRLEKKRIQKRK 


16499 


46867 


A 


16596 


1 


591 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16500 


46868 


A 


16597 


71 


1994 


EQEQRGRQGGLLAPPAPAAAA 

AA RA AA A AA A APQALTAPPAG 

SVADRRLSMELEN1VANTVLLK 

AREGGGGKRKGKSKKWKEILK 

FPHISQCE\SLRRTIDRDYCRVC 

DKQPIG\RLLFRQFCETR\PGLEC 

YIQFLDSVAEYEVTPDEKLGEK 

GKEIMTKYLTPKSPVFIAQVGQ 

DLVSQTEEKLLQKPCKELFSAC 

AQSVHEYLRGEPFHEYLDSMFF 

DRFLQWKWLERQPVTKNTFRQ 

YRVLGKGGFGEVCACQVRATG 

KMYACKRLEKKRIKKRKGESM 

ALNEKQILEKVNSQFVVNLAY 

AYETKDALCLVLTIMNGGDLK 

FHIYNMGNPGFEEERALFYAAE 

ILCGLEDLHRENTVYRDLKPEN 

I LLDDYG H I RISDLGL A VKIPEG 

DLIRGRVGTVGYMAPEVLNNQ 

RYGLSPDYWGLGCLIYEMIEGQ 

SPFRGRKEKVKREEVDRRVLET 

EEVYSHKFSEEAKSICKMLLTK 

DAKQRLGCQEEGAAEVKRHPF 

FRNMNFKRLEAGMLDPPFVPD 

PRAVYCKDVLDIEQFSTVKGVN 

LDHTDDDFYSKFSTGSVS1PWQ 

NEMIETECFKELNVFGPNGTLP 

PDLNRN HPPEPPKKGLLQRLFK 

RQHQNNSKSSPSSKTSFNHHINS 


16501 


46869 


A 


16598 


1 


963 




16502 


46870 


A 


16599 


192 


609 


RPKGARELRLHPGPRYGRTSPQ 
NCPWARPGCLHEAL*G\WKICL 
HCKCPQEEHMVTVMPLEMEKT 

ic-iq N/1 cMTrr^DMC^r^PkrM^Q/^r^ a t 
IbivLIVIr Ur l^KJNo I ^JJJJIJMjwvL 

ccva A\/\/DDr;T l^'T^c^^\/trr^vvc^ , 
TLsL I A W V rruLlVrc^ V ril^ Y i J>U 

LPEEKVPYVNSPGEKLRIKQLL 
HQLPPHDNEV 




l^ZI 




i|^y 


^o 










— 






8lr3 




16505 


46873 


A 


16602 


99 


248 


RLEKHINCSRVPSWAASPGLTA 
AAYRVTLNPPGTFLEGVAKVG 
QYTFT 


16506 


46874 


A 


16603 


1 


717 




16507 


46875 


A 


16604 


271 


556 


TAACLQSHHFKSSGQLSFERKW 
PK.VGTITRSIASLLSGPVFGLHH 
LAFSAHVPREGPTTPWNYFPRV 
AAP/RRWTPGEHARTTTGLGAA 
PCVLLWA 


16508 


46876 


C 


16605 


135 


341 




16509 


46877 


A 


16606 


125 j 


226 




16510 


46878 


A 


16607 


194 


547 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


16511 


46879 


A 


16608 


2073 


2338 




16512 


46880 


A 


16609 


1 127 


1282 




16513 


46881 


C 


16610 


1 


2094 




16514 


46882 


A 


1661 1 


523 


706 


QHPLPNPCCHQPFHLCLRR*TL 
HCLRQQ*WPPLRQLPGKIMLIL 
LRSHPQHPCLLLDLQLD 


16515 


46883 


B 


16612 


190 


805 




16516 


46884 


B 


16613 


90 


2812 




16517 


46885 


A 


16614 


44 


216 


RCRRRL1PHPRRLSPVVIRRIQVP 
Q/VQPGAGPSRPGHTRDPIGAA 
AAHCPCPGDSGAH 


16518 


46886 


A 


16615 


1 


1107 


MTEEPLQALVLSAVLLYQEAY 

VRRSLTALGLDTFANFAHFSEM 

QPLSDAPCGLVTGVTRPLVAYS 

VEVGGFT1ICGLSLASGNISGWC 

QLYLLLTQCRRGAATLWDSGM 

GGGRQSSRQTSVPRWTLDSKCI 

PGPKLTTRPQMDTKALGGQQA 

HVEHQTHEDIRPQVDTQAPGG 

HKALGEQQDPVGHQASVGYSP 

QVPQDSLGQALAGQATPEIPLG 

LQLHTVLVQEIQEL1EAQTRAP 

GPCAEVRALPAPAAEPEPAWEE 

APPERALELEGAPAKDQTNEEL 

PEITA/PYC/EPLALTLELKAWLE 

RKVGGRG\DQHSPSQQLPCCP*S 

WARWQTCRQRAGH LA WPPVP 

RCREASLIH'NHSPAAAGPFILL 


16519 


46887 


A 


16616 




792 




16520 


46888 


A 


16617 


1 


963 




16521 


46889 


A 


16618 


1 


378 




16522 


46890 


A 


16619 


1 


494 


MKPRTLAVSVTVLKGGVSRVC 
SFWCSDVFRVSSFWWVRGLAD 
SGVKLRTFAVSVTPLKAARLEL 
FVPPGGFVVSLASGVKLQPFEV 

RGKEQSYHTGEGHPSRLP/PAG 
SGSLLLFSYLAPPTSC*LVQPSG 
LF*QGADWCIYNP 


16523 


46891 


A 


16620 


137 


262 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16524 


46892 


A 


16621 


1 


2786 


EVSLREATQRKLRRFSELRGKL 
VARGEFWD1VAITAADEKQELA 
YNQQLSEKLKRKELPLGVQYH 
VFVDPAGAK1GNGGSTLCALQC 
LEKLYGDKWNSFTILLIHSDEW 
KKKVSES Y VIT1 ERLEDDLP1 KE 
KELTELRNIFGSDEAFSKVNLN 
YRTENGLSLLHLCCICGGKKSH 
IRTLMLKG\LRPSRLTRNGFTAL 

141 A\/VVr\WAP! TTCl 1 UCPAnT 
HLAV I KUINAfcH 1 oLLribuAJJl 

QQVGYGGLTALHIAT1AGHLEA 
ADVLLQHGANVN 


16525 


46893 


A 


16622 


174 


722 




16526 


46894 


A 


16623 


1 


1554 




16527 


46895 


A 


16624 


1 


843 




16528 


46896 


A 


16625 


2 


745 


ECWDGEHDIETPYGLLHVVIRG 
SPKGNRPAILTYHDVGLNHKLC 
FNTFFNFEDMQEITKHFVVCHV 
DAPGQQVGASQFPQGYQFPSM 
EQLAAMLPSVVQHFGFKAYVIGI 
GVGAGAYVLAKFALIFPDLVEG 
LVLVN1DPNGKGW1DWAATKL 
SGLTSTLPDTVLSHLFSQEELVN 
NTELVQSYRQQIGNVVNQANL 
QLFWNMYNSRRDLDINRPGTV 
PNAKTLRCPVMLVVGDNAPAE 
DGVVECNSK 
















16530 


46898 


A 


16627 


1 


633 




16531 


46899 


A 


16628 


2 


1324 




16532 


46900 


A 


16631 


1 


591 




16533 


46901 


A 


16632 


138 


832 




16534 


46902 


A 


16633 


55 


586 


IFVHPTPAASTMPSKFDPNEIKV 
VYLRCTGGEVGATSALAPKIGP 
LGLSPKK.VGDDIAKATGDWKG 
LRJTVKLTIQNRQAQIEVVPSAS 

g/tm iTFrvnT\/xi r a d o\yfP ud gt ap 
E\LSGTIKEILGTAQSVGCNVDG 
RHPHDIIDDINSGAVECPAS 


16535 


46903 


A 


16634 


1 


735 




16536 


46904 


A 


16636 




346 




16537 


46905 


A 


16637 


57 


649 


GPRRAYGGRMAGGGGDLSTRR 
LNECISPVANEMNHLPAHSHDL 
QRMFTEDQGVDDRLLYDIVFK 
HFQR\NKVEISNAIKKTFPFLEG 
LRDRDL1TNKMFEDSQDSCRNL 
VPVQRVVYNVLSELEKTFNLPV 
LEALFSDVNMQEYPDLIHIYKG 
FENVIHDKLPLQESEEKEREERS 
GLQLSLEQGTGENSFRSLTWPP 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


16538 


46906 


A 


16638 


1 


1665 




16539 


46907 


A 


16639 


348 


1534 




16540 


46908 


A 


16640 


1 


627 




16541 


46909 


A 


16641 


1 


1343 




16542 


46910 


A 


16642 


76 


479 


IRAVSRSRERPGSRSRYLQAC*G 














GGAFPGP*SAEISRLVRSHNLGG 














YSCT/EGGGGCRKGSCLLQHSC 














LLWHSCLLPASKNTVCSKDLG 














GCSCTQESRAPACSWSPRTQGG 














SASSHDLGSCRNAWETPSRQLG 














RSW 


16543 


46911 


A 


1664 j 


130 


675 




16544 


46912 


C 


16644 


118 


420 




16545 


46913 


A 


16645 


1 


987 




16546 


46914 


A 


16646 


1 


494 




16547 


46915 


A 


16647 


360 


1510 




16548 


46916 


A 


16648 


375 


2187 


VTAAAAATAMAESGESGGPPG 














SQDSAAGAEGAGAPAAAASAE 














PKIMKVTVKTPKEKEEFAVPEN 














SSVQQFKEE1SKRFKSHTDQLV 














LIFA\GKILKDQDTLSQHG1HDG 














LTVHLVIKTQNRPQDHSAQQTN 














TAGSNVTTSSTPNSNSTSGSATS 














NPFGLGGLGGLAGLSSLGLNTT 














NFSELQSQMQRQLLSNPEMMV 














QIMENPFVQSMLSNPDLMRQLI 














MANPQMQQL 1 QRNPEISHMLN 














NPDI MRQTLEL A RNP AMMQEM 














MRNQDRALSNLES1PGGYNALR 














RMYTDIQEPMLSAAQEQFGGN 














PFASLVSNTSSGEGSQPSRTENR 














DPLPNPWAPQTSQSSSASSGTA 














STVGGTTGSTASGTSGQSTTAP 














NLVPGVGASMFNTPGMQSLLQ 














QITENPQLMQNMLSAPYMRSM 














MQSLSQNPDLAAQMMLNNPLF 














AGNPQLQEQMRQQLPTFLQQM 














QNPDTLSAMSNPRAMQALLQI 














QQGLQTLATEAPGLIPGFTPGL 














GALGSTGGSSGTNGSNATPSEN 














TSPTAGTTEPGHQQFIQQMLQA 














LAGVNPQLQNPEVRFQQQLEQ 














LSAMGFLNREANLQAL1ATGG 














DINAAIERLLGSQHHSSISVS 


16549 


46917 


A 


16649 


269 


440 




16550 


46918 


A 


16650 


469 


746 


RLNLPGPLCAGTSILFAVLMEAI 














f. \/"^v ' ion A rfv; I r \/ ,\ C I-l I V* T". I \A 
Kj V odlvl^AUUOri V Aorll i ULM 














/PALAL*DTEPRNPSALPETCLC 














GSGPQSQMGHQTSHLLSSPGTG 














LSF 


16551 


46919 


A 


16651 


1 


1026 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16552 


46920 


A 


16652 


719 


906 




16553 


46921 


B . 


16653 


1 .... . 


I971 .. 


















16555 


46923 


A 


16655 


109 


177 




16556 


46924 


A 


16656 




1542 




16557 


46925 


A 


16657 


1 


453 




16558 


46926 


A 


16658 


2 


487 




16559 


46927 


A 


16659 


1 


1260 


MEDAEGTVTLLAVTLVARDLN 
CIQPQTGPSGGIPEESIVIIGDVSS 
MHVIAPEDLPVGQDVEVEDSDI 
DDPDPVRALPLQIHACGRVGFE 
AHDDWSEGGDPAADTLIDPSQ 
DARYLKCEGMQAPHNSNPVAQ 
KTE1SYH1WIARIPREKSGKVTG 
TLCDLLKDLTVIHSLIPKQGCSD 
GLGVLVQGTFQPQGNTDTCTC 
QVSAVEGKGEGLMQLASLSRR 
VT1 WAYGDSQERDLKTQLEKIT 
AIKDMKEMQEKEYRIMEKAHS 
RQRKQHHKGPE RJKLEQ A AIF A V 
LQPPLV1TRQTGSGVDPQKTPA 
DLQKRCRTVRRKTSQQKAVAS 
TLTKRITTQKLNAKDHNSSPTR 
EQNCTENEFDELTEVGFRRWVI 
TNSSELKEHVLTQCKEAKNFDK 
RLEELLIQITSLEKNISDLMEL*S 
F ALSFC V VI L F VN VD AT A FC WL 
VFLLTVRHLFCRSAGVFWGSTP 
DPVCLVITSGGCRTAKIAACSFL 
SGPLWCCFLCLEWAFSIILYSFS 
CISFMSLIAVIFSNWVLRSLS 


16560 


46928 


A 


16660 




799 




16561 


46929 


A 


16661 


1 


969 


MHVIAPEDLPVGQDVEVEDNDI 

DDPGQAK.KTMEEQWTLVSLLS 

TSQQQGPVPPGSTASSATDKLS 

RWELTLLYSrrLFLAREAFRRA 

CLSGGTQRDWSQTLNLLWLTV 

PLGVFWSLFLGWIWLQLLEVPD 

PN V VPH Y ATG V VL FG L S A V VE 

LLGEPFWVLAQAHMFVKLKVI 

AESLSVILKSVLTAFLVLWLPH 

WGLYIFSLAQLFYTTVLGLCYV 

IYFTKLLGSPESTKLQTLPVSRIT 

DLLPNITRNGAFINWEEAK.LAW 

GFFKQFFLKQ1\LTEGGRYVGG 

HFLNVLNFGDQGVYDIMNNLG 

SLVARLIFQPIEESFIYS 


16562 


46930 


A 


16662 




1665 





2130 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16563 


46931 


A 


16663 


1 


1521 


MDVSSPPCVDGVSILPPLLI PRQ 
TGSGVDLQQNPTDLQLRVLTV 
KRKTNKQKGHPHQNSICTSPSS 
K.TKEYTFFSVQHHTYSKIDHIV 
GSKAVLSKRKTIEI1TNCLPDHS 
AIKLELRIKKLTQNHKTTWKQN 
NLLLNDYWVHNKMKAEIKMFF 
ETNKNKDTTYKNLWDTVKAV 
CRGKFIALNAHKRKQERSKIDT 
LTSQLKELEKQEQTHSKASRRQ 
EITKIRAELKEIETQKTVQKIHES 
RSWFFEKINKIDRPLAGLIKKKR 
EKSQKDA1KNDKLD1TTDPTET 
QTTIRDYHKHLYAIKLENLEEM 
DKFLDTYTLPRLNQESLNRPITG 
SEIEAIINSLPTKKKYRTRRIHSR 
ILSEVQGGAVLEVLARAIRQEK 
EIKCIQLGKEEVK.LSLFADDMIV 
YLENPTVSAQNLLKL1SNFSKVS 
RYKINVQKSQAFLYTNNRQTES 
QIMSELPFTIASKRIKYLGIQLTR 
DVKDLFKENYKPLLNEIKED/N 
KWKSIPCPRJGRIN 1 M 


16564 


46932 


A 


16664 


2 


2315 




16565 


46933 


A 


16665 


1 


912 




16566 


46934 


A 


16666 


1 


912 




16567 


46935 


B 


16667 


199 


619 




16568 


46936 


B 


16668 


64 


1815 




16569 


46937 


A 


16669 


1 


239 




16570 


46938 


A 


16670 


1 


242 


FREDGKTACGHEPSPVLLGLRL 
GLQPWG*GWGCSHGAGSAPDL 
VAGSAHSCGLWLPGSLHHHPA 
QCLPALLCGHLCLSVQDQQNG 
LLGR 


16571 


46939 


A 


16671 


58 


505 


ASSRTRPSCTLARGRRWFPQPL 

SGRQRQRGGRRGSRVG/Y GTA 

QNSTTLTSPAASASEATVSGHW 

PSTAPCCV\PAGAG\SATMWRSP 

A*AACGSAAWTSTWSRRSPGP 

GAAAGYGGVRTFCQPAGLTR/L 

ANRSTAGLCGWGLTLSCRETEL 


16572 


46940 


A 


16672 


242 


2952 




16573 


46941 


B 


16673 


474 


2690 




16574 


46942 


A 


16674 


97 


451 




16575 


46943 


A 


16675 


667 


893 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16576 


46944 


A 


16676 


3 


639 


RIRVHPTPAAFTMPPKFDPNEIK 
VGYLRCTGGEVGATSALAPKIG 
PLGLSPKKVGDDIAKATGDWK 
GLRITVKLTIHNRQAQIEVAPSA 
S A LI1 K.ALKEPPRDRKKLKILKL 
SGN1TFDENGNICSTDMR/HRSL 
SRELSGTTK.EILGTAQSVGCNV 
DGRHPHDIIDDINSENDKQPRKS 
KMRTSFSPQIPGHEHFHYLLLL 
QHVHCQLALTL 


16577 


46945 


A 


16677 


350 


984 


VYLEVAPGGESRLPLSALGPQR 

IGPPGSCLPKKSWVNDICQRQP 

G\DWKGP*GLQVKLTHSRTGQ 

A PDCTRVP/VLPSCP* FIQSPSRE 

PPKRPEKKPEKTFKHQLGIFTFL 

NE1CSTLLRQMR\HRSLSPEKLS\ 

GTPLKEIPGGLPQSSWAGNV*W 

AAIPHDIMDDIQQWVLWKCPAV 

SDIFIVTVGVKGGPPSVFTE1SW 

EVLEMVTGGVG 


16578 


46946 


A 


16678 


252 






16579 


46947 


A 


16679 


1 


182 




16580 


46948 


A 


16680 


275 


639 




16581 


46949 


A 


16681 


376 


418 




16582 


46950 


A 


16682 


1135 


1591 




16583 


46951 


A 


16683 




420 


AAKEIEVGGGRKAIXKSFQKIQV 
RLVRELEKKFSGKHVVF1AQRR 
1LPKPTRKSRTKNKQKRPRSRTL 
TAVHDAILEDLVFPSEIVGK.R1R 
VKLDGSRLIKVHLDKAQQNNV 
EHKVETFSGVYKKLTGKDVNF 
EFPEFQL 


16584 


46952 


A 


16684 


1 


879 




16585 


46953 


A 


16685 


2 


691 


HEEKAMFSSSAKIVKPNGEKP\ 
DEFESGHLPGLFLELE\MNSD\L 
KASAQGT*IITAS*RKLKVGGCS 
ESLFH*SFVPRSLKLKTFPQKNP 
KVRA*LRR1GKKKVPVGKAMS 
VLYPPSEGEFLPLSPTSEKARTK 
K*AKSRPPGARTLDKLVH\DAH 
PLRDFGPFPSGN FWAKRI PRSNL 
DGQPGSIKVPFWTKAQQNQCW 
NTRVETFFLVSYK\KLTGQGC*F 
LEFPRVFNC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16586 


46954 


A 


16686 


1 


452 


TLLVIPRKMRSAVELQQTSTDL 
QLRDLTVRKKTNKRKATASTS 
QKGHLHQN PICRSPTSKTKEVG 
FRRSV1TNFSELKEDVRTYHKE 
AK.NLENRLDEWLTRINSVEKTL 
NDLKELKTMARDLHDACTSFN 
RRFDQVEERVTVTEDQIN*QTE 
SNSINFTKRSSTPKPHL\RSPTSK 
TKEVGFRRSVITNFSELKEDVR 
TYHKEAKNLENRLDEWLTRINS 
VEK.TLNDLKELKTMARDLHDA 
CTSFNRRFDQVEERVTVTEDQI 


16587 


46955 


A 


16687 


1 


618 




16588 


46956 


A 


16688 


280 


353 


SCNSIFARSVRACCS*VASSSFC 
C 


16589 


46957 


A 


16689 


1 


459 


IKYSSPMKSTFVDPVDPVAVAV 

IYCLAAGLVIIRIPFFQLVPLKEE 

KMVLLNMDYYEMASLSLVTH 

RNEAPFSGRVRSSLPATEQSWM 

ENDFDKLTEVGFRRSVITNFSEL 

KEHVLTHHKEAKNLEKRLDKW 

QTRINSVEKTLNDLMELKTMA* 

EEKMVLLNMDYYEMASLSLVT 

HRNEAPFSGRVRSSLPATEQSW 

MENDFDKLTEVGFRRSVITNFS 

ELKEHVLTHHKEAKNLEKRLD 

KWQTR1NSVEKTLNDLMELKT 


16590 


46958 


A 


16690 


2 


403 


LALSGEMTLVLFMLLAGGWVT 
HDKPEPMPRAATSGGTRKGKT 
KAALKDL1ATWKEVCVSSPATE 
QSWMENDFDELTEVGFRRSVIT 
NFF KLKE Y VLTHHKEA 1CNLEK 
MLDEWLTRJNSVEKTLNDLME 
LKNMA*ELTEVGFRRSVITNFF 
KLKEYVLTHHKEAK.NLEKMLD 
E WLTRIN S VEKTLN DLMELKN 


16591 


46959 


A 


16691 


1 


676 


















16593 


46961 


C 


16693 


1 


3075 




16594 


46962 


A 


16694 


78 


152 


CAAGFGLPVFY*GFLHRCSLGIL 
V 


16595 


46963 


B 


16695 


1 


904 
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SEQ ID 

NO: 


SEQ ID NO: 
ol peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16596 


46964 


A 


16696 


1 


2026 


EQEASYGRDAFAKAIYERLFC 

WI VTR1NDI IEVK.N YDTTIHGKN 

TVIGVLD1YGFE1FDNNSFEQFC1 

NYCNEKLQQLF1QLVLKQEQEE 

YQREGIPWKHIDYFNNQIIVDL 

VEQQHKGIIA1LDDACMNVGK 

VTDEM FLE A LN SKLG K.H AHF S S 

RKLCASDKILEFDRDFRIRHYA 

GDVVYSV1GFIDKNKDTLFQDF 

KRLMYNSSNPVLKNMWPEGKL 

SITEVTKRPLTAATLFKNSMIAL 

VDNLA SKEPY Y V RC1KPNDKKS 

PQIFDDERCRHQVEYLGLLENV 

R VRRAG FA FRQTYEKFLHRYK 

MI SEFTWPN HDLPSDKE A VKKL 

I ERCGFQDDVA YGKTKIF I RTPR 

TLFTLEELRAQMLIRIVLFLQKV 

WRGTLARMRYKRTKAALTIIR 

YYRRYKVKSY1HEVARRFHGV 

KTMRDYGKHVK.WPSPPKVLRR 

FEEALQTIFNRWRASQLIKSIPA 

SDLPQVRAKVAAVEMLKGQRA 

DLGLQRAWEGNYLASKPDTPQ 

TSGTFVPVANELKRKDKYMNV 

LFSCHVRKVNRFSKVEDRAIFV 

TDRHLYKM DPTKQ YK VMKTIP 

L LQLTCLNW SNGKDQLVVFHT 

KDNKDLIVCLFSKQPTHESR1GE 

LVG\VLVNHFKSEKRHLQV\NV 

TN P VQC SLHG\K.KCT VS VETRL 

NQPQPDFTKNRSGFILSVPGN 


16597 


46965 


A 


16697 


1 


1665 




16598 


46966 


A 


16698 


1727 


1908 


FLFFYIC*RELYFQLCGQFWNK 
CNVLLRRMYILLIWGGEFCRYQ 
LG LLGAELN S VPG YHC 


16599 


46967 


A 


16699 


1 


384 




16600 


46968 


A 


16700 


1 


636 


















16602 


46970 


A 


16702 


194 


368 




16603 


46971 


C 


16703 


62 


205 




16604 


46972 


B 


16704 


1 


1257 




16605 


46973 


A 


16705 


1 


1077 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16606 


46974 


A 


16706 


1213 


1228 


AQN*QTQRTSTPKPHL\SSPSTK 
TKENDFDELREEGFRRSVITNFS 
KLKEDVRTHRKEAK.NLEKRLD 
E WLTRINS VEKTLN DLMELKT 
MAQELRDTYTSFSSRFDQVEER 
VSVIEDQMNDMKREEKFREL/K 
RVQRNEQSLQEIWDYVKRTNL 
RLIGVPEKIQTTIREYYKHLYAN 
KLENLEEMDKFLDTYTCPRLN 
QEEVESLNRPVTGSEIEAIINSLP 
TKKVQDQADSQPNSTRVFKTV 
C1SSLGHTTASADTQDVCQLPV 
TSLLEQGLSSKSAGFLDYAVQR 
LWLLGTEPL 


16607 


46975 


A 


16707 


33 


263 




16608 


46976 


A 


16708 


204 


1756 




16609 


46977 


A 


16709 


760 


821 


TMRTHGHRKGN I * QR/R* * PEST 
KNSNKFTRKNQTTPSKREWMK 
LET1ILSKLSQGQKSKHRMFSLI 
SGN*TMRTHGHRKGNITHWGL 
LWG 
















16611 


46979 


A 


16711 


311 


514 


KNAHHQWPSKKCKSKLQ*DTIS 
HQLEWQSLKSQETTGTRMKME 
TITLSKLSQGQKSKHCMFSLIGG 
N 


16612 


46980 


A 


16712 


24 


1268 


AGLCAARARMRLFRWLLKQPV 

PKQIERYSRFSPSPLSIKQFLDFG 

RDNACEKTSYMFLRKELPVRL 

ANTMREVNLLPDNLLNRPSVG 

LVQSWDMQSFLELL*YENKSPE 

DPQVLDNFLQVLIKVRDRHND 

V V PTM AQG VIE YKEKFG FDPFI 

STN IQYFLDRFYTNRISFRMLIN 

QHTLLFGGDTNPVHPKHIGSIDP 

TCNVADVVKDAYETAKMLCE 

QYYLVAPELEVEEFNAKAPDK.P 

IQVVYVPSHLFHMLFELFKNSM 

RATVELYEDRKEGYPAVKTLV 

TLGKEDLSIKTSDLGGGVPLRKI 

pvr> I T?MVr\yf\/CTA DT? OCT CDTDA A 

JJKLrN Y IVl Y b 1 ArKr^Lbr 1 KAA 
PLAGFGYGLPISRLYARYFQGD 
LKLYSMEGVGTDAV1YLKALSS 
ESFERLPVFNKSAWRHYKTTPE 
ADDWSNPSSEPRDASKYKAKQ 


|^ 


4^915 




"Utt^ — 
















2^5 


W\ 


FFLSFPPLCQSS*NQNLLPW/ICA 
KVCSFTPEVSKTTNPLEGRNSG 
HI 


16615 


46983 


A 


16715 


268 


1524 




16616 


46984 


A 


16716 


1 


378 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, y=possiblc nucleotide 


16617 


46985 


A 


16717 


708 


987 


1QLPGHRSQGQVAGASHTDARQ 
QDPGNSHSDFVRHSHSLPCLER 
QDRRSAGHNGSATVPGTEACG 
RAYKAPAGHYHSGAGQSLPAA 
SHRSFSSP 


16618 


46986 


A 


16718 


1 


2052 




16619 


46987 


B 


16719 


1 


606 




16620 


46988 


A 


16720 


1 


541 


QHQRKQK.RQLRAQQNLSWEEI 

AKEYQNEEDSLGGSRVVVCD1 

NKEMLKVGKQKALAQGYRAG 

LAWVLGDAEELPFDDDKFDIYT 

1AFGIRNVTHIDQALQEAHRVL 

KPGGRFLCLEFSQVNNPLISRLY 

DLYSFVRVIPVLGEVIAGDWKSY 

QYL VE\S I RRFPSQE\KFKD\MIE 

DAGF\HKVTYESLTSG\IVAIHSG 

FKL*FLCLEFSQVNNPLISRLYD 

LYSFQGHPCPGRGHRWRLEVLS 

VPCREVSEGFRLRKEFKDHDRR 

CRLSTR 


16621 


46989 


A 


16721 


526 


933 




16622 


46990 


A 


16722 


191 


468 




16623 


46991 


A 


16723 


2 


677 


GKVH VLERRGFHRTEMH LQKI 
LLLPVLSSSSSSDP/STLSVSALV 
RMFSSADE*SVSEASSSEPSSSFS 
RRSSCSFGSEPSFASFSFSSFPDL 
ASLSSVFLLFRAFS\SSHVM*WL 
PSSS*VGS/STSARAQLPSYVPSF 
SVKTKSGLKSALRFFPKAFCRL 
PSTMGPSSSSSPESDSALHRHLV 
ILDVWLQ1KPRVRKPCCRRSHF 
RKRAQPAVRPLTFRSLLVVLR 


16624 


46992 


A 


16724 


31 


187 




16625 


46993 


A 


16725 


215 


947 




16626 


46994 


A 


16726 




378 




16627 


46995 


A 


16727 


2 


7567 


GGGGARRQRRGDAGGGAETAP 

SE11LSPAAEERSGRSETLRRGT 

AAGRMATVVVEATE\PEPSGSI 

ANPAASTSPSLSHRFLDSKFYLL 

VWVGEIVTEEHLRRAIGSIELGI 

RSWDTNLIECNLVDQELKLFVSR 

H S ARFSPE VPG\QKI L\H H RSERF 

*ETV\VLIQ\PFLMEGSSGTEVRL 

M1TDAARHKLLVLTGQCFENT 

GELILQSGSFSFQNFIEIFTDQEI 

r.pr t CTTHPAWAQI TT PTPPF 
LlCLL-o 1 1 rlrAlNIVAoL 1 LrLrtE. 


16628 


46996 


A 


16728 


101 


365 


VITGQPNPTNPNLQATPDIQGTL 
ARLGPA/LHPRGIIPF1GHQSA/R 
PH AP A PAN PN KRTLFRPP PL SPP 
SPEPPGSGQGAGLGARPALP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ IB NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


16629 


46997 


A 


16729 


1170 


2847 


VASC*ENACKQNQRQKPCDYL 
NRCRKGLWQNSTTLHAKNSQ* 
TVL YKT1KFQLEKTTLKFI WNQ 
KRAHIAKSILSQKNKAVGJTLPD 
FKLYYKATVTKTAWYWYQNR 
DIDQWNRTEPSEIM PHIYNHL1F 
DKPDKN KX WGKDSLFN K WC W 
QNWLAICRKLKLDPFLTPYTKI 
N S RWI KDLH V RPKTIKTLE EN L 
GNTIQDIGTGKDFMSKTPKAM 
ATKDK IDKWDL 1 KLKSFCTAK E 
TTIRVNRQPTKWEKIFTT 


16630 


46998 


A 


16730 


79 


536 






46999 












16632 


47000 


A 


16732 


3 


339 




16633 


47001 


A 


16733 


279 


416 




16634 


47002 


A 


16734 


1 


1760 




16635 


47003 


A 


16735 


309 


1718 




16636 


47004 


A 


16736 


10 


417 


IAIMNDTVAIRTRKFMTNRLLE 
RKQMVIDVLHPGKATVPKTE1L 
EKLAQMYKTTPDVIFVFGFRTH 
CGGGKTTGFGMIYDSLDYAEK 
NEPKHRLARHGLYEKKKTS*K 
QRQERTNRMKKVRGTAKANV 
VAG*KPNE 


16637 


47005 


A 


16737 


96 


609 


EKFMT\NRLTSGETKWV1*CPFT 
PGRRTVP*AQKIR\ErCLAQNVQ 
RPHPDVIFVFGFRTHFGGGK.TT 
GFGMIYDSIADYAKEKMNPKH 
RLA\RHGPGMEEGKRPSKKGN 
GKER\KNQN*RKVQGGLAKGP 
LLGAGQKEEMKCLGSELEIGSQ 
PKELKVLPMMLAVATVDFSQE 


16638 


47006 


B 


16738 


1 


1041 




16639 


47007 


A 


16739 


3 


447 


VSVPFIFIWLTCKSFLKFDLKSN 
TNVLQSL/GKFQSEVSKRQKLA 
TVFSSFTSTGLCQGSVAFISRCP 
rLAausUov WKuud VrrorKr 

HEHKQSQPDAVPHLG 


16640 


47008 


A 


16740 


1 


2385 




16641 


47009 


A 


16741 


1 


639 




16642 


47010 


A 


16742 


1 


993 
















CTDK1TLVFGV*MLTPKPDK7CD 
DSAV*ELLWLTNQLSACVVHP 
GLYHLHVRSIWIPYRCLFSTMC 
GVCQTCTVAMQLDCLADSFNA 
VFKLTEAAGHMAR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


16644 


47012 


A 


16744 


3 


374 


SLRLQFYYK1SFQTQDQANKLS 
DSDASHLHPLAPCSEPTRTNVH 
TKLPRERPQSQIASPYPLPPCPE 
RLKKQTNKKKNW*EPSPHILPP 
RNAAAHTGQSRASKSLPAPPPT 
VSPRPRPGAPGT 


16645 


47013 


A 


16745 


16 


253 




16646 


47014 


A 


16746 


163 


588 


TFHAVLHIENAGYFNSIPFFR1L 
NHNPLTTVEDPYLFKLPALKYL 
* VL*YSHESRDDLYSF*IFHQRL 
SILHLG*NVII\KF*LSY*KKVIGE 
EK.N*EDV*WSRQPAGEREQC*R 
THIDLE/PCRHMEEYYLTKKAK 
GKRCSLF 


16647 


47015 


A 


16747 




363 


GTSQTLLRSLASACIFQPKVRLL 
SREEIPLNLNY*SVSPNSNPNHL 
YSRHTILTAMLTLQLGTCVLLPI 
GLLVPYPNCPSPTGLQVTPFLPS 
PCGSGWPASFTYSSNRFTTNLL 
FCVFIL 


16648 


47016 


A 


16748 


1028 


1621 




16649 


47017 


A 


16750 




112 


LGNTWG*QPCKRLKIWLSLEFT 
KINVIRHMWKKFKRL 


16650 


47018 


A 


16751 


91 


597 


LKNRRRSRPSIRQSIGSTSVSRW 
LTSLFTYLDHTADVQ*V*REFIP 
LKPRQ*ED*MFQSWLHAWGDT 
LEEAFEQCAMAMFGYMTDTGT 
VEPLQTVEVETQGDDLQSLLFH 
FLDEWLYKFSADEFFIP\GWGEE 
FSLSKHPQGTEVKA1TYSAMQV 
YNEENPEVFVIIDI 


16651 


47019 


A 


16752 


226 


668 


1YFFRLHAWGDTLEEAFEQCA 
M A\MFG YMTDTGTVEPLQTSRS 
\KTQGDDLQSLLFHFLDEWLYK 
r sAUtr r JrKfc, V Is. VLJ>11JI < » KNr K. 

LRFMGWGEEFSLSKHPQGTEV 
KA1TYSAMQVYNEENPGSFCD 
HWTFKTTQKIKRLPTGKK 


16652 


47020 


A 


16753 


3 


942 




16653 


47021 


A 


16754 


3 


419 


SLYHNSSQKRHWTFSSEEQLAR 
LRADANRKFRCKAVANGKVLP 
NDPVFLEPHEEMTLCKYYEKRL 
LEFCSVFKPAMPRSVV\LTCAFL 

Aujs. V Ubr JN V S>IN Fl^r V ON LKc.br 

LGQEKALEQILEYELLLIQQLNF 
HLIVHN 




47021 


— 


16755 


— 


— 




16655 


47023 


B 


16756 


209 


1381 




16656 


47024 


A 


16757 




927 




16657 


47025 


A 


16758 


1 


3987 




16658 


47026 


A 


16759 


2 


175 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16659 


47027 


A 


16760 


2395 


2700 




16660 


47028 


A 


16761 


2 


1118 




16661 


47029 


A 


16762 


26 


1205 




16662 


47030 


A 


16763 


1 


1594 




16663 


47031 


A 


16764 


1 


595 




16664 


47032 


A 


16765 


1 


1029 




16665 


47033 


A 


16766 


1172 


1364 




16666 


47034 


A 


16767 


253 


389 




16667 


47035 


A 


16768 


489 


855 




16668 


47036 


A 


16769 


2 


401 




16669 


47037 


A 


16770 


415 


694 


EAKLHLNLCDM S WLCCPTKGK 
RKQALEVLNILGPFLAPFWIAK 
SYFFTSPKTQVSSL*FLRYKRIK 
LQCRPKTCTNPSRTRSCALPGR 
F1PPF 


16670 


47038 


A 


16771 


1 


765 




16671 


47039 


B 


16772 


1 


1095 




16672 


47040 


A 


16773 


82 


311 


KANSDVPFGFGVNLEHLMEAC 
NS/GTNLLNSKRLNNDC1CLASH 
TDV S1IARKCCL VVSCLLLLRGL 
SILRSKESHC 


16673 


47041 


A 


16774 


2 


683 




16674 


47042 


A 


16775 


1 


2703 




16675 


47043 


A 


16776 


1 


555 


DHNSSPAREQ/SSMENKFHELT 
EVGFRKITSLEKNINDLMELKN 
TA RELREA YTSIKSRIDQA KESI 
SEI EDQLNE1KCEDKVREKRMK 
SNKQNFQEIWDYVK.RPNLRLT 
GVPESDRENGTKLENTLQEIIQE 
NFPNLARQANIQIQEIQRTAQR 
QSSSRATPIHIIVRFAKFEIKEKM 
LRAAREK 


16676 


47044 


A 


16777 




839 




16677 


47045 


A 


16778 




504 




16678 


47046 


A 


16779 




2367 




16679 


47047 


A 


16780 




1566 




16680 


47048 


A 


16781 


146 


464 


VTGWTNYEGNGRWRERSRQLC 
GCCSRKSSSSWGISLMKGSGAP 
LRPGRMMWSGFRKCSDTQVM 
YS* R*LLETMTLASIMR*THTK* 

"MAI PlffQAT KTMTI (~ZV A T Tt 


16681 


47049 


A 


16782 


1 


1782 




16682 


47050 


B 


16783 


221 


1075 




16683 


47051 


A 


16784 


1 


627 




16684 


47052 


A 


16785 


1 


1539 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16685 


47053 


A 


16786 


1 


1318 


LSPVLSLSPDSMSFTTRSTFSTN 

YRSLGSVQAPSYGARPVSSAAS 

VYAGAGGLATGIAGGLAGMG 

GIQNEKETMQSLNDRLASYLDR 

VRSLETENRRLESKIREHLEKK 

GPQVRDWSHYFKIIEDLRAQIF 

AN T VDN ARI VLQ IDN AYRLA AD 

DFVRVKYETELAMRQSWENDIH 

GLRKVMDDTN1TRLQLETEIEAL 

KEEL\LFMKK.NHEE\EVKGLQA 

QI ASS\G LTV E V\D APKF\QDL RQ 

DSWADIR\AQY\DELARKEPRG 

A*TK.YWFSADLRESTTV\VTTQ 

F\AEV\GAA*DDASQSWRTYSPS 

SLGDPTWGFPWRKS*RAS\LEN 

SLREG*RPAYALT/QMEQASTGI 

LACTFESELGTDPGAEGQRQAQ 

EY\EALLNIKVKLEAE1\ATYRRL 

\LEDGEDFNLGDALDSSNSMQT 

IQKTTTRRJVDGKVVSETNDTK 


16686 


47054 


A 


16787 


1 


253 


RVRTLKTSTSTCLYWFENKDS/ 
DHPERSSP*YMSPSHRYGSLVK 
ASITKPAFLKTSG RLFTCSSQFC 
PLISK1SDGFSHLPPFST 


16687 


47055 


A 


16788 


1 


276 


AAAAGPPGPLVMFTYRERVSG 
LRSVH1LRASHTDARLRQEEPT 
ERLQFHSSGLL1RFSRETEP1GV 
YIKED* EE WAYKMM VFAKSHD 
LPFAN 


16688 


47056 


A 


16789 


1 


203 


LLHTSTKNELWQ*GKRDPL1VF 
YTQYLF*EKTTRK*NQRQAGSL 
ALGPKPGLRLPGLNPVVENQFI 


16689 


47057 


A 


16790 


8 


361 


RGLDGQGGRDGSSSGGGGGGR 
RRRCLLLLAPAPAVIRASGRGP 
R*DCWRAGCA*AWRPC/RLAR 
RMWTLRSPLTRSLYVNMTSGP 
GGPAAAAGGRKENHQVARKR 
LNVCVFTRSVSETA 


16690 


47058 


A 


16791 


674 


1076 


VQLFRSAGSRDHHRFLGRGRN 
KQTKTLYPTPIPCSLKYQRKQN 
GSLLWTSRMPSSVFPCTLTPSFS 
LPLRISQTTHPNLRGPSCPKGLG 
IALISLVRHWLKPATSQVQAL 
WSFSM WM 1 YF WLP VQKPH ASR 


16691 


47059 


B 


16792 


296 


1470 




16692 


47060 


A 


16793 


1 


334 




16693 


47061 


A 


16794 


718 


2541 




16694 


47062 


A 


16795 


2 


406 




16695 


47063 


A 


16796 


74 


464 




16696 


47064 


A 


16797 


159 


610 




16697 


47065 


A 


16798 


1 


273 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16698 


47066 


A 


16799 


1 


543 




16699 


47067 


B 


16800 


1 


873 




16700 


47068 


A 


16801 


1 


558 




16701 


47069 


A 


16802 


27 


136 




16702 


47070 


A 


16803 


89 


363 




16703 


47071 


A 


16804 


579 


994 




16704 


47072 


A 


16805 


129 


362 


PKIIQPRRATTRFTSIHGWRICPS 
IPCFPEATINRRRCVKVDSVTCH 
LLTQR*YKSSKVQERC*SCRIQG 
QKISDCY 


16705 


47073 


A 


16806 


878 


1811 




16706 


47074 


A 


16807 


1 


843 




16707 


47075 


C 


16808 


19 


231 




16708 


47076 


A 


16809 


1 


1650 




16709 


47077 


A 


16810 


3 


404 




16710 


47078 


A 


16811 


279 


428 




16711 


47079 


A 


16812 




507 




16712 


47080 


A 


16813 


1 


1128 




16713 


47081 


B 


16814 


1 


567 




16714 


47082 


A 


16815 


3 


1206 


GSEGQGAGPGGAAATAAAME 

DEMPKTLYVGNLSRDVTEALIL 

QLFSQIGPCKNCKMIMDTAGN 

DPYCFVEFHEHRHAAAALAAM 

NGRK1MGKEVKVNWATTPSSQ 

KKDTSNH FHVF VG DLSPQ1TTE 

D1KAAFAPFGRJSDARVVKDMA 

TGKSKGYGFVSFFNK.WDAENA 

IQQMGGQWLGGRQIRTNWATR 

KPPAPKSTYESNTKQLSYDEVV 

NQSSPSNCTVYCGGVTSGLTEQ 

LMRQTFSPFG\QIM\EIRVFPDKG 

YASFVRFNS/HMESGRHMAIVSV 

NGTTIEGHVVKCYWGKETL\D 

MINPV\QQQNQIGYPQPYGQWG 

Q\WYGNAQQIGQYMPNGWQV 

P\AYGMYGQAWE/SSQGFNSDT 

VFLAPWDGDPNFGSCNRLQGQ 

NG\SLLPN\RPSGYRVAGYETQ 


16715 


47083 


A 


16816 


1425 


1564 




16716 


47084 


C 


16817 


151 


339 
















FCDCHHF1LMFKSPHI WPVGIFS 
SWLLCFFWACLHHSLSIALLSC 
TKRYSGLILYFLCSSFEITVSSKS 
SVSF*RRMVFRNQVLGSRCACC 
C*GVAAPRPFP 



2141 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16718 


47086 


A 


16819 


1 


799 


MGPHWLWLHLALVLLPPSALL 
LPSCEKGVLRVRFYHEKW1YV 
HKESTKERHGYCTLGEAFNRL 
DFSSAIQDIRRFNYVVKPLLPRY 
KFQRLNAITKDRQRSSSGVQLP 
H AGQPQG ADPTQDERRQ V AG D 
TPGDPRALAGGGVVDRTYPGS 
YEASG RPGLQLAL AI EDLLRDS 
A1GCTFCDRCRPVGAQRLLAHS 
LALAAPGAEKREVVKLLLVAY 
VRRRPGKNLTTQNCGAPAAGYI 
PPGHQ*AASAHARSWKNQQPP 
PRVLIGSA 


16719 


47087 


B 


16820 


28 


438 




16720 


47088 


A 


16821 


366 


793 


A WVEQSK VLIKEGG IQLLLTI V 
DTPGFGDAVDNSNCWQPGINYI 
DSKFEDYLMAESQVNRCQMPG 
NRVHCCLYFIAPSGHGPLHN*R 
LPPSGRIG*YMFVTTWHCLLLR 
LKPLDIEFTKHLHEKVMIPLIAK 
ADTLMPEEC 


16721 


47089 


C 


16822 


228 


374 




16722 


47090 


A 


16823 


291 


604 


AWELEK.SHLRRGLDPSHN1NIR 
VEPKF* SKYGG VQLLLTI VDTP 
RFGDAVDNSNCWQPVrNYlDIK 
FEDYLNAESRVNRCQMPGNRV 
Q**LYF1APSGHGPLHN 


16723 


47091 


A 


16824 


148 


498 




16724 


47092 


A 


16825 


1 


595 


DRPRITGGGK.SGTEYPENLPTL 
KATIENKNSVLNTATKMKDVQ 
TSTPAEQDLEMA\SEGEQKRLE 
EYENNQPQVKN\QIHSRDDLDD 
IIQSSQTVSEDGD\SLCCNCKNV1 
LLIDQHEMKCKDCVHLLKIKNT 
FCLWKRLIKLKDNHCEQLRVK1 
RKLKNKASVLQKRISEKEE1KS 
QLKHEILELEKELCSLRFAIQQE 
















16726 


47094 


A 


16827 


1 


540 




16727 


47095 


A 


16828 


295 


460 




16728 


47096 


A 


16829 


2 


1355 




16729 


47097 


A 


16830 


650 


1184 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16730 


47098 


A 


16831 


725 


2368 


AVDIIKEIKHPQKHKKLPAFQLR 

PFPLREET1PCNGVSFPRCEPPCL 

AEVYMCLNEMLKDEKKGCMN 

K.SGAGENPQERTAQKRKFPSPP 

HSSNGHSPQDTSTSP1KKKKKP 

GLLNSNNKEQVKQPLECIETQS 

KAMTMLT1EQLSYLLK.FA1QKM 

KQPGVRRKLKPVPLEQHPDYA 

EYI FHPMDLCTLEKVGLRQMY 

GCTEAFLADAKWILHNCIIYNG 

GEWLRTQIAKVVIKICEHEVCV 

SQVCPECYLAACQKRDNWFCE 

PCVSWIYD\SACQPV*WKLVIQ 

MFLPM/WKADIL/RGEEG*YTSE 

LIGWL*SLSCDCSAGTS1SHPSD 

SD* RWLTE H EG RRV S WP\ VNNC 

YLMSKEIPFSVKKTKSIFNSAM 

QEMEVYVEN1RRKFGVFNYSPF 

RTPYTPNSQYQMLLDPTNPSAG 

TAKIDKQEKVKLNFDMTASPKI 

LMSKPVLSGGTGRRISLSDMPR 

SPMSTNSSVHTGSDVEQDAEK 

KATSSHFSASEESMDFLDKSTG 

QLRAGERGGGPLDTGVSHGCT 

LGGPKQVSIKQQASVLQDTMN 


16731 


47099 


A 


16832 


2 


164 


PSTLRAEAWPP*NGSPVPLASS 
QASSSRSGPTSCIPRYPVASPSE 
RLPLPTAAA 


16732 


47100 


A 


16833 


51 


498 




16733 


47101 


A 


16834 


1 


531 




16734 


47102 


C 


16835 


257 


358 




16735 


47103 


A 


16836 


63 


193 


SGRLAPHTSRRTSANCSDDAKS 
SDSCSPSRKT*WSGRNTNRIH 


16736 


47104 


A 


16837 


1 


834 




16737 


47105 


A 


16838 


258 


545 


CQNPQILASPSTKDLMGLGRNT 
NKJDTLKACLA RV VKRRSEC SQ 
KPAS*MCTERNPTSMREVHDLE 

D W A \/l X/PkDT VTi* A \/T VT T \At~\ 

KJS.Y AVl_Y(jrLriJ AVLIsJjLIVH^ 
r MiNLKrvr,tjM 


16738 


47106 


A 


16839 








16739 


47107 


A 


16840 


1 


1362 




16740 


47108 


A 


16841 


1 


747 




16741 


47109 


A 


16842 


522 


687 




16742 


47110 


A 


16843 


112 


861 




16743 


47111 


A 


16844 


87 


472 


T VTFSQCRFGKMLPLEKA F ASP 
QELPSPAGSAHAGVSSRSSSRK 
NPRPSLRGPLLTLEFSRLRFREF 
VYP\EAAGPHHTLARLDELCRQ 
WLMPEARSKEQMLELLVLEQF 
L/SILPDKVRPWVVAQYPES 


16744 


47112 


A 


16845 


1 


393 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 




NO: 


of peptide 


hod 


in USSN 


location of first 




*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






16745 


471 13 


A 


16846 


621 


1099 




16746 


471 14 


A 


16847 


1 


453 




16747 


471 15 


A 


16848 


209 


1 175 




16748 


471 16 


A 


16849 


1 


546 




16749 


471 17 


A 


16850 


187 


421 


LG ESSQ* GSP\PPPTGGCGPATG 














Q*PLGQSFQRKELAA1FAVSQY 














SLVVPPGMGETEATGIWSRPPA 














NGNSPTVEWHIK 


16750 


47118 


A 


16851 


3 


1654 




16751 


47119 


A 


16852 


166 


465 




16752 


47120 


A 


16853 


1 


558 




16753 


47121 


A 


16854 


51 


380 


RNNLLLLTHHFVLIIQFLIPRK.ET 














KY Y LV1TPYSLSIN VLSNFFYYS 














PESLN DTNC YH HEEADTPWR* F 














LAIFEGLFNIAHQMQNMPFFLL 














WKQVPETLVIQQQLPRJN 


16754 


47122 


A 


16855 


3 


550 




16755 


47123 


A 


16856 


1 


462 




16756 


47124 


B 


16857 


1 


2811 




16757 


47125 


A 


16858 


3 


514 


ASGTAPEIQARPTRPRRKRRRK 














LLPL/TKAEAKAKALKAKKAVL 














KGVHSHKKKKIRTSPTFRRPKT 














LRLRRQPKYPRKSAPRJRNKLDH 














YA1IKFPLTTESAMKKIEDNNTL 














VFIVDVKANKHQ1K.QAVKKLY 














DIDVAKVNTLIRPDGEKKAYVR 














LAPDYDALDVANKIGII 


16758 


47126 


A 


16859 


73 


396 


FFQFSPK.KNCSVWWNC\AEVLL 














KYKTG ETN DFELLKNQLLDPDI 














KRLPWLNRSQTVVEEYLAFLG 














NLVSAQTVFLRPCLSMIASHFV 














PPRVI1KEGDVDVSDSDDEDD 


16759 


47127 


A 


16860 


132 


357 


YVSK.FAGRLSSSSSESETSTSPS 














LMITRGGTKWGSNHAETRSEE 














NSLC*YKITKKSQILFHYCFDFY 














STKAISI 


16760 


47128 


A 


16861 


380 


597 




16761 


47129 


A 


16862 


179 


280 


QRDIKSCVQILQWEGSTRPFTN 














t, I MAIN VKJNo 


16762 


47130 


A 


16863 


2 


175 




16763 


47131 


A 


16864 


178 


374 




16764 


47132 


A 


16865 


386 


2120 




16765 


47133 


A 


16866 


887 


1104 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


[N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


16766 


47134 


A 


16867 


1 


708 


MEV A ALEHLDH RLREKVKQQN 
ALRHQVVLRQRRLEELQLQHS 
LRLLEMAEAQNRHTEVAKTMR 
NLENRLEKAQMKAQEAEHITS 
VYLQLKAYLMDESLNLENRLD 
SMEAEVVRTKHELEALHVVNQ 
EALNARDIAKNQLQYLEETLVR 
ERKKRERYISECKKRAEEKKLE 
NE/LHGAQADPGSDLNPRADPP 
RAPAATVRRHHPGQPACQGGG 
AAAALEHVPDGGDLWQGQGR 
HWH . . 


16767 


47135 


A 


16868 




1327 




16768 


47136 


A 


16869 




1776 




16769 


47137 


A 


16870 




397 




16770 


47138 


A 


16871 




1974 




16771 


47139 


A 


16872 




336 




16772 


47140 


A 


16873 


3 


661 


GRGGHNFAPNLTARSAVTSGL 
GGPPAAVMVGSLNCIVAVSQN 
MG IG K.NGDLPWPPLRNEFRYF 
QRMTTTSSVEGKQNLVIMG\KK 
TW\FS1PE/RRNRPFKG*EFNLVL 
SRELQGM LPQG A HFLSRSLDDA 
LKLTEQPELAN K VG M V W\I VG 
GSSIAYKESMNHSSSLKLFVTRII 
QDFESDTFFPEI DLEKYKFLPE Y 
PGVFFDVQEEKG1KYKFEVHEK 


16773 


47141 


A 


16874 


38 


755 


ALKTCSVNQPDAKDNIAGSSGH 

LRTLSPVVSRSCLKEEERRRRR 

RMKRRQRSRRRRSRRRRMRRR 

RRSRSRRRRMKRRKRRRRMKR 

RSSFILMYFFMLLLSGIPLLYME 

VIMGQWLHVDNIRVWKQLVP 

WLCSMSY/SSQSVCASVSLYNS 

TIISWNFFYSFAHPLPWDHCPLV 

KN1SVTDWAHQYFLYHTTLHA 

SDHSEEAAEALVPNRSLGCLLG 

RDHRDLDFKPEIRRGAHTGGAR 


16774 


47142 


A 


16875 


1 


1830 




16775 


47143 




16876 


2 ... 


1142 




16776 


47144 


A 


16877 




43 -- 1 




16777 


47145 


A 


16878 




963 




16778 


47146 


B 


16879 


247 


1092 




16779 


47147 


A 


16880 




16 - 3 




16780 


47148 


A 


16881 




2268 




16781 


47149 


A 


16882 


301 


555 


















16783 


47151 


A 


16884 


731 


834 




16784 


47152 


A 


16885 




2277 




16785 


47153 


A 


16886 


45 


2446 




16786 


47154 


B 


16887 


625 


696 
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SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L'nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16787 


47155 


A 


16888 


193 


315 




WPGGGYSLLCFWCPLSFAGAA 
G/W*PPPGHH * PYSPKQEHY RT 
NSDTLIFLSSRTLVLQGS*GIKV 
AGSEGPKYNE*PRNPVLPSLCL 
HLFGC 


16788 


47156 


A 


16889 





_ 




16789 


47157 


A 


16890 


2 


22 ?. 




16790 


47158 




26891 


I 


— 




16791 


47159 


- — 

A 


16892 


516 


576 




16792 


47160 


A - 


16893 


144 


435 j 




1679 .? . 


4 -Z 161 .. 


C 


16894 


1 


996 




L 6794 


47162 


A 


16895 


424 


632 




16795 


4 Z1 63 


B 


16896 


446 


2944 1 




16796 


47164 


C . 


16897 


207 


470 




16797 


47165 


A 


16898 . 


1 


396 




16798 


47166 


A 


16902 


1 


585 


















16800 


47168 


B 


16904 


99 


276 




16801 


47169 


A 


16905 




756 




16802 


47170 


A 


16906 




383 




16803 


47171 


A 


16907 




582 




16804 


47172 


A 


16908 




615 


PECI1G1DILSSGQNPHIGSLTGR 
VRA1MVGKAKRKPLELPLPRK.1 
LMQKQYRJAGGIEEISATIKDLK 
DAGVV1PTTSLFDSPIWPVQKT 
DGSWRMTVDYRQINQVATP1 A 
AAIPDVASLLKQ1NTSPDTW/PI 
RPPISNGD*GVSGR*ACCLEPLA 
GPHR*ITSEASRILEQGPAIFCR* 
LLSF*ETALGLLLGFGGN * TFD Y 


16805 


47173 


A 


16909 


3 


415 


PVK/VGA*GGQVINGVLAQV*L 
TVGPVGPRTHPVVIFPVPECRIG 
RD1LSSWQNPHTG SLTGRVRAF 
MVGKA KWKP*ELPLPRKTVNQ 

Rt^J Y KlrOLjIAblo/A/ 1 IMN LKK.O 

VVIPTTSRFNSPIWPVQKTDGS 

W 1 J\f\U X 


16806 


47174_ 




_16910 


232 


63j 






47175 


— 


169U 




2677 




16808 


4717(5 


— 


26912 


328 


381 


1 1 vi r\i-i*N/tr*QDVt \,y;dca 
L,L.JvL^rl IVit^ar Y L V Lir z>l^ 


16809 


47177 


— 

A 




















TT25 




16811 


47179 


A 


16915 




1191 








A — 


T^TT — 




Wi 






iTTiT 






~r~ 






16814 


47182 


A 


16918 


12 


398 




16815 


47183 


A 


16919 


498 


595 


TEMASTTTCT/RFHDEYQLFEEL 
♦KGAFSVNGT 


16816 


47184 


A 


16920 


5 


367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


16817 


47185 


A 


16921 


190 


2005 


VLYPLHLGTGTGKGAGGASSG 

EEGSEARRRRR1GGLWGRRPHA 

TLSGHLPSRPAPAHTPSRASYFR 

TRKVRAALGDSAAGPVPGLAA 

RLL ASGPSRSQPG H SPGPEMA S 

TTTCTRFTDEYQLFEE\LGRGAF 

SVVRRCMKIPTGQGYAAK1INT 

KKLSARDHQKLEREARICRLLK 

HPNIVRLHDSISEEGFHYLVFDL 

VTGGELFED1 V A RE YYSE A DAS 

HC1QQILESVNHCHLNGIVHRD 

LKPENLLLASKSKGAAVKLADF 

GLAIEVQGDQQAWFGFAGTPG 

YLSPEVLRKDPYGKPVDMWAC 

GVILYILLVGYPPFWDEDQHRL 

YQQIKAGAYDFPSPEWDTVTPE 

AKDLINKMLTINPAKRITASEAL 

KHPWICQRSTVASMMHRQETV 

DCLKKFNARRKLKGAILTTML 

ATRNFSAAKSLLKKPDGVKEST 

ESSNTTIEDEDVKARKQEIIKVT 

EQLIEAINNGDFEAYTKICDPGL 

TAFEPEALGNLVEGMDFIIRFYF 

ENALSKSNKPIHTIILNPHVHLV 

GDDAACIAYIRLTQYMDGSGM 

PKTMQSEETRVWHRRDGKWQ 

NVHFHRSGSPTVPIKPPCIPNGK 

ENFSGGTSLWQN1 


16818 


47186 




16922 




288 




16819 


47187 


A 


16923 


318 


458 




16820 


47188 


A 


16924 




578 




16821 


47189 


A 


16925 


803 


1068 




16822 


47190 


A 


16926 


1 


660 




1682j 


47191 


A 


16927 


2 


325 


TSSENNNGPICR* IHSTESLYLLQ 
GSVVADHDYIGLPEIPIGAYQA 
NILVEDATIGIVDNELLTSSKDR 
ELLEYRNTKISPLIDDHSSLEKQ 
TFSLLDSSNQVLEYLS 


16824 


47192 


A 


16928 


156 


573 




16825 


47193 


A 


16929 


405 


599 


CGNSQSR*TSTRCWYEHLQCTQ 
SHLQMQQYHEAYQSACALA 
















16827 


47195 


A 


16931 


1 


1125 




16828 


47196 


A 


16932 


27 


818 




16829 


47197 


A 


16933 


1 


4986 


















16831 


47199 


A 


16935 


153 


370 


SVLETCMSTAFPVSCHSSFKTA 
VLRISLS*ISAQGGPIDLFSQCHP 
SSSTGVSS\NHRGSWDTPGQSL 
VVICL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16832 


47200 


B 


16936 


47 


501 




16833 


47201 


A 


16937 


49 


1714 




16834 


47202 


A 


16938 


1 


999 




16835 


47203 


A 


16939 


140 


2029 


FAARAGPGGSRRARRGNKWAR 

MPYEIK.KVFASLPQVERGVSKII 

GGDPKGNNFLYTNG K.C V1LRN1 

DNPALADIYTEHAHQVVVAKY 

APSGFYIASGDVSGKLRIWDTT 

QKEHLLKYEYQPFAGKIKD1AW 

TEDSKRIAVVGEGREKFGAVFL 

WDSGSSVGEITGHNKVINSVDI 

KQSRPYRLATGSDDNCAAFFEG 

PPFKFKFTIGDHSRFVNCVRFSP 

DGNRFATASADGQIYIYDGKTG 

EKVCALGGSKAHDGGIYA1SWS 

PDSTHLLSASGDKTSKIWDVSV 

NSVVSTFPMGSTVLDQQLGCL 

WQKDHLLSVSLSGYINYLDRN 

NPSKPLHVIKGHSKSIQCLTVH 

KNGGKSYIYSGSHDGHINYWD 

SETGEN DSFAG KG HTNQ VSRM 

TVDESGQLISCSMDDTVRYTSL 

MLRDYSGQGVVK\LD\VQPKC\ 

VAVGPGGYAVVVC1GQIVLLK 

DQRKCFSI\DNPGYEPEVVAVH 

PGG\DTVAIGGVDGNVALYSIL 

GTTL\KDEGKLLEAKGPVTDVA 

YSH\DGAFLAVCDASKVVTVFS 

VADGYSENNVFYGHHAKIVCL 

AWSPDNEIIFASGGMDMMVYV 

WTLSDPETRVKIQDAHRLHHVS 

SLAWLDEHTLVTTSHDASVKE 


16836 


47204 


A 


16940 


31 


449 




16837 


47205 


A 


16941 


1 


53 




16838 


47206 


A 


16942 


1 


389 


GMPTSTIASCSQDGRVFIWTCD 
DA SSNT WSPKL LHKFND V V WH 
VSWSITANILAVSGGDNKVTEG 
QQNEQ*QDRWGLAPHPPAPGL 
PLPGPTNQTTGKSPQLQQDYFP 
RRSYRCSHRLIICLNVIGNAL 


16839 


47207 


A 


16943 


1 


438 




16840 


47208 


B 


16944 


1 


1267 




16841 


47209 


A 


16945 


635 


808 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
endon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16842 


47210 


A 


16946 


37 


1319 


QGEGHGRGLHGFLGRPESQIPS 

WSRSAPLHRLEIWGALAPSLAD 

HSEGSPEVSVINTVDTSHEYMI 

Y\DAQMDYYGHPPGQPASSDRS 

VKIF*CAQWEGRSLFADLQGS 

WRGPVWQVGWGFTPLLRATS 

WAFVASLLTGKF1YSWERGKT 

GTLGRRATSNAGTRLLKLNFGC 

CWAPHGLTVLHSWACWVVSD 

RGPSSLVLDFTPGEGQWEVKKIN 

NAHTIGCNAVVTWAPACCTWK 

PHRRPHRGQKPNYIKRFASGGC 

\DNLI\KLWKEEEDGQWKEEQK 

LE\GHSDWV\RDVAWAPSIGPA 

HQH HRPAAPRMGRVSI WTCDD 

ASSNTWSP*IV\DKFNDVVWHV 

S\WSITAN1LAVL\CGDNK\VPL 

WKESS* WAK WVVPSSDVKQRG 

PGLPYQPSSDQEGPARNEQVNK 

DQGGALAPPPAQLPGPAPSPGP 


16843 


47211 


A 


16947 


1 


1021 


MSGEFIDHSHIARIIYPGIFGTDA 

GSC1DQRG1TGKLQQPPEDRRL 

GEGKLTNTKDIHTKTPSVRHHH 

QRPKVDKTTK1GKKQSRKTGNS 

KNQSAPPPPKECSSSPAMEQSW 

TENDFDELREEGFRRSNYSELK 

EEFRTHGKEVKNLEKRLDEWL 

TR1TNAEKSLKDLMELKTKARG 

LQRVSVMEDEMNEMKQEEKFR 

EKRIKRNKQSLQEIWDYVKRPN 

LRL1GVPESDGENGTKLENTLQ 

DIIQESFPNLARQANIQIQEIQR 

M PQRDSLRRATPRHII VRFTKV 

'CXJth'ClS'KAl J> A A DCf A \UTT A I 1DV 

fc. Ivl Kt JS.Mi.KA AKt JvA\rU A LI rK. 
LTT* LE VKLSSAN VKEQKL*QT 
VFQTTVQSN 


|^ 







ifi"^ — 




IHi 


















16846 


47214 


A 


16950 




1155 




16847 


47215 


A 


16951 




1185 




16848 


47216 


A 


16952 




942 




16849 


47217 


A 


16953 




615 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16850 


47218 


A 


16954 


474 


2678 


IKPQRWGKKQSRKTGNSKNQS 
ASPPPKERSSSPAMEQSWTEND 
FDELREDSFRRLVITNYSELKEE 
VRTNGKEVKNLEKKLDEWLTR 
ITNAEKSLKDLMELKTMAQELP 
DQCTSLSSRCDQLEERVSVMED 
EMNEMKCEEKFREKRJKRNEQ 
SLQEIWHYVKRPNLRLIGVPES 
DGENGTKLENTLQD1IQENFPN 
LARQANIQ1QEIQRMPQRYSSR 
RATPRHI1VRFTKVEMKEKMLR 
VAREKGQVTHKGKPI\RLTADL 
LAETLQARREWG\PIFNILKEKN 
FQPR1SYPAKLSFIDRSTRQKVN 
KDTQELNSALHQADLIDIYRTL 
HPKSTEYTFFSAPHHTYSKIDHI 
VGSKALLSKCKRTEI1TNCLSDH 
SAIKLELRJKKLTRNHSTTWKL 
NNLLLNDYWVHNEMKAE1KM 
FFETNENKDKTYQNLWDTFKT 
VCRGKF1ALNAHKRKQERSKID 
TLTSQLKG LEK.QEQTHSKASRR 
QEITKIRAELKERVGRWRIGEA 
ADLVGVSSQAIRDAEKAGRLPH 
PDMElRGRVEQRVGYTIEQiNH 
MRDVFGTRLRRAEDVFPPVIGV 
AAHKGGVYK.TSVSVHLAQDLA 
LKG LRVLLVEGNDPQGTASMY 
HGWVPDLH1HAEDTLLPFYLGE 
KDDVTYAIKPTCWPGLDIIPSCL 
ALHR1ETELMGKFDEGKLPTDP 
HLMLRLAIETVAHDYDVIVIDS 


16851 


47219 


A 


16955 


1 


675 




16852 


47220 


A 


16956 


1 


1032 




16853 


47221 


A 


16957 


3 


978 


HEAKHQMADDAGGSGGGPKA 
LVGPGMG\NPVAFRRGF\GIVIR 
GPGSRPGGRGRGRNGRGARGSK 
\A E DKDW\MP VTKLG/RA L VKD 
H*RSKFPWKEIYLFSLPH*RNQR 
IIDF\FLGGLLSKDEGFE*LCPVQ 
EQDPCPASRTQASRPFVA1GGL 
QMAIIVGLGC*VLPRKVATGHP 
VGAIILAKLS\IVPVRR\GYLGNK 
VLAKP\HTVP\CKV\TGRCGSVL 
VRLIPAP\RGLGMVSAPVA\KKL 
LMMAGIDDCYT\SARG\CTATL 
GQ1WPRATL*LPFLRTYKLP*PP 
DLWKGRLYLPSFPIKEFT\DHLV 
KDPHPESSVQQDSELQLVATT 


16854 


47222 


B 


16958 


124 


274 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16855 


47223 


A 


16959 


202 


2264 


KWPKMNPQQQRMAAIGTDKE 
LSDLLDFSAMFSPPVNSGKTRP 
TTLGSSQFSGSG1DERG\GTTSW 
GTSGQPSP\SYDSSRGFTDSPHY 
SDHLNDSRLGAHEGLSPTPFMN 
SNLMGKTSERGSFSLYSRDTGL 
PGCQSSLLRQDLGLGSPAQLSS 
SGKPGTAYYSFSATSSRRRPLH 
DSAALDPLQAKKVRKVPPGLPS 
SVYAPSPNSDDFNRESPSYPSPK 
PPTSMFASTFFMQDGTHNSSDL 
WSSSNGMSQPGFGGILGTSTSH 
MSQSSSYGNLHSHDRLSYPPHS 
V SPTDFNTSLPPMSSFHRG STSS 
SPYVAASHTPP1NGSDSILGTRG 
NAAGSSQTGDALGKALASIYSP 
DHTSSSFPSNPSTPVG SPSPLTG 
TSQWPRPGGQAPSSPSYENSLH 
SLQSRMEDRLDRLDDAIHVLRN 
HAVGPSTSLPAGHSDIHSLLGPS 
HNAP1GSLNSNYGGSSLVASSR 
SASMVGTHREDSVSLNGNHSV 
LSSTVTTSSTDLNHKTQENYRG 
G LQSQSGTV VTTEIKTEN KEKD 
ENLHEPPSSDDMKSDDESSQKD 
IK.VSSRGRTSSTNEDEDLNPEQ 

K. 1 trvbJvcKK Ivl A IN IN A Kx,K.L K V K 
D1NEAFKELGRMCQLHLKSEKP 
QTKLLILHQAVAVILSLEQQVR 
ERNLNPKAACLKRREEEKVSA 
VSAEPPTTLPGTHPGLSETTNP 


16856 


47224 


A 


16960 




1327 




16857 


47225 


A 


16961 


j86 


554 


A 1 lor K i ol^LN At^utUbtLu 
Lr 1 ivl KKoO I Wuv AllorKI 

C*\S A I CT LIT TA D\A/DC AT DlUiTC 


16858 


47226 


B 


16962 


499 


915 




16859 


47227 




_16963 




nil 




16860 


47228 


A 


16964 




1 
















7HT 




16862 


47230 


A 


16966 


349 


493 


SS*VRWVSGR*HPQ*STLSAPLG 
ETSGCHQGGLHDLKIVVL 


16863 


47231 


A 


16967 


1 


1335 




16864 


47232 _. ._ 


A 


16968 


8j 


426 




16865 


47233 


A 


16969 


93 


j45 


ArV\LULtjlLLlJLrv& VKJNK 1 oKr 

RPREVGIQQYKKGGGAAGKGG 
TGNAPGFLLFSKDS*KDPTPLPP 
PLLL*GQRDH*IQLHQE 


16866 


47234 


A 


16970 


1 


1302 




16867 


47235 


A 


16971 


1 


1174 




16868 


47236 


A 


16972 


274 


1428 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 

: 


16869 


47237 


A 


16973 


41 1 


629 


HCLSHFQNTGPRGDVDFQQELA 

rr VL1VI /VUlKKtcKjrlLLKoaKK 

TWTILDKS* IQGSRLSSKEQG W 

UWUl o K l\ 


16870 


47238 


A 


16974 


618 


2552 




16871 .. 


472 J 9 


A 


} 6 221 , 




— 




16872 


47240 


A 


16976 




765 




16873 


47241 


A 


1 6977 




418 




16874 


47242 


A 


16978 


130 


J^l 




16875 


47243 


A , 


16979 




1062 




16876 


47244 


A 


16980 




4^ 




16877 


47245 


A 


16981 


37 


676 


















16879 


47247 


A 


16983 




2964 




16880 


47248 


B 


16984 


259 


1751 




16881 


47249 


A 


16985 




987 




16882 


47250 


A 


16986 




1047 




16883 


47251 


A 


16987 




1413 


GLHAARGPWVVQAWIS1TM\ER 
KEVCYGQLGCFSDEKPWAGTL 
QRPVK.LLPWSPEDIDTRFLLYT 
NENPNNFQL1TGTEPDTIEASNF 
QLDRKTRF1IHGFLDKAEDSWP 
SDMCKKMFEVEKVNCICVDWR 
HGSRAMYTQAVQNIRVVGAET 
AFLIQALSVKPCLGPVLWVGVR 
EGQGDA A RGTALEDVHVI AHS 
LGAHT/AAEAGRSWGPRGR1TD 
DLGTA*YKVDGMG*ERRGVRF 
SI*P*GGGV*AGFGGERFR*RKN 
VGKSTAGWRM\GLDPAGPCFQ 
DEPEEVRLDPSDAVFVDVIHTD 
SSPIVPSLGFGMSQKVGHLDFFP 
NGGKEMPGCKKNVLSTITDIDG 
1 WEGIGG FVSCNHLRSFE YYSSS 

V LlNrULFrLO Y rL-Aoi Un,rl^t.oJs. 

KTS A VEQTFFLNTGESGN FTS W 
RYKVSVTLSGKEKVNGYIRIAL 
YGSNENSKQYEIFK 


16884 


47252 


B 


16988 


95 


315 




16885 


47253 


C 


16989 


1 


780 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16886 


47254 


A 


16990 


2 


1426 


SGTLDRMLIFWT1TLFLLGAAK 

GKEVCYEDLGCFSDTEPWGGT 

AIRPLKILPWSPEKIGTRFLLYT 

NENPNNFQ1LLLSDPSTIEASNF 

QMDRKTRFIIHGFIDKGDESWV 

TDMCKKLFEVEEVNCIFV\DWK 

KGSQATYTQAANNVRVVGAQ 

VAQMLD1LLTEYSYPPSKVHLI 

GHSLGAHVAGEAGSKTPGLSK7 

RLQGLDPVEASFESTPEEVRLAD 

PSDADFVDVIHTDAAPLIPFLGF 

GTNQQMGHLDFFPNGGESMPG 

CKKNALSQIVDLDGIWAGTRDF 

VACNHLRSYKYYLESILNPDGF 

AAYPCTSYKSFESDKCFPCPDQ 

GCPQMGHYADKFAGRTSEEQQ 

KFFLNTGEASNFARWRYGVSIT 

LSGRTATGQIKVALFGNKGNTH 

QYSIFRGILKPGSTHSYEFDAJCL 

DVGTIEKVKFLWNNNVINPTLP 

KVGATKITVQKGEEKTVYNFCS 

EDTVREDTL LTLTPC 


I 6887 


47255 .... 


A 


16991 


1 


1407 




16888 


47256 


A 


16992 


954 


1663 


EPSPDPAHAPSVALLHTGNQSK 
VLPWPRNPCMKRW*K*KMLKI 
SWVHEWVTSNWISTAVRSLRV 
FAPKNVFQ**ALGPSGWLVYC 


16889 


47257 




16993 


I 


242 




16890 


472 5 8 ... 


A 


16994 


1 


1815 


















16892 


47260 


A 


16996 


3 


2005 




16893 


47261 


A 


16997 


1 


651 




16894 


47262 


A 


16998 


114 


275 




16895 


47263 


A 


16999 


1 


270 




16896 


47264 


A 


17000 


140 


876 


PPALVVGRRQKSWRMFEQMRA 
NVGKLLKGIDR\YNPENLATLE 
R\YVETQAKENAYDLEPNLAVP 
ESCTKFNP\AFFQTNGSTAQDSC 
*KALTN\LPHT\DFTL\CKC\MIRP 
GHIQE\ERPIPTDFCYLGGPGWE 
TWPFSRAFWESPGMKTVDLLW 
KV*LGF\EDSV\RKFI\CHVVG\IT 
YQHIDRXWLLAEMLGDLFGQAS 
*RCW\MSKYGWSADESGQIF1C 
SPRREHLTPRNIVEKIDFDSVSSI 
MASSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16897 


47265 


A 


17001 


1 


777 


MSGENVTKVSTF1LVGLPTAPG 
LQYLLFLLFLLTYLFVLVENLAI 
ILIVWSSTSLHRPMYYFLSSMSF 
LEIWYVSDITPKMLEGFLLQQK 
RJSFVGCMTQLYFFSSLVCTEC 
VLLASMGYDRYVAICHPLRYAN 
LACTDFSTAELV/SF1LAF11LVFP 
LLATILSYWHITLAVLRIPSATG 
CWRAFSTCASHLTVVTVFYTA 
LLFMYVRPQA1DSQSSNKLISA 
VYTVVTPIINPLIYCLRNKEFKD 
at w A T f : T r.m'c 1 1 


16898 


47266 




17002 




876 




16899 


4 7 267 . .. 


— 

A 


17003 





894 


















16901 


47269 


A 


17005 


3 


823 




16902 


47270 


A 


17006 


1 


874 




16903 


47271 


C 


17007 


156 


287 




16904 


47272 


A 


17008 


1 


1140 




16905 


47273 


A 


17009 


1299 


3135 


1SGSVC1LLWLQLLPAYNLIIHT 

WEHRHSPPGT/RMSRLAKRNA 

WEADR/YAEAKLAASRRGQPSS 

LMSSREGGWGEGSQSRNSSHG 

ALKEAQF1 ITNAEKSLKDLMEL 

KTMAQELRDECTSLSSRFDQLE 

EKVSVMEDEINEMKQEEKVRE 

KR1KRNEQSLQEIWDYVKRPNL 

HL1GVPESDRENGTKLENTLQDI 

1QENFPNLARQAN1QIQEIQRMP 

QRYSSRRATPRHIIVRFTKVEM 

KEKMLRAAREKE1QTTIREYYK 

HLYTNKLENLEEMDKFLDTYS 

LPRLNQEEVESLKRP1TGSETGAI 

INSLPTKKSPGPDGFTAEFYQRY 

KJCELVPFLLKLFQSTEKERILPN 

SFYEASIILIPKPGRDTTKKENFR 

P1SLMNINAK1LNK1LANQIQQHI 

EKLtHHDQVGFIPGMQGWFNIR 

KSINVIQHINRTNEKNHMIISIDA 

EKAFDKIQQPFMLKTLNKLGID 

GTYLKI VRA1 YDKLTAN 1 1 LNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARAIRQEKE1KGIQLG 

KEQVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKJNV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIK 


16906 


47274 


C 


17010 


189 


457 




16907 


47275 


A 


17011 


2 


2600 




16908 


47276 


A 


17012 


107 


1493 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16909 


47277 


A 


17013 




2209 


IHTKTPSVCHHHQRPKVDKTTK 

MGKKQSRNTGNSKNQSTSPPP 

KECSSAPAMEQSWMENDFDEL 

REEGFRRSNFSELTEEVRTHRK 

EAKNLEKKIRQMYVTRITNVEK. 

SLNDLMELKNMARELRDKCTS 

FSSRFDQLEERVSVIEDQMNEM 

KQEEKFREKRVKARN EQSLQEIR 

DYVKRP\NLRLIGIPESDEENGT 

KLENTLQDI I\QENFPNL A RQ AN 

IQIKE1QRMPQRYSSRRATPRQI\ 

IVRFTEVEMREKAMLRAAREK.G 

RVTHKGKTIRLTVDLSAETIQA 

RRESTRQKVNKD1QELNSAQHQ 

A DLTDN YRTLHPKSTEYTLFSA 

PHHTYSKIDHIVGSKALLSKCK 

RTEIITNCLSDHSAIKLELRIKKL 

TQNLSTTWKLNNLLLNDYWVH 

NEMKAEIKMLFETNENKDTTY 

QNLWDTFKAVCRGKYIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQSHSKASRRQE1TKIRAELKEI 

ETQKTLQKINESRDWFFEKINKI 

DRQLARLIKKKREKNQIDTIKN 

VLEFLAKAIRQDKEIK.GIQLGKE 

EVKLFLFAEDMIVYLENPIVSA 

QNLLKLISNFSKVSGYKINVQK 

SQAFLYTNNRQTESQIMSELPFT 

ENYKPLLNKIKEDTKKWK.NIPC 
SWVGR1N1MKMAILPKVIYRFN 
AIPI KLPMTFFTELEKTTLKFTW 


16910 


47278 


A 


17014 


292 


699 




16911 


47279 


A 


17015 


269 


803 


A LGPCS E ALPTWVNENGEEM A 
QEIDLSALKELEREAILQVLYRD 
Q A VQNTEE ERTRA AGN * KHTC 
S1SGGKGPKNTDWEHKEKCCA 

KUt^t^J V Lur LLn KLi A V LlvuLMl 

RVCAQCRVFLRGTHAWKCTVC 
FEDRNVKIKTGEWFYEERAKKF 
PTG DNS V\RTSCTGKHETVGGQ 
LLQSYQK 


16912 


47280 


A 


17016 


1 


1173 




16913 


47281 


A 


17017 


349 


718 


AGPEGTTTAECP/1/CQQQRP1LS 
LRYGTISWG/DQSATWWQVDY 
IRTLLSWKWQSASAKTTIHGLT 
KCLIHHD1PHSIASD*GTCFMAK 
EVWQWYCFSHSQDSRVQESRG 
GIGSCTTHHHPCSFPN 



2155 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






16914 


47282 


A 


17018 


196 


577 


GSSGQSESAQPQGLWVLPSR I S 














i aii 5Tn\/NU*nDri7DA r a unr 
LAlLollJVlNV v^rL-r rAOArl^u 














OPI AWPVPF1 A AX/I Q\\fr\(~\VT>r t * 
^rLn W r V rr LA W Lo W ^(VKU 














iffinRQ'jRMi vnHPMpr.wi hep 














OUrv 1 rr r rtrir r rv^l 'Vjl^oLol^t^o 














LLPAGRR* ARGPQQLPSPP 


16915 


4728j 


A _ 


_1701_9 




2523 






47284 




r7020 


— 






16917 


47285 


A 


17021 


— 

1610 


20 4 


VTWCAnOWPWA IT^XTfPTUQPT 














GQGCLPQPKM*VVQNDFQ*G* 














W 1 nCrvJtvvjllvuvjV^K VO V WrWl^ 














TflMRnVr^TFI TPT T-IQ A V A Pi A T\/f 
1 l^lNKlJlvlj irLI rLrl:>A V AUA1V1 














LYAL*RGSDLDAAQTLPTAAQ 














LIAL Y A V Vruucr 1 O^Lt^ V KrllN 














pp a T rir\ 


16918 


47286 




H022 


1 


735 




16919 


47287 


— 


170_J 


88 


1871 




16920 


47288 


- — 


H024 




1299 




16921 


47289 


— 

A — 


17025 












16922 


47290 


A 


17026 


144 


1737 




16923 — 


47291 




17027 





H82 




16924 


47292 


- — 

A — - 


17028 


262 


lb2 




16925 


47293 


A 


17029 


1 


^ 




16926 


47294 


A 


170j0 




382 


LKunrULtLUucoKK 1 Wrvbrvrv 














GRKRXERALGRWQV*RSRCA* 














P/CTP A AT XT A PI HP. ACUCDPOI P 
r/o 1 rAALNArLyuASnarrKLK. 














wrwr.pcvo acqi i pot Akr.r; 














a appi c\x/"mi rAi\/riA/ivpr 
LAAKKLo W NLUv^l V t^ivl Y fcuno 














(\(\X>C'.\ OPPT l"lPWCQf~»TT PTA 


16927 


47295 


A - 


17031 


1 






16928 


47296 




17032 


209 


— 




16929 


47297 


— 

A 




2Jj 


Jz£ 






47298 


A — 


170j4 


J 


378 




16931 


47299 


A 


17035 


64 


1180 




SASHSGAPATSLYERGVCPPAL 














PPPP A VT VPP AAA Cr'TT I A N4C 
KAr r A V L V LKA AAoL I LLAlVli 














I^LV(?'irJ,OIS.lNAIINorlVJJ>l'AL> V U V ri 














PEDTQLEENEERTM1DPTSKEDP 














KFKELGKVLLDWIN D VLAEERI 




























NLAGLQSLNVAEVTQSEIGQKQ 














KLQK V L EQL H\D L L RPRS W A LR 














\\\n r:xTCTur;k r MT A/nxiprv t \/ci 














AMHFRAPIRLPEHVTVQVVVV 














RKREGLLHSSH1SEELTTTTEM 














MMGRFERDAFDTLFDHAPDKL 














CT/VI/VCI ITP\/XT1/'T4I XTVT MT PV 














TELETQF ADG V YL VLL MGLLE 














DYFVPLHHFYLTPESFDQKVHN 














VSFAFELMLGRRPSRNPRLVLK 














TWLTWDLKSPLRVLYNLFTKY 


16932 


47300 


A 


17036 


3 


764 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16933 


47301 


A 


17037 


1 


1230 




16934 


47302 


A 


17038 


1 


313 




16935 


47303 


A 


17039 


145 


263 


IFLLYLKNKVQNK*EIKQHFLG 
KIMSRDNNTYLTWGTEN 


16936 


47304 


A 


17040 


5 


982 


PTFSRAVATMFSRAGVAGLSA 

WTLQPQWIQVRNMATLKDITR 

RLK.SIKNIQKITKSMKMVAAAK 

YARAERELKPARIYGLGSLALY 

EKADIKGPEDKKKHLLIGVSSD 

RGLCGAIHSSIAKQMKSEVATL 

TAAGKEVMLVGIGDK1RGILYR 

THSDQFLVAFKEVGRKPPTFGD 

ASVIALELLNSGYEFDEGSIIFN 

KFRSVISYRTEEKP\IFSLNT\VAS 

ADQHGVSMTD1DADVAAKITQ 

EY/N1 WANI1LLTLWKESTTSGG 

RS ARG * QPWDNG QARI AF WRM 

DLDN L DI WTFVN R\TRQ A V I TK E 

LIEIISGAASSVKKENSAS 


16937 


47305 


A 


17041 


1334 


1790 




16938 


47306 


A 


17042 


1 


930 




16939 


47307 


A 


17043 


2 


477 


SGLGRLPGPWQEAGSSRGPSSG 
DMAGVKALVALSFSGA1GLTF/ 
LHMLGCALEDYGVYWPLFVLI 
F\HAISSIPHFIAKRVTYDSDAT\S 
SACRELAYFFTTGIVVSCI.WISP 
VI L ARV ALI K\ WG ACG L\ V L A\G 
N A V I FPYN SRG FSLYLGRG DDF 
SW\EQW 


16940 


47308 


A 


17044 


130 


434 




16941 


47309 


A 


17045 


1 


1365 




16942 


47310 


A 


17046 


656 


839 




16943 


47311 


B 


17047 


16 


149 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16944 


47312 


A 


17048 


1 


1317 


MTLNEHAAFKHLFNKAHLAPP 

LIHLTLSGHSTCFREHRVGV1CS 

HFAQDLWPEQGREDSFQKVILR 

RYEKCGHENLQLKIGCTNVDES 

LTYKRIHTGEKPCKCEECDKAF 

SKFSILTKHKVIHTGEKHYKCE 

ECG KAFTRSSSL I EHKRSHAGE 

KPYKCEECGKAFSKASTLTAHK 

TIHAGEKPYKCEECGKAFNRSS 

NLMEHKRIHTGEKPCKCEECG 

KAFGNFSTLTKHKVIHTGEKPY 

KCEECGKAFSWPSSLTEHKRIH 

AGDKPYKCEECGKTFKWSSTL 

TKHKIIHTGEKPYKCEECGKAF 

TTFSSLTKHKVIHTGEKHYKCE 

ECGKVFSWSSSLTTHKAIHAGE 

KLYKCEECGKAFKWSSRLSEH 

KR1H TG E KP YKCEECG KAF SW 

VSVLNKHKKIHAGKKFYKCEE 

CGKDFNQSSHLTTHKRI HTG\E 

KPYKCEECG KAFSKASTLTAHK 

TIHAGEKPYKCEECGKAFNRSS 

NLMEHKRIHTGEKPCKCEECG 

KAFGNFSTLTKHKVIHTGEKPY 

KCEECGKAFSWPSSLTEHKRIH 

AGDKPYKCEECGKTFKWSSTL 

TKHKI 1 HTGEKPYKCEECGKAF 

1 IroaL 1 ts.rlKV Irl I Ubis.H Y JVUc. 

ECGKVFSWSSSLTTHKAIHAGE 
KLYKCEECGKAFKWSSRLSEH 
KRIHTGEKPYKCEECGKAFSW 
VSVLNKHKK1HAGKKFYKCEE 


16945 


47313 


A 


17049 


2 


2183 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16946 


47314 


A 


17050 


3 


1440 


1KVLLGENRVPNTMAVWLAQ 

WLGKGASLTSFPPCPTASLLRR 

LGEHIQQFQESSAQGLGLSLGP 

GAAALPKVGWLEQLLDPFNVS 

DRRSHL\QRYWVNDQHWVGQ 

DGPIFLHLHLTSPPPTHTLFTGH 

PAALAPAWGALVISLEHRFYGL 

SIPAGGRLALSRLFNISSSSPWIC 

FGG S Y AG SLPSHH APTFVPRAQR 

IS*HFRIPSSAVRPQVVSRSLMS 

TAIGGSLE/CRRWGLVRGGLGG 

KRGLGCQGRGGPA*VLADIASC 

FPQCRAAVSVAFAEVERRLRSG 

GAAQAALRTELSACGPLGRAE 

NQAELLGALQALVGGVVQYD 

GQTGAPLSVRQLCGLLLGGGG 

NRRGG1YVLCMYIVP*1VLHSLG 

QflVf^C A PIVI A PQVPFPPriTYTTYP 
U/UVT QVTV^AI r.QCCCTT T TP TT2 

Wrl V V 1 ^ALUo^to 1 LL-lKl (j 

SHCLDMAPERPSDSPSLRLGRQ 
NIFQQLQTWLK.LAKESQIKGEV 


16947 


47315 


B 


17051 


41 


2709 




16948 


47316 


A 


17052 


874 


1024 




16949 


47317 


A 


17053 


1 


1602 


MDSLWGPGAGSHPFGVHNSRL 
SPDLCPGKIVLRALKESGAGMP 
EQDKDPRVQENPGDQRRVPEV 
TGDAPSAFRPLRDNGGLSPFVP 
GPGPLQTDLHAQRSEIRYDQSS 
QTSWTSSCTNRNA1SSSYSSTGG 
LPGLKRRRGPASSHCQLTLSSS 
KTVSEDRPQAVSSGHTQCEKV 
AEKAPGQTLALRNDSSRSEASR 
PSTRKFPLLPHRRGEPLMLPPPV 
ELGYRVTAEDLDWEKEAAFQC 
IKSALQVEDKAISDCRPSRPSHT 
LSSLATGAS\DSAQVTSLIPAPFP 
AASMDAGMRRTRPGTSAPAAA 
AAAPPPSTLNRTLGSLLEWMEA 
LHI SGPQPQLQQ VPRG QNQRSQ 
TSRTSSCPK/LKCHLELLQLYGR 
PPGTKAEEAPASSHCQLTLSSSN 
TVSEDGPEAVSSGHTQCEKTAD 
TAPGQTLGPRGGSPRSQSSRPR 

GYWVTAEDLDREKEAAFQRIN 
SALQVEDKA1SDCRPSRPSHTLS 
SLATGASGLPAISKAPSMDAQQ 
ERHKS 


16950 


47318 


A 


17054 


1 


1155 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


16951 


47319 


A 


17055 


1 


1237 


MDSLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQDKDPRVQENPGDQRRVPEV 

TGDAPSAFRPLRDNRGLSPFVP 

GPG PLQTDLHAQRSEI RYNQTS 

Q1SWTSSCTNRNAISSSYSSMGG 

LPGLKRRRGPASSHCQLTLSSS 

K.TVSEDRPQAVSSGHTQCEKA 

ADIAPGQTLALRNDSSTSEASRP 

STHKFPLLPRRRGEPLML\PPSL 

EVGVPGSLVKELDREKEAAF\Q 

R1NSALQVEDKAISDCRPSWPS 

HTLSSLATGTSGLPA1SKAPSMD 

AQQETHKSQDCLGLLAPLASA 

AGVPSTAPMSGKKHRPPGPLFS 

SSDPLPATSSHSQDSAQVTSLIP 

APFPAASMDVGMRRTRRGEPL 

MLPPPLELGYRVTAEDLDQEKE 

AAFQRIKSALQVEDKAI 


16952 


47320 


A 


17056 


132 


835 




16953 


47321 


A 


17057 


1 


2947 


MPEQDKDPRVQENPDDQRRVP 

KVTGDARSAFRPLRDNGVLSPF 

VPRPGPLQTYLHAQRSE1RYNQ 

TSQNTWTSSCTNQNAISSSYSS 

VGGLLGLKWRRGPAGQESGAG 

MPEQDK\DPRV\QQNPDDH RTV 

PEVTGDARSAFWPLRDNGGLSP 

FVPRPGPLQTDLHAQSSEIRYN 

QTSQTSWTSSSTKRNA1SSSYSS 

TGGLPGLKQRRGPASSRCQLTL 

SYSKTVSEDRPQAVSSGHTRCE 

KAADTAPGQTLAPR 


16954 


47322 


C 


17058 


229 


624 




16955 


47323 


A 


17059 


1 


1011 


MVSTPATLPSLPKPALMASWG 
VPYDQLTKEEKTRVWFTDGSA 
R Y AGTTQK WT A V ALQPL S RTS 
LKDSSEGKSSQWAELQAVYLV 
VHFA WKEK WPDVG L YTDS WA 
VANGLAGWSETWEKQDWKIG 
DKEIWGRGMWMDLSEWSKAV 
K1FVSHVSAHQRVTSAEEEFNN 
QVDRPL/PVFTQWAHEQSGHSG 
RDGGYSWAQQTAGLPFTKADL 
AMATAECPICQQQRPTLSPLYS 
TIPQGDQPATWWQIDYIGPLPS 
WKGQKFVLTVIDTYSRYRFAY 
PAHNASAKTTIHGL1ECLIHCYG 
IPHSIASDQSIHF/TTKEVQ*WAH 
AHGIHWSYHVSHHPEAAGL 


16956 


47324 


B 


17060 


10 


597 




16957 


47325 


B 


17061 


6 


297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16958 


47326 


D 


17062 


1 


474 




16959 


47327 


A 


17063 




2712 




16960 


47328 


B 


17064 


1 


738 




16961 


47329 


A 


17065 


3 


772 


DPADPMVLEVSEADRDAWP1S 
ESQQRPLGFWSKALPSSANNYS 
FFKRQLLACYWVLVEIEHLTM 
GHQVTMRPELP1INCVLSDPCSH 
KVGHAQQHS1IKWRWYIHYQA 
QAGPEGTSNLHEEVAQMPTVS 
TS ATLPSLPEPTQM A L\WE VP Y 

UU^r 1 cc.cN. i uAWr 1 LHjoAJri Y 1 

GTT*KWTVAALQPLSRTTLKDS 
CEGKSPHHPV1AQWAHEQSGH 
GGRDGGYLWAQQHGFPLTKA 
DLAMATAECP1CQQQKRTLNP 


16962 


47330 


A 


17067 


1667 




LSPHWPPGLPPSALIYAFLGRSS 
RNKRRLMKTMKVEACEDLSAP 
KYLR1QLPTGSPRRRSEAPEVC1 
FQGSS\FSLVHPPPLLSYPSARR* 
PQTPPRPPPRHPSLHPLHPPSAQ 


16963 


47331 


A 


17068 


5 


1074 


RHSALGTGGSSSCRQQRPRDT 

WVPETTILTAWSS/RLQQLGPW 

LQVTVAGQVNTLAGIQKTIHAE 

HCNVTE\RPPTGHEALAPPCEQ 

GPPQVLDSNAVAPTADCGYQL 

STAINRNQELCGRKPAVSPSR/G 

ISPGSP1LRPAVHPGHYCLQQRL 

SGQKSNRRTTQKSFQKLHVDK 

RKPENFSKESDHLLIYSREGNPD 

VASLATPPG1WMMSATDLFYG 

DPFAFPGGGPFTLSLERGPSVIL 

GTDASEELLFTKASLAVSTSVF 

l^ra 1 UM I IlWV W^IVlNrvjr Lor 

HFPTKPMASPVKGKHSTSLLQR 
LNYRDRWQCLQEGAGLALLSA 
HMK V PTG SKEPQQ AGKLPS KP 
RKQTTPTFKD 


16964 


47332 


A 


17069 


2 


699 


CS ACPVSH P WLLPWQSGS AFSL 
P*RALQRPPQHGHRLSKPMQSP 
RLSVLLRPWPRRPLPTDLLY*PS 
TRGHIHLHDRHHGAPSVSRRW 
GDKASPPQFPRYSRDSK/RRPPQ 
HGEVGTVFTNNKGGQS/PATST 

\\IC\IC\Q APPrvl/ A DC A r:DTDD<2TA 
Wfcv t^oAt.L.^lvAr c/\ur I rro 1 A 

GDAEGANALRQESEGNWGSEA 
KSPHVAEAGSWRPQQGSCHHL 
HPPDKTKDAARKTHSPGDNGC 
QPRPPRPCKTLWSLSRI 


16965 


47333 


A 


17070 


223 


1611 




16966 


47334 


A 


17071 


12 


310 
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SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


16967 


47335 


A 


17072 


31 


430 


LQAVRLFTLPTTSSGL*KLRTVP 














TWPSPPSCFPHFQSGPRTTRAPT 














PSTIAPGYSGSYSSGPPSLCPRTS 














RR APPRHRV PAGRERLHI R VPP 














YPRPERHLLRVSRRGILGNNRV 














GRLPESRAIAGRKEEKTDTK. 


16968 


47336 


A 


17073 


J 


474 ... 




16969 


47337 


A 


17074 


153 


1224 


RVFSES VCSPVRN LEFL WRFAF 














PLAPAGRCPPGVPLQTSPRDTD 














AHRSSPLPPARASPGQVAAAYR 














WARCPGCGGRKPRSSGSWQLC 














RCPTLPPPPRGSRSSGRC/RTWP 














SPPSCFPHFQSGPRTTRAPTPSTI\ 














PGYSGSYSSGPGR*GLSPLHAA/ 














VSPPLPPGGP*GSWARAGLGSI 














ASAHSPCPLCRSL1RSRS*QTCT 














RSPT*NCEV PPSAP* A ASPLRTM 














FALVRTAGLKVHLLPLGYCTT 














MS*SSSMPQTVPVVVKVSNIPS 














VHPP*PCCKDCTISRSRSIFTRSPI 














CNPPGFLLPFCSPSTGQ* SL* KEP 














PLASWTHFRSDVLLLFSVSMNG 














STLSLGCPSQKAVIALVQVT 


16970 


47338 


A 


17075 


215 


1246 




16971 


47339 


A 


17076 


566 


675 


Q PCRQQ/ CLQPG S P PRFHA RT LT 














VTLVHTRTHTHAH A H 


16972 


47340 


A 


17077 


184 


584 




16973 


47341 


A 


17078 


1 


1167 




16974 


47342 


A 


17079 


849 


2266 




16975 


47343 


A 


17080 


1505 


1891 


DAEKAFDE1QQ/PFM1K1LSR1SI 














QGTYLNVIKTIYDKPTANTILN 














Vbis.LK 1 rrLK 1 u 1 K^tjd Li>AL 














LFNMVLEVIARAIRQEKGIKGIQ 














ISKKEVKLSLFADDMlVHIENPrC 














DSSRKLLELIKEFSKV 


16976 , 


47344 




F708] 


1 


^ 




16977 


47345 


- — 

A 


17082 


155 


531 


GNLWSVDLRPGTPLRQNFRGTI 














KyyH&Kr iKNHCay IrLLlrKy 














TGSGVDLSKLQQTCS*GSCLVC 














TIDLANAFFSIPVHK.A/HQKQFA 














prcwriWT'FTvi Dot twi r\Dr**\r 
roW^ii 1 r 1 VLrlxL 1 W Lv^JrU V 














PNLPAAETNTEPSNGT 


16978 


47346 


A 


17083 


1 


1773 




16979 


47347 


B 


17084 


598 


1428 




16980 


47348 


A 


17085 


3 


227 




16981 


47349 


A 


17086 


1 


207 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


16982 


47350 


A 


17087 


1 


789 


RDLQPFTSVTVHCRKGNDQTF 

GGPLDAGSELTLIPGDPKHHCG 

PPVKVGAYGGQVINGVLAXHPL 

I WL VQKTDG S/WRMT VD YCKL 

NQVVIPIAAAVSDVVSLLEQINT 

SPGTWYAA1DLANAFFSIPVHK 

AQQKQFAFSWQGQQYTFTVLP 

QWY INSPALCHNLIRRDLDCFS 

LPLD1TLVHYIDDIMLIGSSEQE 

VANTL DLFVRH L R ARG WEINPT 

KIQGPSTSVKFLGFQWCGACQA 

IPSKMRDKLLHLVPPTTKKEAQ 


16983 


47351 


A 


17088 


1 


435 




16984 


47352 


A 


17089 


2 


808 


PLI WL VQKTDG S/WRMTVDYC 
KLNQVVIP1AAAVSDVVSLLEQI 
NTSPGTWYAAIDLANAFFS1PV 
HKAQQKQFAFSWQGQQYTFTV 
LPQWY IN SPALC HNLIRRDLDC 
FSLPLD1TLVHY1DDIML1GSSEQ 
E VANTL DLF VRHL RARGWEIN P 
TK.1QGPSTSVKFLGFQWCGACQ 
A I PSKMRDKLLHL VPPTTKKE A 
QCLVQLLACY/WALVETEHLTIS 
HQVTMRPELPIMNWVLFDPSSH 
KVGCAQQHS1IKWKWYVHDW 
ARAGPEGT 


16985 


47353 


A 


17090 


2 


544 




16986 


47354 


A 


17091 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFS1PVHEAHQKQFAF\LPQ 
GYINFPALCHNL1RRELDFFLLL 
QDITLVHY1DDILL1GSSEQEVV 
NTLDLLIHKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVPSS 
GDIKEYFPNAFVLLTTASLQGQ 
DNTSQLQLTWKAPEDIKMSKT 
DADADEEIEALRG 


16987 


47355 


A 


17092 


1 


3228 


MVTSSLTVA1TSLVVVITSLVVII 

TSFVVVTTSLVVVITSLVVVITS1 

AIAIATLVVVLTFTVVVLTSLV 

VVTTSLVMVITPPFAVITSLGVV 

ITSLVVIITCLVLV1TALGVVITS 

LGVVVTSLVMVITPLVAV1TPL 

GVVITSLVVVITSLVMVITSLTV 

VITSSIVVITPLVMVITSLTVIITS 

LFVVITPLVMVITFLIVVNTSLV 

VVLITLIVSPPPSLCSLVVVITFL 

VVAITSLVVVITSLVVV1TSL 


16988 


47356 


A 


17093 


1 


471 




16989 


47357 


A 


17094 


1 


1590 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


16990 


47358 


A 


17095 


332 


1704 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQ1NTSPGTWYAAIDLANAFFS1 

PVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCHNLIRRDL 

DCFSLPLDITLVHYIDDIMLIG\P 

RQLLACY/WALVETEHLT1SHQ 

VTMRPELPIMNWVLFDPSSHKV 

GCAQQHSIIKWKWYVHDWAR 

AGPEGTTTPVISQWPHEQCGHG 

GRDGGYA WAQQCRL PLTKAD 

LNTATAKRPICQQQRPTLSPQY 

GT1 PQGDQPAT WWWVDYMGS 

LPSWKGQRFVLTGIDTYSGYGF 

AYPACNASAKTAICGLTECL1H 

HHDIPHSIASDQGTHFMAKEVR 

QWAHDHGIHWSYHVSHHPEA 

AGLIEWWNGLLKSQLQCQLGD 

NTWQGWGKVLQKVVYALNQH 

PIYGTVSPIAKIHRRVADSLKGG 

SGSWVWGFSTLAALDNDLGTF 

RKVRAPSTN 


16991 


4735 ?„. 


B 


17096 




2061 




16992 


5 7360 


A 


17097 




1623 




1 699 j 


47361 


A 


17098 




741 




16994 


47362 


A 


17099 


213 


679 




|^ 


475^ 






P 












TTHiT 




T2I9 




16997 


47365 


A 


17102 


17 


770 




16998 


47366 


A 


17103 


130 


469 




16999 


47367 


A 


17104 




1425 




17000 


47368 


A 


17105 




882 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17001 


47369 


A 


17106 


227 


1519 


VTLIKMNAMLETPTLS\AVSDG 

VKLSAVAAVLYVIVRCMNLKS 

ATAAPDLYLQDSGLSRFLLKSC 

PLLTKEY 1 PPLI WGKSGH IQTAL 

YGKMGRVRSPHPYGHRICFITM 

SDGATSTFDLFEPLAEHCVGDD 

ITM V 1CPG I ANH SEKQYIRTF VD 

Y AQKNG Y RCAV LNHLG ALPN I 

ELTSPRMFTYGCTWEFGAMVN 

YIKKTYPLTQLVVVGFSLGGNI 

VCKYLGETQANQEKVLCCVSV 

CQGYSALRAQETFMQWDQCRR 

FYNFLMADNMKKIILSHRQALF 

GDHVKKPQSLEDTDLSRLYTAT 

SLMQIDDNVMRK.FHGYNSLKE 

YYEEESCMRYLHRIYVPLMLV 

NAADDPLVHESLLTIPKSLSEKR 

ENVMFVLPLHGGHLGFFEGSVL 

FPEPLTWMDKLVVEYANAICQ 

WERNKLQCSDTEQVEADLE 


17002 


47370 


A 


17107 




385 


SRSSSVVRQEPGRADGQRRRRR 
GGPGLRSPGERQQPRPARPCRR 
AHHPGDPAGAQ/PPPKTGKTCG 
APKATTRSTRCS1SR*PPFPRSSC 
PTSPRA TPSSSASSTAAMRRWL 
VTC RM PN WR A 


17003 


47371 


A 


17108 


158 


423 




17004 


I 7372 ... 


A 


17109 


1 


1851 


















17006 


47374 


A 


17111 


66 


432 




17007 


47375 


A 


17112 


103 


3531 




17008 




A 










17009 


47377 


A 


17114 


1 


750 
















ADA A TTI \/U1>\/U\/ A *T T?*\rU\\r 

t^rt^A 1 1 LVnr VHVA Lr VHW 

QNRYRAPDNQGYRHWRCLLPA 
LPDAGR/VRLSASC*KPPNSRG 


17011 


47379 


A 


17116 


344 


480 


SPKDQEPSISK.KV***TSLPTSSR 
SLCLPPARMHFWVLAALLSFA 


17012 


47380 


A 


17117 


3 


3565 


HEARRGLKMAACGRVRRMFRL 
SAALHLLLLFAAGAVRNSPARA 
SHSQGQGPGANFVSFVGQAGG 
GGPAGQQLPQLPQSSQLQQQQ 
QQQQQQQQPQPPQPPFPAGGPP 
ARRGGAGAGGGWKLAEEESCR 
EDVTRVCPKHTWSNNLAVLEC 
LQDVREPENEISSDCNHLLWNY 
KLNLTTDPKFESVAREVCKSTIT 
EIKECADEPVGKGYMVSCLVD 
HRGNITEYQCHQYITKMTAIIFS 
DYRLICG FMDDCKNDIN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


17013 


47381 


A 


171 18 


1 


495 


PDRRRGCPALSGS*SGPAPRL/C 
LCNPTLTFHPGS VIG VCL* RHW 
LCRANTRHPSYRGRLSSR 


17014 


47382 


A 


17119 




1479 




17015 


47383 


B 


17120 


67 


8652 




17016 


47384 


B 


17121 


67 


9183 




17017 


47385 


A 


17122 


1 


1440 




17018 


47386 


A 


17123 


1 


422 


FRWKELLDRPLEPSPETAQPPPP 
WLQK/NPTAVERANLLNMAKL 
SIKGL1ESALSFGRTLDSDYPPL 
QQFFVVMEHCLKHGLKVRKSF 
LSYNKTIWGPLELVEKLYPEAE 
E1GASVRDLPGLNEFYEYHALM 
MEEEGAVIVG 


17019 


47387 


A 


17124 


2 


587 


WMGSCGLHRAWLQMRWWPE 
SAWKELLDRPREPPPETAQPPPP 
WLQK/NPTAVERANLLNMAKL 
SIKGLIESALSFGRTLDSDYPPL 
QQFFVVMEHCLKHGLKVRKSF 
LSYNKTIWGPLELVEKLYPEAE 
E1GASVRDLPGLKTPLGRARAW 
LRLALMQKK.MADYLRCL1IQR 
DLLSEFYEYHALMMEEEGAVI 


17020 


47388 


A 


17125 


312 


493 




17021 


47389 


C 


17126 


102 


278 




17022 


47390 


A 


17127 


2 


140 


KAHNCSGLERPPLDNPSVSNRL 
FASFLSPRDLKGR\ICSD*SQVL 


17023 


47391 


A 


17128 


1 


2051 




17024 


47392 


A 


17129 


1 


498 




17025 


47393 


A 


17130 


2 






17026 


47394 


A 


17131 


140 


396 




17027 


47395 


A 


17132 


703 


912 




17028 


47396 


^— 


17133 


201 


912 


















17030 


47398 


A 


17135 


2 


431 




17031 


47399 


B 


17136 


99 


1151 




17032 


47400 


A 


17137 


1 


891 




17033 


47401 


A 


17138 


15 


2722 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17034 


47402 


A 


17139 


476 


2934 


TEPKTKTT* LSQ*MQKKPLTKF 

NNPSC*KLSIN/IVLEVLARAIRQ 

EKJEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAQNLLKLISNFS 

KVSGYKJNVQKSQAFLYTNNR 

QTESQ1MSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKE1K 

EDTNKWKNIPCSWVGRIMVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLRFIWNQKRARIAKA1 

LSQKNKAVGITLPDFKLYYKAT 

VTKTA WY WYQNRDI DQ WNRT 

EPSEITPLI YNYQIFDKPEKN KQ 

WGKDSLFNKWCWDNWL A ICR 

KLKLDPFLTPYTKINSRWIKAL 

NLRPKT1KTLEENLGITIQDIGTG 

KDFMTKTPKA M ATKDKIDK W 

DL1KLKSFCTAKETTIRVNRLPT 

KWEKIFATYSSDKGLISRIYNEL 

KQIYKKKTONP1KKWEKDMNR 

HFSKDDILAAKKHMKKCSSLAI 

REMQIKTTMRYHLTPVRMA11K 

KPGNNSQKDIPDWRNGPKRKD 

RQ1TTFRG PTKLQ V V V PTLG AA 

PGRGCPWPRRPRCPGREGEELH 

PALGGERGQRQAAGSGGARRL 

APSAGDGLCVGPVEDTGETQT 

WKTGQPGLREPWWGWRPTEPP 

PAPSSHSEEWPRRPPVRRAPRP 

AGEHAGEGGAAVADTTAFSPW 

LPRVGGWHLQVHRGGRSCAGA 

RRFGGSRGWDLGDLSSAPVASL 


17035 


47403 


A 


17140 




2298 




17036 


47404 


A 


17141 


3 


482 




17037 


47405 


A 


17142 




1026 




17038 


47406 


A 


17143 


1 


623 




17039 


47407 


A 


17144 


25 


392 


ESLKGADPKFLRNMRFANKHN 

IX IX V J 1 , IX IX ! VI l^JA IN >/\ I\A I >;\ K A I ) 

AIKALVKPKEGKPDIPKGVSRK 
LDPLAYIAHP\RLGKCAHSCIAK 
GLKLCRLQAKDKDQTKAQAA 
APA*APKGARTPTKASE 


17040 


47408 


A 


17145 


1 


507 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17041 


47409 


A 


17146 


2 


811 


YRFSGPTIRS1QNHTTHNQGRK 
WHKKGIKKPRAQRYESLKGPE 
V*PSGQGVTCLLRADWLSPLLG 
SGTYWGPKFLRNTRFAKKHNK 
KGLKKMQANNAKAMSARVAE 
A\IKALVKPKEVKJ>KIPKGG\SR 
KLRSTLPDIVHPVKLGKSARAPY 
LPRGFRLCLPNANAKS1SSQGQ 
uyUl^u^UbrNt^UrUr JrUryLA^ V r 

A Cf2\/DXl\/Dl? A T TVf^Pf^CT? VCT A 
AbU Vr IN VrKAL 1 Ivur^oKi ol_«A 

QHEGQERTWVRPPTPRPWGYH 
FAWGWGSPVAICTNKPEAGKR 
RNEKEKLCQGDGY 


17042 


47410 


A 


17147 


1 


636 




17043 


47411 


A 


17148 


169 


410 




17044 


47412 


A 


17149 


385 


1359 


QTNSPNCVRGRVSPPVLPGSSS 
MDVLASYS1FQELQLVHDTGYF 
SALPSLEETWQQTCLELERYLQ 
TEPRRJ SETF\GEDLD\CFL\H A FP 
SPCIEESFRRLDPLLLPVEAAICE 
KSSAVD1LLSRDKLLSETCLSLQ 
PASSSLDSYTAVNQAQLNAVTS 
LTPPSSPELSRHLVKTSQTLSAV 
DGTVTLKLVAKKA ALSSV KVG 
GVATAAAAVTAAGAVKSGQS 
DSDQGGLGAF.ACPENKKRVHR 
L.yrNljL.KKV T 1 ls.bS>nLI^AriyK 
THTGEK.PYKCSWEGCEWRFAR 
SDELTRH YRKHTG AKPFKCN H 
CDRCFSRSDHLALHMKRHI 


17045 


47413 


A 


17150 


1 


948 




17046 


47414 


A 


17151 


400 


446 


PSFLR*PSFWSREFH 


17047 


47415 


A 


17152 


7212 


10914 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAAILHKLDQLDASRGRAI 

PFCGQRGRFKYEILVKTGWGR 

GSGTTAHVGIMLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRIATP 

HSLGSVWKIRVWHDNKGLSPA 

WFLQHVIVRDLQTARSAFFLVN 

DWLSVETEANGGLVEKEVLAA 

SDAALLRFRRLLVAELQRGFFD 

KH 1 WLSI WDRPPRSRFTRIQRAT 

CCVLLICLFLGANAVWYGAVG 

DSAYSTGHVSRLSPLSV 


17048 


47416 


B 


17153 


1 


14934 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17049 


47417 


A 


17154 


999 


3009 


ADSGCKL/PSSC*HVLCA/WVTY 

M VM A A1LH KLDQLDASRG RAI 

PFCGQRGRFKYEILVKTGWGR 

GSGTTAHVG1MLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRIATP 

HSLGSVWKIRVWHDNKGLSPA 

WFLQHVIVRDLQTARSAFFLVN 

DWLSVETEANGGLVEKEVLAA 

SDAALLRFRRLLVAELQRGFFD 

KHIWLSIWDRPPRSRFTRIQRAT 

CCVLLICLFLGANAVWYGAVG 

DSAYSTGHVSRLSPLSVDTVAV 

GLVSSVVVYPVYLAILFLFRMS 

RSK.VAGSPSPTPAGQQVLDIDS 

CLDSSVLDSSFLTFSGLHAEVRT 

LLGVLGWAGGPAALAQLGLKT 

LCTSQQAFVGQMKSDLFLDDS 

KSLVCWPSGEGTLSWPDLLSDP 

SIVGSNLRQLARGQAGHGLGPE 

EDGFSLASPYSPAKSFSASDEDL 

IQQVLAEGVSSPAPTQDTHMET 

DLLSSLCAEVHTALPLHCSCLQ 

DSVQWHAVQGLPAFCRGDPVT 

QEAQETA RPA AQNLVLIPLHA A 

PH Q A V AE 1 DAL YDV YLD VIDK 

WGTDDMLFLGDFNA DCSY VR 

AQDWAAIRLRSSEVFKWLIPDS 

ADTTVGNSDCAYDRIVACGAR 

\J I ^Aour WuuAvjLU&rrrUKl 

QA AG RAL AI SDHFPVE VTLKFH 


17050 


47418 


A 


17155 


242 


363 


TKRQENGRKKQDRTPTEQQLR 
VK*KSRSTKKRRKQSRSES 


17051 


47419 


B 


17156 


1 


12879 




17052 


47420 


A 


17157 


3 


596 


NLLFPVRSERGPHRPTPLSWLW 
LRPCELNKLAAGGLAAGSSRA 
GALYLLIYIPRRPARAAPLCPAA 
ATGAPGASAGSASPASARPPGL 
A RAAPGPLRGRRPRSPRTPFCV/ 
WLGVSLLLSVYQHYFAEPFESFQ 
VCCRHCGILCLTIRVHFPCLSAN 
PFHFSQLHLGPRPGKACHSVGL 
QIYNSQAHSHPSQQERQLFC 


17053 


47421 


A 


17158 


1 


235 


FFFVLYNLFLFVITSIPLQKVSIL 
TQRQL VAEEN VKCCTVVPEPQ* * 
*LSNYPIFVEMGFCHVGPGWSR 
TPTPKSVSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


17054 


47422 


A 


17159 


256 


4064 


ADSGCKL/PSSC*HVLCA/WVTY 
MVMAAILHKLDQLDASRGRA1 
PFCGQRGRFKYEI L VKTGWGR 
GSGTTAHVGIMLYGVDSRSGH 
RHLDGDRAFHRNSLDIFRIATP 
HSLGSVWK.IRVWHDNKGLSPA 
WFLQHVIVRDLQTARSAFFLVN 
UWLdv b J nAiNvjOL* Vc,ivbV LA A 

SDAALLRFRRLLVAELQRGFFD 
KH1WLS1WDRPPRSRFTRIQRAT 
CCVLLICLFLGANAVWYGAVG 
DSAYSTGHVSRLSPLSV 


17055 


47423 


A 


17160 


2 


347 


LTSRGP/LCCVLLICLFLGANAV 
WYGAVGDSAYSTG/LCVQAEP 
AERRHSRCWPGVQRGCLSRLP 
GHPLSLPDVPEQGGWEPEPHTC 
RAAGAGRRQLPGLNPCWTAPS 
SRSEASTLR 


17056 


47424 


A 


17161 


9415 


9994 


ADSGCKL/PSSC*HVLCA/WVTY 

MVMAA1LHKLDQLDASRGRAI 

PFCGQRGRFKYEILVKTGWGR 

GSG'ITAHVGIMLYGVDSRSGH 

RHLDGDRAFHRNSLDIFRIATP 

IISLGSVWKIRVWIIDNKGLSPA 

WFLQHVIVRDLQTARSAFFLVN 

DWLSVETEANGGLVEKE VI . AA 

SKASFRVPTPSRSPVALPAPAGG 


17057 


47425 


A 


17162 


1030 


1222 




17058 


47426 


A 


17163 


2 


2762 




17059 


47427 


A 


17164 


25 


115 




17060 


47428 


A 


17165 


1 


383 




17061 


47429 


A 


17166 


120 


596 


IKAPCASFPTSGFPGQRRSFVGR 
SSSTPEECGHSELGRNEDKASR 
GRIRQQ/PFAVLKYLLFCSLRW* 
YPGKQGLEWTSSKLQQTCRKY 
RERHKDTPQEEQLQDT*LSG/V 
TK/G*NEGK.NVKGSQRERSGYS 
QREAHQTNSRSLGRNSTSQKRV 
GASIQRS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


17062 


47430 


A 


17167 


1 


2236 


rpsgpqplpgsvrhprpvlrr.pl 

PRAQGSSSSFRPRPPFAPDTMD 

KFWWHAAWGLCLVPLSLAQID 

LNITCR\FAGVFHVEKNGRYSIS 

RTEAA\NLCKAFNSTLPTMAQM 

EKALSIGFETCRYGFIEGHVVIP 

RIHPNSICAANNTGVY1LTSNTS 

QY DTYCFNASAPPEEDCTS VTD 

LPNAFDGP1TITIVNRDGTRYVQ 

KGEYRTNPEDIYPSNPTDDDVS 

SGSSSERSSTSGG Y 1 F YTFSTVH 

PI PDEDSPWITDSTDR I P ATSTSS 

NTISAGWEPNEENEDERDRHLS 

FSG SG 1DDDEDFISSTISTTPRAF 

DHTKQNQ\DW\TQW\NPSH\SNP 

EVLL\Q\TTTRMTDVDRNGTTA 

YEGNWNPEAHPPLIHHEHHEEE 

ETPHSTSTIQATPSSTTEETATQ 

KEQWFGNRWHEGYRQTPREDS 

HSTTGTAAASAHTSHPMQGRT 

TPSPEDSS WTDFFNP1 SHPMGRG 

HQAGRRMDMDSSHSTTLQPTA 

NPNTGLVEDLDRTGPLSMTTQ 

QSNSQSFSTSHEGLEEDKDHPT 

TSTLTSSNRNDVTGGRRDPNHS 

EGSTTLLEGYTSHYPHTKESRT 

F1PVTSAKTGSFGVTAVTVGDS 

NSNVNRSLSGDQDTFHPSGGSH 

TTHGSESDGHSHGSQEGGANTT 

SGP1RTPQIPEWLI1LASLLALALI 

LAVC1AVNSRRRCGQKKKLVIN 

SGNGAVEDRKPSGLNGEASKS 


17063 


47431 


A 


17168 


1 


1980 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17064 


47432 


A 


17169 


362 


2551 


edfstsattpsssprelpsgqgl 
wlcwlellpsftrngvvhtgp 
c*glc*rwqlspqpslpsnfgm 
kisdmatlittvpaa/fssssdw 
ntpaptqspeevrrlhlctsfm 
dmlkvggqgegaaaglvqnp 
sghalgcldsaasgisdpsvav 
llenvpnqrgeslrcvpvylgq 
wncsketgmdsgqfgeekgah 
dpsptyyhaclstqwwpspesp 
ypqpsgpqvkeprnpgksisml 
clwiryhaadsgssraklplee 
rjlrpfspthdcl a fplplekrpe 
gnvgsrcpsgtklpeegsgsni 
ccsa1fpvlqpplviprqtrsgv 
dlqqtptdlqlrdltdrsslpa 
meqswiendfdelnrsrlqka 
nklenleetdkfldtytlprln 
qeeteslnrpitgse1eaiinnvp 
tkkspgpdgvtakfyqryk.ee 
lrtvnknhm11s1daekafdniq 
qpfmlktlnklgidatylkiira 
iddkptanulngqkleafplkt 
gtrqgcplspllfn1vlevlar 

A1RQEKEI KGIQLG K.EEVKLSLF 
ADDMIVYLENPIVSAQNLLKL1 
NNFSKVSGYKINVQKSQEFLYN 
NNRQTENQ1MSELPFTIASKRJK 
YLGIQLTRDVKDLFKENYNPLL 
NE1KKDTNKWKNIPCSWIGRJNI 
MKMAILPKSGPSAARLLEFAGG 
PLQTLFAWVSPEEAAEQQILPN 


17065 


47433 .... 


A 


17170 
























17067 


47435 


A 


17172 


274 


393 




17068 


47436 


A 


17173 


304 


415 




17069 


47437 


A 


17174 


321 


796 




17070 


47438 


A 


17175 


1 


198 




17071 


47439 


A 


17176 


2 


454 


CRPVPAATNGRCFPATPRDPGP 
RMRRACAWGRSKGAGRCLRR 

A 1 KJMJKIVlArvKtloiL.Ul J orv\ Y IU\ 

KTIRVKFQGGRKVASGILKGFEP 
NLL\NL VLTVTI * YM RDPDDQ Y 

\ICPQDGMEA1P\NPFIQQQDA 


17072 


47440 


A 


17177 


1 


1806 


















17074 


47442 


A 


17179 


217 


441 




17075 


47443 


A 


17180 


117 


296 


DWSDIQKLG*SLSLSKEIFQL*IV 
SPPALIIPAKLLHRSA*LSVPQIG 
RECQGCGWTAMC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17076 


47444 


A 


===== 

17181 




— 


I RTi PFFPfitJR FRHPA A A A A PQ 

va a i i *crpprp^r,nci rr^i^cD 

VnALL i> 1 rrUrvoOIJ^ijt^OrvoK 


17077 


47445 




80 


— 


— 




17078 


47446 


— 

A- 


17183 




192 




244 




17079 


47447 


A 


17184 





990 




17080 


47448 




17185 


1— 






17081 


47449 


— 






— 










— 




TTrli — 





Wi 






iTifi" — 






Y 






17084 


47452 


A 


17189 


398 


553 




17085 


47453 


A 


17190 


2 


293 




17086 


47454 


B 


17191 


53 


182 




17087 


47455 


A 


17192 


3 


1 114 




17088 


47456 


A 


17193 


1 


1024 


SVVEFIPSCAVVLWSSVLLSPVR 
LLSYLSGVPPGHPMEDSMDMD 
MSPLRPHNYLFGCELKAGQDY 
HFKVDNDENEHQLSLRTVSLG\ 
AGAKDELHMVEAEAMYYEGSP 
IKV/THLATLKMSVQPTWSLGG 
\FE1TPPVV\LRLKCGSGPVHISG 
QHLVAV\EEDAESEDEEEEDVK/ 
LSLSISGKRSAP\GGGSKVPQKE 
RKTCMLMKDDDD\DDEEDGYD 
EDD\DDDDDDF\DDEE AEEK.A P 
SERNLYRDTP\AKNAQK.SNQNG 

l^ r r*Qk' PQQTPPQkT^rvPQPM^kTiPlf 
TDfTDltTDCCX/CrMl' A A CT 

1 rK. 1 rKurwV tlJlIS.A!viVll^A5>l 

A/EKGG SLPKVE A K.FIN Y VKNC 
FPMTDQDAIQDLWQWRKSL 


17089 


47457 


A 


17194 


2 


291 




17090 


47458 


A 


17195 


185 


307 




17091 


47459 


A 


17196 


3 


392 


V RGGQAFRQRPAPPLPVTRSAH 

DPDDDTD A CHDCI PIT! T T P KCIT 

vpr;pr;i?PT?k'np\P\/<2Pr;TAT vr, 

JVKOKLiKr Krvl^r .1 V ^rLi lALVu 

SQKEPSEVPTPKRPRGRPKGSK/ 
NKLEKEEEEGISQESSEEEQ 


— — 


— — 


— 


— — 


76 


— 




17093 




47461 








— 

_8_3 


— 








— 


T~T35 




rnr 




17095 




47463 1 


— 


— — 


— — 




— 




17096 




— 


F201 






— 






17097 




47465 


— 


17202 




]287 




17098 


47466 


— 


_7_03 








17099 


47467 


— 


17204 




— 

1368 




| 7 |°° 


4^1 




T75°J 























17102 


47470 


A 


17207 




2017 




17103 


47471 


A 


17208 




1069 




17104 


47472 


A 


17209 




2463 




17105 


47473 


A 


17210 




324 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SF.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17106 


47474 


A 


17211 


51 


1528 


G RE ASKM AQTQGTRRKVC Y Y 

YDGDVGNYY*G\QGHPMKP\HR 

IRMTHNLLLNYGLYRKMEIYRP 

HKANADEMTKYHSDDYIKFLR 

Sl/RVPDNIVGSTSKQMQRFNVG 

EDFPSIPMACFEFCQLSTGGSVA 

KCL*NFNKQQTDIAVNWAGGL 

HHAKKSEASGFCYVNDIVLAIL 

ELLKYHQRVLYIDIDIHHGDGV 

EEAFYTTDRVMTVSFHKYGEY 

FPGTGDLRDIGAGKGKYYAVN 

YPLRDG I DDESYEAI FKPVMSK 

VMEMFQPSAVVLQCGSDSLSG 

DRLGCFNLTIKGHAKCVEFVKS 

FNLPMLMLGGGGYTIRNVARC 

WTYETAVALDTEIPNELPYNDY 

FEY FG PDFKLHI SPSNMTNQNT 

NEYLEKIKQRLFENLRMLPHAP 

GVQMQAIPEDAIPEESGDEDED 

DPDKRISICSSDKRJACEEEFSDS 

EEEGEGGRKNSSNFKKAKRVK 

TEDEKEK.DPEEK.KEV 1 EHEK/1 K 

rni/ r>r; A \f f^\IV T2T?\7\f \ A 
tbK.rh Arvtj V IVtbV rvLA 


17107 


47475 


A 


17212 _ 




492 




17108 


47476 


A 


17213 




1851 




17109 


47477 


A 


17214 




753 




17110 


47478 


B 


17215 


427 


614 




17111 


47479 


B 


IZ 216 .. 




711 


















17113 


47481 


A 


17218 




1224 




17114 


47482 


A 


17219 


1242 


1743 




17115 


47483 


A 


17220 


423 


1739 




17116 


47484 


A 


17221 


117 


1183 




17117 


47485 


A 


17222 




377 


FRRGAW/VPLLTRWGFRPRGGC 
ISNDSPRRS/IHYRETKPEPPVRV 

p*npi ftDTnc ATUD A \/f DA/TDD 
in \i[ ■ A 11/ \l ' I \ \ Al PPDAPn 

KuKI Kr O Ar vO uAA VAj \jr A KU 
RtvAL-AUKuAy I r ALrvrviNC VL 

v \At><ir.T> r:oTr , Qk r XTFC vcpc 
rvlVIroOrvOK 1 Lo\JNroirro 


17118 


47486 


A 


17223 


331 


1134 




17119 


47487 


A 


17224 


178 


1200 




]7120 


47488 


A 


17225 





367 




17121 


47489 


A 


17226 


— 


3360 




17122 


47490 


A 


17227 


8 


930 .... 




17123 


47491 


A . 


17228 


1 


765 




17124 





B — 


tH! — 


^ 


irl? 


















17126 


47494 


A 


17231 


1 


999 




17127 


47495 


A 


17232 


1 


325 




17128 


47496 


B 


17233 


1 


535 




17129 


47497 


A 


17234 


271 


634 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17130 


47498 


B 


17235 


301 


523 




17131 


47499 


A 


17236 


1 


1185 




17132 


47500 


A 


17237 


178 


497 


LPVPAYELNGSQQLPLLLGAAA 

luiLATPwKr Y VRLJnKlNlvAlVlllN 

LHIQKDNPKIRHAFDME\DLGD 
KAVWCRCWRSKKFPFCDGAHT 
KHTslKE\TGDWVGPLIIKKKET 


17133 


47501 


B 


17238 


184 


395 
















PAWHEGQPQPESECPPQRQCIC 
SHGRGTPARCGVSY* ART/PAG 
ESP*TQQDLRAS*LGTRANHSQ 
RASARHKDSASAVTGAGHQRD 
AE 


17135 


47503 


A 


17240 


447 


667 


HRPRRRFQ1KPQSQVPEHAPLPL 
PTASDPP/AHSPRCPSESRLSPGG 
QRLGFPSSVLNCSKCSWQLAAC 
MGFSF 


17136 


47504 


A 


17241 


265 


890 




17137 


47505 


A 


17242 


1 


1374 




171j>8 


47506 


A 


_1724£ 





6_89 




17139 


4750 7 


A 


17244 


1 


8277 




17140 


47508 


A 


1ZH1£ 


_178 


liZZ — 






47509 












17142 


47510 


A 


17247 


1 


465 




17143 


47511 


A 


17248 


3 


3910 




17144 


47512 


A 


17249 


2 


1871 




17145 


47513 


A 


17250 


1 


666 




17146 


47514 


A 


17251 


1 


635 


FPGRRFRRAVWCTHCCAPTPSG 
PVLPHSAAMSFLKSFPPPGPAE 
GLLRQQPDTEAVLNGK.GLGTG 
TLYIAESRLSWLDGSGLGFSLE 
YPTISLHALSRDRSDCLGEHLY 
v rvj v in a Js.r t. fcb b is. tr v j\d tt t, 1 
DSDDDVEPITEFRFVPSDKSAF* 
FPCSVEAMFTAMCECQALHPD 
PEDEDSDDYDGEEYDVEAHEQ 
GQGD1PTFYTYEEGLS 


17147 


47515 


A 


17252 


1 


2796 





2175 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17148 


47516 


A 


17253 


1 


2393 


MEIRGALDLRKRQVL1FLVLLG 

LSRAGTESAHYSVAEETEIGSFV 

ANLARDLGLGVEELSSREARV 

VSDDNKKYLHLDLLTGNLLLN 

EKLDRDELCGSTEPCVLHFQVV 

LENPLQFFRFELCVKDINDHSPT 

FLDKEILIKISEGTTVGATFLME 

SAQDLDVGSNSLQNYTISPNSH 

FYIKIPDSSDRKIYPELVLDRAL 

DYEQEAELRLTLTAVDGGSPPK 

SGTTLVLIKVLDINDNAPEFPQS 

L Y E VQ VPEDRPLG S Wl ATI S A K 

DLDAGNYGKISYTFFHASEDIR 

KTFE1NPISGEVNLRSPLDFEVIQ 

SYT1N IQATDGGGLSGKCTLLV 

KVMD1NDNPPEVTISSITKR1PE 

NASETLVALFSILDQDSGDNGR 

MICSIQDNLPFFLKPTFKNFFTL 

VSEKALDRESQAEYNIT1TVTDL 

GTPRLKTEYNITVLLSDVNDNA 

PTFTQTSYTLFVRENNSPALHIG 

SVSATDRDSGTNAQVNYSLLPP 

QDRHLPLASLVS1NADNGHLFA 

LRSLDYEALQEFEFRVGATDRG 

SPALSSEALVRVLVLDANDNL\ 

PFVLYPLQNGSAPCTELVPRAA 

EPGYLVTKVVAVDGDSGQNA 

WLSYQLLKATEPGLFGVWAHN 

GEVRTARLLSERDAAKHRLVV 

LVKDNGEPPRSATATLHVLLVD 

GFSQPYLPLPEAAPAQAQADLL 

TVYLVVALASVSSLFLLSVLLF 


17149 


47517 


A 


17254 


89 


1283 




17150 


47518 




17255 




276 




17151 


47519 


A 


17256 




2 


259 


; 

WQGG1LGSDPTPPL TSPNLLQT 

ALr Kx-ti KL) V /Kjvrj.Kvjt^r LUUrio 

ALCLPRRGVPVPCDGLLCWWG 

rrUAAtl'LKljrsrAKAurVLru 


17152 


47520 


A 


17257 


, 

624 


4055 




17153 ■ 


47521 


— 


17258 





_1784 




















47523 


— 


17260 





576 




17156 


47524 


A 


17261 


1 


1017 




17157 


47525 


A 


17262 


1 


1107 




17158 


47526 


A 


17263 


256 


634 




17159 


47527 


B 


17264 


76 


1340 





2176 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17160 


47528 


A 


17265 


1659 


2107 


NLLCCTCSPFSSPVSAPQTCTSN 
C1ALLVHQQQWLVSSHLQKHF 
LHLHIFLA\LIVFNFSLHSF*IFDF 
DPWKLPP*PISPTLSSLPSNRHIA 
LILPCSCMTEDFDFKMPPAVAR 
YMTSPQAVHIIAVCPFKASRKV 
SHSSLKIWLFKSV 


17161 


47529 


A 


17266 


248 


540 


KFFSLRMLNFNPHCLLACRVSA 
ERSAVSLMGFPLCISRPFSLAAL 
NIFSFISTLVNLMIISLGVALLEE 
YLCG1LC1S*IGMLACLARLGKF 


17162 


47530 


A 


17267 


4880 


5121 




17163 


47531 


A 


17268 


468 


602 


CLQLCSFGLGLTW*CGLFFYST 
*TLK*FFPIL*RMMVVF* WGLH 


17164 


47532 


A 


17269 


359 


462 




17165 


47533 


A 


17270 


457 


600 


LWWFNALFLCWLTSFLTTTLLE 
LHECLPVWRD*TRRHLTGWSK 
GSCTN 


17166 


47534 


A 


17271 


2405 


2830 


TPVFRFIALSYTFADSDGEYF*IL 

LSENPQRFFKCCFNMRSNK1PW 

D TFANSIK.GAEFSGKHF1 1 EFISS 

SESESESESTRFRDFRGLETSSSL 

SLDSFSLLGDDFLSFLLSFTIDA 

VSSKRLSKE1RKARLCWRFPRJ 


17167 


47535 


A 


17272 


1 


iir 


















17169 


47537 


B 


17274 


1 


2604 




17170 


47538 


A 


17275 


1 


3039 




17171 


47539 


D 


17276 


1 


1383 




17172 


47540 


A 


17277 


1 


993 





2177 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ IB NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


17173 


47541 


A 


17278 


3 


2494 


RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTYSKIDH1VGSKTLLSKCKRTE 

IITNYLSDHSAIKLELRIKNLTQS 

RSTTWKLNNLLLNDYWVHNE 

MKAEIKMFFETNENKDTTYQN 

LWDAFKAVCRGKFIALNAYKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARLIKNKREKNQIDTIKNDK 

GDITTNPTE1QTTIREYYKHLYA 

NKLENLEEMDTFLDTYTLPRLN 

QEEVESLNRP1TGSE1VAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIEKEGILPNSFYE 

ASIILIPKPGRDTTKKENFRPISL 

MNIDAK1LNKILANRIQQHIKKL 

IHHDQVGF1PGMQGWFN1HKSI 

NVIQHINRAKDKNHMI1SIDEEK 

AFDKIQQPFMLKTLNKL\G/DKI 

PRNPTYKGCEGPLQGELQTTAQ 

GN KRGH KQM EEH SMLMG RKN 

QYHENGHTAQG/IL*IQCHPHQ 

ATNDFLHR1GKNYFKVHMEPK 

KSPHRQVNPKPKEQSWRHHTT 

*LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L*QP*EKQAMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RFKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHVQNTKSN 


17174 


47542 




£7279 




502 




17175 — 


4754j 


— 


17280 


— 


3-189 




J. 7176 


IZ 5 ^ 




i^jjl 













— 










17178 


47546 


B 


17283 




1779 




17179 


47547 


B 


17284 




3127 




17180 


47548 


A 


17285 




3325 




17181 


47549 


A 


17286 




3145 




17182 


47550 


A 


17287 




1095 


MIMGDFNTPLSTLDRSTRQKVN 
KDIQELNSALHQADLID1YRTLH 
PKSTEYTFFSASHLTYSKIDH1V 
GSKALLSNCKRTEIITNYLSDHS 
AIKLELKIKKLTPNRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDTFKAEC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEMETQK\TLQK\INE 
SRG/WKKFLEKLCFI ELS * A RRI 



2178 



WO 01/075067 



PCT/US01/08631 



NO: 


of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17183 


47551 


A 


17288 


1 


3229 




17184 


47552 


A 


17289 


1 


1205 




17185 


47553 


A 


17290 


1 


986 




17186 


47554 


A 


17291 


1 


3170 


MGDFNTPLSTLDRSMRQKVKK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSK1DHIL 
GSKALLSKCKRTEIITNYLSDGS 
AIKLELRIKNLTQNRSTTWKLN 
NLLLNDYWVPNEMKAEIKMFF 
ET\NENKDTTYQNLWDTFKAV 
CRGKFIALNAHKRKQERPKIDT 
LTSQLKELEKQEQTHSKASRRQ 
E 1 TK.1RAELKE 1 ETQKTLQKIN* S 
QSWFFERVKKIDRPLARLIKKK 
REKNQIDTIKND 


17187 


47555 


B 


17292 




2148 




17188 


47556 


A 


17293 




1416 




17189 


47557 


A 


17294 


1 


3099 


MGEL1TPLSTLDRSTRQKVNKD 
TQELNSALHQGDLID1YRTLHP 
KSTEYTFFSAPHHTYSKIDH1LG 
SKALLSKCKRTE11TNYLSDHSA 
IKLELRJKNLTQNRSTTWKLNN 
LLLNDYWIHNEMKAEIKMFFET 
NENKDTTYQNLWDAFKAVCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIRAELKEIETQKTLQKINESR 
SWFFER1NKIDRPLARL1KKKRE 
KNQIDTIK.NDK 


17190 


47558 


A 


17295 


1 


3345 




17191 


47559 


B 


17296 




3122 




17192 


47560 


A 


17297 


1 


2118 




17193 


47561 


A 


17298 


965 


4091 




17194 


47562 


B 


17299 


15 


2762 




17195 


47563 


A 


17300 


1 


3049 


MTVKVRjTVTSGKKPPWLIPRQ 

TGYGVDLWQTPTDLQLRVLTV 

RRKTNKQKGHPHQNPICTSPSS 

KTKDRSTRQKVNKDIQELNSAL 

HQEDLIDIYRTLHPKSTEYTFFS 

APHHTYSKIDHIVGSKALLSKW 

KRTEITANCLSDHSAIKLELRIK 

KLTQNWSATWKLNNLLLNDC 

WVHKEMKAEIKMFFETK\ENK\ 

DTTYQNLWDAFKAWCRGKFIA 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKASRR 



2179 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


17196 


47564 


A 


17301 




4101 


PLSTLDRSTRQKVNKDIQELNS 

ALHQVDLIDIYRTLHPKSTEYTF 

FSVPHHNYSKIDHIVGSKALLS 

KCKRTEI1TNCLSDYNAIKLELR 

TEKLTQNRSTTWKLNNPLLND 

YWVHKEMKAEIKMFFETNENK 

DTTYQNLWDAFKAVCRGKFIA 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKATRRQEITKTRA 

ELKK1ETQKTLQKINESRSWFFE 

KTNKIDRLLATLIKKKREKNQI 

GARKNDEGAITTN 


17197 


47565 


A 


17302 




3234 


MAN KNNQCRE VLKGPDELKT 

MAREPHDKCTSFSSQFDQLEER 

VSAMEDQMNEMKREEK.FREK. 

RIKRNEQRLQE1WDYVKRPNLC 

LIG VPESDG ENGTKLENTLQDII 

QENFPNLARQANIQIQEIQRMP 

QR YSLRRTTPR H 1 1 VRFTKVEM 

KEKMLRAAREKGRVTHKGKPI 

RLTADLSAETLQARRESTRQKV 

NKDIQELNSAQHQADLTDNYR 

TLH PK STE YTLFS A PH HT YSK.ID 

HIVGSKALLSKCKRTEI 


17198 


47566 


A 


17303 


1 


3390 


MLTLNHNRLTDAILNISTCLSR 
HLDLNTGGKKRISYKRNYLME 
EHLEGLCSNEFTWENST1MTDS 
QMLMHREEPGSLPNIPILS1VFT 
NNRSKRQKVNKD1QELNSALH 
QADL1DIYRTLHPKSTEYTFFSA 
PHHTYSKTDRIVGSKALLSKCK 

DTCMTV1PT C ni-IC A II/l CT OTWT 

Kl til 1 INULbUH^AIlvLcLKllvN.L< 

THXIPCTTAWI XTMT T I MnVUA/ 

1 V^JNL-b 1 1 WIVLiNiNLLLINlJ I W V 

A PIk r A/!PPPTKTPMk r r\T'T 
rtJNniVllVAcliS.JVIrrC. 1 INblNKU I I 

YQNLWDTFKAVCRGKFIALNA 
HKRKQERSK1 DTLTS 


17199 


47567 


B 


17304 


1 


2427 




17200 


47568 


A 


17305 


1 


4257 




17201 


47569 


A 


17306 


1 


3726 


MVVKTNARELRDECTSLSSPFN 
QLEERVSVMENQMNKMKQEE 
rCFREKRIKRNEQSLQEIWDYVK 
RPN LCLIG VTESDGENGTKLEN 
TLQD1TQENFPNLARKANIQIQE 
TQRTPQRYSSRRATLRH11VRFT 
KVEMKEKMLRAAREKDFTPTK. 
IKRDKEGHYIMVKGS1QQEELT1 
LNIYAPNTGAPRF1KQVLSDLQ 
RDLDSHTLIMGDFNTSLLTLDR 
SMRQKVNKDTQELNSSLHQAD 
LIDIYRTLHPKSIE 


17202 


47570 


A 


17307 


1 


1059 





2180 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17203 


47571 


A 


17308 


130 


1092 




17204 


47572 


A 


17309 




924 




17205 


47573 


A 


17310 


1 


1206 




17206 


47574 


B 


17311 


1 


1257 




17207 


47575 


A 


17312 


1 


685 


MEIILRICKLTISKELLDSGSSRL 
TMTHYKHRYFSHSAEEQIISEEL 
NESEMICQHHHTAENDFDELRE 
EGFRRS VITN FSKLKED VQTHF 
KEAKNLEKRJLDEWLTRINSVEK 
TLNDLM*LKTVA* ELRDTYTSF 
NSRFDQVEERVSVIEDQIVTNEM 
EREEKFREKRV * RNEQS/LQ EI W 
NYVKRPNLHLIGVSE1DRENGT 
KLENTLQDIFQENFTYLARQAN 
IQ1QE1 


17208 


47576 


B 


17313 


70 


1227 




17209 


47577 


B 


17314 


640 


751 




17210 


47578 


A 


17315 




2328 


MGVSGAQPGRSCWHRSSTGSQ 

GLGPVPEPADCGGEAAGRARE 

EGTVSLTMGTADSDEMAPEAP 

QHTHIDVHIHQESALAKLLLTC 

CSALRPRATQARGSSRLLVASW 

VMQ1VLG1LSAVLGGFFY1RDY 

TLLVTSGAAIWTGAVAVLAGA 

A AFI YEKRGGTY WALLRTLLTL 

AAFSTAIAALKLWNEDFRYGYS 

YYNSACRISSSSDWNTPAPTQSP 

EEVRRLHLCTSFMDMLKVGGQ 

GEGAAAGLVQNPSGHALGCLD 

SAASG1SDPSVAVLLENVPNQR 

GESLRCVPVYLGQWNCSKETG 

MDSGQFGEEKGAHDPSPTYYH 

ACLSTQWWPSPESPYPQPSGPQ 

VKEPRNPGKSiSMLCLWIRYHA 

ADSGSSRAKLPLEERLRPFSPTH 

DCLAFPLPLEKRPEGNVGSRCP 

SGTKLPEEGSGSNICCSA1FPVL 

QPPLVIPRQTRSGVDLQQTPTD 

LQLRDLTVRRKTNKQKGHPHQ 

NPMCTSPSSKTKELKEDVRTHH 

KEAKN LEKRLDKMWNRJNS VE 

KTLNDPMELKT\QARELHDKCT 

SFSSRFDQLEERVSVTEDQMNE 

MKREEKFREKRVKARNEQSLQE 

IRDYVKRPNLCLTGVPESDGEN 

ETKLENTLQDNIQENFPNLARQ 

ANIQIQEIQRTPQRYSSRRATPR 

HIIVRFTKVEMKEKMLRAAGE 

KGQVTHKGKPITLTADLLAETL 


17211 


47579 


A 


17316 


508 


666 




17212 


47580 


A 


17317 


622 


780 





2181 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17213 


47581 


B 


17318 


1 


777 




17214 


47582 


A 


17319 


1 


508 


MSGFEKQYK.KIRLDKTLDSENE 
GLELPVPAKRSNLGVRLYACC 
GLLLCPAYPQHFAHGYVDKIPG 
YPGRAGTLTGLHPMQVCRCRR 
QAPCLKSNNALIVILGTVTLDA 
VGIGLVMPVLPGLLRDIVHSDSI 

A CUVr^VI I A 1 V A 1 MnpW f" 1 A DV 
Aori iuv LjIj A L* Y AL/lVIt^r \L^/\rrv 

VVT DCCXTTTXTTCAytrMXI 
Y IvLFtifclN I I IN 1 SlvU^lIN 


17215 


47583 


B 


17320 


310 


_1047 




17216 


47584 


A 


11321 ...... 


- 1 


1101 




17217 


47585 


A 


17322 


577 


735 




17218 


47586 


A 


17323 


337 


642 




17219 


47587 


A 


J.Zf. 24 


2 


653 




17220 


47588 


A 


1 7325 - . 


2 


2^1 




17221 


47589 


A 


17326 


532 


729 


















17223 


47591 


A 


17328 


1 


684 




17224 


47592 


A 


17329 


2 


641 




17225 


47593 


A 


17330 


1 


808 




17226 


47594 


A 


17331 


562 


675 




17227 


47595 


A 


17332 


2 


1 687 


DTGNNEWKQQEGLSHNNWLG 

LGCLFGPETP1 FYPATLGHTSSI Y 

YERKKEDKNGMKEEHDTSVA 

MFFTLFNFQ1SVENIRKGPMVV 

GES1AQSYLNVVQEIFRSRNHQ 

LLQDLTRDLC DN LKTCHTSHGS 

VMAETAVINHKKRKNSPRIVQS 

NDLTEAAYSLSRDQKRMLYLF 

VDQ1RKSDGTLQEHDGICEI H V 

AKYAEIFGLTSAEASKDIRQAL 

KSFAGKEVVFYRPEEDAGDEK 

GYESFPWF1KQRSNLGVRLYAC 

CGLLLCPAYPQHFAHGYVDKIP 

GYPGRAGTLTGLHPMQVCRCR 

RQAPCMKSNNALIVILGTVTLD 

AVGIGLVMPVLPGLLRDIVH\SD 

S1ASHYGVLLALYALMQFLCAP 

VLGALSDRFGRRPVLLASLLGA 

TID YAIM ATTP VRG HS VLKG KQ 

HKSVENLQPDNVIEKKIPFSGEK 

FKPA A EIC KSNRELN VNHQDNG 

c"m\/ct? Arnpoi i opt dchau/pp 

rllN V oKAL^KrLL^rLroyn W K.r 

RRKNWFCGPGPWSPFSVQSRD 
LVPCVPAAPALTKRGQGTAQA 
VASEGGSPKPWQLPHGVEPAG 
AQKSRAEVWEPPPRFQKM 


17228 


47596 


B 


17333 


12 


60 




17229 


47597 


B 


17334 


253 


2103 





2182 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17230 


47598 


A 


17335 


469 


2512 


PTSAYERGQRFASRLQMNLLEY 
FLRWLMAKIFPQAPCMKSNNA 
LIVILGTVTLDVAVGIGLVMPVL 
PGLLRDIVHSDSIASHYGVLLAL 
YALMQFLCAPVLGALSDRFGR 
RPVLLASLLGATIDYAIMATTP 
VLW1YPLVNVSKSDDTLKINGV 
EDHKT1FDGDGKTYQNVQQFID 
EGN YTSG DNHTLRDPH YVEDK 
GHK.YLVFEANTGTENGYQGEE 
SLFNKAYYGGGTNFFRKESQKL 
QQSAKKRDAELANGALGIIELN 
NDYTLKKVMKPLITSNTVTDEI 
ERANVFKMNGKWYLFTDSRGS 
K.MT1DGIKLNDIYMLGFVSNSL 
TGPYKPLNKTGLVLQMVLDPN 
DVTFTNFYLPGPQAKANMWLL 
QAHDKKSFSRIKGTFGPAL 


17231 


47599 


A 


17336 


2393 


2945 




17232 


47600 


A 


17337 


980 


1732 





2183 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in LISSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17233 


47601 


A 


17338 


1 


2400 


GRPFPRPPRLCQRRLRGGGRMK 

MTGDFEECLKDSPRFRAALEEV 

EGDVAELELKLDKLVKLGIAMI 

DTGKAFCVANKQFMNGIRDLA 

QYSSNDAVVETSLTKFSDSLQE 

MINFHT1L/L*PNSEINLRHSFSN 

FVKEDLRKFKDAKKQFEKVSE 

EKENALVKNAQVQRNKQHEVE 

EATNILTATRKCFRHIALDYVL 

QINVLQSKRRSE1LKSMLSFMY 

AHLAFFHQGYDLFSELGPYMK 

DLGAQLDRLVGDAAKEKREME 

QKHST1QQKDFSRDDSKLKYNV 

DAANGIVMEGYLFKRASNAFK 

TWNRRWFSIQNNQVVYQKKFK 

DNPTVVVEDLRLCTVKHCEDIE 

RRFCFEVVSPTKSCMLQADSEK 

LRQAWIKAVQTSIATAYREKG 

DESEKLDKKSSPSTGSLDSGNE 

SKEKLLKGESALQRVQCIPGNA 

SCCDCGLADPRWASENLGITLCI 

ECSGIHRSLGVHFSKVRSLTLDT 

WEPELLKLMCELGNDV1NRVY 

EANVEKMG1KKPQPGQRQEKE 

AYIRAKYVERKFVDKYSISLSPP 

EQQKKFVSKSSEEKRLS1SKFGP 

GDQVRASAQSSVRSNDSG1QQS 

ERQDSSMFLDSKHLNPGLQLYR 
ASYEKNLPKMAEALAHGADVN 

WAMQPPMk' ATPI THAVl rinCI V 

TCEFLLQNGANVNQRDVQGRG 


17234 


47602 


A 


17339 


1 


782 




17235 


47603 


A 


17340 


1 


475 




17236 


47604 


A 


17341 


1 


852 




17237 


47605 


A 


17342 


432 


696 
















ETE1EALKEELLFLKKNQEEEV 

KGLQAQIAISGLTVEVDVPKSQ 

DLAKIMADIWAQ*DELEDGEDF 

SLRDALDSSNSMQTIRKTTTRPI 

VSGWQSGV 


17239 


47607 


A 


17344 


2 


292 


SQKKGLVGALTLNPPHFCPCHL 
*EVKGLQAQIASS\GLTVEVDAP 
KSQDLAKIMADI RAQYDELAR 
KNREELDKYWSQQVREGK.GM 
GCQGVGGRQTE 


17240 


47608 


A 


17345 


1 


908 





2184 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


[N ucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in LSSN 


location or first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


17241 


47609 


A 


17346 


1 


1452 


TGPEFHDRLRVRRRPQSLSPVL 














LLSSPDSMSFTTRSTFSTNYRSL 














GSVQAPSYGAGPRRAARPASY 














AGAGGSGSRISVSRSTSFRGGM 














GSGSIAATG\IAGG\LAGMG\GIQ 














NEKETMQSLNDRLASYLDRVR 














SLET\ENRRL\ESKIRE\HLEKKG 














PQ\VRDWSHYFK1\1EDLRA\QIF\ 














ANTV\DNARIVL\QI\DNAPSCVR 




























DIHGAPQGPFDDTNYHTDLQL/ 














EKTE1RGSSRRELLFQ*RRNHEE 














/EKLKGLQAQf AQFLGLTRGRL 














DCPQ1FRDLRQDSWAD1RGPIID 














ELASEEPRGSLDKY\WSQQ1\EE 














STTVVTTQF\AEVEAAETT\LTE 














LRRTVQSLE1\DLDSMRNLKAS\ 














LENSLREG * RP A Y ALQ\MEQLN 














GIVLLHLESELAQTRAEGQRQA 














QEYEALLNIK.VKLEAEIATYRR 














LLEDGEDFNLGDALDSSNSMQ 














TIQK.TTTRR1VDGKVVSETNDT 


17242 


47610 


A 


17347 




843 




17243 


47611 


. A . 


!Z J . 48 ... 


114 






17244 


47612 


A 


17349 


2 


281 




17245 


47613 


A 


17350 


1 


588 




17246 


47614 


A 


17j51 


184 


j54 




17247 


47615 


C 


17352 


391 


657 




17248 


47616 


A 


17353 


1 


2010 




17249 


47617 


A 


17354 


2 


443 


VPDLPPSHRGFRAAQGGLPPKN 














KVAALPSWGSANQNSSARWEL 














VbrrlHKOUa urut 1 UULUub!) 














IMP AVCI PI \/r~\ A p\/\/pvcct on 




























dti T \ l / A d f p 'nnrri/ a adtc™ 
r lLLWArKivUK.uUIVA.Ar IMW 














MCPV A rPDC A D CCD APP 


17250 


47618 


A . 


17j55 


1 






17251 


47619 


A 


17356 


260 


380 




17252 


47620 




27357 


F53 






17253 


47621 


— 

A 


17358 


270 


— 

484 




AKYRGTGSSRK.ALG AH WVPKQ 




























I Kcls.cr 1 L /Ki I Or JJA WA 














YAWADAW 


17254 


47622 




17359 


2 


941 




17255 


47623 


— — 

A 


17360 


1 


6 ! 5 .. 






4^21 


A — 


tt£& — 



















iir 




17258 


47626 


B 


17363 


76 


235 




17259 


47627 


A 


17364 


38 


190 




17260 


47628 


A 


17365 


134 


523 




17261 


47629 


B 


17366 


1 


1776 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


17262 


47630 


A 


17367 


394 


554 




17263 


47631 


A 


17368 


22 


831 




17264 


47632 


C 


17369 




1121 




17265 


47633 


A 


17370 


199 


647 


PSVPTEGSRNRTTAVAVEERQS 














DG SG SLSPGKLQTTTTG I I\P A LL 














HITGAPVSSDFRLDWLIERPKG 














GRRAELSIRSLALPLPQHCGSD 














NDW1PLQLRLLSRASFHSDDDL 














GFGAYRRLALHILCIHSSKEALE 














LNTFQPVTFLNAFSK 


17266 


47634 


A 


17371 


1 


2697 




17267 


47635 




17372 


25 


1698 




17268 


47636 


A 


17373 


2 


218 


ASLRSSPFSRSLRCQGKNTPERS 














GLPKALFCTK.PSRYADLGPAGH 














RRPLPSVQPG*AIPGRVSRGEKN 














LTNR 


17269 


47637 


A 


17374 


2 


254j 




17270 


47638 


A 


17375 


198 


403 


PQALREHSPSV * TG RQDRQLLF 














KDCTCQRQRRDVDSVQGKRRL 














HISSPQGLNSFPAVSLKLEHNV 














KAE 


17271 


47639 


A 


17376 


58 


543 


VLYRSSRMCRKIRVLISRPFSIV 














K1CERVLSQTSQGRHDYAAAA 














VSKTGQKR1HSSGTRGSGAPHS 














ru W W br briJK. V U V oIL-r Lf aLfv 














YRLFSSCLVQPCLGPVLGNMSC 














SPEGPREPSPPSHGLGFPKMCT* 














TQVPASTTQSDNGQNHPNPGCP 














MPISPDS 


17272 


47640 


A 


17377 


14 


701 




17273 


47641 


A 


17378 


91 


j 09 
















Dr^WTX/CT TT7D ADAPA AVDDDD*I 

rLV 1 VtLlrrArAuAAVrKKr'L 














PRTAPS*LHCLPVCRMPGEAPT 














ARHAAWV 


17274 


47642 


A 


l73 7.?.. 


2 


2625 




17275 






ttMt — 




3irl 






4^41 






5257 






17277 


47645 


A 


17382 


1 


1091 




17278 


47646 


A 


17383 


233 


1148 




17279 


47647 


A 


17384 




1716 




17280 


47648 


C 


17385 


162 


356 





2186 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


17281 


47649 


A 


17386 


836 


2106 


AKKFRKRWPLEEQEQNVPDGG 

AAPVTALRKRVTSQRCSLEFLE 

DAVGCAPAQRYTPPSAPSSTTP 

LGLPLT/TCGARGSWEEKSDLC 

PLPCRTKHTSGSPRHKGLKKTH 

F1KNMRQYDTRNSR1VLICAKR 

SLCAAFSVLPYGEGLRISDLRV 

DSQKQRHPSGGVSVSSEMVFEL 

EGVELGADGKVVSYAKFLYPT 

NALVTHKSDSHGLLPTPRPSVP 

RTLPGSRHKPAPTKSAPASTEL 

GSDVG DTLEYNPNLLDDPQWP 

CGKHKRVLIFASYMTTVIEYVK 

PSDLKKDMNETFREKFPHVKLT 

LSKIRSLKREMRSLSEECSLEPV 

TVAMAYVYFEKLVLQGKLIKQ 

NRKLCAGACVLLAAKISSDLRK 

SGVTQLIDKLEERFRFNRRDL1G 

FEFTVLVALELALYLPENQVLP 


17282 


47650 


A 


17387 


1 


2531 




17283 


47651 


A 


17388 


1 


1506 




17284 


47652 


A 


17389 


34 


576 




17285 


47653 


A 


17390 


112 


1840 


EELRVREHVTGG1CGGSQMMY 

DLLG ATTLE L V A V APWVM S A A 

AGGKNLKSPHKVEVD11DDNFI 

LRWNRSDESVGNVTFSFDYQK 

TGMDNWIKLSGCQN1TSTKCNF 

SSLKLNVYEEIKLR1RAEKENTS 

SWYEV\DSFTPFRKAQIGPPEVH 

LEAEDKAIVIH1SPGTKDSVMW 

ALDGLSFTYSLLIWKNSSGVEE 

RIENIYSRHKIYKLSPETTYCLK 

VKAALLTSWKIGVYSPVHCIKT 

TV ENELPPPENIEV S VQNQN Y V 

LKWDYTYANMTFQVQWLHAF 

LKRNPGNHLYKWKQIPDCENV 

KTTQCVFPQNVFQKGIYLLRVQ 

ASDGNNTSFWSEEIKFDTEIQAF 

LL PP V FN I RSLSDSFHI YIG APKQ 

SGNTPVIQDYPL1YEIIFWENTS 

NAERKIIEKKTDVTVPNLKPLT 

VYCVKARAHTMDEKLNKSSVF 

SDAVCEKTKPGNTSKIWLIVGI 

CIALFALPFVIYAAKVFLRCINY 

VFFPSLKPSSSIDEYFSEQPLKNL 

LLSTSEEQ1EKCFIIENISTIATVE 

ETNQTDEDHKKYSSQTSQDSG 

NYSNEDESESKTSEELQQDFV 


17286 


47654 


A 


17391 


3 


373 





2187 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17287 


47655 


A 


17392 


1 


432 


LPRFVGQQPRPLGPLRGSGSEG 
CRAPGEAVRAPDYAFPIPGTRA 
S/PLNRFPLGGTAWPQAHPTNP 

VPAPAPflAfM nnPDPVCDUr.l c 

pwrii pi oct \/t i ppt oppa/ti pr* 
AAAPNTPWWPWTLRAGRREN 
AHAQRKLHLWAGKVE 


17288 


47656 


A 


17393 


98 


376 




17289 


47657 


A 


17394 


1 


364 




17290 


47658 


A 


17395 


1 


1230 




17291 


47659 


A 


17396 


892 


2004 


RRMSFMSSEVLVGELMSPFDQS 

GLGAYEESLGLLDDYLYEVAKHF 

KPHGFSSDKAKAGLLPNGLAV\ 

DGLVSPSNNSKE\DAF\SGTDW 

DVGRKWVLKEFDFGCPCLGIE* 

PWETIARLTFLTTFGIDICDSLLP 

P*FQGRLIKAAPPRRLNPIG\HLP 

QK FLTK.PRPG LAPFTF\LQPL\PL 

SPGVL\SSTPDSFPFSFRSWGS*K 

WD1H*KGD*/RKPDYTAYVA\MI 

PQCIKE\EDTPSD\ND\SG1\CMSP 

ES\YLGSPQHSPST\RGSPNRSLP 

SPGVLCGSARPKPYDPPGEKMV 

AAKVKGEKLDKKLKKMEQNK 

TAATRYRQKKRAEQEALTGEC 

KELEKKNEALKERADSLAKEIQ 

YLKDLIEEVRKARGKKRVP 


17292 


47660 


A 


17397 


43 


1300 


DSCC1QGTMRLSRTQQRPGVEG 
SLKQHQRLHSNFSSINESVFIVS 
FSLNTIGSGGRGAEGEP/GREPL 
SRPQPPAGPLGGALPAPP\SLMP 
QL*SE*GRLLQLLYLLLQ/PAVC 
SCSRCSAPRSRCVARPAARTGL 
PTPAPASSP/CSRSLSSSRSLSSSC 
RVSCCHSLSSCCRSLSCSRSSST 
SSRSSSTSSSSLSLSSSLSCSSCRL 
SCSNSFSTSSSSLSLSSSLSCSSC 
CLSCSNSFSTSSSSLSLSSSLSCS 
SCRLSCSNSFSTSSSSLSCPGSFS 
CSHSLSSCSRSLSSCSHSLSSCSR 

CT CCr"CI4CI CCfCPCT CCPQT-ICT c 

SCSRSLSSCSHSLSSCSRSLSSCS 
CSLSSCSRSLSSCSHSLSSCSHSL 
SSCSRSLSSCSCSLSSCSRCLSSC 
SCSLSSCSRSLSSCLLFRRLNI 


17293 


47661 


A 


17398 


288 


574 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17294 


47662 


A 


17399 


230 


648 


VIAPGLWMMAADIPRVTTPLSS 
LVQVPQEEDRQEEEVTTMILED 
DSWVQE A VLQEDG PESEPFPQS 
AGKGGPQEEVTRGPQGALGRL 
RELCRRWLRPEVHTKEQMLTM 
LPKEIQAWLQEHRPESSEEAAA 
LVEDLTQTL*DSWVQEAVLQE 
DGPESEPFPQSAGKGGPQEEVT 
RGPQGALGRLRELCRRWLRPE 
VHTKEQMLTMLPKE1QAWLQE 
HRPESSEEAAALVEDLTQTL 


17295 


47663 


A 


17400 


105 


381 


SSGFWPLRFPLDVIKAVSTIAVH 
EKEESLWPRVAVFSTLAP/ESPP 
WGEAPQSAGR*SGVPEDHVHL 
RYRGTLSLACCSSRHHPPAQLS 
HYKN 


17296 


47664 


A 


17401 


1023 


1915 




17297 


47665 


A 


17402 


3 


277 


QVLLQGALLLLITVAQAGRVLK 
LG V SREFQDLL1 L WG K.ETFRR/C 
PGPCSPALHLQPGSSIP/SSQQLL 
♦YLAAEQPQLHRGPPRTPAPVS 
CAE 


17298 


47666 


A 


17403 


3 


299 




17299 


47667 


C 


17404 


46 


398 




17300 


47668 


A 


17405 


171 


403 


GKNSTLQQFNNLLHYSSITVAV 
NNPTLGNSVSVFPLYILFTGIHQ 
LVKVILRKLGK*RFGLELASLSL 
LFLPPVSLF 


17301 


47669 


A 


17406 


291 


467 




17302 


47670 


A 


17407 


2 


395 


DHAYVFLGRTACYLMKAYPvK 
VNPRVIFSSNTIETHPKDLLHSC 
DHPF AEKTQFTV STLDD VKN SG 
SIRDNYCRTSEISAVHIDTECVS 
VMLQAGTPPLQVK*RKNFQQR 
KQG*KMK.WDPSD1SNSMAEVL 


17303 


47671 


A 


17408 


1 


149 


EKEIPGPWLLGAMRFRFCGDLD 
CPDWVLAEISTLAK\IPL*SCGCS 
AARY 


17304 


47672 


A 


17409 


555 


1156 


QFYNKTPSRSECPNLLHHMRTE 
GPPGGVDQPDGHQAGWPPPEP 
AGQQRGRQSGCHLLQGGASPR 
PSCGTVHARACTPPASCPPCHR 
YRSHLQRGKWWPK/GLPQHTR 
LDHTEVLGAAEGSTVSAVPSAT 
RA ARDH VRRLQTRKC FCKG AL 
LLLITAARAGRVLFGQPQLLQF 
TGQGFA1DTVLGRTGEDETQHC 
HCGLHIA 


17305 


47673 


A 


17410 


3 


366 




17306 


47674 


A 


17411 


408 


1702 




17307 


47675 


A 


17412 


1 


2661 





2189 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17308 


47676 


A 


17413 


2 


2288 




17309 


47677 


A 


17414 


1 


1992 


MGDFNTPLSTLDRSMRQKVNK 

D1QELNSAVHQVDLIDIYRTLHP 

KSTEYTFFL APHRTYSKIDH I VG 

SKALLSKCKRTEI1RNCLSDHSA 

IKLELRINKLTQNCSTTWKLNN 

MLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYKNLWDTFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQFKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQKTLQKINESR 

SWFFEMISKIDRPLARLIKKKRE 

KNQ1DTIKNDKGDIITDPTEIQTT 

IREYYKHLYAIKLENLEEMDKF 

PYTNTLPRLNEEEIESLNRTITG S 

EIEAIIKSLPTKKSPGPDGFTAKF 

YQRYKEEL VPFL L KLFQSIEKE 

G1LPNSFYEAS1ILIPKP/DVGSSS 

QGNQAGERNKGYSFRKRGSQI 

VPVCR*YDCTFRKSHFLSPKSP* 

ADKQLQQSLRIQNQCAK1TSIPI 

HHQQTNREPNHE*TPIHNCFK.E 

NKIPRNPTYKGCEGPLQGELQT 

TAQ*NKKGHKQMEEHSMLMD 

RKNQYRENGHTAQGNLQIQCH 

PHQATNDFLHR1GKNYFKVHM 

EPKKSPHCQDTPKQKE*SWRH 

HAT*LQTILQGYSNQNSMVLVP 

KQRYRPMEQNRALRNNTTHLQ 

QSDL*QT*QKEEMGK.GFPI**M 

VLGKL ASHM*KAETG SLL Y 1 L 


17310 


47678 


A 


17415 




1677 





2190 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


■Nucleotide locution of last 
codon for last amino acid 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17311 


47679 


A 


17416 


1 


2178 


MGDFNTPLSTLGRSTRQKVNK 

DTQELNSALHQADLIDIYGTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSKALLSKCICRTEIITNCLSDHR 

AIKLELRIKKLTQNRSTTWKLN 

NLLLNDYWVrfNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERINK.IDRPLARLIKEK.RE 

KNQIDATKNDKGDITTDPTEIQ 

TTIREYYKTLYANKLENLEEMD 

KLLDTYTLPRLNQEEVESLNRPI 

TGSEVVAIINSLPTKNSPGPDGF 

TAKYYQRYKEELVPFLLKLFQS 

TEKEG1LPNSFYEASI1LIPKPGR 

DTTKKENFRPISLMNVDAKILN 

KILANRIQQH1KKLIHHDQVGFI 

PGMQGWFNICKSINVIQHINRT 

KDKNHMUSIDAEKAFDKIQQPF 

MLKTLNKLVLEVLARAIRQEKE 

IKGIQLGKEEVKLSLFADDMIV 

YLENPIISAQNLLKL1SNFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFTIASKRJKYLGIQLTR 

DVKDLFKENYKPLLNEIKEDTN 

KWKN1PCSWIGRIN1VKMA1LPK 

VIYRFNA1P1KLPMTFFTELEKTT 

LK.FIWNQKRAR1TKSILSQKNK 

AGGITLPDLKLYYK-AIVTVKTA 

WYCYQNRD1DQWNRTEPSEIM 


17312 


47680 


A 


17417 


1 


1770 




17313 


47681 


A 


17418 


1 


1101 




17314 


47682 


A 


17419 


1 


1614 





2191 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17315 


47683 


A 


17420 




1878 


MVLALTGNKADLASKRPLEFQ 
EAQAYADDDSWLFMETSAKG 
AMNVME1FMAIAEKLPKNKPQ 
NAAGAPDRNQGYLSACEFSGR 
KLPKQTTKH I KQSLRTKLCG AS 
YASSNLIPRKLYEPPLVIPRKTG 
SGVDLQQTPTDLQLWVLTVRR 
KSNKQKGYPHQNPICMLPSSKT 
KDFKPTKIKRDKDGHYIMVKG 
S1QQEELTVLN INAPNTG APRFI 
KQALRDLQRDLDSHTIIMGDFN 
TPLSTLDRSTRQKVNKDIQELN 
SALHQADLIDIYRTLHPRSKDY 
TFFSAPHHTYSKIDHIVGSKALL 
AKCKRTEITRNCLSDHSAIKLEL 
RIKKLTQKCSTTWKLNNLLLND 
YWVHNEMKAEIKMFFETNENQ 
DTTYQNLWDTFKAVCRGKFIA 
LNAHKRKQERSKID1LTSQLKE 
LEKQEQTHSKASRRQEITK.IRVE 
LKE1KTQKTLQKINESRSWLFE 
KINK1DRQLARLIKKKREKNQID 
A1KNDKGDITTDPTEIQTTIREY 
YKHLYAKKLENLEEMDKFLDT 
YTLPRLNQEEVESLNRPITGSEI 
EA 1 1 KSLPAKKSPGPDGFTAEFY 
QRCEKELAQFLLRLFKSTEKF.GI 

KENFRP1SL 


17316 


47684 


A 


l74 .-? 1 . .. 


1 .. 


_176J 




17317 




A 


17422 


1 


IHI : 









A — 


r^H — 


-j 





















17320 


47688 


B 


17425 




6294 




17321 


47689 


A 


17426 


2 


1913 




17322 


47690 


A 


17427 


1 


1026 




17323 


47691 


A 


17428 


1 


2112 





2192 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17324 


47692 


A 


17429 


1 


1884 


M ENGFDELREEG FRRSN YSELQ 

EEIQTKGKEVKMEKNLDECITR 

I PNTEKC LKKLMELKT KA REL R 

EECISLRSRCDQLEESVSVMED 

EMHEMKREGK.FREKRJKRNEQ 

SLQEIWDYVKRPNLRL1GVPED 

RSMRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTYSKIDHIVGSKALLSKCKRT 

EIITNYLSDHSAIKLELKIKKLTQ 

NFSTTWKLNNLLLNDYWVHN 

KMKAEIKMFFETNENKDTTYQ 

NLWDTFKAVCRGKFIALNAYK 

RKQERSKIDTLTSQLKELEKQE 

QTHSKASRRQEITKIRAELKEIE 

TQKTLQKINESRS WFFERINK1 D 

RPLARL I KJCKREKNQIDAIKND 

KGD1TTDPTEIQTTIREYYKHLY 

TNKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRP1TGSEIVAIIHSL 

PTKKSPGPDGFTAQFYQRYKEE 

L/RNKJPRNPTYK.GCEGPLQGEL 

QTTAQGNKRGDKQMEEHSML 

MGRKNQYRENGHTAQGNLQ1Q 

CHPHQATNDFI.HRIGKNYFKV 

HMEPKKSPHRQVNPKPKEQSW 

RHHAT*FQIILQGYSNQNSMVL 

VPKQRYRSMEQNRALRNNATY 

LQLSDL*QT*EKQAJ 


17325 


47693 


A 


17430 


1 


1695 




17326 


47694 


A 


17431 


1 


3779 


MELKTKARELREECRSLRSRRN 
QLEERVSAMEDEMNEMKREG 
KFREKRIKRNEQSLQEIWDYVK 
RPNLRLIGVPESDAENGTK.LEN 
TLQD1 1QEDFPNLARQAN VQIQE 
IQRTPQRYSSRRATPRHIIVRFT 
KVEMKQKMLRAAREKDFKPT 
KIKRDKEGH YI M VKG S IQQEEL 
Tl LN1 YAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSTLD 
RSTRQKVNKDTQELNSALHQA 
DLIDIYRTLHPKSTE 


17327 


47695 


A 


17432 


1 


735 




17328 


47696 


A 


17433 


1 


2541 




17329 


47697 


A 


17434 


1 


1461 





2193 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


17330 


47698 


A 


17435 


2 


429 


AACAAAMSLVIPEKFQHILRVL 
NTNIDGRRKIAFAITASSSSSSSS 

ssssssssssssssssssssssssss 

SSSSSSSSSVNLLSNGLYL/VKG 
VGRRYAHVVLRKADIDLTKRA 
GELTEDEVERVITIMQNPRQYK1 
PDWFL 


17331 


47699 


A 


17436 


1 


615 




17332 


47700 


B 


17437 


264 


556 




17333 


47701 


A 


17438 


1 


406 


FFFFFLQKVG1YLHIKTFQQHRL 
WVTSAAFLSLSSMAAVGTSSSL 
SENSGPGHGGKQTF*GP/EGTDI 
PEGRHHFSAQAFSVVAGRGTA 
AALLHGSHVPQGR\SR1GSRSGG 
PPSHPDTCSGSSHSAGRSCPHSC 
TG 


17334 


47702 


A 


17439 


3 


3484 




17335 


47703 


B 


17440 


42 


367 




17336 


47704 


B 


17441 


203 .,.. 


382 




17337 


47705 








266 


YRDLPHFLLNSDLIFNMSTSLRE 
TM1L1RTLSRVPL/PLHGVIQPIS 
K.IQGLVLNALNQVQES1FQVSF 
NLFPDAFQHVIRA 


17338 


47706 


A 


17443 


1 


1137 




17339 


47707 


A 


17444 


1218 


1482 


QSPWPSLLRGDVS1TPNL1FSCL 
SIGWPFCLV/SFC*PKK*TFQGV 
GSEVYDVKHFASCVLCHKQMN 
KLNLYFRNTYFVALLSTELFEN 


17340 


47708 


A 


17445 


2 


377 




17341 


47709 


A 


17446 


1 


211 




17342 


47710 


A 


17447 


2 


732 


CSSPSN/TILGVQKLNSQWRLA 
QDFRLINEAVIPLYPVVPNPYTL 
LSQ 1 PEE AESFT VLDLKD AFFCIP 
LH SDSQFLFAFEDPTDHNSQLT 
WMVLPQGFRDSPHLFGQAQAQ 
DLVHFSSPGTLVVQYMDDLLL 

GCKRVGIALGVLTQTHGTTPQP 
VAYLSKETDVAAKGPLTAILLL 
LAFGPCIFNLLVKLVSSRIDAIK 
LQMVLQMEPQMSSTNNFYRGP 



2194 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17343 


47711 


A 


17448 


1 


3003 


MPGAQDLQPTMPEPPHPQWAP 

TWPEPPRRVPPPAPRRPVPLTA 

QGLSVDQSRLGKFSDDPDRYID 

VLQGLGQTFDLTWRDVMLLLD 

QTLAFNEKNAALAAAREFKDT 

WYLSQVNDRMTAEERDKFPSG 

QQAVPSMDPHWDLDSDYGDW 

SHKYLLTCVLEGLRRIRKKPMN 

YSMMSTITQGKEENPAFLEQL 

WEALRKYIPLSPKSLEGQLILKD 

KFITQSAADIRGKLQKQSLVPE 

QNLEALLNLATSVFYNRDQ 


17344 


47712 


A 


17449 


5 


624 


IQPI L A YPHPKTLKQLWGFLGIT 
/GFCPVWIPRCSKIAKSLYTLIKE 
TQRANTHLVEWEPEAETAFKT 
LKQALVQAPTLSLPTGENFSLY 
VTERAGIALGVLTQTRGTTPQP 
VTYLKDGEPMKCDCQQIIVQTY 
ATQDDLLE V PL AN PDLNL YTD 
GSSFVENGIRRAGYAIVSDVTIL 
ESKPLPPGTSAQLAELVALTRA 
LELGKGKE 


17345 


47713 


A 


17450 


636 


2628 


S"NDRTEDDCGKHPFMSSPP\TEP 
WVCL1IEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVTIQGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRDILAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQDIV 
KHLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKD 


17346 


47714 


A 


17451 


2 


568 


CSSPSN/T1LGVQKLNSQWRLA 

QDFRLINEAVIPLYPVVPNPYTL 

LSQ1PEEAESFTVLDLKDAFFCIP 

LH S DSQFLF AFEDPTD HNSQLT 

WMVLPQGFRDSPHLFGQAQAQ 

DLVHFSSPGTLVVQYMDDLLL 

ATSSEASCQQATLDLLNFLANQ 

GCKRVGIALGVLTQTHGTTPQP 

VAYLSK.ETDVAAK 



2195 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17347 


47715 


A 


17452 


254 


849 


LQPESLEIAGILVQ*MIE*QPKK 
GTNSIPVSKPSP/GVQKPNGQW 
RQVQDLRLISDAVIPLYPAVSNP 
YTLLSQILEEAEWFTVLDLKDA 
FFCIPLRSDSQFLLAFEDPTDHT 
SQLTWTVFTQGFMDTPHLFGQ 
SLAQDLGHFSSPG TLVLQYVDD 
LLLAKQQATLDLLNFLANQGY 
KLSKLKAQLCELLVFSSCARMH 


17348 


47716 


A 


17453 


1 


369 




17349 


47717 


A 


17454 


1 


1632 




17350 


47718 


A 


17455 


636 


1837 


SNDRTEDDCGKHPFMSSPPYTEP 
WVCLIIEGQEIDFLLDTGTTFSV 
L1PCLGRLSSRSVT1QG1LGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRD1LAKAGA1ISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQD1V 
KHLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FT VLDLKD A FFC 1 PLHSDSQFLF 
AFEDPTDHTSQLMWMVLPQRF 
RDSPHLFGQAQAQDLGHFSSPG 
TLVLQYSEIAKTLYTL1ICEMER 
ANTHLVEWEPEAETAFETLKQ 
ALVQAPALSLPTGQNFALYVIE 
RAG I ALG VLTQTHRTTPQPVA Y 


17351 


47719 


A 


17456 


2 


52 


E1SFVENG1QRAGYAIVSDVTVL 
ESKPLLPGTSAQLAELVALTRA 
FELGKGKRINANTDSKYAYLIL 
HALAA1WKEREFLISGGTPIKYH 
KE1MELLHAMQKPKEVAVLHC 
QSHQKG*EWDTKGRLCHS 


17352 


47720 


A 


17457 


1625 


2505 


PGVQKP/GQWRLVQDLRLINEA 
VIPLYPVVPKPYTLFSQIPKEAE 
SFTVLDLKDAFFCIPLHSDSQFL 
FAFEDPTDHTSQLTWTVLPQRF 
RDSPHLFGQALVQDLGHFSSPG 
TLVLQFVDDLLLAASSEASCQQ 
ATRDLLNFLANQGYKASKSKA 
QLCLQQVKYLGL1LARGTRALS 
KKRIQPILAYPRPKTLKQLRGFL 
GITSFCRLQIPGYSKMARPLYTL 
IKETQRANTHLVEWEPEAETAF 
KSLKQALVQAPALSLPTRQNFS 
LYVRERAGIALEVLTQTHGTTL 
QPVAKG 


17353 


47721 


A 


17458 


1 


2415 





2196 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17354 


47722 


A 


17459 


2646 


5167 


KNSGHILGTCPGYRYAKGKET 

GKEI1KGPQNPPGYRLCPLQAV 

GGGEFGPTQVHVPFSLSDLKQI 

RVDLGKFSDDPDRQYPLRPEAH 

EGLQDILRYLKVQGLVRKCSSP 

CNTRJLGVQrCPKGQWRLVQDL 

RFINEAV1PLHSVVPNSYTLLSQI 

PEE VE WFTVLDLKD A FFC I PLH 

SVCQFLFAFEDPTDI ITSQFTWT 

VLPQGFRDSPHLFGQILAQDLG 

HFSSPGTLVLQYVDDLLLATSL 

EASCQQATLDLLNLLANQGYK 

ASKPKAQLCLQQVKYLDLSLA 

RVTRALSKERJQP1LACPRPKTL 

KQLRGFLGITNFCQLW1PGYSE 

MARPLYTLIKETQRANSHLVER 

EREAETAFKTLKQALVQALALS 

LPTGQNFSLYARERAGIALGILT 

QTHGTTPQPVTYLRKLIYSFVE 

NGMRRAGYAIVSDVTVPESKPL 

PPGTSTQLAELVVLTQALELRK 

KK.R1NVNTDSKYAYLILHAHAA 

IWKEREFLTSGGTPNKYHKEIM 

ELLH A VQKPKEVAV1 PCQSHQK 

GEEK/EAEGNRRADAEVAK1AA 

RRNLPTEIPMEGPLVWNNPVQE 

IKPQ Y SLTK.TEWGLSQG H SFLP 

LG WLTTL EGKAG RATPNPRN V 

YFPLHLRGLRTGRLPLSQSTRA 

QEMTLVRPRPSSSPPPEKAAEG 

RGRRCSSETKLRHRRLFRPLRTP 

LC ATAPL A A S V A A VLA A APA A 


17355 


47723 


B 


17460 




2208 




17356 


47724 


A 


17461 


2 


168 


















17358 


47726 


A 


17463 


386 


619 


TFITGDCLGTKN/HIFDGCGVLS 
EVGLVLDCSNQRFKAGPA*LCQ 
SPFKNIL*ESLPMCMCRQLEKH 
AHPQGLCHTQVT 



2197 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


17359 


47727 


A 


17464 


123 


2169 


DLGHRGSREMASVAVLEDVAV 

NFTREEWALLGPCQKNLYKDV 

MQET1RNLDCVGMKWKDQNIE 

DQYRYPRKNLRCRMLERFVES 

KDGTQCGETSSQIQDSIVTKNT 

LPGS/VGPYESRMSGEV1MGHSS 

LNC YIRVG AGHKPHEYH ECGE 

KPDTHKQRGKAFSYHNSFQTH 

ERLHTGKKPYDCKECGKSFSSL 

GNLQRHMAVQRGDGPYKCKL 

CGKAFFWPSLLHMHERTHTGE 

KPYECKQCSKAFSFYSSYLRHE 

RTHTGEKPYECKQCSKAFPFYS 

SYLRHERTHTGEKPYKCKQCS 

KAFPDSSSCLIHERTHTGEKPYT 

CKQCGKAFSVSGSLQRHETTHS 

AEKPYACQQCGKAFHHLGSFQ 

RHM I RHTGNGPHKC K.ICGKGF 

DCPSSLQSHERTHTGEKPYECK 

QCGKALSHRSSFRSHMIMHTG 

DGPHKCKVCGKAFVYPSVFQR 

HERTHTAEKPYKCKQCGKAYR 

1SSSLRRHETTHTGEKPYKCTLG 

KAFIDFCSFQNHKTTHTGEKPY 

ECKECGKAFSRFRYLSRHKRTH 

TGEKPYECKTCRKAFGHYDNL 

KVHERIHSGEKPYECKECGKAF 

SWLTCFLRHER1HMRJEKSYECP 

QCGKAFTHSRFLQGHEKTHTG 

ENPYECKECGKAFASLSSLHRH 

ifi'THWk'K'THTnPMPvprK'Prr. 

rvrv i rl W rvK JI11 OnlN r Y n^ivc^Vj 

KAFASLSSLHRHKKTHWKKTH 


17360 


47728 


A 


17465 


1 


1317 




17361 


47729 


A 


17466 


1 


336 




17362 


47730 


C . 


17467 




353 .. 




17363 


47731 


A 








YAIHIMDVHTVRSLYYFNCFRY 
♦ACYCCHYLTDIPEFTKLSGCSY 
GGTSLIWG 


17364 


47732 


A 


17469 


1 


1716 




17365 


47733 


A 


17470 


1 


840 




17366 


47734 


A 


17471 


699 


1283 


LLTARLTWVSARLMSYVLLMC 
*LFPRLLSCLTTPPHCSFSICFVI 
C/FKNVDLKGFEPDVRILLTKYS 
NSNGSQSPWMEEQIRDAGERV 
HSAFSLNWGKPLVFEKDRPYSV 
SVFIGLFLPMAEKTGPLKGNPG 
GEFLLFLRQIQLVWLPAAGIMT 
EHYFPITATQALEINNAISTIMEI 
FPTVSFASQWITASFSV 


17367 


47735 


A 


17472 


300 


461 




17368 


47736 


A 


17473 


1 


2451 





2198 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17369 


47737 


A 


17474 


2 


3542 




17370 


47738 


A 


17475 


1 


1 156 




17371 


47739 


A 


17476 


1 


1176 




17372 


47740 


A 


17477 


1 


257 




17373 


47741 


A 


17478 


295 


1353 




17374 


47742 


A 


17479 




1772 




17375 


47743 


A 


17480 


2 


284 




17376 


47744 


A 


17481 


1 


141 




17377 


47745 


A 


17482 


1 


506 


PHSPLWKTLCSPSSGVCCGFVT 
LFCNDRFACLFQLTPPPSPAWM 
TAAASLLASLLPALPPLNLQDA 
KFVEERRKQLQNYLRTVMNKV 
IQMVPEFAASPKKETLIQLMPFF 
VMGLQVGMYGLFHFGVMMDQ 
PQPSLTRADESPCDRVLSPCAA 
HRKQRDCCLSWKAEPE*FLVK* 
KTLCSPSSGVCCGFVTLFCNDR 
FACLFQLTPPPSPAWMTAAASL 
LASLLPALPPLNLQDAKFVEER 
RKQLQNYLRTVMNKVIQMVPE 
FAASPKKETLIQLMPFFVMGLQ 
VGMYGLFHFGVMMDQPQPSLT 

KADfcorCUK V LjrvAAnKAyK 

DCCLSWKAEPE 


17378 


47746 


A 


17483 


1 


741 




17379 


47747 


A 


17484 


1 


993 




17380 


47748 


B 


17485 


277 


416 





2199 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


17381 


47749 


A 


17486 


686 


2400 


TGMSVDEKPDSP\MYVYESTVH 

CTNI LLG LN DQRKKDILCD VTLI 

VERKEFRAHRAVLAACSEYFW 

QALVGQTKNDLVVSLPEEVTA 

RGFGPLLQFAYTAKALLLSRENI 

REVIRCAEFLRMHNLEDSCFSF 

LQTQLLN S E DG LF V CRK DA AC 

QRPHEDCENSAGEEEDEEEETM 

DSETAKMACPRDQMLPEPISFE 

AAA1PVAEKEEALLPEPDVPTD 

TKESSEKDALTQYPRYKKYQL 

ACTKNVYNASSHSTSGFASTFR 

EDNSSNSLKPGLARGQIKSEPPS 

EENEEESITLCLSGDEPDAKDR 

AG D V EM DRK.QPSP APTPT A PA 

GLCLERSRS/GNYGQPH/VGQK 

EVSNFTMGS/PLRGPGLEALCK 

QEGELDRRSVIFSSSACDQVSTS 

VHSYSGGARFLATEHQEPGLM 

G DGMYNQVRPQIKCEQSYGTN 

SSDESGSFSEADSESCPVQDRG 

QETGSTSDLRLSTKLQSCSGPM 

FKGPTATVAATESWGTVLQNIP 

LGCAGTGEEVTYTNPPPRGRAA 

LVPRSPLTVYSSSLPEHQTSLK.Q 

CAQAGPGVCLLVHNHWQLLEG 


17382 


47750 


A 


17487 


1 


1089 




17383 


47751 


C 


17488 


295 


348 




17384 


47752 


A 


17489 


1 


711 




17385 


47753 


A 


T^T 




l|r 












T35 






17387 


47755 


A 


17492 


434 


506 




17388 


47756 


A 


17493 




227 




17389 


47757 


C 


17494 


3 


236 




17390 


47758 


C 


17495 


25 


153 





2200 



WO 01/075067 
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so? 




Met 
hod 


SEQ ID NO: 
in USSN 
09;540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


17391 


47759 


A 


17496 


1 


1557 


MASPEAVASQDNDGFSQKPPPT 

PLFASRSVNRLKSQRTPRGEVE 

SVTDGEKTDGSWRMTVDYCKL 

NQVVTP1AAAVPDVVSLLEQIN 

TSPDITLVHY1DDIMLNGSSEQE 

VTNTLDLLVRHLCATGWEINPT 

KIQGSSTSVKFLGVQWCGDCR 

DVPSKVKDKLLHLAPPTTKKEA 

QHLTGLFGFRRKYIPYLGVLLC 

PIYQVTRKAASFQWRPEQEKAL 

QQVQA AMQA A LPLG PYDPAGP 

MVLEIAVADTEAVWGHAVHSA 

SFPSHPCHCPMGP*TKWP*WQG 

WRLCMGSATWTSTHEG*PGYG 

HQ*VPNLPAAETNTEPA1*HHS/ 

SRRSASYLVAG*LYWTSCIMER 

AE\HLLWIWVCLSCMQCFCQD 

YHPWTHGMPYPPLWYSTQLCL 

*PRHSLYH*RSVAVGSCSWNSL 

VLPCSPSS*SSRVDRTVERPFE1T 

TTMPTSQESRVQESRGGSGSGT 

THHHP**STSNIFASCFYGITFC 

WSRGLSSRGRNAATRRQNNSIK 

L* VKI ATWTL WAPPTSKL 


17392 


47760 


A 


17497 


2 


1120 


PSKVKEKLLHLAPPTIKKEAQR 

LVGQLGFWRQHIPHLGALLWLI 

YQA TQKA ASFE WGPEQEKALQ 

QVQVAVQAALPLGPYDPADPM 

VLEVSVADRDAVWSLWQAPIG 

ESQQRPLGFWSKALPSSTDNYS/ 

CFRCA11Y*FMGCCQ*FGWIVRD 

LEEA*LENW*QRNLGKRYVDG 

PL*VVKNWKDICIPCECSPTGDL 

SRGGF* * SSG *DDPFCG HHSASF 

PSHPCCRPMGP*TKWPWWQE* 

RLCMDS AT WTSTHQS * PD YSH 

C * VPNLPA A ETNTETS1WHH FS 

G*SASYLLAG*LH*TSSIMEKAE 

VSPHWNKHSLWIWVCLSSMQC 

FCQDYHPWTHSMPYPLSWYST 

QHCLSLQRERHSLYR*RSAAVG 

ACS 


17393 


47761 


A 


17498 


1 


1908 




17394 


47762 


A 


17499 


1 


915 




17395 


47763 


A 


17500 


2 


670 




17396 










1332 




17397 


47765 


A 


17503 


151 


674 




17398 


47766 


A 


17504 


1 


825 




17399 


47767 


A 


17505 


134 


447 




17400 


47768 


A 


17506 


98 


778 j 



2201 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17401 


47769 


A 


17507 


1 


830 


MHCFFIFSAAWFCLWSISLHLV 
ERPDMAVLLFPFGLRLGLMLQ 
CPRGYWPVLLGAEWLLIYWLT 
QAVGLTHFPLLMIGSLLTLLPV 
ALISRYRHQRDWRTLLLQGAA 
LTAAALLQSLPWLRHGKESWN 
ALLLTLTG/EPDAGPDMSGVLA 
LSRQ*HLAAARSVTGFSANQLA 
RATSGLVLAAVCYQSLAPVGIA 
GRTVALYAILSGAADYRAGLA 
LWLARGADCDVDERHRADRH 
QSWRDLPWTYCSGDCDSRHGA 
QGQKARAPPKHDQFPHA1FRG 


17402 


47770 


A 


17508 


2252 


2772 


RSKTTAFTPLRVRTSAHARPAG 

PAPIIATFLPVCFTPDISGRQPISN 

ALSLPRSMLPMVTAPNSSFRV 

QEPS/SQTVLRADSSANFRQGV 

GLVRQFRRFKNTPLVGELQPVR 

DVVVYRAFPLAVWVAARQAA 

VSLRFGLAFGKRLVNFNKLNFA 

DLQRFLWR1NALQVDKLITF 


17403 


47771 


A 


17509 


539 


1077 




17404 


47772 


C 


17510 


192 


396 




17405 


47773 


C 


17511 


10 


294 




17406 


47774 


A 


17512 


2 


379 


KRPGSGITEATSSRRQRPTRRLQ 

GQLPGQEKRVLKATEGIANPS 

WG WGGAVSPLRASLTSLRHKI 

NMHYNTENWKLPIKDS\HL1PSP 

QAPSMPFPLANPPWXAPHPREK 

MWNPQ1QGTNC1WVCGP 


17407 


47775 


A 


17513 


291 


590 




17408 


47776 


A 


17514 


187 


589 


VLSFL1HRWEGDKDSLLGPNFS 
QTPQPSRRFICAFPWENPS*EPS 
YPS1SDPGFLILLPSKGDVWIHL 
GPIFSKKPLYS*SSFLVIFYPVTP 
SFLFLGYKFPLAHAVFRVEPTLS 
LLIQNSHCHGCYTYPDGPE 


17409 


47777 


A 


17515 


1509 


1748 


1GVVREGIPVLCLFSKGMLPVF 
AHSV*YWLWVCHR*LLLF*DTS 
HQYLI Y*EFLA* S V VDFCQRPFL 
HLVLDFFWLVSY 


17410 


47778 


A 


17516 


152 


568 


CQLELSCMKCPSTP VG RSLPVG 
CTRSGTQLRWHSVPWQSWCTV 
LGESLLSGLVVLFRASRPE**NP 
LKLLPQLPLPPDALSQGDGSFV 
CKHPTGAVTFPSGMPLGSMTIF 
K1LILPIHEHGMFFSLSVSSFVSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17411 


47779 


A 


17517 


152 


568 


CQLELSCMKCPSTPVGRSLPVG 
CTRSGTQLRWHSVPWQSWCTV 
LGESLLSGLVVLFRASRPE**NP 
LKLLPQLPLPPDALSQGDGSFV 
CKHPTGAVTFPSGMPLGSMTIF 
KILILPIHEHGMFFSLSVSSFVSL 


17412 


47780 


A 


17518 


152 


479 


CQLELSCMKCPSTPVGRSLPVG 
CTRSGTQLRWHS VP WQS WCT V 
LGESLLSGLVVLFRASRPE**NP 
LKLLPQLPLPPDALSQGDGSFV 
CKHPTGAVTFPSGCPTHTLQA 


17413 


47781 


A 


17519 


1 


474 




17414 


47782 


A 


17520 


1326 


1712 


FLYVIKALGKKQLQFGQQILIPS 
IELLDYLINPG SGCVSLWKLNK 
PQYCYL1HFSGLTELSWKVHTIL 
LEGHYEFLEYAADR*PICLFSW 
KERQLVSFLD Y S LHHLLG SFY V 
VFFFFLYLLVRLCWDL 


17415 


47783 


A 


17521 


18 


236 




17416 


47784 


A 


17522 


281 


1005 


TGWSPLQLSKATVARLPLWIPP 
LWAGHLGELWLASGEYPSGLK 
LPEEGTGSNLRCSAASAGDTQA 
NRVWSGPAANFSRPAAEGPAF 
HALRGPSVHCSPLCVHEFSSFSS 
LISENMQYLVFCSGVRFLRIMVI 
SSIHILCLVPKRTRVLGRLSLTC 
FRFLRGPKEPR1TIPHSSAPPLGH 
VIAIPLP*SFMKPSPEADAPMTG 
SFLKSPSEADTGATLPVQSVVPI 
PLSILPILEVGGVLFT 


17417 


IZZ^ 




|Z^2 


1— 
















TTf3i 




SRKMG APNA* * SA WSWSREGL 

AAP*SMFSSLSADSSADCKLPE 
GKVQPASSTGLTARASKDLYFC 
CCFSISARAS 


17419 


47787 


C 


17525 


1 


867 
















SSSTARPSQTSSAEESPTSWYRG 
DNPSKPMDPLVAGVFGA1VGA 
ASVLGNAPLDGIETGCGAWSST 
NAEHTGLWLQILRKEGLKDL*N 
GT VPRLGRWTAS PWM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


17421 


47789 


A 


17527 


1 


1578 


MAKKEQLLSAAPSKTNAEGQEI 

PSGVYTTRALGFKHKTGQPFGQ 

TPSYPQEFILYTNDTWNASKTE 

PFTPLERGLKPGSQESSGWHLV 

GTPLGRSFQRKEQAAIFAVLQP 

PL V I PRQTG SG VDLQQTPTDLQ 

KRVLTVRRKTN SIN IN KKDDHA 

KTTSKGHQQQRPKVDKSTKMR 

RNQCK.KATNSKNQNVSSPPKD 

HNSSTAKEQNWMENEFDKLTE 

VGFRSSQFDQVEERISDIEDKLN 

E1KHEDKIREKRMKKKEQSLQE 

1WEYVKRPNLRLIGVPESDGEN 

GTKLENTLQDTIQENFPNLARQ 

ANIQIQEIQRTPQRYSSRRATPR 

H1I/E*IHQG*NEGKTVKGSQRE 

K*GQEIPSGVYTTRALGFKHKT 

GQPFGQTPSYPQEFILYTNDTW 

NASKTEPFTPLERGLKPGSQESS 

GWHLVGTPLGRSFQRKEQAAIF 

AVLQPPLVIPRQTGSGVDLQQT 

PTDLQKRVLTVRRKTN SIN INK 

KDDHAKTTSKGHQQQRPKVDK 

STKMRKNQCKKATNSKNQNVS 

SPPKDHNSSTAKEQN WMENEF 

DKLTEVGFRSSQFDQVEERJ SDI 

EDKLNEIKHEDKIREKRMKKKE 

QSLQEIWEYVKRPNLRL1GVPE 

SDGENGTKLENTLQDTIQENFP 

NLARQANIQIQEIQRTPQRYSSR 

RATPRH I IG RFTKVEMKEKRLR 

AVREKSRVTHKGKLIRLTADLS 


17422 


47790 


A 


17528 


738 


1323 


ATGGHSNQRQRS*KLSKKFRR 
MYN*NNQYREVLKGADGAEN 
QGSRTTETLCM*RMRQSLQF\D 
SDL V RHQRKHSGEKP YECC EC 

P.If APPnSQPI IRHRRTTJTnFfPV 
vj lx/\ t t\\j j jcLl Ivt 1 I\lYl 11 1 crVi Y 

ECGEYKSYEClACGKAFGRSST 
LIENQRIHTGEKPYECNECGKSF 
NQSSALTQHQRIHTGEKPYECS 
ECRKTFRHRSGLMQHQRTHTR 


17423 


47791 


A 


17529 


1 


656 


MAGKPEYDKTISTSIVLNALNA 
LGVSAEASGRNDLVVKTVEGD 
RKVSGSAYRETKDRGFHHGTL 
LLNADLSRLANYLNPDKKKLA 
AKGITSVRSRVTNLTELLPGITH 
EQVCEAITEAFFAHYGERVEAE 
IISPNKTPDLPNFAETFARQSSW 
EWNFGQAPAFSHLLDERFTWG 
GVELHFDV/GKRPYHPRPGVYR 
QPQPRAAGSPRRTTARLPFLSL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17424 


47792 


A 


17530 


1046 


1401 


LLDIRMLCHGKGVIIHVLRLQF 

I T nPPAPI-JPT UA AT t~W OCl C 1 LI 

GTLALGLWLQLRQLLLLGQPF 
G I SGCGSGCDPEQDC V/DCGRG 
CWPRKCPQGSHSAPRSRGAPHR 
PRPQQRAAGRQ 


17425 


47793 


A 


17531 


112 


1170 


YPFFHLIDST1DTCVCFTKFLCC 

VFQLHQVIYVLL*TGYSLIFDAD 

DLWMGFLRGHPFC*CYCFLFVS 

FPSNSQAPLLQVCWSLLEVHSR 

PCSPGYHQRRLQNSKDCCLLLP 

LEALSQSGTHQMPAGALLYEM 

S VNPC WE E HQTDQLFTHESTFI 

RSKTQKKVPDKLLDSSTVTPLF 

KITENIGCVMTGMTADSRSQVQ 

RARYEAANWKYKYGYEIPVD 

MLCKRIADISQVYTRNAEMRPL 

OL^UMlLlOilJnt-^ljrl^ VLKLUr 

AGYYCGCKATAVGVKQTESTS 
FLEKKVKKKFDWTFEQTLETA 1 

1 LL5) 1 VLMJJrRro£l.c.VLi V V 1 V 

ENPKFRILTEAEIDAHLVALAER 


17426 


47794 


A 


17532 


2244 


2432 


DGQQLIALHRLALRELQQAVH 
AGI APAGEMPV * WWFRNRQNP 
LIALRSLPAFQSGNLSCQLH 














SSISDILSSA*SIRLLILVYAS*SS 
RAVFFSTIRSFIFFSKLVILVSPSC 
NLLSRFLASFHWVRTCSFSSKEF 
VIITHLLPTSVNSSYSSLFSFVHF 
G 


17428 


47796 


A 


17534 


597 


1092 


FTNQKESRTRWIHSRJLPEVQG 
GTGTIPSET1PINRKRGNPP*LIL* 
GQRHSDTKAG\RDTTKKENFRP 

1 t> Li M JN 1 U A K 1 Li IN rv 1 L, A IN rvl ri 1 

K7CNKCNPAYKQSQRQK/HT*L 
SQ*MQKKPLTKFNNPSC*ICLSIN 
*VLVGRISK 


17429 


47797 


A 


17535 




2153 




17430 


47798 


A 


17536 


2164 


2427 




17431 


47799 


A 


17537 




322 


npe u/r:ppvi-iR a pr»p\/p ipccr:p 
LLPPRFYPRYVLP\PPSASTSRPC 
QRTSA SGRCPCPMH/DTVKATM 
PIWV/DPPVPDHYEGEAEHQGIL 
VTHPHHQRCPAGHRHRVVF 


17432 


47800 


A 


17538 


1 


627 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17433 


47801 


A 


17539 


583 


1145 


GNGRTVDTQVCQAPITSQSLER 
PADPNP\GEQDAEAGPASRRDT 
EAERLRFRQFQYHVASGPHLA 
VGQLWTLCRQWLRPEARSKEQ 

A/11 PVI \/I PriFI P. AT PQVUPTW 
1VI L.E, V L, V LtyrLU AJLrolSJVIK. 1 W 

VQSQGPRSCREAASLVEDLTQ 

LAASWETASAMEATADARQKR 
THTEKEAWLLEAPHELA 


17434 


47802 


A 


17540 


1 


1301 




17435 


47803 


A 


17541 


1 


1232 




17436 


47804 


A 


17542 


1 


549 


MNTANVEKPYVQKYQTAFVLV 
MKHRQCQLASHLVQNYRS/IQL 
WAWEVKIQDPGTTCPSFNTITQG 
SKKPYPDFVARLRDAAQNSITD 
ENARKVIVELMAYGNANPECQ 
SATKPLKGKVPTGSDVISDQKA 
VGVQAAKRRNRTDTGLGRSAR 
KSGKGVTRMLPKHASMILDGG 
GPATSPSCCRFL 


17437 


47805 


A 


17543 


146 


510 


SPYWNKGKSPGWLAES\FKRPV 
FRQG A K\EPY PDFA ASLQDAAQ 
KSITNENARKVIVELMAYENAN 
PECQSAIKPLK.GKVPVGSDVISR 
GFQGQQPPLSQVLQGMGQLPQ 
YSNCPRPQAAVQQ 


17438 


47806 


A 


17544 


2 


828 




17439 


47807 


A 


17545 


1 


420 




17440 


47808 


A 


17546 


1 


1947 




17441 


47809 


A 


17547 


1 


399 


PLKVNIYPDSKYAFHILHHHER 
GFLTTQGSS1INASLIKTLLKAA 
LLPKEARV1HCKGHQRASDPIA 
QDNAHTDKIAK.KAASIPTYTPH 
FQFFSFSSVATPTYSPAETSTYQS 
LPTQGKWFLDKETYFLPASQ 


17442 


47810 


A 


17548 


1 


2382 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17443 


47811 


A 


17549 


1 


2194 


MAPEQGRVSILQTLFIEYHGYSI 

FVVKGDLPDCEADQLLQMIRV 

QQMHRPKLIGEELAQLKEQRV 

HKTDLERVLEANDGSGMLDED 

EEDLQRALALSRQEIDMEDEEA 

DLRRAIQLSMQGSSRNISQDMT 

QTSGTNLTSEELRKRREAYFEK. 

QQQKQQQQQQQQQQGDLSGQ 

SSHPCERPATSSGALGSDLALLL 

TQSLFGSLFTWTRVTFGAEDPG 

QEDSFRRRVPCPCPHSVRRSTY 

DLGSSDQPAQGTSHEFQIGLLL 

TRLSQVPILPQPPVPH PI I LLSPPP 

HTVSGLQFLSVTSPPLPAQQFLL 

KEVAGAEGIAKVIPTCPVPLLG 

QDI LTKLSASLIIPGLQPHLI ATL 

LPNPKPPSPLPLVSPNLNPQVW 

DTSTPSLATDQTPITIPLKPNHP 

YLAQCHYS1PQLALRGLKPV1T 

RLLQHGLLKPINSSYNSPILPVQ 

KPDKSYRLPQDLDL1NQIVLPIH 

PVASPH1IPDTTPDPHDC1SLIHL 

AFTPFPHTSFFPIPHPDHTWF1D 

GSSTWPNRHSPAKVGYAIVVSS 

TSILEATALPPSTTSQQAEL1ALT 

RALALAKGLHVNIYTDSKYAF 

HILHHNAVIWAERGFLSTQRSSI 

IIASLIKTLLKAALLPKEAGVIH 

CKGHQKASDPIAQGNAYADKS 

DNGLAFTSQ1/1/HKQFLRLLVFS 

GTFIPLTVLN LQERTGQYFYLLP 

FTELEPVLEKLQGTVHLNFYMD 


17444 


47812 


A 


17550 


1 


355 




17445 


47813 


C 


17551 


99 


335 




17446 


47814 


A 


17552 


21 


447 


LGPLPFSLSPCCLHCQGKRLCG 
HHEEARRRKNVSIPRKEAGIIHC 

KUHyFJA/SUrlAyijJNA x AUK 1 

KFLDLAFPPLRLSFTCQ1TQAVS 

r*A i (' if^wxil i rrr ~r l T xti ai/did 
l^ALl_ilt«JVviNLH 1 L 1 ILNL^rvKIK 

A^rt^IJA 1 (a I orr DLL Y utor LL 

GPSLIPDTSPT 


17447 


47815 


A 


17553 


119 


239 


TQKGQRAALFLICILSPSPLPTL 
GKNFKN*IPALKPHNRI 


17448 


47816 


A 


17554 


1 


798 




17449 


47817 


B 


17555 


460 


1059 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17450 


47818 


A 


17556 


3 


1476 


I PTC P V PLLGQD1 LTKLSASL 1 1 P 

GLQPHLIATLLPNPKPPSPLPLV 

SPNLNPQVWDTSTPSLATDQTP 

ITIPLKPNHPYLAQCHYSIPQLA 

LRGLKPVITRLLQHGLLKPINSS 

YN SPILP VQKPDKS Y RLPQDLD 

LINQIVLPIHPVASPHI1PDTTPDP 

HDCISLIHLAFTPFPHTSFFPIPHP 

DHTWFIDGSSTWPNRHSPAKV 

G YAI V V SSTS I LE ATALPPSTTS 

QQAELIALTRA L AL AKGLH VN I 

YTDSKYAFHILHHNAVIWAER 

GFLSTQRSSIIIASLIKTLLKAAL 

LPKEAGVIHCKGHQKVASDPIA 

QDNAYADKLAKKAASVPTSVP 

HG1SQAPPPLPTHQARYWQIDF 

THMPRVRKLKYLLVWVDTFTG 

WVEAFPTGSK.KATAVISSLLSDI 

IPQFSLPTSjHSDSRLAFISQITQA 

VSQALGIQWNLH1SYRPQSSGK 

VEQTNGLLKTHLTKLSLQLKK 

DWTVLLPLALLRIRACP 


17451 


47819 


A 


17557 


24 


594 


VGSGDLPWEGNPLSSCSLLHEK 
DPPTTSGPQTDQPKEHLTNFKS 
GCSSPGPARSQFFLSLRSSTL*SF 
YHLPSSHLVCLTVSFRD*PSPTC 
PAIDS*KGG/CE1.KA/RVKFH FC 
HDLPASSMQSNYPVHDSGHLT 
TGPSLFKPTLNIEYSTGHAPYHV 
RSACFPFAFCHDCQFPEASPEAE 
AAA1LSVQPAEP 


17452 


47820 


A 


17558 


1 


1152 




17453 


47821 


C 


17559 


301 


462 




17454 


47822 


A 


17560 


1 


423 




17455 


47823 


A 


17561 


421 


856 


KLINLFSNFCSYSRQFLSFSSTL 
YFVWVFCYNRCCFSK*RMIVHI 
TNRDrNCQIAYARIEGDMIVCA 
AYAHELPKYGVKVGLTNYAAT 
YCTG LLLAHRLLNRFGMDKIC 
YLDAGLARTTTGNKVFGDLDG 
GLSIPQSTK* FPG YD 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=pussible nucleotide insertion) 


17456 


47824 


A 


17562 


3 


1082 


GPLCIALALQEFGTRRRWACRS 
LSSSGRJRSLFRRMGSVKAVKNK 
AYFKRYQVKFRRRREGKTxDYY 
ARKR\LV1QDKNKYNTPKY\RMI 
V\RVTNRDI\1CQMLYA/RR1EGD 
M1VCAAYCTPNLPKIWV*RVGL 
TNY\AAAY\CTGLLLVARRLLP*/ 
RFGMDKIYEGQVXELTGDEYNV 
ESIDGQPGCLPPAYL\DAGPCSE 
PTHWPLKFFGAPEGKLWMGGL 
SIPSQYPNRFP\GYDSEKQRNFN 
AEWHRKAHSWGQNCCRFTWR 
Y F\M EEDVED A YKK\QFS\Q Y 1 K\ 
NSVT\PDMM\EEMY\KKAHAAI 
RENPVLWKRRPK\KEV\KKKRW 
N RPKM S\L A Q\KKDR V AQKKA S 
FLQSSRSGLLESLTPAIFP 


17457 


47825 


A 


17563 


2 


4967 




17458 


47826 


A 


17564 


56 


284 


RQTRRAAGIVRGDCPASSPTNC 
DLGQC/NSTS/LEPRFVQTVHLL 
CPWT/GGSSPLLAARGSLPVSLL 
GPLKPMVSCAGR 


17459 


47827 


A 


17565 


1 


3525 




17460 


47828 


B 


17566 




3691 




17461 


47829 


B 


17567 


80 


3787 




|^ 


4^8lT 


A — 


ttII — _ 


225 


iii 


















17464 


47832 


A 


17570 


14 


1658 




17465 


47833 


A 


17571 


1 


3654 




17466 


47834 


B 


17572 


1 


3570 




17467 


47835 


A 


17573 


1 


3663 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
endon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


17468 


47836 


A 


17574 


485 


2347 


TEPKTKTT* LSQ* MQKRPLTK.F 

NNTSC*KLSIN/1VLEVLARA1RQ 

EKEIKGIQLGKEEVKVSLFADD 

MIVYLENPTVSAQNLLKLIGNF 

SKVSGYKINVQKSQAFLYTNNR 

QTERQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENNKPLLKEV 

KEDTNEWKNIPCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLKFIWNQKRACIAKSI 

FSQKNKAGGITLPDFKLY Y KAT 

VTKTAWYWYQNRDIAQWNRT 

EPSEI M LHI YN YLIFDKPEKNKQ 

WGKDSLF1MKWCWENWLAICR 

KVKLDPFLTPYTKMNSRWIKD 

LNVRPKTIKTLEENLGITIQD1G 

VG KDFM SKTPKA MATKAKIDK 

WDL1KLKSFCTAKETT1RVNRQ 

PTTWEKIFATYSSDKGLISRIYN 

ELK.Q1YKXKTNNPIKKWAKDV 

NRHFSKEDIYAAKKHMKKCSS 

SLA 1 REMQIKT JMRYHLTPVRM 

AIIKKSGNNRKIQ/GGIWCDRIL* 

R* TTCR V AKE1 QSL * RRI/WKRL 

QRTLSIPVLDAV*PPMF*ASVID 

TM Tl *C FE A R DTC FTLTLESF WD 

MHRCLAASKG1GLLLC*PLIWH 

MSLMGVKSPPFVFSCLWTSAV 


17469 


47837 


B 


17575 


1 


3354 




17470 


47838 


A 


17576 


1 


3297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17471 


47839 


A 


17577 


1 


2563 


MKAEIKMFFETNENKDTTNQN 

LWDAFKAEEVESLNRP1TGAEI 

GAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEE1 

LPNSFYEAS1ILIPKPGRDTTKKE 

NFRPISLMNIDAKILNKJLANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKS IN VIQHINRAKDKNH 

MIISIDAEKAFDK1QQPFMLKTL 

NKLGIDGTYFKI I RA1 YDKPTAN 

1 1 LNGQKLEAFPL KTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEI K 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGR1N1VKMAILPK 

V1YRFNAIP1KLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRD1DQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWC WEN WL A I WRKLKLD 

PFLTPYTK1NSRWIKDLNVRPKT 

IKTLEENLG1TIQDIGMGKDFMS 

RTPKAMATKAK1DKWDLIKLK 

SFCTAKETTIRVNRQPTTWEKIF 

ATYSSDKGL1SR1YNELKQIYKK 

KTNNPIKKWEKDMNRHFSKED 

IYAAKKHMKKCSSSLA1REMQI 

KTTMRYHLTPVRMAIIKKSGNN 


17472 


47840 


A 


17578 




3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANIQIQEI 

QRTPQRYSLRRATPRHI I VRFTK 

VEMKE KMLRA AREKDRSTRQK 

VNKDTQELN S A L HQ ADL IDI YR 

TLHPKSTEYTFFSAPHHTYSKT 

DH1VGSKALLSKCKRTEIITNYL 

SDHSA1KLELR1KNLTKSRSTTW 

KLNNLLLNDYW 


17473 


47841 


A 


17579 


1 


3693 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17474 


47842 


A 


17580 


1577 


3354 


TEPKTKTT* LSQ*MQKRPLTKF 

NNLSC*KLSIN/IVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADD 

MIVYLENP1VSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRINIVK 

MA1LPKVIYRFNAIPIKLPMTFF 

TELGKTALKFIWNQKRARITKSI 

LSQKNKAGG1TLPDFQLYCKAT 

VTKTAWFPSGDVGLEADFSPSH 

TLKTQFFSCLAEFAAASCFFQR 

MNGFGMAMTTTYSTGAAESPL 

PSCSIDQGDDTKLHRARSPGRT 

FPAAAG1PAAAAPDGPPLSLLH 

KLWFPVELGGRALPRAEESHGE 

VAALGVMVVAQGGKNQGEEA 

RSTPWLRPTSHLPPCSSSSAWW 

TEQTDAHPLLFLLCLGIYLLNA 

LSNLSMVALVRSDGALRSPMY 

YFLGHLSLVDVCFTTVTVPRLL 

AGLLHPGQAISFQACFAEMYFF 

VALGITESYLPAAMSYDRATAA 

CRPLRYGALVTPWALRLAARY 

DRLASVVYAVTTPTLNPF1NSLR 

NKEVKGALKRGLRWRAAPQE 


17475 


47843 


A 


17581 




3042 j 




17476 


47844_ 


B 


F7582 




£384 




17477 


47845 


B 


17583 




3264 




17478 _. 


47846 


A 


17584 




3780 




17479 


47847 


A 


17585 




3165 




17480 


47848 


A 


17586 




3894 


















17482 


47850 


A 


17588 


523 


3981 




17483 


47851 


A 


17589 




3429 




17484 


47852 


A 


17590 




3921 




17485 


47853 


B 


17591 




4797 




17486 


47854 


A 


17592 




6499 


M VKGSIQQEELTILN I YAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELR1KNLTQSRSTTWKLN 

NLLLND YWV HNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKF1ALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17487 


47855 


A 


17593 


1359 


2520 


IQCHPHQATNYFLHRIGKNYFK 
LHMEPNKSLHSQDNPKQK.GTK 
LEV/CTLPDFKLYYKATVTKTA 
LYLYQ/NQRCRSMEQNRALRN 
NATYIYNYLIFDKPEKNKQWG 
KDTLFNKWCWENWLAICRKLK 
LDPFLTPYTKINSRWIKDLNVRP 
KT1KTLEENLGNTIQDIGMGKD 
FMSKTPKATATKAKIDKWDLIQ 
LKSFCTAKETT1RVNRQPTEWE 
KIFGIYSSDKGLISRIYNELQQIY 
KKKTNNPIKKWVKDMNRYFSK 
EDIYAAKRHMKKCSSSLAIREM 

1^1 Jv 1 1 IV1K Y I LI i^LKJVlAllivJvrtJ 

"rVfMtt/'^PTVPPY/f APT t crrnv/frvpi? 
iNINKl^fc.1 V K_Clvl/\L,LL2tLj 1 IVlJL'rK 

HRACFVLSKPDFSTRWPGADA 
QRPPVLVVVALDSSLPFPQASG 
QRPPSLEDVDGGAGALVAPC 


17488 


47856 


A 


17594 


1 


1227 




17489 


47857 


A 


17595 


2 


2774 

— 


NLCSLIIPLREVTIVEKADSSSVL 
PSPLSISTRNRMTFLFANLKDRD 
FLVQR1SDFLQQTTSKIYSDK.EF 
AGSYNSSDDEVYSRPSSLVSSSP 
QRSTSSDADGERQFNLNGNSVP 
TATQTLMTMYRRRSPEEFNPKL 
AKEFLKEQAWK1HPAEYGQGIC 

JV1 YKlLN 1 t\cL V LlS.OlrCoLVlK'Jt 
LWLLLSGAINEKATHPGYYEDL 

VE.XoMUJvY IN LA I c.iilclsJJLrlK.0 
I DCTjp A FfYMP]\/1f:i A A I PT?VT TA 

YAFRNPNI 


on - 

J74 


— — 


— — 


— — 





^— 




17491 


— 

47859 




A 




T^9l 

















-j 


7290 




17493 


47861 


A 


17599 


153 


3834 




17494 


47862 


A 


17600 


299 


1184 






£^ 




17^51 


^ 


2^2 


















17497 


47865 


A 


17603 


36 


224 


TQWGPSVCWCLIPWPSFPDQ*P 
GF*AVLLPWRCQGFWPLLLAC 
APAGPATAAEPAVSSPAEP 


17498 


47866 


A 


17604 




624 




17499 


47867 


A 


17605 


1 


578 


RDLDLFSLPQDITLWHYVDGIM 
LIGSSEQEVASTLDLLVRHLHA 
RGWE1NLTKIQGLATSVKFLGV 
QWYGACRDIPSKVKDKLLHLA 
PPTTKKEAQHLAASFEWGPEQ 
KGLQQVQVAVQAALPLGLYDP 
ADPMVLEVSVADRDAVWSLW 
QAPIGESQWRPLGFQNKALPSA 
DNYSPFERQLLACYWALVETE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














P1YRVSRKAANFEWSPEQEKAL 
QQVQAAVQAAWPLGPYDPAD 
PMVLEVSVADRDADWSCWQA 
SI/GHKVGHAQQHSIIKWKWYI 
RDWARADPEGT 


17501 


47869 


A 


17607 


1 


338 


S1YLVTQKAA/SSEWGPEQEKA 
LQEVQAAVQAALILEPYDPAGP 
VVLEVSLADRDAVWSLWQAPI 
GESQQRPLGFWSKALPSSA/DH 
KACHAQQHSIIKWKWYIHDRA 
RAGPEGT 


17502 


47870 


A 


17608 


1 


757 




17503 


47871 


A 


17609 


1 


1317 




17504 


47872 


A 


17610 


2 


24 


LCQRLLLAEPNEKPGSLGNVM 

AVARIEIGICEYYHEKTTEKALD 

SHGVLAGSTIKGVRSFQRNLEL 

KLPATERATANAIELLTVLDQA 

YENFAPQILPSTG SPTSQETAQF 

KAN QNKPL VRG KG S PH E AIRYI 

SAAHREWKPAILTSA1RSFCST 

WL V FTSKNFPKLVTQH G STI AG 

NGQSSDETQVQGAAWKSDSRG 

TKRQ1PTW1LAEGNNAGAQLD1 

PGPTI PAPNCSLKVPQSWSTTPS 

MPSSLGKAYWLLACYWALVET 

E/RLAMGHQVTM\KPELPVMN 

WVLSDPSSHKVGGAQQHSINK 

WKWYIRNRARAGPEGTS*LPAP 

LIG 


17505 


47873 


A 


17611 


1 


1815 




17506 


47874 


A 


17612 


875 


1916 


PGKQGLEWTPRKLQQTCKRGA 

GQLEEKLANRKQ*HQH*QKG*P 

/PQKLNAKDHNSSPTREQNWTE 

NEFDELTEVGFRRWVITNSSEL 

KEHVLTQCK.EAKNFDKRLEEL 

LIQITSLEKTMISDLMELKNTARE/ 

LLEAYTSINSQIDQAEMDR*PD* 

*RRK£RRJK*HNKK.**RGYHN * S 

\QEIQTT1 RE YYKHL YANK.LEN L 

EEMDKPLDTYTLPRLNQEEVEP 

LNRPITSSEIEAVINSLPNQKSPG 

QTNSQLTSTRDAEKAFNK1QHP 

FMLKTLNKLDIDGTYLKITrvAI/ 

S*QTHSQCHTEWAKAGSIPFEN 

RHKTRMPSLTTP1QYSIGNSGQ 

GNQEFWKLHLVEREW 


17507 


47875 


B 


17613 


1 


1158 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17508 


47876 


A 


17614 


851 


1344 


11LKPSPSPLYPWKNCLPRNPSL 
VPKRQTGSGVDIWQTAADLQQ 
RGLLEGKLTNRKE*YQHQQKR 
CPHQNPI*RSPTSNTKARE/QNW 
TENEFDELTEVGFRRW11TNSSQ 
LKEHLLTQCKEAKNLEKRLEEL 
LTRITSLEKNINDPMELKNTAEE 
PHEAYTSINS 


17509 


47877 


B 


17615 


99 


716 




17510 


47878 


A 


17616 


1 


588 




17511 


47879 


A 


17617 


1 


1140 




17512 


47880 


A 


17618 


1 


774 




17513 


47881 


A 


17619 


3 


527 


A EN S KKQNASSPPND/RNS S/E A 
QNWTENEFDELTEVGFRRWIV 
TNSSKLKEHVLTQCKEAKNLD 
KRLQELLTRITSLEKNINDLMEL 
KNTARELREAFTSFCVNCEAVS 
LITSLREDSHWLEDSKGHRM/R 
RHQE*KCEYFHPPHPGLQFYQL 
PESDSHSDPLWPHGGSFLSSVV 


17514 


47882 


A 


17620 


1 


1383 




17515 


47883 


A 


17621 




990 




17516 


47884 


B 


17622 


337 


1515 
















QTKSNNVNIKKQDVHTKTPSEG 
HQHQRPK\DHNSLPAREQNWIE 
NEFDELTEVGFRRWVITNSSEL 
KEHVLTQCKEAKNLEKRLQEL 
LTRITSLEKNINDLMELKNTA 


17518 


47886 


A 


17624 


1 


771 


MPFSDTERVITGPSTKVHSYPG 

GLQALLLQLRLHSLMWRWSAA 

VA1GVHVRCDLLAVHPVLWAV 

PQWQEPIEKMLTLIPGPRITATII 

GLYQHEG1RAYCDSRVYYIKPS 

SGIESVLTRPSTQDHNSSPAREQ 

NWTENEFDELTEVGFKKWVIT 

NSFELKEHVLTQWKEAKNLEK 

RLANLLTRITSLENINDLMELK 

NTAQELHEAYASINSRINQSEER 

ISEIEDQLTE1EQVDKIREKRIK/R 

RNEQSL*EIWDYV 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17519 


47887 


A 


17625 


53 


814 


PGKQGLEWTPRKLQQTCKRGA 
GQLEEKLANRKQ*HQH*QKG*P 
/PQKLNAKDHNSSPTREQNWTE 
NEFDELTEVGFRRWVITNSSEL 
KEHVLTQCKEAKNFDKRLEEL 
LIQITSLEKNISDLMELKNTARE/ 
LLEAYTSFNSQ1DQA EMDR* PD* 
*RRKERRJK*HNKK**RKEQAAI 
FAVLQPPLVITRQTGSGVDPQK 
TPADLQKRCRTVRRKTSQQKA 
V A STLTK RI TTQKLN AKDHN S S 
PTREQNCTENEFDELTEVGFRR 
WV1TNSSELKEHVLTQCKEAKN 
FDKRLEELLIQITSLEKNISDLM 
ELKNTARERWKHTQVSiAKSIK 
QKWTASQTNKEEKREESNSTIK. 
NDKGDITTDPTEIQTTIREYYKH 
LYANKLENLEEMDKFLDTYTL 
PRLNQEEVEPLNRP1TSSEIEAVI 
NSLPNQKSPGQTNSQLTSTR 


17520 


47888 


A 


17626 


1 , ,,. 


1566 


















17522 


47890 


A 


17628 


1 


2172 




17523 


47891 


A 


17629 


1 


504 




17524 


47892 


A 


17630 


2 


1601 




1 7525 


47893 


C 


1 763 1 


132 


278 




17526 


47894 


A 


17632 


380 


828 


EVLRVMIELNAVIYPYPKDTGC 
QPLV*HAAASLNSPEVMGATQ 
LKPLRPCKKCPKI\LEGGH*EW 
MEARHRNLGTLHGLPCSRTHF* 
TTTAQGEWLCCLCHCGEHPQG 
GRHPCIC*HCYSCHTLAPPVQW 
TPN V AEPDN KA G A QYKSPRV 


17527 


47895 


A 


17633 


1 


963 




17528 


47896 


A 


17634 


2 


368 


EFSDP1HHTFDHMWRTKEHNE 
AGWLLLSSVDKVMKENDELGD 

SCRERTE I V EK* T* ALIML VADL 
Q*KVHAQPHHAQPRQVSTVKV 
RALIVLQEVTDP 




17529 




47897 


A — -, 




17635 




J 


— 

1881 




17530 


47898 


A 


17636 


755 


939 


ARKNTRIIYSYGVCKNVETWR* 
MFCTLLGRQQGCATVGK.GDRC 
GPLRYYASWRKGDVLQGD 


17531 


47899 


A 


17637 


367 


423 




17532 


47900 


A 


17638 


3 


1925 




17533 


47901 


A 


17639 


1 


1137 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17534 


47902 


A 


17640 


153 


474 


QTKSNNVNIKKQDVHTKTPSEG 
HQHQRPK\DrFNSLPAREQNWIE 
NEFDELTEVGFRRWVITNSSEL 
KEHVLTQCKEAKNLEKRLQEL 
LTRITSLEKN1NDLMELKNTA 


17535 


47903 


A 


17641 


1 


1068 




17536 


47904 


B 


17642 


1 


717 




17537 


47905 


A 


17643 


585 


2302 


VLQLLRQERLELFVPPGELVVS 

LASGVKLQTFAGGKAWLLQTH 

SDLGEQKLTTFIPISLSLKVIFWC 

NWPEAKTAAYDGEQATCEPVL 

KAMFLADTHLLREFLGHWLDK 

LRREWQVERAFQTALWLLQPE 

VVFILEDVFDEGKWSTSEAWV 

DDVEQFRKMFRH PSH VQLKVV 

AGNHDTGFHYETNTYEVERWR 

NRNNPSF1MGS1TPTDYALSKCH 

LPPEDVVLIIYCGVKLPDRIVDS 

KAGLLKLPVLKNVISTQLQFPSI 

MDQLLVYNLFNETSPLVMCLD 

VMAMSNRGNHHLAATRLRKV 

LDHNSLPAREQNWTENEFDELT 

EVVFRRWVITSSSELKEC/DVLT 

QWKEAKNLEKRLDELLTRITSL 

QKNINDLIELKNTAQELHEAYT 

S1NSQIDQVEERISE1EDQLNEIK 

CEDK1REKRMKRNKQTLQETW 

DYVKRPNPCWIGVPESDGENG 

TKL ENTLQDII\QENFPN L ARQ A 

NIQ1QE1QRTPQRYSSRRATPRHI 

IVRFTKVEMKEKMLRAAGEKE 

DETDNNEFFLWSQKGKRAGTL 

NDHVEESCPPTKNACLGTPIHC 


17538 


47906 


A 


17644 


1 


282 


P1YRVSRKAANFEWSPEQEKAL 
QQVQAAVQAAWPLGPYDPAD 
PMVLEVSVADRDADWSCWQA 
SI/GHKVGHAQQHSIIKWK.WY1 
RDWARADPEGT 


17539 


47907 


A 


17645 




903 




17540 


47908 


A 


17646 


1 


349 




17541 


47909 


A 


17647 


1 


489 




17542 


47910 


A 


17648 


1 


352 




17543 


47911 


A 


17649 


1 


505 


KTDGSWRMTVDYHKLNQVAT 
PVAAAVPDVVSLLEQ1NTSLDT 
WYAAIDLGNVFFSIPVHKVHQK 
KFAFSWQGQQYTFTVLPQGYIN 
SPALCRHFVRRHLD/RFSLPQDI 
TVVHYIDDIMLVGVPL1YRMTR 
KA AI FE WGPEQKA LQQ VQA A V 
QAALPLGPYDPADPMRLR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17544 


47912 


A 


17650 


1 


1557 


MASPEAVASQDNDGFSQKPPPT 

PLFASRSVNRLKSQRTPRGEVE 

SVTDGEKTDGSWRMTVDYCKL 

NQVVTPIAAAVPDVVSLLEQIN 

TSPDITLVHYIDDIMLNGSSEQE 

VTNTLDLL V RH LC A TG WE IN PT 

K1QGSSTSVKFLGVQWCGDCR 

D V PSKVKDKLLHL APPTTKKE A 

QHLTGLFGFRRKYIPYLGVLLC 

PI YQ VTRK A A SFQ WRPEQEKAL 

QQVQAAMQAALPLGPYDPAGP 

MVLEIAVADTEAVWGH/WHSA 

SFPSHPCHCPMGP*TKWP*WQG 

WRLCMGSATWTSTHEG*PGYG 

HQ*VPNLPAAETNTEPAI*HHS/ 

SRRSASYLVAG*LYWTSCIMER 

AE\HLL WI WVCLSCMQCFCQD 

YHPWTHGMPYPPLWYSTQLCL 

*PRHSLYH*RSVAVGSCSWNSL 

V LrLor j5t ooKV UK 1 VcKxrill J 
1 1 lvlr 1 SytJK Vt^n^KOU&Lr&Li 1 

THHHP* * STSM IFASCF YGITFC 

WSRGLSSRGRNAATRRQNNSIK 

L*VKIATWTLWAPPTSK.L 


17545 


47913 


B 


17651 


47 


838 




17546 


47914 


A 


17652 




1566 




17547 


47915 


A 


17653 


1 


981 


MVAIAKVLIAYKEDSDSHNQPN 

TRMTVSKGPVSAVEGGRRGQD 

SDDCVEENDAVRTWPPSRILRT 

ESHPSPHTCSWRRHLLSSCPYT 

GMSFPIPSSGNISSTHAVISFPPL 

SEEMNPMLPKATVMTSLEAAA 

RQNLKSRQAPRCEVESVTHEEV 

YYTRKELFEFSNLYRKKSGEQ1 

REWILRKTDGSWRITVDYRKL 

NQMVTPIAAAVPDV/VVSLLEQ 

1IN I orKj 1 WVLUrilNLI WrvULUt^rL 
T prtXTTTT VHVTnnH/IOTr.CCFflP 

VANTLDLLPALMAS W/ENSP* SI 
DRGRED* SL VHKWFCTICRH H P 
KVDSCSTTAPF* DIPEGQQL 


17548 


47916 


B 


17654 


179 


1219 




17549 


47917 


A 


17655 


1 


2655 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


17550 


47918 


A 


17656 


1 


942 


MVGKAKWKPLELPLPRKIVNQ 

KQHHIPEGIAEIAATIKDLKDAG 

VV1PTTSPFNSP1WPVQKTDGS 

WRMTVDYCKLNQVVTPIAAAV 

PDVVSFLEE1NTSLGTWYAAID 

LANAFFSIPVHKVHQKPFAFSW 

QG/QQYTFTVLPQDYINSLAL*H 

NLIWRDLDYFVLLLQDITLVHYI 

DDIMLIGSNDHKVGGAQQHSII 

KWKLYIHDQAQTGPEGTTTSV1 

AQWAHEQSGPGSRDGGYAWA 

QQHGLPLTKADLATTTAECPVC 

QQQRPTLSPRYGTIPSLPLTKAL 

TLQLKKCSSGPMLMEFTGLAM 

FPIILKQLD 


17551 


47919 


A 


17657 


1 


868 




17552 


47920 


A 


17658 


83 


346 




17553 


47921 


A 


17659 


1 


643 


M VG KAKWKPLELPLPRKI VNQ 

KQHHIPEGIAE1AATIKDLKDAG 

VVIPTTSPFNSPIWPVQKTDGS 

WRMTVDYCKLNQVVTPIAAAV 

PDVVSFLEE1NTSLGTWYAAID 

LANAFFSIPVHKVHQKPFAFSW 

QG/QQYTF rVLPQDYINSLAL*H 

NLIWRDLDYFVLLLQDITLVHYI 

DDIMLIGSNDHKVGGAQQHSII 

KWKLYIHDQAQTGPEGT 


17554 


47922 


C 


17660 


38 


202 




17555 


47923 


A 


17661 


3 


410 


LKSRQAPRCEVESVTHEEVYYT 

RKELFEFSNLYRKKSGEQIREWI 

l i? k r Trv:^u/y iTvnvt? v I "mpvnav 
LKfv 1 Uuo W KJ 1 Vl/i rvTvl^iN^lVl V 

1 r 1 AAA V rU V / V V oHyfcv^lJN 1 br 

GTW\LCHNLIWRDLDCFLLPQN 

itt \/uvTr\r\i\ytnircccr\cv a xt 
IILVHY liJlJIMi^lVjOLStytVArS 


17556 


47924 


A 


17662 


2 


526 




17557 


47925 


A 


17663 


2 


431 




17558 


47926 


B 


17664 


55 


1506 


















17560 


47928 


A 


17666 


73 


310 


QLAEPPHWLPD*KGAGFEWGP 
EQKKALQ*VQAAVQAALPLGP 
YDPADPMVLVVSVADKDAVWI 
FHLSGSDRWRRTYRCL 


17561 


47929 


A 


17667 


323 


687 


KTDGSWR/TVDYRKLNQVVTPI 
AA A VPD V VSLLEHIN 1 SPG I W/H 
HQKQFAFS*QGQQFT/FTVL/PH 
GYINSLALCHNLIRRDLDHFSLP 
QDITLVHYIDD1VLTGSSEQEVA 
G SVLESTCRHTK V 


17562 


47930 


A 


17668 


3 


1363 




17563 


47931 


A 


17669 


1 


1203 
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SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hoc! 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






17564 


47932 


8 


17670 


130 


1374 




17565 


47933 


A 


1767! 


1 


1063 




17566 


47934 


A 


17672 


3 


239 




17567 


47935 


A 


17673 


231 


3 


INI^ttt^fcUoLJvrrlrUrooW lAr/r 














KPTLGQKGTCCTEKKKKKKKK 














GRI 


17568 


47936 


A . 


17674 


1 


1270 




17569 


47937 


c 


17675 


100 


270 




17570 


47938 


A ._ 


17676 


459 


1978 




17571 


47939 


A 


17677 


35 


347 


VVRAWYPGWGQGSEKEWQW 














DQQEALGRVRGSKVTGEWEGR 














AGPEGTGQNGEGPRGILEVGGT 














TAPFCLAEGEWG PGGHPHHLLF 














PPSPPRPPPQPPPTPPEPPS* PPSP 














PRPPPQPPPTPPEPPS 


17572 


47940 


A 


17678 


236 


397 


N WLQPCG*AHPTGSGFPAPKLC 














PASPGAPFSNEMLSEPGPTLAPM 














PT/GAPCRSHGAGHSGDPGWPS 














SSPTGEDTNSAGPGAARVQMG 














CGHCVSLVPR*/CCWTPGGA 


17573 


47941 


A 


17679 


1j2 


492 


TDHRDRKDKHPPALPASAMDK 














KNA/GQEGRPGASRGSSPMATA 














TTGPQGVMPGYH*CSLRPKGSS 














VGLW*MLPGLGLTLQDSGLPS 














GPRQVQNYCPGAKALNQGPQE 














PA*CKASNQRPSVYLPTREYPS 














EQIIVTEKTNILLRYEHQQWTK 














RTLPRRK.TRSKQRKLTYGYCH 














YRSTG SN ARLPLMFIKTQGFFS 














RLVVDAAWPGTHPSGQWAPF 














WPKAGPELLSRSQGFESGTSRA 














KLfvlr YrlMAArvrlv 


17574 


47942 


A 


17680 


618 


755 




17575 


47943 


A 


17681 


796 


1092 




17576 


47944 


A 


17682 


1 


391 








A — 












Tf&ti 




TT&ti 





§8l 




17579 


47947 


A 


17685 


749 


1667 




17580 


47948 


A 


17686 


1 


2088 




17581 


47949 


A 


17687 


189 


438 




17582 


47950 


A 


17688 


387 


497 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17583 


47951 


A 


17689 




728 


MAQE1EGDRLFRARLTRRVQG 
KGPCGPLKAPLGMVPECHSVK 
PSRDTFDSTKSFKALLLSFLKIP 
AIDVHKPIDHP1NFTFPDPGHRA 
PARHRHSTAAAVTMSPSGP/PA 
AAPSPCSPIPRHG*GPLRATSYC 
PVSWKQKQNSVSNKQTNEQTK 
TAKAEGARSRGPRNKIPGLPPG 
PRSGLR1WLPPPREGSGFQTPAR 
GHPQPPCSGKGTECQSIAQNLA 
SRISPVGTSCGRTSRQT1RVRK 


17584 


47952 


A 


17690 




819 




17585 


47953 


A 


17691 




2115 


MSGSYSSVWAEDDIQFDSRFLE 

LKGDTKIDLKRFSSQGYVEPGK 

YNLQVQLNKQPLAEEYDIYWY 

AGEDDVSKSYACLTPELVAQF 

GLKEDVAKNLQWSHDGKCLKP 

GQLEGVE1KADLSQSALV1SLPQ 

AYLEYTWPDWDPPSRWDDGIS 

GIIADYS1TAQTRHEENGGDDS 

NEISGNGTVGVNLGPWRMRAD 

WQTNYQHTRTQLALGEDYLNS 

D1FDGLNYVGGSVSTDDQMLPP 

HLRGYAPDISGVAHTTAK. 


17586 




A 


17692 




1080 ..._. 




17587 


47955 


A 


17693 




253 ..... 




17588 


47956 


B 


17694 




1069 




17589 


47957 


A 


17695 




Z 6 . 4 ... 




17590 


47958 


C 


17696 


136 


990 




17591 


47959 


A 


17697 




1422 






47960 




17698 




1017 




17593 


47961 


- — 

A 


17699 .. 


— 

176 


431 




17594 


47962 


A 


17700 




846 


















17596 


47964 


A 


17702 




1578 




17597 


47965 


A 


17703 




1149 




17598 


47966 


A 


17704 


22 


441 




17599 


47967 




17705 


828 


920 




17600 


47968 


— 

A 


17706 


1 


231 


MtorvivLL'iNA/CAUtjOL' rt^L,ri 

QCPR*TAVD*RRNQTAFA*RDA 

P'PVO UCtYY'M A O DIVA' LT A". I \ft~\T> 

QKNADGGGGQRRJ 


i-7601 — 


47969 




17707 




563 




, 176 .°. 2 .. . 


47970 


- — 

A 


17708_ 


19 


372 




17603 


47971 


A 


17709 


134 


491 




17604 


4^fi — 


A 






969 










17717 


59 






17606 


47974 


A 


17712 


186 


725 




17607 


47975 


A 


17713 




251 




17608 


47976 


A 


17714 


1381 


2217 




17609 


47977 


A 


17715 


357 


804 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17610 


47978 


B _ 


17716 




2j61 




1761 .! .. 


47979 


A 


17717 




28j2 




17612 


47980 — - 


A 


17718 










47981 








J\22 




17614 


47982 


A 


17720 




3018 




17615 


47983 


A 


17721 




4371 




17616 


47984 


B 


17722 




2010 




17617 


47985 


A 


17723 




2168 




17618 


47986 


A 


17724 




2067 


MKEIEIQKSLPKINESRSWFFEKI 

HKIDRLLARLIKKKREKNQIDTI 

KNDKGDITANPTAIQTT1REYY 

KHLYANKLENLEEMDKFLDTY 

TLPRLNQEEAESLNTP1TGSDIE 

A I IN S LPTKKSPGPDGLTAEFYQ 

RYKEELKKEGILLSSFYEAS1LLI 

PKPGRDTTKKENFRPISLMNID 

AKILNK1LANRIQQHIKKLIHHD 

QVGFIPGMQGWFN1CKSINVIQ 

HINRTKDKNHTI 1 SI DAEKAFDK 

IQQPFMLKTLNKLGIDGTYLK.il 

RAIYDKPTANIILNGQKLEAFPL 

KTGTRQGCPVSPVVFNTVLEVL 

AREIRQEKEIKGIQLGKEEVKRS 

LFADDMIVYLENP1VSAQNLLK 

LISNFSKVSGYKINVQKSQAFL 

YTNNRQTESQIMSELPFTIAPKR 

IKYLR1QLTRDVKDLFKENYKL 

LLNEIKEDTNKWKN1PCSWVGR 

INIVKMAILPKGIHRFNAIPIKLP 

MTFFTELEKTTLKF1WNQKRAR 

1AKS1LSRKYKAGGSMLPDFKL 

CYKATVTKKAWYWYQNRD1D 

QWNRTEPSEIMPHIYNYLIFDKP 

EKNKQWGKDSLFNKWCWENW 

L llUKJvLRLLJrrL 1 r Y 1 clINoKW 
llvL'L.JN VKrK. 1 JK 1 -Lc.clN.Llj IN 1 
run \/tr; leaner A/i ^k'TPk' auaw a it 

l^lUMOK.L'rlVlJ>rv 1 r IV A MA 1 1S.AK 

I D E WDLL KLK\SFCT A KETT V R 

\/\| d adtc \l/"CTTtT A JVC C 


17619 


47987 




17725 






3457 




17620 


47988 


— 

A 


17726 









17621 


47989 


- — : 


17727 




3384 






4^97 


5— 






3^21 










TT?3 








17624 


47992 


A 


17730 




3345 




17625 


47993 


A 


17731 




2382 




17626 


47994 


A 


17732 




3720 




17627 


47995 


A 


17733 




3894 
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SEOID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17628 
— — — 


47996 


A 

— 


17734 


1 


2427 


MGCVRQIIPLGTHPVVHQLTSIP 

QNCQSPQKTRKDREIGQPRGAY 

GDMRSKCNVMLMMESWNRKR 

TLEIQTTIREYYKHLYTNKLENL 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITHSDIVTIINSLPTKK\SPG 

PDRFTAKFYQRYKEELVPFLLK 

LFQSIEK/EGILPNSFYEASIILIPK 

LGRDTTKKENFRPISLMNTDAK 

ILNKILANRIQQHIKKLIQHDQV 

GFIPGMQGWFNIRKSINIIQHIN 

R1KDKNHMIISIDAEKAFDKIQQ 

PFMLKTLNKLGIDGTYLK1IRA1 

YDK.PTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEALAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKJNVQKSQAFLYTS 

NRQTESQ1MSELPFTIASKRIKY 

LGIQLTRDVK.DLFKENYKPLLK 

EIKEDTNKWKNIPCSWIGRINIV 

KMAILHKALYRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRACIA 

KS1LSQKNKAGGITLPDFKLHY 

KATVTKTA WYWYQNRDI DQW 

NRTEPSEI1PP1YNYL1FDKLDKN 

KK WG KDCLFNKWC WQN W LA I 

CRKLKLDPLLTPYTKJNSRWIK 

DLNVRPKTIKTLEENLGITIQDI 

GMGKDFMSKTPKAMATKDK1D 

KWDLIKLKSFCTAKETTIRVNR 

QPTKWEK1FVTYSSDKGLISRIY 




47997 


— 


— — 







— — 

— 




]7630 


47998 




17736 








17631 


47999 


A 


17737 


1 


4842 




17632 


48000 


B 


17738 


331 


3282 




17633 


48001 


A 


17739 


1 


2880 




17634 


48002 


A 


17740 


1 


3213 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


17635 


48003 


A 


17741 


1 


2561 


MKAE1KTFFETNKNKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

YSKASRRQEITKIRAELKEIETQ 

KTLQK.INESRSWFFEKINKIDRP 

LTRLIKKKREKNQIDSIKNDKG 

DITTDPTEIQTTIREYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

E E VE SLNRPI TGSE1EAIINSLPT 

KKSPGPDGFTAEFYQRYKEELV 

PFLLKLFQSIEKEGILPNSFYEAS 

I1LITKPGRHTTKKNFRPISLMNI 

GAKILNKILANRIQQHIKKLIHH 

DQVGF1PGMQGWFNIRKSINVI 

QHINITNDKNHM1ISIDAENAFD 

K1QQRFMLKTLNKLG1DGMYL 

KIIRAIYDKPTATQNLLKLIGNF 

SKVSGYKINVQKSQAFLYTNNS 

QTESQ1MTELPFTIASKR1KYLG1 

QLTR DVKDLFKENYKPLLSEIK 

EDTKKGKNIPCSWVGRINIMK 

MDILPKV1YTFNAIPIKLPMTFFT 

EVEKTTLKFICNQKRARIAKSFL 

SQKNKAGGITPPDFK.LYYKATV 

TKTACYWYQN RDIDQ WNRTEP 

SEIMQH1YNYL1FDKPDKNKQW 

GKDSLFNKWCWENWLA1CRKL 

KLDSFLTPYTK1NSRW1KDLNIR 

PKTIKTLEENLGS1IQDIGMGKD 

FMSKTPKAMATKAI1DEWDLIK 

LKSFCTAKETTMRVNRQPTEW 

EK1FATYSSD1GLISR1YNELKQI 


17636 


48004 


A 


17742 


1 


5042 


MTGSNSHIT1LTLNINGLNSAIK 
RHRLASWIKSQDPSVCCIQETH 
LMCRDTHRLK1KGWRKIYQAN 
GKQKKAGVAILVSDKTDFKPT 
KIKRDKEGHYIMVKGSIQQEEL 
TILN1YAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSILDR 

o l Kt^rv V IN iSJU 1 l^cLlNo/VLrll^AlJ 

LIDIYRTLHPKSTEYTFFSAPHH 
TYSKIDH1VGSKALLSKCKRTEI 
ITNYLSDHS A I KLELRIKNLTQS 
RSTTWKLNNL 


17637 


48005 


A 


17743 


101 


471 


M LSRILASRNRMRFA VEV VRA 
VRE/RVGNDFIIIYRLSMLDLVE 
DGGTFAETVELAQAVEAAGATI 
INTGIGWHEAR1PTIATPVPRGA 
FSWVTRKLKGHVSLPLVTTNR1 
NDPQVADDILSSTH 


17638 


48006 


A 


17744 


161 


311 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


oT peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






17639 


48007 




17745 


221 


— 




17640 


48008 _ 


- — 

A 


17746 


20 


346 




17641 


48009 


A 


17747 , 


431 


1578 




17642 


48010 


A 


17748 


1 


771 




17643 


4801 1 


A 


17749 


3 


863 


AVLRREMRQMEGAWLGSDLV 














DQGKERLNRLGFFETVDTDTQ 














RV/PGSPDQVDVVYKAIVSLGGR 














LFYN DFQADDADLSDYTNKKIE 














IIDSHADYFHIDIMDGHFVPNLT 














LSPFFVSQVKKLATKPLDCHLM 














VTRPQDYIAQLARAGADFITLH 














PET1NGQAFRL1DE1RRHDMKV 














GLILNPETPVEAMKYYIHKADK 














ITVMTVDPGFAGQPFIPEMLDK 














LAELKA WREREGLEYEIEVDGS 














CNQATYEKLMAAGADVFIVGT 














SGLFNHAEN1DEAWRVMTAQIL 














AAKSE 


17644 


48012 


A 


17750 


2 


893 




17645 


48013 


A 


17751 


139 


2057 




17646 


48014 


A 


17752 


2 


361 




17647 


48015 


A 


17753 


497 


897 


PRSASFSAWLAFCST/TKDSHPL 














LAQLLDGVENLDHRQHLLFTA 














GHGARPLIRAHADVEENCDHPF 














ILIVHPSIHP1IYLS1IIPSTIRGERL 














MTQIPL1KHFLAGVTGLKLTQQ 














MRFCENVCLPL1ATAGNRQTH 


17648 


48016 


A 


17754 


83 


10>8 


PSRAGHLPPKIKSSMAGTTPCLS 














1MVRQRK/PLVPAPLYQGMRDG 














KIVRFEEITRTPLEVQDCLLASA 














LALGLALMGNAQA VTTI PF WH 














SMEGELGKEVDSLAQRFNAEN 














rDYlS.lvr 1 YKOiN Y bl^INLijAvjlA 














AFRTGNAPTYFAGH1MQACGV 














ALSAT1YFIRRKVVSLSDQKLNI 














AMTFVGSMSGALLVQYVQAD 














VLRQILPILVICIGLYFLLMPKLG 














CCnUftDDAjlVP.I DCAI I A ( '.( ' C'\i 

r^fcL>ls\ ( 'rvKJVl Y ULrrALlALJuOV 














vjr Y UUrrurnAtjor Y ALAr V 1 L, 














fTTrMI AI/ATAUAI/T rxlATCMir 

L-ur IN L AfvA 1 AH ArvLLN A I aJN Itj 














uLLbrlLuuKVIWA lUrVMLVU 














ts^r Lu Ar riO VrlLV 


T7649 - 


48017 




17755 


571 


7728 




17650 


48018 


A 


17756 


332 


511 




17651 


48019 


A 


17757 


581 


637 


RALR*SLQDGSAKRGASVS 


17652 


48020 


A 


17758 


1 


1098 




17653 


48021 


A 


17759 


1 


366 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


17654 


48022 


A 


17760 


321 


611 


vjcOC/IN Y LUo V V 1V1 1 W V Al 

wnrurpQi ppa^i Rnr.*pnnv 

W^t^rit_,l^i>jLKUAol_yl\VvJ tsXILJv 

TnTRfJFTTk'RFM ARWWV/WR A 
t U 1 rvAjrj, 1 lrvrvClvlArvlN W V/ WlvA 

RVINAGFSRGSLLRGPISDHRRK 
RLSASIRQFYPRP 


17655 


48023 


B 


17761 


95 


645 




17656 


48024 


B 


17762 


1 


3978 




17657 


48025 


A 


17763 


1 


328 


MLIAEGLMTAKNITVITNSLPA 

AFALSENKD1TLVVCGGTVRHK 

TRSMHGS1AERSLQDINADLMF 

VGADG1DAVNGITTFNEGYSIS 

GAMVTAANKVIAVLDSSKFNR 

RGFNQVLPIEKIDIIITDDAVSEV 

DKLALQKTRDTSLVYVLSLADF 

FRTASTIGERDGTQVEMILFAGF 

VYLV1SLSASLLVLTDCSTEVK 

KGEVVVVCGPSGSGKSTLIKTV 

NGLEPVQQGEITVDGIVVNDKK 

TDLAKLRSRVGMVFQHFELFPH 

LSIIENLTLAQVKVLKRDKAPA 

REKALKLLERVGLSAHANKFP 

AHYSGGQQQRVA1ARALCMDP 

I AMLFDEPTSA LDPEM IN E VLD 

VMVELANEGMTMMVVTHEM 

GFAVKWRJGSTQQGAQLHCNR 

WLHVRKHLLVAYYNLVGIKPG 

KESYMRLNEKALDDFCQSLVD 

YLSAGHFS1YER1LHKLEGNGQ 

LARAAKJWPQLEANTQQ1MDY 

YDSSLETA1DHDNYLEFQQVLS 

AAR*NLLKLKV1IM1DGGFQTGI 
VV1HNLLSIGFELRPNLRGAREL 
PVAFQLMKNALINTEMSGRQVI 
DQALTKIIKGFFV 




48026 




T7764 


216 


473 


DALRVASGNGCYSALLPLFCRL 
L*AESA*VPVQRPCGETLMRSS 
VVCLGGTAPECSSLGCAEKSGR 
SWPRKVAHTLGSWTVPRES 


17659 


48027 




F7765 






1570 




17660 


48028 


— 

A 


17766 







p A COT V\/1P*PI WPTAVCR AUriPA 
rAooLiVIVlrv ULlNKlA^rvArl^rA 

VRA Y * S AS APG I A * KEN A * G * RL 
HHR*NPAGKPDPGLL 


17661 


48029 


A 


17767 


1 


1827 




17662 


48030 


B 


17768 


1 


1281 




17663 


48031 


B 


17769 


72 


1169 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17664 


48032 


A 


17770 


20 


552 


SAGDA*DWFWHGGVAGGNG* 
RSP*A/VTSSALKCIHRALVRAW 
LLRMKKV*ATCA*CVTMRLKC 
CIK*/CPDNSLRMVQLFFPDPWH 
KARHNKRR1VQVPFAELVKSKL 
QLGGVFHMATDWEPYAEHML 
EVMSSIDGYKNLSESNDYVPRP 
ASRPVTKFEQRGHRLGHGVWD 
LMFERVK 


17665 


48033 


A 


17771 


3287 


3568 


CAFQRNIWHAKLNASPTPVFVP 
**LLASLTIPMKPAAMPGGKMD 
WWRVCRASASRPCQK*SLCQT 
PAS VNTLLTVTA VCC A SM A STT 
TRLWK1 


17666 


48034 


A 


17772 




3126 




17667 


48035 


A 


17773 


249 


3943 




17668 


48036 


B 


17774 


1 


2178 




17669 


48037 


A 


17775 


263 


434 




17670 


48038 


A 


17776 


619 


1184 


MRTSCGSFIKRRVMRRIASGMV 

AENRAV**PSGICAIMVSTSSMK 

PMRSISSASSRTRPLSL/AEVQSA 

TFQVVQQTARSTDNDLRPLTQ 

GA*LHV1TLAAVQS/IPHLRRAC 

V*RNPSLLQQPVPPVRGSVPAP 

ESVVLSAQDQDSATEVKRMLQ 

FFRSPSGPYPERRGHSADVEYT 

LPELEM VFRN PDR 


17671 


48039 


A 


17777 




1485 




17672 


48040 


A 


17778 


497 


1838 




17673 


48041 


A 


17779 


534 


922 




17674 


48042 


A 


17780 




458 


MQQLEEALK.QLAQGSGSSQAL 
TQVRRWDSACQKLPDANLALI 
SVAGEYAAELANQALDRNLNV 

IvlJVlrsUN V 1 LfcUfcH^LK. 1 KAKb 

KGLLVMGPDC/WYVDDCRHTA 
GFC * RDAG RQ Y WRH WRFRYR 
DSGAVFADCAGRGGNYSRDWP 
WRARPQP 


17675 


48043 


A 


17781 


2 


270 


l^AUivi iuuAVrArVruAlMuu 
VL*K1 MJNlcr UAL 1 o VL/RlNi^r V I 
NriUbO 1 uuKyrAKriL&VuAK 

dtu acta e> p»r\TD nDrrrr D CI 
Ki rAol AKJJDlK^rUUCuUKi>L 


17676 


48044 




17782 


J 


J437 


— 


17677 


48045 


B 


17783 


63 


201 




17678 


48046 


A 


17784 


1016 


1263 


















17680 


48048 


B 


17786 


1 


1888 




17681 


48049 


A 


17787 


845 


2220 




17682 


48050 


A 


17788 


110 


581 




17683 


48051 


A 


17789 


696 


989 





2227 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17684 


48052 


A 


17790 


199 


573 




17685 


48053 


A 


17791 


1 


3270 




17686 


48054 


A 


17792 


1 


3018 




17687 


48055 


B 


17793 


















5~f5 




FLAQWLPELPLSRHLRQCTWCR 

RHRNRW*VRSLHRCWLADCRC 
PELRIRSHDL*SLAQRSLYDRTR 
TPDRRQLRTVLH WLLC 


17689 


48057 


A 


17795 


1 


2109 




17690 


48058 


A 


17796 


1239 


1854 


YH DDRNQPDAGNPSN A DSG PQ 
I*QATGSPRRLVRR\RWKRVNR 
LLAGKLA 1 VIDDFGYRPHNENQ 
VLAMPSAISVAVLPDSPHAREM 
ATKAHNSGHEVLIHLPMAPLSK 
Q/TAGEKYATPGDEQRRN*AHY 

C*\\XA/XTXT\/DV A \IC IXlMlJlV/ir'CV 
i> \W ViNIN Vr Y AVVjINiNHMLioK. 

MTSNLFGMQKVMQALERYNL 
YFLDSVTIGNTQAMRAAQGTG 
VKV1TRKVFLDGFAK 
















17692 


48060 


A 


17798 


74 


295 


TISVLWLMLSLNTSKKRLA*TG 
SIGFFGLHSFTPRNGLRGASGTA 
FFGGVEVSTCGSFSKLLAFTSV 
MSGGRL 


17693 


48061 


A 


17799 


1 


1872 


MLRIHCMQHWYNLSDGAMOD 

ALYEIASMRLFARLSLDSALPD 

RTT1 MNFRHLLEQHQL A RQLFK 

T1NRWLAEAGVMMTQGTLVD 

ATI I E APS STKNKEQQRDPEMH 

QTKKGNQWHFGMKAHIGVDA 

KSGLTHSLVTTAANEHDLNQL 

GNLLHGEEQFVSADAGYQGAP 

QREELAEVDVDWL1AERPGKV 

RTLKQHPRKNRTGISIAYMTGSI 

RARVEHPFRIIKRQFGFVTARYR 

GCLNTITNGDVFPLATWFGG 


17694 


48062 


A 


17800 


1 


1269 
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SEQID 

NO: 


SF.Q ID NO: 
of peptide 


Met 
hod 


SF.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17695 


48063 


A 


17801 


1 


1988 


MNDSEFHRLADQLWLTIEERLD 

DWDGDSDIDCEINGGVLTITFE 

NGSKIIINRQEPLHQVWLATKQ 

GGYHFDLKGDEWICDRSGETF 

WDLLEQAATQQAGETITGFRV 

YTLQLNAQLRLGFLRLPYSVNL 

ATEYKSLTHYTKVPEATNPSLE 

SSVDVK.LSANRLKYPMMRKRL 

MKMWREAKALHSDPVEAWAS 

IIEDADKAKSFKQARGRGGFVR 

SSWQEVNELIAASNVYTIKNYG 

PDRVAGFSPIPAMSMVSYASGA 

RYLSL1GGTCLSFYDWYCDLPP 

ASPQTWGEQTDVPESADWYNS 

SYIIAWGSNVPQTRTPDAHFFTE 

VRYKGTKTVAVTPDYAEIAKL 

CDLWLAPKQGTDAAMALAMG 

HVMLREFHLDNPSQYFTDYVR 

RYTDMPMLVMLEERDGYYAA 

GRMLRAADLVDALGQENNPE 

WKTVAFNTNGEMVAPNGSIGF 

RWGEKGKWNLES1A\RIENPHF 

RSVKHNPVLVRQLPVKNLTLV 

DGNTCPVVSVYDLVLANYGLD 

RGLEDENSAKDYAE1KPYTPA 

WGEQ1TRVPRQYIETIAREFADT 

AHKTHGRSMI 1LG AG VN H WY H 

MDMNYRGMINMLIFCGCVGQS 

GGGWAHYVGQEKLRPQTGWL 

PL AFALDWN RPPRQMNSTSF FY 

wuccnu/Dvrf \/c Anui t cdt a 
NH&M^ VVK i tls. VoAV/bLLbrLA 


17696 


48064 


A - 


17802 


3854 


5726 ._ 




17697 


48065 


B 




1 - - 


1869 




17698 


48066 


A 


17804 


j91 


1246 




17699 


48067 


A 


17805 


58 


135j 




17700 l 


48068 




17806 


872 


2123 




17701 


48069 




17807 


i 


L422 




17702 


4J5070 


- — 


17808 


217 






j 7703 


l^Zl 


— 


T^To" 




— 

1^ 












T 






17705 


48073 


A 


17811 




1626 




17706 


48074 


A 


17812 


779 


832 




17707 


48075 




17813 




i 8 .!^ 




j 770 ^ 


4W^ 


— 







H 








j— 


TW& 


157 




ALVCSSPWPSEKCKSKPQ*DTIS 
HQLEWQSLKSQETTGAGEDVE 
K 


17710 


48078 


A 


17816 




1446 




17711 


48079 


A 


17817 


1 


306 
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SEQ ID 

NO: 


SF.Q ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17712 


48080 


A 


17818 


71 


513 


T1RSGLGWSQMEMRNMLGTGA 
KKYKLPSENTINTSTQIN*KI*K 
KR1NSSTHTLSQD*TRKKLNL*I 
DQ*QELKLWQ*SIAYQPKRVQD 
QMDSQ/REFYQRYKEELHINRA 
KDKNHMII SIDAEKAFDK.IQQRF 
MLK.TLNEVLMGR1SK 


17713 


48081 


A 


17819 


1 


828 




17714 


48082 


B 


17820 


1 


567 




17715 


48083 


A 


17821 


1 


1224 




17716 


48084 


A 


17822 


1 


897 




17717 


48085 


A 


17823 


207 


547 


NHFLQGLGPLLQFPTSSSSPSET 
TSAWTLCPHHYQAFGQSHSTSL 
*EV/HKLSHIFMSSSEPSKLFQPL 
PVTQFQSRFH1FRYLFSS1PLYW 
CQFTVLVHFPAADKDISVTTIP 


17718 


48086 


B 


17824 


1 


1128 




17719 


48087 


A 


17825 


1 


765 




17720 


48088 


A 


17826 


1 


952 




17721 


48089 


A 


17827 


1570 


2176 


FLQSTHLTKG*YPESTMNSNKF 
TRKKQPNQRAKDMK.RPFSKED 
IDAANKHMKKCSSSLAIREMQI 
KTTMRY HFTPVRM A 1 1KKSGNN 
RCWRGCGEIGTLLHCWWDCKL 
IQPLWKSMWRFLKDLELEIPFD 
PAIPLLGIYPKDYKSCCYKDTCT 
HMF1AALFTIAKTWNQPKCPTM 
1DW1KKMWH1YTMEYYGAIKR 
MSSCPL 


17722 


48090 


A 


17828, 


1 


531 




17723 


48091 


A 


17829 


1 


462 




17724 


48092 


A 


17830 


876 


1111 




17725 


48093 


A 


17831 


2 


276 


SHQWAFLWRKDAHVRKESGY 
MYSLYDRAYGERTTGRRGRGR 
GPIPRP 


17726 


48094 


A 


17832 


1 


1290 




17727 


48095 


A 


17833 


1293 


1863 


rstpsmke/qlatalprhmtae 
rmiriantefrkvpalgncdtm 
sfvsaivqcpqlglepgsasgh 
ayllpfgnkneksgkknvqlii 

vregdefsfefGldeklihrpge 
nedapvthvyavarlkdggtq 

FEVMTRKQIELVRSLSKADTD\* 
PWMCPCPMKRKSAT 


17728 


48096 


C 


17834 




786 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17729 


48097 


A 


17835 


2 


654 


FCRQRQCQVYRRGRFTHAAFT 
GTHRDNVLQVQSKLRADGCAL 
EDYFSQSEQVLPSELAFDEAPQ 
DVVNKVFNITLRTIMEGQSIVN 
VDEIHRAARFFYQARQRDLYG 
AGGSNAICADVQHKFLR1GVRC 
QAYPDAHIMMMSASLLQEGDV 
VLVVTHSGRTSDVKAAVELAK 
KNGAKI1CITHSYHSPIAKLADY 
IICSPAPETPLLGRNASARILQLT 
LLD AFF VS V AQLN I EQ ANINMQ 
KTGAM*KRP*NWQK_RTGQRLF 
V*P1ATIHR*RNWPI1LFAHQPRK 
RR Y * V VMPRQE Y YN 


17730 


48098 


A 


17836 


1 


4806 




17731 


48099 


A - 


17837 


1 


466 




177j2 


48100 . — 


B 


178j8 


193 


1045 




17733 


48101 


A 


17839 


1 196 


2732 


















17735 


48103 


A 


17841 


290 


664 




17736 


48104 


A 


17842 


302 


1716 




17737 


48105 


A 


17843 


249 


909 




17738 


48106 


A 


17844 


36 


340 




17739 


48107 


A 


17845 


902 


1455 


RRCVLRP/GLDIMRNRLNIRQQ 

QRLEQAAYEMTALRAATIELGP 

LVRGLPH LRT1HRQLYQDIFDW 

AGQRR1TL1NHGFVPKSTTVVET 

NGPSDQSIAMRRPGQTISRIHQV 

QKKLGIELTNCYEHSGLPD1KN 

1 1 irDnTUAUDADI ADl ITT 

V 1 OlblCKl^ 1 HAKrAKLAKLlr 1 

ANKTNTINALVDIEVDDFFTDA 
CQIDCCFETGSHSVLARLGGAS 
AQDLQLDATSASHGSK 


17740 


48108 


A 


17846 


1 


1668 




17741 


48109 


A 


17847 


1 


1080 




17742 


48110 


A 


17848 


1 


907 


MRAGFTSN VLTFLTCTSHFLNT 

FRAADVANVQTATSNFRQIQVF 

EDIITQYNGKYILAVEGNPPLGE 

QGMFCISSGRPFIEKLKRAAAG 

ASAIIAWGTCASWGCVQAARP 

NPTQATPIDKVITDKPIIKVPGCP 

PIPDVMSAIITYMVTFDRLPDVD 

RMGRPLMFYGQRIHDKCYRRA 

HFDAGEFVQSWDDDAA\PKVT 

ACTKWAAKGLPPITPVPHTLE* 

WVWSRLLAGGNGLDRGRFSGV 

DSSWISYLSSAISVTMAPATTLN 

QTSKAALAACAISTLCNGWPA 

VILAQHRWMKWSGLAS 


17743 


48111 


A 


17849 


239 


899 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 










A 








^IVlKJvtV 1 AL i UUbrUK 1 AMK 














MlN Kif AL 1 US> 


17145 


zfrn 

















— 


TfEl 

— 




— 


— 









48U5 




— 


VT53 


^ 
















488 






17749 




48117 




A 




17855 


563 




687 




LLARTSRQ* KTSLNCVNK.L*M P 










— 




— — 


SU^WAVLLLrVLKLWWLKI 






A — 













17751 




48119 














1037 




17752 


48120 


— 

A 


17858 


2 


7 


1 1 priFPfQMI A PX/PPCr" 1 /" 1 UAun 














T PVPQQ A *X!Pr: A <Z.CWC\C\ A P \\C\C\ 














SHQWAFLWRKDAHVRKESGY 














MYSLYDRAYGERTTGRRGRGR 















GP1PRP 


17753 


48121 


- — 




— _ 


-! — 







17754 


48122 


A 


17860 


129 j 


1863 


RSTPSMKE/QLATALPRHMTAE 














RMIR1ANTEFRKVPALGNCDTM 














or V :>A 1 V ts/L-rv^LU Lbru aAjun 














AYLLPFGNKNEKSGKKN VQL1I 














GYRGMIDLARRSGQI ASLSARV 














V IvDOUcr or E.r U LL*CrvLl HKrut 














NEDAPVTHVYAVARLKDGGTQ 














FEVMTRKQIELVRSLSKADTD\* 














PWMCPCPMKRKSAT 


17755 


48123 


A 


17861 


207 


210 


QLSLLLNLPLDS1I11 1RLASSALK 














K V INUl^ V *J AArr KxlV^LSr rr KJn A 














VSLAPRPVPVEWSCAKLLCLSC 














RVNCQD* GNKA LTS I HF V WG E 














Ol VuMVlWLr I U i bAHr V IvUr 0 






















17756 


48124 




17862 


2 


654 


rrpnprif yi\/vpp r.ppru a a pt 
rUKV^Kt^L^^V 1 KKuKr 1 nAAr 1 














O 1 rirvUIN V V ^oMiKAUULAL 














prwPCPiCT^r^vi dcpt a T7F\p a pr"\ 














DVVNKVFNITLRTIMEGQSIVN 














VDEIHRAARFFYQARQRDLYG 














AUUoJN A1UAJJ V l^rirvr LKIO V 














QAYPDAHIMMMSASLLQEGDV 














VLVV IrioUK 1 &UV rvAA V bLAK 














rvINU ArviiV^I irio Y HorlArvLAU Y 














IIPQPA PPTPT T fiPWACAPII CV T 
lll^or Art, 1 rLLtJiviNAioAlvlL/t^L, 1 














LLDAFFVSVAQLNIEQANINMQ 














fv I UAM rvKr IN W^tSJvl Ol^KLr 














V rIA 1 IriK Kin Wr JILr Aril^JrKJv 














RRY*VVMPRQEYYN 




| 7757 




4IT2I 







| 















Tf&ti 








17759 


48127 


A 


17865 


214 


907 




17760 


48128 


A 


17866 


1288 


2757 




17761 


48129 


A 


17867 


705 


839 


AGRSRENRRYRAKQPRCGKR*F 














*C V YRFYPSGR YAEPSS A PNYT 



2232 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17762 


48130 


A 


17868 


121 


_I628 




17763 


48131 


A 


17869 


746 


1013 


TRARRRFITALRFSSLVSASPCC 
NWAAAFSS\YFCQQIVR*PHFDR 
QEKRSVQNQPDGCSSSASQSVR 
QRPKSPQQPVQSANPSLLLCR 


17764 


48132 


A 


17870 


2 


331 




17765 


48133 


A 


17871 


1 


591 




17766 


48134 


A 


17872 


1 


1197 




17767 


48135 


A 


17873 


45 


3402 


NRFSHISVTSACGWYHIPVEE/Q 

PEY/PGN LELERRIRSAIRWN AI 

MTVLRASKKDLELGGHMASFQ 

SSATIYDVCFNHFFRARNEQDG 

GDLVYFQGHISPGVYARAFLEG 

RLTQEQLDNFRQEVHGNGLSS 

YPHPKLMPEFWQFPTVSMGLG 

PIGA1YQAKFLKYLEHRGLKDT 

SKQTVYAFLGDGEMDEPESKG 

AITIATREKLD/NLVFVINCNLQ 

RLDSPVRWDELLRKDTSGKLIQL 

MNETVDGDYQTFK 


17768 


48136 


A 


17874 


452 


1395 


LAGATGTA1RLILHAPLLLPIKM 

RLP/TVSEGKPDSIPAAEKFAAE 

NKNTYGALASLELAQQFVDKN 

ELEKAAAQLQQGLADTSDENL 

KA V 1NLRLARVQVQLKQADAA 

LKTLDTIKGEGWAAIVADLRGE 

ALLSKGDKQGKHQRAENCE1Q 

GYIDMIKHLVAPLVFTSLILTGC 

QSPQGKFTPEQVAAMQSYGFT 

ESAGDWSLGLSDAILFAKNDY 

KLLPESQQQ1QTMAAKLASTGL 

THARMDGHTDNYGEDSYNEGL 

SLKRANVVADAWAMGGQIPRS 

NLTTQGLGKKYPIASNKTAQGR 

AENRRVAVVITTP 


17769 


48137 


B 


17875 


1 


1579 




17770 


48138 


A 


17876 


182 


2069 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17771 


48139 


A 


17877 


1 


2017 


MESGVATRPIADFDVYIDKLTE 

FVYKTNLFMKPIFSQARKAPKR 

VVLPEGEEARVLHATQELVTLG 

LAKPIL1GRPNVIEMPJQKLGLQI 

KAGVDFEIVNNESDPRFKEYWT 

EYFQIMKRRGVTQEQAQRALIS 

NPTVIGAIMVQRGEADAMICGT 

VGDYHEHFSVVKNVFGYRDGV 

HTAGAMNALLLPSGNTFIADTY 

VNDEPDAEELAEITLMAAETVR 

RFGIEPRVALLSHSNFGSSDCPS 

SSKMRQALELVRERAPELMIDG 

EMHGDAALVEAIRNDRMPDSS 

LKGSANILVMPNMEAARISYNL 

LRVSSSEGVTVGPVLMGVAKP 

VHVLTPI AS VRRIVNMVAL AVL 

FVNADETTVVNFHACFACVEV 

FTVRHTTNRYQHGVVTLRFSG 

CFFAFHRHiNAVFFRFNIQAVFV 

ALRPEVIAIMHKLREQGHRVVV 

LSNTNRLHTTFWPEEYPEIRDA 

ADHIYLSQDLGMRKPEARIYQH 

VLQAEGFSPSDTVFFDDNADNI 

EGANQLGITSILVKDKTTIPDYF 

AKDKARHRTRPLWAWLKLLW 

QR1DEDNMTTLAGNLAYVSLLS 

T VPT VAVVFAI PA AFP\4FQPi\/Q 
LVrLVA V V r ALr A rtr rMr o U V o 

IQLRHFIFANFLPATGDVIQRY1E 
QF V AN SN KMTA VG AYASL AI SS 
YLLSLIANVLMLMS*SVLRMS 
WNPKWAWSS1WYS 


17772 


48140 


A 


17878 


31 


312 


TTFISLFSSYFVI YNI LLLI YLIFA 
ASFCLLVV*CNTVFITVCSAGD 
VSGMSATWCAFVAISVDHFTG 


17773 


48141 


A 


17879 


1 


1098 




17774 


48142 


A 


17880 


1 


1015 




| 777 j| 






j 7 ^ 










4Tfii 






?31 


T7J5 




I7777 


48145 


A 


17883 


785 


956 


KKWMHSAV* WRKRSIRRVSSL 
GY*TQAKDRRFALPELRRIVCS 
TVRRYVRRWRTNRT 


17778 


48146 


A 


17884 


221 


367 j 




17779 


48147 


B 


17885 


1 


1318 
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SEQ1D 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


17780 


48148 


A 


17886 


1190 


1634 


APSQTVSLPEVASSMSGVMAG 














VEAVSSPGPYAVCAGSLLPSGW 














LCVK.TSVIAMIASAWSAPGAVS 














IKRSSAVSVRJWALCGA\QPECA 














VRSLPSYPAFRQVLAPVTHAL* 














PRRSSGCP*CDYSLQLLLQ*PAH 














*HLQGLLRKQLSCQR 


17781 


48149 




17887 




2499 




17782 _ 




A 


17888 




i454 


1698 




17783 


48151 


A 


17889 


635 


1665 


KSIFWRAPADCEP/QVRQSAKV 














QFGDYQANGMMAVAKKLGM 














APRQLAEQVLTHLDLNGIASKV 














E1AGPGFINIFLDPAFLAEHVQQ 














A L ASDRLGVATPEKQTIVVDYS 














APNRGFFGGGAPLGTTLQDLTR 














PTKEDGLQAKP1SFWASFALQF 














VNVK1ILYGVTALSTFVLPQTQ 














ALSWVVGVSVLLAMIGTFGNV 














CWALAGHLFQRLFRQYGRQLN 














IVLALLLVYCAAFSKGTSDNVA 














LLFRSQRVKANCITGYTDGQLR 














IFFRMLNCIFQSFATQNVNVQV 














LTTFNANFWFHFYWNFTVFNV 














TQFAYCNHFIFCITCFCNDATPF 














AFFAVQQPERVHRK.TA1LL 


17784 


48152 


A 


17890 


73 


2l ? _ 




17785 


48153 


A 


17891 


2049 


2445 


VFPVFLRIYVFWKKPGMKVTN 














A RN WQL KPLFTELP V I L PDTQL 














HYVAWMELYSPAE*ERJQA*FV 














VWSWNIWLY*A*RLIQK*IIALT 














PVVRTGKTKLMSAILFNITIHR 














MKAMNLSSPKRRLPPRNCGKK 




48154 




17892 


i 


H76 




17787 


48155 


— 
A 


17893 


332 


572 


RGGA*RQKHRRTSALSLLSLP* 














NMATAVHLHRFSTRRAVTSSS 














ARKWTNSGAMSGLNRASAXAV 














LRV*QSPEDGCCARIR 


17788 


48156 


A 


17894 


80 


405 
















TCDIC A OCT T A T W A A r.mflTT 














t^L 1 AlNAVnouMAijrNrNfcVLV 














T7t A 1CV A D r , TMCTTDTCTMC\/\4D 

rLAJ-CK-AKVjllNo 1 Ir 1 o 1 INo V IVIr 














nil?DTCTT\iITCTCCnDnD 
t^lKr 1 o 1 1M 1 o 1 tlot^Kt^JK 


17789 


48157 ... 


A 


17895 


1 


1392 




17790 


48158 


A _ 


17896 


! 


1374 — 




17791 


48159 


A 


17897 


1971 


2306 




17792 


48160 


A -- 


T^P 


209 
















2I0" 




17794 


48162 


A 


17900 


1 


456 




17795 


48163 


B 


17901 


222 


3807 




17796 


48164 


A 


17902 


3140 


3219 




17797 


48165 


A 


17903 


240 


298 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


17798 


48166 


A 


17904 






NQPVYRSNGD/RIWRTGKLFPT 
TVFRLIRTLSPRAFPPFTSYRRCS 
VAY 


17799 


48167 


B 


17905 




1994 




17800 


48168 


A 


17906 


1 


2151 




17801 


48169 


A 


17907 


3 


1127 


GTPYASQPV1RPVEGSKPLIKQV 

LDIGAHGTDKT1AQKLARVAR 

MHFARQRLAAVATFACSAQNA 

1ALMEEIAANFSYEMIRLTECIL 

GFTWNRLYQGINVHNAERVRQ 

L AHDG H EL V YVPCHRSHMDY L 

LLSYVLYHQGLVPPHIAAGINL 

NFWPAGPIFRRLGAFFIRRTFKG 

NKL YST VFREYLG ELFSRGY S V 

EYFVEGGRSR/TGRLLDPKTGXM 

LRGGTRPITLIP1YIGYEHVMEV 

GTYAKELRGATKEKESLPQML 

RGLSKLRNLGQGYVNFGEPMP 

LMTYLNQHVPDWRESIDPIEAV 

RPAWLTPTVNNIAADLMVRTN 

NAGAANAMNLCCTALLASRQR 

SLTREQLTEQLNCYLDLMRNVP 














pvi \/vt wa/cpcwi rm?ci vrn 
AFGCVLCVLCFWCGVCWGWF 
SRCLVLVRVLDCVAVAWVCPL 
GVGIGLWV/RVLPTGLVSAVPC 
CCDVLARFRVDLCWG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


17803 


48171 


A 


17909 


1 


2470 


MFQPSDSGKSFIFNMSVGYNLE 

G IKQPPMQQF1 DNMMDASDHP 

KFAQYRDTLNKLLQDDAFLAR 

HGLQEKRESLQALPAR1PTSMV 

HGVTLSTMHGCPPHEIEAICRY 

MLEEKGLNTFVKLNPTLLGYA 

RVRE1LDVCGFG YIG LKEESFD 

HDLKLTQALEMLERLMALAKE 

KSLGFGVKLTNTLGTINNKGAL 

PGDSTSGVLRTYERLLTAWML 

TCPCADEHQRG ESVKLATALT 

WWLRGSQNRDEITKDGFQSNH 

AGG1LGGISSGQQIIAHMALKPT 

SSIDVPGRTINRFGEEVEM1TKG 

RHDPCVGIRAVP1AEAMLAIVL 

MDHLLRQRAQNADVKTDIPRC 

AQSIGSFSNGCIVGADTLPIQSE 

HYQVMRTDQRRYFGHPDLVM 

FIQRJLSSQVSNLGMGTVLIGDM 

GMPAGGRFNGGHASHQTGLDV 

Dl FLQLPKTRWTSAQLLRPQAL 

DLVSRDGKHVVSTLWKPEIFSL 

IKLAAQDKDVTR1FVNPAIKQQ 

LCLDAGTIATGCAKCDPGVSIG 

A YAYLLTLRAQCL A HDLPDPLE 

PLEIDGTLLPRYVF1HGGPRVFT 

YYTPKEESIKLFHDYLDLHRSN 

r INLL* V V r V o V Mr UKArUKt 

K G E VNP P L RM L N G V Q KF F A V L 
W LG RD SF V RFS PS V SLRRM A D E 
ur.Tnk'TiAnic'i \at?vat?m\ufa 

HU 1 L/K 1 1AV^N.L\/\K V Ai\iVl\rlr A 

RQRLAAVGPRLPARQDLFNKL 


17804 


48172 


A 


17910 


1 


734 




17805 


48173 


A 


17911 


1 


962 




17806 


48174 


A 


17912 


1630 


2633 




17807 


48175 


A 


17913 


1360 


1600 


HSTGRWATTINVPITCGTKARH 
STSSICKTGMILLWANALKQHC 
LLSRNLP*KGESINVANSLLSYF 
NLRPQCNQTRTQD 


17808 


48176 


A 


17914 


1 


816 




17809 


4lT^ 




tUt! — 


ii 
















5sT 


RDS*MANAS*RCSLA*RATMFP 
A * SATSIFHARPG VEGT*I VRI V 
V1MLRLLSRRKVRGIRLPAAVLI 


17811 


48179 


A 


17917 


619 


1167 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17812 


48180 


A 


17918 




764 


DSGQQLDDVQLARYLLSGQNQ 

rlS.SJJlvP Y KVK L 1 UAMLKL1L 1 

L/VIEGNVTLGIIRVKIGTGCVIFC 
NSGDWR*LRNQSVYRCGRCES 

AC/71 V14\X/APT DVOVT \/t Qt^W/V 
OoOL Y ti WnKLrVLVLVLSLWK 

VLTSSLVPPD 


17813 


48181 


A 


17919 


3 


9"P~ 


















17815 


48183 


B 


17921 


1 


1287 




17816 


48184 


A 


17922 


289 


958 




17817 


48185 


A 


17923 


1 


5079 




17818 


48186 


A 


17924 


1 


255 




17819 


48187 


A 


17925 


1892 


2448 


TESRCADGAGSVDVGTEPVVP 
RVELVAKWPGSRAGGTGLGCS 
PWVGAGCVGGLGPQARLSGPT 
A STEA S AKA ASTL ASLM WLRV 
RL*GACPFARTGATAPSSSKGP 
ELGVSGLRKATWMGRGSGCCT 
RGLGAGEWRAVPESCGLDESS 
EDSDDRDHAVPFSSSSCRRSML 
RPRRVARGLCRRRGV 
















17821 


48189 


A 


17927 


929 


1148 


TVWNGTCGLPFSSLMKCMVIM 
1MRAIQKKMMSKPDTITLVGW 
N*RRASVFSGQPRVEKVHSAEE 
NQVSRTSSS 


17822 


48190 


A 


17928 


125 


937 


RISMVFPWCFCSCSRTLATTPAP 
TVRPPSRIAKRRPSSIA1GWIRVT 
TILMLSPGITISTPSGSSMVPVTS 
VVRK*NCGR*PLKNGV*RPPSS 
LDRMYTSDSNLHGLRPAVSPVT 
NTPA/SDGYYSHDGSLAQVDLS 
ANYHEGQYTSAGLSLQGGATL 
TTHGGALHRTQNMGGTRLLID 

AUuVAUVr vcUInUAAV I 1 IN 1V1 

FGKAVVSDVNNYYRNQAYIDL 
NKLPENAEATQSVVQATLTEG 
AIGYRKFAV1SGQKAMAVVNF 
AEGKVSLAVV 


17823 


48191 


A 


17929 


3992 


4213 


VPAIQQKFPRSWKLGGERPPKA 
FRLRLSAA*RKSVP*AQRSLAD/ 

oLilvlr LIvLbN-L-LL? 1 r 1 1^1 V cjAr 

KIQREGS 


17824 


48192 


A 


17930 


1 


1636 




17825 


48193 


A 


17931 


1 


900 




17826 


48194 


A 


17932 


1 


939 




17827 


48195 


A 


17933 


427 


1250 
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kTcation'tf first 


cYd C orforUst C l!n 0 ino°ldd < 


Amino acid sequence ( X=Unknown, 


ISO: 


of peptide 


hod 


in USSN 






*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


17828 


48196 


A 


17934 


521 


805 


LCPSNTSPLSCLLCDLVASTEM 














APMRVFQPA PK VN A * * LF ATI EP 














PYSVNKLLKPY* * PA WTKSLCL 














LAPSIWLRPAAKSYFDTPGCSIF 














GTAA 


17829 


48197 


A 


17935 




2052 




17830 


48198 


B 


17936 




573 




17831 


48199 


A 


17937 




1278 




17832 


48200 


A 


17938 


161 


659 




17833 


48201 


A 


17939 




588 




17834 


48202 


A 


17940 


695 


1281 


KLKPYSWAFSRQSGRSVILTPPR 














VTVVVVAGFGPIPVFGTVMVRP 














GWAAP*FLPVASVYFP*AGLAG 














FLKKNRGCCANPAPPPIRRP1MY 














PP/MQRLQEPPADWWACAWFS 














GKD*\WKKSPPNCTRCA 


17835 


48203 


A 


17941 


261 


2045 




17836 


48204 


A 


17942 


1 


637 




17837 


48205 


A 


17943 


31 


280 




17838 


48206 


A 


17944 


1 






17839 


48207 


A 


17945 


1 


2496 




17840 


48208 


A 


17946 


330 


507 




17841 


48209 


A 


17947 


1087 


1875 




17842 


48210 


A 


17948 


1 


476 




17843 


482 11 


A 


17949 


' 


537 




17844 


48212 


A 


17950 


2 


492 




17845 


48213 


A 


17951 


1 


1 101 




17846 


48214 


A 


17952 


2538 


2833 


TRRNWRPIQSSEESWRAAGSST 














PLTTQNRQQTAGIY*RSR*TAA 














RR*SPALPRRNPRLATAG\WQY 














ATQTRQQ\RVPQL*LSAPATRK 














NRLLANAWLTM 


17847 


48215 


A 


17953 


125 


1831 .... 




17848 


48216 


A . . 


17954 


2 


825 




17849 


48217 


A 


17955 


1 






17850 


48218 


A 


17956 


1 


1725 




17851 


48219 


A 


17957 


463 


1824 




17852 


48220 


A 


17958 


2 


117 




17853 


48221 


A 


17959 


1 


2640 




17854 


48222 


B 


17960 


223 


1560 




17855 


48223 


A 


17961 


638 


746 


RIP*MT*WS*KPWHKNYMMHA 














QASVDNLIKWKKGYQ 
















17857 


48225 


A 


17963 


17 


225 


SSPSKFTVAFFASLVMASAVSL 














ALSLRSLTTLSI/CGLVLQEERT 














DDALVEQFSPIRRARGHAPQQE 














ATEM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17858 


48226 


A 


17964 


1 


521 


LVFLVLFVGFLSCFKSTYTLTY 
GDSPSLCDGLLIPIISRIDTNK.PA 
DNSISGIRDVGWVAKSYQVA/V 
GERLHN RTPGTSHQSDTRFDF* 
LC*PGSACPNLVSEHERPQANM 
LVEASGRLAA*YQNALSCSFGY 
GVGLVRRQDFSSLGRFLQSAFA 
SNRY*QVVWVFEFQQVS 


17859 


48227 


A 


17965 


267 


554 


LRFRFTRAVGRIFHRLDLLVLL 
GCNRYG RRGGDHGLCS VLVPR 
SLRLGRLPGGDSAAADAQSRH 
REKCR*DGVLVCDDQNRQTPV 
WKPHQEDVQV 


17860 


48228 


A 


17966 


1 


915 




17861 


48229 


A 


17967 


1226 


1399 


SDSN1SICTCAQ1H*KHFRI1*NCT 
L*EVEP*RLS*M*LQRKCVQGEP 
SKVHSLWGI 














SFFDYQTSALEHARR*LHCRT* 
NAGWLPHRTDRSSGYHGRTCS 
AAGRCSSGDHSSYQQQNPAEK 
LPAGHPQRSGSPERTG 


17863 


48231 


A 


17969 


45 


1198 




17864 


48232 


A 


17970 


348 


508 


RLFRWCPM*S\WASYFPPESQSL 
PDSYWLF*ECNLPTAYNSQNAII 
RESHAIYS 


17865 


48233 


A 


17971 


251 


601 


MAKXMSLSIAVFWRRLYAYYY 
PHLR*KS*TNW/QWWRSALS*A 
V*PNRS/IDSRWSIIWSVLFGML 
V/AT/ALAPAFWLRY*KKSFSA 
WNPTKSPRCLSNARPCCSLSKK 
ASLPWTIAARSR 


17866 


48234 


A 


17972 




2]21 




17867 


48235 


C 


17973 




1710 




17868 


48236 


A 


17974 




133s 




17869 


482j7 




17975 




1497 




17870 


48238 


- — 


17976 




824_ 




| 7871 


4lHo" 


— < 
A — 
















JWfl — 




3l5l 




17873 


48241 


B 


17979 


197 


2021 




17874 


48242 


A 


17980 




348 




17875 


48243 


A 


17981 




891 




17876 


48244 


A 


17982 




679 





2240 
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SEQID 
NO: 


SF.Q ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


17877 


48245 


A 


17983 


3 


2502 


EAIREVSNPIXPQEEIWTHREAVP 

PVQLLTGWCVTAKAPPDISAIS 

ALTAVKHGNCSSLTPLLNPPGS 

DVIVCAEMDEQWGYVGAKSR 

QRWLFYAYDSLRKTVVAHVFG 

ERTM ATLGRLMSLLSPFDV VI W 

MTDGWPLYESRLKGKLHAILV 

TFEEK.FQEEPVKKQ1IMVSISVS 

DTGGKKEKPKLINLSSKTNGLQ 

NTTEAQLCETKSDFELSFSGFNP 

ISIDTEDMKTGCCFQEQSVRRA 

YFKATSSPRRGL1ITKLTTRVDG 

YVADDPSRRYSGHGDLLWPNA 

GNSCVETTVGSLLCEVQAAPTP 

HTLEGKHGCRNK.EK.KRLTHSG 

ACTYTFSELGLELWAWNCGKT 

EVNLGAVGKGVGGDRGFKKIH 

AKSQFTCS VL YTFTI KQGI SLTL 

WSKVMHILEHLKENSKQLTSIC 

TRYQRVFGPTWLHETIFCKVAL 

TATLLAELEKTSTLQTFLDK.IWI 

LGAQQHTGSQEPSQALLTCDPA 

WK.KALRKVTQK.GGAFFGVDN 

LGSSLSPTTDLLYEEQRLTSLSG 

SWFPICVMVELTLRAGSSPGGR 

LYVEFDQAVTKEPRFLQYKHY 

WDG A VAG SSILRQDSFVAEAST 

TITR1ESPSVPSRSSTFLDDFS1TQ 

QHRRHAGLSVMLSLI1SPPVRGL 

CQERTLRRDFRERLM Y LDLEY 

QSGYCRLRTAGSEMQMVPDVL 

IFAHRSGLAGLFPGLDRRLVNA 


17878 


48246 


A 


17984 


10 


211 


GSQSTIFTFAARWYNLWANENT 
DTSISPLGVGEQRHCSSP*RFPD 

Q 


17879 


48247 




17985 




1725 




17880 


48248 


— 

A 


17986 




379 




17881 


48249 


A 


17987 




273 






iolsT — 


A — 











^||| — 








— 


57T 




17884 


48252 


A 


17990 


1527 


2005 




17885 


48253 


A 


17991 


578 


1312 




17886 


48254 


A 


17992 




1758 




17887 


48255 


A 


17993 




2433 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


17888 


48256 


A 


17994 




537 


SQEELLQQALVAQLA/HSEQLE 
GVQLPEPDEPSARHALPANEPR1 
VLNNGVVSYNDRPILNNLSWQ 
HIGYVSSSLHLDYRVSTTVRNV 
ILSG YFDSIG IYQA VSDRQQKLV 
QQWLDILGIDKRTADAPFHSLS 
WGQQRL ALI VRAL VKHPTLL IL 
DEPLQGLDPLNRQLIRRFVDVLI 


17889 


48257 


A 


17995 


1 


536 




17890 


48258 


A 


17996 


1 


13 \ 9 


















17892 


48260 


A 


17998 


3 


103 




17893 


48261 


A 


17999 


1 


745 




17894 


48262 


A 


18000 


1 


663 




17895 


48263 


A 


18001 


2 


297 
















VPAXIQI CAT AT FRT?PQVTP1 A AT 

AASPVCAGRFVLLKNHRRDLP* 
ISVPVNSSSNSARSLVWHSGRQ 
QIAPDWSSKDDFMRLGK.PNRFS 
VLLL ATWI R* STVIRRSPFTS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17897 


48265 


A 


18003 


1 


1341 


MVHRFG1RVRFVALGFYQDV1L 

PVRAHRHEWGHYVHLCASIQR 

QIDVSFARDATSHSSCPVTGVR 

FWGYPFAANKVVIAGFELEGET 

MTRPGLICAEGGLLVMIVSLRS 

ELYDSYHEFTRQRVTEIVEKAA 

NH LP A V VEMMTLHRC A1N RHN 

FVRRVGPAGISTFFASSPDGVN 

AGFSTFRVVFTCQRSRPLQRHS 

HADVQTATLLLNTVNLEQKQA 

N A I LSGLSDMIPN SSPESAPEIQL 

LQSRMILGKTIAELNLRDIVEQK 

YFPIVGRGWARLTKEKPGELAI 

SWMH I PQLNGQDQQLTLT VGE 

NGHYTLEGEEFTVNGMVGQRL 

EKDGVALTIAD1KAKPGTQFVL 

SQRTELEA INALQETFTVSERSK 

ESGMLELTMTGDDPQLITRILN 

S1ANNYLQQNIARQAAQDSQSL 

EFLQRQLP*TLSK.NRPTPFSAA*/ 

DDMIPNSSPESAPEIQLLQSRMI 

LGKT1AELNLRD1VEQK.YFPI/D 

GSRLGE1NQRKTR*AGDQLDAY 

STTEWSGSATDT\QVGENGHYT 

LEGEEFTVNG/NGRPASG KRWR 

CADYRGH*GQDQQLTLTVGEN 

GHYTLEGEEFTVNGMVGQRLE 

KDGVALTIAD1KAKPGTQFVLS 

QRTELEAINALQETFTVSERSKE 

SGMLELTMTGDDPQLITRILNSI 

ANNYLQQNIARQAAQDSQSLE 

FLQRQLPEVRSELDQRKKNSTFI 


17898 


48266 


A 


18004 


414 


893 


VFAQHGLTVAAIAAHARDRWF 
VGRTAHANPPVRCSTDGSGRVP 
VTRYSGFVAAAVILLTASPRGG 
ECSREAPLCSVSEYLLLQSAGE 
YAPAPRCVLRCVPSVDEDFVPV 
VPD*APPVEVALFLLRLTPVAR 
PADGGWLLAAIRPDALTSLAIV 
VLAAAR 




48267 


— 


18005 


432 


TTo8 




17900 


48268 


B 


18006 


1 


753 




17901 


48269 


A 


18007 


46 


282 




17902 


48270 


A 


18008 


1 


1201 




17903 


48271 


A 


18009 


1 


618 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17904 


48272 


A 


18010 


1 


1045 


MLCTKWDKLGLEKNAGKNKN 

A YKWYG WPAN A PDEPH1 EQL V 

GECRVMRQLKRLISRIAPSPSSV 

MVVGESGTAIPVVSHAEFKGGF 

ADIGVHYLDWTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

RYTFKNTNR1YLGDTGFNLYLH 

A YGTYG S ANR VNFHDDM\FL A 

GFGFQF*PAGGW/WGSNPFFAK\ 

RYTRSKPYYT\GDNGYV\AGWV 

AGYNFMLGSEKFTLTNWNEYE 

FDRDATYAADFLPLYDVDCQD 

NGNLEYDTYSQPEWKHNLFDH 

YLAVLYRFKDESGKEQFSGAV 

VKTREATPGKE1EAITRRMLDFS 

PRLKKLA 














YPRQHRQRADGSDRHR**/CWS 
A*IWANPTSNLPPCRFALTKRK 
RPILC APPSRQSYAA WCRWEIRI 
A 


17906 


48274 


A 


18012 


296 


1178 




17907 


48275 


A 


18013 


1 


1395 


MPSD1SLASCRLRATSRLFTDHR 

RQSDCMTA1NRJP1VDDEDNVR 

RFETHCANNVRTALHLFADIHP 

DVVLMDIRMPEMDG1KALKEM 

RSHETRTPVILMTAYAEVETAV 

EALRCGAFDYVIK.PFDLDELNLI 

VQRALQLQSMKKEIRHLHQAL 

STSWQWGHILTNSPAMMDICK 

DTAKIALSQASVLISGESGTGKE 

LIARA1HYNSRRAKGAFIKVNC 

AALRESLLESELFGHEKGLFER 

ANEGTLLLDEIGRM/PLVLQAIL 

RILQEREFERIG/GHQTIK/VDIAS 

LLAPTRLQAMVKEGTFREDLFY 

RLNV1HLILPPLRDRREDISLLA 

NHFLQKFSSENQRDI 1 DIDPMA 

rlvlOT T TA YX/CU/T>r , XTTDT7T C\I\/ICD 

MoLL i A WbWrOJNlKbl.olN VlbK 
A V VMNoOrllrbbULrr^lKvrV 
UlNAvjfcvlv 1 Ar VUcKNLIvn.E-lJvK 

VEKRJIMEVLEQQEGNRTRTAL 
MLGISRRALMYKLQEYGIDPAD 
















17909 


48277 


A 


18015 


1 


2154 




17910 


48278 


A 


18016 


859 


1014 


IKTGETHPGIGPSVM*RHSKAD 
LTHRHCGGIPEPQSVSFGSSQH 
GGGQFPPL 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17911 


48279 


A 


18017 


1224 


1520 


SPLVNQ*GA*KFFSRGNLFPQG 
ETH*KTKGVPCWTRYPDLKRS 
DSAEIFKTPANASGRTSGSLGC 
AAQLEKVADGRDLDEKLAEAG 
IGGSNKTSVWQG 


17912 


48280 


B 


18018 


182 


2392 




17913 


48281 


A 


18019 


72 


266 




17914 












PYRGSPRNGHQLCDHCSHRLSE 
DPFVRYSNHCQSISNYRCDKPP 
VRPLSPLHQKTDRKHHQRPDRP 
FQWSAAPAHGRWRSGDS*ETP 
LHYAQPAGKLRWLW VNY 


17915 


48283 


A 


18021 


1102 


1171 


LLGYGQQPPASNLLSEG*RSVV 
L*ISALRM*ALPPQKSSDAPNG 
WLPNRWP1SSTHM1R 


17916 


48284 


A ... 


18022 


1 


1279 




17917 


48285 


A 


1 8023 


1j29 


]40j 




17918 


48286 


A 


18024 


442 


918 


















17920 


48288 


B 


18026 


436 


988 




17921 


48289 


A 


18027 


637 


1086 




17922 


48290 


A 


18028 


1 


321 




17923 


48291 


A 


18029 


1 


845 




17924 


48292 


A 


18030 


298 


581 


GARAEARAGSGQGAGLGVSSP 
VRWRGWSDKGAERPGGPLSPL 
REVSRAGPSG/HAARGQQPGRP 
RFPPPGPRPPRRRCPCTRARPGG 
AAGGGPCL 


17925 


48293 


C 


18031 


450 


604 




17926 


48294 


A 


18032 


1279 


2253 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 


17927 


48295 


A 


18033 


1 


1957 


MAQFHVSHPPAEWPRHVLLLM 

ADSKNELQNMNTGQTCGTRQT 

LKSKLQGWNKPGIQSDPGSQG 

HPRCLKTFPLVAQSSTQERNHV 

MEKAVLKSQNWAIIEEFITKIG 

WFPDYSGKVKYLSSPKSSCTTV 

LQVTHFSLFFHPNPDELVSKIKV 

WSICHRLYQNNSEAFLEVQIPEP 

KCEVYSMRTMGRRQPGTAMD 

LNAGGSICNVPRTLLHLTGESTF 

RDRQRVGAYLD1RGWYILVLV 

VDKEKLGIPGQKQNSSKILFGSE 

KLKQWVYVKNHAKESITQEAM 

G I WVGQQRKRQPLG YEERKLT 

NRKDIH1KNPSVCHHHQRPKVD 

KTTKMGKKQSRKTGNSKNQST 

SPTLKESSSSPATEQSWTENDFD 

ELREEGFRRSDYSELQEEVQNN 

GKEVKNFGKKLDEWITRITNAK 

KSLKDLMELKTKARELCDERTS 

LSSQCNQLEERVSVMEDEMNEI 

KQEEKFREKRI KRNEQSLQEI W 

DYMKRPNLRLIGVPESDGENGT 

KLENTLQDIIQENFPNLARQANI 

QIQEIQRTPQRYSLRRATPRHIIV 

RFTKVEMKEKMLRVAREKGRV 

THKGKPVRLTADLLAETLQAR 

RQDTHRLKIK\DGGRFTKQMEN 

RKRQGLQS*SQIKQNLNQQRSK 

ETKKA1T* W*RDQFNKKS 


17928 


48296 


A 


18034 


1 


2838 




17929 


48297 


A ..... 


18035 


1 


897 


















17931 


48299 


A 


18037 


749 


1020 




17932 


48300 


A 


18038 


1 


1773 




17933 


48301 


A 


18039 


1 


1890 




17934 


48302 


A 


18040 


1 


756 ... .. . 




17935 


48303 


A 


18041 


399 


660 


CPPEAVMPRRHEPVWEMTGFF 
LPDVLLSDSSDTSEGFRLHLET 
WAPFLCRCLSLRLIS*HHHQTT 
GNSSPPVSASQHQSVDRDSLN 


Tm6~ 


48304 


— 


T8042 


— 


2005 




17937 


48305 


A 


18043 


1 


490 




17938 


48306 


A 


18044 


104 


775 




17939 


48307 


A 


18045 


170 


451 




17940 


48308 


A 


18046 


1 


207 
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SEQ ID 

NO: 


SF.Q ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17941 


48309 


A 


18047 


146 


678 


LGFLLRLSEMPRKQGDYRTR1W 
KFEDGLSNVLVIQLNKLIICVM 
CLVRDCDVLKTYFHR*SGLLPI 
KDTS/RPFTRVTVQWGKKNDQ 

1 r l^ULLU I OorAL 1 LIr£/UrJ\.rvriC 

GPPVKVGAYGGQVLHSKWAP1 
YHFLSSHNCNGFCYIS1ANLPKK 
FGQNIKECLTNNRIVPFNCVQD 


17942 


48310 


A 


18048 


270 


1444 




17943 


48311 


A 


18049 


700 


1062 




17944 


48312 


A 


18050 


3 


1096 




17945 


48313 


A 


18051 


1 


1500 




17946 


48314 


A 


18052 




6215 


MEDNLISINKIKILLAVSDGEIDE 

TFSLKQLMFNSVPVQNEDGSFN 

FEGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYT1SVT 

NKTLSA I RIKMFMPRG VRIESN 

GDKNGVRVEYEVQQAVDGGSF 

ETVLTDV1EGKTMSGYDRSRRV 

NLPNFNNQVIFRVVRJCTPDSND 

SNVVDAIQVRSYAEVIDAKFRY 

PLTGLLFVEFDSKMFPNQLPTIS 

IRKRWK.IVNVPSNYDPESRTYN 

GNWDGTFKKA 


17947 


48315 


A 


18053 


1325 


1417 




17948 


48316 


A 


1 8054 




4971 




17949 


48317 


A 


18055 


251 


1091 




17950 


48318 


A 


18056 


1 


2277 




17951 


48319 


A 


18057 


2 


448 


KNDKGDI1VTTKSGGRGTSTVS 
FKLLKPEK1/GSKFSQKDLEMLF 
nUMlvAUr 1 bcJNroAAW Y LlblN 

HSNTSFEQLKMAVTNLKRQAN 
KKSEGSLAYVKGGLSTFFEAQD 
ALSAIHQKLEADGTEKVEGSMT 
QKLENVLNRASNTADTVYE 


17952 


48320 


A 


18058 


124 


984 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17953 


48321 


A 


18059 


142 


1393 


DKKPGMVPPPPGEESQTV1LPP 

GWQSYLSPQGRRYYVNTTTNE 

TTWERPSSSPGIPASPGSHRSSLP 

PTVNGYHASGTPAHPPETAHM 

SGRKSTGVDSQNLGSSSPSKKQS 

KENTITINCVTFPH PDTMPEQQL 

LKPTEWSYCDYFWADKKDPQG 

NGTVAGFELLLQKQLK.GKQMQ 

KEMSEF1RERIK1EEDYAKNLAK 

LSQNSLASQEEGSLGEAWAQV 

KKSLADEAEVHLKFSAKLHSEV 

EKPLMNFRENFKKDMKKCDHH 

IADLRKQLASRYASVEKARKAL 

TERQRDLEMKTQQLEIKLSNKT 

EEDIKKARRKSTQAGDDLMRC 

VL/L, Y Nt^A^olS-Wr t-tlvl V 1 1 1 Lfc* 

LkKJjfcVcKVcMJKl^ril^Ct^ Y 1 t^I> 

RHETDMFNQSTVEPVDQLLRK 
VDPAKDRELWVREHKTGN1RP 
VDMEI 


17954 


48322 


A 


18060 




435 




17955 


48323 


A 


18061 


3 


926 




17956 


48324 


A 


18062 


3 


693 


RPPLAYLRDGDARAGLNGLQL 
AVLAMLSSRKMFCKKSGQSYS 
PSRVL I TENDVKEG LQRSHIL YD 
RAGEEHYNCISALHKSMRGSD 
QNASLYWLARMLEGGEDPLYV 
ARRLVRFA\SEDIGLADPSALTQ 
A V A A Y ^U^nrlL4V]rcUcn.LL<A 

hPA/VVPA D A V>1{ QIFWQ A VMM 

^LV V i rAKArJVoJr. V Y oPl i in IN 

Vi/An DMUfV Ul DDA/DI 141 DX1 

V IvACLKJN n^Ur L,rr V r LrlLKJN 

APTRLMKDLGYGKGYKYNPM 
YSEPVDQEYLPEELRGVD 


17957 


48325 


B 


18063 


1 


2020 




17958 


48326 


A 


18064 


19 


404 




17959 


48327 


A 


18065 




407 


FRATITSAKMGAYKYIQELWR 
KKQADVMRFLLRVRCWQYRQ 

I V A 1 UP A DD DTP Anf ADD! r; V 

L i ALnKArKr 1 KAUJvAKJvLvj Y 

NDKQG Y VI YRIRVRRG GRKRPD 
PKGATYGKPVHHGDNQLKIAR 
SLQSDAEEPAGRHCGALREQSS 
Y*VGEHST 


17960 


48328 


A 


18066 


53 


431 


AKKGAYNYIQELWRKKRADV 

1V1 Kr L, L K V KL* W Y KA^ L, o A L, ri K/V 

PRPTRPDKARRLGYKAKQGYVI 
YKIRVRRGGRKRPVPKGATYG 
KPVHHGANQLKSAQSLQTGVQ 
ERPGHP*YAMRVLKAYRARPD 


17961 


48329 


A 


18067 


5 


328 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location oi last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17962 


48330 


A 


18068 


93 


836 


AK.MGAY\KYIHELWRKKQSDV 
MRFLLRARCWQYPALHRAGTE 
WQLSALHRAPRPTRPDKARRL 
GYKQ\AKQGYVIYRIRVRRYI*D 
SCSPWWLKTAQFPKGCNFTGK 
PVHSWVFNQLKSFASKAFQFR 
WQEGGE AWDGTCG GLLEEFLN 
FFN W V W V/GKIST*QNFFEGLIL 

T A/TDT7U V C * Ci:CMDnTnU/r\r*DXT 
^oiirvJnK\CMKO\JL 1 oAKrtKoKU 

L/GKKGHKFHHTIGG/SLRRAT 
WRRRNTLQAPPLPLI 


17963 


48331 


A 


18069 


1495 


2055 




17964 


48332 


B 


18070 


125 


2530 




17965 


48333 


A 


18071 


345 


800 


RWRLQNLSFCSSCSGSGSEGAT 
CFARGR*RPPGNSLNVSRMGTR 

CCVCfD DUCDA TTT CWri/PD^lIT 

ooibLKKJibrArLbWulvuKL/jiL 

PXTl^ A T-IT T AT.A * WVQP1 CHCADV 
UlNlsJ\riJLL.AOA. rl Y or LbUoAri 

*N*VNGQI**R*TAHRSTPDAPT 

r;u*xir , r , c*i *pucv* r\x> a * on v 
un INLLo L Lno Y l^KA ru r 

RHD*CRMCC*CADCSHAC 


17966 


48334 












17967 


48335 


A 


18074 


205 


1734 




17968 


48336 


A 


18075 


I 


705 




17969 


48337 


A 


iHZ^ — 


590 






17970 


48338 








W\ 




17971 


48339 


A 


18078 


1043 


1248 


ITLGIMA1FTVLILPIHEHGMVFH 
LFVSSFISLSSGL*FSLICRSFTSL 
VSWIPKYFILFEAVVNGSSL 


17972 


48340 


B 


18079 


1 


1977 




17973 


48341 


A 








AWKV Lrr r V i>r \L £> i>U L * r bL 

KRSFTSLVSWIPRYFILFEAIVN 
GSSLMIWLSVCLLLVYKNACDF 
CTLILYPETLLKLLISLRRFELLF 
LSMFSASFRSSCKAGLVVAESL 


17974 


48342 


A 


18081 


471 


1442 


IU/CCUTA/PVFT CAT 17 V*f~:\/P'k''f*:C 

IWorril V r Y rLtALr V uVKauo 
or or LnMAU^roynnLLoKEjr 

Dun i?pc:r:r qi^td 


1797g 


48341 


— 


78082 


188 


355 




17976 


48344 


B 


18083 




1677 




17977 


48345 


C 


18084 


35 


1816 




17978 


48346 


A 


18085 


557 


724 




17979 


48347 


A 


18086 


179 


346 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


17980 


48348 


A 


18087 


135 


1461 


INRIYILLSTTSHLFQN*PHSWK* 
STPQQM*KNRNYNKLSLRPQC 
NQTRTQDEETIISKSLNYMETE 
QPAPE*LLGT*QNEGRNKDVL* 
NQREQRHNIPESLGHI*SNC*QD 
* * RRKERRI K * MQ * KC * RCN KN 
AKGVITTDPTEIQTTIREYHKHL 
YANKLENLEDTDKFLDTYTLPR 
LNQEEVESLNRPlTGSEIEAirNS 
LPTKKRPGPDGFTAEFYQRYKE 
EQRIKYLGIQLTRDVKDLFKEN 
YKPLLNEIKEDTNKWKNIPCSW 
IGRIN1MKMAILPKVIYGFNAIPI 
KLPRTFFTELEKITLKFIRNQKR 
AR1AKTILSKKNIAGGIMLPDFK 
LYYKATVTKTAWYWFQNRDID 
QWNRTEASEITPHIYNHLIFDKP 
EKNKKWGKDSLFNK.WCWENW 
LAICRKLKLDPFLIPYTKINSRW 
IKDLNVRPKTIKSLEENLGIPFR 


17981 


48349 


B 


18088 


1 


2 -! 6 




17982 


i 8350 .. 


A - 


18089 


659 


826 




17983 


48351 


A 


18090 


3531 


3878 


















17985 


48353 


A 


18092 


1607 


1774 




17986 


48354 


B 


18093 




1666 


















17988 


48356 


B 


18095 




1549 




17989 


48357 


A 


18096 


557 


623 


KKWrNYWTHTPSQD*TRKKLN 
P 


17990 


48358 


B 


18097 


1 


1231 




17991 


48359 


A 


18098 


263 


1461 


GGSSCYPSWEATIRTAKMVTLR 

KARTLKVLTFLVLFIFLTSFFLNY 

SHTMWATTWFPKQMVLELSEN 

LKRLIKHRPCTCTHCIGQRKLS 

AWFDERFNQTMQPLLTAQNAL 

LEDDTYRWWLSLESVMFSVTM 

GFCLQRPFGDKQGTTQPVYINQ 

TGRDLTQQQRLQREKKPNNLN 

DTIKELFRVVPGNVDPMLEKRS 

VGCRRCAVVGNSGNLRESFYG 

PEIDSHDFVLRMNKAPTAGFEA 

DVGTKTTHHLVYPESFRELGDN 

VSMILVPFKTIDLEWVVSAITTG 

TISHTYIPVPAKIRVKQDKIL1YH 

PAFIKYVFDNWLQGHGRYPST 

ulLoVlroMnVLUtVULiUruA 

DSKGNWHHYWENNPSAGAFR 
KTGVHDADFESNVTATLASINK 
IRIFKGR 


17992 


48360 


B 


18099 


1 


4855 
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SEQ ID NO: 




SEQ ID NO: 




Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, '-possible nucleotide insertion) 


17993 


48361 


A 


18100 


571 


4189 


FSLKRSSTSLVSW1PRYFILFEAI 














VNGSSLMIWLSV*AKILVQRA* 














VLAFHPS*LRFVKDQVVVDMW 














HYF 


17994 


48362 


A 


18101 


7449 


7626 


SFRSRLFSFHVVELF*VSFLILSS 














SLIALWSERQSVIISVLLYFLRS 














AFLPTMWSILE 


17995 


48363 


A 


18102 


63 


329 


SGQRRKEVPSPTLPAPPFILKKK 














EWPDPPRSFFSGGHWAKSSCPS 














DCSSQLMAC*/CKNAKHQKDN 














SCLI/STHMKGNSERK*NSGYQ 














GLG 


17996 


48364 


A 


18103 


2 


618 


G A FLLE V AT A AG LS AGLTRLG S 














QVGGAMRRSKADVERYIASVQ 














GSTPSTLQKSMKGFYFAKLYYE 














AKEYDLAKKYICTY1NVQERDP 














KAHRFLGLLYELEENTEKAVEC 














YRRSVELNPTQKDLVLKIABCLL 














CKNDVTDGRAKYWVERAAKL 














FPGSPAIYKLK.N/DGWVRGQM 














VPKPDDEGVQVRGRSGRPDAG 














WRLNRRSSVGGSAW 


17997 


48365 


A 


18104 


1 


995 




17998 


48366 


A 


18105 


1 


513 




17999 


48367 


A 


18106 


62 


521 




18000 


48368 


A 


18107 


1 


375 




18001 


48369 


A 


18108 


76 


480 


L VKVCHCTYHH FLTG VVSLPR 














DGGKGAPCWGRARSPKSALLP 














YLAPGRG*VGTYEVQN/PNGTS 














PVQSPATDVGRSPALGNQEP/G 














T* SPGPQ1G RG VTGTA RPHTG V 














SRDSWRRPPSFILNAVANIPKGN 














AP1PKE 


18002 


48370 


A 


18109 


445 


1128 




18003 


48371 


A 


18110 


784 


1189 


IPLGKLLLKPVGAPQIERFPFQIP 














VPLCSLSFPSHSPSS SSARS * VRQ 














ES*LGTPGSAPTGSP/TSHHPSAS 














SPPHPSAKAAFLSFVCFLCS*PPP 














SSCHPCGLGPGPDPSQKMMICT 














VAHLNQSLIFTVVKVHLL i 


18004 


48372 


A 


1811 1 




2088 




18005 


48373 


C 


18112 


169 


213 




18006 


48374 


A 


18113 


1145 


1229 




18007 


48375 


A 


18114 




975 




18008 


48376 


A 


18115 




750 




18009 


48377 


A 


18116 


288 


368 


















18011 


48379 


A 


18118 


479 


1579 




18012 


48380 


A 


18119 


2279 


2398 


SDCSCPGL * GPPG RWHKRRKSG 














S PHLSTPEGTPA LTSQA 


18013 


48381 


A 


18120 


21 


190 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18014 


48382 


A 


18121 


1 


1773 ■ 




18015 


4838j 


A 


18122 


18 


290 


VAGTWPNFLKKVGIVGKYGTR 

YGASLRKMVKKIEISQHAKYTC 

SFCGITKMKRRAVGIWHCGSC 

MKTVAGGAWTYK*V*FLVVFG 

SVWTT 


18016 


48384 


C 


18123 


325 


486 




18017 


48385 


A 


18124 


1 


498 




18018 


48386 


A 


18125 




306 


RQE1DSIHQVGVYCLALVPANT 
LPKTPLGGIHISQTKQLFLEGSL 
HPCN I LMCPHTC VTN LPKPRQK 
QP/WCRPCFRDGWESGCWKTY 
STSCWKGSGTNRRE 


18019 


48387 


A 


18126 


1 


1197 




18020 


48388 


A 


18127 


1 


390 


NSRVDDFVAPGLSEAGKJLLGLE 

FPERQRLAAAVG/CSPMSGVIS 

MSAPFFLGK1IDAIYTNPTVDYS 

DNLTRLCLGLSGVFLCGAAAN 

AIRVYLMQTSRQRVVKRLRTSL 

FSSILGQEVAFSDKAGTGELI 


18021 


48389 


A 


18128 


1 


695 


SGFMDHLEEKADLSELVEKEEL 

GFFQYYRERCHQKVYHP1TKPG 

GSAKDAAPGGGHHQAGPGQG 

GDEGIRMMFCVSPNRATFVVS 

V VPL VSI ID V 1 YG R YLRKLTK VT 

QDSLAQATQLAEERIGNVK\TV 

R AFGKEMTEI EKYPSKVDH VM 

QKARKEAFARAEGV1LNEKSFQ 

G A LEFKN VH FA Y PARPEVPIFQ 

DFSLSIPSGSVTALVGPSGSGKS 

TVLSLLLRLYDPAS 


18022 


48390 


A 


18129 


1 


2136 




18023 


48391 


A 


18130 


1 


822 




18024 


48392 


A 


18131 


257 


388 




18025 


48393 


A 


18132 


1 


765 


MVNALSLAAR1HAEVPADESPE 
MTEGYEGFYHLASMKGTVERA 
DMHYIIRDFDRKQFEARKRKM 
ME1AKKVGKGLHPDCY1ELVIE 
DSYYNMREKVVEHPHILDIAQQ 
AMRDCDIEPELKPIRGGTDGAQ 
LSFMGLPCPNLFTGGYNYHA/P 
SPKFSAVSAMLLASASSAGRCG 
ESIFSPLAYTSSPIESDSCGPAL* 
RFLRH*P/EIFLTQPVF/SENEAID 
IWN\SPTASVSPLMPSRQNAVRE 
LFLLTVRRPTGTD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18026 


48394 


A 


18133 


1 


1166 


LTHWVYHLYG1QR1LIHIPSTSQ 

PNRVRGD1PPLQR1VVPVTVIVQ 

PRLLIMLLPWQTVRLVQVMRV 

LLIKLVAPFIILPAPRR1AVFADE 

RQRQAPVVAVVKMNFSRRCVF 

RLHLSGQLLHRQPALRKPRPAF 

TAHAVCPDFFLQPVQQPHQFSR 

E HHA V A VLTPFLLERLCQ A A PL 

RFFPLAVLCLDPDERREASRLV 

YRLDTCGVSLHRRQPVSVPAIS 

LALPML AIL VVQTI FMALYAIF 

VTWRMMGKNYDAAVLAAGH 

CGFGLGATPTA1ANMQAITERF 

GPSHMAFLVVPMVGAFF1DIVN 

ALVIKLYLMLPIFAG*PMKRR* 

K7SPPQQRQMPDTLRLSSVPSPA 

SSVLSGLLPVVGNVREYGVPGA 

ELPGSSPDRA VN PPL 


18027 


48395 


A 


18134 


48 


314 


LVPMTWVIEASYSIMRKKVGE 
HPHFLD1 AHQAM RDCDI EPELN 
PIRGGTDGAQLSFMGLPCPNLF 
TGGYNMMV SMSL* L WKV WKK 
RCR 


18028 


48396 


B 


18135 


83 


3044 




18029 


48397 


A 


18136 




1080 




18030 


48398 


A 


18137 


3 


979 


DAWADAWSKKADVKVENP\D 
TKEKKPEAKKWDAGGKVKKG 
NLKA\KKPKKGKP\HCS\RNPCP 
CKKE1GRNSRSGMYSRKVAMYK 
RK\YSAAKSK\VEKKK\KEKVLA 
T\VTKPVG\GDKNRR*PGVVKLP 
QKCPRYYP/SLEDVPRKACLSH 
G KKTPL VQH V EKNCE ASI YPRG 
PF*FILTG\RHRGKVRVGFPESSL 
AKLAYLLC*LGPLVLKSEVPL\R 
RTHQKFCHLPLSTKIVDISNWKI 
PKH LTG CLLSRRKKL RK\PR\H Q 
EG\EIFDTEKEKYEI\TEQRK1DQ 
KAVDSQILPKIKAIPQLQGYLRS 
VFALTNGTYPHKLVVLNCLKNP 


18031 


48399 


A 


18138 


858 


1418 




18032 


48400 


A 


18139 


97 


516 




18033 


48401 


A 


18140 


1 


219 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18034 


48402 


A 


18141 


110 


768 


NLFSGCVESTFRKQPAHQRRSR 

ARAETMQRRLVQQWSVAVFLL 

SYAVPSCGRSVEGLSRR/LLKP 

M RPKN V H VPTK VTT YKRA VSE 

HQLLHDKGKS1QDLRRRFFLHH 

LIAEIHTAEIRATSEVSPNSKPSP 

NTKNHP VRFG SDDEGR Y LTQE 

TNKVETYKEQPLKTPGKKKKG 

KPGKRKEQEKKKRRTRSAWLD 

SGVTGSGLEGDHLSDTSTTSLE 


18035 


48403 


A 


18142 


jj8 


661 


















18037 


48405 


A 


18144 


474 


531 




18038 


48406 


A 


18145 


208 


317 




18039 


48407 


A 


18146 


1 


807 




18040 


48408 


A 




1 


1 122 




18041 


48409 


A 


18148 


283 


2204 


ASPMAPTSLCVPTLLPSLNQTSS 
SSTAPTGKASWG WPMLRLPGL 
TTPWSLSLTLW* SRPTFPTSSPC 
SFVVLASPSTSLKCWPLSEGA 




48410 


A _ 


18149 




_12_I2 




18043 


i 841 1 .._ 


A 


18150 


— 

202 


l6 J 7 


















18045 


48413 


A 


18152 




2206 




1 8046 


48414 


A 


18153 


1 


1041 




18047 


48415 


A 


18154 


2 


1460 




18048 


48416 


A 


18155 


1 


792 




18049 


48417 


A 


18156 




362 


AHGAAWPSHRKDRESADLGSD 
GQNGQDLDWGGGCRRCC*RC 
DVLCWGAPHTFRHSYAMHML 
YAGIPLKVLQSLLLGQAPCRCG 

bu^JN Vvj lALrLValiurMLrr 


18050 


48418 


A 


18157 


609 


690 




18051 


48419 


A 


18158 


1 


2055 




18052 


48420 


A — i 


18159 


J 


22j6 




1^ 




^— 


iftfr — 


40(5 








51521 








5T5l 




18055 


48423 


B 


18162 


1 


1215 




18056 


48424 


A 


18163 


1 


594 




18057 


48425 


B 


18164 




1380 




18058 


48426 


A 


18165 


441 


692 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18059 


48427 


A 


18166 


2 


1311 


QHVRSTVTELWTGNFVNSIQTA 
FAAGIGWLITFCSKGGDCLTSQ 
TRLRLSGMLFLNSLDAKE1YLE 
VIHTMLPDFELLSANTLEDRLAH 
HRWLLFFHFGKNENSNDPELK 
KLKTLL KNDHIQ VDRFGC SS AP 
DICSNLYVFQPSLAVFKGQGTK 
EYEIHHGKKILYDILAFAKESVN 
SHVTTLGPQNFPANDKEPWLV 
DFFAPWCPPCRALLPELRRASN 
LLYGQLKFGTLDCTVHEGLCN 
MYN1QAYPTTVVFNQSNIHEYE 
GHHSAEQILEFIKDLMTMPSGGS 
LTPTTFIELVTQRKHTEVRI/V*F 
HCPG WPPWPRL WPM AKKPRN L 
L P* S SRPLNT* SSLFCSSNQPDL R 
GPLLHRPLSLPRRYRGAQVPNP 

UruH Y b V aroLlnULHt^l^SHLr a 

HSPPPRVLRPPRI LTTSTGLPPSP 
RRSATDVHTAYPPTAD 


18060 


48428 


A 


18167 


1 


924 




18061 


48429 


A 


18168 


10 


1254 




18062 


48430 


A 


18169 




618 




18063 


48431 


A 


18170 


1 


460 


MAAPMTPAARPEDYEAALNAA 
LADVPELARLLEIDPYLKPYAV 
DFQRRMFWMFLPFFTLAFSPSV 
L V RFHA A DK Dl PETGQFTKG RG 
L LDLQFQV A EDA SQS WQKL Y L 
LPNCSGQPHQKLVPTAQKFYIT 
VEWGTFFSVPGQVVGSEGSQM 
SVTVEGSEESEDDK.MYMTCSS 

t^DTTlf^T T\/D/lV/IU/7 T?A4 DDXlI-Tr^UC 

fTCPTIAl AWUWWWTpnDDCFI 
l^l^ULlALiArNri 1 Wrrt^rvrvbrl 

SQWNGVLFSQCLAKLWALKEV 
RCQ 


18064 


48432 


A 


18171 


1 


582 




18065 


48433 


A 


18172 


1 


1578 




18066 


48434 


A 


18173 


1 


1293 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18067 


48435 


A 


18174 


344 


1358 


EAQSVTNHKRNSDCTFKEDNSL 
PVRKPSFLITNPGSNQGPRFAGS 
PLGHEFTSLVLALLWTGGHPSK 
EAQSLLEQ1RHIDGDFEFETYYS 
LSCHNCPDVVQALNLMSVLNP 
RJKHTAIDGGTFQNEITDRNVM 
GVPAVFVNGKEFGQGRMTLTEI 
VAKIDTGAEKRAAEESARKGIR 
TGLMGERFGGQILDTVDIENYIS 
VPKTEGQKLAGALKVHVDEYD 
VDVIDSTGTRSS/AISGFFHTYDS 

rNir 1 AKLAr 1 ^JNbArarMic Y 

APGEKAMRRTILVWRHCDY/PL 
CNAGNFVSMISRATSNTIATMII 
*GVCTDNTRLCLYALNCSGDIL 
SRTSCD 


18068 


48436 


A 


18175 


1 


1561 




18069 


48437 










PRRLNNEDHKRLMSWLHCLVP 
HH A K WLQ R WQWQS AK V V *F A 
♦IRAVNFVTAYRAIIYQQSRKQ 
HRYLRSACHGRSIITV1TQSPTK 
SSATKMPEN 


18070 


48438 


A 


18177 


274 


416 


QADDDADNQSGDTDAAFGALI 

v/rccnni P*I Dl DAT VD1 n\t\A 
Y /UboDULU Lr Lr ALKr V IV1 

WYQTM 


18071 


48439 


C 


18178 


24 


509 




18072 


48440 


A 


18179 


1 


1932 




18073 


48441 


A 


18180 


1 


2583 




18074 


48442 


A 


18181 




495 




18075 


48443 


A 


18182 


36 


798 


KQRHSCFWSCWFSRAG*LGEL 

V*NPE1A*RPPRPQQQTVSGNG 

AWSGKAPRRRHSWHY/YT1SFQ 

KLPLVECTNAGPIF*VAKAGRK 

CS1KPPLTSRSYIT\D*PVSLSRSQ 

LTG R/ A GNF VTG W/ QQLDEEIR 

YTMRTTVNAQTRDRRKGVQPP 

TXAi/TcxTrkXimriT pdp i adi uTr. 
i 1 WlrlNLJ 1 ivi/^Lc-KKlAlvLii 1 Kj 

MAWAEEPPSRTRHLISNCQISET 
DIPNVFAVRVNYLLYRAQKER 
DETFYVGTRFDKVRRLEDDTG 
ASWNGNRTGSAGIISIT 


18076 


48444 


A 


18183 


114 


724 


ARTRVPHFPGHETAGGAAAHP 
HLSLLGQDPGNQTQLPGGRGGI 
PGGRGGGRGGGGGGDDGRRR 
ALRRQQVPVLCVQRAGPAMDA 
AAPRHS S PDRERPKDQE VLHRL 
PGHASHSPHLGRHAGQPAGPA 
GLWQAPGLRHHLHAG1QPPE/V 
TNTTLTALT*TRRCPAFSSGTVK. 
PLIFI WNLAAGPPLLRKG AASI W 
ICSCSIFQR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18077 


48445 


A 


18184 


1 


2130 




18078 


48446 


A 


18185 


2 


433 


EMTLDSRVAAAGDLFVAVVGH 
QADGRRY1PQAIAQGVAAIIAE 

A.rvD£,A 1 UutlKDMnu VrVI Y L,o 

QLNERLSALAGRFYHEPSDNLR 
LVGVTGTNGKTTTTQLLAQWS 
QLL/GRNQRGNGHRW*RPAGES 
DPDRKYNRFGSRCSA 


18079 


48447 


A 


18186 


114 


586 


SYITALGQFSRSGIQLLDRLGNF 
G TG WPN F DRKRFG STM RTT VN 
GQTR/GPPQRRPAADNLDF**H 
QRPAGAANRPSGNGHGLGRRA 
AVTHPSLNQQLPDKRNRHPKR1 
CCAGKLSALSGTKRSAMKHSM 
LERVSTKFAVWKMTTGACWN 
G1SSWIKR 


18080 


48448 


B 


18187 


1 


3577 




18081 


48449 


A 


18188 


2 


861 


YHSINAASACSALHPVAFLTILT 
C RTC S S S L V ATTSTMRL PNTLP 
DLIISPVESILSTSFCAVPAFIREE 
PVTTSAPTIGVMANSAVVETAL 
PGLQEIPTVRQPSWRAYSSPAIT 
YGVRPLAAMP/SHH1LCR*INIF 
QIINTAFPAIFRAFHRVLNGIFSA 
SNQTNHQTRFHAVCGRTFGDV 
GWVAKSYQVAEERGSITEHQV 

HYHRQRGDPVGEIGEPELSISRD 
RHHVCHTGYNPAEPVSPAGEIS 
NGTANGNKLNMSVCEIAP 


18082 


48450 


A 


18189 


560 


2021 




18083 


48451 


A 


18190 


525 


804 


GG*CRNWCDHYANGCRDTSGT 
LYDKLAELGPQGLSPR*NNWQ 
TARRNQSSGRNSCHLRREVE* R 
RLDKALRRIRQFSAPDEGAKCP 
WPGIIDCSNHFARLRCQYGRFL 
EVTSAGDEKPYPLYDHHVGLV 
VEQLRCIITAKVRTRHFYYVLK 
SIHPAVAGLPALRDCGELFNSV 
YCRKPATGPELQADVMVVVAY 
GLILRKQCWRCRVLAVSTFMFT 

A ATt A T? rrTMPTI TR Ann A FT 
AA 1 LAKLC 1 Nr 1L1 KAUUAl 1 

GVTIMQMDVEIPVVRCTTSWQ 
SLAHKAYHHVETTGRRHGETR 
VQDETLVTYAEKLSKEERVLTG 
HFRQHSLNAALRFQSMANELA 














SQYPLVAGHEVIGRVVALGSA 
AQDKGLQVGQRVGIGWTARSC 
G/QLRRL Y*R* SDQLRARCG AD 
DYESRWLCREVACGLAMGDST 
ARKY 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18085 


48453 


A 


18192 


5 


385 




18086 


48454 


A 


18193 


330 


598 


VMRFAIVVTGPAYGTQQASSAF 
QFAQALIADGHELSSVFFYREG 
VYNANQLTSPASDEFDLVRA/S 
ATTECATWCGAEYLRSGSITPW 
RC 


18087 


48455 


A 


18194 




2652 




18088 


48456 


A 


18195 


1171 


2091 




18089 


48457 


A 


18196 


486 


837 




18090 


48458 


A 


18197 




2943 


MAIYKQSQHMTEVVRRCPHHE 

RCSDSDGLAPPQHLIRVEGNLR 

VEYLDDRNTFRHSVVVPYEPPE 

VG SDCTT1H YN YMCNSSCMGG 

MNRRP1LTI1TLEDSSGNLLGRN 

SFEVRVCACPGRDRRTEEENLR 

KKGEPHHELPPGSTKRALPNNT 

SSSPQPKKKPLDGEYFTLQIRGR 

ERFEMFRELNEALELKDAQAG 

KEPGGSRAHSSHLKSKKGQSRL 

GTRFLCQPAVTVIPVKIVRVTG 

DTVIRPH A EG A VRVQLRVGQA 

VTCRVCGIRDAD1Q1RCGGVNA 

GQPAGGAVAVTPGLARAADAD 

EFAVVVPGQPFHGGQAVRYTA 

VRQPLRVGRMSGLMLAKTCFR 

LQVMHRLTLTVFSQKVFTESIE 

VVEALKVNLMRVFLRRMDLRQ 

HRKM IMIDNYI A YTG SMNMVD 

PRYFLRDALPHCPNPLTGPTFA 

VLEKLGYPHTFVSTDFNTVALD 

VKTFGIKANDDKAKLKALGEIA 

HACVDATIIYCKSPTVAGLVAR 

EL1KLGHGTPTENPHVYWSPLE 

TVLACILARYRGHCSNTLATNS 

MLENCAFCSAPPRSLKESTLSL 

NTVVIYDNRDGTRSIDKFNRFCI 

HAFPKIIRNA1YEVEQHT*RACR 

vn*n\/nvui;Mivnpr.i«i AACk'i-j 

YV^UVvjWrlNiT V^rOloLAAoJvrl 
PCT<!5P *RWI*I mi/l/r AQ AQI I 

DEATAAAEAMAMAKRVSKLK 
NAN RFF V ASD V HPQTLDLMS Y 


18091 


48459 


A 


18198 


643 


776 


















18093 


48461 


A 


18200 


3 


346 




18094 


48462 


A 


18201 


1120 


1335 




18095 


48463 


A 


18202 


312 


1108 




18096 


48464 


A 


18203 


1 


744 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


18097 


48465 


A 


18204 


381 


1112 


GVEPSPPTNPPPATAIPRATCVA 

AARAASPSPS*SHQPHPPPLAYD 

RCST*PTPTTTAGQDHDHGRR 

WRSAPAPRSDHLSDMLQE/RSM 

SLLPLILSSTRSGSNPLRSTFLSR 

SRS1SKNCSAEV*SNNSAGVGTI 

STS/RSTYDINRADTQVRRAVN 

NYD1IVMSNSFNGQSEHQVWIG 

GQF/ILHQICPLTQFQYGAEPDR 

KE*CQAPASKWALLHK*HRPFP 

QDRKAGECLLHEYEDLYPSVIH 


18098 


48466 


A 


18205 


2 


j07 


nr Ai\rlN.r VlVuojtnlvi^&rVlSxr 

PIPSH*PP*PEN r TNPMRPLAPTDP 

V 1 IN.LKo.LlVI i UKLJKr 1 r Y iNJN V o 

RSDPSTTARSSSADRVNASEYP 
TSSEETSGRSSR 


18099 


48467 


B 


18206 


1 


723 




18100 


48468 


C 


18207 


127 


1410 




18101 


48469 


A 


18208 


1 


1773 


MGKKQSRKTGNSKNQSASPPP 

KERSSSPAMEQSWTDNDFDEL 

REEGFRRSNY\SSY* EEIRT* WQ 

TSLKALKRN*MMM/ILLASPSR 

TPISGPNGDPAGPKFVKAAATT 

GKARQRFHPATTTFHGRTPAPP 

LAHPAPTVSTPASTQHPARRHQ 

VARPDRSSTPLPARJALRVFCPT 

PSTAPPEHPRQNPNPAPQTDSA 

LPGADDVRVSTTDPERRHPHPT 

NTTTPGPGRVLRKELNRPRRP1 

HHRRRRFHVQRA WQLPVPHRH 

HHLDHTSHTRRRLRMTDVRLD 

RPQPQRPPR1TITTVGGDQRLRL 

DRSYQPESPCDGDLRQLQMAG 

RAPCSPLSMLVLEKCDNLKTCH 

TSHGSVMAETAVINHKKRKNS 

PRIVQSNDLTEAAYSLSRDQKR 

MLYLFVDQIRKSDGTLQEHDGI 

CEIHVAKYAEIFGLTSAEASKDI 

RQALKSFAGKEVVFYRPEEDA 

GDEKQNAKNEHGTTSSLPTQFK 

TDHMESQKDH PHKEETSPK VP 

HLVQESQKDHLHKEATNLKVP 

HPHPGKPQGPPPQEGNKPQRPP 

PPGRPQGPPPPGGNPQQPLPPPA 

GKPQGPPPPPQGGRPHRPPQGQ 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18102 


48470 


A 


18209 


944 


1577 


RLCCLEISSTGYPKSSISSSKYPQ 
IPRAGAQCSQAV*SGSNPLRSTF 
LSRSRSISKNCSAEV*SNNSAGV 
GTISTS/GSTYD1NRADTQVRRA 
VNNYDIIVMCNSFNGQSEHQV 
W 1 GGQF/I LHQICPLTQFQ YG AE 
PDRKE*CQAPASKWALLHK*H 
RPFPQDRKAGECLLH E YEDL VP 
IRDTLRLFPGGRYLPRAKHVAP 
SEPDPTHHAYD 














DRVFDSGSKWRSEQDWAAAK 
AVGQCSENGDWRCCGNGRYP 
ARG PA VP A * PSLCLHHPR*RCT 
CCMPVYR 


18104 


48472 


A 


18211 


3 


255 




18105 


48473 


A 


18212 


101 


547 


TSVELMDLCPIRLCRTFSGIPAY 
SMCIA*EWRNVCGVTGTENVT 
PSAAAAATASPIQVLTVLSVTS 
QIRAFSVLPVRRLRRSMSLSRIN 
TCRTEYPRCAVVCLLWKDAVS 
CLSTTFCARLCGQNTWLPRPCR 
HVNRAASDASVSLSTVT 


18106 


48474 


B 


18213 




1113 




18107 


48475 


B 


18214 


220 


1173 




18108 


48476 


A 


18215 


1 


509 


MPNHKAILIKFKKTEI1PITLLDH 
STIKIEIN IKKI AQNHTITWKLNN 
LLLNYFWPLTVSLCEMCKDFYS 
LG1EFSRFPLQELQNKDCALEK/ 
HSHWAQMWP*YPCPAKHWWS 
C RREHVL V VN/DC STS *NS Y WH 
FSD*LRAMKRRNEQCKR*AIRS 
LSRSLPARQDLKLLS 


18109 


48477 


A 


18216 




281 




18110 


48478 


A 


18217 


878 






18111 


48479 


C 


18218 


1 


1602 




18112 


48480 


A 


18219 


33 


608 


VDSLRFQSPSCSVYSTDTR*ISE 

T**NKL*PPKPVIACPKMWIQV 

GQKFRQKAAATP*KAR*SPRPIP 

SH*QP*PKIQTRCGPQPPQIRSPT 

QKPHDRQTALSHRTTTFHGPTP 

A PPL AHP A PT V STPA STQ HP AR 

RHQVARPDRSSTPLPAR1ALRVF 

CPTPSTAPPEHPRQNPNPAPQTD 

SALPGAVRG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


181 13 


48481 


A 


18220 


3 


893 


NPRKRTEQGKAQNKVQWWLT 

RTPVMVQKRPTIVSLKSSPDSPL 

ETYSMFLFLGMWVGVGVEM/C 

SVKLEEQVNTYHYQRILLGISS 

DNA1LLEEESEEGRPMHISTIKE 

PSPDSP1LYLTLNLKLLTSLILFH 

YGESWNLLRADQRLIFAKSWP 

RASRYQQGHQDLFILRSDLPSQ 

VFIRDKLMERRNRRTGRTEKAR 

IWEVTDRTVRTWIGEAVAAAA 

ADGVTFSVPVTPHTFRHSYAM 

HMLYAGIPLKVLQSLMGHKSIS 

STEVYTKVFALDVAARHRVQF 

AMPESDAVAMLKQLS 


18114 


48482 


A 


18221 


1 


327 


L1SLRQRQQRTPGKPGKGPRPIP 
SPWPP*PENTNPMRPPSPTRSGH 
QPRSLMTGRQRFHTAQQRFTV 
RPQHHRSLIQRRPCQRQRVPN I 
QRGDIRSLVQIGHQRRCLRG 


18115 


48483 


B 


18222 


1 


1419 






1^1^ 




T^2l 
















9— 


1717 


RTSTG L SG CIRCG\C A SEGGQ A V 
FV/WPRG PPETPCSRC PA AEG SP 
G*SPPREDPSSGSPGKRQTCTQT 
SARSPS 


18118 


48486 


B 


18225 


67 


1314 




18119 


48487 


A 


18226 


302 


1423 


CRWRFRF1MPFVMASMSAECL 
MNYNSTAMSGKTGLQNDTTLI 
ARPWVKPYLGLEIMRIVGN*PH 
LTWCFPCTMY1PLFSQLLCCPVS 
FGQCGAFRNPGHPPSPNPEFFLG 
PRRCNPSLGHKALVQEAASDTP 
GKS\PGKSPPGPIPKPIGPP*PGK 
HKPDAAPSPHRSGSPNPEAS*PE 
DSAFTPHNNVFTVRPQHHRSLI 
QRRPCQRQRVPNIQRGDIRSLRF 
GCFARHHPRHHRNIHDRTRTRP 
RRLTRHSRGLFEDDVRVSTTDP 

L,KKrirrfr IN 1 I IrOrOKVLKJvb 
LINKrKKrlnljKKKKrnVyKA 
Lrv rnKrlnnLUn 1 orl 1 KivKLK 
MTDVRLDRPQPQRPARITITAV 
GGDQRLRLDRITKPRARPN 


18120 


48488 


A 


18227 


1731 


2392 




18121 


48489 


B 


18228 


1 


1422 




18122 


48490 


B 


18229 


298 


1464 




18123 


48491 


B 


18230 


1 


1800 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18124 


48492 


A 


18231 


745 


1250 


HTQNQRSGRSQNDF*RRRKNIS 
ERSAVYR*RQLYIRRQPYAERP 
SLR* RQRP* 1 PC I RSQHGNRKR1 P 

Kjvrvlrl l^oV LKKKncLLr Krxrt 

ASAERHKTRC*VSERRPRYHRV 
KYDYH*KSIYSR*AHGAA*PSH 
RKDRESADLGSDGQNGQDLDC 
RGGCQPLLLTV 


18125 


48493 


A 


18232 


1 


1661 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFD 
DQ1 RKSDGTLQEHDGICEIHV A 
KYAEIFGLTSAEASKDIRQALKS 
YAAKEVVLYRPEEDAGDEEGY 
ESFPWFIKRAHSPSRGLYSVHIN 
PYL1PFF1GLQNRFTQFRLSETKE 
1TNPYAMRLYESLCQYRKPDGS 
G I V SLKID W 1 1ER YQLPQS YQRM 
PDFRRRFLQCINAGHEMTKAIAI 
AQFNDDSPEARK1TRRWRIGEA 
ADLVGVSSQAIRDAEKAGRLPH 
PDMEIRGRVEQRVGYTIEQINH 
MRDVFGTRLRRAEDVFPPVIGV 
AAHKGGVYKTSVSVHLAQDLA 
LKGLRVLLVEGNDPQGTASMY 
HGWVPDLH1HAEDTLLPFYLGE 
KDDVTYA I KPTCWPGLDIIPSCL 
ALHR1ETELMGKFDEGKLPTDP 
HLMLRLAIETVAHDYDVIVIDS 
APNLGIGTINVVCAADVLIVPTP 
AELFDYTSALQFFDMLRDLLKN 
VDLKGFEPDVF1RDKLMERKNR 
RTGRTEKAR1WEVTDRTVRTW1 
GEAVAAAAADGVTFSVPVTPH 
TFRHS Y A MHML Y A G I PLK VLQ 
ci ur*v\/ur , v , AT Ax/A/Trn" 1 aha/** 

DCDDMQCyPAVVPVU/I Df^PQTOT 
rorlvlNo&iVlr A V irl WLr^KolKI 

FQHI 


18126 


48494 


A 


18233 


162 


446 




18127 


48495 


B 


18234 


144 


2537 




18128 


48496 


C 


18235 


1 


873 




18129 


48497 


A 


18236 


700 


1198 


PFFGTDFFPWARWCIQLRHKEW 

SKGKQRTTKKAPVKPPGPSPAI 

DHP*PGKHKPDAAPSPHRSGHQ 

PKTSMTGRQRFHTAQQPFHGPT 

PAPPLAHPAPTVSTPASTQHPA 

RRHQVARPDRSSTPLPAR1ALR 

VFCPTPSTAPPEHPRQNPNPAPQ 

TDSALPGAVRG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
C| ence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


18130 


48498 


A 


18237 


363 


940 


LQTVLQGYSNENSMFVKQKGS 
PPGKPGKKKPCFWGAPKNGAD 
IPSQSWRPSGNPGTTPPLPKPPSF 
FPGAPRMGQSQAWGHKGFWF 
KKGKPTEPPGKKARVKKPPGG 
QSPKAIGPTRGPGKPPKPDMRA 
PKPPTDSGHQTQKPS*PADSAFT 
PHINVSRSDPRTTARSSSADRVN 
ASEYPTSSEETSGRSSR 


18131 


48499 


A 


18238 


861 


1517 


SLRPHLSGFYQARTL*DQRS*A 

DHE/D1SKNCSAEV*SNNSAGV 

GTISTS/RSTYDINRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQV 

W1GGQF/1LHQ1CPLTQFQYGAE 

PDRKE*CQAPASKWALLHK*H 

RPFPQDRKAGECLLHEYEDLVP 

IRDTLRLFPGG RYLPRAKHV AP 

SEPDPEQDEQK LRFCKRHL YGQ 

QPRSPVEIRLQHVA1AYQTHHA 


18132 


48500 


B 


18239 


1014 


2337 




18133 


48501 


A 


18240 


1495 


1947 


1VTLCFPSYCLHCEAGP/LPCGH 
PWLWLC*VLGSPG*TQRTGSW 
AMPGVQASKPACG* K.VAPAAR 
RVPHPLHMLPHSGHSAASGGA 
SCPLCRG*ATGSDQVLK.HAFRK 
GRSSNCASNGTPPPNADFLGQD 
VHPARHKL RQK S A SEPRK KAR 


18134 


48502 


B 


18241 




2055 




18135 


48503 


A 


18242 


1 


909 




18136 


48504 


B 


18243 


184 


395 




18137 


48505 


A 


18244 


447 


667 


HRPRRRFQIKPQSQVPEHAPLPL 
PTASDPP/AHSPRCPSESRLSPGG 
QRLGFPSSVLNCSKCSWQLAAC 
MGFSF 


18138 


48506 


A 


18245 


265 


890 




18139 


48507 


B 


18246 


1 


551 




18140 


48508 


A 


18247 


407 


636 


RJMVHATGLMKHASSPGCWDL 
NRRTRRCGVRRVTE*QRAS*KR 
*/ERD YI SI M PKPDG LTA AKNL A 
EAFEHYNECIRI 




48509 




18248 





1448 




18142 


48510 


A 


18249 


817 


930 




18143 


48511 


B 


18250 


303 


461 




18144 


48512 


A 


18251 


612 


3359 




18145 


48513 


A 


18252 


1 


462 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18146 


48514 


A 


18253 


268 


749 


RGGIEYLLLVVFILTRTRFIQAV 
EHRRNGRRVAEK1VPELITHFM 
AEIRDLLQRTG V A L/W* HQS A A 
YLPG*QICALA**IHPGVAAGEY 
QRRSIQENGGKVQESGQTAS*M 
RG*MSVESRSGIAARCPESDAQ 
SGVVHRSRWNQSLPARFGAGR 
DYREAS 


18147 


48515 


A 


18254 


1793 


2193 


TQRIPAAQKQGSRCIVDSSAEA 
LSAALAIGNIELVKPSRTMS/DK 
AAQEIVNSGKAKRVVVSLGPQ 
GALGVDSENC1QVVPPPVKSQS 
TVGAGDSMVGAMTLKLAENA 
SLEEMVRFGVAAGSAATLNQG 
TRLCSH 


18148 


48516 


B 


18255 


1 


1557 




18149 


48517 


A 


18256 


606 


1123 


QRDNPSGTDGGRNRAFGAGN1 
HTRGAAQAVERLVDSFPAQEK 
DPGESTGRTDSLPSSRPQKVAY 
P V H RN DRR/ERL W F A A PS S PSN 
ATWGNAEWTLNFSSSDSVTGA 
SSER*N LLFRL ATVRCTLPSSVS 
ADGAIVAALATH1GEAELTLES 
QCGAWRATFSSTCSSLPLNPN 


18150 


48518 


A 


18257 


1 10 


318 


TALKLPLPMSTKVTRCLSNLLK 
PKFNLPPL VQPPKKMLPRH LSR 
*APNTKTSRVLKKN*PIPIPTRR 


18151 


48519 


A 


18258 


2 


3062 




18152 


48520 


A 


18259 


4435 


4954 




18153 


48521 


A 


18260 




1959 




18154 


48522 


A 


18261 


2 


715 




18155 


48523 


A 


18262 




756 


MIRRVSVASGNEYPMRPASY1R 
TAPTVYPSSSPAGTWFAGNAPA 
SSCGFRDRYLIVCSHQTPHVPG 
KREEVN YETG I YWLRJH YG YTD 
YSRNAKQRLQRNNLAPILFTTT 
VPLGGRQYNNSQH LPQRQSLE 
RIRHHTQAFTALIPHGAAGQGC 

GSGVTRKASANLRVTIQIGGFQ 
LRTCGFGPSCRGCHPALQISRAL 
AVAAHQQAADNNMEFANYGP 
FELLOAARQLIES 
















18157 


48525 


A 


18264 


1 


270 




18158 


48526 


A 


18265 


2 


188 


LGFFFQRPLGFGQELSKE*EQVL 
LAPEEVGHLGEHLLFRHASEWP 
APRVQLLLLVRVQDLQE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18159 


48527 


A 


18266 


2791 


3274 


SKIFPRHDDLLLWRSHRNGDDL 
RTAGMNAFKQRLTLLGFKITIL 
TANDYLFADGQ/RSVRKKYPQ 
AQVSRVAGADLWEELMARAG 
KE/GTPVFLVGGEPEVLAQTEA 
KLVRSSSATSAIAWPLLIPCAISS 
W1RSTAFCCCSWVSEGKPADRS 

DADCDTW7T DP 


18160 


48528 


A 


18267 


202 


627 




18161 


48529 


A 


18268 


1 


2390 




18162 


48530 


A 


18269 


1081 


1911 




18163 


48531 


A 


18270 


86 


272 




18164 


48532 


A 


18271 


674 


2808 


F1LKLRTRRR*RHRLIRPWELFQ 

TARNAEVMKA/LVRHLWLEVK 

GVDLGRFPERRYGSDKPDLRNP 

MELTDVADLLKSVEFAVFAGP 

ANDPKGRVAALRVPGGASLTR 

KQIDEYGNFVKIYGAKGLAYIK 

VNERAKGLEGINSPVAKFLNAE 

IIEDILDRTAAQDGDMIFFGADN 

KK1VADAMGALRLKVGKDLGL 

TDESKWAPLWV1DFPMFEDDG 

EGGLTAMHHPFTSPKDMTAAE 

LKAAPENAVATLGDPLESPDDG 

LHNRISTHGCFYVLCGISTNIGV 

ESTARNAWELGFNLVIAEDACS 

AASAEQHNNSINHIYPRIARRG 

RDPQRVM1YIGLPQWSHPKWV 

RLGITSLEEYARHFNCVEGNTT 

LYALPKPEVVLRWREQTTDDF 

RFCFKFPAT1SHQAALRHCDDL 

VTEFLTRMSPLAPRIGQYWLQL 

PATFGPRELPALWHFLDSLPGE 

FNYGVEVRHPQFFAKGEEEQTL 

N RGLHQRG VNRVILDSHPVH A 

ARPH RKLGGTA V WE WEPEG A 

HWVGDEPGWFSSGDLSKAEY 

WAQKAADSGDADACALLAQIK 

ITNPVSLDY PQAKVLA EKA AQA 

GSKEGEVTLA HILVNTQAGKPD 

YPKAISLLENASEDLENDSAVD 

AQMLLGL1YANGVGIKADDDK 

ATWYFKRSSAISRTGYSEYWA 

GMMFLNGEEGFIEKNKQKALH 


18165 


48533 


A 


18272 


532 


2103 




18166 


48534 


B 


18273 


1 


4401 




18167 


48535 


A 


18274 


343 


765 




18168 


48536 


A 


18275 


447 


709 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 




Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18169 


48537 


A 


18276 




1571 


MIEVKHLKTLQALRNCGSLAA 

AAATLHQTQSALSHQFSDLEQR 

LGFRLFVRKSQPLRFTPQGEILL 

QLANQVLPQISQALQACNEPQQ 

TRLRJAIECHSCIQWLTPALENF 

HKNWPQYSVIFKSGVTFDPHFF 

FQQGELDPERAFDDFGIKPMAS 

ASIAQVHSARFNSNGHEVVIKV 

IRAETLPVIKADLKLIYRLARW 

D A AF A AG WSPPA AN LSC AGST 

KIHRLMNRTCCRNLPTPFSFGA 

K.PGLYLVEAMVGGYRATTVVF 

VSDTVALSKVSGIELLVWGAG 

KKQGEANAGSE1LWTDGLGVM 

TRGVTDDSGTLQLQHISPERSYI 

LGTLAMVQLREDMAKRQAAGI 

IAPRSGRRMHRTQHKPPMTTE 

MGPRAVLREDTIPFLEALKASG 

KQRILLTNAHPFfNLAVKLEHTG 

LDAHLDLLLSTHTFGYPK.EDQR 

LWHAVAEATGLKAERTLFIDDS 

EGDAMKEK.PAVEVRLDKWLW 

AAR/SL*NPRAGP*ND*RR*GAL 

QRAAHEAEQNRRAECHAHSAP 


18170 


48538 


A 


18277 


2080 


2274 


RFQVVYFDHErCPSLRHE*FAI.E 
EYTGTRN*GCVNLLDR*KPFPF 
KFMERWLAFSPPGLTLESSRG 


18171 


48539 


B 


18278 


1 


3126 




18172 


48540 


A 


18279 




341 


MLDRLESE1LADRVSEESRRWL 
ASCGLTVEQMQNQMDPVYTPA 
RKIHLYHCDHRGLPLALISKEG 
TTEWCAEYD/GMGQPAE*REPA 
S A A A A YPPAG A A V* *G VRPVL 
QPPPLL 


18173 


48541 


A 


18280 


945 


1484 




18174 


48542 


A 


18281 


965 


1403 




18175 


48543 


A 


18282 


703 


1149 




18176 


48544 


A 


18283 


161 


476 


L LP WRSCI LRSDPL A AH P VI/L V 
P*ACIFIARNCYPRPSCDSACKL 
RRESCG*FG*TRMVSAQATFSIQ 
ITSA/LPFCEHLPGKRSGDFDTG 
EDNALSGQRPEFRHG 


18177 


48545 


A 


18284 


1 


443 


MLSEPALRELATA1AGVRKGEN 
DIAVENIIGANIFNIVIVLGLPALI 
TPGEIDPLAYSRDYSVMLLQAG 

fC\/T ATFDPn AFT r*ri VrKTfYMT? 
NJ^VLAItKct^LArlL.JJ^I I lJNt^JNr 

TLACEKM FWCKGKV V VMGMG 
KS/RAILGEKWPRNVCQHRIAN 
HENRDSIRKICCYHR 


18178 


48546 


A 


18285 


3 


550 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18179 


48547 


A 


18286 


2157 


2504 


LVSLAGAAYRSPQDPVPYMPIS 
PGLDWVRQIVCCVM ASDAD* * 
RVPRQN ALLLPVCTSGPYHA LA 
TGCGFRRGQMLKTTVLPRHYK 
LYLGASSGMRYSTPATALMPLP 
LPHLAER 


18180 


48548 


A 


18287 




621 




18181 


48549 


A 


18288 


1 


423 




18182 


48550 


B 


18289 


1 


1551 




18183 


48551 


A 


18290 


1 171 


2757 




18184 


48552 


A 


18291 


347 


690 




18185 


48553 


B 


18292 


1 


528 




18186 


48554 


A 


18293 


1 


1417 




18187 


48555 


A 


18294 


292 


699 




18188 


48556 


A 


18295 


859 


1377 




18189 


48557 


A 


18296 


1 


3036 




18190 


48558 


A 


18297 


1 


942 




18191 


48559 


A 


18298 


1 


2124 




18192 


48560 


A 


18299 


1955 


2797 


GG1SIDRSGDH*GRGAVYHVAG 
R*NAGRTAELYFASRPTCG/RW 
LVAAVQGAATARJSTIEMSVW 
AQL*QMCRGK1RAT/ISLPEATA 
QV1SSGSGATKVEDGLGDLNKP 
VSNQNLVTG1DTPVYNAPSAGS 
A PFG V L ADN M R Y P I L HKLKDR 
LMQTWYQIRIGDRLAYISALDA 
QPDNGLSVLTYHHILRDEENTR 
FRHTS TTTSVRAFNNQMAWLR 
DRGYATLSMVQLEGYVKNKIN 
LPARAVVITFDDGLKSVSRYAY 
PVLKQYG M KATAFI VTTRIKRV 


18193 


48561 


A 


18300 


1 


1191 




18194 


48562 


A 


18301 


1 


298 


MPVVFTVFFLWFPSGLVLYYIV 
SNLPRYAEYLTVKDADGSVLD 
QG I A L WFP\G PN SFTG E D VLELQ 
GHGGPVILDLLLIR1LTVCGLR1 
ARPACSPRSL 


18195 


48563 


A 


18302 


1 


1011 




18196 


48564 


A 


18303 


1 


1845 




18197 


48565 


A 


18304 


1 


755 


MSPV1DKMYVDAYQPFSEEKIS 

MQEALEKGAQPLREFMLRQTR 

EADLGLFARLANTGPLQGPEAV 

PM Rl LLP A YVTSELKTAFQIGFT 

IFIPFLIIDLVIASVLMALGMMM 

VPPATIALPFKLMLFVLVDGWQ 

LLVALVTGLIISILQAATQiNEM 

TLSFIPKIIAVFIAI1IAGPWMLNL 

LLDYVRTLFTNLPYI1GRTMLQ 

VTSEQ/CAILVKPVLLAVTARA 

GADLHRADSERTQRTKTGGGF 

CRYWAG 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location oHast 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


18198 


48566 


A 


18305 


J 


J977 




18199 


48567 


A 


18306 


1 


630 




18200 


48568 


A 


18307 


1715 


1996 


LFRLLKTLTGRRKRSNKSWITT 














CRGFWGTWCAGWSRP*VVQK 














CRIYTMWR* WQHAQR*VSPAT 














LNGLMLITISRKNPHTRKGAGK 














HCPFSGPS 


18201 


48569 


A 


18308 


517 


675 




18202 


48570 


A 


18309 


480 


626 




18203 


48571 


A 


18310 


757 


1146 




18204 


48572 


A 


1831 1 


318 


724 




18205 


48573 


A 


18312 


1 


l 743 




18206 




A 


183,3 ... 


1 , „ 


U97 ! 




18207 


48575 


A 


18314 


161 


613 


LLRQGFIVISAGGKRVEGQIKLV 














FPAKFEAGFRHG VI AN LRL YPF 














PEEKIGEMATAPLSTSGDCRT* 














YALIGIQ/PTDGDARGSPRYKPA 














LALLPACVGSAKSTPHGRTPIPA 














IYVPSSPT*FRALASDSVAQT*Y 














CRPASQTRRASPARSL 


18208 


48576 


A 


18315 


177 


425 


SRYFSATSTWPLVMSIPVTCPFS 














PASWLST*QSLPLPLPRSKIQQF 














CRCSG1TRPQP*YPDPKSSSFVD 














AQGSPDHSHN1LGLLLRVHFAR 














LPECAWGPAWLW 


18209 


48577 


A 


183 16 


1 


576 


ADSSKKIADIISVIDGIAFQTNIL 














ALNAAVEAARAGEQGRGFAVV 














AGEVRNLASRSAQAAKE1KALI 














EDS VSRVDTG SVL VESAG ETM 














NNIVNAVTRVTDIMGEIASASD 














EQSRG1DQVALAVSEMDRVTQ 














QNASLVQESAAAAAALEEQAS 














RLTQAVAPRSVWQPAHSPINRK 














HHPVLPIATGALMPGCGS 


18210 


48578 


A 


18317 


121 


1819 




18211 


48579 


A 


18318 




2151 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18212 


48580 


A 


18319 


3 


1127 


GTPYASQPV1RPVEGSKPL1K.QV 

LDIGAHGTDKT1AQKLARVAR 

MHFARQRLAAVATFACSAQNA 

IALMEEIAANFSYEMIRLTECIL 

GFTWNRLYQGINVHNAERVRQ 

LAHDGHELVYVPCHRSHMDYL 

LLSYVLYHQGLVPPH1AAGINL 

NFWPAGPIFRRLGAFFIRRTFKG 

NKLYSTVFREYLG ELFSRGYSV 

EYFVEGGRSR/TGRLLDPKTG\M 

LRGGTRPITLIPIY1GYEHVMEV 

GTYAKELRGATKEKESLPQML 

RGLSKLRNLGQG YVNFGEPMP 

LMTYLNQHVPDWRESIDPIEAV 

RPA WLTPTVNNI A ADLM V Rl N 

NAGAANAMNLCCTALLASRQR 

SLTREQLTEQLNCYLDLMRNVP 


18213 


48581 


A 


18320 


1 


2470 


MFQPSDSGKSFIFNMSVGYNLE 
GIKQPPMQQFIDNMMDASDHP 
KFAQYRDTLNKLLQDDAFLAR 
HGLQEKRESLQALPARJPTSMV 
HGVTLSTMHGCPPHEIEAICRY 
MLEEKGLNTFVKLNPTLLGYA 
RVREILDVCGFGY1GLKEESFD 
HDLKLTQALEMLERLMALAKE 
KSLGFGVKLTNTLGTINNK.GAL 
PGDSTSGVLRTYERLLTAWML 
TCPCADEHQRGESVKLATALT 
WWLRGSQNRDEITKDGFQSNH 
AGGILGGISSGQQ11AHMALKPT 
SSIDVPGRTINRFGEEVEMITKG 
RHDPCVG IRA VPI AEAMLAI VL 
MDHLLRQRAQNADVKTDIPRC 
AQSIGSFSNGCIVGADTLPIQSE 
HYQVMRTDQRRYFGHPDLVM 
FIQRLSSQVSNLGMGTVLIGDM 
GMPAGGRFNGGHASHQTGLDV 
D1FLQLPKTRWTSAQLLRPQAL 
DLVSRDGKHVVSTLWKPEIFSL 
IKLAAQDKDVTR1FVNPAIKQQ 
LCLDAGTIATGCAKCDPGVSIG 
A YAYLLTLRAQCL A H DLPDPLE 
PLEIDGTLLPRYVFIHGGPRVFT 
YYTPKEESIKLFHDYLDLHRSN 
PNLDVQMVPVSVMFGRAPGRE 
KGEVNPPLRMLNGVQKFFAVL 
WLGRDSFVRFSPSVSLRRMADE 
HGTDKTIAQKL\ARVARM\HFA 
RQRLAAVGPRLPARQDLFNKL 


18214 


48582 


B 


18321 


1 


1460 




18215 


48583 


A 


18322 


2 


234 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18216 


48584 


A 


18323 


282 


422 




18217 


48585 


A 


18324 


1 


1974 




18218 


48586 


A 


18325 


154 


1944 




18219 


48587 


A 


18326 


18 


386 


KACEAVF*DQGLPLGPKVQGQ 
WDWFPGPGALRHQQSVAHQA 
GGFRSLWGYSGVSGQCRRHSD 
* SRPGRE ARRRRS VAG* * SHAL 
HRQTALFGARSDADLPAAAPR 
YLLYRGLSAAHFRPQAG 


18220 


48588 


A 


18327 


181 


655 


KARSPEDQG FRPRVHIDGG V W 
HLDVG SSHPGAEVGPKGMA VR 
HLKWYASWV*NVVRQFGPYLP 
WALEN/WRGAAPSTRGHGVC/G 
ITVFGKSDGTT/SHDQY*TAPYG 
SPHPPGRWSLRHRYPAHLTSSA 
LAFSDARRNAARQPRRWNPLS 
GYSQVICLPAW 


18221 


48589 


A 


18328 


1 


658 


MDDGTSIAPDGDLWAFIGDELK 

MG1PENDRJREQKQKYLRNKSY 

LHDVTLRAEPYMYWIAGQVKK 

RNMPMELVLLP1VESAFDPHAT 

SGANAAGIWQI1PSTGRNYGLK 

QTRNYDARRDVVASTTAALNM 

MQRLN KMFDGDWLLTV AAYN 

SGEGRVMKAIKTNKARGKSTD 

FWSLPLPQETKQYVPKMLALS 

D1LKNSKRYGVRLPTTDESRAL 

ARVHL1SPVKCARFSRFVFCPA 

VCRDSGGADERRTDSDGCQYA 

GGVK.PESVMGAE1VEGFSHISV 

TSA WSRGDNSPAPMAFSRL WL 

TVFSMVFKRRETVRSLSAVGA 

GELRGAAPSTRGPEWTHHWCS 

GCHANGTARSAVVPPDPMPNS 

EVKRRSADGSVGSP*RLITAAK 

VG S* RQLKRTKRVGNPRTSGRY 

RCRRKRSSTCLKCWH*VIFSKT 

ASVMAYVCQRPMKAVLWRVC 


18222 


48590 


A 


18329 


642 


1343 


LCLHLPLPTRFPRLQL*EEGGPV 

QPAAMPQWRTLPGPGPRPALPL 

PRRLRGSSLRARPGRLRGPRLR* 

RRHVCGGRRRAPLLLRAGLRRP 

RLPRARGPVRRAPLCSRRPLLR 

PLLRPRLRLRSRLHGSAV*VPSA 

PRRRKRLARGPAGPQARGPSAL 

PFASGSGTARGRGRGRRCALA 

GPRAPPWPLPGCWVSLAGWDP 

GAVSPRTPGCTQQPKDAGGFR 

GWSEAGVHDAQTV 


18223 


48591 


A 


18330 




810 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18224 


48592 


A 


18331 


236 


717 


ALPVGAAFSSTTGFGSGFGAGG 
ASTFGLGGSTGFGFGGATGAGS 
GSNSVLLAA1VAGSSDGAAASP 
ARTSSAAPSGGCD/QERRJVDFK 
RNKDGIPAVVERLEYDPNRSAN 
IALVLYKDGERRYILAPKGLKA 
GDQ1QSGVDAAIKPGNTRLSYG 
QHREAWR 


18225 


48593 




18332 








18226 


48594 


A 


18333 


75 


839 




18227 


48595 


A 


18334 




579 




18228 


48596 


A 


18335 


223 


563 




18229 


48597 


A 


18336 


1 


1219 




18230 


48598 


A 


18337 


157 


864 


RGN RQLQQFPRH W RSNRLDGL 

LLQIQLQILGGHTVERHLVVQI 

ALVVNGHPGHADGMWILCIRV 

LLSLQQNGFRRVPSIGHWTGH* 

AATDQARLMLGGH1NAQFAGI 

QRLEDLGTQLLHTTNGLVEVE 

ARRQILQLGLPLFLLLNQTDVW 

AIPGVHVLRFDVVGRDPS/EVL1 

DPRQNAGLLWK.V1' A TFRPEPTR 

PA VCCPRGGQSG DDRRAGCAC 

NHVELVARHRRSCPWHSDRH 


18231 


48599 


A 


18338 


1 


219 




18232 


48600 


A 


18339 


1 


2226 




18233 


48601 


A 


18340 


46 


228 




18234 


48602 


A 


18341 


382 


1431 




18235 


48603 


B 


18342 


1 


2 i?.° 




18236 


48604 


B 


18343 


1 


912 




18237 


48605 


A 


18344 


2267 


2539 


















18239 


48607 


A 


18346 


1842 


2560 




18240 


48608 


A 


18347 


1 


1284 




18241 


48609 


A 


18348 


1 


792 


















18243 


48611 


A 


18350 


757 


1011 


LFGRFSNGFLIVVCQRLRQAVV 
NEQFLPETATLTHRGELLFHSP 
A*LPG VFRYLAQM* RHAVIQVF 
RATGVPEPERCRQRRPHER 


18244 


48612 


A 


18351 


148 


679 


RMSDDKFDAIVVGAGVAGSVA 
ALVMARAGLDVLVIERGDSAG 
CKNMTAGGRLYA HTLEAIIPGFA 
VSAPVERKVTREKISFLTEESAV 
TLDFHREQPDVPQHASYTVLRN 
RLDPWLMEQAEQAGAQF1PGV 
RVDALVREGNKVTGVQAGDDI 
LEANVVILADGVNSMLGRSLG 
MVPAS 


18245 


48613 


A 


18352 


1168 


2241 




18246 


48614 


A 


18353 


1 


1344 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18247 


48615 


A 


18354 


440 


886 




18248 


48616 


A 


18355 


1 


2876 


MAGVPGFEPGNAGIKNRCLTA 

WRYPIRTTLSGEWCGRRDLNSQ 

EATLQQPLLQAIDLKKHYPVKK 

GMFAPERLVKALDGVSFNLER 

GKTLAVVGESGCGVLACTLFA 

WNRNYFVLLFVGVFLSSFGSTA 

NPQMFALAREHADKTGREAV 

MFSSFLRAQVSLAWVIGPPLAY 

ALAMGFSFTVMYLSAAVAFIV 

CGVMVWLFLPSMRKELPLATG 

TIEAPRRNRRDTLLLFVICTLM 

WG SN SL YI IN MPLFJINELH 


18249 


48617 


A 


18356 


606 


726 




18250 


48618 


A 


18357 


1271 


1726 




18251 


48619 


B 


18358 


1 


1633 




18252 


48620 


A 


18359 


1 


407 




18253 


48621 


A 


18360 


427 


2307 




18254 


48622 


A 


18361 


120 


694 




18255 


48623 


A 


18362 


804 


1087 


KRQHLCTHSGAIRLRIAGVGSW 
KG/GRPNWRKMAVRWRVPASA 
VVSGWLRRWHCWPVAMPSAE 
SPRIRCGAGCCICRLPLFRCGCC 
TPARLTISH 


18256 


48624 


A 


18363 


216 


436 




18257 


48625 


A 


18364 


476 


577 


FRRWYWGCCSTTRLSHCLTR* 
M*CMRWSLAVCC 


18258 


48626 


A 


18365 


1159 


3744 




18259 


48627 


B 


18366 


169 


743 




18260 


48628 


A 


18367 


2811 


3513 


SLPRG WFQPE YGNL EI MEKTYN 
PQDIEQPL YEHLGFPRVG LRRE 
LKKAQESYWAGNSTREELLAV 
GRELRARH\WDQQKQAGIDLLP 
VG DF A WYDH V LTTSLLLGN VP 
ARHQNKDGSVDIDTLFRIGRGR 
APTGEPAAAAEMTKWFNTNYH 
YMVPEFVKGQQFKLTWTQLLD 
EVDEALALGHKVKPVLAGPGT 
WLWLGKVKSEQFYRLSLLNDI 
LAGYQQGLAETGVGPDDIVTA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18261 


48629 


A 


18368 




2810 


MKQTVYIASPESQQIHVWNLN 
HEGALTLTQVVDVPGQVQPMV 
VSPDKRYLYVGVRPEFRVLAY 
RIAPDDGALTFAAESALPGSPT 
HISTDHQGQFVFVGSYNAGNVS 
VTRLEDGLPVGVVHVVDGLDR 
LARQL1KNLATLKAGNARVVN 
SNAMSFLAQKGTPHNIVFVDPP 
FRRGLLEETINLLEDNGWLADE 
ALIYVESEVENGLPTVPANWSL 
HREK.VAAFAGAEPYHYLNHTL 
GFPRVGLRRELKKAQDSYW 


18262 


48630 


A 


18369 


2279 


2563 


MNFGASLNSPTPRSYLSLGGEK 
KAPVWEHTLGVPSRRPAAGKL 
KKAPERYWGGEHPPVKKWLG 
G*ARKCRPRPWETL*KSHLRRR 
PSLGPWAGGL 


18263 


48631 


A 


18370 


481 


1020 




18264 


48632 


A 


18371 


1 


998 


MNEN FG TQIC VNNRLSFTDC SG 
YVTRYDHDRFGQVTAVHREEG 
LSQYRAYDSRGQLIAVKDTQG 
HETRYEYNAAGDLTTVIAPDGS 
RNGTQYDAWGKAICTTQGGLT 
RSMEYDAAGRVIRLTSENGSHT 
TFRYDVLDRLIQETGFDGRTQR 
YHHDLTGKLIRSEDEGLVTHW 
HYDEADRLTHRTVNGETAERW 
QYDERGWLTD1SHISERHRVTV 
HYGYDSKGRLASEHLTVHHPQ 
TNEL L WQHETRL A YKRTGL AN 
RC1PDTCPPVNAYLGTACCQHE 
1CDTPWLSYRDPFTGKSWLSGR 
YELHKRIYGITAKERKDVDVW 
HPDVRFFELYDENNELRGSFYL 
DLYARENKRGGAWMDDCVGQ 
MRKADGSLQKPVAYLTCNFNR 
PVNGKPALFTHDEVITLFHEFG 
HGLHHMLTRIETAGVSGISGVP 
WDAVELPSQFMENWCWEPEA 
LAFISGHYETGEPLPKELLDKM 
LAAKNYQAALFILRQLEFGLFD 
FRLHAEFRPDQGAKILETLAEIK 
KLVAVVPSPSWGRFPHAFSHIF 
Ar,r;vA Ar:vvcvi WArivi a An 

Auu Y AAU i ioi LWAL'VLAAU 

AFSRFEEEG1FNRETGQSFLDNI 
LSRGGSEEPMDLFKRFRGREPQ 
L*HTVVELPRPFHREILAFRPL*I 
TQAYLRHHR*RA*RC*CLASGC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18265 


48633 


A 


18372 


409 


533 


TGNDAPVPAQSAQYRYLQ*SV 
RNFCRLSFRLGINLSLPYPHVDD 
VIPLMAEGKILPYLDIPLQHASP 
R1LKLMKRPG 


18266 


48634 


A 


18373 


222 


659 


SAG SVKTQRSG ANKQRRTRSRL 
ASFC/ETLSSVSFPAWRKISFLIP 
VGLPISNNYVCSLNPVWCAMR 

LNMrrMorvolCWyisJi WKol Vo 

RWITTRHSFVQTLISTACWRRSP 
VTQSSWRSTFACSTGLLSHAPP 
LPIRHCTN 1TNV WY 


18267 


48635 


B 


18374 


1 


1527 




18268 


48636 


A 


18375 


1 


1005 




18269 


48637 


A 


18376 


2 


314 


WV S Y C SG STTL/LLRALQECQR 
QQGPWASAGDPGEGAGERERL 
PQALASPPLQVKPARQ/RDPGL 
RTPDPGDTASPALNG HIFALPA 
GTAGDCFPRPPRGRKNSGT 


18270 


48638 


A 


18377 




576 




18271 


48639 


A 


18378 


189 


563 


QGRGSSRPGCGHLDPGGEEWL 
PQRPGLQH LC\PSA Y1LIF AG VL 
VMV TGFLGFGA1LWERKGCLS 
TTTGDRFWKDRQPWTCR/WQT 
SHRNQSGAGGQWDRFRSHQGH 
RDHEGRTSNWGSGFPREVA 


18272 


48640 


A 


18379 


1 


531 




18273 


48641 


A 


18380 


1385 


1673 


AASTDRAAETG**KTR/HRWFL 
SVKLRTSTPTAVSPKK.*KRLAW 
TRCMTPPSKR*KKRVITPSSSPT 
SLTSTLPG ATV ATSP VMPRV WN 
CSTAVCRS 


18274 


48642 


A 


18381 


1 






18275 


48643 


A 


18382 








18276 


48644 


A 


18383 


2 


149 


ARRNESRRGGR*HPCRPIT*TGT 
VNQRPAGFRRFAGPFRYSGKPG 
RERL 


18277 


48645 


A 


18384 


482 


1655 




18278 


48646 


A 


18385 


1 


776 


MENACVLLMGVLSTFLVSWLG 

KDAMAGVGLADNFNMVIMAF 

FAAIDLGTTVPGAFSLCKRDRR 

QARVATRQSLVIMTFLPVLLAP 

L I HHFGEQI I DF V AGD ATTE VKA 

LALTYLELTVLSYPAAAITLIGS 

GALRGAGNTKIPLLIMGQVAML 

MQAPYYFQEAQIEAAIAAMDV 

A PEYADI RQVESSTA VLYLFSE 

RFMTYGKAYGLCEWFEGSRLSI 

AHIPVTDNDNETQYHFFRQSCQ 

HC/DRCSVHRRLPDGGVVA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18279 


48647 


A 


18386 


1017 


9228 


FGRC AG VCQ* RG RDG QRRDE A 
GDGRLRARL*\ALYQTITHDLR 
YRHKN L YRRKLA SQR VTEH VN 
RAGLRYSYQYEKDCIT1TDSLA 
HNKVLHTQGEAGLKRVVKKK 
HADGSVTQSQFDAVGRLRAQT 
DA AGRTTE YSPD V VTG LITR1 TT 
PDGRASAFYYNHHNQLTSATG 
PDGLELRREYDELGRLIQETAP 
DGDITRYRYDNPHSDLPCATED 
ATGSRRTMTWSRYGQLLSFTD 
CSGYVTRYDHDRFGQMTAV 


18280 


48648 


B 


18387 




143 1 




18281 


48649 


A 


18388 


575 


835 


RQKPERYLTA FI STTLPLRWMT 
LVRVMRPIVTCRRSRSILLRSIS 
HLCKWRVSTKSPVILWTILSN* 
RLFWKSWR*NGLQSKYQDG 


18282 


48650 


A 


18389 


1207 


2465 


ASTAQQHQLLSPAKEETTGWRl 

FHPSDPWALGRSQGGAGLIQPP 

EVQKGSVRYRARFALLGPAMV 

AHRHTGRPEIRYRYDSDGRVTE 

QLNPAGLSYTYQYEKDRinTD 

SLDRREVLHTQGEAGLKRVVK. 

KEH\ADGSVTQSQFDAVGRLRA 

QTDAAGRTTEYSPDVVTGLITR 

ITTPDGRASAFYYNHHNQLTSA 

TGPDGLELRREYDELGRLIQET 

APDG DITRYRYDN PH SDL\PC A 

TEDATGSRKTMTWSRYGQLLS 

FTDCSGYVTRYDHDRFGQMTA 

VHREEGLSQYRAYDSRGQLIGV 

KDTQGHETRFEYNIAGDLDGGI 

A PEG G/RN G/TQ Y D A WG RRRTT 

/r*nr*r\ a nncc a ( ' f ' ri> a dv^ut 
/l^UOJJAUfJKaAOU 1 KAKaUH 1 

SFRSVGDRTYVSRHGYPGRNLR 
RMV RS S VPL YRLT A SIAPVPQE 
YRFPPHQSEEVY 


18283 














18284 


48652 


A 


18391 


1 


2640 




18285 


48653 


A 


18392 


1 


549 




18286 


48654 


A 


18393 


290 


389 


HLCGPRTAR*ARFWHL*RAYG 
L*SGECRRAGSV 


18287 


48655 


A 


18394 


1095 


1268 


HLCGPRTAR*ARFWHL*RAYG 
L*SGECRRAGSVAENARSACRC 
RRSAHAGRFLQTAS 


18288 


48656 


A 


18395 


1056 


2178 


















18290 


48658 


A 


18397 


1628 


1856 




18291 


48659 


A 


18398 


227 


668 




18292 


48660 


A 


18399 


1 


3186 




18293 


48661 


A 


18400 


291 


631 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






18294 


48662 


A 


18401 


1 


1437 




18295 


48663 


A 


18402 


345 


727 




18296 


48664 


A 


18403 


870 


1043 




18297 


48665 


A 


18404 


1 


2175 




18298 


48666 


A 


18405 


1 


1332 




18299 


48667 


A 


18406 


1 


1566 




18300 


48668 


B 


18407 


1 


921 




18301 


48669 


B 


18408 


1 


2487 




18302 


48670 


B 


18409 


1 


2919 




18303 


48671 


B 


18410 


1 


2214 




18304 


48672 


A 


1841 1 


1714 


1979 


RLAWRLAGRWWAGSWRTST1P 














PAAACSRLRCSPPSKFCSAWCR 














WC STRAC SSCCRSTSSPMPA WR 














PSAGS*LSTARRRAPPSALVLR1 


18305 


48673 


A 


18412 


1201 


2118 


PSRQADKEN RPHPGRG Y PARM 














MSGLTGT1TTVSTGWCTTRGHN 














MKSRWSKVAIFTTRWGRRVAK 














RVWRRERDLTGWMSLSRKPQV 














TWYGWDGDRLTTIQNDRTRIQ 














Tl YQPG SFTPL I RRIP VLGG GDTT 














MDCLRTSIRLNAASVTCAYRRD 














QJSMPGSRKEVVNAREEGVEFQ 














FNFQPQYIACDEDGRLTAVGL1 














RTAMGEPGPDGRRRPPPVAGSE 














FELPADVLIMAFGFQAHAMPW 














LQGSG1KLDKWGLIQTGDVGY 














LPTQTHLKKVFAGGDAVHGAD 














LVVTAMAAGRQAARDMLTLF 














DTK*PGTAGTATG*PQYRTTEP 














ASRRFISRGASRHSSEGS/SVLG 














GGDTT/MGLFADFHPPQCRQRD 














LAPYRRDQISMPGSRKEVVNAR 














EEGVEFQFNFQPQYIACDEDGR 














LTAVGLIRTAMGEPGPDGRRRP 














PPVAGSEFELPADVLIMAFGFQ 














AHAMr WLt^USOliS.LUrvWOLiy 














TG D VG YLPTQTHLKK VF AGG D 














AVHGADLVVTAMAAGRQAAR 














DMLTLFDTKAS 


18306 


48674 


B 


18413 


1615 


1656 




18307 


48675 


A 


18414 


1287 


5056 




18308 


48676 


A 


18415 


1 


271 




18309 


48677 


A 


18416 


1 


588 




18310 


48678 


A 


18417 


2150 


2332 
















LEELGVIGAVLVGFSL* VLWAP 














LQLPKAGGRVKVAGIQLGEVEF 














WKVS\KSCSSPDPPPGVMAAKIS 














ISQALQPPQSTR 


18312 


48680 


B 


18419 


1 


2721 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18313 


48681 


A 


18420 


712 


10j1 


PVMRQRGVFRSVILIKIRSARCC 
QM1QPRVISHAMYSLSPFFALR 
RSTKSPKRFSMNNS*ASRSSGST 
SRDTSAIS*ARRSISSRTSRLLIRS 
L1SLISSLLVNVV 


18314 


48682 


A 


18421 


1 


1779 




18315 


48683 


A 


18422 


693 


921 




18316 


48684 


A 


18423 


758 


1183 


ALTAASRSECAVIMMTGRTSCC 

DIVEKWIPARCCQMIQPRVISH 

AMYSLSPFFALRRSTKSPKRFS 

MNNS*ASRSSGSTSRDTSAIS*A 

RRS1SSRTSRLLIGWRSLWYTILI 

NSIPPTNRAKSMKPEPSPNACSK 

VKRCC 
















18318 


48686 


A 


18425 


1 


2436 




18319 


48687 


A 


18426 


1382 


1813 




18320 


48688 


A 


18427 


900 


1028 


AGYAAPGRTDRRSSPSG*GYRY 
SGCYQICRQPGRLGSRKSPV 


18321 


48689 


A 


18428 


1 


881 


MTPSRF AKKNG SL VKRCPMG 1 

DAEVTMIKPIAARPKVSHSKVR 

SYMIRLSVSFSREPITQPFSAVEI 

QTRJRYGVSGFFLRRVDTEHHP 

DRHAARALQYHITGSNRCDAIN 

AVQFDTAGGECTNRRMAEDIIG 

RNVAVIQML1RLVIKQAFREVP 

SELWTNRKQACPFLDFDCGENS 

A1AANNYDWFGNMNVLTFLRD 

IGKHFS VNQM INKEA VKQRLN 

REDQGISFTEFSYNLLQGYDFA 

CLNKQYGVVLQ1GGSDQWGNI 

TSGIDL/NPSSASESGVWPDRSA 

DH*SRWHQIW 


18322 


48690 


A 


18429 


] 


3270 




18323 


48691 


A 


18430 


1 


374 


MKTCWQILEIESTTQIDI1RQAY 
LA RLPLCHPETDPQGFKA LRQA 
YEEALRLAVNPVEEADDEEKD 
AAAEHEILRAFRT/FTGFRK*SFS 
AFRLAEIYSAIKYLEHGGCRSIT 
LAAVCNRHRSAI 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18324 


48692 


A 


18431 


63 


1272 


LRRSCNAVYCW*CVATCPS\GE 

EDGIVLIDQDKCRGWRMCITGC 

PYKKIYFNWKSGKSEKCIFCYP 

RIEAGQPTVCSETCVGRIRYLG 

VLLYDADAIERAASTENEKDLY 

QRQLDVFLDPNDPKVIEQAIKD 

G1PLSVIEAAQQSPVYKMAME 

WKLALPLHPEYRTLPMVWYVP 

PLSP1QSAADAGELGSNGILPDV 

ESLRI P VQ YLANLLTAGDTKPV 

LRALKRMLAMRHYQRAETVD 

G KVDTRALEEVGLTEAQAQEM 

YRYLAIANYEDRFVVPSSHREL 

AREAFPEKNGCGFTFGDGCHGS 

DTKFNLFN SRR1DAIDHQQEMF 

EAIAASKNLPKEDAHALGIFLR 

DLTTMDPLDAQAQYSELFDRG 

RATSLLLFEHVHGESRDRGQA 

MVDLLAQYEQHGLQ 


18325 


48693 


A 


18432 


2 


859 


WPLRRSPYS1INGSGKSAASGSV 

MQVAQFNSHYQYDPKFERGM 

YLYEHRRCFNNIIDYCNSLCYH 

AWLVAHKDDIERNYRGPLVQV 

VGWCDA1FGAEELGISRAQFDQ 

FLRMMQGGAQFGGGYQQQTG 

GGGRPGGHFFEKRRLLRMVDR 

LNARFTGGVLVSFKGPLLEGFG 

PWQGLSPWVIGPDLGLPG/CLG 

AWGAVSVCHCPWVCKTGSPFR 

WVPHRRFHPPPG*KFPENWMG 

FCSSRTCSGLFSHPHSPTMAFKN 

FELGHGTPPRGTRNRPTMSSNT 

YRPHRFQ 


18326 


48694 


A 


18433 


479 


601 


CWRPLPAEKRWWYLAANWW 
RLAARFVFPMLCVRQ*PSSMIW 
TTPDAD1AIGTWRSCCAVLRGR 

JsJVlr Vool 1MKKKL I t-WKrLrA 

EKRWWYLAANWWRLAARFVF 

D]\/tl f^\/X>f\A A DVTI/ 

rMLLVK^AAF Y lis. 




48691 


— 


18431 


— 


— 


ATYENMLANPRN*KHDANRHY 
PPGLSCSLTVVSSRNRSARV 


18328 


48696 


A 


18435 


173 


298 


ATYENMLANPRN*KHDANRHY 
PPGLSCSLTVVSSRNRSARV 


18329 


48697 


A 


18436 


1 


1734 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 

in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18330 


48698 


A 


18437 


851 


2202 


RQKRLIFCCVKGKNWPP*WRW 
LNEKLPCSLMLLPTLPPSVLGIR 
LQNQLQRQFVRQGGVWMPGD 
EVKKVTCKNGVVNE1WTRNHA 
D1PLRPRFAVLASGSFFSGGLVA 
ERNGIREPILGLDVLQTATRGE 
WYKGDFFAPQPWQQFGVTTDE 
TYARHRQGKPLKTCLPSVRCW 
ADLIPS PRD A A A VF V PS V L YMP 
LNRLPNAQEANNE 


18331 


48699 


B 


18438 


1 


5301 




18332 


48700 


A 


18439 


710 


889 




18333 


48701 


A 


18440 


1622 


2615 




18334 


48702 


A 


18441 


1 


1309 




18335 


48703 


A 


18442 


1 


266 


PRQCGFMKKRLENGDDYFAVN 
PRGRCLHCCWMTVLC*RKRSD 
YAVSCRQRPRPPVLAPVNSISRS 
VSP YTPEE YKPTVRA QL EKNCN 
M 


18336 


48704 


A 


18443 


267 


395 




18337 


48705 


A 


18444 


1 


3807 




18338 


48706 


A 


18445 


! 


2193 




18339 


48707 


A 


18446 


1278 


1846 


SCRSAPRNRHQIPGTYRSRLPRH 
TTPPGYDHNRKNPNLYISTRQK 
RDAFFAVQYHSLLYYRQTLLPN 
DWNQSVDR*FVFRL*NQNGYNS 
GRHLYWRYHSYNAWL*LCHR 
HPV YY RL YYIFLQPVQMQMPQ 
CPSPLM PECSFSFSFL1 L 1NA/SNI 
QRESPVENRK.VFNLRLLKIYYR 
L1IFLKCGNLLNL 


18340 


48708 


A 


18447 


1 


2106 










T§5^ 


881 









4~8Tf0~ 










MMGFDGTVQYMASLGAPMPM 
LAA/MYCGSYGSARRDINRAW 
LFHPSAGGAVYFLHAGYGGDW 
SPLLGYDRRCGWAKYD 


18343 


48711 


A 


18450 


1 


1960 




18344 


48712 


A 


18451 


563 


928 


FSAIKSSPKAQALWHVLHY*AV 
N*TNIFKTEKPIFNRGKRFRPTP 
TRQLREC WI V WG S A SCQLTKQ 
AVVARWTIILMRRRKGWHGRA 
IILMPGGPRLKQVPRQFCKPPA 
AAARLSKSMGRC 


18345 


48713 


A 


18452 


1 


828 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18346 


48714 


A 


18453 


1 


1327 


MMQKPATVDEEESPRETHRYS 
VRRRGELI VEAGG RAENTV VT 
GAGWLKVATGGIAKCTQYGN 
NGTLSVSDGA1ATDIVQSEGGAI 
SLSTLATVNGRHPEGEFSVDKG 
YACGLLLENGGNLRVLEGHRA 
EKIILDQEGGLLVNGTTSAVVV 
DEGGELLVYPGGEASNCEINQG 
GVFMLAGKASDTLLAGGTMN 
NLGGEDSDTIVENGSIYRLGTD 
GLQLYSSGKTQNLSVNVGGRA 
EVHAGEVTGDIHVEITDASRQT 
LCNALKLQPDEGGSSRVIPTCK 
ASRLRIDANFKRFVDEEVLPGT 
GLDAAAFWRNFDE1VHDLAPE 
NRQLLAERDRIQAALDEWHRS 
NPGPVKDKAAYKSFLRELGYL 
VPQPERVTVETTGIDSEITSQAG 
PQLVVPAMNARYALNAANAR 
WGSLYDALYGSDI1P\QEGAMV 
SGYDPQREAMECP 


18347 


48715 


B 


18454 


71 


4995 




18348 


48716 


A 


18455 


1 


3572 


MARKRKSRNNSK1GHGA1SR1G 

RPNNPFEPCRNRYAQK.YLTLAL 

MGGAAFFVLKGCSDSSDVDND 

GDGTFYATVQDCIDDGNNADI 

CARGWNNAKTAFYADVPKNM 

TQQNCQSKYENCYYDNVEQS 

W1PVVSGFLLSRV1RKDRDEPFV 

VATcr^r'CCtrA et?m/\xr\/t>cctvtAAC 

VP! A CV\M A \7 A TTl CDnDTAA At 

YUl/ASY VIA VArLbKUKiyAAL 

DEWHRSNPGPVKDKAAYKSFL 
RELGYLVPQPERVTVETTGIDS 
E1TSQAGPQL VVPAMNA R 


18349 


48717 


A 


18456 


485 


^999 




18350 


48718 




^8457 




270 




J_835J — 


48719 


— 


18458 


— 






18352 


48720 


— 


1845!) 




290 


- 

756 






48721 


— 


18461) 




314 




18354 


48722 


— 

A 


18461 




2 






18355 


48723 


A 


18462 


1 


— 














780 




18357 


48725 


A 


18464 


101 


435 




18358 


48726 


A 


18465 


805 


993 




18359 


48727 


A 


18466 


452 


2180 




18360 


48728 


A 


18467 


691 


1443 
















DPRDCR LK VG KEMFTLFGPQF 

VRELQQRGFDIFLDLKFHDIPNT 

AAHAVAAAADLGVWMVNVH 

ASGGARMMTAAREALVPFRPD 

APLLIAVPV*RS1KASDLVVPL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18362 


48730 


A 


18469 


632 


796 




18363 


48731 


A 


18470 


129 


425 


TDIITRQNGTGANIDAIEIIATKA 
STGLFVYQPRFARCPRVMSSGY 
HTATRGSSGTRTVRARVCHTA 
AGVYGSSKQTQF*NRFCQRKCR 
RYPDGCRRA 


18364 


48732 


A 


18471 


1 


1062 




18365 


48733 


A 


18472 


1 


996 




18366 


48734 


A 


18473 


1 


1004 


MLRV YH SN RLD VLE ALMEFI V 
ERERLDDPFEPEMILVQSTGMA 
QWLQMTLSQKFGIAANIDFPLP 
ASFIWDMFVRVLPEIPKESAFN 
KQSMSWKLMTLLPQLLEREDF 
TLLRHYLTDDSDKRKLFQLSSK. 
AADLFDHVSGASVSSKVEQLR 
AQLNERILVLDGGMGTMIQSY 
RLNEADFRGERFADWPCDLKG 
NNDLLVLSKPEVIAAIHNAYFE 
AGADIIETNTFNSTTIAMADYQ 
MESLSAEINFAAAKLARACADE 
WTARTPEKPRY \V AG V LGPTN R 
TASISPDVNDPAFRNITFDGLVA 
AYRESTKALVAGIVLMPA1PAL 
WEAEPGGCA 


18367 


48735 


A 


18474 


606 


846 




18368 


48736 


A 


18475 


3042 


3933 


GPHPPAPGGPA\CH YD VHQP Y L 
RQRTEDRRTRHYLAQSFAQYSL 
RQ WAFH FLLDN ITPDIQQI VI A H 
TRRTGGFTITASEAAIEMLLCFK 
RDFVALQHLFNQ1DAPARAVQF 
IAQKLIGWACCEAARKNQLPH 
NTTKRSLLMSILYEERLDGALP 
DVDRTSVLMALREHVPGLE1LP 
TDEEIIPYQCDGLSAYRTRPLLV 
VLPKQMEQVTAILAVCHRLRV 
PVMVFPGLRLSREAFLTTAEFG 
TQELRRPAQLRLQVYRLLSTAG 
RHHPAQNSPIRVLEVD1DLLGG 
TQELWGWKETH 


18369 


48737 


A 


18476 


869 


1639 


ICSRCKSTRTSPTRCRKAIKV1L 
VCFVIRELLVVAPELTIIGLPEG 
NWITVSKGMLAKSPVDSNSTQ 
LKEAEEERLKAAQYGLQLVES 
QNELQNQLDKCRNEMMTMTE 
MQLRNKKRRRELGNLIKRFRSG 
AESLPDAVVLTTEEGGIFWCNG 
LAQQILGLRWPEDNGQNILNLL 
RYP/EVYAISENA*FFSPAQSGA 
QHRAASGNSRHALYPQTVADG 
GA*CHANASTGRGAA*LFCQRE 
P*VTYAIDRVTGLPGDDE 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18370 


48738 


A 


18477 




2356 




18371 


48739 


A 


18478 


— 

1j7 





UUyLojWAMUrLnL/rnr WfNi> 

MTWHLQRLWGACGYFWHAQ 
WERLLTTFEGNEWILIFIGGIL 


18372 


48740 


A 


18479 


923 
















~73 




18374 


48742 


A 


18481 


168 


360 




18375 


48743 


A 


18482 


1 


147 




18376 


48744 


A 


18483 


161 


440 




18377 


48745 


A 


.! 8 i 84 


277 


2172 




18378 


48746 


A 


18485 


164 


406 


LFRREGSYDRYLLMDDYCRRK 
DDSYFDRYRDSFDGRGPPGPES 
QSRAKGKVAETVYSYY* *NTL 
QKREETNNQYPHLKKG 


18379 


48747 


A 


18486 


405 


999 




18380 


48748 


A 


18487 


64 


288 




18381 


48749 


A 


18488 


159 


550 


CAVCHISFQDTPVLVSSNVTMQ 
FGSKPLFENISVKFGGGNRYGLV 
IGANGSGKSTFMKILGGDLEPT 
LGNGSLDPNERJGKLRQ\DQFAF 
EEFTVLDTVIMGHKELWEVKQ 
ERDR1YALPEMSEEDGYKVAD 


18382 


48750 


A 


18489 


3 


481 




18383 


48751 


A 


18490 


2 


233 




18384 


48752 


A 


18491 


2 


3026 


SVPTIIFFFLPVLRFWRPGIQQA 
KKCHLFATGTQSRRNTLRQRT 
AKG1PQQRMTAKREEISIGILHV 
TPQQRRECRGDNRFTARFRRTP 
WRLLGHCVSAAVTGVLPAVAG 
SPLAYSDTDEFYPVAGGTMSQ 
HLPLVAAQPGIWMAEKLSELPS 
AWSVAHYVELTGEVDSPLLAR 
AVVAGLAQADTLRMRFTEDNG 
EVWQWVDDALTFELPEIIDLRT 
N1DPHGTAQALMQADLPQDLR 
VDSGEPLVFHQTTLGFI 


18385 


48753 


A 


18492 


2714 


3079 


RLIGLRMVREFVGLIRRASVAS 

CA4T UrCDCTD DA4CCTT \/DrT7CTCC 

Lrr IrivjLMMV 1 L.or DAoKbrLA 
QMYMPLSS 


















iPsl ' 


j— 


i^li — 


T778 


5521 




18388 


48756 


A 


18495 


1 


1425 




18389 


48757 


A 


18496 


3 


96 


FVGRIRRLRRIRRY*FTPLTD*LS 
CAHQVP 


18390 


48758 


A 


18497 


420 


955 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\yn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






18391 


48759 


A 


18498 


533 


1006 


RPSIFACVSP*RINHSRIMPQTN 














AKNAK.PNPAQVMRGVISRRRR 














A \A1 FCMQA ITRTPTTQPT1M A TTC 
AJVI Lr oin oAI IMr 1 1 or 1 MAI 1 o 














A CQCPP A\/I< r \/CM^^P^-I^:TXTTPTXTT^ , 














NTTSCFRLIPHFMTPKPLPLYSE 














SGPSCSSCSASARSNGSLP1SIKV 















ANAQAQSASTSGMLWLSGQ 


18392 


48760 


A 


18499 




418 


C W ri i LoAUKKt^l/Ar^u V oKtS. 1 














ATVCHHPVDYYAGSLYRLYFT 














PlDI DAD1 A^UAACC/r.TPACUA 




























TAMQT\/T TMk'Qpxyfcn A\/Pt?nPT 














Xl\X/nAIT \4PT TPx/VPTI fUTVWA 
IN W l^AILMrJLlr V V r 1 LLil 1 i W A 














c:xt a v\/i ah 


18393 


48761 


C 


18500 









18394 


4876J? 




18501 


— 

J 




ii 07 




18395 


48763 


— 

A 


18502 


J 






18396 


48764 


A 


18503 


88 


— 

— 




18397 


48765 


A 


18504 


204 







18398 


48766 


A 


18505 


241 


121 




18399 


48767 


A 


18506 


1655 


1909 




18400 


48768 


A 


18507 . 








18401 


48769 


A 


18508 




1 


— 

585 




18402 


48770 


A 


18509 


1 


723 


LQPPGRRWAAPAV\SGLSRQV\ 














RCFSTSVVRPFA\KLVGPS\VQV 














SVIEGRYATALYYYAASRQNKL 














EQVEKGVLLRVAQILEGTPKWA 














ASVLESPMLKAFPLKVKKPK.M 














T1TAKVGGSLPLTYQTLINFALL 














cwrcn*r;MVDDi:c.rcr:] pt TA/ir» 
h.INU£>L> UlN Y r rvbor ^UJ^rL 1 NIL) 














nupuco PD\/p\r r\ATcniyi fun 
uVrnoKcKvr\U 1 V\l oLUrL. CO 














PPOFCPFIfMrc.QPr.PI PCD \ w\ 














KLG AK\TDPSI\LGG M I VRIGEYK 














YVDMSVKTK\IQKLG\RAMREI 


18403 


48771 


A 


18510 


400 


894 




18404 


48772 


A 


1851 1 


1 


1023 




18405 


48773 


A 


18512 


73 


424 


R PG M WSTRS PN ST A WPL S L EPD 














pr;i\/i aca pttimi-itttt Appnpn 














MSGWPDGRMETSSPTIMDIVVI 














*CAIAAEAIVLVSLLFVMLRYM 














YRHMGTYHTNEAKGTGVADS 














ADACPAGDPA 


18406 


48774 


A 


18513 


141 


563 


RPGMWSTRSPNSTAWPLSLEPD 














DplVA A c A CTThytUTTT\I A \PDnDP, 














VS\GLP\DGRMETPTPHP*LTMV 














VIAGVMACLWPFVLSLPSSFVM 














VALTLLTGHKGARTTPNEAKG\ 














TEFAES\ADAALQG\DPAL\QDA 














GDSSRKAEYFI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18407 


48775 


A 


18514 


182 


935 


QAFELHCPCRPKFSTLPSPAWPP 
RHTDLRKRGRRTAQ*YAGNES 
HPPSLPRYLRRSRH/SRMQAPSS 
TCSYSHTSLQCSPAPQNH/AQHP 
♦PALEELACG/SPSVSSPYLVLSS 
CQEQPHHCCPPSTPRPSW/CPSS 
GDAICYSPGQ/CPRSRGPLP\EDS 

bL/orrAty V LrrooVjorilN 1 JL Y LK 

CKRFSAFILNCEPPSK\C*KPGHR 
CRS*AGILTLLPPG/ERGP/GDGP 
CSTGRQSASKTPPPPSHPHTGHS 
LWSEEK 


18408 


48776 


A 


18515 


48 


676 


KARLTWQQTREESLCRETPPYK 
TIRSRETYSLPREQHGKDLPP* F 
NYLPPSPSHNT1CPG*QDQGRFT 
Q\PLYLRCKRFSAFILNCEPPSK\ 
C*KPGHRCRS*AGILTLLPPGGE 

Av^>Hr K Vlvnr 3l r L/ Ktuu t, V kji Is. 

PKKTSPGTELLMQP/CHQPSPRT 
CQPAPRKSNRP/LGCLSPLMKHS 
TLG YLL WLQKA1 WLK.G FGTSG 
W*M*GRFHL 


18409 


48777 


A 


18516 


86 


92 


TAN A A LHQPSPRTCQPA PRKSN 
RPQAA*ALNC 


18410 


48778 


B 


18517 


1 


2031 




18411 


48779 


A 


18518 


98 


367 


DLFLYLS WQ H C H P YSHC HPNQ 
KPGRFLMKLSSVETVTIELKNGT 
TRSHGT\IHQVWDVQ\MNTH\L 
KAVKMTLKNREPVQL\ETLSIR 
GNN1R\YF1LPD/SVYPLDTLLVD 
VDPKVKSKKREAVAGRGRRRG 
RG/TRDVARGR*RGNN1R 


18412 


48780 


A 


18519 




310 




18413 


48781 


A 


18520 


37 


136 


RRRPSSSWALPPSRGPSST*AER 
GAQHQQPVPA 


18414 


48782 


A 


18521 


3 


305 


FFTLCLQWGLFSCESPICSGVGR 

v\x/A*A/r , t r^i ntcAici Di\/mDi^ 
Y WA V^L*L,r L^lcAicLrlVXL'rtv 

i xii<'PDr , irvciTPi<rcccD\/i< r fe r \/i 
LINKKKOr V r I J rKitcr VrvJS. VL 

EKKFHTVSGSKVRCSQLCLASC 
AAGELALRGMG 


18415 


48783 


B 


18522 


249 


367 




18416 


48784 


A 


18523 


1 


1008 




18417 


48785 


B 


18524 


17 


835 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=llnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18418 


48786 


A 


18525 


2 


1188 


SLIKLNSPPPRGGGTARYGAWL 

LVGGFPCGGGQGGGDTVGAAP 

W A DWG E AS A A ASFD V LA E AC 

ARLSSLRVGDEAGSRGVIWRAR 

SPPRLGLALSEAG\EE\QPMETT 

GASENGHEAVPE\ASR\GRGCW 

TPLRRGLEARPRRPRAG1RTAPR 

D/QR1NASKNEEDAGKMFVGGL 

S\WDTSKKDLKDYFTKFGEV\V 

DCTIKMDPN1AGRSRGFGFILFK 

DASSV*K\VLDQKEHRLDGRVI 

DP\KKAMA\MKKAPVKKIFVGG 

LNPESPTEEKIRESFGEFVGEIEAI 

ELPMDPKLNKRRGFVF1TFKEE 

EPVKKVLEKKFHTVSG\SKCE1K 

VAQPKEVYQQQQYGSGGRGN 

RNRGNRGQ/GGGGGGG*GQGS 

TNYG\KTQ\RRGGHQ\NNYKPTL 

EAGRQERPT 


18419 


48787 


A 


18526 


3 


784 




18420 


48788 


A 


18527 


3 


1990 


PAMNGLSLSELCCLFCCPPCPG 

RIAAKLAFLPPEATYSLVPEPEP 

GPGGAGAAPLGTLRASSGAPG 

RWKLHLTERADFQY SQRE\RST 

IEVFPTKSARGNRVSCMYVRCV 

PGARYTWLFSHGNAVDLGQMS 

SFYIGLGSRLHCN1FTYDSSGYG 

ASSGRPSERNLYADIDATWQAL 

RTR*GRPLVGRVRARWRPRLTL 

LRRRQVRHQPGQHPSCTGRS1G 

HGAHRGTWPRATSVPRWCCTR 

K£>1 suMKV Arl D lytKr 1 Aa 1 1 

FP YIRERCPRLTS PRAHHPTGTK 

DEVIDFLEAGWRSTRRCHQGG 

GAAVGGGGPGHNDIELYSQYL 

ERLASLSFSQELPSQRA 


18421 


48789 


A 


18528 


82 


406 
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SEQ1D 

iNO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18422 


48790 


A 


18529 


2 


1474 


ARASGSGSSSGQGKMGQS\QRG 

GHGSGGGKKDDKDKKK.KYEPP 

VPTRVGKKKKKTKGPDAASKAL 

PLVTPHTQCRLKLLKLERIKDY 

LLME\EEFIRNQEQMKPLEEKQ 

EEE\RSKVDDLKGGPRLSVGNL 

GKRFI\DDNHA\1VSTP\VGSEHY\ 

VSILXSFVDKDLLEPGCSVLLNH 

KVHAVIGVLMGDTDPLVTV\M 

KVEKAPQETYADIGG\LDNQI\Q 

E1KES VELPLTHPEYYEEMG IKP 

PKGV\ILLVPPG\TGKTFLPKAV 

ANQIASATFLRGGGSELIQKNLG 

DGPKT/LSRELFRWSEELAPSLR 

FIDRJLPPLGTKRYYDSNSGGEVR 

EFQRTM\LELLN\QL\DGFDS\RG 

DWKVIMPTNRMETLDPALIRPR 

PAFDRKYEFP/LCPDEKMKKRIF 

^lonKii/KlVl J LAUVu 1 rW 1 1 LJ 

MA\KDDLSGA*PSKA.\CT\EAGL 
MAL/RENRRMKVPN\EDFKKS\ 
KENVLYK.K.QEGTPEGVVSLMN 
PWLVIRKMVGRFLNP 


18423 


48791 


A 


18530 


2 


274 


WQDLICRMAASVKEQSTKP1PL 
PQSTPG/ESHSLSTSGKSEVRDL 
FVAERQFAKEQHTDGTLKEVG 
EDYQIAIPDSHLPVSEERWALD 
ALRN 


18424 


48792 


A 


18531 


3 


844 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


18425 


48793 


A 


18532 


261 


2814 


VRFRNLIRIYCNIKICAVSHCPP 
KVFKLNSLFFLHRFDSVAFGES 
QSEDEQFENDLETDPPNWQQL 
VSREVLLGLKPCE1KRQEVINEL 
FYTERAHVRTLKVLDQVFYQR 
VSREGILSPSELRKIFSNLEDILQ 
LHIGLNEQMKAVRKRNETSVID 
QIGEDLLTWFSGPGEEKLKHAA 
ATFCSNQPFALEMIKSRQKKDS 
RFQTFVQDAESNPLCRRLQLKD 
I IPTQMQRLTK YPLLLDN1 AK YT 
EWPTEREKVK.KAADHCRQILN 
FVNQAVKEA ENKQRL/EED YQ 
RRLDTSSL\KLSEYPNVE\RLRN 
M DLTKRKMIHEGPL VWKVNR 
DKTIDLYTLLLEDILVLLQKQD 
DRLVLRCHSKILASTADSKHTF 
SPVIKLSTVLVRQVATDNKALF 
VISMSDNGAQIYELVAQTVSEK 
TVWQDL1CRMAASVKEQSTKPI 
PLPQSTPGEGDNDEEDPSKLKE 
EQHGI SVTGLQSPDRDLGLEST 
LISSKPQSHSLSTSGKSEVRDLF 
VAERQFAKEQHTDGTLKEVGE 
DYQ1AIPDSHLPVSKE\RRALDA 
LRNLGLLKQLLVHQLGLTEKSA 
LEN WQHFPRYRTA FQGPQTDS 
VIQNSENIKAYHSGEGHMPFRT 
GTGD1ATCYSPRTSTESFAPRDS 
VGLAPQDSQASN1LVMDHMIM 
TPEMPTMEPEGGLDDSGEHFFD 
AREAHSDENPSEGDGAVNKEE 


18426 


48794 


A 


18533 


90 


j8j 


1LQLHSSGPCLLWL*LSFRSLST 
TAWCQCCRPAADFHPSGSSRVS 
AVLL1Q/HRRPLPLP1GLKACYFS 
ALSLQTSLTCLGLVVLLDFPKE 
AASLDKV 


18427 


48795 


A 


18534 


1 


456 




18428 


48796 


A 


18535 


830 


1092 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in L'SSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18429 


48797 


A 


18536 


391 


1824 


GSGADASGFISDAGLIFKKASSK 

GPK.RLEKFSDERAAYFRCYHKL 

FLLFSSLCYGTYHVVVLPTLKP 

REDED WISLCLRHCLMQKDTH 

SMLGECGERREGKKQKTGALG 

SSLSLEDAKHLLPFIPALPFSWN 

ALPQDLCNVFKLLWDYRIRVD 

PSPIAGTL1RRDTDPQGESHVKT 

GRHWSDTIKSQRCQGLRQPPDR 

PIPILLMVKGQHVWPSQLDKAQ 

1QEVTELNNVKNVARLPKSTKK 

HAIGIYFNDDTSKTFACESDLEA 

DEWCKVLQMECVGTR1NDISL 

G\EPDLL\ATGVE\REQSE\RFNV 

YLMTSP*LRMLHG\ECALQV\T 

Y\EYICLWGRPRTPQEFKLISW\P 

L S ALRR Y\G RG TP WFN YQAGR 

M\CQTGEGLFIFQTRDGEAIYQK 

VHSVAALAIAEQHERLLQSVKN 

SMLQMKMSERAASLSTMVPLP 

RSAYWQHITRQHSTGQLYRLQ 

DVSSPLKLHRTETFPSLQDS 


18430 


48798 


C 


18537 


22 


620 




18431 


48799 


A 


18538 


48 


413 


EDSKSK.T1SHPWRDCGDYCHH 
QGLERCRGGDSHHTPVQLS*LA 
CAED\NKSWRMT\GIIVSLTKC* 
LQMQLLYQMWFHCLSKLTHLL 
G1STLQLCVT1LFREILITFPLHKI 
SHWSITLMTLR 


18432 


48800 


A 


18539 


23 


124 


QWV1ISLTKW*LQLQLLYQMW 
FHCLSKLTRLLP 


18433 


48801 


A 


18540 


1 


1860 




18434 


48802 


A 


18541 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KRISRQ/ 
KTLQARRQSWFFEKINKIDRPQ 
ARLIKKKREKNQIDTIKNDKGD 
1TTDPTEIQITIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRP1TGSEIEAITNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 

el r ft cr^DTrrvcrui dxiccvc a cii 
rLLl^Lrl^rlfclsJlljlLrlNbr YtAbll 

LIPKPGRDTTKKGNFRP1SLMNI 
DAKIL 








in§4i — 




2lr! 






48804 












18437 


48805 


B 


18544 




1716 




18438 


48806 


A 


18545 




1704 




18439 


48807 


A 


18546 




3618 




18440 


48808 


A 


18547 




3087 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18441 


48809 


A 


18548 


277 


350 


SPVEKELKLWKNRHKLLSC*W 


18442 


48810 


A 


18549 


197 


422 


IVNKVVLPQGGPASPSLKGFWV 
YKLAQVWKLIEGP*FPIFIIQISL 
LSI*PRSFLFV*IK*ECSRLPISFTS 
SGR 


18443 


48811 


A 


18550 




3171 


MVKGS1QQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MGDFNTPL STLDRSTRQK VN K 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEI1TNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKTEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKF I ALN A Y KRKEERSKIDTL 

TSQLKELE KQEQRH SKPSRRQE 

ITKMRAELKEIETQ 


18444 


48812 


A 


18551 


209 


2432 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KRISRQ/ 

KTLQARRQSWFFEKINKIDRPQ 

ARLIKKKREKNQ1DT1KNDKGD 

ITTDPTEIQ1TIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRP1TGSE1EAITNSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQP1EKEG1LPNSFYEASII 

LIPKPGRDTTKKGNFRPISLMNI 

DAK1LNKILANQ1QQHIKKLIHH 

DQVGF1PGMQG\WLEVLARA/IR 

QEKEIKG1QLGKEEVKLSLFAD 

DMIVYLENPTVSAQNLLKLISN 

FSKVSG YKIN VQK SQ AFL YTNN 

RQTESQIMSELPFTIASKRIKYL 

GIQLTRDVKDLFKENYKPLLNE 

IKEDTNKWKNIPCSWIGRINIVK 

MA1LPKVIYTFNAIPIKLPMTFFT 

ELEKTTLKFIWKQKRSHIAKSIL 

SQKNKAGDITLPDFKLHYKATV 

TKTAWYWYQNRD1DQWNTTE 

PSE1MLHIYNHLIFDKPDKNKQ 

WGNDSLFNKWCWENWLAICR 

KLKLDPFLTSYTKINSRWIKDL 

NVRPKTIKTLEENLGNTIQDIG 

MGKDFMSKTPKAVATKAKIDK 

WD VI KLKSFCTAKETTIR VNRQ 

PTEWEKIFATYSSDKGLISRIYN 

ELKQ 1 YKKKTNTN P I KKW A KDM 

NRHFSKEDIYAAK.RHMKKCSSS 


18445 


48813 


A 


18552 


1 


3255 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


18446 


48814 


A 


18553 




3139 




18447 


48815 


A 


18554 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTITM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDH1VGSK 

ALLSKCK.RTEIITNCLSDHSA1K 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQ 


18448 


48816 


A 


18555 




3345 




18449 


48817 


B 


18556 




3127 




18450 


48818 


A 


18557 




3325 




18451 


48819 


A 


18558 




3145 




18452 


48820 


A 


18559 




548 




18453 


48821 


A 


18560 




3229 




18454 


48822 


A 


18561 




3352 




18455 


48823 


A 


18562 




1965 


MGDFNTPLSTSDRSTRQKVNK 

DTQENTNSALHQADLIDIYRTRH 

PKSTEYTFLSAPHHTYSKTDHIL 

GSKALLSKCKRTEMITNYLSDH 

SAIKLELRIKKLTQNCSTTWKL 

NNLLLNDYWVHNEMKAERKM 

FFETIENKDTTYQNLWDAFKAV 

CRGKFIALNAHKRKQERSKIDT 

LTSQLKELEKQEKTH SKTIRRQ 

E1TKIRAELKEIETQKTLQKINES 

RSWFFERINKIDRTLARLIKKKR 

EKNQIDRIKNDKGDITTDPTQIQ 

TTIREYYKHLYANKPENLEEMD 

KFLDTYTLPRLNQEEVESLNRPI 

SGSEIVA1INSLPIKKSPGPDGFT 

AEFYQSYKKELVPLLLKLFQSIE 

KEGILPNSFYEASIILLPKRGRDT 

TKKENFRPISLMNIDAKILNKIL 

AKRIQQHIKKLIHHDQVGFIPG 

MQ\GIKYLGIQLTRDMKDLLKE 

NYKQLLNEIKEDTNKWKNIPCS 

WVGRINIVKMAILP/KELEKTTL 

KFIWNQKRACIAKS1LSQKKKA 

G G ITLPDFKL Y YKATVTKTA RL 

YTKHGTS1CCGSFGELLPMQKA 

IvKtLAnnM AIw\uAK V KuyLvj 

HVTQHQLGS1EWFNKYSLSTYY 
TVDTKPQFSHPTKDNKTGLTCR 
NRTTVGVDLQAKGNLVVKHLS 
SLQHCYEFICHI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18456 


48824 


A 


18563 


1 


3099 


MGELITPLSTLDRSTRQKVNKD 
TQELNSALHQGDLIDIYRTLHP 
KSTEYTFFSAPHHTYSKIDHILG 
SKALLSKCKRTE1ITNYLSDHSA 
IKLELRI KNLTQNRSTTWKLNN 
LLLNDYWIHNEMKAEIKMFFET 
NENKDTT YQN LWDAFKA VCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDTIKNDK 


18457 


48825 


A 


18564 


' 


3253 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQGDLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIV 
GSKALLSKWKRTEIITNYLSDH 
SAIKLELRIKNLTQSRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKFIALNAHKRKQERSK.IDTL 
TSQLKELEICQEQTHSKASRRQE 

TTI^IPAPt k'PlPTOVTT Ok'TXTCCt? 

SWFFERINKIDRPLARLIKKKRE 
KNQIDTIKNDK 


18458 


48826 


A 


18565 


1 


3095 




18459 


48827 


A 


18566 


2 


2678 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18460 


48828 


A 


18567 


1 


2478 


MKAEIKMLFETKENKDTTYQN 

LWDALKAVCRGKFIALNAHKR 

KQERSKI DTLTSQLKELEKQEQ 

TLSKASRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARLIKKKREKNQIDAIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGAE1VAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQS1EKEGILPNSFYE 

ASIIL1PKPGRDTTKKENFRPISL 

MNIDAKILNKILANR1QQHIKKL 

IHHDQVGFIPGMQGWFNIRK.S1 

NVIQHINRAKDKNHM1IS1DAEK. 

AFDKIQQPFMLKTLKKLAEIKYL 

G1QLTKDVKDFFKENYICPLLKE 

1KEDTNKWKNIPCSWVGRINIV 

KMAILP/KELEKTTLKFIWNQK 

RACIAKAILSQKNKAGGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTETSE1TPH1YNYPIFD 

KPEKNKQWGKDSLFNKWCWE 

NWLALCRKLKLDPFLTPYTKIN 

SRWIKDLNVRPKTIKTLEENLGI 

TIRDIGMGKDFMSKTSTAMAT 

KAKIDKWDLIK.LK.SFCTAKETT 

1 D \ /XT I? C\ PTk' \\f P V I T7 A T V C C TTW C, 

T TCRIVMPT l*TWVk r k r k r T r WXIPTfc'k' 
L,l£>lvl I lNDL.IS.^1 Y IS.IS.K I INiNrllVrv 

WAKDMNRHFSKEDIYAAKKH 
MKKCSSSLAIREMQ1KTTMRYH 
LTPVRMAI1KKSGNNRTPTRPIQ 


18461 


48829 


B 


18568 


1 


3403 




18462 


48830 


A 


18569 


2 


2976 


APRF1KQVLSDLQRDLDSHTIIM 
GDFNTPLSTLDRSTRQKVHKDT 
QELNSALHQADLIDIYRTLHPK 
STEYTCFSAPHHTYSKIDHIVGS 
KALLSKCKRSEIITNCLSDHSAI 
KLELRIKKLTQNRSTTWKLNNL 
LLNDYWVHNEMKAEIRMFFET 
NENKDTTYQNLWDTFKAVCRG 
KFIALNAHKRKQERSKIDTLTS 
QLKELEKQEQTHSKASRRQE1T 
KIRAELKEIETQKTL\QKINE\SR 
SWFF\ERINK 


18463 


48831 


A 


18570 


472 


829 


AIASESASPKAWQLPCGAAQQF 
AALPGLGNYKFPLTLITGYGSN 
KSPP*GYLVFQTYSSLPLLRLPP 
GHFGFLLPLSQ\RLRRELQCWL 
G*LTQTIKMKSVYHSTTEVRKS 
MHGIQEIH 
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NO: 


SEQ ID NO: 
seq^fnce 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18464 


48832 


B 


18571 




2293 




18465 


48833 


A 


18572 




3810 




18466 


48834 


B 


18573 




4107 




18467 


48835 


B 


18574 


87 


3161 




18468 


48836 


A 


18575 




3192 




18469 


48837 


A 


18576 




1983 




18470 


48838 


A 


18577 




3156 




18471 


48839 


B 


18578 




3471 




18472 


48840 


B 


18579 




2337 




18473 


48841 


A 


18580 




3852 




18474 


48842 


A 


18581 




3057 




18475 


48843 


A 


18582 


1202 


2004 


SG1YMIGFEQVLKAQPPLSSPNG 

PMNKVATVVGMEVMHGLSNM 

DFHSRRLTWLRPLPGFTGPG/Y 

QGVKVEVAPLTITPSDPLAKFL 

LLISATSTSLEVTVPEGEMLPPR 

DTTKIATFGTQTGFLALQLADG 

LLWDLVI I PGKGKPSRDLVESPS 

PYSTYEG I DGWPDEPAPTATKP 

PVMPAPALPPDTRSGSKAPTVP 

TPYPQMEHHQVQLASNNSNTE 

ALGHLSPQSSWVQTPGQNSGP 

A1PNHLGKDM1SPPQMAPAGVK 

WESQKY 


18476 


48844 


A 


18583 


1 


2832 




18477 


48845 


A 


18584 


1 


3702 


MQKKHDKIRNSFMIKTLKKLRT 

EGIYLNT1KATYKKPITNIILNGE 

NQKAFALRSGTRFW1LALCQM 

SRLRKLTNYLSDHSAIKLELR1K 

NPTQSRPTTWKLNNLLLNDYW 

VHNEMKAEIKMFFETNENKDT 

TYQNLWDAFKAVCRGKL1ALN 

AHKRKQERSKIDTLTSQLKELE 

KQEQTHSKASRRQE1TKIRAEL 

KETETQ KTLQKrNE SRS WFFERI 

NKIDRPLARLIKKKREKNQ1DTI 

KNDKGDITTDPT 


18478 


48846 


A 


18585 


1 


3139 




18479 


48847 


A 


18586 


2 


2918 


















18481 


48849 


A 


18588 


1 


3640 




18482 


48850 


A 


18589 


371 


522 




18483 


48851 


B 


18590 


1 


3918 




18484 


48852 


A 


18591 


1 


3057 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 


18485 


48853 


A 


18592 


1 


3233 


MGKKQSRKTAN S KKQSTSPPP 

KEHSSSPATEQSWTENDFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEECITTITNTEKCLK 

ELMELKAKAQELREECRSLRSR 

CNQLEERVSAMEDEMNEMKRE 

GKFREKRI K RNEQSLQEIWDY V 

KRPNLRLTGVPESDGENGTKLE 

NTLQDIIQENFPNLARQANIQIQ 

EIQRMPQRYSSRRATPRHIIVRF 

TKVEMKEKMLRAAREKDRSTR 

QKVNKNTQELNSA 


18486 


48854 


A 


18593 


965 


4165 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTKSTEY/TFFSAPHHTYSK 
IDHIVGSKALLSKCKRTEIITNY 
LSDHSAIKLELRIKNLNQSRSTT 
WKLNNLLLNDYWVHNEMKAE 
IKMFFETNENKDTTYQNLWDA 
FKAVCRGKF1ALNAHKRKQERS 
KIDTLTSQLKELEKQEQTHSKA 
SRRQE1TKIRAELKEIETQKTLQ 
K1NESRSWFFERINK1DRPLARLI 
KKKREENQID I 


18487 


48855 


A 


18594 


1 


5093 


M EG E MN EMKREGKFREKRIKR 
NEQSLQEIWDYVKRPNLRLIGV 
PESDGENGTKLENTLQDIIQENF 
PNLARQANVQ1QE1QRTPQRYS 
SRRATPRHI1VRFTKVEMKEKM 
LRAAREKDRSTRQKVNKDTQE 
LNSALHQADLID1YRTLHLKSTE 
YTFFS A PH HTY SKIDHILG SKAL 
LSKCKRTE11TNYLSDHSAIKLE 
LR1KNLTQNRSTTWKLNNLLLN 
DYWVHNKMKAEIKMFFETNEN 
KDTTYQNLWDTF 


18488 


48856 


A 


18595 


1 


131 




18489 


48857 


A 


18596 


5382 


9269 


RAKSPAN1IMTGSNSHITILTLN 
VNGLNSPIKRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLK1KG 
WRKIYQANGKQKKAAGVAILVS 
DKTDFKPTKIKRDKEGHC1KVK 
GS1QQEELTILNIYAPNTGAPRF1 
KQVLSDLQRDLDSHTLIMGDFN 
TPLSTLDRSTRQKVNTDTQELN 
SALHQADLIDIYRTLHPKSTEYT 
FFSAPHHTYSKIDHIVGSKALLS 
KCKRTEI1TNHLSDHSAIKLELR1 
KNLTQS 


18490 


48858 


A 


18597 


1 


312 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18491 


48859 


A 


18598 


142 


876 


RKKG1LPPKESLKELEEEAEEEQ 
RILQQSVVKTYEDMTLEELEDH 
EDEFNEEDECAIEMCRQQRLAE 
WKATKLKNKFGEVLEISGKDY 
VQEVTKA/ERRALWVI\LHLYK 
QG1PLC A L\ VNQHLS WTLPG SFP 
DVKFIKAISTTC1PNYTDRNLP\T 
ILVYPGRRYQGLSLLVLWCLAG 
MNPDQEMSWEWK.LSESGAIMT 
DL EENPKKPIEDVLL VLS A A L W 
SS*RGDSDSEGDLRATASITCRT 


18492 


48860 


A 


18599 


1 


2310 




18493 


48861 


A 


18600 


3 


1124 


LYNRRRRRRCSHCRHRCRRLSS 

GLRKEEVISLGASLGRVFVPCSP 

PTVSAARGPTGAPGGPNSKPLS 

GCCDDGFNLGRQQWGNPLPFC 

SKTISSSLHWTWSQVNLVEILP 

A1FSSFLNLQHVNLWFLAAAM 

KAVTEQGHELSNEERNLLSVA 

YKNVVGARRSSWRVISSIEQKT 

ERNEKKQQMGKEYREKIEAEL 

QDICND VLV RG QCFCFEQ WFL 

NS1NLMYKCRLSNYFRYLSEVA 

SGDNKQSK*YL*KEIRPVMEPV 

FFHRDFLTILIRLGLALNFSVFY 

YE1LNSPEKACSLAK.TVRKTLC 

DI*P*QNSACVINFILFLNILRDN 

LTVSTTSTGF1VSFLFTYL1IHCY 

LQEG1CTIKCSYSFKLLNLL 


18494 


48862 


A 


18601 


340 


1323 


AARPQKRHNNHSSLLTGSH1H 

WKRGRVQN11ADVLQFCLYLLT 

VLFVPCSPPTGMTMDKSELVQ 

KAKLAEQAERYDDMACSSERH 

VTEQG\HE\LSNEEKKSCSLVAY 

K\NV\VGARRFLPGRVISSI*A*K 

QRRNEKKAADGQKSTREKIEG 

RTCRTFCN*CFWELLGQISLFPN 

ATQPRKVKVFYFEK*KGDYF\R 

YLF*KWQS*RQQTQPTCVGTSP 

A R A YPG SNLKI * L RKKMQP\TH 

PNSVLVLAPKFPQSFYYEIVLNSP 

\EKGLVSLGKNGHFD*SNLLNL 

DTLEWKSLIKDSTSDSWQLLR\ 

DN\LTLWDIRKTRGDEGDAGEG 


18495 


48863 


A 


18602 


33 


89 




18496 


48864 


B 


18603 


167 


232 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18497 


48865 


A 


18604 


14 


600 


MAELAPASPSDIKASVSNGDTT 
LLCSRRQSCGMNEVRQVSLTYP 
GSPAPSHSLPLQPRSGGSLCPSR 
AW/PDPHQLFDDTSSAQSRGYG 
AQRAPGGLSYPAASPTPHAAFL 
ADPVSNMAMAYGSSLAAQGK 
ELVDK.NVSGRGWWEWGDARG 
HRASDLSSASPD\HRFIPITKLKY 
YFAVDTMYVGRKLGLLFFPYL 




48866 












18499 


48867 


B 


18606 


41 


931 




18500 


48868 


A 


18607 


3 


166 


PRPFPKSRLPPGI IGGE YDVQRPN 
P1LP\GRGGPNDRFPF\RPSRGRP 
TDGRLSFM 


18501 


48869 


A 


18608 


212 


1881 


CLRVLLLKRTWPVEVPETGARP 
/TGGILRSH\LRQSLLCT\WGYSS 
NTRFTITLNYKDPLTGDEETLAS 
YGIVSGDLICL1LQDDIPAPNIPS 
STDSEHSVSLQNNEQPSLATSSN 
QTSMQDEQPSDSFQGQAAQSG 
VWNDDS\MLG\PSQNFEAESIQD 
NAHM\AEGTGFYPSRTPCSW*L 
NPVEGQVPVHSLETLYQLA DCS\ 
DANDALIVLMHALLMLESGYIPQ 
GT\EAKALSMPEKW\KLSGVYK 
LQYMHPLCEG\SSVT\LTCVPLG 
\NLIVVNATLKINNEVRKC*KGC 
SLLPESFMCKEKLGENVANIYK 
DLQKLSRLFK.DQLAHPLLAFTR 
QAL\NLPDVFGLVVLPLELKLRI 
FRLLDVRSVLSLSVAVCRDLFTA 
SNDPLLWRVFY1CVNFRDNTV\ 
R VQ\DTDWERTVQGRRA HTKE 
KESPKGRVLWMLLAIRQTH\TIP 
FYSQPLWHPRGHFPKLPAFPPGI 
YSGGWNMDQRYPTFPYVGRTQ 
SSSLNS WV LG ETPKPSFLPLRPR 
FDPVWPHFPGP* PPSLPRARAGP 
NDQ1SPFRPQQGSGQLIGRLSIH 


18502 


48870 


A 


18609 


1 


1065 




18503 


48871 




18610 




1513 




18504 


48872 


A 


18611 


1 


2247 




18505 


48873 


A 


18612 




421 




18506 


48874 


A 


18613 


1 


103 


















18508 


48876 


A 


18615 


268 


501 


QLECIPGTWELWKEEQERAMA 
GGGLKKIISATEKKLARMLLAP 
SASWCCSGP*VFHGST*WGKPG 
PVSVSLLQGVLGK 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of flrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 














EAMEAVILTCDPATPAASYQW 
WMNGQSLPMTHRLQLSKTNRT 
LFIFG VTK YI AG PYECE IRNPS * V 
PAASDPVTLESPPLLFNGLATTE 
TLRKRGNP 


18510 


48878 


A 


18617 


3 


1464 


GAVRTWGRGFQTEKCQASLLN 

FWNPPTTAQVTIEAEPTKVSKG 

KDVLLLVHNLPQNLAGYIWYK 

GQMKDLYHYITSYVVDGQIIIY 

GPAYSGRETVYSNASLLIQNVT 

REDAGSYTLHIVKRGDGTRGET 

GHFTFTL YNLIPWTLL YL * R S L A 

Q VSH YETPGKTAPPCG STA * * L 

N*PPDLTLFSPVLFLLKYPVPGQ 

AFQYPKGLKT1GSSITHL*DVLG 

KGSCRENIPRAAK*D*N*EDSST 

ACSK*GPQVETPKPSISSSNLYP 

REDMEAVSLTCDPETPDASYL 

WWMNGQSLPMTHSLQLSKNK 

RTLFLFGVTKYTAGPYECEIRN 

PVSASRSDPVTLNLLPKLPKPYI 

TINNLNPRENKDVLAFTCEPKS 

EN\YTYIWW\LNGQSLPGSVPR 

VKRPI\ENRVL1FTPCSRGIETG\P 

Y\QCEIVRDRYGGHPQLPSHPGM 

SSITTKHSGLYACSVRNSATGM 

ESSKSMTVKVSAPSGTGHLPGL 


18511 


48879 


A 


18618 


79 


1516 




18512 


48880 


B 


18619 


96 


1730 




18513 


48881 


A 


18620 


9854 


11033 


ESLCFPKTEQEASQSLSP*IIIHLS 

CDTCTSYWLSRTHVG*QVGDA 

NSE*RMPVEESKVPHRTIFCYPH 

S\KLPMPY1TINNLNPREKKDVL 

AFTCEPKSRNYTYIWWLNGQS 

LPVSPRVKRPIENRILILPSVTRN 

ETGPYQCEIRDRYGGIRSNPVTL 

NVLCEYPLFLCGPGHQLNSKRP 

EARPLSLSPVQV*TTLLLDIRPG 

HDSLPWEILGRHSLNQEYKGRG 

ALVMGH*GPTACNERNRGIPQ 

AWA**T*MGFGCHLRLCLGSEG 

HC VPLRDQEHPLPLDDITCG FIL 

FPPDGPDLPRIYPSFTYYRSGEN 

LDLSCFADSNPPAEYSWTINGK 

FQLSGQKLFIPQITTNHSGLYAC 

SVRNSATGKEISKSMIVKVSGK 

WIPASLAIGF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18514 


48882 


A 


18621 


3 


1350 


G RTAQLTA V LRKLLDPRLISTE 

ENTQAAETMGPLSAPPCTHLIT 

WKGVLLTASLLNFWNPPTTAQ 

VTIEAQPPKVSEGKDVLLLVHN 

LPQNLAGYIWYKGQMTYVYH 

YITSYVVDGQRIIYGPAYSGRER 

VYSNASLLIQNVTQEDAGSYTL 

HIIK.RRDGTGGVTGHFTFTLHL 

ETPKPSISSSNLNPREAMEAVIL 

TCDPATPAASYQWWMNGQSLP 

MTHRLQLSKTNRTLFI FG VTK Y 

IAGPYECEIRNPVSASRSDPVTL 

N LLPKLSKPYITINNLNPRENKD 

VLTFTCEPKSENYTYIWWLNG 

QSLPVSPRWKRP1ENRJLILPNV 

TRNETG P Y QC EIRDR Y G G IRSD 

PVTLN VL YG PDLPS1 YPSFTY YR 

SGENLYLSCFAESNPRAQYSWT 

INGKFQLSGQKLSIPQITTKHSG 

LYACSVRNSATGKESSKS1TVK 


18515 


48883 


A 


18622 


273 


2271 


CG SWLMTQFSMDKRQGRSRS V 

T1TNTAVTSLEWVPFHAFAIPRS 

TLVSQQG ATSHTDNTQEMDSP 

GQEPGFAKEVEVEPGFQPLPQM 

TLLVPAMCLLLHGACSAKGFC 

AAPHFLLASPMGKGQVPLNPFS 

FTLSEELDLPQSLKRNPKGCIAR 

RAKPILAAERHKRL1LHTSTKEN 

TLLDNRV IECLTMEA V AKFNIM 

KEREGPSHQPALSPPKARWHIL 

WQKLMFTASLLTFWEP\PTTAR 

VTTEAMPFNATEEEEEEFFLLA 

HM LPQNLTRAT1 W\YK\GQMRH 

LYHY1TSYVVDGEIIIYG\PAYSG 

RETAYSNASLLIQNVVTREDVAG 

SYTLHIIK\RGDGTGGVTGRPTF 

TLYLETPKPSISSSNFNPREATE 

AV1LTCDPETPDASYLWW\MNG 

Q\SLPMTHSLQLSKANRTLYLF 

GWTNYTAGPYVECEIRNPVSAS 

RSDPVTLN\LLP\KLPKPYITINN 

LKPR\EE*GCLRPFTCEPKE*GTT 

PYIWWVKRFRSLPVSPGVKRPH 

LKNR1\LI PTP VFTRKWKQGP Y S 

MWNYGDRYGGMRSLPSSPWNV 

LLWVQDLPRILPFHFTYYRSGR 

KSSYLSCSGGTLNPPVAQYSWD 

N*WKSFQLTRGQKLFYSGHITT 

KHSGLYVC\SVRNSATGRESSK 

SMTVEVSDWDITLNSTSTSNSIF 


18516 


48884 


A 


18623 


1 


1131 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18517 


48885 


A 


18624 


1 


603 


MDIADPFSGFPMGMGGFTNMN 
FGRSRPAQEPTRKKQDPPVTHD 
LRVSLEE1YSGCTKKMYQED\KI 
SHKRLNPDGKS1RNEDKILTIEV 
KKGISLPEA LCG/TT VN VPTLDG 
RTIPVVFKDA1RPGMRRKVRGE 
GLPLPKTPEKRGDLIIELEVIFPE 
RIPQTSRT1LEQILSSYLSYLSSP 
GLTRDLSRAQGFLDLSTSCGP 


18518 


48886 


A 


18625 


3 


1228 


WSAAEPVDGDSGSAGRRRGPW 

PKTTYHPWAVARGASEKEIKR 

AYRRQALRSHPDKNKEPGAEE 

KFKEIAEAYEVLRDPRKREIFD 

HYREEALKGSGPSGGVSGGGAN 

ATSFSYTFHGEPLAMFAEFFGG 

RNPFDTFF\GQ\RNGEEGMDIDD 

PFSGFPMG/LWGGFTNVNF\GRS 

RSAQEPARKKAQDSPWTHDLRV 

SLEGDLTAAVPRRCTKKMKISH 

KRL/NTPDGK.S1RNGDKILTIRSE 

RRGWKEGTQITFPVKEGDQTSN 

N1\PADIVFVLKDKPHNIFKRDG 

S\DVIYPARI\SLREA/LCVGCTV 

NCPHSGTGRT\1PVVFKECYQGL 

GMRRKSSWENGLPLPQNTREN 

VGDL1I*GFEVIFP\ERIPQ\TSRT 

VLEAGSFQYSYLEVPQGLTRGP 

FPELK.DFWDLFLPVVGP 


18519 


48887 


A 


18626 


321 


1121 


GDAVPSAPRRPSRRTPGCGSRG 

ALQPGPPPRA\PPPEP/PPRGAAA 

AAPPAGPAAPAARQPPRRPPAQ 

PRSCPRRVRPTPAWSPPGRRGP 

RRSRRRPPGGPGPAAPLRLSRA 

HSPPAPPGSPYRPHGAGTSVAP 

WTRPPAARGTEADPGRCPVSAP 

GTAPGQMRGRGSATQRLHRGH 

STAPGAGGRCGRRPGGSGRPG 

AGAGPRRSTAAPPRCRRRSPTG 

PRSPRGPRS ARPA RG S VGGPRG 

TPG KQPGPRRA * TSGPEPRCCG 

HARG 


18520 


48888 


A 


18628 


191 


653 


KLE1QRLLRMTTEC1RHTKQKK 
FGSPGLQPPLPGNAKSRADSTA 
LPALPAQQKETKQQEPGESS*E 
PGGSSPSRMERAEAAPAQS/PA 
GGTGTGQGWGAPHLGPALARR 
VTGPPQHGSPGPRTRPTPYPAR 
C/PSRPIFVPAIVWSRLRAPPGLP 


18521 


48889 


A 


18629 


141 


319 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18522 


48890 


A 


18630 


178 


722 


plgnvscshrsfqtarvdysli 
yvlawgqkkevwelrnwqth 
almklk.nklreprtsvnkd/sp 
ksllyscsysyfdepvelrsssf 
sswddssdseyethllhlk.lv* 

PNLAVFNCRPTARRKPDYEPVE 
NTDEAQNSFCKTAHNLWSLTFP 
FPCLL*YETRARLESWSLSCLR 
YEHISSG 


18523 


48891 


A 


18631 


2 


367 




18524 


48892 


A 


18632 


1 


381 


QRYSSRRATPRHIIVRFTKVERK 
ETMLRAAREKGRVTHKGKPIR 
LTVDLLAETLQARREWGPIFNI 
LNEKNFQPRISYPAKLSF1SEGEI 
YN PQMLR/DF VTTRPTLRDLL KE 
ALNMERNNRYLPGRPL 


18525 


48893 


B 


18633 


1 


846 




18526 


48894 


A 


18634 


3 


1170 


VGSMTGEASGNLQSQRKAKRK 
EARLTCLEPVEEPGSGTHPPMC 
YLAPPMWKCQKPETGIKEGDR 
DHNSLPAREENQTENESDELTE 
AGFRRWVITNSSRLKEHVV'FQC 
KEAKNFEKSLKELLTRITSLEDN 
INYLMEPRNTAREHREAYSSIN 
SQ1DQAEEKIPEIEDQHNEIKRE 
DK1REKRMKRNKQSLQEIWDY 
VKRPNLSLAGVPESDEENGIKL 
KNTLQDIIQENFPNLAKQANIQI 
QEI\QRTPQRYSLRRATPRHI1VR 
FTKVEMKEK\MLRAAREKGR\V 

TUk'nk'PIRI T\Am CACTI OAR/ 

RTEWGPIFN1 LKEKNF\QPRIS YP 
AK\LSFISEGEIK.YFTDKQMLRD 
F\VTTR\PALKRAPGKEGT*TLE 
RDN\RYQPLQKHAKL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18527 


48895 


A 


18635 


73 


1504 


QDLRLFYLKDTMFSKLAHLQR 

FAVLSRGVHSSVASATSVATKK 

TVQGPPTSDDIFEREYKYGAHN 

YHPLPVAL\ERGKGILLMGM*E 

GRKYFVDFL\SSYSALSNQG\HC 

HPKIVKCSGRVKWDKIDL*HLE 

AFYNNGTLVNMREYYY*TFST 

YHKVLP\MNTGVEAGETA\CKL 

ANRKWGL/YTVKGIQKYKYAKIV 

FAAGNFWGRTLSAISSSTDPTS 

YDGFGPFYARDFDIIPY**SCPH 

MEQCSFKDPKCGLAFHG*EPIQ 

GVEAGVWVPDPGVYLMGSAESS 

GTRDQVLFICLMEIQTGLARTW 

*DGLAVDYENVRPDIVLLGKAL 

SGGLYPVSAVLCDDDIMLTIKP 

GEHGSTYGGNPLGCRVAIAAL\ 

T?"\AT ACMAHFI niTT P"MC 

T \AV1 TT P/CMI \fTAT)W"PVriVV 
LlVlKL J J-.r/oJVlL V 1 Alvlvrvb rvU 1 Y 

LNAHLAIKGNQKIWDA/WGKV 
CLRLQDNGLLPKPTSVATLSRF 
APP\L VIKEDE LRES I E 1 INKTIL S 


18528 














18529 


48897 


A 


18637 


588 


801 


RTAYFCQYHTASVYSERAMPP 
GCPEPSQA*ELQETGHRQVALR 
RSGRPPKCAERPGAADTGAHCT 
STDGRL 


18530 


48898 


A 


18638 


175 


510 


NSESPGPLWWLSCDNPAKDRIY 
ctp a nr,i r;i pnnQFwm? ahi * 

c> J cAUuLvjLrUyjr V V rliV/A's^L, 
tVAu Lu 1 nolvrycWAV U oU 

LLKAQLHFKVGRCVWEAGGGL 

EWVLGGRCRCRVPQPLETLIQ 

WGPW 


18531 


48899 


A 


18640 


1 


1431 




18532 


48900 


A 


18641 


202 


994 


RWQGQRLLLDSNIRLWVVLPIR 
YSFTFFRRALIRHYV\SILLAERQ 
RSFTQGNKYLDSSSPNFEGRV/R 
FRGKLGNYIPKQSFFG/RRKFLF 
FPNPEDG1FSKKLKREVVPPSPM 
TDPTMLTDMMKGNVT\NVLPM 
1LIGGWINMTFSGFVTTKVP\FPL 
\TLRF* A* WLQQGNRS YSPFRCI 

r\j / Wr Llru I rryLlLui K-jI/ i 1 

LWl SGGKDNGRWNQSRMM/DR 
SRMTGASHGPWPADSGRRFPN 
KRWEAL\ELTDHQWALDAAGE 
DA A 


18533 


48901 


A 


18642 


97 


224 


LPTKSTWVAGKK*KKRSNIKD 
YSTPLTSYRS1RSHAFKIVAS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18534 


48902 


A 


18643 


1 17 


457 


IWGDVEKGK\KVFYL*RCSQCH 
TV*/ERGGKHKTGPKSP*VSFGR 
RTGQAPWDTLYTAANKANKGII 
WG\EDTLM\EYLENPKKVHPLD 
TKM1FVRHLRKREERADLIALS 
SKKLLN 


18535 


48903 


A 


18644 


411 


1054 


VTG AQRL VTCRMGKQN SK\L A 

P\E VMED\L V K.STEFNEHELKQ 

WYKGFLKDCPVSGRLNLEEFQQ 

LYVKVFFPYGRRLPSFAQHAFPN 

LSTRMGDGTI\DFREF1CAL\SITS 

RG\SFEQKL\NW\AFNMYGPGW 

VMGKITRVEML\EIHRGLSYQN 

G * GTV IM MKMNEDGLTPVEQRV 

GQDFSARWVRNKDDQIYTGID 

FKGSCQRADPF1V*LL\QCDIHK 


18536 


48904 


A 


18645 


3 


475 


GAEGARGGGSSYSEMAETVAD 
TRRLITKPQN LN DA Y G PPSNFL 
E1DTNLP1FKLKESTVRRRYSDF 
EWLRSELERESKVVVPPLPGKA 
FLRQLPFRGDDGIFDDNFIEGKK 
TRG WEQFIN K/V SLGHPU AQN E 
PLFFHMFLQDEIIDKSYTPSK1R 


18537 


48905 


A 


18646 


> 


695 


LRA RSL RDRCARAPCPHGGQQ 
RRRRRLNAEGAEGARGGGSSY 
SEMAETVADTRRL1TKPQNLND 
AYGPPSNF\LE1DVSNPQTVGVG 
RGRFTTYE1RVKTNLPCFQS*KN 
L1VRR\RYSDFEWLAKWNLERE 
SKAVVVPPLPG\KAFLRQLPF\RG 
DDGN1LMDNFI*/EERK1RGWSS 
FLNKVA\GHPL\AQN\ERC\LHM 
VFYQDE11DKKLLLPSKNKAMP 
WKFGPRKGAKNVDY 


18538 


48906 


C 


18647 


3 


474 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18539 


48907 


A 


18648 


156 


1254 


RPLHTLEVLRRMTKRLVTKAA 

ASAARAQPAEPRDRKYDKHLS 

YLATWGRSAGRAGSPRGARGR 

ELARAPVSLPAGVPGRGSAAG 

HSSEARTGPNGKMGGSSREPGT 

EKVPCPRGLSPTREVGHQVHGT 

LGAGPN ELHPSGPAGARCRPGR 

REAKLGDAARSEAQSSAHKFHI 

DSLSLPWNPTAMEMLMPKKNR 

\1AIYE\LLFK\EGVMVPKK\DVPI 

PKHPELAEQKCAPTFHVMKVA 

MQ\SLKSPRPT*KEQFAW\RHFY 

u/vi t\\i uv.i r v. vt pnvi in opci 
WYLI \IN tLilt^\ Y LKjJlL^nLrrcl 

VPAHPYGRSPSRRLARPRPKKV 
WKGEATLRDFTRGEADSFLCH 
S/DSYRRSAVPP\GA\DKKAEAG 
GLGQKPNFQF\RGGFVRGRGQ\P 


18540 


48908 


B 


18649 


1 


1053 




18541 


48909 


A 


18650 


1 


529 


MGRYMEREPLQGNHRRSGLSG 
ERCSHMGGVLIERRELQTETRK 
EGVVEWCWLEKEVLATITKPV 
RGDKNGGTQVVKHRKMPRYY 
PTEDVPQKLLSHG\KKPFSQHM 
RKL/FLYRRHAKNLSLPPQPELII 
SDVK/IPRHPADA* LEEQQLSEP 
E/HSEG 1 SY*RIPEKVLSYPAIRP 


18542 


48910 


B 


18651 


258 


363 




18543 


48911 


A 


18652 


197 


398 


ARMSQEKDFHKVMSALKARTG 
HLHFFCGGMSSVKVGQGFSLLL 
* FFSYFRPSGCILPL* ELPEARCP 


18544 


48912 


A 


18653 


215 


932 


GTQSCNQKVLNSAKNLQELG1G 
PKFQ M RLKPQL APMQPN RG TS 
LGRSIPCPPVLCSMRKIHLRPQV 
LRPTSPRN1SPILNRVSEVSDHA 
GTPALVLHP* RQ VPLFWGRGK 
YPNPFSLCLYPFSAFLGGKKHP 

TDCDCD*\AACDI F* D CI/ VDXIT VCT 

1 rbror VAorLr KbK Y r JNL. V oL 

/-<DCDI CDTJDTM T QT WDM PI P\DTP 

TSYISVPQSLISMPRPLISAPQPLI 

CTTHDT CDFCP.PQI I HA/PPTIX/PP 
ol I ^rLoKroUKoLL^ Vrtl Wrr 

GQGMPAARDSS 


18545 


48913 


A 


18654 


1 


378 




18546 


48914 


A 


18655 


14 


380 




18547 


48915 


C 


18656 


228 


260 




18548 


48916 


C 


18657 


99 


335 




18549 


48917 


A 


18658 


55 


474 


RQVPLFWGRGKYPNPFSLCLYP 
FSAFLGGKJCHPTPSPSP* VASPL 
F*RSKYPNLVSLCPSPLFPRPDL 
LSLWPNPLF\RTPTSYISVPQSL1 
SMPRPL1SAPQPL1STTQPLSRFS 
GRSLLQVPEIWPPGQGMPAAR 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18550 


48918 


A 


18659 


1 


187 


AELATGNVK.VEASGTPEEKAG 
SVLG*ACFAGP*ERCCWQNN*D 
G IIS1QSYCLCNLGCFIQT 


18551 


48919 


C 


18660 


1 


357 


















18553 


48921 


A 


18662 


1 


312 




18554 


48922 


A 


18663 


149 


457 




18555 


48923 


B 


18664 


1 


675 




18556 


48924 


C 


18665 


110 


928 




18557 


48925 


A 


18666 


495 




LTSPSRCTIIEKSCSSLPPL*DKP 
QPHLQHTRTSKRLNCSSQVFLQ 
NLLPEEL ATS SRNL ATGPRNAC 
SPGFLLSHIPSVWDPTGNRTVQ 
LTWQPLPEPLELWPKAL 


18558 


48926 


A 


18667 


228 


3021 


VFDRTQNVQGRIMEAPEYLDL 
DE1DFSDD1SYSVTSLKTIPELCR 
RCDTQNE\DRSVSSSSWNCGIST 
LITNTQKPTGIADVYSKFRPEKR 
VLPLKHQPETLENNESDDQKN 
Q1VGEYQKGGESDLGPQPQELG 
PGDGVGGPPGKSSEPSTSLGEL 
EHYDLDMDEILDVPYIKSSQQL 
ASFTKVTSEKRILGLCTT1MGLS 
GKACSTGSSESSSSNMAPFCVL 
SPVKSPHLRKASAV1HDQHKLS 
TEETE1SPPL 


18559 


48927 


A 


18668 


1440 


1764 


ERSTYNLRSSDQP/RPRN I LTNF 
K S/V DKG DTFY PWTrTN SG A SH 
GLGR\RLPWC*ELATSARNLTP 
RPRTAGSPGFLLSHVPSVWDPT 
ANRTVQLTWQPLPEPLELWPK 


18560 


48928 


A 


18669 


1 


3255 


MLTLTGAGGESWIIRPGNLLEQ 

LGAEETLGRRQEPGDEVTAHFL 

LQGV1NMGPVPYPGAHSSNMP 

GSVSPILGHSVKLFEEYYPVGD 

PLMGSGRPHTPRKKIWSDLNA 

HSDLYLALDWTPLPEQSEPGPG 

LAAWKPFQAEEYTCKCAEGNE 

NTPFDLRKGTLPCPRNLERARQ 

AYMHIEEKFPFELTEQHICEFQS 

MCYVLVRVLGACSQSTWLILEP 

DGVSGPSKGASEAIGQCQSSAA 

KPRRSGKESVREPWA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possihle nucleotide insertion) 


18561 


48929 


A 


18670 


1 


1442 


CSEYEDSSPAPVPATDLSSTLSS 

SVPQPQDTGTSQQLHPLDPWHE 

LLRAQELQGATNHKGYSHAEH 

EHAGLGVQGGNGALAFSNSGH 

RH A VPTI SSGTGRRRTPSSSAFG 

LLNLHQWFVSGFQAFSDRLKA 

ALSASLLLRFGDSDWLPSSSAC 

KCLMLGLHFVIVGNICATLKEK 

YSSMLHLDVTMKKNGEKRTRL 

QKRKKGMPPHPA/S*GPKHSCII 

HSPCQCCPSSAK/SASELQGSWT 

PFGGLLTRTRMKFGAKTRDLD 

QGTSLG RSLPCPPTLCSMRK1 HL 

RPQVLRPTSPRNISPISNPRQRR 

QVL SMDPKL RHRSRTGK/DSLP 

LVFNHCRDTSLIIHPCFKGVRPR 

RDACLGPSPLAASPAFLEKGQD 

LIN L AFKVYNNRKKLQFLASTV 

RQTAATSPAHKNFQMPEPQRP 

GVPPEPPPTGACYMCRKIWPLG 

QANA R SPGFLLSRVPSVRDPTG 

NRTVQLTWQPLPEALELWPKA 


18562 


48930 


A 


18671 


140 


327 




18563 


48931 


A 


18672 


95 


115 


1IRHLCND*TPREGCLPSP*PAW 
SDTFETWVNNQASLQ 


18564 


48932 


A 


18673 


218 


674 


MPISRPTARFK.RIKVYYHSPAT 
A WPSKA YKL PLQFPHFTCPKTR 
QGLQVTSGSAPYQPNCFVYPPR 
VAKTKYSP1LNTSLHNPLLCSGS 
QTCFLY/SFLCTFHPSLSSLSLGL 
TLTP1 RLSKLRGL YCHKASQTA 
PITSIKPK.FLPHLLPISA 


18565 


48933 


A 


18674 




268 




18566 


48934 


A 


18675 


1 


458 




18567 


48935 


A 


18676 


3 


461 


LLLTQSLFGGLFTRTRMKFGAV 
TRIGGPPLGNQSPSSCSLLHEKD 
PPTTSGPQTDQPKKHLTNFKSA 
ARPTFLGQGQVPLNPFSFTLS/E 
QVLLS*AARTPQSLISTPQPLISV 
PQSLISVPQPLLYFSGGQEPPPPP 
LLCVSSLFSRLASFTM 


18568 


48936 


C 


18677 


156 


329 




18569 


48937 


A 


18678 


449 


667 




18570 


48938 


A 


18679 


79 


311 





2305 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18571 


48939 


A 


18680 




693 


MAPTNCKGSRKCGRPHEQMPH 
PYLPLLTLFSDSARLHPGEINSR 
VPHTKPVWWSLHTDAYEIWYH 
DSDWGDLPWEINPLSSCSLLHE 
KDPPTTSGPQTNQPKEHLMNFK 
SGPHWKSDCPTRQPLPGPLELW 
PKA/HLTDSFPDLLSLAAED*CC 
LIALEAPWTITDAELW1TLTVED 
SQLYEDTLAGRSVLIKNLTP*TL 
Q/PLDGLDPT* SSI VPQLPSACRI 
LPTGFTVPE 


18572 


48940 


A 


18681 


328 


865 




18573 


48941 


A 


18682 


451 


1238 


TALLLTQSLFGGLFTQTRMKFG 

AVTR1GGPPLGDQSPVLLFFVPR 

ERSTYDLGPQTDQPKKHLTNFK 

STSFVFSSCIPPP*PSSISLLPPW/T 

TDHAPLTISL/TT*SPLPCSMPIS/ 

ASHSML*KD*SLLSLACYSMAF 

*SL*TLLTIPPFYLS*NQRRFTG* 

FRICALSTKLFCLSTPWCQTH1L 

SYPQYLPPQSIILFW1SNVLSLLF 

LCTLHPSLSSLSLGLTLTPFRLS 

KLPGLYCRKASQTAP1TSVKPK 

FLPYLLP1SA 


18574 


48942 


C 


18683 


870 


1037 




18575 


48943 


A 


1 8684 


933 


4323 


AASHLCGTPLEIGLSNSPGSHSQ 

SPWNSGPRLSDCFPDLLG*VAE 

D*HCP1ASEASWTVT\ELWVTLT 

VEVAATALILLEALK1TSYAPLT 

LYSSHNFQNLFSSSHLT/PYTFC 

PQ/GPFSYTHSLLSLPQSPLLLA 

QTSIRPPTL FLIPHLTPMTVS L * S/ 

JLlrlrrrHlarrrvrrirUMf WrlD 

GSSTRPNRHTPAKAGYAIVSST 

Fl I EATALPPSTTSQQAKLI ALTQ 

ALTLAKGLLVN1YTDSKYAFHI 


18576 


48944 


A 


18685 


849 


1944 


WQVPLFSGRGKYPNPFSPCLYP 
FSAFPGKRQELATSARNLSDHQ 
AKECLQPRIPPKPCP1FAGPHWK 
SDCSTSPGQPLPEPLELWPKA/H 
LTDSFPDLLGLAA\ED*HCPIAS 
EAPETITDAELPVTLTVEGKSIP 
CLIDTGATHSTLPSFQGPVSLAP 
ITVVGIDGQASKPLKTPPLWCQ 
LGQHSFMHSFLVIPTCPLPLLGR 
NILTKLSASLTIPGVQLHL1AAL 
LPNPKPPLCPLTSPQYHPLPQDL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18577 


48945 


A 


18686 


2 


377 


KGATIVYALDTLFIMEMKHEFE 
EAKSWVEENLDFNVNAEISVFE 
VNIRFVGGLLSAYYLSGEEIFRK 
KAVELGVKLLPAFHTPSGIPWA 
LLNMKSG1GRYNWAWASGGSS1 
LAEF\GTLHLEFMHL 


18578 


48946 


A 


18687 


215 


1135 


PITLRRHLFFSGIGRNWPWASG 

GSSILAEFGTLHGMKIVF*/HFH 

GNILFSIVKVMNIRTVLNKLEKH 

YLN*KLNHSKIHFPLFPDHVSV 

GGLGDSFYEYLLKAWLSINLRR 

DYKMLKNKCFSQAIETHL1RKS 

SSGLTYIAEWKGGLLEHKMGH 

LTCFAGGMFALGADAAPEGMA 

QHYPVSTVQENNPYSFIPCPLV 

MKLGPEAFRFDGGVEAIATRQ 

NEKY Y1LRPEV M ETYM YMFRL 

SGSDFFSSFLLLPPQASSCFQTLF 

DLFKVPDSLCSILEFRRHSSRQP 

YSTDQPF1YLVGKRILFCPLT 


18579 


48947 


C 


18688 


304 


400 




18580 


48948 


A 


18689 


16 


450 




18581 


48949 


A 


18690 


1 


777 


GHSMDMRVPAQLLGLLLLWLP 
G ARC VI WMTQ SPGTLSLSPGER 
ATLSCRASQRVNSN Y LA WYQQ 
KPGKTPKLLIYGASNLETGVPS 
RFSGSGSGTDFIFTISSLQSEDIA 
MYYCQQYNNWPHPSVTFGQGT 
KLEMKRTWAAPSVVHLPGPSD 
EQLKIWELPSACVPA*NNF\YPQ 
SRPKVQWEGGITPLQ\SG*LPQE 
SVHRGRTRQGTAPYSPQQAPW 
TVRQSRITEETQSLTACEV\TPS 
G ALRFRPVHK.G AFNRG ES F 


18582 


48950 


A 


18691 


3 


688 


HASADAWAANAEEHRHDRPR 
GTLRVEYKVWG RCLPTPKACHT 
PPLLPACE1FAPNHVVAKS/RAF 
WYFVSQLK\KMKKVFQGKIGL 
LVGQVF*ESSPLR/V*KNFRGSW 
LAAMDSRERAPTNMLPGNNRG 
P*PPAGGCSTQLLTRDNGVAPG 

1 UnrNrnrrirKrltKLLUKrAu 

QQSCRRP/ALVQSSFHVDSKIKFP 
ACPNGVL\RRQHKPRF\TTKRPN 
TFFLGAGPSSGVCPK 


18583 


48951 


A 


18692 


1 


784 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18584 


48952 


A 


18693 


1 


4713 


MQGPYLLLWLPDSLEEGKEGL 
YLGNCIHTCLVTVPEDAFFPHF 
LTQHSGTHLPPSSDIPSHFMNNS 
TGRLAQRILGTSTEAFLSPEVM 
VFVHARNATVRTAMSLIERAK 
NCGHIPFFFPTQG HD YVLAEKQ 
VQRSRNKQVRELFPDGFSIHHA 
GMLRQDRNLVENLFSNGHIKV 
LVCTATLAWGVNLPAHAVI1K.G 
TQIYAAKRGSFVDLGILDVMQI 
FGRAGRPQFDKFGEGIIITTHDK 
LSHYLTLLTQRNPI 


18585 


48953 


A 


18694 


313 


489 


SSCFKLHFQQLFK.NCNTQMRN 
QIGFLRF*NNLVMLLSSSSVTNQ 
LELQKK1ILLTCKMQ 


18586 


48954 


A 


18695 


1 


851 


ACGWALAQRPARRAMVAG1D 

AGRS\LGVLSVVCLLHCFGFISC 

FSQQIYGVVYGNVTFHVPSNVP 

LKEVLWKKQKDKVAELENSEF\ 

RAFSSFKNRVYLDTVSR*PSLST 

T*TSSR*KMKYEMESAKIVTD\T 

MKFLPYVP*VSFQSPTLT\CALT 

NG SIEVQCM1PEH YNSHRGLIM 

YSW\DCP\MEQCKRNSTSIYFK 

MENDLPQK\IQ\CSLSNP\LFNTT 

SSlILTrCIPSSGHSRHRYALlPlP 

LAVIPTCIVLYMEWVF*KCARN 

PDRTQLQLIGNRRMKTTA 


18587 


48955 


C 


18696 


35 


181 




18588 


48956 










PQVLRPTSPRNISPILNRVSDHA 
GTPALVLHP*RQVPLFWGRGK 
YPNPLYLCAPIPYFRT/HNLISLR 
PNPLCPHPDLVSLCPDPFPAFLE 


18589 


48957 


A 


18698 


1 


268 
















QY1SELQFLASTVRQTPATSPAH 
KNFQTPEPQQPGIPPEPPPPGAC 
YKCWKSGHQAKECLQPGIPRK 
PRPISGSHSQSPLELWPKA/HLT 
DSFPDLLGLAAED*HCPIASEAL 














CQTTQGRLLTAGTPL* SFTHVS 
RVSDHAGTPALVLHP*RQVPLF 
WGRGNHISGTQELPNT*TAV/V 
QAF/LPEPPPTG/CLLHVPEIWPL 
GQGMPAGQDSS 














SLGRSIPCPPALCSVRKIYLRPL 
VLRPTSPRNISP1LNRDPTVQLT 
WQPLPEPLELWPKA/HLTDSFP 
DLLGLAAEDRCCP1ASEAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locRtion of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18593 


48961 










PPRQAKMQNLAAPGSHSQSPW/ 
TLRPKAL*LTPSQIFSA*RLKTD 
TARSPRKPPSFQGPVSLASITVV 
GIDGQASKPLKTPQLWCQLRQ 
YSFK. 


18594 


48962 


A 


18703 


284 




1 1 L V VK.WANGLRCLTSRHSFTH 
QSLPS/PLCPVQLVPN\SRLSPQS 
QPQASLSLSNLPFLQTHLTSPFL 
PRLLLARPK 


18595 


48963 


C 


18704 


414 


557 




18596 


48964 


A 


18705 


1 


1284 


MNFEGTETLHCNGHCKVIAMT 

LGNQEVNQRNFSTGTTGPMEG 

MWLLSSNSHHSLKYAGALAILS 

AFQYQERGSQAGHRDSWPETK 

ETHFICGPKTPALVTDWEGSLP 

LVFNHCRDASL1IHPRFSGVRPR 

RDACLGPSPLAATPQTITDTEL 

W VTLTVEVWD1ST/LFPGN * SH 

A/TL PSH*NLITLTPLN AN I/AI PQ 

H A LKGLKPVITRLLQHGLLKPI 

NSPYNSP1LPVQKLDKSYRLVQ 

NLRLINKIVSPIHPVVPNPPAFTS 

QITQAVSQALGIQWNLHIPYHP 

QSSGKVERTNGLLKVHLTKLSL 

QLKKDWTVLLPLALLRIRACPR 

DATGYSRFELLYGRTFLLGPNLI 

PDTSPLGD YLPV LQQ ARQ A AN 

LLLPTPDPQPHEDTLAGRSVLV 

KNLTPQTLQPRWTGPHF1IYSTP 

TAVCLQDPPH 


18597 


48965 


B 


18706 


1 


933 




18598 


48966 


A 


18707 


3 


435 


TKETGFIHGPKTPAPVTDWEGS 
LPLVFNHCRDTSLIIHPCFKGVR 
PRRDACLGPSPLAASPAFLEKG 
QDLINLAFKVYNNRKKLQFLAS 
TVRQTAATSPAHKNFQMPEPQ 
R PG VPPEPPPTG/ CLLH V PE 1 WP 
LGQGMPAARDSS 


18599 


48967 


A 


18708 


2 


111 




18600 


48968 _ 


B 


18709 .. 


1 


595 




18601 ... 


48 ?_ 6 ? 


C 


18710 


1 


1344 .. 




18602 


48970 


A 


18711 


227 


385 


VPILPQPLLLHPAIFLSPPLLTPG 
PAYSFVP*LALPHLPSNLLLKR 
WLEPKA 


18603 


48971 


C 


18712 


148 


258 


















18605 


48973 


C 


18714 


1 


816 




18606 


48974 


B 


18715 


1 


513 




18607 


48975 


B 


18716 


1 


1452 




18608 


48976 


A 


18717 


1137 


1303 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18609 


48977 


A 


18718 


2 


2107 


IDMIFTPGPPSTPKHKKSQKGSA 
FTFPSQQSPRNEPYVARPSTSEI 
EDQSMMGKFVKVERQVQDMG 
KKLDFLVDMHMQHMERLQVQ 
VTEYYPTKGTSSPAEAEKKEDN 
RYSDLKTIICNYSETGPPEPPYSF 
HQVTIDKVSPYGFFAHDPVNLP 
RGGPSSGKVQATPPSSATTYVE 
RPTVLPILTLLDSRVSCHSQADL 
QGPYSDRISPRQRRSITRDSDTP 
LSLMSVNHEELERSPSGFSISQD 
RDDYVFGPNGGSSWMREKRYL 
AEGETDTDTDPFTPSGSMPLSST 
GDGISDSTVPLFLSSEILQKQVG 
QSITSMLGFLSRGPSMKLCMGL 
AC VLSL WNTVSG I KGE AKKEK 
GMTFLPTTDSKKFFSLLSVTSYS 
SFAFHKFSVAVYNISNLKTVDP 
AKFPTR Y C YCLNNRTNDLS DFT 
ALLVDIIGNSTSYLTEIFKSTSIL 
SVNQSNESDCIFICVMTGKSGR 
"NLSDFWE1EEKYPIINYTFTSGL 
SGVLALLLTQSLFGGLFTRTRM 
KFGAVTRIGGPPLGNQSPSSCSL 
LHEKDPPTTSGPQTDQPKKHLT 
NFKSAARPTFLGQGQVPLNPFS 

. . i c* a A DXDriCT 1CTD 

QPLISVPQSLISVPQPLLYFSGG 
QEPPPPPLLCVSSLFSRLASFTM 
GAFTHGTQTPSPTKATAPRYPQ 
TGDLSAEWPFTAGEEPVLVPRP 


18610 


48978 


A 


18719 


828 


1063 


RHSQAAED'HCPIALE/VPQTIID 
AELRVTLTVEGYSLPPGCLRGL 
MLSVSGFSRSTVQAVSGSTVLG 
SGGQWFSCASV 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


18611 


48979 


A 


18720 


183 


1140 


LGSGDLPWEINPLSSCSLLCEKH 
PPTTSGPQTDQPKKHLTNFKSG 
ETKEMHFIRGPKTPVPVTDWEG 
SLLLVFNHCRDGLSDHSATFQG 
CQT/MAGMPALVLHP*RQVPLF 
WGRSKLLLARLS*VPILPQPLLL 
HPIILLSPPLLTPGPAYSFVP*LS 
MSIHQVVLRPDEQGPGQEQQPP 
LYVMEPGEINSFIAHTKPVWWS 
LHTD A H EIWCHDSDRGTSLGRS 
IPCPPALCSVRNIRLRPQVLRPTS 
PRNISP1LNQERQRRCILFVDPK 
LRCQSRTGKAAFSWCLIIAGTA 
SLIIQPHFKGVRPCRDACLGPSP 
LAASPAFLGKEQAAPCQAELGP 
NSSSASAPPPYNPFITSPPHTRSG 
LQFRSVTSPPPPAQQFTLKKVA 
GAKDIVKASLAPALAQGVPGTP 
QATASEGASLKSWECLCGVNL 
ATAQSARVKEACQEACQSLPRF 
QRM YEKA W V PKQKTTAEVELS 
QRASTRVVLRGNVGLESPSRVF 
SIALSSGAVGGVHCPSDHRMIE 
PAAFN LSMKN PQRQSCLRA 


18612 


48980 


A 


18721 


372 


906 


lrsadlpwe1nplsscsllhekd 

pptssgpqtdqpkehltnfk.se 

kketrfirgpktpapvmd*grq 

PSLGV*PLQGCLSDYSPRFQRC 
QTTQGHLPWSFTLSSKSHFSGG 
RGKSLLQVPEIWPPGQGMPAA 
QDSS*AV\P1CAGPRWKSDCPTH 
LAATPKAPGTLAQGSLTPSQIFL 


18613 


48981 


A 


18722 


983 


1980 


KFGLVQLTLGKPLPEPLELRPK 
A/HLTDSFPDLLGLAAED*HCPI 
ASE A A * TITDTELRVTLT V E V W 
DTST/LFPGN*SHA/TLPSH*NLIT 
LTPLNANI/AIPQHALKGLKPVIT 
RLLQHGLLKPINSPYNSPILPVQ 
KLDKSYRLVQNLRLINKIVSPIH 
PVVPNPPAFTSQITQAVSQALGI 
QWNLHIPYHPQSSGKVERTNGL 
LKVHLTKLSLQLKKDWTVLLP 
LALLRIRACPRDATGYSRFELL 

vr. n TIV I T f. DM I TPr\TCPI nnVT P 
YljK I rLLOrlNLI-rlJl brLUUiLr 

VLQQARQAANLLLPTPDPQPHE 

DTLAGRSVLVKNLTPQTLQPR 

WTGPHFIIYSTPTAVCLQDPPH 


18614 


48982 


B 


18723 


1 


271 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18615 


48983 


A 


18724 


803 


1158 


CSWHDRFPDWKAGNLLSLAA* 
D*HCPIASEAP*T1TDAELQVTL 
TVEGSGDLPWE1NPPSSYTLLCE 
KDPPTTSGPQTNQPKKHSHQFQ 
1RDKGDTFYPWTHNSGASHGL 
GRQPSLGV 


18616 


48984 


A 


18725 


1855 


2506 


GASPSVWDPTENRTVQLHLGS 
HSQSPWNTGQRSRDLTSFPDLL 
GLAA\ED*HCPITSEAPLTITDAR 
AMG * LST VEGKP VPFLINTEAT 
H ATLPSFQG PVSLASIT\ WGID 
G\QAF*TSLKLPNSWCQH*TIRR 
FKH S FL V I P\TCQ VPLLG\EDTLT 
KLSASLTIPGLQLYLIATLLPNP 
KPPLCPPLVYPHLNPQV*DISTP 
SLGDRSCTPYHL1KT 


18617 


48985 


A 


18726 


2 


979 


TSTM A VGKNKRLTKG\GKKGA 
KKK V VDPFPR\KD WY * RRKHPL 
M FH\1 RN 1EKD VG SPRTPRDPKL 
QSDGLKGSVCLKVSPAELPE*L 
KFAFRKFKALITEDVSGVKTCPD 
LTSHGAWDLYP*QNCCSMVQK 
MGRPMIEA\HVECSRLTD\GYLL 
\RLFCVGFYLKNRNISDHGRPSY 
AQPPNRVR\QIR\KKMME1HDPQ 
RLQTNVP*KEVVNKLIPASIGK\ 
D1\EKACQ\SIYPL\QNVF\VKKV 
KMLK\KPKF\ELGKLMELHGEG 
SSSGKATGDETGAKVERADGY 
GPPVQESVGKFRLPIVGNRSGH 
CVKK.EKQSSRRRDFGVSVHPRI 


18618 


48986 


A 


18727 


' 


615 


ASTAAPRMLLLFQPRYRTLQPQ 
RLLMPKKNR\IA1YE\LLFK\EGV 
MVPrCK\DVPlPKHPELA\DRNVP 
NLHVMKAMQVSQSPRG\YVK\E 
QFA/WKKISYWCLTN*GYQGVS 
ISSRDYL\HLPP\EIVPA/TPLRRS 
RPED/SGRPSA*KGLEG*SDLAR 
LHKNGEAGQRLPYRR\SAVPP\G 
\ADKKAEAGGLGQKPEF\QF\RG 
GFVRGRGQ\PPQ 


18619 


48987 


A 


18728 


3 


395 


SAEVGAAETTLTELRRTVQSLEI 
DLDSMRNLKASLENSLVGILLHL 
ESELAQTRAEGQRQAQEYEAL 
LN I K VKLE AEI AT YRRLLEDGE 
DFNLGDALDSSNSMQTIQKTTT 
RRIVDGKVVSETNDTKVLRH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=XJnkiiown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18620 


48988 


A 


18729 


323 


1973 


PCMWIGFAAVRKGLKDSSSASC 

GCTRRVRGTWWQGLSRVCVA 

RNEEVRLWGLCWLGSSPPAGW 

NNVFYMLISADVLACLEPRAN 

KEAANELAGAVDLGWMANVR 

RNPRDMVTSTHLGTHFHLRKTP 

PRGEKTCELASQQPLIEATTKT 

KSVAVSHILTYTPPTLNGVAAV 

SSRVHFSF WPPTLQTG LEQG SM 

SFTICFTTSTNYQSLHSIQPHSHS 

VQFISSTAKVYAVLRGLGSRTS 

VSFSTSFWSGWGSGGLAAGMP 

GIDNARLAADDFRVKYKTELV 

MCLSVESNVRGLHKVTDDTNV 

TRLQLETEMEALKEELLFMKK 

NQEKEVKGLQALIASSELTMEV 

NAPKSQDLSN1MADLPAQYDEL 

A\RKN*EELDKYWSQED/IEEHT 

TVVTNTSLLEVWSC* D ARLTEL 

RRTSPGLWRFDLDSM\RNLK\AS 

LENSL\REVEAPYAL\QMEQL\N 

fill T 141 PCl^l fJATPDTC AADAA 

Q\EYEALL\NIKVKL\EAEI\ATLP 
GRLLGRMAKDFNL\GDS\LDER 
NSFQNIAQKTNTPPGNVDGKVV 
S\ETN\DTK V LRH 


18621 


48989 


A 


18730 




897 


MGHHRRQSLSPVLSLYSPDSMS 

FTTRSTFFTNYQSLGSVQAPSY 

GARAVSSAASVYAGAGGSGSRI 

SVSRSTSFRGGMGPGGLAAGM 

AGGLAGMGG1QNKKTMQSLN 

DRLASYLDRVRSLETENRRLES 

KIREHLENKGPQVKDWSHYCK. 

TIEDLRAQIFANTVDNACIVLHI 

DNARLAADDFRVKYETQLAMR 

n«ucwniijr.io[fi ctcipai dec 

V^o VoINlJlriOLivrvL,t< 1 tltALtvtc 

LLFMKNHEEEVKGLQAQIASFR 
LTVEVDAPKSQDLAKIMADIRA 
QYDDLAGKNREELDKYWPQQF 
EENTTVVTvQSAEVGAA 


18622 


48990 


A 


18731 


3 


423 


SLSPVLSLSPDSMSFTTRSTFST 

NYRSLGSVQAPSYGARPVSSAA 

SVYAGAGGLATGIAGGLAGMG 

GIQNEKETMQSLNDRLASYLDR 

VRSLETENRRLESKIREHLEKK 

GPQVRDWSHYFK1IEDLRAQIF 

ANTVXDNAR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18623 


48991 


A 


18732 


663 


2089 


AFTTRSTFS'I NYRSLG\SVQAPS 

YGAGPGRAARPASYAGAGGSG 

SRISVSRSTSFRG\GMGSGGLGQ 

RELAGG\LAG\MGGIQ\NEKETM 

A/QALNDRLGLFTWDRVRSLG 

DRRTRKLGRAKFREHFGRKKG 

PQW R\D WSHYFK1MEDLVRAQIF 

RKYLLDNAPHPFLQDLTIAPSLL 

LD*F*EFKY*GQSLAMRQFLWR 

NDIPLGSAKVMDDTQYHTDLQ 

AWRQRFEAPQRRELALSMKKE 

PRRRKLKGLSSPRLPSSWG*PVE 

VRLPPNFQDLRQRSLADIPGPN 

MNELGSKKNPRRKLRQSTWSQ 

QI*GRAPQLVTTTSLLEVGSLLK 

TTL/TQKL RRTSPGPWKIRP WTS 

MKKS*KAQLGRNSP*REVGRPP 

YGPYKMEASFKRGSLLHP*SQS 

W/QTRPGAEGTAPQAPRSYEGP 

C*N1KRSKLEA*DRPPYPPALLE 

D\GEDF*SLVDPLDSKQLHAKPI 

QKTTTPPG*VGLGKVVS 


18624 


48992 


A 


18733 


53 


1 100 


NFRV EAG VRG VQQKETC AFKV 
LES1\GKF\GLALAVAGGVVNSA 
LYNVDAG\HRAV1FDRFRGVQ\ 
DIVV\GKGTHF\LIP\WVQETQLS 
FD\CRSRPRN\VPSQSTG*AKDL 
QNVQHHTAASLFRACRQPSFPR 
1FTSIGEDYGWSVCLPS\ITTEV\L 
KVSVGSLWMLGEL1TKRE\LVS 
RQV\SDDL\TERAATFGL1LDDV 
SLTHLTFGK\DFT*AVEAKQVA 
QQEAEKGQICWLEKAEQQKK\ 
AAI1SAEGDSKAAELIANSLATA 

UUUL.lc.LKrvlj/E, AAn-UlA Y t^La 

RSRNITYLPTG\QSVLLQ\LPQLR 
GPPLPCTSRGLDLGPQPRLILNN 
SLSFLLPTPEINCEIFMIGLK 


18625 


48993 


C 


18734 


222 


458 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18626 


48994 


A 


18735 


2104 


2758 


QFCPSRQKGCLQKTFRHFVAGH 
GGDFLFRSPTHAFPFCVPLFPLP 
P/VTIVRPCPPFS*VLSSSPRNSQ 
NTIPRSPFLSPGTLSRSPAGSRDP 
GNPAPGSNTRLGPTAPVSRLAP 
VD1GFRSTDCWSLQPQVPVNPG 
SRPA PTNPRSRSTP VDPG SNTRL 
GPTAPVSRLAPV\V*ALGPLTAG 
PYSPR/CPVNPGSRPAPTNPRSR 
STPVDPG SNTRLGPTA P V S RL A 
PVDIGFRSTDCWSLQPQVPVNP 
G SRP APTNPRSRSTP VDPGTRTT 
PEGL 














AMGFIVAPSLGCF/VGSRFVHG 
EGLRWYAGLQKJPSWHPPHWV 
LGPVWGTLYSAMGYGSYLVW 
KELGGFTGVSRASEVAPPEPPP 
GSSVLCFLHA 


18628 


48996 


A 


18737 


331 


972 


TAAAAAMAPPWVPAMGFTLAP 
SLGCF VG SRFVHGEGLRWYAG 
LQKPSWHPPHWVLGPVWGTLY 
SAMG*VGVHWPGDKPGPLQGE 
AWPRTEDTGQLALNWAWPPIF 
FGARQMGGALVNLLLVS\GAA 
GHTTLGGRGAS\QWLAARLLYP 
\YLGLAWPSTTTTQTTCVWR\D\ 
NHGWHGGRRLARVSARP TMG 
LQLHQAGAITLVMWWPSRFHD 
HWAC 


18629 


48997 


A 


18738 


1 


603 




18630 


48998 


A 


18739 


1 


1782 




18631 


48999 


A 


18740 


237 


876 


CESFCWHHFFWDIFNLFVTAPF 
LVHVDYQGFESVAKKYDVMN 
DMMSLGIHRVWEGFSCSGKMH 
PLPGD\QLLDVAGGTGD1AFRFL 
NYVQSQHQRKQKRQLRAQQN 
LSWEEIAKEYQNEEDSLGGSRV 
VVCDINKEMLKVGKQKALAQG 
YRAAHKSGVILDCLWFPPILHPI 
AQQICQL YLQNTSG I WPSLPYL 
CYHLLVQATIPSYLDCCNSL 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18632 


49000 


A 


18741 


112 


995 


VLGSLSQEKRAAETHFGFETVS 
EEEKGGKVYQVFESVAKKYDV 
MNDMMSLGIHRVWKDLLLWK. 
MHPLPGTQLLDV AGGTGDI A FR 
FLNYVSVPASEKTEEAVKGPTK 
F1LGKNLPKSTRMKK.IPWAG/TR 
VVVCDINKEMLKVGKQKALA\ 
KDTRAGLAWLL*DAEELPFDD 
DKFDIYTIAFG1RNVTH1DQALQ 
GSSFGCLKPG\GRFLCLGFSQVE 
QSP\LSRLYDLYS\SRV1PVLGEV 
IAGDWKSYQYLVE\SIRRFPSQE 
\KFKD\M 1 ED AG FPQ/V * LTK V * H 
QGIVAIHSGFKL 


18633 


49001 


A 


18742 


117 


403 




18634 


49002 


C 


18743 


62 


370 




18635 


49003 


A 


18744 


179 


527 


1QEPPV1**GLHMVHNFNT1FVSS 
YFKFESTFAISFLKVFNT/CFFSI* 
IKSLDEQCVVGKISKHWTGILR 
EAFTDADNFGIQFPLDLDVKMK 
AVMKVGICGKNLVK.QGNFTMT 
HSN 


18636 


49004 


A 


18745 


3 


1242 


AAPQAGLSPVA1AAAIQLHLHS 

TQCSSPNTCCLPRRTRATIYYSR 

WSYHPLGSVP*SP*PFQEAS/AL 

TLPPACSFYGPLT*FQPKP*GSFP 

LSQ* ME YT1G L YT*TFHCPGTSR 

RQIPSSYLNCKDAFLPLL/SNPP 

QCRPFTGVGLVDVLTGFETNN 

KYEIKNSFGQRVYFAAEDTDCC 

TRNCCGPSRPFTLRJIDNMGQE 

VITLERPLRCSSCCCPCCLQEIKS 

LDEQCVVGKISKYWTGILREAF 

TDADNFGIQFPLDLDVKMKAV 

MIGACFLIDRNCSPAMEQSWM 

ENYFDEMTE1GFRRSV1TNFSEL 

I/CUUT TUCV P A MVMT 1"W N4I PUT 
WL1 KiS.lNi V tfS. 1 LINtLMtVN. I 1 

NEKLTIGKISKYWSGFVNDVFT 
NADNFGIHVPADLDVTVKAAM 
IGACFLFAFRLGSELHN 


18637 


49005 


B 


18746 


277 


2415 




18638 


49006 


A 


18747 


102 


196 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locRtion of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18639 


49007 


A 


18748 


897 


1656 


SNAGLRHVCRTSCQSGRARSCH 
VGLHTPWVS*VPWHPWG1RWR 
GDPQKSQRSRKCCVPGGAP/QK 
GGDPEPQPSLSVSWNWLSGSCA 
GFRAVLPRKPQRKVWLFASSA 
GTAATEPPR**LAWKADSGGDP 
WQQPQQSARPHA*TWTWRGD 
GAPPGRVA/QGRGTAGGASAG 
VSSGRSRGSPQTGFQALQSCLE 
ASRRPPVVACNPHPAGALPAAQ 
AGNRATLMTGSCLQMPIMYEE 
AQLRLEELCTKARLNCQWFL 


18640 


49008 


A 


18749 


756 


884 


CLQRLLPPGFRRQPSKYRRNRG 
KSGKG*RPSPVATWQPDYNI 


18641 


49009 


A 


18750 


1826 


2772 


RRVLEAMGPSRAAKVLSVCVR 

SRJGPLICSQRHPATSKTKPQGR 

PPGEQGTPRDNPRRNNRPARSA 

TPRGA/PQGAPPRPGEEPNAPQT 

IDKGPPSPPSRGHTRRLARSGNQ 

PPERHTPAAGGKTRYVRQSVL 

HRARGGEPVRMPRLPRIAEA/P 

APDRVECF*VVQSPAREMHSCQ 

ADSMCPVW*GR1WRSAGSC*SR 

SEKILVW1PQSGLQAHACPSEA 

HKMPGNPRDGGAG1CKSSPGG 

KGERRKVEGGSTTRAGTSRDS 

VSKRHANTMG EQAQGEKHPRG 

TV*KTKRRGPKGQTRGTKAPEE 

ETSREPPCTGP1 


18642 


49010 


A 


18751 


196 


322 




18643 


49011 


C 


18752 


189 


650 




18644 


49012 


A 


18753 








18645 


49013 


A 


18754 


31 


449 




18646 


49014 


A 


18755 




389 


GMPTSTIASCSQDGRVFIWTCD 
DASSNTWSPKLLHKFNDVVWH 
VSWSITANILAVSGGDNKVTEG 

^Ncy l^UKWuLArnrrAruL 

PLPGPTNQTTGKSPQLQQDYFP 
RRSYRCSHRLIICLNVIGNAL 


18647 


49015 


A 


18756 


1 


1041 




18648 


49016 


B 


18757 


15 


782 
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SEQID 
NO: 


SF.Q II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18649 


49017 


A 


18758 


1 


1425 


EVKKINNAHTIGCNAVSWAPA 
VVPGSLIDHPSGQKPNYIKRFAS 
GG CDNLIKL WKEEEDGQ WKEE 
QKLEAHSDWVRDVAWAPSIG/ 
L WPPSTI ASCSQDGRVFM WTL* * 
CPQAITVVPLNCLHKFNDVVLG 
MLNWGPSQPTSLAVSGGDNKN 
GTNTVCPTGWLQDSNTLVHLV 
TYKMPRSLGLGFLWCQLLSPR 
KYREGTSPVSLWVGEVWFINP 
DWWGSIRVYHPSPSGSYRTHKP 
PLNNLSCDTS11RELLKGKKFLL 
FVSVYPVPSTVLGRKKVSVINT 
VDTSHEDMIHDAQMDYYGTRL 
ATCSSDRSVKIFDVRNGGQILIA 
DLRGWPRASRYQQGHQDLFIL 
RSDLPSQVFIRDKLMERRNRRT 
GRTEKARIWEVTDRTVRTWIGE 
AVAAAAADGVTFSVPVTPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKSISSTEVYTKVFALDVAA 
RHRVQFAMPESDAVAMLKQLS 


18650 


49018 


B 


18759 


323 


1583 




18651 


49019 


A 


18760 


3 


419 


PSASSSPARJPAATRQGRRSPRIP 
PAPSNEAPRLPADREFLEQQPPR 
FPKPTIQASGADRA VDCG I LKL 
QKSVPARLARPRWPRRPSKRFW 
SAAGSVEEQPKPPRRRAKSPEQ 
SPQLSVLPLVTITPQASGASFEK 
MKN 


18652 


49020 


A 


18761 


2 


385 


WGRGGGRGLLYGRRHFVRRRR 
RGGRSPGESPALTVT*GA\APSA 

aedcc A nPHPU^CC A UICTCOK'D 
Ar IvboA^r Ur KoonArilo 1 brIVK. 

TDGGRDS*PGLPRSSLTPSLPRP 
ASFSTSPGRVSAPHRLPRHS/AG 
PGLSGSS*PQPYSDPT 


18653 


49021 


A 


18762 


242 


422 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18654 


49022 


A 


18763 


2 


992 


AREKKQKTRRQNKN I PRQINKT 

QRICC*QSCLTMTQDFFWPLCQ 

GHSRGAPCLLVPPGLSLTCAPA 

QPAARPGVSQLTCAIACTHIQW 

FPSSCPPSEKNGDTLTVAKTPSA 

SSSPARIPAATRQGRRSPRIPPAP 

SNEASPAPGRPRVPGAAYPPRFP 

KPTIQASGADRAVDCGILKLQK 

S\PARLARPRWPRRPSKRFWSA 

AGSVEEQPKPPKAP/PAKSPEQS 

PQLSVLPLAT1TPQAYGASFEK 

MKNLKTRRGGRSRWHFPFNVIP 

QAPSLKWGFQTSDASSAEVFH 

VDRSLASHKMGPGRRPRSPLW 

APPFCEAAAARRQEPGVCIMVE 


18655 


49023 


A 


18764 


292 


348 




18656 


49024 


A 


18765 


2 


466 


LITVVK.LLDTMVDTFLQKLVA 

AGSYQRFTDCYKCFYQLQPAM 

TQRI YDKFI AQLQTSIREEISDI K 

EEGNLEAVLNALDKIVEEGKVR 

KEPA/WQRDTLRRHVQKQEAE 

NQQLADAVLAGRRQVEELQLQ 

VQAQQQAWQALHREQRELVA 

VLREPE 


18657 


49025 


A 


18766 


2 


511 


FNMAEASSANLGSGCEEKRHE 
GSSSESVPPGTT1SRVKLLDTMV 
DTFLQKLVAAGS/YSTPSLGRK 
CWS\RLPSGGQSVKQA FSWAAC 
RLPQGRKEEISDIKEEGNLEAVL 
NALDK1VEEGKVRKEPVAWRPS 
GIPEKDLHSVMAPYFLQQRDTL 
RCHVQKQEAENQQLADA 


18658 


49026 


A 


18767 


224 


748 


NRPSVGRRAGYHRGGSYQRFT 
DCYKCFYQLQPA\MTQRIYD\K 
FIAQ\LQTSIREEILFDNQKQEGE 
PRKLSWNALG*KFVGTKGKVR 
KEPAWRPSGIP\EK.DLHSVMAP 
YFLQQRDTLRRHYVQKQEAENQ 
QLADAVLAGRK\QVEELQLQV 
QAQQQAWQALHREQRELVAV 
LREPE 


18659 


49027 


A 


18768 


1 


421 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18660 


49028 


A 


18769 


666 


1445 


AGITTIEAAKRTIQVLHLQAND 

AQERA\ERSQREFREERRAREPG 

LRLK* SFLNRR1QVLVEEEL\DRA 

QERLGHLPCKJCL*RS*KKLADE 

SERRY*RLFEN\RALKRLKEKIG 

TS RE1 PTQKKLKH I CRKE A D\RK 

YEEVVARKLGDHLK.EDLEPTEYE 

RA\ELAESRC* EIDEQIRLIDQNL 

QCLSAAEDKYSQKEDKVAEEE 

MKI\LTNKLREAET\RAEFAERS 

VAKLKKTIDDLEDKLKCTKEEH 

LCTQRMLDQTLLDLNEM 


18661 


49029 


A 


18770 


2 


158 


SAAPGAVPPPEADSTSAGMSRR 
PCSCALRPPRCSCSASPSAVTAA 
GRPRPSDSCKEESSTLSVKMKC 
DFNCNHVHSGLKLVKPDDIGRL 
\VSYNP\AYLEGSCKDCIKDYER 
LSCIGSP1VSPRIVQLETESKRLH 
NKENQHVQQTLNSTNEIEALET 
SRLYEDSGYSSFSLQSGLSEHEE 
GSLLEENFGDSLQSCLLQIQSPD 
QYPNKNLLPVLHFEKVVCSTLK 
KNAKRNPKVDREM\LKEIIARG 
NFRLQNIIGRKMGLECVD1LSEL 
FRRGLRHVLAT1LAQLSDMDLI 
NVSKVSTTW\KK1LEDDKGAFQ 
LYSKAIQRVTENNNKFSP\HAST 
RE YVM FRTPLA S VQKSA AQTSL 
KKDAQTKLSNQGDQKGSTYSR 
HNEFSEVAKTLKKNESLKACIR 

ptvtqp a t'vnrvi hp ATrirDcrr 1 
CIN or A\ Y 1JC i Ll^ivA 1 L-1vKx\jL. 

GFDYCTKCLCNYHTTKDCSDG 
KLLKASCKMGPLPGTKKSKKNL 
* RLH VG WHEPAPLQLRPTATPL 
LLQRQPQRSDSRRAPSTLG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18662 


49030 


A 


18771 


4 


1276 


RKAASSYVSRMALPIIVKWGG 

QEYSVTTLSEDDTVLDLKQFLK 

TLTGVLPERQKLLGLKVKGKP 

AEND VKLG A LK L KPNTK.1 MMM 

GTREESLEDVLGPPPDN DDVVN 

DFDIEDE/R*FEVENREENLLKIS 

RRVK.EYKVEILNPPREGKKLLV 

LDVDYTLFDHRSCAETGVELM 

RPYLHEFLTSAYEDYDIVIWSA 

TNMKWIE AKM K.VKPLG VIWG 

KFSEFYSKKNTIMFDDIGRNFL 

MNPQNGLKIRPFMKAHLNRDK 

DKELLKLTQYLKEIAKLDDFLD 

LNHKYWERPRVRCHIFHGKED 

RYDPCPMGACSCKTVCTTNLA 

LPALPLG SMKNGQPCRN VIGQK 

GYALTVINSGPQQGLFVRILLG 

LFI RDFFPAGCG ARPFWNEGLM 

AYFQRRTLVGVMLVLSSSKSFK 


18663 


49031 


C 


18772 


1 13 


257 




18664 


49032 


A 


18773 


143 




HHGPVPFPRGLIS*HSLHCPCPT 
PGGKNVFFFCEYFLKLAGIETT 
NCSADKRGKKVCCLIPR 


18665 


49033 


A 


18774 




432 




18666 


49034 


C 


18775 


112 


192 




18667 


49035 


A 


18776 




1015 


SSRPVRPRPAARLSAMSSTQFN 
KGPSYG L\SAQ\VKNRLL\SKYD 
PQKE\AELRTWMEGLTGLSIGPD 
FQKG\LKDG\TI L\CTLMNKLQP 
G\SVPKINRSMQN\WHQLENLS 
N F IK\AM VS YG MNPW DLFE AN 
DLF\ESGNMT\QVQVSLLALGG 
KRPKTK.GAAEGGLDIGVKYSE 
KQERNFDDATMKAGQCVIG\L 
QMGTYNKCASQSGMTAYGTRR 
HLYDPKNHILPPMDHSTISLQM 

O 1 MNrvUAo^ Vviuvl 1 A\rvj I rvKti 1 

YEYQAGNPTSCDNFSM\SLQ\M 
GYTQGAQTQSGQVF\GPGRPDI 
*TPSTCPQGTI\ADGAPSGTGDC 
PDPGEVPEYPPYYQEEAGY 


18668 


49036 


A 


18777 


2 


110 




18669 


49037 


A 


18778 


74 


289 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18670 


49038 


A 


18779 


138 


2039 


GAAMAAAGRLPSSWALFSPLL 

AGVALLGVGPVPARALHNVTA 

ELFGAEAWGTLAAFGDLNSDK 

QTDLFV/LAGKK*LNRLFGRPE 

CTRILNPK*RYLSRITVH**QV*S 

LGAYDGDSQMDVLLTYLPKNY 

AK\MN*ELLSSGDKIKH*ILTI*P 

YSIGL/LQDEPLIMDFNGDLIPDI 

FGITNESNQPQILLGGD/CYHGI 

QH * PLQ VKCEFHI/PH AFIDLTE 

DFTADLFGATLNGTTSTFQFEI 

WENLDGNFSVSTILEKPQNMM 

VVGQSAFADFDGDGHMGSFTC 

QG CGR* K/C AKR VPS Y L VRSGM 

KQWVPVLQDFSNKGTLWGFVP 

FVDEQQPTEIPIPITLHIGDYNM 

DGYPDALVILKNTSGSNQQAFL 

LENVPCNNASCEEARRMFKVY 

WGADRPKSN/SKGAMVATFFDI 

YEDG1LDIVVLSKGYTKNDFAI 

HTLKNNFEADAYFVKVIVLSGL 

S\SNDCPRKITPFGVNQPGTLYH 

VYNCRCKWVSEKWIRWPNSAQ 

SAHLALQLPYNVLGFRVGSANF 

LDHL\SLG1PRPSWRKIFYGK.QE 

WTAIIPNSQLIWIPYPHNVPPKL 

GVPNCILYTKLILFWLTAIALIR 

CLCFQSLAINWHFTLGREKKAG 

WIEEKRTRKAHRFPFWMAMW 


18671 


49039 


A 


18780 


1 


966 




18672 


49040 


A 


18781 


1 


1035 


RPPFPVPGVQKCPLPTRGGLHIG 
RWLRDRAGPPEAQDGTGGRSR 
SRRRPPALPNSRPSPVASGREM 
VVLSVPAEVT\VILLDI\EGTT1AP 
IAFVKG/DILFPYIERKMLKAEYL 
QTHW\EEEEFQ\QDVSLFEGNK 
A\EEDAHLDG\AVPIPGKHLGIG 
V\DD\LQQMI\QAVVDNVCWQM 
SLDRKTTALK\QLQGH\MWRAA 
FTAGRMKVAEFFADVVPAWRVK 
WREAG\MKVYIYSSGSVEAQKL 
LFGHSTEGDILELV\DGHF\DTKI 
GHK.RRRVKVTRK\1ADS1GCST\ 
NKHFVFWTDVTSRRASAGLRE 
AGCCTL A V V\ VRPG\NAGIN R* L 
RKTYYSLITSFQWNYYLPSST 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18673 


49041 


A 


18782 


1 


528 


DNELLDYEDDEVETAAGGSMS/ 
EAPAKKDVKGSYFSIHSSGFRD 
FLLKPELLRAI VDCGF E H\PS E V\ 
QHEC1PQAILGMDFLCQAKSGM 
GKTAVFVLATLQQLEPVTGQV 
SVLVMCHTRELAFQTR*KTRPF 
WNVTVCPSGEDTRVGVKETLL 
PPPLTAPTPWLPSFASPPLLNPH 


18674 






18783 








18675 


49043 


A 


18784 


85 


348 


PPHSALLPFPTPFLPPSQLEIFVD 
DETKLTLHGLQQYYVKLKDNE 
KNRKLFDLLDVLEFNQVS*TSS 
RGMSIGALQL*QKPGY*VHFY 


18676 


49044 


A 


18785 




930 


CCCRHTRSPCLVMAENDVDNE 
LLDYEDDEVETAAGGDGAEAP 
AKKDVKGSYV\SIHSSGFRDFLL 
K.PELLRA1VDCGFEHPSEVQHE 
CIPQAILGM\DVLCQAKSGSGER 
QAVFWLATLQHLEPVMGQGV 
CAG*CCHTRELAFQISKEYERFS 
KYMPNVKVAVFF\GGLSIKKDE 
EVLKKNCPAYPSVGTPGRILANL 
ARNKSLNLKHIKHFILDECDKM 
L\EQLDM\RRDVQE/IFFRMTPH 
EKQVM\MFSATLSKEIRPVCRK 
FMQDVNTLLPSLPPLPARCLLPF 
LALFLRLPCHSSAKKAACAQLG 


18677 


49045 


A 


18786 


96 


1618 


LFTPCFHLFCENPSRSPFPSSPAG 

PVMAENDVDNE\LLDYER*MR 

WETAAGGDGAEAPAKUCDVKG 

SYVS/LSHSSGFRDFL\LKPELLR 

AI\VD\CGFEHPSEVQHECIPQAI 

LG\M\DVLCQGKSG\MGKTAVF 

VLATLQQLEPVTGQVSVLVMC 

HTRELAFQISKE\YERFSKYMPN 

VKVAVFF\GGLSIKKDEEVLK/R 

RNCPHI\VVG\TPGRILS/LWVRN 

KSLNL K HIKHFILDECDKML EQ 

LDMRRDVQEIFRMTPHEKQVV 

MMFQC YLG AKE I RP VCRKFXM 

QDPMEIFR/VDDETKLTLHGLQ 

Q\YY\VKLKDN\EKN\RKLFDLL 

DVLEFN\QVVIFVKSVQ\RCIAL 

APAY*WEQNFPA\IAI\HRGDAP 

RKERLS\R*SSSFKDFPTNEILIG 

YPTLFGRRHGTSEAGETIAF*FM 

xTA>tD*r:n k'Tt Dr , t-iD\\/r:ppr*r;pcr 
]NMr ulLK li^rUriK\Vvjrc.t^Orvr 

GHPRGL\AITFVSDEE*LPRSCD 
DVQGSALRVKFSELPDEIGHLP 
PTLEQDTGRRLAHFGNVDRLFL 


18678 


49046 


A 


18787 


1 


363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18679 


49047 


A 


18788 


78 


714 


GTTEGKRQEAVGYLCVLPLTTL 
PLVTRLPPQVADTMLPPMALPS 
VSWMLLSCLILLCQVQGVEETQ 
KELPSPRTSCPKGSKAYGSPCYA 
LFLSPKSWN\DADLAC\QKRPSE 
KLVSVLSGAEGSFASLLA\RSIS 
NSYSYIWIGLVHDPKKG\SEPDG 
DG*EWSSTDVMNYFAWEKNPS 
TILNPGHCGSLSRSTGFLKWKD 
YNCDAKALPYVCKFKD 


18680 


49048 


A 


18789 


52 


186 


QSEVHHGIISYTTGQGENLSEPI 
WKSWQRSQDL*QENHPEIYSLT 


18681 


49049 


A 


18790 


666 


2732 


KQLIKMCYFILLLLILSSHIGKD 
KA1DKNGILVQYWQE*KLVEPF 
*KA I WPPCMETLN VDTPFPQPV 
CLG1YPNE*KLSK/CFKP*APKV 
YFHGCL*Y*NHWEPTETIPPVK 
GWIK*ILF 


18682 


49050 


A 


18791 


112 


340 




1 8683 


49051 


A 


18792 


3 


323 


LSSLASMSFTTCSAFTNYWSPG 
SVQVPSYGTQPVSHAASVYAG 
LGGSGSRISVSH\SPMAGGLAG 
MGGIQNEKETMQSLRDRLASY 
LDRVRGLETENWKLESKIQEH 


18684 


49052 


A 


18793 


1 


994 


APSYRA/RLVRSVASVYAGPGS 
SGSRISMSRSTSFQGGLGSRSM 
AA/GMAGGLAGMGGIQNEKET 
MQSLNDRLASYLDRVRSLEMG 
NWKLESKIWEHLEKKGPQVRD 
WGHYFKTIEEDLTQ1FTSTVDN 
TCIILQIDN A H L A ADDFRVKYE 
TEPATCQS VEN D 1 HGLHKVIDD 
TS VTQLQLETEIEA LUCE A LLFL\ 
KKNHEEES/WRHTVQALEIDLD 
WMKNLEASLENSLK/EGVEAC 
YTLQMEQLNGILLHLESELAQT 
WAEGQGQAQEYQALPNIKVKL 
EAEIATYRRLLEDGEDFNFGDA 

VVSETNDTKVL 


18685 


49053 


A 


18794 


3 


377 




18686 


49054 


B 


18795 


54 


136 




18687 


49055 


A 


18796 


149 


419 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18688 


49056 


A 


18797 


83 


1402 


AEKAGGKKGEAPSYRA/RLVRS 

VASVYAGPGSSGSR1SMSRSTSF 

QGGLGSRSMAA/GMAGGLAG 

MGGIQNEKETMQSLNDRLASY 

LDRVRSLEMGN WKLESK1 WEH 

LEKKGPQVRDWGHYFKTIEED 

LTQI FTST VDNTCIILQIDN AHL 

AADDFRVKYETEPATCQ S VEN 

DIHGLHKV1DDTSVTQLQLETEI 

EAL\KEALLFL\KXNHGEEIKGL 

SRRQIASSGVDPWRVDAPKSSG 

PSPK1MGRHPGPKYDELVARKR 

TREE\LAKYSSQ\QIEEST/TQLV 

TNTSLL/GGLELAETNLHRS*TY 

KSRSLEDSTLDSIEKS*KAQAW 

KKQPLKGSW1CAPLRPLPDWSK 

LQTGIL ACTF ESRAGNKTRARG 

TSAPGPQEL*GPLLKHQKVKAG 

GLRSPTLPARLLEDAEAL*SLV 

DPLDSKQLPCNTI QKTTTPPG * V 


18689 


49057 


C 


18798 


140 


283 




18690 


49058 


A 


18799 


2 


783 


V VQFARREKPSSSKVSQRH PCT 
EAVREVLHG\NQRKSPQRSWET 
VELQISLKNYDPQEGQSAFSGT 
RQALSPLPRP\KFSCVCPGGTQQ 
H\CDE A\KA RG ISPPHGTFEG A * 
KNLN1CE* KN WSKKAGPRKY* L 
RFFGPQKSLDQSKIPPNPSGPGF 
K* RAG K\FPFPWFTHN\ENMGG 
r lsJ_»Ui:0 c. V r r l\l v r i^lviN.rj,KA^lA^ 
L\AVAV\GHV\KMTD\DELVYNI 
HLGCQLSWVSLLKEKNW\QNV\ 
RAL YI KSTHGQSPKRLIFKAHFE 


18691 


49059 


C 


18800 


239 


555 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18692 


49060 


A 


18801 


401 


3014 


TRASSTMSKSFQQSSLSRDSQG 

HGRDLSAAG1GLLAAATQSLSM 

PASLGRMNQGTARLASLMNLG 

MSSLLNQQGAHSALSSASTSSH 

NSQSIFNIGSRGPLPLSSQHRGD 

ADQASNMLASFGLSARDSDELS 

RYPSDTITPENLRPILLQLKRRR 

TEEGPTLSYGRDGRSATREPPY 

RVPRDDWEEKRHFRRDSFDDR 

GPSLNPVLDYDHGSRSQESGYY 

DRMDYEDDRLRDGERCRDDSF 

FGETSHN Y HKFDSE YERMGRG 

PGPLQERSLFEKKRGAPPSSNIE 

DFHGLLPKG YPH LCSICDLPVH 

SNKEWSQHINGASHSRRCQLLL 

E1YPEWNPDNDTGHTMGDPFM 

LQQSTNPAPGILGPPPPSFHLGG 

PAVGPRGNLGAGNGNLQGPRH 

MQKGRVETSR\VV\HIMGFSTE 

GKTLRYQLLQLVEPFGVHFKFI 

*FLNK"NLLRAF1EMATTE\DCFK 

AAV\DYYTTTPA\LVF\GKPVRV 

HLSQKYKRIKKPEGKPDQKFDQ 

KQELGRV1HLSNLPHSGYSDSA 

VLKLAEP YGKI K.N Y1LMRMKS 

QAF1EMETREDAMAMVD\HCL 

KKALWFQGRCVKVDLSEKYK 

1S.L V LrUrlNKUlJL^LLrvlvJJrvoivrvK 

SYSPDGKESPSDKKSKTDGSQE 
AERST\EGKEQEEKSGEDGEKD 
TKDDQTEQEPNMLLESEDELLV 
DEEEAAALL\ESGQFSGETSTDL 


18693 


49061 


A 


18802 


3 


1013 


NCRAAWRAKLEGCLSLRRNAC 
QCFLIWTQTPDREQSYSLDQLP 
REVLNQEEKSISIWDIYLHLEM 
GNGLSDQTSILSNLPSFQSFHIVI 
\LGLDCAWKRQLSYTRLQFQLN 
L*NT\VP YPKGFNTEKI */RVTLG 
NSKTV\TFHF\WDVGGQEKLRP 
LWKSYTRCTDGIVFVVDSVDV 
ERMEEAKTELHKITRISANRGV 
PVLIVAN\KQDLRNSLSLS\EIEK 
LLAMGELSSSTPWHLQPTCAIIG 
DGLKEGLEKL\HDMI\IK.RRKML 
RPTRKRKDEYQFPNIICVGVGF 
LWSDFDKNRRVSTAGVCLSAPP 
WMLLKLCFVEQFRCPTRVALW 
KMSKCSAS 


18694 


49062 


A 


18803 


3 


1103 




18695 


49063 


B 


18804 


34 


734 




18696 


49064 


A 


18805 




1741 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


18697 


49065 


A 


18806 


6460 


6635 


RTSTERSHLKTRYQRTSCSSNR* 














LNSSSSKTSFRCSLTTSLFWRHT 














IFNMLLINRRLL 


18698 


49066 


A 


18807 


5567 


5853 


IGILEA*LLRNLPNDSIKALVDA 














*YKSLLSAVERCSFMVLFGEPM 














NKPPLAILRIQSGVNRPPVISIM 














ALIGPLVTPSASTYSGVTNADLS 














SATK 


18699 


49067 


A 


18808 


664 


992 


SCADIHGYHRGN SSNNDSNLIP 














KQTNRDCLNNGHQNHSCNG/D 














* PQPQR* *QLTLQNLMQHQ*KQ 














QYPLPQHQQQE*RTR 


18700 


49068 


A 


18809 


3 


1698 




18701 


49069 


B 


18810 


227 


883 




18702 


49070 


A 


18811 


180 


373 


PDTLRSI LPM LLEQLFCRTFGLL 














SP**RDTSLHLGHKTEQHT*LV 














MG SWF YLLASQQPRCC Y AC 


18703 


49071 


A 


18812 


495 


701 




18704 


49072 


A 


18813 


138 


418 


AYRLLLCLVYSEGFYMHLEFQ 














NRLYHQLVF*GRLWHFW\KSIK 














RFS1Y*FFWYRW*YICKLNKGR 














LQDVIGV1NT*CHFLS*GLH*TIP 














GIHRL 


18705 


49073 


C 


18814 


62 


175 




18706 


49074 


A 


18815 


644 


828 




1 8707 


49075 


A 


18816 


1 


1 107 




18708 


49076 


B 


18817 


84 


342 




18709 


49077 


A 


18818 


3 


1399 




18710 


49078 


B 


18819 


1 


1377 _ 




18711 


49079 


A 


18820 


1 


546 




18712 


49080 


A 


18821 


855 


1099 


VTLYSEYQHPSVREYGLYLTSH 














RIEPLECVHRTL*PVLLSMQPSV 














LEYYEQQGYEAEY*LQEECHH 














QRTSSL*DLLK.QLLQ 


18713 


49081 


A 


18822 


1 


1680 




18714 


49082 


A 


18823 


1 


3951 




18715 


49083 




18824 




6446 




18716 


49084 


- — 

A 


18825 




2497 


21785 


SSPYPFTKQSSTNNFVFDGNELF 














NSRDRLSQRLFYILQSSVHLIMR 














Q/LEGYVQHHLNLAEPHHGLG 














KDAYIAAMYNNDDGATFQMEI 














GGIHTNAALAAGDKLQC1WRY 














LDVNGNAPAAENEFEVVSYEG 














FGTSNFSVKCKGMLPGKFIGCD 














AFYGKYLQTDGP1KQVDSVKW 














FTNLTVSGSGRKQLGQRKYPQ 














VVMGMGMTSGFDDGYNLTPE 














RQVKMAYGLGYRDWWTTYIG 














MSHYWKGLTAFQDKETGELI 


18717 


49085 


A 


18826 


31 


479 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18718 


49086 


A 


18827 


255 


1002 


SQFSLSQVLVDSAEEGSLAAAA 
ELAAQKREQRLRKFRELH LM R 
NE ARKLHHQE V VEEDKRLK L P 
ANWEAKKARLEWELKEEEKK 
KECAARGEDYEKVKLLEISAED 
AERWERKKKRKNPDLGFXSDY 
AAAQLRQYHPV*PKQIKP\DME 
TY\ERLREKHGVEEFFPTSNSLLH 
G\THVAFHRGKFDRVVLRSGKN 
QFEKRD/KF*ARRRPYNDDADI 
DVYINERNAQFNKKAERFYAGK 
YTAEIKQNLERGTAV 


18719 


49087 


C 


18828 


91 


225 




18720 


49088 


A 


18829 


3 


212 




18721 


49089 


A 


18830 




239 




18722 


49090 


A 


18831 


865 


1898 


QQQQQQQHRRYPRRRSPRAWC 
SHPRSPLLFLPSLAPWPDQLTEE 
QIAEFKEAFSLFDKDG\DGTITT 
KEL\GTVM\RSLGQEPNKKLEL\ 
QDMINESGMLMG\NGTHLTFPR 
1F*LMMARKMKDTDSEEGN/LR 
EAFRV\FAKDGNGY1SAAELR\H 
VMTNLGEKTTRF/KKVDEMIRE 
A\D1DGDGQVNYEEFVQMMTG 
KMEDLTFQLPFSPPLEESNWNL 
LLTFLQKKEKKKKVHLFHSCFL 

ION 1 tUl^lS. YLLV H 1 Hl^INLHVL 

VG G PCPLKDQ ATHQF YN INTCT 
NLNDNGLLKRSILLM1NTLFGL 
ASFFHACSFDDWSTSQGLWYL 
KLENGKNQISKPIPNGVLVHFV 


18723 


49091 


A 


18832 






WVVLKNCVGVGLL1AT*MWF1 
SNKYLVQRQSRDYDVEWGYAF 
DVHLNAFYPLLV1LHF1QLFFIN 
PLPFLKNTVILLYPFA PLILLYGL 
SLALGWNFTHTLCSFYKYRVK 


18724 


49092 


A 


18833 


1 


534 


VPSNSVNSLVQGNGVLNSRDA 
ARH/TAG A KR YKYLRRLFRF RQ 
MDFEFAAWQMLYLFTSPQRVY 
RN FH YRKQTKDQW ARDDPAFL 

VLLoJWLCvo 1 lor Or V L<L>lVlvjr 

FETIKLLLWVVLIDCVGVGLLIA 
TLM/WFICHFWKKQVILLYPFAP 
LILLYGLSLALGWNFTHTLCSF 
YKYRVK 


18725 


49093 


C 


18834 


295 


570 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18726 


49094 


A 


18835 


418 


1567 


SFTLKNCVLQRVSSILPSNTAEV 
DFPSWTTQSDWQQTRAQVLLQ 
ARARAALRLVLIILRHDGASPP 
MRTRLSPTATLATGSGASEAPV 
SGDRKPAATTSGGPRRKMLPST 
SVNSLVQGNGVLNSRDAARHT 
AGAKRYKYLR\RLFRFRQMDFE 
FAAWQ\MLYLL\TSP*RVYRNF 
H\YRKQTKDQWAR\DDPAFLGF 
PFKYSGFCVSTIGFG\FVLDMG\ 
FFETIKLLLWVGLID\CVGVGLL 
\IATL\MW\FISNKYLVKRQS\RD 
YDVEWGYAFVDVHLNAFYPLL 
VILHF1QLFFINHVNLTDTFMGY 
L VGNTLAWLWA VG YYILR* LSL 
GYSVGLLFFSS1AHF*KNT\VILL 
YPFA/PL* F LPPTG FPL ALG WNF 
THTLCSFYKYRVK 


18727 


49095 


A 


18836 




888 


MPGLLLLRGSQN LKQQAEILCG 
LGLALVISAVKPLSKKFMLPNP 
TSMKPESDG1YSFNLKRTWEKL 
LLAGHA1VV1ENSADVSV1SSRN 
TGQKAMLKFAAATGATPIAGH 
FTPGTF/TNQIQAAYWEPRLLV 
VSDPRADHQSLTEASCVNPPAI 
ALCNTDSPLCH/VD1AITCNNKG 
APSVGQMW*MLAWEVLHMRG 
TISCN/SPWEVMSNLYFYRDPEE 
TEKEEQAAAEKAVTKKEFQGK 
WTVSAPEFTVTQPEVADWSEG 
MQICNLGKAQQGQLSSDAEDD 
FWSLESLDGYSHTVTFR 


18728 


49096 


A 


18837 


74 


848 


RE1 FIN VRSLLMACFVKEEDVL 

KFLAARNP/HVGGTNLDFQME 

QYIYIRKSDGIYIIRLKRTWEKL 

LLAARAIVA1ENPADVSVISSRN 

TGQRAVLKFAAATGATPIAGRF 

TPGTFTNQIQAAFRE\PRLLVVT\ 

DPRADHQPLTEASYVNLPTIAL 

CNTDSPLRYVDIA1PCNNKGAH 

SVGLMWWMLAREVLRMRGTI 

SREHPWEVMPDLYFYRDPEEIE 

KEEQAAAEKAVTKEEFQGEWT 

APAPEFTATQPEVADWSEG 


18729 


49097 


A 


18838 


72 


528 


DEACGVCCYSPGASPMPP*GRT 
RKEGRTAGKVRP1CERPKTPVN\ 
KSGGQGPKRKNWSKRQKFRDK 
L\NN\LVLFDKA\TYDKLCKEVP 
N\YKL1TPSLWSPERL\KIRGSLA 
KGKPFQEAP*VKGL1/RNLVSKH 
RAPSNFTPGNYQGWEDAPSLL 



2329 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18730 


49098 


B 


18839 


6 


125 




18731 


49099 


B 


18840 


249 


291 




18732 


49100 


A 


18841 


128 


669 


RPGHAQTLGSPSLALGMAGQF 
RSYVWDPLLILSQIVLMQTVYY 
GSLGLWLAWVDGLLRISPSLD 
QMFDAEILGFS/TPFQGRLSMM 
SF1LNALTCALGFAVISSGEEKQ 
CLDFTVTVHFFHLLGLLGSNSS 
PFSPSGG*TLVGLGPKPVVALH 
SLAVIGEYLCMRTELKEIPLNSA 


18733 


49101 


A 


18842 


1 


818 


MAELTVMRFHTEPQGSEGLRLP 
RISGSKPKQMHVTWLEPLENGI 
CNG1MTGNAQLLIPPGVIFHKYP 
SHYVTAMLKSLKWPPLQTELTS 
SSGQALWGLVGGGSPHRQAST 
EKLFSEKVPKTAENFPCSELSCF 
HGENGFGL * G VPCFI IRLFPRV Y 
AVRGGDFHTAINGTVGGKSHPM 
GKKFEG*ETSSLKHTG\PGDLVP 
WQN AGPYNTNG SPV FLTSCTAQ 
ELSGLDGKPCGVLAKVKEVGM 
NIVEAMER\FGSR\NGKTSKKITI 
A\DCGTTPNKV 


18734 


49102 


A 


18843 


4 


454 




18735 


49103 


A 


18844 




978 


MRWACDFTKLLSSTWTLIQYPE 
NAMIIARWALLADCPEKTKAL 
RTTEDGIVDAANFEQFLQERJK 
VNGKVGNLGGGVVTIEKSKSKI 
TVTSKG\PFNSM*I*GSASSFVEK 
KRLLEF*KLLSSTWTLIQYPENA 
M1IARWALLADCPEKTKALRTT 
EDGIVDAANFEQFLQERIKVNG 
KVGNLGGGVVTIEKSKSKITVT 
SKGHFQFYVNLRISFLICGKEKA 
VGILEEIVLNLLIIFSS1DILTVKG 
TCSGCERGFFLEIYDEVEDSSYD 
NHLKDDDPKREGPGAEQALST 
PPCCPLEKRPINDQTLIISWSGST 
NVIEEAGRHSVVQEGWGALGV 
LRTTLPSLPQITGGAGFVGSHLT 
DKLMMDGHEVTVVDNFFTGR 
KRNVEHWIGHENFEL1NHDVVE 
PLYIEGRAENQLSHTVPGPVDL 
SDRIVNGYFLSL 



2330 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18736 


49104 


A 


18845 


167 


1440 


RDIWLSASAAAMVPVRKLV/AE 

GGQKTKQVLRFTLGC THP1EDG 

I1DAANFEQFLQERIKVNGK.VG 

NLGGGVVTIEKSKSKITVTSKG\ 

PFNSM*I*GSASSFVEKKRLLEF 

* KA EN LS S K.N WNKTRMPTFTTL 

TQVAPNPITGYTSKGKKISTLKR 

YLAFCLRCCHGAREKACGEGG 

QKTKQVLRFTLGCTHPIEDGIID 

AANFEQFLQERIKVNGKVGNL 

GGGVVTIEKSKSKITVTSKGHF 

QFYVNLR1SFLICGKEKAVGILE 

EIVLNLLIIFSSIDILTVKGTCSSC 

ERGFFLE1CDEV EDSSYDNHLK 

DEDPKREECRKRDAYAPLKDQ 

GNAEKRRHNVRKSWPLLSAKL 

LK.IRTNLTGTEEAELHANHIQQ 

VPIKCLSYKLTERKNGTQKHLH 

YALILHVKCDRRETSKFTKFYG 

THPLTALFVPRAWDGPPSALPE 

SELAVFLVAYEGNTLLHLFLSG 

AEQRGNSSLKERAGRARFSHQR 

KLNEQT1PPDNLTKSSVDLQSSF 

SAVHPNSQPTVWVDMPAHPLS 

QYLVPARKTVLPIWYGNSCPD 

VIFGSLSDSKLSEGKEFALPLKF 
















18738 


49106 


A 


18847 


2 


303 




18739 


49107 


A 


18848 


97 


233 


RTVTCYHRNSRACHPQQITSCP 
*HRALPCLPLWSPKCPSRWPWF 
G 


18740 


49108 


A 


18849 


229 


359 


MKWVYCSVTGMGKGQHRMPV 
SKG*GWVQRYNRDGIPSPRVLE 
LF 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


18741 


49109 


A 


18850 


1 


1185 


MSTIDDPRLQGRRMCLMLRGT 
PEQKALVIGGEACMWGEYVDN 
TNLVPRLWLCPPSTQDLANEGI 
REMTILHRHIPDRGKGVMRSCS 
FRTPRPFTLACGPEKSLMDPQS 
QSNSEGASSSLVVKLADTDRER 
ALRRMQQMAGHLGAFHPAPLP 
LGACGAYTTA1LQHQAALLAA 
AQGPGLGPVAAVAAQMQHVA 
AFSLVAAPLLPAAAANSPPGSG 
PGTLPGLPAPIGVNGFGPLTPQT 
NGQP\APTRSTITGSPLI/SGWSQ 
SRPILRIMKYAEQRIPTLNEYCV 
VCDEQHVFQNGSMLKIQPDTII 
QVWREDIPVNYMKELELVTKA 
GFRALLSAPWYLNRISYGPDW 
KDFY1VEPLSFEGTPEQKALVIG 
G E ACM WG EY VDN TNL VPRLW 
AHRIQL 


18742 


49110 


A 


18851 


231 


416 




18743 


49111 


B 


18852 


184 


594 





2332 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18744 


49112 


A 


18853 


247 


2296 


PVYLS1FMSCVGENGGSHIENW 
HSILRNGLVNASYTKLQDIKGQ 
FWNDDDSEGDNESEEFLYGVQ 
GSCAADLYRHPQLDADIEAVK 
EIYSENSVSIREYGTIDDVDIAL 
HIN\ISFL\DEEVSTAW\KVLRTE 
P\1VLRLRFF\LSQYLDGPDPS\IE 
VFQPSNKEGFGLGLQLKKILGM 
FTSQQWKHL\SNDFLKTQQEKR 
HSWFK\ASG\TIKKFRAG\LQHSF 
SPIPKS\PSFPYS*Q\DSMAGKGK 
LGVVPELRVGRLMNRSISCTMK 
N PK VEVFG YPPSPQAGLLCPQH 
VGLPPPARTSPLVSGHCKNIPTL 
EYG FL VQIMKYAEQ\RIPTLNEY 
CVVCDEQHVFQNGSMLKPAVC 
TRELCVFSFYTLGWMSGAAEE 
VATGAEVVDLLVAMCRAALES 
PRKSI1FEPYPSVVDPTDPKTLAF 
NP\KKKNYE\RLQKAL\DSVMSI\ 
REMTQGSVYLEIKKQMDKVWIP 
LVAHPLLQWI1SSN\RSHIVKLPL 
SRQLKFMHTSHQFLLLSSPPAK 
EARFRTAKKLYGSTFAFHGSHI 
E\NW\HS1L/RGNGLVQWHSYTK 
LQLHGAAYGKGIYLSPISSISFG 
YSGMGKGQHRMPSKDELVQR 
YNRMNTI PQTRSIQSVRFLQSRN 
LNCI\ALC\EV1TSKDLQK\HGEH 
LGCCPVFRPMSCTRFLPL*YED 
G\QVGDAQHY1PHGPQRVHERE 


18745 


49113 


C 


18854 


122 


486 




18746 


49114 


A 


18855 


1 


535 


KNAAGNFISPT/ERLSPNAWKTI 
TD I V LNGT AF VTFL S I TTI Y AET 
GSGFVVPSASAKAGVEAMSKS 

LA At WU Is. Y UMKr IN V Jt^rUr IK. 
1 JS.U Ar bKLUr lOlr bJvfcMlUKlr 

CGRLGTVEELANLAAFLCSDY 

ASWINGAVIKFDGGEEVLISGEF 

NDLRKVTKEQWDTIEEL1RKTK 


18747 


49115 


A 


18856 


3 


356 




18748 


49116 


A 


18857 


1 


1581 





2333 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Uiiknowii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18749 


49117 


A 


18858 


2 


1242 


RRLGPSPRPIPRRPRQRFQPREL 

CSFCPAPCGPTACGGFRPEFWR1 

NMKLPAKVFFTLGSRLPCGLAP 

RRFFSYGTKILYQNTEALQSKFF 

SPLQKAMLPPNSFQGKVAF1TG 

GGTGLGK\GMTTLLSSLGAQCV 

IASRKAMDVLKATAEQISFSNW 

EIKVHAIQCDVRDPDMVQNTV 

SELIKVAGHPN1V1NNAAGNFIS 

PTERLSP*CWKNQ/ITN1V*NGT 

AFVTLEMGKHLIKAQKGAAFL\ 

S[TT\IYA\ETGSGFCRYPSASAQ 

SRVWEAHGASLLQLEWG*NM 

GLRIPIVDSNQGPIKTKAGALYPS 

GPPTGTFGEKKM1GQKFPCGSP 

WGLVEELRKSLPAF\LCSDYA\S 

W\FNG A VIKFD\GG EEVLI\SGDF\ 

NDLRKVTXKEQWDTIEELIRKT 

KRFLRPLWPSSWLQKRE 


18750 


49118 


A 


18859 


8 


432 


NSKLPPVVTSQQMRFMY/DPQT 
DQHMK1\FPEQLPLDEFLQKTDP 
KDPANY1LHAVLVFISGDNHGG 
HYVVYI.NPKGDGKWCKFDDD 
VVSRCTKEEAIEHNYGGHDDD 
LSVRHCTNAYMLVY1RESKLSE 
VLQAVTDHD1PQQL 


18751 


49119 


A 


18860 


1 


211 




18752 


49120 


A 


18861 


1 


242 




18753 


49121 


A 


18862 


3 


733 


LVHSRDNHGRHYVVYLNPKGD 

GKWCKFDDDVVS/QLVERL*EE 

KRINAQKVDR\RQEVHLYMQA 

QVASEDQFCGHQGNDMYDEE 

KVKYTVFKVLKNSSLAEFVQN 

LSQIMEFPQDQIQLWPMQARSN 

GTKRPAMLDNEADGNKAMIEV 

VTLPKFDKAHDVMFFLKMYDP 
KMRSLNYCGHIYTPISCEIRDLL 
PVMCNRAGFIQDTSLILYEEVK 
LNLTERJQD 


18754 


49122 


A 


18863 


261 


659 


KHLFYLFIT*EITLYPDKHGCVR 
DLLEECKKAVELGEKASGKLR 
LLE1VSYKIIGVHQEDELLECLS 
PATSRTFRIEEIPLDLLEECKKA 
VELGEKASGKLRLLEIVSYKIIG 
VHQEDELLECLSPATSRTFR 














CVFFADTSWRSEATFQFTVERF 
SRLSESVLSPPCFVRNLPWKIM 
VMPRFYPDRPHQK\SVGFFLQR 
NAESDSTEDSLNDATTNPHIVA 
FHYWKPNLNSLV 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18756 


49124 


A 


18865 


2 


3698 


YVRVSLPPPPPAAGRPGAAVAD 
DAREEEEEAAPPPPPPPPPRLAA 
ARPPGSQPRPPAAGEAQAAAD 
MNHQQQQQQQKAGEQQLSEPE 
DMEMEAGDTDDPPRITQNPVIN 
GNVALSDGHNTAEEDMEDDTS 
WRSEATFQFTVERFSRLSESVLS 
PPCFVRNLPWKIMVMPRFYPDR 
PHQK\SVGFFLQ\CNAESDSTSW 
SCHAQ A V LK.IIN YRDDEKSFSR 
RJSHLFFHKENDWGFSNFMAW 
SEVTDPEKGF1 DDD 


18757 


49125 


A 


18866 


16 


450 




18758 


49126 


A 


18867 




26 


QSGHSMDMRVPAQLLGLLLLR 
LRGARCDIQMTQSPSSLSASVG 
DRVTITCRASLDISRWLAWFQL 
KPG\EV PKLLJ Y AASTLQSG VPS 
RFSG SG SGTDFTLTI S SLQSEDI A 
MYYCQQYNNW/SSAPYTFGP\G 
TKVEIKTKLWAA\PSVLHLPGPS 
DEAVENLGTAFCLCALLEKTSN 
PQSRPKSTSGRVD\NALPNGGK 
LPQGECSQKQD* TA WT 


18759 


49127 


A 


18868 




694 




18760 


49128 


A 


18869 


47 


1712 


FPTK.MAAVGRVGSFGSSPPGLS 

STYTGGPLGNEIASGNGGAAAG 

DDEDGQNLWSCILSEVSTRSR\S 

KLPAG*NVLLLGEDGAGKTSLI 

RKIQGIEEYKKGRGLEYLYL\N 

VHE* MTGN DQTRCN\ VWILDG 

DLYHKGLLKFSLDAVSLKDTL 

VMLVVDMSKPWTALDSLQKW 

ASVVREHVDKLKIPPEEMKQM 

EQKL1REF\QEYVERGEDFPASP 

QRRNTASQEDKDDSVVLPLGA 

DTLTHNLGIPVLVVCTKCDAIS 

VLEKEHDYRDEHFDFFQSHIRK 

FCLRYGAALIYTSVKENKNIDL 

VYK.YIVQKLYGFPYKIPAVVVE 

KDAVFIPAGW\DNDKKIG\ILH\E 

NFQTFKRQEDNFWKDIITKPPV 

RKFVHEKE1MAEDD\QVFLMKV 

\QSLLSKSKPP/TTEAGRPVDA\S 

PKESQGGSPPNTKIESVSS*CCQ 

ACHPIPC WGQKICIDPNMESWE 

LTSGRAFLGKFSFNSFVVKRL 

GSPRRPLVVSGG*PCRVGLGGG 

\SSG\LPP\STKKVQAYKPV\LDV\ 

HAELDRI\TR*PV\TVS\PTTPTS\P 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18761 


49129 


A 


18870 


3 


885 


LVCLVRELLGPRRFFLKVFFLPT 

FPGWPAPVLTATLPFFHPEGRL 

YQVE\YAFKA\I*PGGPLPSLAV 

RGK\DWAVIV\TQKKST*PNYL 

DSS\TVTSLFPR*LKN1W\CVMT 

GMTS*PADSQV\QRAR\YEA\AN 

WKIQSMGYEIPVDXMLCKKNCP 

IFLQVYHTEMLKMKASLRCVCM 

IFNWVIDEEQGPSRYIRC\DPA\G 

YYCGV*KPTASGS*TKLRSTGF 

LEK KKCKKKFD\ WTF * TRQ WET 

AI\TLPCLTVP1QLDFKTFQE1EV 

G V VTVEN PKF\R1LT\E AEI D AQL 

VAPSKRRD 


18762 


49130 


A 


18871 


1 


471 




18763 


49131 


A 


18872 


1 


1524 




18764 


49132 


A 


18873 




719 


RPQRAGPVRRAGVMALLDLAL 
EGMAVFGFVLFLVLWLMHFM 
AIIYTRLHLNKKATDKQPYSKL 
PGVSLLKPLKGVDPNLINNLET 
FFELDYPKPLFFSVAPMKRIEKT 
QM* *P*CSTY* YE VLLCVQDHD 
DPAIDVCK.KLLGK.YPNVDARLF 
IGGKKVGINPK1NNLMPGYEVA 
KYDLIWICDSG I RGTMEMPM SL 
EQSYDPNVRDPIYRNNGDADG 
QHLVLHDFYQQGSGPKCSLINA 


18765 


49133 


A 


18874 


200 


370 




18766 


49134 


B 


18875 


323 


448 




18767 


49135 


A 


18876 


2 


421 


FVGPGPGDPPPSETHKLVVVGG 
GGVGKSALTIQFIQ/ILDTAGQE 
EFGAMREQYMRAGHGFLLVFA 
INDRQSFNEVGKLFTQILRVKD 
RDDFPV VLVGN KADLESQRQV 
PRSEASAFGASHHVAYFEASAK 
LRLNVDEAFE 


18768 


49136 


A 


18877 


2 


236 




18769 


49137 


A 


18878 


1 


763 


MTPHSALRARGKGGGTGGGSE 

GSSSGGDMSSGAASGTGRGRPR 

GGGPGPGDPPPSETHKLVVVGG 

GGVGKSALTIQFIQSYFVSDYD 

PT1EDSYTKICSVDGIPARLDILD 

PAG\QEEFGAMREQYMRAG/HT 

GFLLVFAINDRQEFSTRWGKLF 

HADFCGFKDRD\DFP\V VLVGN 

KAD\LESQRQVPRSE A S A FG A S\ 

HHVAYF\EPSAKMRF\NVDEGF* 

RSWCGVVREIPRNKELPPSPPK 

CPPGRMGGGCPCVLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18770 


49138 


A 


18879 


2 


403 


RFLARRTNSTFNQVVLKRLFMS 
RTNRPPLSLSRMIRKMKLPGRE 
NKTAVVVGTITDDVRVQEVPK 
LKVCALRVTSRARSRILRAGGK 
1LTF/DEVYRHFGKAPGTPHSHT 
KPYVRSKGRKFERARGRRASR 
GYKN 


18771 


49139 


A 


18880 


1 


1006 


PKLR*PEPSRNQVLLTRFQIAVH 

F/LLSRLLQFFPRPARSRAFLSRK 

PKPGPGKKPMALIVEFIGELPTG 

VHARPPSHVETLCNTFSSQIEW 

HNLRTDRKGNAKSALALIGTDT 

LAGDNCQLLISGADEQEAHQRL 

SQWLRDEFPHCDAPLAEVKSD 

ELEPLPVSLTNLNPQIIRARTVY 

SGRAGGIQTPISSLDLNALGNLP 

AAKGVDAEQSALENGLTLVLK 

NIEFRLLDSDGATSA1LEAHRSL 

AGDTSLREHLLPVGQCANAASS 

TNHPFVTKKRQQCFVFRQRLA 

NGRNDSGWQITHAFWFRFHQH 

SR1MKYLYGFTARLKEHQPKLR 


18772 


49140 


A 


18881 


1 


716 


VCCEFCRAERRHHGEWTIRHN 
K\DRKGSGARDPKEPGFLL*RC 
CVKLYRFSGPEEPNSNIQPRLW 
LKRLFMS\RT\NRPPSVPFSRDES 
GKMK A SLARGKQDRPV VVGG 
PLT*LMLRVSGRVPKTERYVAL 
RRGPSPGPQAAFLQGQGGK1PS 
LFDQAWPLGLPLKGLLALVPGS 
SGSLGKGAREGGTRQFSAKAP 
KETPQKPHQNPYVR\SKGRKFE 
RARGPTGPARGYKKLTLGSYSL 


18773 


49141 


A 


18882 


3 


168 




18774 


49142 


A 


18883 


23 


2669 




18775 


49143 


A 


18884 


279 


396 




18776 


49144 


C 


18885 


960 


1250 




18777 


49145 


A 


18886 


52 


925 


EVLEPRLGVFSNGCFQGLSSVM 

ALGLKCFRMVHPTFRNYLAASI 

RPVSEVTLKTVHERQHGHRQY 

MAYSAVPVRHFATKKAKAKG 

KGQSQTRVNINAALVEDIINLEE 

VNEEMKSVIEALQG*FQ*GLSI* 

GPHQDPIDKIAVVTA*REALL*T 

RFSQISMKSPQLNFG*IWASFPE 

CTAAAIKAIRESGMNLNPEV\EG 

TL1RVPHSPK*PESTEKCWVKL 

GQTEHQQG PKTLLREGFRTQLN 

EQAGRNPKD/NSLQEDTIRLTEK 

QISQMADDTVAELYRHLAVKT 

KELLG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18778 


49146 


A 


18887 


2 


389 


DSGSHCHAPPTTARRAFPIPFGS 

KSNMATLKDQLIYNLLKEEHTP 

QNKITAVRVGADGMACAITIL 

M/KDYNVTANSKLVIITGGARQ 

QQGESRLNLVQRNVNIFKFIIPN 

VAKYSPNCKLLIRSNPVDI 


18779 


49147 


B 


18888 


217 


423 




18780 


49148 


A 


18889 


27 


1217 


ARRPTRPPDLIATRPRRPARRCI 
SRFPFGSKSNYWQPLK.DQLIYN 
LLKEEQTP\QNKITVVGVGAVG 
MACAISILMKDLADE\LALVDVI 
EDKLKGVEMMDLQHGKPFSFR 
NTKVLSSGKRL*M*LANSKAGS 
FITGWGHRQQEGKKAVLILVQ 
AVNVNIFKF1IP\NVVKYSP\NCK 
LLIVSNPVDILTYVAWKUSGFP 
KNRVIG\SGCNL\DSA\RFR\YLM 
G\ERLGSSPH*ACHGWGPWGEH 
GRFPVLPVMGVGLNVAGVSLE 
DFWHPDFRTDKD*E\QWKE\VH 
K\QVVE\SAYEVIKLK\GYTSLG 
LIGLSCKPD\LAE\SIMEESFRRV 
HPS/SSHHGLKGLYGNKRMNVS 
LS VPCILGQN G IS\DL VKG\TLTS 
EGRGPVGSKSADNNSWGSTKK 


18781 


49149 


A 


18890 


1 


264 




18782 


49150 


A 


18891 


3 


736 




18783 


49151 


A 


18892 


81 


1065 


GKGPVAAFIDQSNIFLTDPK1FL 

GQWREEPKMPLLLLGETEPLKL 

ERDCRSPVDPWA A A S PDL AL A 

CLCHCQDLSSGAFPNRGVLGG 

VLFPTVEMVIKVFVATSSGS I A I 

RKKQQEVVGFLEANKIDFKELD 

IAGDEDNRRWMRENVS*REKP 

Q\NGIPLPSQI\FNEE\QYCG\DFD 

SFFSAKKENIIYSF\LGWAPLPDS 

KGSEKAEEG\GETEAQKEGSED 

VGNLPEAQEKNEEEGETATEET 

\EEIAMEGAEGEAEEEEETAEGE 

EEPGEDEDFLGLFMLHFFHFSQ 

KMEAMKQHSNVLSTNQTETEY 

FGLKPAHPRVTEDIMLPDLI R 


18784 


49152 


A 


18893 


19 


445 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


18785 


49153 


A 


18894 


1 


622 


QAAW1LKARALTEMVYIDEIDV 
DQEG 1 AEM MLDEN A 1 AQ VPRP 
GTSLKLPGTNQTGGPSQAVRP\ 
TSHSEKPITGFLRPSTQSGRPGT 
MEQAIRTPRTAYTARPITSSSGR 
FVRLGTASMLTSPDGPFIN* SRL 
NLTKYSQKPKMAKALPEYIFHH 
ENDVK.TALELAALSTEHSQYK 
DWWWKVQIEKRYYRLGMYRE 
AEKQLISAMKQ 


18786 


49154 


A 


18895 




1651 


MKAEICKSRTVKDWHNHQKLG 
EGNKTDSPPQPSEGTNTANTLIL 
DFWPLEMIACCWETFPQRLTAE 
LFMMPTHRWHGYKNQSVGAL 
RAPLGQGPSRRGLPGRVGRRQL 
FTPRPPLSWSAGPSLAAPAAMS 
SEMEPLLLAWSYFRRRKFQLCA 
DLCTQMLEKSPYDQEPDPELPV 
HQA A WILKA RALTEM V YIDEID 
VDQEGIAEMMLDENAIA/PSSTP 
1TQAGRPITGFLRPSTQSGRPGT 
MEQAIRTPRTAYTARPITSSSGR 
FVRLG\RLGMYREAEKQFKSAL 
KQQEMVDTFLYLAKVYVSLDQ 
PVTALNLFK.QGLDKFPGEVTLL 
CGIARIYEEMNNMSSAAEYYKE 
VLKQDNTHVEAIACIGSNHFYS 
DQPEIALRFYRRLLQMGIYNGQ 
LFNNLGLCCFYAQQYDMTLTS 
FERALSLAENEEEAADVWYNL 
GHVAVGIGDTNLAHQCLRLAV 
VNSNNHAEAYNNLAVLGDAEG 
/RH V EQARALLQTA SSI STP Y V * 
TAFLILQQSLIRFGDLQRSYVAA 
QKSEAAFPDHVDTQHLIKQLRQ 
HFAML 


18787 


49155 


A 


18896 


2 


295 




18788 


49156 


A 


18897 


1 


4470 


MLGLGLLRLRQGSHAVTRCRP 
LPVRREGRRDGSPWRSVVCRY 
CRCSRQTGASVTTVSLPSSSSSP 
GLDPRGPRQASVKKPAEANPV 
LRPLVRHGTPYRDSEEGKREGL 
SRLRAVCRRAGPRGRGSFSPRD 
ARASPRLHFLVAAVTTGAASRR 
QRGARVRQPSPSSSRRAKRLRE 
CERRSLHAPPAMDASYDGTEV 
TVVMEEIEEAYCYTSPGPPKKK 
KKYKIHGEKTKKPRSAYLLYY 
YDIYLKVQQELPHLPQS 



2339 



WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18789 


49157 


A 


18898 


89 


810 


QRRSGCVLRMTEWETAA\PAG 
GQRTPDIKALWGSGAPDDVAR 
SMNISLQ\DY1AS*RRKLCPSYLP 
\HSCQGGYAAKNLSRICAQ\CPI\ 
VER\LTNSPMMMHRPQQPARK 
LMTVRJVQA/HAFEIITPCSQAE 
NPL\QVLGEPPSINSG\PREDSHT 
HLGAAGTVRRQAVDV\SPLRRV 
EPGPFWVACCTRRLVKGLAFPG 
TFKTIG*VAWAD\ELI\NACQGA 
PSNSYCL*EEGRVAFLEHVAKS 
NR 


18790 


49158 


A 


18899 


1 


365 


DTHFK7DSHHRTSTAHLLVSLSQ 
GPSPPN LPLG VPIS\GMGLGPRG 
EGRANP1PTVLKRDQEGLGYRS 
APQPRVTHFPAWDTRAVAGRE 
RPPRVATLSWREERRREEKDRA 
WERDLRTYMNLEF 


18791 


49159 


A 


18900 


203 


427 




18792 


49160 


A 


18901 


95 


482 


ALQSPKLWGYFSGRKVFLNYFF 
SSQQVSEAVVATGSPRAWLTC 
LILPLPGI1FSVLPKAMSRPLLITF 
TPATDPSDLWKDGQQQPQPEK 
PESTL\DGLAAKLFYEALIGDES 
SAPDSQRSQTEPARERKR 


18793 


49161 


A 


18902 


348 


1660 


GVTHLFLFGKRKLRNGIAGRIK 

GPGWIFFSYCRSLRLWLLTGSP 

LSLALPCLILPLPGIIFLKFSQKA1 

VPGPLLITFTPATDPSDLWK\DG 

QQQPQ\PEKPESTL\DGAAARAF 

YE\AL1\GDESSAPDSQRSQT*T 

WPEERKRKKRGLLKAPAAEAL 

AEG\ASGRPVQGRSLEADDPMT 

YRILTSAQEGD\LP*LM\RLLEPH 

EAGGAGGNINARDAFWWTPL 

MCAARAGQGAAVSYLLGPGVA 

AWVGVCELSGRDAAQ\LAEEA 

GFPEVARMVRESHGETRSPENR 

SPTPSLQYCENCDTHFQD\SNHR 

\TSTVHLLSLSQGPQPPQLPLGV 

PISTPRF*ILLLGGVGSPGMGLG 

PRGEGRANPHPQLILK*GPRKG 

LG\YKISTPSPEVTHFPSFGIPRA 

VAGRERPP\RVA\TLNWKE/ERR 

RREEKDRA WERDLRTYMNLEF 


18794 


49162 


C 


18903 


135 


299 
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SEQ ID 
NO: 


SEQIDNO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18795 


49163 


A 


18904 


3 


2074 


ERSRPVALRAAVPRMNPSTPSY 

PTASLYVGDLHPDVTEAMLYE 

KFSPAGPILSIRICRDLITSGSSN 

YAYVNFQHTKDAEHALDTMNF 

DVIKGKPV RIM WSQRDPSLRKS 

GVGNIFVKNLDKSINNKALYDT 

VSAFGNTLSCKVVCDENGSKG 

YGFVHFETH\EA\AERAIEKMNG 

ML\LNDRKVFVGRFKSRKEREA 

ELGARAKEFTANVYIKNFGEDM 

D\DGRLK\DLFGKF\GPALKCEK 

LMTDESGKSKGFGFVSVFERHE 

DAQKAVDEMNGKELNGKQIY 

VGRAQKKV\ERQTELKRKFEQ 

M KQDRITRYQG VNL\YVKNLD 

DG\IDDE\RLRKEFSPFGTIQLVP 

KVMDGGLVAAKGLGFVCFSSP 

E\EATKAVTEMNF\RIVATEPL\Y 

VALAVQRKEERQAHLTNQYYG 

RGM\ASVTEAVPNPV\IQPLPGQ 

APPFRFTFMGRFSHRFRNRA\AY 

YP\PSQIAQTKTKFLRWTGQGA 

RT\HPF\QNMPGCYPAQLAPRPP 

1*GTM\RPASSQ\VPR\VMPTQR\ 

VANTSNTDKWVPRSCSLQAAA 

AYVL\RPAPFPQYKYAAGVRNS 

\QQHL\NAQPQVTMQQPCCSMV 

PRVQGTLWTCLPMVGHLPPPSR 

SKSQMLGWNGLFPSYSKPMI1P 

YSLLVKSLG\MLLE1DNSEL\LH 

ML\ESP\ESLPF*RVDEAVAGTTS 

PPQAKRGLAQKAG*QVPTGVP 


18796 


49164 


A 


18905 


1 


988 


MAEDGEE A EFHFAAL YISGQW 
PRLRADTDLQRLGSSAMAPSRK 
FFVGGN\WKMNGR\KRRLGELI 
GTLNAAKVPADTEVVCAPPTA 
YIDF\ARQKALDPKIAVAAQNCY 
KI\TN\G A FTGEISPG\MIKDCGQ 
PWVVLGHSERRHVF\GESDELI\ 
GQKVA\HALAEGL\GVIRLHLG 
RS * DERG SLGITVEK V V FEVQTKV 
1RR*T*KDWKQAVVVLGLMSPV 
WGLWLLARLATPQQA\QEVHR 

Ko&Ku WLAJS.OJN V VAoJirr V 

TIYG\GSV\TGATLQRSLAKPSP 
DVDGLPLWGGASLQARNSWDI 
IQCHNNEPPSHLSLPLRCQAQG 
LKQTQKPK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


18797 


49165 


A 


18906 


46 


468 


TGPTHASAAILVPRSLHKMPGE 
ATETVPATEQELPQPQAETGSG 
TESDS/GKSPASDTYIVFGEAK1E 
DLSQQAQLAAAEKFKVQGEAV 
SN1QENTQTPTVQEESEEEEVDE 
TGVEVKDIELVMSQANVSRAK 
AVRALKNNS 


18798 


49166 


A 


18907 


1 


360 




18799 


49167 


A 


18908 


52 


513 


QLGPHGHRQGPGGPAVPHPRG 
LVPLPPALLPSGPRRGRTQAPR 
HSGPAL*GHPASDTYIVFGEAKI 
EDLSQQAQLA A A EKFK VQGEA 
VSNIQD\NTQTPTVQEESEEEEV 
DETGVEVKDIELVMSQANVSR 
AKAVRALKNNSNDIVNAIMEL 


18800 


49168 


A 


18909 


1 


422 


RSLCQTGLRQ/VTG/VTKVTIGN 
LENLFVJ/TKPDVYKSPASDTYI 
VFGEAKIEDLSQQAQLAAAEKF 
KVQGEAVSN1QENTQTPTVQEE 
SEEEEVDETGVEVKD1ELVMSQ 
ANVSRAKAVRALKNNSNDIVN 
AIMVSVQAFVP 
















18802 


49170 


A 


18911 


122 


252 




18803 


49171 


A 


18912 


44 


189 


SKLDYKSSKRHRKPVSFNF1TSF 
Q1WD*FLFFF*LKCQLQPRVFSQ 
PN 


18804 


49172 


A 


18913 


2 


609 


PFLPEAHLGNQKCQNCNSTSG1 
CRVSVKVCPGPWVHAKLCAPT 
LMSRDVTLPDAPVKKPCGEGG 
AKKKKQVLKFTL\DCTHP\VED 
G\1MDAAQF*ASFCKERJKV\NG 
KAGNL\GGGVVDPSKGARGKIT 
VT\SEVPFSKRVF*KYL/TPKKY 
LKKNNLR* PGLPRSLPNQPKEK 
LPNFRYFQINQGRRKEGGRRGF 
KFPLSGKILL 


18805 


49173 


A 


18914 


107 


524 


AGTHLPPFLPVAVRQPMALRVY 
P\IAVGLKQGPTKVTQEP*ASPR 
HHVRRGRL\TKHTKFVRDMIRE 
VCGFSP\YE\RRAMELLKVSKD 
K\RALKF1KK\RVGTHIRAKRKR 
EELEQQYWPAIEEKLACQERLE 
PLPLPSPLK 


18806 


49174 


A 


18915 


39 


465 





2342 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18807 


49175 


A 


18916 


439 


1586 


TWGPPARRLPSGSHVPSA/ASSR 
LPS H PREEPQLPQPAP VTITATM 
SSEAETQQPPAAPP\GAPALSAA 
DTKPGTTGSGAGSGGPGGLTSA 
APAGG\DKKVIATKVLGT\VKW 
FNVRNGYGFINRNDT\KEDVFV 
HQTAIKKNNPQKYLRSVGDGE 
TVEF\DVVEGEKGAE\AANVTG\ 
PGGVPVQG\SKYAADRNHYPvR 
YPRRRGPPRHYPQ\NYQNS\ESG 
EKNRGIGRVLPEGQAQQRRPY\ 
RRRRFPPYYMRRPYG\RRPQY\S 
NPPVQGEVMEGADNQGA\GEQ 
G RP V RQN M Y RG YRPRFYRRG P\ 
PRQKTA*ERAAMEEDK\ENQGV 
WDPRFG SPPQVRR YRRN F\N YR\ 
RRRPQKTPKPVQDGQKRPKAAG 
SHPA*EFVPLPEAE\QGGAE 


18808 


49176 


A 


18917 


1 


651 


MTAFNSGKVDIVAINDPF1DLN 
YMVYMFLYDSTHGKFHGTVK 
AENGTLVINGNP1TMFQDQDPS 
K1KWAP/LAKV1HDNFG1IEGFM 
TTVHTITATQTINGPSG\NCHVM 
AAGLSRTSSLSLLA/LAKPVGK 
VIPELNGK.LTGMAFHVPTANVS 
VADLTCRLEKPA/KYDDIKK\NT 
HSSTFDAGAAIVLKDHSVKLIS 
WYDNEFGYSNRVVHLMAHNA 


18809 


49177 


A 


18918 


2 


5264 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18810 


49178 


A 


18919 


3 


1466 


PRSAPRAASWLEDPREVRSVCL 

SAPPVRQSAA1FFCVASRATSLR 

TPMGKVKVGVNGFGRIGHLVT 

RAAFNSGKVDIVA1NDPFIDLN 

YMVYMFQYDSTHGKFHGTWK 

AENGrCLVINGNPITIFQEVRDPSK 

IKWG\DAGAEY\VVE\STGVFNQ 

PWRKAGAHLQGG\AKRVI\ISAP 

SG*MPPMFVMG\VNHEEV*QTA 

FKIISN\ASCTNQLA*QPLAKG*F 

HDNFG*SWEGLMTTVPWPSLG 

NPRKTVD\GPSRG\NCGPWMGR 

GGFSRNIFLCLYWALPRAVGKG 

HP*A*TGKLTG\MAFPVSPTAN 

VVSGWTLTCRFRKNLPKY\DDI 

KEGW*KQAFGGAPSKGIPGLQL 

SHQV VXSSDFN SDTAHSFHPFDA 

GA\GIA\LNDHFVKL\ISWYDNE 

FGYSNRVVDL1GPHGLQGSKTP 

WTTEPQARSKKGKERPSLLGSP 

CHTQTPTTLNLPSSQLPCRPLEE 

GRGLWEPHLVMYPSNKVSLCS 

TKKKKKKKKP 


18811 


49179 


A 


18920 




364 


STVINIHSETSVPDHV/VLVPVQ 
HPLLE\RCCLGFIAFAYSVKSRD 
RKMVGDVTGAQ/ALCLHRQVP 
EHLGPDSGHPHDHWIHPVTGIR 
LCDSLPYYVTDNTGKTGLLVA 
AHSLQPLH STVQCW 


18812 


49180 


A 


18921 


41 


696 


PDRRWSSLGHHESHCPNHSSLL 
STVASPPNYEDAQGR*SR/EVA 
VLGAPHNP\APPTSTV\IHIRQSR 
PPWPDHVVWSRVQHPLQ*TPA 
C\LGF1AFAYSVKSRGQGRWLG 

V V \ J uA^ULJVlrrrAN.VrtllWu 

PDFWGILNDHFWHRHPQWLIFP 
G\HGIDQGRHH WRPG ALPI/VTC 
I PRLLPIASIPRPAPRSPKSCISPYl 
LTRFSTMAFNKSARVSGKKKK 
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SEQID 
NO: 


SEQID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18813 


49181 


A 


18922 


127 


1016 


SNLILRNLFCPHLALASSAFDKC 

QEEETVEKTELLAERRGLTENH 

PGNPITAGHHEPHCANLLSCQQ 

RPRLPNYEMLKEEQEVAMLGA 

PQKPCLPECPPVIHYPQARPPWP 

DHVRLGPCFKNPLQ*TTCCPGL 

SLGIS AYFRG SFRGTG KM V\GD 

VEPGPQGLMPPTAQVAP*TSGA 

PDFLGSLHEPILAHQSSPPKCW 

VVPGPAIDQE\ASLRP\GA\LPVT 

C:\IPRTL\SSIPSPLPPEARELLPFD 

LYSTYSTFHSSPCPHSRVLHQPF 

1 LTRFSTM AFNK V Y M FL V KKK 

KKKKXKV 


18814 


49182 


A 


18923 


115 


652 


VSESTDLVSIGRLVTRA\AFNSG 
KVDIVAINDPFIDLNYMVYMFN 
QYDSTHGKFHGTVKAENGKLV 
INGNPIT1FQE\RDPSKIKWGDA 
G\AE\YVVES/TLGVFTTMEKAA 
GGSFCRGGAKRVIHLLPPLA*C 
PPCFVMGVN\HEKDDN\TLKIIS 
N\ASCTTN\CLAPLASTGAAKGC 
GQGHPEA 


18815 


49183 


A 


18924 


91 


399 




18816 


49184 


A 


18925 


26 


304 




18817 


49185 


A 


18926 


18 


203 




18818 


49186 


A 


18927 


23 


355 




18819 


49187 


A 


18928 


1 


21 1 


RLLRVRGPPSPRPPGTPAGRQA 
RHTAP VPA RA SPSTPPRKLKER 
APALASPERGSHSAAEG*RAPQ 
VPPK 


18820 


49188 


A 


18929 


2 


800 




18821 


49189 


A 


18930 


1098 


1560 


VSCPFTVIIFCYNFCRGGFSTTA 
VMARAKSMFLMLKGKAGPDF 
GIRFTASSGWFT*FEDRYALHN 
VNMN A ES VG AD VKA AE\DFGS 
LIMEEIYLPTQFFNMEEPSLFWK 
QMPERTFVICPKGFFPDHCNKE 
RPWHFCKRKSLTDTRVATPCG 


18822 


49190 


A 


18931 


33 


211 




18823 


49191 


A 


18932 


110 


624 


CILSKMLRSPQELARLPGGQRQ 
LTRW*QRWPLWTIALVLVLWR 
VKSGP*S*RVPSPSP/PVEPWVT 

L IN IMA \j A r rlU IN r A r r r O O r r ri r 

VPQPGYPGCQPLGPYPPPYPPPA 
PG1PPVNPLAPGMVGPAVIVDK 
KMQKKMKKAHKKMHKHQKH 
HKYHKHDKHSSSSSSSSSSDSD 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18824 


49192 


A 


18933 


2 


664 


CEPLRISGRPTRPGERSKPRRRL 
ER*WGWRTHLNMWNPNAGQP 
GPNPYPPN1GCPGGSNPAHPPPI 
NPPFPPGPCPPPPGA\PHGNPAFP 
T\GGPPHPVPQP\GYPG\CQPLGP 
YPPPYPPPAPG\IPPVNPLAPG\M 
VGTKQLISRQEDCRRKLKKAS* 
KRCHKA/HQKHHK\YHKHGKH 
FLLFPPPSFQAVISGLEYRALDP 
SLKSHQFCSP1K.LQMPCCTGGM 


18825 


49193 


A 


18934 


3 


409 


QTQV VIDAG/A LA VFPSLLTNPK 
TNIQKEATWTMSNITASR/QDQI 
QQVVNHGLVPFLVSDLS/KDFE 
TQKEAVWA/GGTVEQIVYLVH 
CG1IEPLMNLLPAKDTK1ILVILD 
A1SN1FQAAEKLGETEKLSIMIEE 
CGGV 














VLGPHGLGDHLGQFHSCQSRA 
EPP1AGEDIHAGLDEPDCLTKDF 
LRJ * LQLSTQLHAGQEEEDQNV 
VPETTSEGYTFQVQDGAPGTFN 


18827 


49195 


A 


18936 


218 


863 




18828 


49196 


A 


18937 


106 


1879 


TQSALQPL1PPASPSPWKAQARF 

GAFSLCLITMSTNENANTPACP 

VVHRFKNKGKDSTEMRVRRRIE 

VNVELVRKAKKDDQMLKRERL 

*AHFLDDATSPLQEN\RNNQG/T 

LLNWSVDD1VK\GINSS\NVENQ 

LQATQAAR\KLLSREKQPPIDNII 

RAGLIPKFVSFLGRT\DCSP\IQF 

ES A WALTNI A SG\TSGQTKA VV 

DGGA1PAFIFSGWASSHAHISEQ 

AVWALGNIAGDGSVFRDLVIK 

YGAVDP\LLALLASS**CQSLAC 

GYLR\NLT\WTLSNLC\RNKNPA 

PPMDAVEQILPTALVRLLHHDDP 

GSVRQDTVCWGYFPTLLDGSK 

WNGIGHGWV/VKQGVVPQLVK 

LLGASE\LPIVTPA\LKSP*GNNW 

HLGTDEQTQVVD/IDAGALAV\ 

FPSLLTNPKTNIQK\EATWTMSN 

1TAGRQ\DQ1QQV/V*NHGLVPF 

PLSVFLSKADFKTQKEAWWAV 

TNYTSGGTS*TELVYLV\HCG\II 

PPT \/TNTT WCVUl PRUT T TT r>A"M 

FKISFQPAENLV\DLEKPSINLE\ 
ECGGLRPKLKALPKPMKMESV 
YKASVKA*FEKYFPCRGKEGRI 
KTVVP\ETT\SEGYTFPSSRMGPP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18829 


49197 


A 


18938 


2 




KVT>IVK.DGTTH\QTSLELFMYL 
NEVAGKHGVGRID1VENRF1GM 
KSR/GMNVQGDYEPTDATGF1N 
INSLRLKEYHRFQSKVTVK 


18830 


49198 


A 


18939 


1 


888 




18831 


49199 


A 


18940 


1 


1155 


MSSKGSMVLAYSGGLNTSCILV 

WLKEQGYDVTAYLANTGQKE 

DFEEARKKALKLGAKKVF1EDV 

SREFVEEF1WAAIQSSALYEDH 

YLLGTSLTRPCIAHKKVETVQR 

VG AK YEG P WRAP WRMPEF YN 

WFKGRSDLMEYAKQHG1PILVT 

PKNLWSIDKNLMHISYKAGILE 

NPKNQVPPGLYTKIQDPAKAPN 

TPD1LKIQFKKGVPVRVTSVKD 

GTTHQTSLELFMYLNEVAGKH 

GVG/YIAIVEN1FTRQRP\SPECEF 

VRPC1AKSQEPAEGKVQVPVLK 

GQVYILGWESPLSLYNEELMSV 

NVQGDYEPIDDTGF1NINSLRLK 

EYHCLQSLLEFAGCRLQTLFAW 

VSPAGAAEQQRLLPVPSSGNFIP 

EGHLPDASWSSPV 


18832 


49200 


A 


18941 


1 


993 


MSSKGSVVLAYSGGLDTSCILV 
WLK.EQGYDVIAYLGQAVKGN 
QLLPVSLVKRKTTPGAQYANR 
LSPRVGRFINAAGTTGFPTGKR 
AGNDQ VRFELSC YSLAPQI K£M 
GSLKVRNE/LQEVSTVPMPAST 
QLPADTQCKLAE/LSAPVKX*T 
LGLSKT*QTQVMSSQSADSMPR 
AWYRN*LFTNPTVRRLGNSPVT 
GSSLPRLPG/RGIYETPAGTILYH 
A H L DIEAFTMDREVRK1KQGLG 
LKFAELVYTGAECKLLVASVPE 
PWRGRGGVEEGGRDIKEVQEH 
GSDSAESSTHPPASRPGEGCLA 
CIFCGKWRHLNTPLSCERYPRH 
SRDHRPH 


18833 


49201 


B 


18942 


324 


1035 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18834 


49202 


A 


18943 


29 


1516 


KQIPDAGNSRLQSQTLLSSKGS 

VVLAY\SGGLDTSCILVWLK£Q 

GYDVIAYLANIGQKEDFEEARK 

KALKLGAKKVF1EDVSREFVE\E 

FIW\PAIQVQAHLY\EDRYLPGH 

LSLPGPCIXARKQVGNSPSGRGA 

KYVVPTGATGKG\NEQV\RFEL 

S\CYSL\APQIKVIAP\WR\MPEFY 

NR\FKGRNDL\MEYGKATLGFPI 

PVTPKNP\WSMDENLMHI\SYE 

AGILENPKNQAPPGLYTKYTQGP 

SQKPPTPLDILGDSSFKKGVPVE 

GGPTFKDG\TTHQTFL\ELF\MY 

LNEVAG\KHGRRAVFDIV\ENRF 

\IGN*SPRG1LRRTP\AGHHSFYH 

AHLDIRGLSPWDRGSCGKIKQG 

PGAWKFAELWYTGFPAQAPEV 

CEFCPPTG1AKVPRKPSGKGKV 

QVVRSFKGPQVY1/LSGREIPHC 

LLLTMRELVKHGTCKGDYWRP 

IDGHRGSSKHQ1PFKAEGNYHR 

LPRAKVTCQ1DPVYNEELGPPQ 

FSGSPQVTGANCCDNL 


18835 


49203 


A 


18944 


1 


560 


GRARTPANMALRVVRSVRALL 
CSLRALWAPAVPCLPRPWQLG 
AGAIWTLLTGPVLLWVCKFTE 
KHEW1TTENGIGTVGINNFANE 
ALGDVVYCSLSEVGTKPTKPS 
WSLVLLE\SVKAASEL\FSPLSG 
EVPDFNEALAE\NPG\LVTKSRY 
EDG\WLIKM\TLSNPFRT*MHL 
MSEEAYEKYIKASIEE 


18836 


49204 


A 


18945 




108 




18837 


49205 


A 


18946 


1 


845 


MA1PGIPYERRLLIMADPRDKA 

LQDYRKKLLEHKEIDGRLKELR 

EQLKELTKQYEKSENDLKALQS 

VGQIVGEVLKQLTEEKFIVKAT 

NGVPRYVVGCRRQVIELPLTNPE 

LFQRVGIIPPKGCLLYGPPGTGK 

TLLARAVASQLDCNFLKVVSSS 

1VDKYIGESARLIREMFNYARD 

i4r\Dr , iiPA4nnTr*Airiini pmp^a 
ril^rl^llr MIJc.lL'AlL'l L/Lr IN c^A. 

RLDILK1HAGPITKHGE1DYEAI 
VKLSDGFNGADLRNVCTEAGM 
FAIRADHDFVVQEDFMKAVRK 
VADSKKLESKLDYKPV 
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SEQ ID 

NO: 


SEQ IB NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18838 


49206 


A 


18947 


3 


1181 


LLIMADPRDKALQDYRKKLLE 
HKEIDGR1KELREQLKELTKQY 
EKSENDLKALQSV\GQI\VGEVL 
KQLTVEEKFIVKATNGPRYVVG 
C\RRQL*QKVSLKPG\TRVAL\D 
MTTLTI\MEDILPR\EVDPLVYN 
M S\H EDPG\D VS YSE I GGL S\EQI 
RGI*GEVIGLPLYKPQSYFQRVG 
11PPK\GCLLYG\PPGTGKNT/LLA 
RAVASQLDCNFLKVVSSSIVDK 
YIGESARLIREMFNYARDHQPCI 
1 FM\DEIDAIGG\RRFSEGTSADR 
E1QRTLMELLNQMDGFDTLHR 
VKM I M ATNRPDTLG PVA.LLRPG 
RLDRKIHIDLPNEQARLDIL\KIH 
AGPITK\HGEIDFESNC*SFRMG 
FNG AD1ARN VCT* SQACSPI RAD 
P*FC*YREDF\MKA\VRKVA 


18839 


49207 




18948 




220 


VNMRDRFGQI M IENLRRRQCEL 
AGVETCKSLES\R1ESLEFLDEM 
VLLEQLM/RHYCLCWATKGGN 
ELGLKEITY 


18840 


49208 


A 


18949 




645 




18841 


49209 


A 


18950 


10 


1226 


AAPAEPGRALPSSVAFSLWLAP 

SPAARRPRFHVPGGAQLPGTVH 

ARWPARQR\ESSI\TSCCSTSSCD 

ADDEGVRGTCEDASLCKRFAV 

S1G\YW\HDPYIQDL\VRLSKQR\ 

KAPEINRGYFARVHGCSVQL1K.\ 

AFLR\KTECHCSNCSNLGGQGM 

GSPPFW\RLKDEDLSSQVNIFEV 

DFPM1VTVRKLHS1KWLAFPLSS 

PILEL HSEDTLQM A S DCIC\DGH 

1LDSKRYAVIGADLRDLSELEE 

KLKKCNMNTQL\PTP* I A EC VL 

VYMTPE\QSANLLKWAAVNSFE 

RAMFIVYYQQVNMGDLFGQIMI 

tNLKUKrV/UlJLAtjVfc, 1 \L*rv5>Lfc 

SQKERLLS\NGWENKHRPVRT* 
LEFVPPGLPSKLK*SRIESLEI\LD 
ENWELLEQLIP\HYCL\CWATQR 
RK*SLGLKEITY 


18842 


49210 


A 


18951 


3 


502 


TEANTLN*RGLQNME/ARLAE/ 
RKFM/NPFNMPNLYQKLESD/P 
RTRTLLSDPTYRELIEQLRNKPS 
DLGTKLQDPR1MTTLSVLLGVD 

HaMVlUc,c-c-c.lA 1 r r r rLr 2>oolVI5> 

LSPAPSCCLGCSPIVGFFFIWGS 
GHVMGRGGGSSSLRSQLSHVV 
YSASPSPIKQASWAWL 


18843 


49211 


B 


18952 


1 


1071 





2349 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


18844 


49212 


B 


18953 


67 


1026 




18845 


49213 


A 


18954 


2 


1910 


PVASSMFQKAARAVGNAERTD 

SIQRCSGPRCAMEQVNELKEKG 

IKALSVGNIDDALQ\CYSEA1*/R 

LDPHNHVLYSNR\SAAYAKKG 

DYQKAYEDGCKTVDLK\P\DW 

GKGYSRKAAALEFLYRFEEAK 

RT YEEGLKH EANNPVQLKEGLQ 

N\MEARLAK\RKFMNPFNMPNL 

YQKLESDPRTRTLLSDPTYRELI 

EQLRNKPSDLGTKLQDPR1MTT 

LSDLLGVDLGSMDEEEEIATPA 

PPPP A K K ETKPEPMEED L PEN K. 

KQALKEKELGNDAYKKKDFDT 

ALKH YDK A KELDPTNMTYITN 

QA A V\ WFEKG D YNKCRELCEK 

AIEVGRESVREDYRQIAKAYVARI 

GMSYFKEEKYKDS\IHF\YNKSL 

AEHRTPDVLKKCQQAEK.1LKEQ 

ERLAY INPDLALEEKN K.GNECF\ 

QKGD Y PQ\AMKH YTE A I\KRNP 

KDAKL\YSIRAACYTKLLEFQL 

ALKDWEEWYQLEPTFIKGYTR 

KA\AALEA\MKDYTKAMDVYQ 

KALDLDFSCKEAADGYQRCIM 

AQYNRHDSPEDVKRRVAMADP 

EVQQFMS\DPA\MRFILKQMQK 

DP\QALSE/HL*RN PLLPREIQKL 

M D VGSDCKFGDDLFIPAFLCPS 

new X) c\i/nDP,pn A A DCPDPCCT 

UUtTCnrCUDDCCDVIVT 




4^213 




t^b! — 


















53 


— 




18848 


49216 


A 


18957 


2 


403 




18849 


49217 


A 


18958 




1646 




18850 


49218 


A 


18959 


3 


408 




18851 


49219 


A 


18960 


1 


2458 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18852 


49220 


A 


18961 


88 


1511 


lwplgmasnssscptpggghl 
ngypvppyafffppmlgglspp 
galttlqhqlpvsgystpspati 
etqsssseeivpsppsppplpriyk 
pcfvcqdkssgyhygvsaceg 
ckgffrrsiqknmvytchr.dk 
nciinkvtrnrcqycrlqkcfe 
vgmskesvrndrnkkkkevpk 
pecsesytltpevgeliekvrka 
hq\etfpalcqlgkytt\nns\se 
qrv\sldidlwdkfselstkcii 
kngegrqgrlpgfttlt1udqi 
tllk\aacl\dililrictrytpe 
agtp*pswdgltlnr\tqmhna 
g\fgpl\tdlvfaf\anqllpl\e 
mdd/aretgllsaiclicgdrq 
dleqpdrvdm lqeplle alk v 

Y VRKRRPSRPH MFPKMLMK1T 
DLRSISAKGAERVITLKMEIPGS 
MPPLIQEMLENSEGLDTLSGQP 
GGGGRDGGGLAPPPG\SCSPSLS 
PSSNRSSPATHSP 



2351 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18853 


49221 


A 


18962 


143 


2159 


LTHSSTWLGRSCNHDRRQMGS 

KVMSYVVAGRGTCAQETP1YT 

TIRYLED1CEQYGGSLGVDSVLA 

RLFSGASVLFISGPPFSSYLSGVP 

PGHPMEDSM\DM\DMSPL\RPQ 

NYLFGCELK\ADKDYHFKVD\N 

DENE\HQLSLR\TVNLGGLVAK 

G*VAHLLKAEAIEFTEASPNLK 

VTTWAT\LKM\SVPAQRVFPLG 

GLLKITPTRWVLKGLKVWVQG 

PVHISGTA L** L WEGRCQSPEDE 

E\EED VNRVL FMKPKGRGLKH 

MFGDLVCSWKLAA1ETQSSSSE 

EIVPSPPSPPPLPRIYKPCFVCQD 

KSSGYHYGVSACEGCKGFFRRS 

IQKNMVYTCHRDKNCIINKVTR 

NRCQ YC RLQKCFE VGMSKESV 

RNDRNKKKKEVPKPECSESYTL 

TPEVGELIEK.VRKAHQETFPAL 

CQLGKYTTNMSSEQRVSLDIDL 

WDKFSELSTKC11KTVEFAKQLP 

GFTTLT1ADQITLLKAACLDILIL 

RICTRYTPEQDTMTFSDGLTLN 

RTQMrfNAGFGPLTDLVFAFAN 

QLLPLEMDDAETGLLSAICLICG 

DRQDLEQPDRVDMLQEPLLEA 

LKVYVRK.RRPSRPHMFPKMLM 

K1TDLRS1SAKGAERV1TLKMEI 

PG SMPPL 1QEM LENSEG LDTL S 

GQPGGGGRDGGGLAPPPGSCSP 

SLSPSSNRSSPATHSP 














ILr 1 iLrrLrUr V r r VLr UK V 

LSPGWVSAVARSWLYCNLSLRG 
FKGFSCLSLLSNWDYRCTPLRS 
ANFVFL/CRDRVSPCWPTSVSNS 
*PQ\V1HPPWPPKVLGITRV 


18855 


49223 


A 


18964 


3 


674 


GRRRLLRDAEGPEETVRLWPA 
ARAAMDAAEVEFLAEKELVTII 
PNFSLDKIYLIGGDLGPFNPG\LP 
VEVPLWL/ARLNLKQRQKXCRL 
LPPEWMDVEKLEKMRDHE\RK 
EETFYTPMPKP FTT WELT\KLL\L 
NHA\SDNIPKGRTEFRDPGSRVF 
WGHSY*AKFRVFG\DSF\VRQQ 
EAHAKLD*LGPWMGDQQPAVT 
FLTQAVLNPHVTNSRTNPPSPLE 
STSVLRTS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18856 


49224 


A 


18965 


261 


876 


VAQKIDMPEYQGEPDEISIQKC 
QEAVRQVQGPVLVEDTCLSFN 
ALGGLPGPYIKV/WFLEKLKP\E 
GLHQLLA\GF\EDKSA\YALCTF 
CTQ APGDPS\QP V\RL V SG G RDL 
RGR1RWHPEGCQ\DFGWD\PC\F 
QPDG\YEQTYAEMP*GGRRNA 
V\SH\RFRAPCWEPAREYFWQV 
WPSLTSASWKEGPSRPGDLGK 
GLAPKPSPHRGRAPP 


18857 


49225 


A 


18966 


2 


181 


TAEKMAVLAPLIALVYSVPRLS 
RWLAQPYYLLSALLSAAFLLVR 
KFPPLCHGLPTQREDGNPCDFD 
WRE V EILMFLS A1LMMKN RRSS 
TK*AHPTRRR 


18858 


49226 


A 


18967 


5331 


5454 


ETEA*R1NDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18859 


49227 


A 


18968 


5186 


5308 


ETEA*RINDLL*LLEFFCN1*QN* 
P*IRPTVIRSSLKYNT 


18860 


49228 


A 


18969 


4570 


4691 


ETE A *RINDLL*LLEFFCN1* QN * 
P*IRPTVIRSSLKYNT 


18861 


49229 


A 


1 8970 


5666 


5788 


ETEA*R1NDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18862 


49230 


A 


18971 


5630 


5752 


ETEA*RTNDLL*LLEFFCN1*QN* 
P*IRPTVIRSSLKYNT 


18863 


49231 


A 


18972 


224 


456 




18864 


49232 


A 


18973 


5543 


5665 


ETEA*R]NDLL*LLEFFCNI*QN* 
P*IRPTV1RSSLKYNT 


18865 


49233 


A 


18974 


4602 


4725 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18866 


49234 


A 


18975 


3 


313 




18867 


49235 


A 


18976 


5480 


5602 


ETEA*RJNDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18868 


49236 


A 


18977 


269 


394 




18869 


49237 


A 


18978 


5322 


5445 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18870 


49238 


A 


18979 


164 


434 




18871 


49239 


A 


18980 


5364 


5487 


ETEA*RJNDLL*LLEFFCNI*QN* 
P*IRPTV1RSSLKYNT 


18872 


49240 


B 


18981 


18 


1904 




18873 


49241 


A 


18982 


1296 


1973 


RILPGGQQNSSWNFSEDTVISIL 

NTINEVIAENLEAAKXLRETQGI 

EKLVLINKSGNRSEKEVRAAAL 

VLQTIWGYKELRKPLEKEGWK 

KSDFQVNLNNASRSQSSHSYDD 

STLPLPPGPKNQIRNLIGKKFR* 

AIWDQTQNH*IT/DYSTPNERGD 

HNRTLDRSGDLGDMEPLKGTT 

PLMQDEGQESLEEELDVLVLD 

DEGGQVSY PSMVCPS VTPKIVL 

EEGGS 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18874 


49242 


A 


18983 


5844 


5967 


ETEA*RJNDLL*LLEFFCNI*QN* 
P*1RPTVIRSSLKYNT 


18875 


49243 


A 


18984 


5781 


5904 


ETEA*RTNDLL*LLEFFCNI*QN* 
P* IRPTVIRSSLKYNT 


18876 


49244 


B 


18985 


1 


1477 




18877 


49245 


A 


18986 


152 


1539 




18878 


49246 


A 


18987 


5571 


5694 


ETEA*RINDLL*LLEFFCNI*QN* 
P*1RPTVIRSSLKYNT 


18879 


49247 


A 


18988 


4551 


4674 


ETEA*RINDLL*LLEFFCNI*QN* 
P*IRPTVIRSSLKYNT 


18880 


49248 


A 


18989 


2 


1043 


GVRLRYSP1AVVMVGEAGRDL 

RRRRAVAVTAEKMAVLAPLI/S 

LSVYSVPR\LSRWLAQPYYLLS 

A\LLS A AF\LL VRKLPPLCHG LP 

TQ\REDGNP\CDFDWRE\VEILM 

FLSAIVMMKN\RRSITVEQHIGN 

IFMFK/SKVANT1LFF\RLDIRMG 

LLYITLCIVFLMTCKPP/LSPYM 

GPEYIKYFMDKPFDEELERDNR 

VN W/1LLEFFGN WSNDWQSFAP 

1 Y ADLSLKYNCTGLNFGKVD V 

GRYTDVSTRYKVSTSPLTK\QLP 

TL\1LFQGGQGGQCGRPQI*QGK 

GR/ALFSWDLL*GT*KEGQENV1 

REFNLNELYQRAKKLSKAGDNI 

P\EEQPVASTPTTVSDG\ENKKD 


18881 


49249 


A 


18990 


1 


1105 


MESTGEDAVNIVEMVTEDLVY 
RLVVLKSLQVWLSPGDFMGSE 
GTECML1GPWVAMGRPSESTLS 
SHSGPRSPHGTGSPAPRLQAVH 
VLKCPKSRGVQGGWGLASQCL 
PEHRHTQLSCDSTQAWPQLCSA 
QSLRHNRSGQGAGAVTSEPAG 
AGGLPRPPRTQGCLGAES/PAG 
QLHSQQRGGPEEGRLLSDVDHP 
DLSSSQQRGPEGP/QVAGGWCV 
SAAWSSTHLAGPQQRWDQEEA 
RQWEQIPLSLLM MGDPPG YSR 
APGDPGPQPQPRQLQLCLGSSH 
PTNS*GAELPPVPGSAECAALT 
VLPSLHLPQWWQVGRPGPT*V 
DPRVGLPGQQAPEQRVYSLTHP 
EQLPVLQVPLL1YRYSSTYNGV 


18882 


49250 


C 


18991 


105 


393 




18883 


49251 


A 


18992 


38 


230 


LYWQKRKGKLLNNLTQGIVAD 
PVR*KKFHFKCPSNCPKIHNTES 
AYAVSFMKYSAHVLGSLYEM 


18884 


49252 


A 


18993 


487 


747 




18885 


49253 


C 


18994 


179 


649 




18886 


49254 


A 


18995 


3 


3187 




18887 


49255 


A 


18996 


274 


423 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18888 


49256 


A 


18997 


1333 


2243 


RCWRPRTLGFASPPTRPCSPTH 

APGCEMTPRDWHRVLSFASPLR 

IEEIFQGYDKTFGLKNKKGAKQ 

QKF1KAVTHQVKFGQ/SKSTSGS 

TE* SWKRKLKKDDKKKELQEL 

NELFKPVVAAQKI/RVKGADPK 

SVV\CAFFKQGQCTKGDKCKFS 

HDLTLG EKM\EKRS VYI D ARDE 

ELEKETKSSL1QADTMDNWDE 

KKLEEVVNK.K.HGEAEKrvKPKT 

Ql VCKHFLE A I ENNK YG WF WV 

CPGGGD1CMYRHALPPGFVLK 

KDKK.K.EEKEDEISLEDLIERERS 

ALGPNVTKITLESFLAWKKRKR 


18889 


49257 


A 


18998 


1 


322 




18890 


49258 


A 


18999 


1 


822 


MGKAKEEVFLADELVHAKTNR 

NKECDYSVTANSKIVVVTAGV 

RQQEGESRLNLVQRNVNVFKFI 

IPQIVKYSPDCIIIVVSNPVDILT 

YVTWKLSGLPKHRVIGSGCNL 

DSARFRYLMAEKLGIHPSSCHG 

WILGEHGDSSDHPGRPRPHPVPI 

KPPETLPGRDTSSWTSRGAHWR 

RNTQAAGRREHIDRHQQAIDR 

WKNVGFGRGGQRRARLLSDLT 

PTGKPSSYSVSLLAPPSAESYFH 

SIKPC1HSPS*CMQRP1EIKN/RD 

YSVTANSKIVVVTAGVRQQEG 

ESRLNLVQRNVNVFKFIIPQIVK 

YSPDCIIIVVSNPVDILTYVTWK 

LSGLPKHRVIGSGCNLDSARFR 

YLMAEKLGIHPSSCHGWILGEH 

GDSSDHPGRPRPHPVPIKPPETL 

PG RDTS S WTSRG A H WRRNTQ A 

AGRREH1DRHQQAIDRWNNVG 

FGRGGQRRARLLSDLTPTGKPS 

S YS VSLLAPPSAES YFHSIKPC1 H 

SPSPREIQFFGYTKARNPRVQK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18891 


49259 


A 


19000 


1 


1337 


MEKPK.RLRWLWGPAPSSLLAE 

PAPEETHAADFVFSARLLQRSP 

EPSLSWGGRALAEEQKAEGSSC 

GSAERLVAFAAKTRPYLSLCK 

MATLKEKLIAPVAEEEATVPNN 

K.1TVVGVGQVGMACAISILGKS 

RAMEHTTAGAPYTPRQQTCQC 

NMMSLADELALVDVLEDKLKG 

EMM DLQHG SLFLQTPK1 V ADK 

DYSVTANSKIVVVTAGVRQQE 

GESRLNLVQRNVNVFKFIIPQIV 

KYSPDCIIIVVSNPRDINLTYGTW 

KLSGLPKHRVIGSGCNLDSARF 

RYLMAEKLG1HPSSCHGWILGE 

HGDSSVAVWSGVNVAGVSLQE 

LNPEMGTDNDSENWKEVHKM 

VVESAYEVIKLKGYTNWAIGLS 

VADLIESMLKNLSRJHPVSTMV 

KGMYGIENEVFLSLPC1LNARG 

LTS VINQK L K.DDE V AQLKKS A 

DTLWDIQKDLKDL 


18892 


49260 


C 


19001 


462 


728 




18893 


49261 


A 


19002 


1 


1033 


MSGSFLMFLPKADMPAPMLVQ 

PAERFDSWVWAGPEQLHSNQL 

PGDADALLLGRNLTKGTRRLC 

TEEQVK1PQPEPGPPQKLCVLSA 

AGGQACLVLTFPRWTVWEEPP 

PPGLVGVKACARWWGKGEPD 

RKAPAPPPPPPGTEKVDQTSE\E 

RGTLIQRPPAPALPGWVRKTGR 

P/PPPA/TGRLQQVPLLGASTQPE 

/PPGRGV/PPGVSPGLGEDVE/N 

DGMSLSYLAE*PQATSQRAP*G 

ENTVALSGRLGRNSSSYTCRPA 

GERNFHPRGGPSSTAALHLRK 

MPGTPQCEGRRAVPRALPET*M 

LQGPGTTR*T/PPGPLAFSPPSSP 

TGPQKVKSLGNSSARTILPPKW 


18894 


49262 


A 


19003 


2 


212 




18895 


49263 


A 


19004 


1 


425 


PTRPAAVAEDGGLKKCKISSYC 
RSQPPARLISGEEHFSSKKCLA 

Wr Yt r AurUt V VUrfcUIVltrvrC 

EDIGVEPEMCDCTEKLQNKFDF 
LRSQLNDISSFKNIYRYAFDFAR 
DKDQRSLDIDTAKSMLALLLGR 
TWPLFSVFY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18896 


49264 


A 


19005 


229 


1028 


G ASKRTGTPFPG FPAHPAREGR 

KMPVKKKRKSPGVAAAVAED 

GGLKKCKJSSYCRSQPPARLISG 

EEHFSSKKCLAWFYEYAGPDE 

VVGPEGMEKFCEDIGVEPENI1 

MLVLAWKLEAESMGFFTKEEW 

VKGXMTSLQCNLHRKGYKPNF 

DFFAAHS*IDISSFKNIYRYAFDF 

ARDKDQR\SLDNDTAKS\MLAL 

LLGEGHGPLFSYVFYQVPGGQS 

KYRVMNKD\QWYNVSEFSRTV\ 

HADLSNYDEDGVAWPVLLDEF 

VEWQKVRQTS 


18897 


49265 


A 


19006 


3 


373 




18898 


49266 


A 


19007 




418 


GRAGSRKWLLLTGSLASTSPSL 
LSGQGPWAPLQRAMKPPGGES 
SNLFVGFPEEATPSSRPNRMSSNI 
FGPTEEPQNILKRTNPPGV*GSG 
IFDESTPVQTRQHLNPPG\GKTS 
Dl FG SP VTATSRLAHPN K.PKDH 


18899 


49267 


A 


19008 


1 


684 




18900 


49268 


A 


19009 


3 


81 




18901 


49269 


A 


19010 


1 


465 




18902 


49270 


A 


1901 1 


120 


344 




18903 


49271 


A 


19012 




1334 


SPQLISSASRPAVRNSRHDATRP 

VVFQ1MSGGSADYNSREHGGPE 

GMDPVDGVIESNWNEIVDNF/D 

VTMNLKESLL\RGI\YAYGFEKP 

SP1QQKA\IIPC1KGY*CGLLKLQ 

SGTGKTATF/SLIS1LQPVGRLSF 

KETQSTSYWAPTREL\AQQIQK 

VILALGDYMGATCHACIGVGTN 

VRNEMQKLQAEAPHIVWGTPG 

RVFDMLNRRYLSPKWMKMFVL 

DEADEMLSRGFKD\QIYEIFQKL 

NTS1QVVFASATMPTDVLEVTK 

KFMRDPIRILVKKEELTLEG1KQ 

FYINVEREEWK.LDTLCDLYETL 

TITQAVIFLNTRRKVDWLTEKM 

HARDFTVSALHGDMDQKERDV 

1MREFRSGSSRVL1TTDLLARGI 

DVQQVSLVINYDLPTNRENYIH 

RIGRGGRFGRKGVAINFVTEED 

KRFLRDIETFYXNTTVEEMPMN 


18904 


49272 


A 


19013 


75 


540 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18905 


49273 


A 


19014 


774 


1529 


RWGERILLTWRKRQLQVPPSAL 
EAGGSSGLEDVLPLLQQADELH 
RGDEQGKREGFQLLL/TQQAW 
CMEAGRTFLWRLARAYSDMCE 
LTEEVSEKKSYALDGKEEAEAA 
LEKGDEE/SLTCHLWYAGALW 
SAG*AMRASRRR1QELALTFKE 
HCGQKPFALQPVKTPMAHFLLG 
RWCYQVSHLSWLEKKTATALL 
ESPLSATVEDALQSFLKCYREL 
GKNSEARWWMKLALELPDVT 
KEDLAIQKDLEELEVILRD 


18906 


49274 


A 


19015 


97 


452 


GTERRTGKLPALLTPNLVQLRR 
LLFPGIQTPVPAQGRGHLLQRP 
AAA/RPRTRSAPPAAAAAPPQV 
EARPP*LQPTRQEEAAELQTAR 
AGLWELWAGPQSPRDLNSLES1 
RJTCSPTP 


18907 


49275 


A 


19016 


1299 


1800 


FWGGRSGTVGYGADMGKFKN 
NTTNNQS*K*YRNTSRNPDHKD 
*FLKGMDPKFPKNMHFA*KHN 
EKGLEKMQDNNMRAEAIKA/L 
PKPMEVQPRVPKSASRKLD/LA 
YTAHPKAGKHARAHIATGLRL 
CWPKAKAKDQTKAQASASAA 
APASVLAPAQASKGAQAPMKA 
LE 


18908 


49276 


A 


19017 


410 


1323 


RQEGTLIGVFIPAAAAAAAVAA 
AAAAAAAAVAAAAAAAAAAV 
AAAAAAAAAAVAAAVAAAAA 
AV/GTSFSKPHKLMKEHKEKPS 
KDSREHKSAFKEPSRDHNKSSK 
ESSK.KPKENKPLKEEKIVPKMA 
FKEPKPMSKEPKPDSNLLTITSG 
QDKKAPSKRPPISDSEELSAKK 
RKKSSSEALFKSFSSAPPLILTCS 
ADKKQIKDKSHVKMGKVKI ES 
ETSEKKKSTLPPFDDIVDPNDSD 
VEENISSKSDSVPGQSPVTNIFF 
TSSSTPTILKSYQLDNSDQQGA 
QE ASDKQI EG YFSGE VP A Y RQG 
EL1LVASRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18909 


49277 


A 


19018 


91 


890 


GAERLPEGPGKRMVFRRFVEV 
GRVAYWSFGPHARK/MWVAIV 
DVF*SEQGLLVE*PCTQVR\RQA 
\MPFRCMQLN*FHPSRFPNSAQP 
ESMFRQAWQK\ADI\NTKWGSP 
HDGAKKI EAQRKGKPKDDQIF 
DVRFKVMEGQKKMREQE* SKE* 
S*RSFKRAALLEKLSPKKKHLG 
T*GYCCLLLLLAAAAAAAAAA 
AACCLLACCLKVPSKKRSPAAS 
KKAPAQKVPAQK\ATG\QKAAP 
APKAQKGQKAPAQKAPAPKAS 
GQESISGMHKK 


18910 


49278 


A 


19019 


280 


1249 


SLNEGIMYAQPWTNTKEVKW 

QKAALYERQPFSLDKLWWDRRF 

LGRSSGKNIHAPENTQY\WGCG 

*FESSV\V1QQLCSVCVFVVIR\W 

YMDEGLLAPHWLVGTGLASSL 

IGYVLFDLIDGGEGRKKSG\QTR 

WADL* ELP* SFITFTYG\FSPVLK 

TLTEFCSALTPIYAMSVFMLLR 

HLIFFDYG\ANAAIV\SST\LLVN 

MA1FAS\VCWASRLP\RS\LHAFI 

M V A\FAIQ1 FCPGGPML\QKK LK 

\ACTP\RS\YVGVTL\LFAFSAVG\ 

GLLS1SAVGA\VLLA\LLLMSISC 

LC\PFYLHFACSLFKENI/HMGP 

WDEA\EI\KEDLSPGSLS 


18911 


49279 


A 


19020 


1 


310 




18912 


49280 


A 


19021 


2 


411 




18913 


49281 


A 


19022 


374 


1275 


VLTRL1RKRERRKAQSQRERCR 
CVLAKDFLAGGVTAAISKMAV 
APTE/RVKLLLQVQSASKQITAD 
KQYTGVVDCMVRIPKE/QGVLS 
LWH\GIQFWHKFAGSLASGGAP 
GATSLCFVYPLVDFARTRLAAD 
VGKAGAEREFRGLG* PAGLRIY 
KSDGK/LRGLYQGF\NVSVQG11I 
YRAAYFGIYD\TAKG\MLPDP\Q 
NTHIVISWMIAQTVTAVARVDF 
PIPFDT\VRRRNE*MQSRAPKEL 
TIHVHQA RFDCWAEGLLRDEG 
G\KAFFKG\AWVPMFLRGHGVG 
AFCALSLYGWKSKEGTHKLIS 














TERKKKGILPGNGNGFMSLRRT 
IRVWRNTPNYLGTNAVSP\RQD 
*IGKKGVCQRKQAGPCPPSNIQ 
GILEWRKHRISETKP 


18915 


49283 


A 


19024 


2 


408 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18916 


49284 


A 


19025 


1 


885 


MTQHAGKRDSELPVIVQDTET 
VPSVMDGKEYQAGRFARGLRL 
QCFRRRRRRRRTRRRRRKEEEE 
EEEEEEEEEEEEVEEEGMKKEE 
EGRRRKKKKKKKAEEEEEK.KK 
KEEEEKKRRRREEPPRPRNDDD 
ARRRRKEEEEGRRRSM/LGKRD 
SELPVIVQDTETVPSVMDGKEY 
QAGRFARGLRLQCFRRRRRRR 
RTRRRRRKEEEEEEEEEEEEEEE 
E VEEEG MKKEEEGRRRKKKKK 
KKAEEEEEKKKKEEEEKKRRR 
REEPPRPRN DDD ARRRRK E E E E 
GRRRSMKKEEEEEEEEEEEEEE 
EEEEEEEEEKK.KRRIGPASKMM 
GGFEELRRGLNVGPTMAIFFLQ 
SAALAPAILYFCPSLKSNISKCN 
FQFLMFCQLLGRVT1PFLVSQRS 
R1EVGRHSLSTLNAETAHELYL 
GRTEPDECGKTAGLGTGLDLK 


18917 


49285 


A 


19026 


1 


378 




18918 


49286 


A 


19027 


36 


3415 


ESAANAQVLAAPSPCSPFAFTL 
SKVNMSLKNEPRVNTSALQK1A 
ADMSNIIENLDTRELHFEGEEV 
DYDVSPSDPK1QEVY1PFSAIYN 
TQGFKEPN1QTYLSGCPIKAQVL 
EVERFTSTTRVPS1NLYTIELTH 
GEFKWQVKRKFKHFQEFHREL 
LKYKAFIRJP1PTRRHTFRRQNV 
REEPREMPSLPRSSENMIREEQF 

T nPCYHI cPiVI TVTI fc'UDAjlVD 
J^OKJvls.t^L»rJ,L/ l L* 1 JxlLpvlVlr M Y K 

NYHATTEFLDISQLSFIHDLGPK 
GIEGMIMKR 


18919 




B 


19028 


37 


147 




18920 


49288 


B 


19029 


10 


264 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18921 


49289 


A 


19030 




1255 


HASGGRAANMAADRGAVQQQ 

SQDMMEVDRRVESEESGDEEG 

KKHSSGIVADLSEQSLKDGEEP 

G\EEDPEEEHELPVDMETINL\D 

RDAEDFXDLNHYRIGKIEGFEVL 

EES*RLSCLRQNL1\KCL\ENLGR 

ELPESFRELDLYDNQIKKIENLE 

ALTELEILDISFNLLRNIEGVDK 

LTRLKKLFLVNNKISKIENL\SN 

LHQL\RMLGAGDLNRIRGQFSK 

YPTTL\TNL\ESWFLGKKTKITN 

FQNPGCASPNLTVLSMQSNRLT 

KIEGLQNVLVNLRELYFSHNGIE 

VIEGLENN\NKLT\MLDIASNRIK 

KI*KISAHLTEL\QEFWDGTTIPL 

KSWSDLDELEGEPGALEDSVP 

WGGN PL ARRTPK YRRKW M L A\ 

LPSVRQDRCPRSVRFLKSFLGSL 

MWSLSSEELPSHGVFNPPCCS 


18922 


49290 


A 


19031 


138 


564 


YREVMVSES*ETPAGARGRPYY 

FSAPGTAP\PAINVHPPPPSLSAT 

PH PPQPQPPPPHQHN AKARV AT 

IRTKRTSNCRjRSRKVRKSPPEK 

WVGFNRRPKASCPSPPGAARV 

DVGGETERREQAAAPGEMGK 

WA RPGEEYFHS 


18923 


49291 


A 


19032 


1404 


1586 


ENESRFSDRNQASAGLGYLSDS 
L*QW1VGNGHATDLWQNCSTS 
SSGNVHHCFSSSPNGSG 


18924 


49292 


A 


19033 


187 


701 


AELAARMLLLLLSIIVLHVAAL 
VLLFVSTIVSQW1VGNGHATDL 
WQNCSTSSSGNWHHCFSSSPNE 
W\LQSCSRGTMDPVDSSFSILSL 
FLFFCQLFTLTKGG\RFYITG1FQ 
ILAGLCV\MSAAAIYTVRHPEW\ 
NLNSGY\S*RFA*I\LAWVAFPL\ 
ALLSGVIYVILRKRE 


18925 


49293 


A 


. 1903 5 


1 


493 . . . . 


















18927 


49295 


A 


19036 


32 


302 




18928 


49296 


B 


19037 


119 


641 




18929 


49297 


A 


19038 


496 


653 


















18931 


49299 


A 


19040 


522 


656 


ESSQSHGKNFYMGKRIKLSLY 
WNVWRMLNSKSETTNCPLIRH 
RLSKRVGAPFLPAVLVLTKITIY 
QT*KFQIRNHKLPSNKTSAI 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


18932 


49300 


A 


19041 


111 


277 


RHVVAVVLGDVGRSPRMQYH 

ALSLAMHGFSVTLLGFCNSKPH 

DELLQNNRIQIVGLTELQSLAV 

GPRVFQYGVKVVLQAMYLLW 

KLM WREPG A YIFLQNPPGLPS 1 

AVCWFVGCLCGSKLVIDWHNY 

GYSIMGLVHGPNHPLVLLAKW 

YEKFFGRLSHLNLCVTNAMRE 

DLADNWHIRAVTVYDKPASFF 

KETPLD\RTHRLFTKLTNMHSPF 

RARSEPEDPVTERSAFTERDAG 

SGLVTRLRERPALLVSSTVSWTE 

DEDFSILLAALESRV*TTDS/SIG 

HNLPSLVCV1TGKGPPREYYSR 

LIHQKHFQHIQVCTPWLEAEDY 

PR/ILGSVDLGVCLHTSCSGLDL 

PMKVVDMFGCCLPVCAVNFK 

WQEQNPNLSGDSFTDPPLRRKQ 

CRASCPQ*GPAPGLHELVKHEE 

NGLVFEDSEELAAQLQVLFSNF 

PDPAGKLNQFRKNLRESQQLR 

WD*SWGSATPNPMMSSCRTTE 


18933 


49301 


B 


19042 


no 


2294 




18934 


49302 


B 


19043 


81 


1538 




18935 


49303 


A 


19044 


21 


1158 


AVVAALPTSSSSRHSLTQKPGS 
RRLR1ESLLPPSSCE1FLIFSYIFR 
LCEKPYHQTRSASNVTNKTDPR 
SMNS\RVFIGNLNTLV\VKKSDV 
EAIFSKWGKIWGCSVHKGLCLS 
VQVMLMRRNAPGLL*QGE\DG 
RMI/ALGQVLDINLAA EPK\VN\ 
REKSSVKRSAAEMYG/SQ*QNT 
LLRPLYFSSSFDLDYDFQRDYY 
DRMYSYPARVPPPPPIARAVVP 
SKRQRVSGNTS\RSGPRGFNSKE 
WNSGVSSKFWKR*KGDDLQ\AI 
KEELT\Q INQKA VDSLLEN LEKIE 
KATGANKQLEMK\ND\KSEEEQ 
SSSSREGKMRTNVKDGV*GGV 
PDDSAEGGGPTWMNDDNVKS 

LiOM 1 o WoLUrvJJIJDKnA-DcAUC/ 

DD\RD\SANGGG 


18936 


49304 


B 


19045 


93 


303 




18937 


49305 


A 


19046 


1 


246 




18938 


49306 


B 


19047 


123 


487 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18939 


49307 


A 


19048 


584 


1664 


SGLFLFLFFYSEIFLIFSYIFRLCE 
KPYHQTRS ASN VTN K.TDPRSM 
N S\R VFIGNLNTL VYV K.KS D VE A 
IFSK\YGKIVG\CSCFIKGFAFPFK 
*C**EEMPRACCSGRRVGRIDLL 
GQ VLDI* PG L AEPKA VNPREKPG 
VETILPAGDVRGQ*QNTLLRPL 
YFSSSFDLDYDFQRDYYDRMY 
SYPARVPPPPPIARAVVPSKRQR 
VSGNTSRRGK\SGFNSKEWNSG 
VSSKFWKR*KGDDLQ\AIKEEL 
TVQINQKWDSLLENLEKIEKAT 
GANKQLEMKYNDKASEEEQSSSS 
REGKMRTNVKDGV*GGVPDDS 
AEEGGPTWMNDDNVKSGGMT 
S WEL 1\KDD\EK E AEEVGEDDKR 
QGPMARNDS 


18940 


49308 


A 


19049 


158 


1001 


KRLGSSA1SMSKYKL1MLR\HGE 

GAWNKENRFCSWVDQ\KLNSE 

GMEEARNCGKQLKALNFEFDL 

VFTSVLNRAIPTARL\IL\EELGQ 

E WVP VESS WRLN ERH\YG AL\I 

GLNREQ\MA\LNHGE\EQVRL\W 

RRSYNVTP\PPIEE\SHPY\YQE1Y 

NRPGGIKVCDVPL\DQLPRSES\ 

LKDVL\ERFLPYW\NERIAPEV\L 

RG\KTILISAHGK*AVGALLKHL 

GRYPSGLKTSINIYSFLLGVPILL 

\ELD\ENLRAVGPH\QFLGDQEAI 

QA A I KKVEDQGKVKQAKK 


18941 


49309 


A 


19050 


1 


521 


SASWVGVAMASRVLSAYVSRL 
PARFAP* PRVRML A VARH\LST 
ALCSEGTQTRLGTLQPALVLA\ 
QVPW*ELHMLCRQYSDMP/PRL 
TLEG1Q\DRVRLA*LKTLSDKVD 
PREAFQ*ILHFMKDLGLDSLDP 
KWKI1\MALEDVEFGFE1P\DI\DA 
EKLMYTPPRKLVDLHCQDKKD 


18942 


49310 


A 


19051 


1 


516 


1RALTMIWRRALLAGTRLVWS 

RSG S AG WLDR A AG\LR\DCG\TA 

ASGMESNTSSSLENLATAPVNQ 

RQETISDNCVVIFSKTSCSYCTM 

AKK\LFHDM\NVN\YKVVELDL 

LEYGhAQFQDASLQK*LVERTV 

PR1FVNGTFIGGATDTHRLHKE 

GKLLPLVHQCYLKK\SKRKEFQ 














KRKIHQNFHKLSLKKAIEKDYS 
ESGSSVNQYKRIRPTDNVVIKQ 
Y\WPGAVAHTCNSSTSVGQGR 
WIT*GQEFETSLANVVKPHLY 


18944 


49312 


A 


19053 


80 


429 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18945 


49313 


A 


19054 


3 


752 


FKNAVGNLAMEGGGG1PLETL 
KEESQSRHVLPASFEVNSLQKS 
NWGFLLTGLVGGTLVAVYAVA 
TPFWTPALRKVCLPFVPATTKA 
QIENVVKMLRCRRRDPLWDIGS 
GGRDGIVHRRLRRKGFTAVGF 
MEFKPMG*FWVFPRY\RAWRE 
G V HG S AKF YISDL WK VTFSQY S 
NVVIFGVPQMMLQLEKKLERE 
LEDDARVIACRFPFPHWTPDHV 
TGKGIDTVWAYDASTFRGREK 
RPCTSMHFQLPIQA 


18946 


49314 


A 


19055 


157 


829 


TWGKGDPKKPRGKMSSYAFFV 
QTCRGG\HKKKHPDASVNFSEF\ 
SKKCSERWKTMSA*R/EKGKFE 
DMAKA\DKARY\EREMKTYIPP 
QRGRQKRKFKDSQLHPRRPPSG 
LLSSSCSEYRPKIK\GEHP\GL\SI 
GDVAKKLGRDVGrNTAAD\DK 
QP\YEKK\AAKLKEKYEKDIA\A 
YRA\KGKPDAAKKG\VVKAEKS 
KKKKEEEEDEEDEEDEEEEEDE 
EDEEDEEEDDG 


18947 


49315 


A 


19056 


85 


267 


GHLSHAWCGTYKPWPSPKEQS 
RAWKKDGLLFPPPP/PLFPTGLK 
VRGRESF*SVELIRPQG 


18948 


49316 


A 


19057 


1 


1158 




18949 


49317 


A 


19058 


452 


517 




18950 


49318 


A 


19059 


93 


1069 


YEGVTTSRLPELPRGCLVLQEQ 
ELVQMSGMEATVT1 PIWQNKP 
HGC/SLRSVVRR1GTNLPLKPCA 
RASFETLPN1SDLCLKRCAPSSL 
PWL\AWLGFLAE*KGSQKARV\ 
RSDTRPLRHTWKPSPLIVMQRN 
ASVPNLRGSEERLLALKKPA/L 
ASPKA ALLSCRTS * ATLRTKICK 
DSGKLMQLRLH*RQISYLQEVQ 
MSLLPLPCFGSSFHSTTSFCH**/ 
PSPRRQRWRS L SFHQ SPC F V L P 
ALNVANQNTKLPAVRLKRMTA 
SLCPRPAALQDMMGILKGLFTG 
MKQSQDLNRSLLKEEDPAVLIS 
E V L RRKF ALK E EDI SRKGN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18951 


49319 


A 


19060 


162 


1410 


GQASCPPPALGQQTPASSYTVQ 

1QTYAPSSPHPRQGPGQGSSDPR 

GLRGAIPRGRQGQGV*QQGPRC 

RPPSSPVLPHIPQLSCCGHDGRD 

PEEGLGILELTLLHHAHPWSPN 

SW*KDS\PSPHGEFPAHSEPHSR 

DQTSPMATTKHEVQPLPQASLS 

QPSLGIGCLVDWLRQLRTTQGS 

/PQD A AQDSTWERP* DAS/GKP 

WLL*PGVPTPGPPCQAKERKPP 

FMGNCPL*SRVPWPSRLPEEL/P 

AMPLAPPV AG E AAGPASSHQSL 

SPSQDPTPLPGADRREKERGGE 

EGSSWPQTPRLTTHTTSPPPEKQ 

QQIESPP1RLSSFKTGFHLASSGH 

SYAIKPNSKTKAEKVGQVRVPR 

SHTIREQRQGKRPGEHHRRTER 

DAKPQG EEDHQATVVSQKLGT 

DRRLIKKQRTSVLSATAES 


18952 


49320 


A 


19061 


1 


340 


GSVGSGTTLNQLGFWSSPGTSP 
LEPPCPWLDSHIFPVPFWKDVA 
FG EG VCLPPG APQPRRICPRRG 
QQPEFQQEEPETIPERTPADPGV 
LPPAFPGICLPRRLRAPPDPGPA 
A * A VPPV ADA * G S VG SGTTLNQ 
LGFWSSPGTSPLEPPCPWLDSHI 
FPVPFWKDVAFGEGVCLPPGAP 
QPRRICPRRGQQPEFQQEEPETI 
PERTPADPGVLPPAFPGICLPRR 
LRAPPDPGPAA 


18953 


49321 


A 


19062 


3 


396 


IPLASLHLALPGHQRGPPPGRLP 
SCSSQGTVPPPRAGPYQAGCPG 
TAPAPAAPASAPWSAPQASATG 
GTAHAAGPGSGGARSLPPARA 
HPPARCWQGRPLRSLLL*PSSVP 
ETGGPEKARLVKALSPNTAP 


18954 


49322 


A 


19063 


563 


1269 


LEESTGRITHFKATLHCTMSNN 
L A WGGTK WLQESRVFFH I RRLP 
SDASAGPGCVYRVVPDGGSQG 
RPQG APP* A AQA/GTPRGRPP\P 
GAPSALLPPPPSGTSVGPGGLQ 
QRRPPTGQEDSPTEPGFWKPRL 
WRSHLATSLATRCTMQGEPAR 
AHPPGGRGPAASEERHQRGPPP 
GGCFA A LRYCATPRPDLSGRCP 
GTAPAPAAPASAPWTRLRHQPL 
AAQLMQPGQVWWGPAASW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


18955 


49323 


A 


19064 


1 


1158 


MELKAKARELREECRSLRSRCD 

QLEERVSVMENEMNEMKREG 

KFREKRJKRNEQSLQEIWDYVK 

RPNLHLIGVPESDGENGTKLEN 

TLQDIIQENFPNL A RQAN IQIQEI 

QRTPQRYSSRRATPRHIIVRITK 

VEMKEKMLRAAREKGRVPHK 

GKPIRLTADLSSETLQARREWG 

PIFNILKRIFS FPQRGGTGGRRM 

V KLTAELIEQ A AQ YTS A VRDRE 

LDLRGYKIPVIENLGATLDQFD 

AIDFSDNEIRKLDGFPLLRRLKT 

LLVN/NNRIC/RVLDFQKVK/LK 

ERQE A E 1CM FKGKRG AQ L AKDI 

ARRSKTFNPGAGLPTDKICKGG 

PSPGDVEAIK.NAIANASTLAEV 

ERLKGLLQSGQIPGRERRLGPT 

DDGEEEMEEDTVTNGS 


18956 


49324 


A 


19065 


2 


431 


RKLDGFPLLRRLKTLLVNNNRI 
CRIGEGLDQALPCLTELILTNNS 
LVELGDLDPLASLKSLTYLSILR 
NPVTNK.KHYRLYVIYKVPQVR 
VLDFQKVKLKF\NPGAGLPTDK 
KKGGPSPGDVEAIKNA1ANAST 
LAEVERLKGLL 


18957 


49325 


A 


19066 


92 


303 


NCFLVFSPARSTVGEFASMSSE 
ECPMHVVFLFPLTLCVVSLYER 
QEAEKMFKGKRGAQLAKDIAR 
RSKT 


18958 


49326 


A 


19067 


208 


293 


LLLLWWFPLGPTDDGEEEMEE\ 
DTVTNGS 


18959 


49327 


A 


19068 


22 


904 


A RN P W STH A SG W RE ATG FPQR 
GGTAGCTMGKLTAE\LIEQAAQ 
YTNAVRDRELDLRGYKIPVIEN 
LGATLDQFDAIDFSDNE1RKLD 
G FPLLRRLKTLL VDTTRI\CG IGE 
GLDQA\LPCLTELILTNNSLVEL 
GDLDPLASLKSVAY\LTYLRNP 
VTHKKHYRLYAIYKAPHVRVL 
DFQN VKLK\ERQKAEKM SKGK 
RGAQLAKDIA\RRS\KTF*FPGA 
GLPN*PKRKGGP/SLPGDVEAIQ 
ECP* QNAFNSGLKVERLKGVCC 
KSG\QIP\GRERRSG\PTDDGEEE 
MVEEDTSHQTGS 


18960 


49328 


A 


19069 


1 


395 


AINYNEKIYELRVMETKPVDKA 
VSIIECDMNVDFDAP/LGYKEPE 
RQ VQH EESTEGE A DH SG Y AGE/ 
LGFRAFSGSGNRLDGKKKGVE 
PSPSPIKPGD1KRGIPNYEFKLG\ 
EAGGRFVAFSGEGQSLRKKGR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18961 


49329 


A 


19070 


1 


1108 
















GSLFLVKRREPER/QVQHEELTE 
G E A DHSG YAGELGFRAFSGSG 
NRLDGKKESPSPIKPGDIKRGIP 
NHEFKLGKTPFIRNACPLVKKF 
EEDEAGGRFVAFSGEGQSLSKK 


18963 


49331 


A 


19072 


2 


1112 


RLGAAAAAAAAGRAVGGVSSL 

HCPERSGVCQVVSIMFSFNMFD 

HP1PRVFQNRFSTQY\RCFSLS\M 

LAGPNDR/SSIGEKEGKIIMPPLG 

PGTKLSRL*HYRIPMLFK\LTNK 

NSGPHGRHCGVAGSLWA**GA 

SAYLPHWDDGRTYSLGRKAA 

WVQGGRSVNLSSGPLISNFQPQ 

SPVDFLYDITN P\KA VFENXALRNF 

ALS*PPGDVI\A1NYNEKILRNCV 

VM ETQTPTRP V S HH * S VNH * TV 

EL* LLPPG ATKEPRKDQVQP*G 

VRTEGESRPHSGVYAWKSLGFP 

RFSRGSG\NR\LDGKKKGVEPSP\ 

SPIKPVG D1KRG IP\N YEFKLGKIT 

F/VSRNSRPLVKKVEEDEAGG\R 

FVAFSGEGQSLRKKGRKP 


18964 


49332 


A 


19073 


1 


415 


SGGGRNRSATGSWVGTMAGIT 
TIEAVKRK1QVLQQQADDAEER 
AERLQREVEGERRARE\RGMK 
VIENRALKDEEKLMELQEIQLICE 
AKH 1 AEEADRKYEEVARKL VI I 
EGDLERTEEPSLSWQESKCS\EL 
EEELKNVT 


18965 


49333 


A 


19074 


1 


421 




18966 


49334 


A 


19075 


3 


388 




18967 


49335 


A 


19076 


1 


1332 




18968 


49336 


A 


19077 


49 


483 




18969 


49337 


A 


19078 


227 


1030 


A V S WVGTMAG ITTIEA VKRKIQ 

VLQQQADDAEERAVERSQREFR 

EERRAR£\QA\EAEVASLN\RRIQ 

\LVEEEL\DRAQERLGHCPCKKL 

*RS*KKLADESERRY*RLFEN\R 

ALKRLKEKIGTSREIPTSKKPKH 

HCRKEAD\RKYEEV\ARKLGDH 

LKEDLERTE\ERA\ELAESRC*EI 

ncnTDi Tr\rYMT r\ci ca Acni^vc 
UbyirU^lUyiNLyi^LoAAlllJlV Y b 

QKEDKW\EEEMKILTDNLKEAE 
THAELAERSVAKLEK.TIDDLED 
KLKCTKEEHLCTQRMLDQTLL 
DLNEM 


18970 


49338 


A 


19079 


50 


864 




18971 


49339 


A 


19080 


1 


1014 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18972 


49340 


A 


19081 


1 


1650 


MGFHHVGQAALELLTSGFSQT 

QELQKFLFLLFLLVYVTTIVGN 

LLIMVTVTFDCRLHTPMYFLLR 

NLALIDLCYSTVTSPKMLVDFL 

H ETK.TI S YQGCM AQ1 FFFHLLG 

GGTVFFLSVMAYDRYIAISQPL 

RY VT1 MNTQLC VGL V V A A WV 

GGFVHSIVQLALILPLPFCGPNIL 

DNFYCDVPQVLRLACTDTSLLE 

FLMISNSGLLV11WFLLLLISYTV 

ILVMLRSHSGKARRKAASTCTT 

H11VVSMIFIPCIYIYTWPFTPFL 

MDKAVS1SYTVMTPMLNPMIY 

TLRNQDMKAAMRRLGKCLKG 

PAVAVGPGPGPGDAEAAAEER 

RVKVSSLPYSVDALVSDK.K.PPK 

EASPVPAKSASSGATLRLLLLP 

G HG AREA H SPG PLIKPFETA S V 

KWENS\QDGAAWMQEPC*\YSP 

PPRHK\HKTNPKPRTAFTTSQLL 

ALEGKLLQKQYLS1AEGADFSS 

SPNLTETQ VKI L FQN RRAKTKR 

LQESELEKLKMAAKPMLPSSFS 

LPFPISSPLQAASIYAASYPFHRP 

VLPIPPVGLYATPVGYGMYHLS 


18973 


49341 


B 


19082 


62 


440 




18974 


49342 


A 


19083 


1 


902 


METEALMPGLGVAVAGAQVTL 
GFLALETQLPFTGHKRILRLFFS 
SPRDPPHVPSK.GLKRKWGARR 
GRTFALREAEPQRLPSLSRAFG 
TLA RP Y ARL VRPGNP V VPFPL A 
GSAEAARAAATCERQARTCPM 
PGVTVKDVNQQEFVRALAAFL 
KKS * V\G K.LKVPE WV DT\ VKL A 
KHKELAP\YDENWFY\TRAAST 
AQAPCTIRGGAGWGSMTKIYG 
GRQRN\GVMP\SHFS\RGSKS\VA 
RRVPPKPWRG*KMVEKGTKNC 
GPQNLTPSRDKRDFGTEFAGQV 
AAANKEALEQIHCFGLIKLAHS 


18975 


49343 


A 


19084 


1 


673 


AGPDAEASERVPEGPEAPGAGP 
SRPLEPRPRASGRPGHGRCLGV 
TVKVDV\NQQEVRHELWAAFLS 
KSLR/LRVS*TVPEWL\DTVQAG 
QAQKSLLPYDE\NWFYHAELAS 
TA\RH\LYHPGSALGVGSMTK1Y 

kj\j I oL/c, 1 Aolvii is.i ivoAxvVjrv^cl 

WARRVVLQSPGRGLKMGGKRD 
QELRAAKLDTFKGQKRFWDRI 
RRNRLAVAYKEALEQTMAGV 
NKLPQFVKKKKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18976 


49344 


A 


19085 


1 


427 


HPVRFFVHRGPH/VDFSLEVVS 
QWYELVVFTASME1YGSAVAD 
KLDNSRSILKRRYYRQHCTLEL 
GSYIKDLSVVHSDLSSIVILDNS 
PGAYRSHPDNAIPIKSWFSDPSD 
TALLNLLPMLDALRFTADVRSV 
LSRNLHQHRL 


18977 


49345 


A 


19086 


2 


832 


WNSAELGRGG PG AGG AG V I GM 
MRTQCLLGLRTFVAFAAKLWS 
FF1YLLRRQIRTV1QYQTVRYD1 
LPLSPVSRNRLAQVK.RKILVLD 
LDETLIHSHHDGVLRPTVRPGT 
PPDFILKVVIDKHPVRFFVHKRP 
HVDFFL\EV\VSQWYELVVF\TA 
SM\EIYG\SAVGRLNWDNSRSIL 
* GGRY\YRQHCTLELG\S YI KDP 
LLWFHSDLS\GIV1L\DNSPGAYR 
SHPGYGGRVDNAIP1KSWVSVTP 
ANTAILNLLPMLDALRFTADVR 
SVLSRNLHQHRLW 


18978 


49346 


C 


19087 


69 


206 




18979 


49347 


A 


19088 




438 




18980 


49348 


A 


19089 


635 


826 


QWISLWKCYKPEESGGQYLIFL 
KKSIFNDEFHVKPN*AS*GKEK* 
TPLQTSNC*GILSPPGLP 


18981 


49349 


C 


19090 


1 


390 




18982 


49350 


A 


19091 


336 


551 


ARPLGSLASAPFPAPM*NVYPT 
GP*\YNADCPNVTAPVCASNGH 
TFQNECFFCVEQREFHYR1KFE 
KYGKCD 


18983 


49351 


A 


19092 


76 


309 


KGRFVI ALTFTT* H SNLEKSCSK 
ICKIK\NKSLVCKHQLAKSIQSPS 
**WNGMNN*FTTLFICCHNTEK 
TFIHCGKRP 


18984 


49352 


A 


19093 


181 


447 


N KYQTDN 1 KLSDNDLTIG HQTG 

\ITTAUP/DVt\/Il CDCCAAXAA ITT 

N 1 I ArlL/KYilVlLrKbrtjl^MAl I 1 

ILS* Y RKNI YPL WKETLKRM WQ 
RHREKVGSFEKVNDIKILFHHW 


18985 


49353 


B 


19094 


1 


639 




18986 


49354 


A 


19095 


1 


160 


NLHSQMLWNQRIR*LTSV* LEL 
LCKNPNRVATRDQLLCLSGHL 
GMGRILELGG 


18987 


49355 


A 


19096 


2 


456 


YKNTITDYYEHLYAHKLENLEE 
MNKRRASTICTETIPKKLRRRD 
SSLTHSMRARRLSVDVKPQDRS 
RGPSECTIFRAGVPEGTRGALW 
LPHFQTESDPGSKPAITLLVIHP 
DELQIYVRTKTC/T/RMFIAALFI 
IAKT*KQPRYPSCLITST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


18988 


49356 


A 


19097 


138 


1193 


LCFFGQHAPIYCSLRHSLLSYTR 

PASL1CCLPGSHRYLEFVLLLLK 

HHRLHEDLNHCPIGSRSGRDVR 

SQTTQEQIIVIAMPFPLRKLEPL 

HSGLYSHSCCSRYLAGWLALA 

TGGAARSPPAISILQPQEPSVTPS 

DTQRACGRSTEAFESKEQKASV 

RVETTVSFSCS1KVDGGLLEPKR 

ADTGWHGHHCRPASITPAGWV 

PARYLLYVFFSRQCVLSMVCGP 

QYTRGEIPGAVLKEECLPSLLT 

G RFDL SG RA RRL S V D V KPQDRS 

RGPSECT1 FRAG VPEGTRG VLW 

LPHFQTESDPGSKPAITLLVIHP 

DELQIYVRTKTC/T/RMFIAALFI 

1AKT*KQPRYPSANTLLL 


18989 


49357 


A 


19098 


3 


247 




18990 


49358 


A 


19099 


1 


1048 


MQLKPME1NPEVSARCTATRRA 
RGRGRGSRVADRFGFAFFFAFA 
FQMLNKVLS\RLGVAGQWRFV 
DV\LGLEEESLGSVPAPA\CALP 
ACLFPLTAQ\HENF\RKKQIEE\L 
KGQEVSPKVYFMKQT1GNSCG 
TIGLIHAVAQ*SKTNLGFE\DGS 
VL\KQF\LSETKKNVPLKDRAKC 
F\EKN\EAIQAA\HECRGTRKGQ 
CR V DDKA VN FH FY SG *PT V DGP 
PSMNLDG\RMPFPRGPMAPS\Q 
GDTLLEGRFPRSCRR1SPRREQR 
RSPASSARGFSCKGSLNALWGG 
TWL1SPLSPQHEN1LPPHASLKC 
FSTCETQ A V LLFCQTRPSPQPHP 
RHLSTSRVHSCPLGHCGVSFRW 


18991 


49359 


A 


19100 


57 


450 


VGDCLTSRGMSWVQATLLAR/ 
ALCRAWGGT/CRGALTGTS1SQ 
VPRLAPVRGLHCSA/ASVSSEQS 
LVPSPPEPRQR/PPGGERDKASF 
LQTVQKFADTSVVDSGHIDFIY 
LALRKMREYGVERDLAVYNQL 
LNIFP 


18992 


49360 


B 


19101 


307 


390 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18993 


49361 


A 


19102 


431 


1267 


SGTRTTSTAARTSRTWRS*TPLL 

A CTPRPCG S AKL ATATSRTCIRP 

*SPSATQTLTVTKVPLPKDSTG 

AADPPQPH1V/GAQGMYVSTPG 

IQSPDQQ AA LARHNPAR PVFVE 

GPFSLWLRNK.CVYYHILRADLL 

PPEEREVEETPEEWNLYYPMQL 

DLEYVRSGWDNYEFDINEGKE 

QHVT1/LCSSGEC*1LRRRQNV*R 

LLDW/LAGKALTSPTCAPKITC 

VPL AL PTPYCSGQNLN SSCSMT 

SVSDHLSPVPTLLSTISKAHGTP 

PPNTKVVTKVTVRQ 


18994 


49362 


B 


19103 


49 


691 




18995 


49363 


A 


19104 


89 


95 


VG DCLTSRGM SWVQATLLARG 

LCRAWGGTCGAAL/SQEPPSLR 

SLASLPRGLHCSAAAHSSEQSL 

VPSPPEPRQRAHQGSWCPLR/VP 

VLGQGAGLGERGQGRAFL/LD 

GCRNLRTTSVRKRGPH/VDLFY 

LALRKMRE\YGVERG/DLAVYN 

QLLNIFPKEVFRPRNIIQRIFVHY 

PRQQECGIAVLEQMENHGVMP 

NKETEFLLIQIFGRKSYPMLKLV 

RLK.LWFPRFMNVNPFPVPRDLP 

QDPVELAMFGLRHMEPDLSAR 

VTIYQVPLPKDSTGASKIPPKPH 

IVG1/QRSPDQARPPLARHNPS\R 

PVFWEGPFSLWLRNKVCV/YY 

HI LR\ A DLLPPEERV RA * SKAC V 

GAGEWAGTTLRVHGRGWRRE 

TERALASDPACTPHLG\EEVEET 

PEEWNLYYPMQLDLEYVRSGW 

DNYEFDINEVEEGPVFAMCMA 

r, a unn\ a tim a v \\i\c\c.w octwd 

TLVAQIPRGLSAFAGSTRKLQTS 
SAGLEEPP/HCPRTTKEEDDNLQ 
RQSRAQS*SPCAGIRAQQQDRA 
GLESAAGRVSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


18996 


49364 


A 


19105 




1199 


EFGALRRTRLGSSFPRRRDSSA 

MESYDV1ANQPVVIDNGSGVIK 

AGFAGDQIPKYCFPNYVGRPKH 

VRVMAGALEGDIFIGPKAEEHR 

GLLSIRYPMEHGIVKDWNDME 

RI WQYV YSKDQLQTFSEEHPVL 

LTEAPLNPRKNRERAAEVFFET 

FNVPALF1SMQAVLSLYATGRT 

TGVVLDSGDGVTHAVPIYEGFA 

MPIISIMR1D1AGRDVSRFLRLYL 

RKEGYDFHSSSEFEIVKAIKERA 

CYL\S1NPQKDETLETEKAQYYL 

PDG\STIETGPSRFRAPELLFRPD 

L1G EESEGIHEVL VF AIQKSDMD 

LRRTLFSNIVLSGGSTLFKGFGD 

RLLC\* VKKL APKDGRIRI S APQ 

ERLYSTWIGGSILASLDTFKKM 

WVSKKEYEEDGARSIHRKTF 


18997 


49365 


A 


19106 


1 


3288 


MPSGGDQSPPPPPPPPAAAASD 
EEEEDDGEAEDAAPPAESPTPQI 
QQRFDELCSRLNMDEAARAEA 
WDSYRSMSESYTL/EGSGLWLP 
RGLFGHPGHCTGLLLLLRSGCV 
RSQPSDRACR* EKACHSSHLIEFF 
NKMKKWEDMANLPPHFRERTE 
RLERN FTVSA VIFKK.YEPIFQDI 
FK YPQEEQPRQQRG RKQRRQP 
CTVSEIFHFCWVLF1YAKGNFP 
Ml SDDL VNSYHLLLCA LDLVY 
GNALQCSNRKELV 


18998 


49366 


A 


19107 


56 


3552 


GPAAQGCAMPSGGDQSPPPPPP 
PPAAAASDEEEEDDGEAEDAAP 
\PAESPTPQIQQRFDELCSRLNM 
DE A A RAE A WD SYRSMSESYTL 
EGNDLHWLACALYVACRKSVP 
TVSKGTVEGNYVSLTRILKCSE 
QSLIEFFNKMKKWEDMANLPP 
HFRERTERLERNFTVSAVIFKK 
YEPIFQDIFKYPQEEQPRQQRGR 
KQRRQPCTVS*NFSIFCWVLFIC 
AKGNFPH*LSDDLVNSYHLLLG 
ALDLVYGNALQCS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


18999 


49367 


A 


19108 




1193 


GRRRRFWWRKRIGGGGGGMA 

MPAEAPWMASSFNGFLSLPPG 

WLLLPPPSDRNPPLQPSSRPPLC 

VRMWMNAFTPLISLFFWASLV 

SSGARRLHPIQPQPCREQAPMP 

APGAARSAVAASMSDCTVAGP 

CTGSHTPCHSTSDSQSP/CGGVG 

SSLVV'AERSCAQCRMSPRKGH 

NCCCCCCCCCCCC/SCCCYCHYC 

CCYCCCCCCCCCCCCCCCCCC 

CCCCCCCCCCCYCCCRCYCCC 

CCCYCCCCCCCRCCCCCCCRC 

CC*HYCCCCCCCF/GCCCCRYC 

CCCRYRRCYCFCCCCCCCYCY 

CCC*RTAHAWPSMNKSQCVLP/ 

CICKVPLGRLAVTTGCPGFG*G 

GCWEDCMFPAKGPSIRLEQWFS 

TTAILLPSGPGDFWQYLGTLLV 

VTTREEV LLESGG 


19000 


49368 


A 


19109 


1 


762 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPLIVQQCLLFLRILP\L 
FADRVPKASQK1FVALS\TGEKG 
FWL*GVPCFHRLFP\GFYVSRGG 
DFHTA1NGTG\GKSJLWGENLK 
DENFI\LKHTG\PGI\LSMANAGP\ 
NTNGSPVFLTSCTA\KT\EWLDG 
K\HVVFG\KVKEGMN1VEAMER 
SLGPRMGKT\SNKFTIADCGQL 
RIKFDLVFYL 


19001 


49369 


A 


19110 


95 


240 


LH SEITVCL* G SEHHFFENGTYI 
PH RSCHDPLEARAEDFL 


19002 


49370 


A 


19111 


1 


1644 




19003 


49371 


A 


19112 


237 


632 


AIGFPSYSSMQLVNIFGLLNLFSI 
1SSSFRHQG*HS*ELP\YPLEPGA 
EDFLR*GP\LAGHGHTGSQPFFC 
RVSEA/CGSHLVNSSRAALKRW 
AGV*RKIWPRGSPETPRNLKDL 
SVLEYENTPDTSGKKALED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19004 


49372 


A 


19113 


274 


2704 


G1SVLHGCGYRFQPRGMAAPGP 
FSEKPVPGCDAGDLQTPALSSW 
TQTF1ISHEQG1KFLNQRWSCWS 
KERNHGHCRVRGHVTAAQCDL 
FGNGLKHNLDLHIHDRNDASK 
NVKKSTNYGKMSFYTYCECTP 
TGEKLWDHNQHRKI1GYKPASS 
QDQKIYSGEKSYECAEFGKSFT 
WKSQFKVHLKVPTGEK.LYVCI 
ECGRAFVQKPEFITHQKTHMRE 
KPYKCNECGKSFFQVSSLFRHH 
RIHTGEKLYECSECGKGFPYNS 
DLSIHEKIHTGERHHECTDCGK 
AFTQKSTLK1HQK1HTGERSYIC 
1ECGQAFIQKTQL1AHRRIHSGE 
KPYECNNCGKSFISKSQLQVHQ 
RVHTRVKPYICTEYGKVFSNNS 
NL1THEKIQSREKSS1CTECGKA 
FTYRSELIIHQRIHTGEKPYECS 
DCGRAFTQKSALTVHQRIHTGE 
KSY1CMKCGLAFIRKAHLITHQI 
1HTGEKPYKCGHCGKLFTSKSQ 
LHVHKR1HTG\EKPYMCNKCGK 
AFTNRSNLITHQKTHTG\EKI\FI 
CSKCGKAFTQRSDLITHQRIHT 
GEKPYECNTCGKAFTQKSNLNI 
HQKIHTGERQYECHECGKAFN 

GRAFIRKSNF1THQRJHTGEKPY 
ECSDCGKSFTSKSQMT\EH*A\V 
HSG*KPYV\CAECGKAFSGRSN 
LSKHQKTHTGEKPYICSECGKT 


19005 


49373 


A 


19114 




180 
















PVLRTHPGPQSLPRVPGVPCGG 

LLEPLSRAEVSPRLGLRRDLLG 

GMAPSGSST\VF\LLALTIIASTW 

ALTPTHYLTKHDVERLKASLDR 

PFTNLESAFYSIVGLSSLGAQVP 


19007 


49375 


A 


19116 


196 


706 


1S1SNETKDLLLAAVSEDSSVTQ1 
Y H A V A ALSG FGLPL A SQE ALS A 
LTARLSKEETVLATVQALQTAS 
HLSQQADLRSIVEEIEDLVARLV 
DELGG V YLQF\EEG LVETTAL F V\ 
AATYKL\MDHVGTEPSIKEDQV 
IQLMN\AIFSKKNFE\SLSEAFSV\ 
ASAAAVLSHNRYH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19008 


49376 


A 


19117 


275 


2192 


MVVSPQGSSTVFLLALTIIASTW 

ALTPTHYLTKHDVERLKASLDR 

PFTKRLCFS WPTTCVTT* H * LFP 

TV*KACTYIRSKSLPCLPQIAKT 

CSKTLCLPILS*ISISNETKDLLL 

AAVSEDSSVTQ1YHAVAALSGF 

GQVREGVSG*NKTCHSLGFYSL 

PSRTVDSGSCISFLLLLD1QHISV 

LLWQDLVARLDELGGVYLQFE 

EGLETSTAVALPPSQQRKRNSCI 

SHFFQDQVIQLMNAIFSKKNFE 

SLSEAFSVASAAAVLSHNRHPR 

NKILCSCSLCCNK*FFIYFQLQV 

TNVLSQPLTQATV\KLLFVISMT 

F/RT*VLAKPIVILNRDVFELNF 

MN VKF Y 1 CM* IPEH P PIDL AT VF 

SIFL*LRVKISTD1FSACSQRYTD 

PL*RLTLYASFRVTYPAKAKGT 

FIADRDSMLGPGR1LKLSDERL 

YYSSI*TFVRLHNQKTGQEVVF 

VAEPDNKNVYKFELDTSERKIE 

FDSANIIY*VSPTSLPLCFYRLSL 

FF*ADVVIMPG1HGCPYWEGH1L 

KSSWCVFRQHLFREPEKSWHG 

LCCFPFKF*CLFNLFLPI1QW1LT 

FLNRRA SLCFI* LDVMTPLL A A 

MLGLMYVYWTQLNMFQTLKS 

LAILG\SVTFLA\GN\RMLA\QQA 


19009 


49377 


A 


19118 


3 


413 


PRKEAPSTFLSQ/NLFTPKQEIQ\ 
HLF\REPEKR\PPTVV\SNTFTALI 
LSP\LLLLFALWIRIGA\NVSNFT 
FGLPSTI\IFHWG\HAAMLG/LSM 
YVY*TQAQPCSQTLEVPWPILG 
QCDRFLAGQSGMLAQRTAVQE 
NQHN 


19010 


49378 


A 


19119 


2 


535 


GRVDPKAK.KEAPAPP* SLKPKA 
*AFKGPRKAVLK\GV\HSPQKA 
GRSRTSTPPFRAGRKTTADSRR 
PAPKI1LRKSRVPGGNKLD\HYA 
\I1KFPADH*SASAVKKIEDN\NT 
L\VFIVD/VLKANKH\QIKQGCE 
RSLYD1\DVGQGQHPWIRPD\GE 
KKAYCSTWLLDYDGFGMFAN 
QNWGSI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19011 


49379 


A 


19120 


159 


801 


GAAGRRRLPEGEGEDEASAWR 
RLARCLMPKKNRIAIYE\LLFKE 
G\VMVAKKDVHMP\KHPE\LAE 
VKNVPQPFMVMKGHAGLSSPR 
G\YVKGTSFA\WRHFLTGTLTQ* 
G VSQYSPWITLHLAPGRFVPCP 
PLRPVARPRRMGRP\RPKKVLG 
GVEATWRGFHKRGEV\DRGYL 
TRRSACCQLGA\DKKSRGWGL 
GSSNPNFQFRG\GF\GCGRGQ\PP 


19012 


49380 


A 


19121 


334 


989 


EPPAETLPVAARDPTGLSPTYLS 
SHKHEKFQQVRHFPVLLGYPIA 
SSGASPEVRQRRTTFFRFRPGES 
LCGDMKLLTHNLLSSHVPAGG 
SLPFSGGMVGRGPVLATP/LAL 
QATEGRMCPVEINPQLRGRVMI 
P*KWKWS\AF\LEAGPDKLAV*I 

ruAl^urU OUMKtJNttro Ur 
WrlrlLALWbVUaU e(j 1 LXl^vr 

GNLGRYFSPFKPRGSPNMLAE 


19013 


49381 


C 


19122 


61 


177 




19014 


49382 


A 


19123 


4 


191 




19015 


49383 


A 


19124 


1902 


2187 
















GELVLKALSAFlRAh'RCPAEGS 

DPVGRAADP\SPPAPRGISQGGS 

ACGSPFLPGPITESLPLPPGLGSG 

SELPSLYLVSGIYGGVRRGPPA 

RLEA 


19017 


49385 


A 


19126 


1228 


2447 


TSQGSSPPAHIGRWSSNHKKGL 
GSSFSQSCCKAEALVKNAWPPT 
QA*VSICCFEQDLGRGQQKGKS 
GGKWQKTAESREAVTECPACY 
RAARCRAAGDRGLRAEGAAAG 
HTASPSAYRVRGERGHRDMHS 
ASARLSHPGETNLMLGLAEPSV 
TSH*SHPFRQS*LP*QAGP**EM/ 
PLPPSARDSSDLCSG\SPSHDLLP 
LPNTVIFWGPSSPQDWQPLPLSP 
FCVSQAAGSPCSPLLQGLEPGGI 
STSCPPGPAPYIDFGAVSGAGQS 
AAQRGAHFPAAMAERPSAGTS 
GSSGISGAIAATVVSWVAEGEQ 
AVKCLAEGSTRQTGQPSRRAPS 
RGCPAPGAPPGRAAPPQAPPAA 
PAAGGGRGPPAAPRAPAPRPQP 
QGAPRPVSPCRGTGAAPPPTLV 
WGLSSEAEG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19018 


49386 


A 


19127 


164 


563 


CEAALKGDSGGSPWPDEKPKE 
GVKTENNDHINLKVDGAEMVT 
V V\QFKIK\RHT\PL* * T* LKA YL* 
TDRG L SMRQ1RFR1 * PGNPIN * K 
QTHLHQLGNGRIEDYNLMCFQ 
QARPGGVYLKKGTCFFYSKNS 
VSF 


19019 


49387 


B 


19128 


166 






19020 


49388 


C 


19129 


76 


285 




19021 


49389 


A 


19130 




179 




19022 


49390 


A 


19131 


93 


172 




19023 


49391 


A 


19132 


1 


2742 




19024 


49392 


A 


19133 


1287 


2571 


1LRQWLLASPEEKTGRPALASG 
S AETLS WLRAQGREPRGPA* SA 
VGAEHRTRTAPGSDPRCGILPS 
GRSPPSP/PARLFLASVPATI*AM 
TPSPTRLPAWPPPCRG/PDASPE 
VVRKGGKAGQPRGSPQPWRSG 
AEEIVEVGLLPLTPRALLFPQVP 
TALPAVYHFLAACEG1CPHSCA 
APSMIELWDFL1QQHQPEKAVA 
CTTTH1PGLRISALNKHRAWGG 
TDDDVAASEMPLGAAGAEPW 
D/VE*LLPAALKIPTGHTATTSW 
GAGP*SPQGSCKG\SGVGSGAT 
ADLLAPTAGVGTSRTACGGGT 
QFM SEG APG VMNNGSPDW SST 
QFMSEGAPGVMNNGSPDWSSN 
LSQPQPMHLLYLTTWFLERPM 
CCPDTTALTQTLPVPSFSYPVCT 
SH1RQNPHLHFLRAPSPHYTTA 
CSFEPQRFLEQQQDLL 


19025 


49393 


A 


19134 


31 


202 


I LITYI1KLINQADFSTP* FMSHLI 
VSSRILCTEK.WNFHFPPHF*D*Q 
QTFCTLQFL 


19026 


49394 


A 


19135 


410 


867 


LLTLSRTTPLMSLGFPGIPKMIN 
RPRQSSPIKLQNSSSLSNLLFFQ 
EDSSTLDSGLERSQGLDSTGGG 
EDICRV WTAS* SFICLSDPQK VQ 
1QSAPNRKAWCLVILVVVSHSS 
TPFSWQKVMKW1KKISFRVFAA 
GQGLLGGYSNPRYSFSF 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19027 


49395 


A 


19136 


111 


743 


VrriLTPMLADRTRRIERPPKKK 
GTTSLGQRKWLLTQDWPSVYP 
VA\HPFKPSAVP\LPV\RMGYPV 
KKGRAHGDRRGNLELLKISQFF 
WILTSCSNLKSTCEALKDF\CTG 
VGQPHWDSGRKKMLKKHFSN 
WKFGQHLDLCFHQGPSGSGNP 
RARVVVLKSKAFLV*I*HDHAK 
KTLITLVGERYCKTPDVLTIKQ 
NRWPLRSQ1TIMPVYL 


19028 


49396 


A 


19137 


305 


2291 


YLDAEKMGQKASQQLALKDSK 
EVPVVCEVVSEAIVHAAQKLKE 
YLGFEYPPSKLCPAANTLNEIFL 
IHFITFCQEKGVDEWLTTTKMT 
KHQAFLFGADWIWTFWGSNKQ 
IKLQLAVQTLQMSSPPPVESKP 
CDLSNPESRVEESSWKKSRFDK. 
LEEFCNL1GEDCLGLFIIFGMPG 
KPKD1RGVVLDSVKSQMVRSH 
LPGGKAVAQFVLETEDCVFIKE 
LLRNCLSKKDGLREGGASPGSL 
RLAAPGPPLTLNAACPLRLAVL 
AAMAAAALPAWLSLQSRARTL 
RAFSTAVYSATPVPTPSLRVDD 
LHLTEIVGMLDSVLTPEDSSGK 
YRF1SGEVLCRITGCFTGVRVEA 
KDLFGGCCSNPNEVMVTW1KVI 
VEKEVWLYLRYILKALPPRTEK 
MAVDQDWPSVYPVAAPFKPSA 
VPLPVRMGYPVK*GVPMAKEG 
NLELLKIPNFLHLTPVAIKKHCE 
ALKDFCTEWPAALDSDEKCEK 
HFPIE1DSTDYVSSGPSVRNPRA 
RVVVLRVKLSSLNLDDHAKKK 
L1KLVGERYCK.TTDVLTIKTDR 
CPLRRQNYDYAVYLLTVLYHE 
SWE\TEE WGKK* D* SRHGKSI Y 
GENSSSERKYPGERFSR*KLLR 

1X.NMUIN LK.rs.bo/Cu 1 rvtit, t, Y Is. 

KSVVSLKNEEENENSISQYKES 


19029 


49397 


A 


19138 


3 


233 




19030 


49398 


A 


19139 


1 


256 




19031 


49399 


C 


19140 


5 


114 




19032 


49400 


A 


19141 


8 


444 


TTDKEQ*EL*LLLDTE*GSYTKE 

CHTDSLSRY*TSSTSAEDRDDSL 

LRRSGSYRDL*E*IPYSCRLDKD 

p l c , rrir'ik r i vttput ATn\xir»k'T v ah 
1 UUllvL i t^tL, AcAlN UrvLrv/Vv^ 

LHDTNMELTDLKLQLEKATQR 
QERFADRSLLEMEKRERTALQR 
R1SEMEERLQM 


19033 


49401 


A 


19142 


1 


287 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19034 


49402 


A 


19143 


211 


346 




19035 


49403 


A 


19144 


175 


3381 


EDPAAGEGMKMADAKHK.RNE 
QLKRWIGSETDLEPPVVKRQKT 
K.VK.FDDGAVFLAACSSGDTDE 
VLKLLHRGAD1NYANVDG/LSH 
ALHQACIDDNVDMAKLLVDNG 
ANINQPVNDGWIPLHAAPSCGY 
LDIAEFLNGQGAHVGAVNSEG 
DTPLD1AEEEAMEELLQNEVNR 
QGVDIEAARK.EEERIMLRDARQ 
WLNSGHINDVRHAKSGGTALH 
VAAAKGYTEVLKLLIQAGWDV 
N1KD Y DG WTPLH A\ AAH\ W 


19036 


49404 


A 


19145 


1 


2406 




19037 


49405 


A 


19146 


1154 


1365 
















MGVSVLDFSHSDKCEVASRFAS 
G MPEPTNI V LPKLE V ADTLGGC 
TT1PESDLEERSVEQDSTELFTN 
HRHLTAETPR/PW*RLDGLHKQ 
VSPLQGVSE 


19039 


49407 


A 


19148 


3 


1290 


VSQATDVEVGTDLVPSVTVKV 

TLQNRVILQKAKLSVYVQPPLE 

LTCDQFTFEFMNRN PDG IPRVIQ 

CKFRLPLK.L1CLPGQPSKTASHK 

ITIDTNKSPVSLLSLFPGFASQSD 

DDQVNVMGFHFLGGAR1TVLA 

SKTSQRYR1QSEQFEDLWL1TNE 

L1LRLQEYFEK.QGVKDFACSFS 

GSIPLQEYFEL1DHHFELRTNGE 

KLEELLSERAVQFRAIQRRLLA 

RFKDKTPAPLQHLDTLLDGTYK 

QVIALADAVEENQGNLFQSFTR 

LKSATHLVILLIALWQKLSADQ 

VAILEAAFLPLQEDTQELGWEE 

TVDAAISHLLKTCLSKSSKEQA 

LNLNSQLNIPKDTSQLKKHITLL 

CDRLSKGGRLCLSTDAAAPQT 

MVMPGGCTTIP\ESDL*ERSVEQ 

DSTELFTNHRHLTVETPRPEVSP 


19040 


49408 


A 


19149 


48 


642 


WNSALREPRLNGADMAKSKN 

HTTNNQ\SRKWP\RNGIKKP\RSP 

KIR1LLKGVAPPSFL\RNM\RFAQ 

ESPNKKGP*RRLQANKLPRAMS 

ATLPRAIKA\LVKPQGGLSPKIP\ 

KGVSSRKLDSTCLTFAQPQALG 

SVARCP*LPRGPRL\CPPKAKAK 

AKAKPRPKPRPRAKDQNQGPG 

LQPQASVPAQ\APKRTQAP\TKA 

SE 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19041 


49409 


A 


19150 


1953 


2447 


WTPQYMDTEYKNGPWMMEK 

KVWLDP/NETNEIPNANFRQQIR 

KLIKDGLILRHRKPVTVHSRAQ 

CWK.STLARRKGRHLGIESKKID 

RHMYHSLYLKLKGNVFKHKRI 

LTEHSHKLKADKARKKPLADQ 

AEARGSKTKEARKLREEHLQT 

KKEEIIKTLSQEEKAKK 


19042 


49410 


A 


19151 


1 


693 


MAVMEKLYWVNREESYASLR 
VHLPICNATTMSMLSLQKRLAS 
SVLRCGKKKVWLDPKETSEIAN 
ANSHQWIRKLIKDGLIIHKPVTV 
HS/*ARYR7KNTLACQKGRHMG 
PKATANARMPEKIMWMR/RM 
RILCQLLRRYCDSKKIDHHMYH 
RRYHESKKVDRHMYHSLYLKV 
KGNVFKNKRILMEH1HNLKAD 
KACKKLLADQAETRRSKIKEAR 
KH REEH LQ A KKE E 1 1 KTL V 


19043 


49411 


A 


19152 


34 


280 


EV1HAAIGEKKGSY/NA**PWVE 
EQLTRQPLIHHQPASLHSVY/RC 
RYHSLYLKVKGNVFKNKRJLM 
EHIHKLKADKARKKLLA 


19044 


49412 


A 


19153 


2 


625 


HEAMSMLRLQKRLASSVLRCG 

KKKVWLDPNETNEIANANSRQ 

Q1RKLIKDGL11RKPWTVHSRLR 

CRKNT\LAR\*KGRHMGIGKRK 

VPANA\RMP\EKVT\WMRENEG 

FCRRLASEDTRES\KK1DRPHVV 

TALYL\EVKGNVFKNKR1L\ME 

HIHKLKA\DKARKKL\LAD\QAE 

ARRSKTKEATKRREERLP/ARPR 

KREII*TLSKEEETKK 


19045 


49413 


C 


19154 


154 


291 




19046 


49414 


A 


19155 


3 


253 




19047 


49415 


A 


19156 


2 


474 


FKDKQNKPTGFALGSIEGRVAI 
HYINPPNP*V*LCQLADFTGLFL 
TKEDLHEPLSFSAKDNFTFKCH 
RSNGTNTSAPQDIYAVNGIAFH 
PVHGTLATVGSDGRFSFWDKD 
ARTKLKTSEQLDQP1SACCFNH 
NGNIF/AYASSYDWSKGHEFYN 
PQKKK 
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SEQ ID 
NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19048 


49416 


A 


19157 


97 


1728 


IRGFFRGSQGSFYRRLKEASGS 

WDFCPRSWPSSLRARSGSQTPE 

TLLLPAGVFRRSETPMFKMSLF 

GTTSRFGTSGTIMFGSATYTDNH 

NPIEGY*K*HSFSLMDSIG\CSCL 

FSPPTLPGNFLIAGSWXANDVRC 

W\EVQDSGQTIPKAQQMHTGP 

VL\DVCWE/SDGGSKVFT\ASCG 

\KTAKMW\DLRQ*PRRLQIAQH\ 

DAPV\KTIHWIKAPNYSCVMTG 

SWDKTLKFWDTRSSNPMMVL 

QLP\ERCYCADVIYPMAVVATA 

\ERG LI VLIQL/ERIQPSEFRR1ESP 

L\KHQH\RCVAIF\KDKQNKPTG 

F\ALES1QGRVAIHYINPPNPA\K 

DTFTFKACHRSNGTNTS A PQ\D I 

Y A VNGI\ A F\HP VHGHPCNCG D 

LDGRFSF\WD1\DARTKLKNFRE 

QLDQP/LSSAC\CFNH\NGKHILP 

YAS\SYDWVKGDH\EFYNP\QK 

KKFTFFPA*MQAEELKAPGNKE 

VVAGRTLGSAQSLFLLHSGLIS 

VR1WAPNLVGVVSPWTMEFQP 

PGENDVIVQQLESPRRPAGDLP 

Vrslr 1 ULVAtVr^uRrMjULls. 


19049 


49417 


A 


19158 




1254 




19050 


49418 


A 


19159 


1 


921 




19051 


49419 


A 


19160 


1 


1386 




19052 


49420 


A 


19161 


49 


731 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19053 


49421 


A 


19162 


61 


1533 


PLKAKMGKEKTHIXNIVVIGHV 

DSGKSTTTGHL I YKCGG1 DKRTI 

EKFEKEAAEMGKDSFKAFAWV 

LDKLKAERERGITIDISLWKFET 

SKYYVTIIDAPGHRDFIKNMITG 

\TSQADCAVL\IVAAGVGEFEAG 

IS\KNGQ\TREHALLAYTLG\VE 

QLIVGVNKM\DSTEPPYSQKRY 

E EM WLRE VSTFM KKI WLQPPTQ 

*HFVP1SWFGIGDNM\LEPSA\N 

M PWFKG WXKVTRKDGN ASGTT 

LLE ALDC I LPPTRPTDKPLR\LPL 

QGVH\KLGGIGTVSSAPMET\GF 

SNPGMVVTFAP/SSTVTTESKIL 

SKMHP* SFEVKLLPGDQCGPSM 

SKNVFCQGMFRRGKRLLGDQQ 

KMTPPNGKAAGLHWSRVIILVN 

H PRPK* GAG PMPLY LDC\HTG S 

HLHAKFAELKEK\IDRR\SGKKL 

EDGLKFLKSGDAA1VDIVPG\RP 

MCVESFSDYP\PLGRFAVRDMR 

QTVAVGV/ISKAVDKKGCWEL 

GKVTKVWPRKAPEG 


19054 


49422 


A 


19163 


1 


514 


EFGTRAKKEAPAPP* SLKPKRK 

AFKGPRKAV\LKGV\HSHQKEE 

DPARSPTFPGGPKTLR\LRRQP\K 

YPRKSRVPGETRLDHLCLS1\NF 

PLTH*VLPMKKIEDNNTLVFIV 

DVKANKH\QIKQAVKKL\YDI\D 

VAKVNT/LW1RPDGEK\KAYVR 

LVAPDLPIAFGMFANKIWGFI 


19055 


49423 


A 


19164 


433 


1015 


GL1SNLDMASRGAS*\PTGPDTG 
NKICQFKLSTSGESPAVCKSSLV 
LRFVKGQRHEFQESTIGAAFLT 
QTV\CLDDTTEKFE1W\DTAGQE 
RYHSLAPMYYRGAQA\AIVVY 
DITNEESFARAKNWVKELQRQ 
ASPNIVIALSGNKADLANKRAV 
DFQVEAQSYADDNSLLFMETSA 
NTSMNVNEIFMA1GKINISF 


19056 


49424 


B 


19165 


1 


2511 




19057 


49425 


A 


19166 


2 


360 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19058 


49426 


A 


19167 


125 


211 


FRPGSPRQPRAQPISAPDCTRA 

MVGRRAL\IVL\AHSERTSFNYA 

MKEAAAAA\LKKKGWEVVE\S 

DLYAMNF\NPIIS\RKD1T\GKLE 

GPLRTFQYPGRSLFLAYKAEGHL 

EP/EI ICGLNKKKLEAADLVMFQ 

FPLAVGLEVPAILVKGWFEPSVH 

KESFA*HFTAGHVMDKGPFPG 

VKKAVAFPFTTGG\SGS\MYSC 

QG1\HG\DMNV1LWP\1QSG\ILPF 

LG LPKSLDPQLT\YSI WPPLPAR 

RPEFSILE\G WKK\RLE\N I WDET\ 

PLYFAP\SSLFDLNFQAGF\LMK 

KEVQDEEENKKF\GLSVG\H\HL 

GKSIPTD\NQ1QS*KRECTVHYT 

RDSHKVAAGAAQLTESLVPAR 

VAPATTSPANQRPGLHQSHGR 


19059 


49427 


A 


19168 


2 


331 


WVDSQQKARYVPVKGDHVIGIV 
TAKSGD1FKVDVGGSEPASLSY 
LSFEGATKRNRPNVQVGDLIYG 
QFVVANKDMEPEMVC1DSCGR 

AINVilVRi V ILjv^IXjI A .r Is. V 1 I Ail AK 


19060 


49428 


A 


19169 


145 


350 


QEFHLSSEPSIRLGRSLYHIHHL 
FASKKVLD*QWLDQSL*VCSW 
EHMRRSQ*GIFSRLANRGFQNG 
DC 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


19061 


49429 


A 


19170 


1 


1863 


MAVA1RLSADTQWEDSPGKS1L 

ELHMSCTKIPERCEADKKESTS 

SWCTRKI RFRMDLEKECKVLLS 

GGGGSRMGSQKGDGVGRWSSP 

RVGLPSSQTLLRPPPTDFHIAPL 

SKARQHLLVSVSVLFCFSAPLD 

VQPLK VLDECQNQRACH LL VN 

SRVFGPDLCPGSSKYLLVSFKC 

QPKQMFTQQGPGPVLSIGETQV 

STSSVTRSSSPVGPDIHCEFHTN 

MCK1PDELKNKTVCEDQELKL 

HCHESKFLNIYSATYGRRTQER 

DICSSKAERLPPFVFTRYYCFLY 

APVSS1ANPVKGCFHLGKKQDC 

LSYSALQVLSRRCYGKQRCKII 

VNNHH FGSPCLPGVKKYLTVT 

YACATLSSMGPILAEVPPEAKK 

VTLSTSLDSSSGRMEDGRLDTG 

HTEVPVTSGLFIRVLNKKQNFS 

LQIRCSFGRGPGKLRHCWAGA. 

AIALGTEYILVKGDQVTGIVTA 

KSGDIFRVDVGGSEPVSLASYLS 

FEGATKRNRPNVQVGDLIYGQF 

VVANKDMEPEMVCIDSCGRAN 

GMG\V1GQDGLLFKVTLGLN*E 

ci i a cnirp/KinPvni^ i \t pi pi 
oLbAo^lUn./lolVk » Ois.LALj.rLE.1 

VFGMNGR1WG * GQKTHPSQTLI 
LA\NIL\EACEHMT\SDQRKTDLP 


19062 


49430 


B 


19171 


29 


82 




19063 


49431 


A 


19172 


1 


427 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19064 


49432 


A 


19173 


1 


1548 


MTMAAAAVVARGAGARAATA 

AALRGGCGTAARGRPCAGPAR 

PLCTAPGTAPDMKRYLWERYR 

EAKRSTEGTKKYTTSLNARHY 

YTHFTEENEDEINSSSSYASQKK 

TFEINPRHPLIRDMLRRIKEDED 

DKTVLDLAVVLFETATLRSGYL 

LPDTKAYGDRIERMLRLSLNID 

PDAKVEEEPEEEPEETAEDTTE 

DTEPDEDEEMDVGTDEEEETG 

KESDDPM A Y I HFTAEGE VTFKS 

ILFVPTSAPRGLFDEYGSKKSDY 

1 KLY VRRVFITDDFHDMMPKYL 

NFVKGVVIRKKLVRKTLDMIK 

KIADDKYNDTFWKEFGTNIKLG 

VIEDHSNRTRLAKLSRFQSSHH 

PTDITSLDQYVERMKEKQDKIY 

FMAGSSRKEAESSPFVERLLKK 

GYEVIYLTEPVDEYCIQALPEFD 

GKRFQNVAKEGVKFDESEKTK 

ESREAVEKEFEPLLNW\MKDKA 

LKDKI*K/ALWVSSAALTESPVL 

LLVAQPVRDWS\GQHWERIMK 

AQAYQTGKDISTN\YYA 


19065 


49433 


A 


19174 


37 


266 


WADRAAGGVRILTQGCVGGG 

GSCDRRGLETSPARTPVRALWV 

LG\LCCVLLTFGSV/READDEVD 

VDGT\VEEDLG*KYEKDQVTDD 

EVVQREEEAAQLDGLNASQIRE 

L\REKSENFPF\QAEVNRM1ETLF 

IQFHCIKNKEIFLERLISNSSCVAL 

DRLSL1SLT\DENALSGNEELTV 

KMKCDKEKNLLHVQHTGVGM 

T\REELVKN\LGTIA\KSGTKRVF 

*TKRPEA\QEDGPSQPS* ID WPS 

LGVRF 


19066 


49434 


A 


19175 


233 


664 


RAPEQSSGVSAAEQERVPNAG 
WPCSVAPTCPSPRSAEPARCT* 
GKEEGG/CEDSDRADSGSPFQE 
PRYPSSGPFPIPQASFPCPCLLVL 
GIRGHSTILQYRGQEHHVLFTG 
RCLLVDPTLLVLVVSKKSPNAA 
RDQPARYPRGPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19067 


49435 


A 


19176 


1 


672 


MA E AG PKPQRTLM W A WES V L 
SQRKPREAGRLSEGCVKATGTP 
GFGWQARPDQKEHRLDGRVID 
PKDRHGLVKDTEPRLNEQSLCG 
GLNPEATEEKIREYLASLGRRR 
PVKKVLEK.KFHTVSGS/KCGPQ 
VPPS WSET YRTRA * SGDQLGTP 
AAPNPRWPME*EQE1EAQRRSA 
HSGARAPWPPWPPRPDGPPGNP 
GPKFMVSLSCWNISSLRAGLLY 
AGCGCSP 


19068 


49436 


A 


19177 




684 


RHASARKKYNPPSWFHRGLPPP 
EDQEDEMSVSEELE\PITLTPSSA 
LKPSDRMTMSSLGERACCRDY 
QRLGLGTLSSSLSRAKSEPFRIS 
PVNRMYA1CRSYPGLL1VPQSV 
QDNALQRVSRCYRQNRFPVVC 
WRSGRSKAVLLRSGGLHGKGV 
VGLFKAQNAPSPGQSQADSSSL 
EQEKYLQAVVSSMPRYADASG 
RNTLSGFSSAHMGSHGKWGSV 
RTSGRSSGLG 


19069 


49437 


A 


19178 


1 


341 




19070 


49438 


A 


19179 


1 


3710 


MVSGARAAAAAAAAAAAAER 
TRGVPGHPDSTGRLPAHQQLQ 
RGLLFRQLGITNVLSLVCATLM 
EHEVLFLSRSYQQLTDACRSLL 
ALLFPLRYSFTYVP1LPAQLLEA 
LSTPTPFIIGVNAAFQAETQELL 
D VI VADLDGETVTI PEC VH IPPL 
LEPLQSQTHSVLRMVLDPELEL 
VDLAFPPPM/HDKELRLFHQLL 
QGYLWCLHVWCIHPEPVIRFH 
KAAFLGQCGLVEDNFLMNVLE 
GMAFALFVLECGVP 


19071 


49439 


A 


19180 


1 


303 




19072 


49440 


A 


19181 


14 


942 


TKLTGSRG*LA*NPCM/1TNNCE 
SCVDLLFVRGAGNCPECGTPLR 
KSNFRVQLFEDPTVDKEVEIRK 
KVLKIYNKREEDFPSLREYNDF 
LEEVEEIVFNLTNNVDLDNTKK 
KMEIYQKENKDVIQKNKLK.LT 
REQEELEEALEVERQENEQRRL 
FIQKEEQLQQILKRKNKQAFLD 
ELESSDLPVALLLAQHKDRSTQ 
LEMQLEKPKP VKPVTFSTG I KM 
SVGITLCPAEEHTFNDERSFNLS 
SSWSKFNKPPSTLPFKVLDEER 
LVELKVPNTLITKLVPFAISPCS 
EA1QDHPAILLAYKKTPFWRLQ 


19073 


49441 


B 


19182 


49 


456 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


||| 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19074 


49442 


B 


19183 


53 


j33 




19075 


49443 


A 


19184 


2 


208 


VYPELQ1TNVVEANQPVTIQNW 
CKRG RKQCKTI PHL * FP YRCLG 
EPAGRGAGVDWGPGLEGRKRG 

CSC 


19076 


49444 


B 


19185 


51 


300 




19077 


49445 


B 


19186 


148 


3568 




19078 


49446 


A 


19187 


1 


3411 




19079 


49447 


A 


19188 


2 


2416 


NSRGAACAGPRETAAVAARAE 
QGRGGSHSHSSALGAPRRVAM 
LPGLALLLLAAWTARALEVPT 
DGN AG LL AEPQI AMFCGRLN M 
HMNVQNGKWDSDPSGTKTCID 
TKEG1LQYCQEVYPELQITNVV 
EANQPVTI QN WCKRGRKQCKT 
HPHFVIP\YRCLVGEFVSDALLV 
PDKCKFLHQERMDVCETHLHW 
HTV AKETCSEKSTN LHDYGML 
LPCG IDKFRG VEF VCCPLAEES 
DNVDSADAEE\DDSDVWW\AG 
A DTD Y ADG SEDK V VE VAEEEE 
VAEVEEEEAD*LTRTDEDG\DE 
VEEEA\EEPYQEATERTT\SIATT 
TTTTTESVEEVVREVCSEQAET 
GAVPSNDLPLVL*CD*REVCPIL 
LRRMWRQPEQL*HRRVLHGRV 
WQRJ\PTTAASTPDA\VDKYLET 
PGDENEHAHFQKAKERLEAKH 
RERMSQV\MREWEEAE\RQAK 
NLPKADKKAVIQHFQ\EKVESL 
*QEAANE\RQQLVETHMARVE 
AM LNDRRRLALENYITALQAV 
PPRPRH V FNMLKKY VRAEQKD 
RQHTLKHFEHVRMVDPKKAAQ 
IRSQVMTHLRVIYERMNQSLSL 
LYNVPAVAEE1QDEVDELLQKE 
QNYSDDVLANM1SEPRISYGND 
ALMPSLTETKTTVELLPVNGEF 
SLDDLQPWHSFGADSVPANTE 
NE VE\P VD A RPAADRG LTTRPG 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19080 


49448 


A 


19189 


1 


2355 


MKSIFTSEISSVLIFVNPEPGRVV 
SFLGSGRREHAEERARGPRETA 
AVAARAEQGRGGSHSHSSALG 
APRRVAMLPGLALLLLAAWTV 
WALAEVPTDGNAGLLAEPQIAM 
FCGRLNMHMNVQNVKWDSDP 
SVGTKTCIDTKEGILQYCQEVYP 
ELQITNVVEANQPVTIQNWCKR 
GRK\QCKTHPHFVIPYRCLVGEF 
VSDALLWPDKCKFLHQERMGC 
FAETHLHWHT\AAKETLQ*RRS 
TNLHDYGMLLPCGIDKLRGVEF 
VCCPLAEESDNVDSADAEEDDS 
D V W WG G ADTD Y ADGSEDK V V 
EVAEEEEVAEVEEEEADDDED 
DEDGDEVEEEAKEPYEEATERT 
TS1ATTTTTTTESVEEVVRVPTT 
AASTPDAVDKYLETPGDENEH 
AHFQKAKERLEAKHRERMSQV 
MREWEEAERQAKN\LPKADKK 
AVF\QHFP\EKVESLEQEAANER 
QQLVETHMARVEAMLNDPRRL 
ALE\NYI\TALQAV\PPRPRHVF\ 
NMLKKYVRARTEGLVSTSL*HF 
EHVR\MVDPKKAAQIRSQVM\T 
HLRVIYERMNQSLS\LLYNVPA 
VAEEIQDEVDELLQKDANYS** 

Ki>Wl 1 IVllocr KJ\o I U\lNlJ/\J^\iVlr 

SLTETKTTRG SS VPVNEE\FSLD\ 
DLEPVHFFWWLTSV P ANTEN E 
VE\PVDARPAADRGLTTR\PGSG 
LTN1KTEEISEWKMDAEFRHDS 


19081 


49449 


A 


19190 


103 


463 


PLLYAMSTGKRWLSFGSMIPPV 
AICASNKR1PWPFSMSSLFMAW 
NKEMMFPVSGSLYPVTARSAD 
RSFSLNSMPTRPLL*ASSTGNLK 
LLTG ST1KP V A A W A SSNSRA VP 
GRTKP1FMAS 


19082 


49450 


A 


19191 


1 


182 




19083 


49451 


A 


19192 


3 


437 


MVHAEISDEGFFLSAPIALTQA 

WLNIPKT\RRTFCK\KCGKHQPH 

K\VTQYKKGKDS\LYAQGKRRY 

DRKQSGYGGQN*KPIFRKKAKT 

TKKIVLKALSALSPTCRSKSKC 

WLFKR\CKHF*TGEEIRKRKGQ 

VDPVLKCHLLFMEGH 


19084 


49452 


C 


19193 


341 


421 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19085 


49453 


A 


19194 


15 


1066 


VLACTVEASVIGGQKREMNMG 
SIVREGFMEEAGPRIGFNLSFFI 
QSTVTGSSSVGSTQLQPLSLPPA 
TAGQEPRGTGPLGSHNSCPAPE 
PVSYGRLNDPPATTHPGSFTRF 
HSKPLTSSCWDSEMEGCVSNL 
MVCNLASFLNVSTNPCAFFPW 
YFYYLLLL*AGWSPLHIAASAG 
RDE1VKALLGKGGVLNVYTNT 
DRFLHCFLLSSPSFQIAVMLLEG 
GANPDA KDH YE ATAMHRAAA 
KGNLLARNPNHYIELVVINWSL 
VVPDFRHLACDEERVEEAKLL 
VSQGASIYIENKEEKTPLQVVAK 
GGLGF*YSR£WVGRFKQLGFlL 
YFVLLCLLSPVSYKLMYLCTRH 


19086 


49454 


A 


19195 


1597 


1923 




19087 


49455 


A 


19196 


551 


747 




19088 


49456 


A 


19197 


1059 


1296 




19089 


49457 


B 


19198 




1281 




19090 


49458 


A 


19199 


3 


565 


LPGRLLLLNFRQRRQIDRPSMN 
DTRNLSRT\RKFHAPTRPTSEEN 
KWVIDVLSPAGRPTVP*DQKFR 
EK\LA\KMYQAPHPDV\ILVFGF\ 
RT\HFGG GKTTG FG\M 1 Y DSPWI 

!ViyKJVINcr\KnKLArv\nOL Ytils.iv 

KDLKKATEKERQEPELK.K.VQG 
GLAKGPLLGAGQKEEMKCLAV 
ELE1GSQPKELKVLQ 


19091 


49459 


A 


19200 


2 


476 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19092 


49460 


A 


19201 


1 


2448 


MRGSILKECGSKERASQVDLEY 

SRGNTASFAMCFHDRARJMKG 

SQRSRKLTGGEGREEGERVENK 

DFLDLHGQIQVRLVVKTASLLS 

RVTY1AEVEGRETDAGWRNEL 

QVGRLDSGPDILVVSISTDHTLV 

DTHLEAVGGHSHEFPYFKNHL 

ACHVESELQRDRNGHRDAGWR 

NMRHGITDKEMQDSQGSSDNH 

VLGSLRSWSARAAPALPGLPEE 

AFVEMSTEGGFGGTSRSDAQQS 

LKSFWLRPRFFITELTLRAWIHT 

EDNNCRTYVAMAITKFDQLDF 

LIDIVLRDELKPPKCQEEVLQSV 

TPAEPVQYYFTLAQQPTAWQV 

QGQQQGQTTASSMTTMQPGQI1 

IAQLQQGQTTPVTTQVGEGQQ 

VQIVQAQPQGQAQ*AQSGTGW 

TVQGQ1QTLATSAQPITQTEVQ 

QRQQ*FSQFTDGQQLYQIQQVS 

IPAGQ\DLAQVPMF1QSANQPSD 

GQAPRSHEVIAAAPAARRERER 

ELAGRGPFCPPPAGNVRALKSR 

RCLPGERRERARKKKPEGGAA 

ASERGETDSHPGASGQGPRDSG 

RVPLGMWSRRGLGVSRAPLHL 

LLGVSTSFPLPLTPLIPTTAVVN 

PI k' PI VMD II/" A PUP Pft/TPT MOCir: 

DNERVLSMTQDIHSIFLNLKNIT 
WICTLQSCGFLLSNLCKJDIVHK 
AGSGEARTRWSPRAQAGTHED 


19093 


49461 


C 


19202 


124 


369 




19094 


49462 


B 


19203 


739 


870 




19095 


49463 


C 




787 






19096 


49464 


A 


19205 


101 


331 




19097 


49465 


A 


19206 


137 


415 




19098 


49466 


A 


19207 


86 


221 




19099 


49467 


A 


19208 


1 


1347 




19100 


49468 


A 


19209 


120 


899 


FGARGNLKKAYSTRSKMAELN 
THVNVKEKIYAVRSVVPNKSN 
N EI VL VLQQFDFN VDKA VQAF 
VDGSAIQVLKEWNMTGKKKN 
N KRKRS KSK.QHQGNKAD AKDK 
VERPDVACPLQPQPPQIQNGPM 
NGCEKDSSSTDSANEKPALIPRE 
KK1SILEEPSKALRG VTG PN IEK 

sakdlqrctvsltryrvmik.ee 
vdssvkkitaafaelhnciidk.e 
aslma emdk.gieeame1 ltar 
q\rkaealkrltdl\as\qmae 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19101 


49469 


A 


19210 


211 


2150 


ADTKPERGVSSAVFASGSEGRR 

LGCVLLSSSETRLLSGTLLWIPR 

AYSTRSKMAELNTHVNVKEKI 

YAARSVVPNKSNNEIVLVLQQF 

DFN VDKA VQ A F VDG SA IQ VLK 

EWNMTGNKKNYKR1RSKSKQH 

QGNKDAKDKVERPEAGPLQPQ 

PPQIQNGPMNGCEKDSSSTDSA 

MEKPALIPREKKISILEEPSKAL 

RG\VTEGNRLLQQKLSLGG\NP 

KPIHGTTERSDGLQWSAEQPCN 

PSKPKA KTSPV KSNTP A AHLEI 

KPDEL\AKKRGPNIEKSS/VKDL 

QRL/CTVFF * LEYRVMN * RERK 

WDSSGERRSKLPFAE\LHNCIIE 

QKEV\SLMGRKWD*SLKEGRP 

WEILDWLVRKKSKKKLKRLTD 

LGQSRMAEMQLGPKLRVAEIKH 

FVSEAVNYDE\ELGKSCPGFSC 

DIEQ\LK\ A QUA LPGKITHPKYNN 

YFLKELPCSSLL\PLLNAARSKP 

LGKTEVTFSRKSSTHNKPSEGK 

AANPKMVSSLPSTADPSHQT\M 

PAMKQNGSSNQRRRFNPQ\YHN 

\NRLN\GPAKSQGSGNEAEPLGK 

G\NSRHGTQEGQPH/NRFGFRPK 

NKGRCQK1QEASLGIEGPPRAP 

AHFLKRPRAKGSHAADTFGRA 

RAFSGVS/GSVRGSQCNLFPTARI 

EVSTDAAVLSVPGCDRWVA 


19102 


49470 


A 


19211 


93 


180 




19103 


49471 


A 


19212 


3 


39 




19104 


49472 


B 


19213 


1 


888 




19105 


49473 


A 


19214 


863 


1509 


GC AG PCL VNQMFTSS I LCKSHC 

HSLVSINQGHNAPWKAAG\PLP 

LKAGYC\QSFSPCDSLKYG\SWD 

EKDLTVPQPDTRKASVLRWISQ 

RGKPLAVDMEEGVHCL\CLPPG 

N*NVLGCKTPIVHLFNSELGRK 

AALWREARHVG\SNAALLFFTP 

LRCLGGEKHKSGLHAHPG1VP\S 

LELNYDIDSFAHVFVFVVAVEL 

PLIITLLPYCIPLCCNNEK 


19106 


49474 


C 


19215 


289 


510 




19107 


49475 


B 


19216 


534 


1686 




19108 


49476 


B 


19217 


1 


1062 




19109 














19110 


49478 


B 


19219 


1 


747 




19111 


49479 


B 


19220 


230 


786 




19112 


49480 


B 


19221 


67 


6011 




19113 


49481 


B 


19222 


1 


3455 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


191 14 


49482 


B 


19223 


1 


47 ™... . 




191 15 


49483 


B 


19224 


65 


4534 




191 16 


49484 


B 


19225 


512 


4782 




19117 


49485 


B 


19226 


345 


2194 




19118 


49486 


B 


19227 


267 


7391 




19119 


49487 


A 


19228 


578 


739 




19120 


49488 


A 


19229 


419 


1410 


KQRQARERHLPRIPQLSAVVTIE 
TL * RK* RNFAELK1 S/RLRKKF A 
HKMLQKARRKLIYEKVKHCHK 
EYRQMYRTE1QMATMARKAG 
NFFVHPKPKLAFVIRISAISGVSP 
KWKNKQLCPLNHVFGLGMGD 
LRAFGLADGTGPSGGEITGMRD 
LRGPLSVRAPSAGVAEIPRHLIV 
FED V VNGKFLQTSRCE I SGSK.N 
KVWQTLLK.NKRERQRLPTGFG 
RLADQRAYGEAK.NNCGQVGL 
VETLWERHLLRJGVY1ATSSLA 
VPTLSSNYNGLAHDQSCSDTVQ 
RSTGAPEAWDRGYCVGRGAQG 
IPIFFLDRPLTSLFDEARGSSSAS 


19121 


49489 


A 


19230 


3 




AGTMEGVEEKKKEVPAVPETL 
KKKRRNFAELKIKRLRKKFAQ 
KMLRKARRKLIYEKAKHYHKE 
YRQMYR TE1RMARMARKAGN 
FYVPAEPKALAFV1R1RGI 


19122 


49490 


A 


19231 


3 


160 


GRVLL*DK.TSRGTIRQQQLLFT 
NICCSAASA/G*YPGKQGLEWT 
SSRLQQTCS j 


19123 


49491 


A 


19232 


303 




GLC1RHVLVPSAAGLLEFAGGP 
LQTLFAWVSAAEAAEQQIWVN 
SKCC/CPDRSSGSFVSEEYLAV* 
GVGLTLSSASLMLGAVDWSCS 
HSA 


19124 


49492 


A 


19233 


1 


176 


MQYVQQKPKLKFQVHICAYRK 
TVLQPPLLIPRQT/WVWSGPPA 
NSNRPAAGGADC*KEN 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lln known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19125 


49493 


A 


19234 


1 


1977 


MFAVLQAPLVIPRQT/WVWSGP 

P AN SN RP A A EG PDC * KEN * RQT 

GSGVDLQQTPTDLQLRVLIVRR 

KTNEQKGHPHQNPICTSPSSKT 

KVDTTTNMGEKQSRKTENSKN 

QSASPPPNLKKKREKNQIDAIK 

N DK.G DITTDPTEIQTT1REY Y K H 

LYSN K.LENLEEMGKFLDTYNLP 

GLNQEEVESLNRPITGSEIEVIIN 

SLPTKKSPGPDGFTAEFYQRTK 

DKNHMIISIDEEKAFDKIQQPFM 

LKTLNKLG1DGTYLKIIRAIYDK 

PTANI1LNGQKLEAFPLKAGTR 

QGCPLSPLLFNIVLEVLAREIRQ 

EKEIKG1QVGKEEVKLYLFADD 

MIVYLENPIISAQNLLKLISNFSK 

VSGYKINVQK.SQAFLYTSNRQT 

ESQIMSELPVTIASKRIKYLGIQL 

TRGVKNLFKENYKPLLNKIKED 

TNKWKNIPCSW1GRINIMKMAI 

VPKVIYRFNAIPIKLPMTFFTEL 

EKTTLKCIWNQKRAHIVKS1LS 

QKNK.AGGIMLPDFKLYYKATV 

TKTAWYWYQNRH1DQWNRTE 

PSEIMPH1YSYLIFDKPDKTRNG 

ERIPYL1RWCWCWQNWLAICR 

KLKLDPFLTSYTKINSRWIKDL 

NVRPKTIKTLEENLG1TIQDIGM 

GKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRQ 

PTEWEN1SAIYSSDKGLISRIY 


19126 


49494 


A 


19235 


206 


456 




19127 


49495 


A 


19236 


2 


385 


N LCCSAAS AGDTQANRV WSGT 
PTNSSRPEVSSGAMDGEGWGL 
PVDPLTPGHQDALPWQRCYHP 
CSSSSVPPRQACASPASCSSSAA 
W/TSASTGPWHSGCGSSCGSCC 
CWGSPSASVGVGAGAIRSRTV 


19128 


49496 


B 


19237 


1 


642 




19129 


49497 


A 


19238 


128 


584 




19130 


49498 


A 


19239 


4054 


4578 


QSGPSAAGLLEFAGGPLQTLFA 
WVSAAEAAEQRILVNSRCCCLI 
VP\RKFCLRGVASHVRCQSAPY 
DVFCHG1TLAKCWCSALGLPSL 
QSCEPNALFFINYPVCGI/TAPCC 
KVEGTMG\VGPKSPQL\SYNVL 
GSDNNGVLLGSMAIFTILILLIH 
EHGMFFHLFVSSFISLSSGL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19131 


49499 


A 


19240 


1 


948 


MVLEKAREEVDPPSML1PPVTQ 

CGQLPRSQCPQPTLSRMLTLEV 

GISLGIIVLMISLWPDTVKEYQS 

REALSFKKYNKNPGLLKFAGDP 

LQTLFAWVSPAEAAEQQISALC 

FLWKLRPRGAPTRCQPLLSYTR 

CLSAPAGSFVYTMRGKPPIQAS 

VMADASPPTKIEHPRTTSDCCV 

ASKNFKPVDLSLLCSMGVGSAE 

LDHWATWLQSPFQGSERFCLA 

GVPGTTGV*KETPAASSVSAQM 

AAQFCA*N/HRTLVV*APKGIL 

WVCGLRRPWEKRSICAGVHHS 

SWHSPSWLPLARGGSSSTPCTS 

WVRRCPTLHL 


19132 


49500 


A 


19241 


171 


1345 


YCPKEGTLDFNFAFNMTAVNV 
ALIRDTKWLTLEVCREFQRGTC 
SRADADCKFAHPPRVCHVENG 
RVVACFDSLKSVTAVPFLFMAL 
GLSREPETVPASMVQTFSLGVG 
GG AG S V* PDENCK YLHPPPHLK 
TQLEINGRNNLIQQKTAAAMFA 
QQMQLMLQNAQMSSLGSFPMT 
PSIPANPPM/SFESLRYHILGMG 
LVPAELVPNTPVL1PGK.PTSLQL 
PGSCLGPKLMAFQINWEVLPRN 
FQRG\NC\SRGEND\CRY\AHPTD 
ASMIEVASDNTVTICMGYIKGRR 
TVGVWG1KAKSSKQR1LDTKGS 
HQGNSFVRGTDYLIPICTNMSK. 
AKGTAFLKWMQKLVYNGSSG 
QCSPAFFCCAWKEHSEKAGRA 
SGAKCNRHRHTNPVFLMREGA 
IS 


19133 


49501 


A 


19242 


61 


544 


KFNP\FVTSRPRARIRKRAF\NAP 
\SHIPKGRLLSFPPLSPKSLRPEG 
TNRADSHAPIPKRMIESSRLYR 
GHL * G S AKLAK V VPRFTRKK Y 
VIYIER\VQREKA\NGTTVH\VGI 
HPSKQVVITKAKTGTKTRKKIP 
PNRKAQSRQVGKEKGVKYKER 
TUEKMQE 


19134 


49502 


A 


19243 


652 


1042 


TPLSSCFLSREKATQLLFPAVVA 
VPMVLSAMGFTAAGIASSSIAA 
KMMSAAAIANGGGVASGSLVA 
TLQS/LG*VSWRGLPTVLPTELP 
RQACPTLSTLCFFPGATGLSGLT 
KFILGSIGSAIAAVIARFY 


19135 


49503 


A 


19244 


48 


397 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19136 


49504 


A 


19245 


42 


296 


GCVGVRPSLHPATSTASGSASP 
TLARAMASVSELACIYSALILH 
DDEVTVTEDKINA/APAEEKKV 
EAKKEESEESDDDMGFGLFD 


19137 


49505 


A 


19246 


172 


519 


LGPSFLHDDEVTVTEDKIQMPLI 

KAAGVNVEPFWPG/LCFAKAL 

GKRSTLGSLILAMLGGPVGPGS 

QPAGCLQPAG\GSCPPSTCCWF 

QLEGEEKWEAKERKIPREF*LID 

MGFGLFD 


19138 


49506 


A 


19247 


3 


175 




19139 


49507 


A 


19248 


2 


390 


GWDWNCVWEPHHWLCQSL/N 
SVTQAGVQLCNLSSLQPLPLGF 
KQFSCLSLPSSWDYRNPSLKQQ 
LFSYAILGFALSEAMGLFCLMV 
AFLI\SLPCEGAVSTSHSSPASG 
WPRVFLFLYLPRQPG ERG WLR 


19140 


49508 


B 


19249 


139 


13320 




19141 


49509 


A 


19250 


28 


450 


TNDFNLQNPGSCFPSACPAGVG 

SERLPVLGWFVGNRSFPPPPQST 

LSVLGKRLGRNGA1AAGVFGA 

LFIGYCIYFDRKRLK*PQLKDAE 

AVQKFFLEEI * L\GEEILAKG VD 

HLTNPSAFFG/QPNHFPLQMDSF 

GPFLRFQA 


19142 


49510 


A 


19251 


164 


420 




19143 


49511 


A 


19252 


1 


329 


STHTTYWEGCRTTSAGLLRKH 
EPGEEAF/FYHSIASKKPGIAGLI 
KVNVQFVRMMKRSIPWAELNP 
YHQAHKATGGPLKNMVLFTRQ 
RLSIQPLTQEEFDFVLSLEEKEP 


19144 


49512 


B 


19253 




368 




19145 


49513 


A 


19254 


1014 


1290 




19146 


49514 


A 


19255 


122 


680 


LARITRIVRTKVPCSVTMSRPRK 

RLAGTSGSDKGLSGKRTKTENS 

GE A L AK VEDSNPQKTS ATKNC 

LKNLSSHWLMKSEPESRLEKG 

VDVKFSIEDLTAQAKQTTCWD 

GVRNYQAS/RNFLRAMKLGEE\ 

AFFYP*QLAKKPGIAGLMKIVK 

EAYPDHTQF*EK\NPHYDPSSKE 

DNPKWSMKSLILF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19147 


49515 


A 


19256 


2 


1005 


RI STSTLCPKPKKLI APPGRAG L 
ASMGLNEEQKEFQKVAFDFAA 
REMAPNMAEWDQKDRKADGK 
GGAVTQEVQAQLLVKHGQKL 
VSRFQLSSFSYVDSVRTTQSKQ 
EHLQTDKGLSGKRTKTENSGE 
ALAKVEDSNPQKTSATKNCLK 
NLSSHWLMK.SEPESRLEKGVD 
VKFSIEDLK\AQPQ\QTTCW\EG 
VRNY\QARNFLRAMKLGEE\AF 
FYH\SNCK\EPGIAGLMKIVK\EA 
\YPDHTQFEKKQPPPL*PPS*QR 
GTTPKWPHGWMV/QVWFGMM 
KRFHSPL A E\LKS\HHQAHKA\S 
GGPL\KNMVLFTR\QRLSI\QPLT 
\QEEFDFVLS\LEEKEPS 


19148 


49516 


A 


19257 


3 


727 


VRLQFLTPTLRAARTMAAPPQL 
RALLVVVNALLRKRRYHAALA 
VLKGFRNGAVYGAKIRGPSRR 
WVMTFLFREWAASREKLWAIL 
Q\ATYIHSW\NL\ARFVFHLTRV 
FRCPAVPYITRARTYP\AHAFPG 
AGLSFGGIL\VFGRKQ*TFNSQI\ 
NM YLLSTRPCLP* SR\L AVRRK. 
GLHP*NPRWDPFP/VCLTAVVW 
GLVLWLFEYHRSTLQPSLQSSM 
TYLYEDSNVWHDISDFLVYNK 
SRPSN 


19149 


49517 


A 


19258 


1 


849 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDG1YIINLKRTWEKFLLAAR 

AVVAIENPADVSVISSGNTGQR 

AVLKFAAATGATPIAGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPTIALCNTDS 

PLRYVD/ICNNKGAHS\DPEEIE 

APAPEFTATQPEVADLSEGVQV 
PSVPIQQFPTDDWSTQPATENW 
SAAPTAQATEWKMQQQSTILE 
AESSPHQTPNLPAPWSRTSQPPE 



2396 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19150 


49518 


A 


19259 


1 


1309 


GNLAAGKTIQAQDRDAVGILSS 

RTGESMENLQKNLLPKQRRRT 

RETFTMSGALDVLQMKEEDVL 

KFLAA\GTHLGGTQFLLSRGHG 

YFYKGKS/DGLSFIINPKRAREE\ 

LLLPARQ1VPHKTPS\DVSVISSG 

NTGQ VCGTVRA/VCLKFAAAT 

G\ATP\IAGRVFTPGTFH*PRSKA 

AF\REPR\LLVVT*PPGADPPALS 

RSASYVNLPYHLRCGNT\DS\QL 

RYVDIAIPCNNKG\AHSVGLMW 

WMLARGSFCAMRGTI\SREHPW 

\EVM PDL YF YRDPEEIEKEEQA 

AA*E/RQVTKEEFQGEWTAPAP 

EFXTATQPEVADWSEGVQGAPL 

VPY SA1PPTEDWSSQPAMEDWS 

AAPTAQATEWCSRTSLRQNPSD 

TELKKEGLYSARSISKTHVSKT 

ELPNQGTKKCSRTSHRQNPSVT 

ELKKEGLYLARS1GKTHISKTEL 


19151 


49519 


A 


19260 


965 


2495 


AFTTRSTFSTNY\RSLGSVQAPS 
YGARPRQAARPASYAGAGGSG 
SR1SVSRSTSFRGG\MGSGGLAT 
GTSPGVMAGMG\GIQNEKETM 
QS\LN DRL\ASYLGQE* RSLEDR 
RTRKLGRAKFREHFGRKKGPQ 
V\RDW\SH\YFKII\EDLEGFRFFR 
KILVGQCPASVSARFDNAPSLL 
LD*F*EFKY*GQSWPMCPVLLE 
N D1PLG S AK V 1VDDTN YHTDLQL 
\ETE1RGSSRRELLFQ*RRNHEE\ 
EVKGLQAQIASSG\LTVE\VD\AP 
KSQDLAK\1MADIR\AQYD\ELA 
RKEPEKEA*TKYWSSADLREST 
TVGHPHKSA*GWKLAEDDASQ 
KLRRTWQSLEDRPWTSMRKSE 
RP ALENSP* G E VEAPLRPLQD W 
SQLQTGIPACHLWSQELGTRHR 
AQRGQRPGPQGV*GPLLNHQG 

CQT PACTfT-IT TDPDCU/Vir.PHPM 
ooJ^DAnl^rlL, 1 rvr r o WMucUr IN 

L\GDS\LDERNSMQT1QKTTTPP 
G*VGLGKVVS*DQLTPKVLKAL 
SQQEAVVPFWGSRRPIKSFRVQ 
KKKKEKESF 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19152 


49520 


A 


19261 


387 


1125 


CCRPCATPYALRSPLR* PACPPP 
RWRPSSMPTSRPPVSPAASPTC 
GTCMLSP\CPPAEHLLHLPHAQP 
QDPALLQPCHPAPPLRPRALHA 
AHHVGWPAPHQPLLPPPVLCPC 
GGAGRGGG*RCPWRGPSSSSPG 
PTLIAGQDPGAAQP*TWPQ/PTL 
TSVSATASPKAP\LPLAAAVPGA 
PAEGCCPLLRQALPAGQLPPGG 
RRATSAVPPAVPGD/PPAQPTM 
PGSMSCWALAPARPCPPGRCW 
AWRS 


19153 


49521 


A 


19262 


3 


1097 


RGNSRLRYSHEDELQLPRLPEL 

FGNCRQLLEEVEVAT\DPAGFR\ 

IVQEK\VFKG\LDLLE\RAAEML\ 

SQSTLFGRECRFWKDLSPTHLIT 

FWGP\AFQGALTM\KQVNPSK.R 

LRSFCSGAREHFI\NYLT\QCH\C 

YHVGQSFEL\PKT\MNNSAENH 

TANSSMAYPSLVAM\ASQRQA 

K1QRYKQKKELEHRLSAMKSA 

V ESGQ ADDE R VRG Y YLLHLQR 

WVVD1SLEEI ES1DQEIKILRERDS 

SREASTSN\SSRQERPPVKPFHS 

HFGTWLHSQSTFGAGYSKGWP 

TYGR*VSWYE\QHRKLWSTYP 

DQGNMPRAAPEGISEKAAQQQ 

EDQEEKEEEDDEPNNFHRARE 

W\DDWK\DTHP\RG\YGNRQNM 


19154 


49522 


A 


19263 


2 


262 




19155 


49523 


A 


19264 


3 


1062 


GRTAENPARAVSSPNFYAHRKT 

EVLFPCLTQPLARGPKKHLKAR 

V A APKH\WM LDKLTRVFAPR\P 

STG\PHKLR\ECLS RIIF\LRNRLK 

\YAL\TGDEVKKI\CMQR\FIK\ID 

GQGSELDINLPLLGFMGCPSAF 

DKTGEENF\RLDLIDTQGVRFC 

WYIRPPPWRKAKLQVWCQK* 

GKILCGPTKRESPSSGLTH*CPA 

PHPAYPPIPPHPR*NGYPIPD*I*E 

DLAKINLISIQSSEHW*TLCMGD 

LEGA*P*GRNWVLITPTERGHP 

UlrLI Vtjoiv tvUAiNLi^v i ^^^ jr l^ 

GLFQHFLVIGKGNKTHGISLVPR 
GKGIRLHHLLEERDKRLAVAKQ 
SQWGEMGSLGVDIVQIFWYRN 


19156 


49524 


A 


19265 


62 


298 





2398 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19157 


49525 


A 


19266 




555 


MAWQMMQLLLLALVTAAGSA 
QPRSARARTDLLNVCMNAKHH 
KTQPSPEDELYGQ/SP/WMCKG 
SCRKTKSWNI/HRKSKCEVGLA/ 
WEACSVSAGTGRGPGCGRWV 
G APQGP/CPRKCSSG * PT W/VQR 
SQNMEEMA V VNQSWRKERI LN 
V PLCKEDCER W WEDCRTS YTC 
KSNWHKGWNWTSAPSAVCDP 
LL 


19158 


49526 


A 


19267 


216 


974 


MDMAWQMMQLLLLALVTAA 

G SAQPRNS ARA\RTDLLN VCMN 

AKHHKTQPSPEDE\LYGQCSP\ 

WKK\NACCTAS\TSQELHKDTS 

RLYNFNW\DHCG*KWNPTCK\R 

PLYPQDSCL\YECLTPTLGPW\IR 

Q FN Q S WRK E R F LN VAPLCKEDC 

ERWWEDCRTSYTCKSNWHKG 

WNWTS\GINKGRPGAF*STFES 

YFPTPAALCEGLWSHSFKVSNY 

SRGSGRCIQMWFDSAQGNPNE 

EVAKFYAAAMNAGAPSRGIIDS 


19159 


49527 


A 


19268 


345 


2138 


QRLTATSSWTTMAKNRRDRNS 

WGGFSEKTYEWSSEEEEPVKK 

AGPVQVL1VKDDHSFELDETAL 

NRJLLSEAVRDK.EVVAVSVAG 

AFRKGKSFLMDFMLRYMYNQE 

SVDWVGDYNEPLTGFSWRGGS 

ERETTGIQIWSEIFL1NKPDGKK 

VAVLLMDTQGTFDSQSTLRDS 

ATVFALRHNDPAS1QVYNLSQN 

VQ\EDDLQ\HLQLFT\EYGQDW 

AMGGKH FL E AIFRSLD Y FF VRD 

W\SFPYEFSYGADGGAKFLEKR 

LKVSGNQHEELQNVRKHIHSCF 

TNISCFLLPHPGLKWATNPNFD 

GK\LKEIDDEFHQKL*KYLIPWA 

YFRSRG A * DI * RRSNGG LKI\T\C 

RGLVEYFKAYIK1YQGEELPHP 

KSMLQATAEANNLAAVATAK 

DTYNKKMEEICGGDKPFLAPN 

DLQTKHLAT*GRNLWKLFRGV 

KKMGGEEFSRRYLQQLESEIDE 

L Y\TNI SSHNDS K.\NTFPC SS YPQ 

PTLFCSHPLITYV1AGVTGFIGL 

DIIASLCNMIMGLTLITLCTWAY 

IRYSGEYRELGAV1GPRWLQLC 

GTRE VQMRP WN KL YQCQQ AT 

PTD1LYPSKPFPLHPKVGNLTEQ 

IQKRKKMVMPKF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19160 


49528 


A 


19269 


351 


509 


VVPLPLPPLDSWTCESWLRSH1 
LTGESENPDHKRPPYTSDLPEG 
PGPWATD 


19161 


49529 


A 


19270 


781 


4324 


ESVREKVLCGL1QQTVTSVC/W 
SGTYIFAVLLVCVVFHSGAQEK 
NYTIREEIPENVLIGNLLKDLNL 
SLIPNKSLTTTMQFKLVYKTGD 
VPLIRIEEDTGEIFTTGARIDREK 
LCAGIPRDEHCF YE V E V AILPDE 
1 FRLVKIRFLIEDINDN APLFPAT 
VIN1SIPENSA1NSKYTLPAAVDP 
DVGINGVQNYELIKSQNIFGLD 
VIETPGGDKMPQLIVQKELDRE 
EKDTYVMKVKVEDGGFPQRSS 


19162 


49530 


A 


19271 




644 


FRSLPRRCLPRWQPSSFLGHHG 
PPFRPPC E APKI V KK ENPRKF IR 
APSQTGY\AKLSVNW\RKTPEAI 
DN\RVR\RRF\KG QIL M P\NIG YG 
SNKK\TKHM\LPSGFRKFLV\HN 
VKEPEIAADVATNLTVPRSLTM 
FPPRNRKAIRGKGACPIGPFRSS 
PNP1ARVAQLKEN*VRQLMCN 
KSYCAEIAHNVSSKNRKAIVER 
AAQLAIRVTNPNARAQ 


19163 


4953 1 


B 


19272 


27 


161 




19164 


49532 


A 


19273 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


19165 


49533 


A 


19274 


482 


832 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNiTSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


19166 


49534 


A 


19275 


121 


201 


SMYMDEN*RLELITL*FSSMYM 
DHSLL 


19167 


49535 


B 


19276 


1 


1147 




19168 


49536 


A 


19277 


305 


442 


AGLFKSRK VSSICIRFE* ILTSCL 
GVRISTGKLVARIHGSFADAE 


19169 


49537 


A 


19278 


133 


527 


GFLERPRILIKVTLSIKQKSTSIF 
VGGQFSKFRFLTVLAWKCLSQP 
CF*A*TPASQHVS* SIRAISSMIS 

RKVSSICIRFE*ILTSCLGVRIST 
GKLVARTHGSFADAE 


19170 


49538 


A 


19279 


531 


669 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 
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SEQTD 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19171 


49539 


A 


19280 


80 


428 


RWLATPYLTVKLSLLPNLAVTC 

Vr cVrvtyjNI 1 t>INLM UL V IV lot 

KSDSLYTVGMLALSVRAIRCPL 
YLLTGLISVSKNGLWYCELQSH 
YTVVLLLFMRKRSRFQSNVQR 

IVLM l JNr 


19172 


49540 


A 


19281 


10 


426 




19173 


49541 


A 


19282 


1 


900 




19174 


49542 


A 


19283 


314 


451 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRJSTGKLVARTHGSFADAE 


19175 


49543 


A 


19284 


1 


1139 


MWGIGSRTPIYNKILVYSSPEVS 
CEKPKYVKSQTSTHTGFESHKR 
YIFYLRLVGKNLHVSAMGLGK 
SQERRKJCALKSQPQQPADSFPS 
LPTVEGLTTSGEVAAGFWLSGE 
ALSSC*LLSASVHLLLACLGMG 
KCSCSGFWLYF 


19176 


49544 


A 


19285 


1 


864 




19177 


49545 


A 


19286 


306 


444 


AGLFKSRKVSS1CIRFE*ILTSCL 
GVRJSTGKLVARTHGSFADAE 


19178 


49546 


A 


19287 


189 


1089 


HHTAHCQ* C WL* S/DHGINPLRS 
WVGTG*V/GVRGKVQYADLGA 
ENWKPISNLHDMSSSHSKTLGY 
KRLTKSNPISCQILLYKSRSKGR 
KNQRSTRTHCHHPSPKIYSASA 
KEPWVLATNLPVEIRTPKQLVN 
IYSKRMQIEETFRDLKSPAYGL 
GLRHSRTSSSERFD1MLL1ALML 
QLTCWLAGVHAQKQGWDKHF 

t^AiN 1 V KJNK.1NU0L.L 1 IN Wrav r r 

T I KEEEN SEEEL A A ATTSKEQE P 
IGTDLD A VRTPEPLEEF PKREDQ 
EGSPPETSLPYKWVVEAANLLI 
PAVGSSLSEALDL1ES 


19179 


49547 


A 


19288 


1 


549 




19180 


49548 


A 


19289 


80 


430 


RWLATPYLTVKLSLLPNLAVTC 

^rrvKt/V^rNl 1 oNCl5 1 VI viol 

KSDSLYTVGMLALSVRAIRCPL 
YLLTGLISVSKNGLWYCELQSH 
YTVVLLLFMRKRSRFQSNVQR 
KLMTNF 


19181 


49549 


A 


19290 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGL1FVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


19182 


49550 


A 


19291 


773 


1015 


AGLFKSRKVSSICIRFE*ILTSCL 
G VR1 STGKL V ARTHG SF A D ASF 
STDLYHGTLKPASLTMSGVVLL 
GRMLARSARNWS 



2401 



WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19183 


49551 


B 


19292 


1 


1488 




19184 


49552 


A 


19293 


2 


133 


Y A QTDDN RRN LILNGTPLRRVK 
VLVFDIEYP**KVYGYNSTLA 


19185 


49553 


B 


19294 


1 


879 




19186 


49554 


A 


19295 


80 


428 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


19187 


49555 


B 


19296 


1 


1575 




19188 


49556 


C 


19297 


1 


2187 




19189 


49557 










AGLFKSRKVSS1CIRFE*ILTSCL 
GVR1STGKLVARIHGSFADADT 


19190 


49558 


A 


19299 






AGLFKSRKVSSICIRFE*ILTSCL 
GVRJSTGKLVARIHGSFADAE 


19191 


49559 


A 


19300 


876 


1005 ... 




19192 


49560 


A 


19301 






KLIEA1WSS*F1TGSSLRHNERLG 
ASTSSGEY 


19193 


49561 


A 


19302 


258 


396 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


19194 


49562 


C 


19303 








19195 


49563 


A 


19304 


1221 


1327 


A LHPRNRHLH KERLGCI P V AC * 
LYLFGQYDAHCTC 


19196 


49564 


C 


19305 


1 


1353 




19197 


49565 


B 


19306 


1 


2047 




19198 


49566 


A 


19307 


80 


429 


RWLATHYLTVKLSLLPNLAVT 
l^v^rrvKr^iNl l olNc-o l Vlvlo 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 



2402 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19199 


49567 


A 


19308 


1 


2597 


MAMFMLLAAALLSTFLTNDVA 

LYTVVPLTITLKRLCEIPYNRLII 

FEGAGSQRWFATDANWQPAK 

YSYLGTFWSFVCRIYCPNGTAG 

WRNDADAPAPVLAMQYHTGV 

QTPEWKPRLVWSCLGLYIVFLT 

ALEFKQELWGLVIVAAGFALL 

ARRVVLSVDWTLLLVFMAMFI 

DVHL LTQL PALQG VLGN V I SN V 

PSTILLLNYVPPSLLLVWAVNV 

GGFGFLTCRHARIAAPADLKDG 

LAVHEKRETRSLTEKTGKMLLP 

KLGVGSRECGGNVKEVGIRAIE 

EFG PYKIM GDKEI MRRMDDLLQ 

GFDAQHRMKLPAQPTSLATKS 

ARRVRYPLFCPSIFNGFFEEFIFH 

RFLAEQALEFFNLLHGGSKFRG 

RNNLFSGGDSSRKNQRSTRTHC 

HHPSPKIYSASAKEPWVLATNL 

PVEIRTPKQLVNIYSKRMQIEET 

FRDLKSPAYGLGLRHSRTSSSE 

RFD1MLL1ALMLQLTCWLAGV 

H AQKQG WDKH FQ ANTVRNRN 

CKMATLKEKLIAPVAEEEATVP 

NNK1TVVGVGQVGMACAISILG 

KSRAMEHTTAGAPYTPRQQTC 

QCNMMSLADELALVDVLEDKL 

KGEMMDLQHGSLFLQTPKIVA 

DKDYSVTANSK1VVVTAGVRQ 

QEGESRLNLVQRNVNVFKFIIP 

Q1VKYSPDCII\IVVSNPRDI\LTY 

GTWKLSGLPKHRVIGSGCNLDS 


19200 


49568 


A 


19309 


435 


777 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TK SDSL YTVGML ALS VRAIRCP 
CRLVDWADIPEQKQLMVLRAS 
VALHGRSVTLYEKAFPAFRAM 
FKRSS 



2403 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19201 


49569 


A 


19310 


69 


1270 


LCLLRHDCYRGLQSLLL1LCKM 

ATLKEKLIAPVAE\DEA\TVPNN 

K1T\VVGV\GQVGMA\CAISIPGK 

VSWPDELVALVGCFWEDKLKG 

GNDGSFQHGELIFFQTP*NCGQ 

DKGLFL*PANS*RFVSW*LAGS 

PVQPRRGR1RLQSWVPEKWLM 

VFQIPLFLK1VQVQSLIC1IIGGFN 

PQLDILT Y VTA WETKVG LPKHR 

V\IGSGCN\LDS\ARFRYLMAEK 

TWHFIPSSC\HGWNFGGNMGDS 

SV\AVWNGV\NVAGVSL\QEL\N 

PENGNLTNDKLKIWKEGA*IW 

WLKSA\YEVI\KLKGYPQLGAI 

WI * VLAES Y WNPMLKKSYPR1\ 

HPGCPTNG*RQGMYGHWRME 

SPSLEPSLCIPQCPRGLNPAVIQP 

RSLKDDEVASASRKSARIPLWD 

NPEWTLKRPLT 


19202 


49570 


A 


19311 


52 


406 


HVEAAGSR*CAAPAGALLRFLG 
TPS FED VS I PEKPK LRFIERA PL V 
PKVRREPKTLSDIRGPSTEATEF 
TEGMFAILALGGGYLHWGHFE 
MMRLTINRSMVDPKNIVIFAIWR 
VPAPFQAH 1 


19203 


49571 


A 


19312 


1 


783 




19204 


49572 


A 


19313 


15 


397 


LLAEWTMGHTPVGGFRGA1SL 
DAAP* EQGTM L VSWLCDLFLV 
LR1LVGKTVSSKN1FIERVNGDG 
KHENIPMSSPPRSWFPSEKRFTN 
RRKTSSHLQNLVLGAVSLRQH 
WRGGVPRNLTRAPAGAAH 


19205 


49573 


B 


19314 


127 


181 




19206 


49574 


A 


19315 


242 


1067 


CAAPCGCPCQIPGALLPASAGV 
KTLLPVPSFEDVSIPEKPKA*DL 
LERAPTC AQK* RREP* KFKVTI R 
GP\SH*KPTEFYRKAIFA1LGIGV 
VGYLHWG\HF*K*WRLTIQPAL 
WTPRT WF A I WR\ V P APFKP 1 TRK 
S VG AS HGGE AKG AI * H YLTPW 
KAGRLVWEMGGRCEFARSAK 
VSLTQVALRSCPFASKRL*ACG 
TPREGCEQDQEERERQQPRTPW 
TI*AE*PTAQHGWAYGKVPEPH 
MTLTPQGEILGARFYMPKTCVV 
SVGD1LYIGY 


19207 


49575 


A 


19316 


1 


520 





2404 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19208 


49576 


A 


19317 


104 


763 


SAAADGPDRLRRRPPANLRARP 
VLAPASATASARRACSPPHPQT 
MSESKASCPEYASFFAVMGASA 
A\MVFSALGAAYGTAK\SGTGI 
AAMSVMRPEQIMKSIIPVVMVA 
GIIAMLRPGWVAVLIANSLNDD 
1SLYKS\FLQLGAGLSVGLSGLA 
QPAFA\IGFVG\DAGVR\GTAMH 
AADIFRGA*FLILIF\AEVLRL\Y 
GLIVVALILFHKVDLFRAHQPTE 


19209 


49577 


A 


19321 


36 


164 




19210 


49578 


A 


19322 


190 


743 


NDRGKEGSLSTVPSIRNTDSGH 
LAPRRKPQLLKPSLNTSFPKAR 
K1HKGEHEVASAGGNPPAPILP 
KVPP*FNIHRRGPPWPDHVRFG 
SLFYNTLFLYNWXCCLGVSLAFRL 
LP*KSRDTGKMGLGDVEPGAQ 
ALCLPPPKCLNI\WA LILGULAMT 
IGF1L\LLVFGSVDSLTILWFQ1IQ 
GKTGGY 


19211 


49579 


A 


19323 


2 


257 




19212 


49580 


A 


19324 




1227 


MGRARKSGLGQRSRPTASRSEA 

AVQPGVRKARGAGNWRVGLQ 

TGEAAPSPHRDLRDTPDPRPWL 

ARTHRMTTTLVSATIFDLSEVL 

CKGNKM LNYSAPSAGGC LLDR 

KAVGTPAGGGFPRRHSVTLPSS 

KFHQNQLLSSLKGEPAPALSSR 

DSRFRDRSFSEGGERLLPTQK.Q 

PGGGQVNSSRYKTAELCRPFEE 

NGACKYGDKCQFAHGIHELXRR 

LTLHTKD * TELCRTFH TIG FCP Y 

G PRCHF1 HNAEERRAL AGARDL 

SADRPRLQHSFSFAGFPSAAAT 

AAATGLLDSPTSITPPPMLSADD 

LLGSPTLPDGTNNPFAFSSQELA 

SLFAPSMGLPGGGSPTTFLFRP 

MSESPHMFDSPPSPQDSLSDVQE 

GYLSSSSSSHSGSDSPTLDNSRR 

LP1FSRLSISDD 


19213 


49581 


A 


19325 


204 


456 




19214 


49582 


A 


19326 


1 


323 


IVEYHGPGVDSISCTGMATICN 
MGAEIGATTSVFPYNHRMKKY 
LSKTG RED I AN LAD EFK\ DHL VP 
DPGCHYDQLIEINLSEMV*PDM 

LrArKLAnu V 1 V V V V UUr Lis. 


19215 


49583 


A 


19327 


2 


131 




19216 


49584 


C 


19328 


2 


283 




19217 


49585 


A 


19329 


1 


206 




19218 


49586 


B 


19330 


217 


435 





2405 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19219 


49587 


A 


19331 




565 


PWE*SPKGIGVSCGPLSGWS/SP 
KD/VILKVQ/G1LRFKGGTVQIV 
ESTGLGTPFSCTGMRQFCNMG 
AEIGATTSV\FPYNHRMKKYLS 
KTGREDIANLADEFKDHLVPDP 
GCHYDQL I EINLSELKPHINGPF 
TPDLAHPVAEVGKVAEKEGWP 
LDIRVDALACQSLAFGAAWVQ 
CGCEEHGAWSQMAWA 


19220 


49588 


A 


19332 


117 


2603 


GQHCLLPWGVFPFLKKALGV\R 

Q*\HVASVLCQRAR\VAMSHFE 

PNEYIHYDLLEKNINIVRKRLNR 

PL\TLSE\KIVYGHLDDPASQEIE 

RGKSYLRLRP\DRVAMQDATA 

Q\MAMLQFI SSGLSK VA VP\STI 

HCDH LK\EPQVGGEKDL\RRA K. 

D1NQEVYNFLATAGAKYGVGF 

WKPGSGIIHQIILENYCVPWLSF 

*LGPDFHTPNGGG\LGGI\CIGSC 

GWPNAWEWNGLGIPWE\LKCP\ 

QVIGVKLTGSLSGWSSPKDV1L 

KVAGILTVKGGTGAIVEYHGPG 

VDSISCTGMATICNMGAEIGAT 

TSVFPYNHRMKKYLSKTGRE\D 

IANLA\DEFKVHLVP\DPG\CHY 

EPTELKINLSELVKPHIQWGPFTP 

DRGSPCWQEVGKVGREGKG W 

PL\DIRGGS*LVACTNFKLWKIW 

GRSAA\VAKQALAHG\LKCKSQ 

F\TITPG FPRQ1\RATFE\RDG YAQ 

ILRDLGG\IVL\ANACGPCIGQW 

D\RKDI\KMGEKNTI\VTSYNRN 

FTGRMDPNPETHAFVTSPEIVT 

ALA1AGTLKF\NPETD*PDGAR 

MGKKFQAWRFPD\AD*VFPKG 

EF * PRG RDTYQHPPK\DSSG\QH 

VGT*APRSQRLQLLDPFDKWD 

GKDLEDLQILIKVKGKCTTDH1S 

AAGPWLK\FRGHLDNIPN/NHLL 

IGAINIENGKANSVG\NAVTQEF 

GPAP*QLAR\YYQETLASRLGW 


19221 


49589 


B 


19333 


1 


1311 





2406 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19222 


49590 


A 


19334 


2 


1390 


PRVRPRVRARPTKMSALGSLSL 

PSVLWGQLF\AVDSGNDVTDIA 

DD\GCPKPPEIAHGYV\EHSVRY 

QCKNYYKLRTEGDGVYTL/NTI 

EKQWIKLRLFGD\KLP*[VEADD 

GCPKPPEIAHGYVEHSVRYQCK 

NYYKLRTEGDGVYTLNNEKQ 

WINKAVGDKLPECEAVCG\KPK 

NP\ANP VVQRDPG VGH L\DCQRS 

FFP WARLKDGF PHH* S STHQGP 

RW1QLNQWLA*PRLKNLLSLN 

H\SENCQQRKDICPYF*HFMWG 

KKQLVGD*GRLFLQP*LTPRVD 

IGLI\KLQTEGCSC*LRRVMPICL 

PSKGLWQK*GRVGLCFLAGGR 

N AQF*NLLTHLKVCPCCPVA* P 

KTQCHKA1YERPSNKSPRKRKN 

TRKKPL*GVQAPILK*NTPFLCL 

AMS*RYPKERHPAYG/QNAGAS 

ALCPFHRPLEEDTPGMPTGIL\S 

FDKS\CAVA\EYGVYV\KVTSIQ\ 

DWVQKTIA 


19223 


49591 


A 


19335 


65 


665 


GVRGFWAGTMASRAGPRAAG 

TDGSDFQHRERVAMHYQMSVT 

LKYEIKKLIYVHLVIWAAAWLL 

R*AVGHPEALV/DMIRWPCPIQ 

WE/YPVFC*AFLPSLLGPSFPFPR 

NNIRLTWVL/YHESSMGIFFSIG 

SIHFIGQHGDVPWLHSSFYRHG 

KAYRFLFGFSAVSIMYLVLVLA 

VQVHAW\SLYYSKKLLDSWVH 

QHTGEEA ; 


19224 


49592 


A 


19336 


65 


665 


GVRGFWAGTMASRAGPRAAG 

TDGSDFQHRERVAMHYQMSVT 

LKYEIKKLIYVHLVIWAAAWLL 

R*AVGHPEALV/DMIRWPCP1Q 

WE/YPVFC*AFLPSLLGPSFPFPR 

XfMlP T TW\/I /VHPQQ^niPFQTr: 

SIHFIGQHGDVPWLHSSFYRHG 
KAYRFLFGFSAVSIMYLVLVLA 
VQVHAWASLYYSKKLLDSWVH 
QHTGEEA 



2407 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19225 


49593 


A 


19337 


71 


1265 


RCSKSLRMSTFFSDTAWICLAV 

PTVLCRTVFCTYKKSSGQLWS 

WMVCLAGLCAVCLLILSPFWG 

LILFSESCFLMHTYLSGQELLPV 

DQKAVLPTGGDCGLDHALSKY 

LDELGFTVFAGVLNENGPGAEE 

LRRTCSPRLSVLQMD1TKPVQIK 

DVAYSKVAAMLHDRGLWAAIN 

NAGVLGFPYTDGELLLMTDYQR 

CMVVNFFGTVEVTKTFLPLLR* 

SKGRLVNVTSMGGGAPMERLA 

SYGSSKAAVTMFSSVMRLELSK 

WGI KVASIQP/GEGFLTNIAGTS 

DKW\EKL\EKDILGPPPPLRVQE 

DYGQDYILAQRNFLLLINSLAS 

KDFSPVLR\D1\QQAILAK.SPFAY 

YTPGKGAYLW1CLAHYLPIGIY 

DYFAKRHFGQDKPMPRALRMP 

NYKKKAT 


19226 


49594 


A 


19338 


1 


861 




19227 


49595 


A 


19339 


248 


930 


DVHQLGNMAVIHSHLWEGLQE 

KFLKGEPKVLGVVQILTALMSL 

SMGITMMCMASNTYGK*PLFP 

C1SGYTIWGSVMFI1SGSLSIAAG 

I*N\TKGL VRG SLGMMTSSVLA 

ASGILINTFSLAFY\YSITPYCNY 

YGQPPN*LSMGTMSHLKGVW 

MGMVLLLSVLEFCIAVSLSAFG 

M*SALLVPPGGGCVNSA1TFFT 

WAETASSTTLNEGLRGTQRFNR 

QMLPEIYA 


19228 


49596 


A 


19340 


167 


1164 


RNLRLPSSALAGVAPSHREPRV 
RTI SQTDRRKDA/PDPARRDRVE 
LAPAYTSPPRCSANVGTSTRRL 
RALCPARVRAPLRLPPPASSPLG 
SEEQRRKVPAAARMRPRAGAG 
RSTLPWLPAT/WPGLPSLPLYL* 
ICGGNNSY*R*RKGEQFE*RNSS 
*DYRYLPSSPASPNV\RERQPNE 
NGPDDKEKDRPERPSPLDTSPL 
L DPPA VSDIAG KMSDE FSL AD A 
LPEHSPAKTSASYPDHMVLPTD 

rAAAurLur Wuomo bur W VrU 

MGGQYPTPNMPYPSPGPYPVPP 
PPQASGAAPPVPWGTVPLGAW 
GPPAPYPAPTGSYPTPGLYPTPS 
NPF 



2408 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


19229 


49597 


A 


19341 


2 


716 


SDPSPLLDPTAVSDIAGK.MSDE 
FSLADALPEHSPAKTSAVSNTK 
PGQPPQGWPGSNPWNNPSAPSS 
VPSGLPPSATPSTVPFGPAPTGM 
YPSVPPTGPPPGPPAPFPPSGPSC 
PPPGGPYPAPTVPGPGPTGPYPT 
PNMPFPELPRPYGAPTDPAAAG 

rLurWuoMioUr WAruMuuy 

YPTPNMPYPSPGPYPAPPPPQAP 
GAST/1LFHGAPFPPGAWGPPAP 
YPAPTGSYPTPGTLS*FPPGAW 
GPPAPYPAPTGSYPTPGTLS 


19230 


49598 












19231 


49599 


A 


19343 


3 


249 


RH KGSPSPHQTQEPS WLH PVDP 
ALGPQVEL PASL V LC ARTPQPL 
GGR* DWV/PGTPAGPQESRA AP 
VPASAPPSTPRGRGGRI 


19232 


49600 


A 


19344 


2 


504 


WAPVRPEPPRRAPPPAPQRPVP 
STTQGLRSAGA/PAPGLAGSYP 
CSPGYVNAPIDSLYLATFMGIR 
VKRPPNR/PLCEQ*SFYHLGAGE 
*PGKSRVPIPQFQSP\GDP TVRV 
V\PRR*SVPPTSCATPRSWCCSD 
TAPGHPLGSPEQLPQPGPAAELP 
GGVVPRSTPPCPAL 


19233 


49601 


A 


19345 


3 


335 




19234 


49602 


A 


19346 


2 


447 


CACTPQPLGGRWDWAPWSRG 
RRSSGRLRLHRNPRRRGKAQA 
WRAAVPRPAPREGS*GPGRPAA 
PSAGPPSPRPPGTPAGPQAPRAA 
PVPA\PRLPPHLPAS*GSGLRPSP 
AQKGAPTVQ/PVG*RAPQVPPK 
WEPRQRRRRERARAVRTA 


19235 


49603 


A 


19347 


108 


729 


QHAGSPQSPRLLSAPPLPGLPL 

WWHLRSPSAPPLHCGSPFLGWP 

RLEPTPSACREVWRERHKWEP 

G/PACGACGPAGVPGGRG/PWW 

A PHSEH PA SP AGPG/PMGNL AP 

GPVAAEGVLSPPAVPAHRRCAR 

FLAGP*L/PFPRGRAWDLQPAM 

PEPPT\PPWAPV/PAEPP*RAPPP 

APQRPVPSVPPKGAQDWQAAPP 

AAPVRDPLGEASWAPE 



2409 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19236 


49604 


A 


19348 


1 


816 


MWESLTLSRDFLNGFDQNADS 

G1DNKVQVEVASDEDEELVGN 

WNKERENPFSGEKLKPAAEICIS 

YKEPNANHQDNGENVARACQ 

RPLQHPLPSQAQRPRRKQRFPG 

PGSGPTWDLVPCIPGAP/RLD*K 

GPRKPKSWYSEGQRYESPSFGIP 

LGSDLF\PTNALLLKPYKLPPSR 

PRD YCGRA AFPRG RVRDLQP A 

MPEPPT\PPWAPVRPEPPR*APPP 

AP/PA PSPIDH PRAEECEHTAQD 

WQAAPPAAPVRDPLGEASWAP 

ESGGDVESLYV 


19237 


49605 


B 


19349 


4 


669 




19238 


49606 


B 


19350 




930 




19239 


49607 


A 


19351 


170 


444 




19240 


49608 


B 


19352 


1 


1122 




19241 


49609 


A 


19353 


1628 


3591 


KGLRLKLCSFVQLRFSIRNFRLG 

ILTYWKKEFEIVGWPRLEPTPL 

ACREVWRERREREPGLRAALA 

GQLEFRVGVGLAGPSLGAAGQ 

PCWPRVIRDLAPGPVAAEGVLG 

PPAVPAHRRCAGFLTEP*LPSRG 

AGLGTCSPPCLSLPPTPWAPVRP 

KPPQRAPPP AP/PA PSPIDHPRAE 

ECERRAH DWQTA PP A AL VPDP 

LGEASWAPESG1SDEYITPMFSF 

YKS1GELKMTQEEYALLTAIVIL 

SPAWATERHPVFKKRERKKPSN 

CLEGVIKAAAELAVGLPWNLG 

KPHTGDGTSAGLQGIAPNSVGP 

GQPAPEWMWGWERLLTDQDK 

TQGSAFSCTATFQDAQKQLLQ 

ARF1HLSGLWEQQDGLWLSNW 

LSLKGQIGGPALTEPLRLSVNR 

GTWPPKLRDARRRSAGRADRR 

APTGRVLPGSPGAG PQTTPPPY 

DWSLRNRRRPAATDPEAQAAA 

AAAAVGQGRVGPAQIEPSCRPA 

GRSDPPAPGPEAEVCWVSRLRE 

PVRSAFAWLRQSRALIGSWGR 

QGDVAPAFTCPPNAERGATGV 

RGGWGCWCGRAQLGRRDPAA 

tp pat XTPPPVAQPi^QAytr^m ppp 
1 ivr ALINr civ Y ^orrvoM^OL-Dtvr 

HVRNWGIELETLRDAFRPQPSV 
WRTARGEAGKRKGRLVECLGS 
QRK VL EG VLL YA VTRG SFPNL F 


19242 


49610 


B 


19354 


1 


412 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19243 


49611 


A 


19355 


951 


1453 


FQTQEPSWLHLVDPTPGLQVEL 
PASPVPCAHIPQPLGGRWDWVP 
WSRGWCSSGRLGPHRSPWSGW 
EAQAWQAAGPEPCPMGRQVRP 
GEKSSAVPVGQPG/SGHSVHPP 
QPLARVLSPPLPGASRAGRLLR 
V WGPPSPRPPGTPAG PQ ARHTA 
PVPARASPSTPPCKLR 


19244 


49612 


A 


19356 


111 


658 


LPSRGAGLGTCSPPCLSLPPTPW 
APVRPEPPQGAPPPAP/PAPSPID 
HPRAEECERTARDWQAAPPAA 
LVRDPLGEASWAPESGGEPTPS 
GPGVAGSGSTHTHALTHACTH 
AHTRAEPLRLPPPPRPLPPPLSPP 
/PPAPLLPSKPFSLSTDRJSSKSR 
QQKVPFGPRDPEPRGVRAGSW 
NRTTH 


19245 


49613 


B 


19357 


1 


552 




19246 


49614 


A 


19358 


1299 


1813 


AHFPRAGTGAACSACWPAGVP 
GGRGLGGPRTRSSRPCWPRAK 
GDLAPGPAAAEGVLGPAAVPA 
HRRCARFLAGP*LPYHGAGLGT 
CSPPCLSLPPTP/SGSCAPEPPRR 
APPPAPRHPVPSTTQGPPWETC 
LLSIYGNAMNDERAWSLEGFW 
VLKPSDSWMTSLSERT1SFF 


19247 


49615 


A 


19359 


380 


905 


WIPHWGCRWSCLPVLRRALAF 
LSPWVVDGTGRRGVGSGAGRG 
GSGRTGAHGVGGRLRHGGLQV 
PSPAPREGS*GPARNRAQ\PGGP 
ALLGDSVHPPQPLAQVLSPP\FP 
GPAGLAGCSECRGPPSPRPPGTP 
AGPQAPHAAPVPARASPSTPPL 
VHLTNDVLRVKVKWAFFFTLH 


19248 


49616 


A 


19360 


1 


1052 


MGLAERCPLNHLTLTVSSVKCS 
FLLAHILSVAGACYGVLRGAPH 
TFPGITCPGCSQENNPIKKWAE 
DLNRHLIQEDTQMANKHLKDA 
PHRY1IRELQVKPTMRYCHAPT 
GVAHIQSTNTPNAGEDVEHQEL 
TFIADGSPVTTRGHMDLVQTSL 
SRTLGVRSTGSWSACAEFSHGY 
CLAKRLLQLLKHGNGNSNSGG 
NAECITRHCQKPLTGILSFILAL 
NKVKNTRPFDRCHSEGSEKEPS 
FCVTCPRRPEVNQPSPYMPQPG 
KSSTHLSVVQLRALEVGEPQAF 
PPVE/PEGPAGLRHPLWL*V*GQ 
GSGP/SSPPCLSLPPTPWAPVWP 
EPPRRAPPPAPQRPVPVRPPKG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19249 


49617 


A 


19361 


417 


1092 


KWCSKRTAFSFSLQGGVEGEA 
RAGTRAACGACGPAGVAGRRG 
LGGPPHSGQPASPAGPG/PVRDL 
APGPVAAEGVLGPPAVP/APPA 
LCSIS/PPGCSCLPAG/PRLRTCSP 
PCLSLPPPPWAPVRPKPPR*ATP 

PA PPPPVPQT/NJPR APPPPtRTA P 
nU/HA APPA APVRHPI f.PACWA 

QHPVSSSGFVNAPISTLYLVNL 
VGTWRIFMSS 


19250 


49618 


B 


19362 


817 


1596 




19251 


49619 


A 


19363 


350 


644 




19252 


49620 


A 


19364 


60 


1362 


SRVEPRVRSASQDSRSRDTSIGPD 
G\MEPEGVIESNWNE1ADS\FDD 
MTMLSESLALRGIYAYGFEKPSAI 
QQRAILPC 1 KG YD V 1 A\QPQSGT\ 
GKTATFAISILQ\QIELDLK\ATQ 
GLGS*APT/RENLAQQ1Q\KVVM 
ALG\DYMG\AS\CHACIRGAPTC 
VAEVQKIAQMEAPHIIVGYPLG 
RVF\DMLYR\RYL\SPKYIKMFV 
LDEA\DEM\LSRGFKGQ1YGHIQ 
KAQAAPPRVVLLSATMPFDWL 
E VTKKFMRGPH/1 R1L VRKEELT 
L\EGIRQ\FYI\NVEREEW\RLDTL 
CDL YETPDPSPQ A SHLPSTTRR\ 
KVDWPHPRRMHALRFPWESAQ 

UmAiAni^CDD/nA/IN^PFI?! AC 

HcUjVIAv^js.cKK/L' V IJV]is±>rKL.A.o 

SRVXLITIADLL A\RG I DV\QQVSL 
SHQLNY/SFPTTRENYMHRMGR 
GGRFG\RKGVPINMLTE/EKTKR 
NLEDI ETF\ YNTSPEEMPLN V A 


19253 


49621 


A 


19365 


911 


1278 


NCGIVISKHLVFTLA*MMCHFL 
act rwvnn q\/* at-icu/typ 
SFHMKIYNAGW\GHRT*HPAGG 
FAGPPPWGSVWGLAARTRENA 
PRPALPLPRPAPSGLAHGADGD 
SNTEK IQSRDNRKG 


19254 


49622 


A 


19366 


26 


743 


ETSADMAPSVPAAE\PEYPKGIR 
AVLLGPPGAGKGTQAPRLAEN 
FCVCHLATGDMLRAMVASGSE 
LGKKL KATM D AGKL V SDEM V 
VELIEKNLETPLCKNGFLLDGFP 
RT V RHAEMLDDL M\EKRKEKL\ 
DSVDLNFSIPDSLLIRRITGRLIH 
PKSGRSYHEEFNPPKEPMKDDI 
TGEPLI RRSDDNEKALKIRLQA 
YHTQTTPLIEYYRKRGIHSAIDA 
SQTPDVVFASILAAFSKATS 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19255 


49623 


A 


19367 


40 


1002 


VASGTRTELQDRRFRDTSGDM 
FPSVPP*EPEYTKGIRTVLLWPP 
GAGKGTQ/SGETEV*MACSLGY 
IASNLQSLHLNDSKAPALSAA1Y 
CPRHPNWAENFCVCHLATGDM 
WRVAMVASG/SSELGKKLEGNL 
WDGWGNWVE*WKWVSWSSF 
GEGILENPLVAKNGFLLADGFPS 
GPVKARQKASPMDLMGEGGKE 
KLDFC* FEFSIP\DSLL\I RRNHKE 
GLIPPPKKWAGSYPRREFQPLP 
KEPP*KMNITGGNPLIRRSR**M 
KRPLKIRPASPTHTQT\TPLIE\Y 
YRKRG1HSTI\DASQTPDVVFASI 
LAAFSKATCKDLVMFI 


19256 


49624 


A 


19368 


793 


1152 


SGRKRRGCGGQSVKQAPALTP 
GPPAPVFPIPEAPAACAPHHPGQ 
GNRRKCNFPPVCPTAPKTASSCP/ 
EPLPPPPSLQR*PCPCHPWHHLE 
FSFLDEVTFSFNK.TFPKRLVSSK 
MLPLKVGH 


19257 


49625 


A 


19369 


1 


873 




19258 


49626 


B 


19371 


1 


322 




19259 


49627 


B 


19372 


64 


2250 




19260 


49628 


A 


19373 


20 


368 


CEARGGSGHGGRAERAGVCGG 
PAELLPKGSKEEQRDYVFYLAV 
GNYRLKEYEKALKYVRGLLQT 
EPQNN QAKELERLI DKAMK KD 
GLVGM/AIVGGM/ALGVAGLA 
GLIGLAVSKSKS 


19261 


49629 


A 


19374 


3 


492 




19262 


49630 


A 


19375 


62 


570 


GSRGQWPSEAVLNELVSVEDL 
LKFEKKFQSEKAAGSVSKSTQF 
EYAWCL\VRSKYNDDI\RKGIVL 
L\EELL\PKGSK\EE\QRGFTSFYL 
ARGGGTTRLQGITEKALKLRSA 
GLLAAQEPQEQPRPKETGNGL I 
DKA/L*KKDGLRGAWPIVGGM 
ALGVLAGTCRSSSDFAVFQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19263 


49631 


A 


19376 


1 


944 


MACHLQAGSPGNLVVYFQSKP 

EGLRTREPMMSVPVQVKGPST 

RKLMMSEDPLTLGNWHELRVS 

RTAKNGILQVDKQKIVEGMAE 

LQQ V VGKNM DSG VGP V VHGG 

GLTRTGYLLNPESLQQKAFERR 

QIQGCDEKLACVGKQTLGTWP 

LSESPSLTRLYCRRQLTQGSLR 

MSLNNAGVPGQTAPDQRSGEG 

VAAPAGPGEEVGREEGEGAAA 

GKRQCPCQQGSLCVDTSRPRLP 

KSQAQIPSSSRSSPSSSEQQRGQ 

LPSVREHVEGGQGEERAPHCD 

GGGRVLLASGLAWLGTENIMD 

LASSPKDDWGVAVPSRGCERPS 

TFTLVLVPSPIVRRRACSGQPISP 

GGGQETHGADTSHLTNP*ICLL 

SKAFCCRDSGLSK*PVLVRPPPC 

\PQALPQSPCSYLLLAVALPFPP 

LSSAYPPVRFHSLLCEIHEARAS 


19264 


49632 


A 


19377 


1177 


1603 


WVSSFSSSSFSSFPPPPPPPPPPPP 
PPSFLPPPPPPP/PPI*DRARRCOQ 
TSIPLNKLNINKLLLLLLSPRPD 
DREKFTPQPQSARQREPIKGTA 
SRRGEGPICPTLSLYFLHVFLCF 
SCLSSQIHIYILRLSTVLVLIKNS 


19265 


49633 


A 


19378 


1 


896 


FPFSLLPPPKMPKGKKAKGKKV 

APAPAF\VRKQDAQE*WLNPL\F 

KKRP*DFR\IGQ\DIQPQKRPPPL 

L * K WPR\ Y 1 RLQR\QRA 1L YK\RL 

KWPSAITPVSPRALDPANQLLS 

LLKL\AHKYRPRDKAQRSKQR\ 

LL A\RA EKKA A\GKGDRPNQRD 

PPVLRARS*HPSPTLVEEQEKLS 

WVVIA\HDVD\S1ELGLSFLAVAL 

CRKNGGSPYCIIKGKGQDLGR\ 

LVHRKDLAPLVAFTQ\VN\SED 

KRRFWLKLVGSYQGPNYNDRY 

RYDEIRRHWGGNVLGPKSVARI 

AKLEKAKAK\ELATKLG 


19266 


49634 


A 


19379 


3 


491 


AKEALDWEEGHQ*DQRL*SRN 
SQLGICGGLRGFRGDRAASVFS 
R*AEKESVRQL*ARVPGALGVA 
ARANKHQRRWREGDSTQTATN 
TVDRRATRGRPMEWRATRVAD 
EEDGDRRRGDNRPQARTFRPRT 
SVRRAAGTNNSEGRRPTNAGT 
NGGRGVDIYTVN 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19267 


49635 


A 


19380 


1 


1501 


MRRSTPGVLPAAVGGARVRRA 

VGLSGTGAEAGRAGAMVEKEE 

AGGGISEEEAAQYDRQIRLWGL 

EAQKRCHRMKEALSTAPFTDK 

ETHPKVSLAQVTRSSASVMVY 

GAFEVIGQRQSSAAKPRRSQSE 

SLG PEFQGLWEWLPASQHIMRS 

LKKQDGMGQGYRVSLEWEVG 

QLIFLEEKVTP\EDPGAQFLIRT\ 

GSVGRNRA\EAS\LERAQNFNP 

MV/DMLK.VDTEDIEKKPESFFT 

QFDAVCLTCCSRDVIVK1\DQIC 

HKNSIKFFTVGDVFGYHGYTFA 

NLGEHEFVEEKTKVAKVSQGV 

EDGPDTKRAKLDSSETTMVKN 

KVF\FCPVKE\ALDGWILDACDE 

MQMAALKRTTSDYILLQVLLK 

F/RVTDKGRDPSS\DTYE\EDSEL 

LLQI\GN D VLDSLG I SPDLLPEDF 

VRYCFVSEMAPVCAVVGGILAQ 

E1VKALSSAGTLP/PTTNFFFFR 

WA*KGEWGLWECLGPQVNSG 

FGQPQRCQLQHAHLYSLFPFFM 


19268 


49636 


A 


19381 


2 


411 


PGTSQGVFSPHRLGGAVRSPCP 
PPQDSRQASAGGAESQVLKQRG 
FPGF*GCRSPVSCAWPQNRMG + 
GPQHREAGAWSGE*KTP1WLK 
QERCN RPGLLVTAELAAPAPRP 
DGMAPGCGGIRCTPGRPRRLLH 
SGPPSP 


19269 


49637 


A 


19382 


165 


309 




19270 


49638 


A 


19383 


1 


825 


LATQPEGAGRVPSIHPQGGPEA 
ALQDLRTLMGSSRLHSGKESIG 
HNSSAGSSSQGPHHPRRKTAIL 
EKGG KQPHRMLPFSPGLGSSPE 
PANAGSPDTWLCPP/AAARVL* 
NPVKPRKGRSEPRSGWASQLPG 
GDSRLPLRPGTSQGVFSP/APAG 
*AGKLVLGVLSLSLKQRGFPGE 
* GCRSP VSCA WPQNRMGCRTSP 
GPSPTSPTAAGE*GSRPRRRKPG 
RVQGLQRDGPTLTQEDALTAA 
KRCPLPVTSVPQTPETSTGAAA 
PGSQPVGAPPSR 


19271 


49639 


A 


19384 


1 


378 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19272 


49640 


A 


19385 


381 


1653 


QRPRSGTFTMGRKSLYLLIVGIL 

IAYYIYTPLPDNVEEPWRMMWI 

NAHLKTIQN\LATFVELLGLHHF 

MDSFKVVGSFVDEVPPTSDENV 

TVTETK\FNNILV\RVYVPK\RKS 

*STKEGGLFYIPCGGWRRGSYS 

LIVYDLPSSWTVE\RPGSSLVSN 

HL\RLAT*F\HFPLQLGELYDAL 

R*FLRKKVLAKYGCEP*GESG1S 

G\DSAGRGI*LSAV\TQQLL\DDP 

\DVQDPNFK]QS*IYPALSASWM 

*VLPSYQGKFK.FSYFYSKSLQ\C 

RFWSEYFTTDRSLE\KAMLSRQ\ 

HVP\VESSHLFKF1NWSS\LLP*E 

GLLKGH\VYNN\PNYGSSYELAK 

KYPGVFLDVRAAPLLADDNKLR 

G LP\LTY V ITCQ YDLLRDDGLM 

YVTRLRNTGVSG*LNN\HVEG\ 

GFHGAFXSFLGLKISHRLINQYIE 


19273 


49641 


A 


19386 


3 


667 


DA WADA WV PV SSEV A YLFGG 

CHTCGGLPVAHPMMPRGSRSR 

TSRMAP\PASRAP\QMRAAPRPA 

QVG\QPPAAAPPSAVG\SSAAAP 

RQP\GLMAQMATTAAGVAVGS 

AVGHTLGHA1T\GAFSGRK*LPE 

PARP*HHFNQEASG/TPPAQHSK 

QQRHPHLQQPCP\YEIQTVFWE 

FCPGTRGDIQAL/CEGFNEWLK 

QNCRIAANGFGPNEEVSTFGRD 

WKFSSHNLS 


19274 


49642 


A 


19387 


81 


1257 


RHQSDQTVPRLSRPHVQSQKSS 
MAAAAKPNNLSLVVHGPGDLR 
LENYP1PEPGPNEWLLRMHSVG 
ICGSDVHXYWEYLS/RFGNFIVK 
KPMVLGHEASGTVVEKVGSSVK 
AP*NQGDRVAIEPGCSPEEN*W 
NSC\KMG\RYNLSPSI FFC ATPPD 
DGNLCRFYKHNAAFCYKLPDN 
VTFEEGALIEPLSVGIHACRRGG 
VTLG\HKVLVCGSWANRGWVT 
LLVAKAMGAAQVVVTDLSATR 
LSKAKEIGADLVLQISKESPQEI 
ARKVEGLLGCKPEVTIECTGAE 
ASI\Q\AG1YATRSGGTLVLVGL 
GSEMTTVPLL\HAAIREV\DIKG 
VFRY\CNTWASGGFSMLCVPKS 
V\NVK\PLVTHRVSSWRKVLEA 
FETFKKGLGLKIMLKCDPSDQN 


19275 


49643 


A 


19388 


2 


431 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 












326 


ARGSTRLMESRVQHL*CTRK£L 

TPEVLQEWLDELEEMMLVVH 

MPRPR1EDGFSLKEQLQDMGLV 

DLFSPEKSKLPGIVAEGRDDLY 

VSDAFHKAFLEVNEEGSEAAAS 


19277 


49645 


A 


19390 


2 


368 




19278 


49646 


A 


19391 


1 


2123 


MAQFSIVGMCLGLFNQSPTDGS 

GVQLFVIMNQVMAANLAETHA 

ALCPTLSSGTSARFRGKNQFSG 

GLPQITLSPLAQPCGRLAAMYS 

NVIGTVTSGKSLPSTSPLVPLLL 

SGFAPLFLKGLQNWTQTTQEG 

KSPSAAPASSQPQACPTDHVRE 

SALGACLSLPGEDGK1QKVYLL 

SLLL1GFWDCVTCHGSPVDICT 

AKPRD1 PMNPMCIYRSPEKKAT 

EDEGSEQKIPEATNRRVWELSK 

AN SRFATTF YQH L ADSKNDND 

N1FLSPLS1STAFAMTKLGACND 

TLQQLMEVFKFDTISEKTSDQIH 

FFFAKLNCRLYRKANKSSKLVS 

ANRLFGDKSLTFNETYQDISEL 

VYGAKLQPLDFKENAEQSRAA1 

NKWVSNKTEGRITDVIPSEAINE 

LT VL VL VNT1 YFK VLRM ALERP 

QGLPLALQLTPFFFKWRDRSPE 

RANGLPKATQGLWKSKFSPEN 

TRKELFYKADGESCSASMMYQ 

EGKFRYRRVAEGTQVLELPFKG 

DDITMVLJLPKPEKSLAKVEKE 

LTPEVLQEWLDELEEMMLVVH 

MPRFRI\EDGFS\LKEQLQDMGL 

VDLFSPEKSKLPGIVAEGRDDL 

YVSDA FHK A FLEVNEEGSEA A 

ASTAVVIAGRSLNPNRVTFKAN 

RPFL VF IRE VPLNTIIFMG RV AN 

PCVNLSEALAVLVVNLTTLMK 

RTHGESLDFMERKRRPAESILL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


19279 


49647 


A 


19392 


9 


1630 


PALCPTLSSGTSARFRGKNQFS 

GGLPQ1TLSPLAQPCGRLAAMY 

SNVIGTVTSGKRKVYLLSLLLD 

SFGDCVTCHG\SPVDICTAKPRD 

1PMNPM\CIYRSPEKKATEDEGS 

EQKIPEATNNRRVW\ELSKANF 

PLLLTTFLFSTWADSKD*H*LTF 

FCSPLSIFQGFLLWTKVVGACND 

TLQQLMEVFKF\DTIS\EKTF*SR 

SHFFFA\KLN\CRL\YRKANKSSK 

LVSANRLFGDKSLTFNETYQYDI 

SELVYGAKLQAPGTSRENAEQ\ 

SR\AAINKW\VSNKTEGRIHRCS 

FPSGRPFNELTVLGGGFNTIYFQ 

GACWKNSKFSPENTRKELFYKA 

DG\ESC\SA SMDVTREGKFRYSG 

AWLEGT/QVLVVCPFICGDDIT\ 

MVLILPKP*EGAWAKVEK\ELT 

PEVLAKSGWD*FWREMMLVV 

HMPRF\RI\EDGLQV*REQPAKN 

MGPLSD\LFSP\RKSPQTPPGIVA 

EG\RDDPPMSSDAIPIRHFLEVN 

EEGSEAACKYPLL*LPG RS\LNP 

INKV 1 rl^vJv^l^Arr W V r llvt V rLA 

NT1YLHGAELANPCV 


19280 


49648 


A 


19393 


3 


737 




19281 


49649 


A 


19394 


1 


705 




19282 


49650 


A 


19395 


2 


757 




19283 


49651 


A 


19396 


1 


1764 




19284 


49652 


A 


19397 




710 


MA WALLLLTLLTQDTG SWAQS 
ALTQPASVSGSPGQS1TI SCTGT 
NNDVGSYNLVSWYQQHPGKA 
PK1MIYEVSKRPSGVSNRFSGSK 
SGNTASLTISGLQAEDEADYYC 
CSYTSSRPDWVFGGGTKLTVL 
GQPKAAPSVTLFPPSSEELQAN 
KATLVCLISDFYPGAVTVAWK 
ADSSPVKAGVETTTPSKQSNNK 
YAASSYLSLTPEQWKSHRSYSC 
QVTHEGSTVEKTVAPAECS 


19285 


49653 


A 


19398 


1 


679 




19286 


49654 


A 


19399 


1 


743 




19287 


49655 


A 


19400 


2 


736 




19288 


49656 


A 


19401 


2 


718 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19289 


49657 


A 


19402 


1 


711 


MAWALLFLTLLTQGTGSWAQS 
ALTQPASVSGSPGQSITISCTGSS 
SDVGGYNYVSWYQQHPGKAP 
KLIHYEGSKRPSRVYDRFSGSM 
SANTASLTISGLQADDEADYYC 
CSFAGSSALRIFGSGTRVIVIGQ 
PKANPTVTLFPPSSEELQANKA 
TLVCL1SDFYPGAVTVAWKAD 
GSPVKAGWETTKPSKQSNNKY 
AASSYLSLTPEQWKSHKSYSCQ 
VTHEGSTVEKTVAPTECS 


19290 


49658 


A 


19403 


3 


720 




19291 


49659 


B 


19404 


1 


711 




19292 


49660 


A 


19405 


105 


858 


RRQDSGQSPAWPAGALLLTLLT 
HC A VPG SW\AQS VLTQPPSASG 
TPGQRVT1SCSGSSSNIG1NDVT 
WYQQVPGTAPKLLMYSDNHRP 
SGVPDRFSGSKSG\TSASLGPSV 
GLQSEDEADYYCGTWGLAA*M 
VFMSSAGGTTLTVTSQPKAAPS 
VTLFPPSSEELQANKATLVCL1S 
DFYPGAVTVAWKADSSPVKAG 
WETTTPSKQSNNKYAASSYLSL 
TPEQW\KSHRSYSCQVTHEGST 
VEKTVAPTECS 


19293 


49661 


B 


19406 


63 


756 




19294 


49662 


A 


19407 


1 


757 


MAWTPLLLLFLSHCTGSLSQAV 
LTQPSSLSASPGTSASLTCTLRS 
DINVGSPFIYWYQQKPGSPPQF 
LLRYKSDSDNQQGSGVPSRFSG 
SKDASANAG1LLISGLQAEDEA 
DYYCSSYVGTNNFGVLFGGVGT 
\KLTRP*GQPKACPPRVTL/FPHP 
PSEEASKPNKA\TLVCL\ISDFLP 
GKP* QLPWKAA * QPPSL AG VET 
PPHPPTRSNNKYAASSYLASLTP 
EQWKSHRSYSC\QVTHEGSTVE 
KTVAPTECS 


19295 


49663 


A 


19408 


1 


224 


YISLPAGVLSLACCTLYGISWQF 
DPCCKYQVEYDAYKL*RLPLH 
TLTCSRPTRDNRVFRSPHSVRQ 
QSLGRCLA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19296 


49664 


A 


19409 


235 


955 


ESTVQVSVFCHRVPARTSSQTA 
LPVLLGLLGFTVSGPLNLPEPSV 
1VGNGELVGPQTCLHCGMEIYN 
G\ENAQ\DQF*VTELGAGP*EGP 
VTSYIVIEVPTR1GDETARWITVG 
NCLHKTAVLAGTALLLHPGLR 
CTLRFIPHHISPAPLGVL\SLACC 
NL\YGIS\WQ\FEPFACK*QVEVR 
TPNKLSRLPLHTLTLLPPRVVLV 
RKDDLH\RKRL\HNPIGTGPPLV 
YCVKVKIYELYAVMIFK 


19297 


49665 


A 


19410 


1 


764 


MRLGIGFACPWKGLADEFDLK1 
EKQRNQGRLLGFKLQHLVPFTE 
MEKMGGDRQKHRTAPRQAER 
RRSGRVSFQPPLQPLDVTLLPG 
ATREGNCPRASRGRRPSPISHCQ 
ETQGPEGRSDCTI RGVLSS1PAA 
RPLRKGSGFPTVCEKRPEQGQQ 
PALGP/AGPAAVPAPAASRTQW 
GSRCPCGAGARRGYWRGLLGL 
CNL1SPLDPGSPGSGRWGSAGA 
LSRPADSCPPWWPRAGA*RRG 
AAAEAGNSPSRCGASRPAEEQS 
GAFAGPLPSSPSQ*RAPGAEV 


19298 


49666 


A 


19411 


209 


536 


TRSSCVTLVC*LAMVSLRVARP 
HGVPGTMFGKRKKRVEISAPSN 
F/EHRVHTGFDQHEQKFTGLPR 
QWQSLIEE/SARRPKPLVDPAC1 
TSIQPGAPKEVCSPRASGTRSR 


19299 


49667 


A 


19412 


124 


1983 




19300 


49668 


A 


19413 


424 


1582 


PPWAAVHGDRPHRVPGTMFGK 
RK/KR VEI S APSNF E H RVH/TG F 
DQH EQKFTGLPRQW/QSLIEES 
ARRPKPLVDP/ACITS1QPGAPK 
WGETGSWPPF/RHLPEG*HGPPI 
PGCQREPQRVSHEQ/FRAALQL 
VVDPGDPRS/YLDNFIKIGEGST 
G1VCTPPSGKLVAVKKM/DLRK 
QQRRELLFNERPWQC P* HP/RR* 
EAQVPLPVLQALSV/LHAQGVI 
HRDIKSDS1L/LTHD/GQVSKEVP 
RRKSLVGTPY/WMAPELISRLP 
YGPEVSPGWLGCPAVDSVRCH 
FQLQRWREMGPSLGSHCQNGA 
LDKEEGQRPSHTGSLQWGSLG 
VERTLRVNMYECVHACNSFYL 
VNKLFQKDSTQEASVTMVPDP 
DKDGKNRASQKRKAHSQGARR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=posstble nucleotide 
deletion, \=posstble nucleotide insertion) 


19301 


49669 


A 


19414 


488 


707 


TCGEGLSWTRPLPTASSLQV\H* 
SLSAGERPYLCDYPDCGKAFVQ 
SGQLKTHQRLHTGEKPFVCSEN 
GVNLVF 


19302 


49670 


A 


19415 


16 


454 


GPAGRCPADCSEEKEGPSA/GD 

SGRPPSCT*PWKGLPVMA1LPG 

EAPVPGPGWPEPDAGG\PLWR 

WGSPSPCAAALHRP\SGTTPPGR 

ALSGPGLERAKQRSPRVSPAPR 

AAPHGHPTHCLPIPAGPRPAKD 

HPAYGPPASCHHHLAAS 


19303 


49671 


A 


19416 


166 


1191 


TAG SL VL A ARGT* GPPPRARK* 
GPAGRCPADCSEEKEGPSAETP 
GTTPPGRALSGPGLERAKQRSP 
R V SP APRA APHG H PTHCLP1 PA 
GPRPAKDHP\PTHQKPPPRTEGS 
TGGHCCGPPIFLIPNTSMLTVYP 
SGPVMPAGFTLSPSDTRPSLLN 
GQEVLRKMNGAVQYLSLCDYII 
PTCQCLATTVLCSVSMSLTVFA 
VSYMVELLLLQNAQVHQLVLQ 
N WMLKALPPA LQDPPH VPPRV 
PRAARTRLPAV 



2421 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19304 


49672 


A 


19417 




2481 


MRSG DLKFGKSAA WPSGQKEK 

LVFRGKIEEGLEYLHKKKPSAN 

SQDNGKEASKAFHGPLQQPLLS 

QALGPDREEWFPGQAPWPHCC 

VHPQDTAGCIPVVPAPAMAQR 

CTGTAWVTASEVAPSLDCFH1V 

LSQQVYRIHRPTSSLHPQYGKA 

TRHTTPAVSMRAAAGAEPCKA 

TGADWPKTLGAQPSHPCTMDV 

GQGFKKDDSGAALAPMAALM 

GWAGIECLWLFHTEGVNCWP 

WDLGEKNGLLGQPRGPAAVCS 

LRTLLPASQQPQLLLRPWLKDA 

QVQLGSLLQRVQAIGLGGFYIV 

LSQF1DPSKASYPPWVKNSRHS 

TAAQPMRAAAGAEHCKATGA 

ELPKALGAQPSCPCVLDVGQGF 

KKNDFGAVGLNNWPAGFWNV 

MGTCKSRLCFVLLSGKKSSFRV 

EVLTQCLDSHTLETYQFYNREV 

AFEDVLESSQTGLVVQKPQTDR 

LTKRGRGEATRNLRGLVPSMP 

RSLLPSTAQPTAWKCQRGPSPY 

THQDM ALI PSPTA RCLSPAKEP 

KQEEVGEKSLLPDPTLPLTDPR 

LTGSTEQAHAEGLAALMSALR 

VSHLQGRGGVVTLVDSQLGVI 

AVSSTQFNKGPSYRLLADVQN 

RLLPK.YDSQK.EAELRSWIKGFT 

GLSIRPDFQKGLKDGI1LCTLVN 

KLQPGSVPKIN\ASV*NWH*LEN 

LSNFLKAMVSYGM/NPVDLFEA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


ill 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19305 


49673 


A 


19418 


1 


1299 


MHQEDLRAWYLDLGLPSHQNE 

TTDVSVVYERFSLTDATYPKQA 

KQWDFPFLRVSTAQPTAWKCQ 

RAPSPYTHQDTALIPSPTARWL 

SPEKEPKQGEVGEKSLLPDPTLP 

LTDPRLTGSTEQKKDLAAGPVG 

SALRRRPPAVSSTQFNKGPSYR 

LLADVQNRLLPKYDSQKEAEL 

RSW1KGFTGLSIRPDFQKGLKD 

GIILCTLVNKLQPGSVPKINVASV 

*NWH*LENLSNFLKAMVSYGM 

/NPVDLFEANDLFESGNNMQVR 

VSLLALAGKAKTKGLRSGVDIR 

DKYSKKQNFDDTTMKASQCVI 

RLQ1TNKCASQSGMTAYGTRR 

HLYDPKNRILPPMDNSTISLQM 

GTNKYASQVGMTAPGTQRH1Y 

DTNLGIDKCENSSMSLKMGYT 

QVANHSGQVFGLGRQ1YEPKY 

QPGGPVAHGAPSAGNCPGPGE 


19306 


49674 


A 


19419 


135 


290 


HREEESKSSVFLNPRGVQGTGV 
GDHRMILGRGRAVLSKE*AAG 
PRGGRHES 


19307 


49675 


A 


19420 


92 


1058 


KGQYLNPNRGKGGPEPPFEPPV 

PPASRSDMAQNLKDLAGRLPA 

GPRGMGTALK\LLLGAGAVAY 

GVRESVFNVE\GGHRAi\FFNRI 

GGWQQDTAI L\AEGFHF\R1P\WF 

QYPH/IIYD1RAKTSKKSPPLQGS 

KDLQMWNISPAKCWSRPNAQE 

LS * ACTSRLGLGLTRE R/RCLPS1 

VNEVLK/AVWVAKFNCLTA*FT 

QRAPGYSLLDSAGSLTERAKGL 

SSLIL\DDVGQSQKLSFSPRSYT 

A\AVEAK\QVAQQEAQR\AQFL\ 

VEKAKQ\EQRQKI\LQGRG*GR 

GLPKMLGEA\LSKNP\GYIKTSQ 

RFEPAPEIILQRRIAHIHRNP 


19308 


49676 


A 


19421 


3 


861 


LDDSWEPVHPGCGDFICQWSEE 
SGLWSTAEVWRERRGREPGLC 
EG ARGTARVPGGRG PPHQSGQ 
PVPPAPGS*GA*\PGPAAVEGVP 
GPPAVPPASAALEFSRGFSCLPR 
CHLVVTKIG KQEDDVSIKRKNR 
PDYWPAPEPVAGCEGSDQEQV 
KPN ATLEKHFLTEGTG PRSPSC 
LSWPPSGPHAAADPAMVPETPE 
PDRPQLTKKFC E A R VM A VG TS 
NVLGQTLKPSRTGGTSWSWVF 
YLLTANRLPFDVKRKGGGPSSI 
KPRPHYDHRLLQDFKEQVIHHF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

Telenet PePtille 


Nucleotide location oflast 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19309 


49677 


A 


19422 


808 


923 




19310 


49678 


A 


19423 


1 


339 




19311 


49679 


A 


19424 


1 


621 




19312 


49680 


A 


19425 




1836 


MAAVEAAAEPVTVVAAVGPK 

AKDEEEEEEEPLPPCEA/LRWAP 

VLWRGPAWATAFLEEATAEEP 

GAAPGSPPDSPDRTLRRLRAER 

RRLDS/SLLALSSDFAQVQFRLR 

QVVRGAPAEQQRLLRELEDFA 

LKG/IPDILGYEGPGDPASDEGD 

GLPGDRPRLRGEDQSEQEKQER 

LETQREKQKELILQLKTQLDDL 

ETFAYQEGSYDSLPQSVVLERQ 

R V 1 1DEL1KKLDMN LNEDI SSLS 

TEELRQRVDAAVAQIVNPARV 

KEQLVEQLKTQIRDLEMFFN FIQ 

DEVGSPLQTGGGHCECKAGGK 

TGNGCSRTGSSRTPPGNSRTKA 

EDVTKVRKTGLHLMRRALAVL 

Q1FAV\TRLVVPQARSLQPCGRG 

SRLTETTLPC*R/ELEASVDRVK 

QLALTAEPHDHVITSANLQDLS 

L*GKDELTMAVRKELTVAVRD 

LLAHGLYASSPGMSLGMAT1A* 

LLPAFSSVPEAMHPRELFVKYY 

HAKNGRAYVESPARKLSQTFA 

LPVTGGTVVTPKQSLLTAIHMV 

LTEHDPFKRSADSELKALVCIV1 

ALNEHRLVCWMNLICKSGSLIE 

PHYQPWSYMAHTGFESALNLL 

SRLSSLKJSLPVDLAVRQLKNIK. 


19313 


49681 


A 


19426 


366 


477 




19314 


49682 


A 


19427 




432 


WNSRDAGYEFDICFTSVHLY\A1 

RTLWTVLDAIDQMWLPVVRT 

WRLNERHYGGLTGLNKAETAA 

KHG\EAQVKIWRRSYDVPPPPM 

EPDHPF YSN ISKDRRY ADLTED 

QLPSCESLKDTIARALPFWNEEI 

VPQIKEGK.\RVLIA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19315 


49683 


A 


19428 


1 


890 


MRTRRTPRGEHSLSAFSSCVDK 
ISRVCKSFGLELENSIQTLWAER 
EQSICLVAAGHLVSSSGMRNW 
CHARRHAAYKQVLIRHGEVAW 
NLENRFGGWYDANLNPAGDEE 
AKRWEQALPDAGYEFDIC/FKR 
TIRTLWTVPDAIDQMWLPVYNV 
SKDRRYADLTEDQLPSCNSLKD 
TLARALPFWNEEIVPQIKEGKW 
SDHCLGALVIPVKDGCNLHGD 
VTTVSSLTPEERALEEPLNRPTN 
A/P*HQEG*CWESHQKPVPFQT 
LGCLCEFSRGASRRKQARVVFR 
ERSNLCRSISGGEGF 


19316 


49684 


A 


19429 


1 


443 


RALPFWNEEIIP\QIKEGKRVLIA 
\AHGNSSGAIVKHLEGLSEEAIM 
VLNLPTG1PIVYELDKNLKPIKP 
M QFLGDEET VRKAM E A V A AL 
VC VLESLPA LFHG SEMPLGP VQ 
VYLSLISESCSSCLTLPHGSSVH 
LS1TVLNPFSISV 


19317 


49685 


A 


19430 


24 


1039 


AVLALLRGRRGGLLLRNLLIPV 

GAASPARRQWPPYKLVLG\RHG 

ESAWNLENRFSGWYDADLSPA 

GHEEAKRGGQALRDAGYEFDI 

CFTSVHLY\AIRTLWTVLEMPL\ 

SEMWLPVV\RTWRLNERHYWG 

S*PGLN*KQKLAAKHGLRPRLK 

1\WRRSY\D\VPPPP\MEPDHPF\Y 

SN 1SKDRRYADLTE\DQLPSC\ES 

LKDTIARALPFWNEVEIVPQIKE 

GK\RVLIAAHGNSLQGHCSRLL 

EGLF\EEAIHGSLNLPDLVFPLSI 

ELDKNFESLSSPMQFLG\DEETV 

RKAMEAVACPGQGPRSEGRRG 

RILSPGCTLPCPVFVPSSPSHLA 

HVTLDHICKTS 


19318 


49686 


A 


19431 


86 


431 


VYVSTMSLSCPASELAVRRQR 

WSSQFQDHPPGPLQPRPV*EML 

LL*PTLDLQPVVPPAVAILSWKP 

SALTISSQIVTPGLKTRSFFTRKT 

FMKIWNHRQKYQKTMLVMFP 

RYPSL 














ATWLF1SPTTTTCQLSKTLLVPL 
NFLEKQYLTFLLFLEFPTFSLFF 
RHTEDHLMRSGCLKVCSISPLS/ 
PLPPSSSHVRHLTPSLPFAMIVS 
FLRAPQKLSR 


19320 


49688 


A 


19433 


210 


341 


HFRKJFTVFQLKLVEYNLLSGH 
STQQSHPGGTVLL*DLVCPVV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1932] 




= 


]9434 


239 


464 


SPKGGPPNPSHGTKFHTRPCEE 
TTKQA LCEEHGCLFHLG AGGLS 
PKRESAKGDKGGASVHVVCHI 
S*SPCS*LGP 


19322 


49690 


B 


19435 


1 


838 






4^9691 


















T9437 


T~ 


775 




19325 


49693 


A 


19438 


209 


469 




19326 


49694 


A 


19439 


304 


375 


NVGE*SERHPCYD*TPREVCPPS 
P 


19327 


49695 


A 


19440 


879 


1188 




19328 


49696 






615 


917 


ATWLFI SPTTTTCQLSKTLL VPL 
NFLEKQYLTFLLFLEFPTFSLFF 
RHTEDHLMRSGCLK.VCSISPLS/ 
PLPPSSSHVRHLTPSLPFAMIVS 
FLRAPQKLSR 


19329 


49697 


A 


19442 


674 


1554 


GQMASSSVSLQQGVPQAADPG 

WVTAGASLTRAWAAGVQGDG 

PGTESS1SASSRRVLRLGMTRTL 

LWACVLLWVCILLLGLCPAVG 

PVS\SVGPVSYCGPVPYCGPYPA 

VGPCPAVGPVPCCGPYPS/VGP 

VPCCGPVSCCGPVSCCGAVSCC 

GPVS\SVGPVSC/VLGLCPAVGP 

VS\S*CGP*PAVGLCPAVGPVPC 

CGPYPS/VGPVPCCGPVSCCGPV 

SCCWACVLLLGLCPAVGPVS\S 

VGPVPCCGPVPCCGPVSCCGPV 

SWVGPVSCCGPVSCCGPVSCC 

DHSSHSLLLTFTML 


19330 


49698 


A 


19443 


4688 


4824 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19331 


49699 


A 


19444 




2274 


MLKPLMGGGAHRRAAAGARK 

WDGTAIIASTSGLEVLWVTTSR 

SKTVESVGLAKPGQHNDARMN 

LAIALTAARYGAATANYMEVV 

SLLKKTDPQTGKVRVSGARCK 

DVLTGQEFDVRAKCVINATGPF 

TDSVRKMDDKDAAAICQPSAG 

VHIVMPGYYSPESMGLLDPATS 

DGRVIFFLPWQKMTIAGTTDTP 

TDVTHHPIPSEEDINFILNEVRN 

YLSCDVEVRRGDVLAAWSGIR 

PLVTDPKSADTQSISRNHVVDIS 

ESGLITIAGGKWTTYRSMAEDT 

INAAVKTHNLKAGPSRTVGLFL 

QGGKDWSPTLYIRLVQDYGLE 

SEVAQHLAATYGDKAFEVAKM 

ASVTGKRWP1VGVRLVSEFPY1 

EAEVKYGIKEYAC/DCCGYDFT 

SYSPGLS/EMSRQQRKPYPGLL 

N*/CGRELNWDDYKKQEQLET 

ARKFLYYEMGYKSRSEQLTDR 

SEISLLPSDIDRYKRRCHKFDAD 

QRGFMTVVEVQRVLESINVQM 

DENTLHEILNEVDLNKNGQVEL 

NEFLQLMSAIQKGRVSGSRLAI 

LMK.TAEENLDRRVPIPVDRSCG 

GLYFCVRNWWVLGLTDFKME 

AADPSGVKLQTFTVSVTARKGS 

VDPKNSGAQLASPSGSRTGAA 

GGAACQSRALRLHSSALGWSM 

GLGAVEHGAVL1GEARAAQEP 

MEGVGGSGMAGCRSQVLPRG 


19332 


49700 


B 


19445 


439 


1542 




19333 


49701 


A 


19446 


2 


418 


CLSLPPTPWAPVRPEPPRR/CAT 
PCSTAPSPIDHPRAEECERTVQD 
WRAAPPAAPVRDPLETGKIDQE 
IHKYNTPGFTGCLSRVQFNQIAP 
LKAALRQTNASAHVHIQGELV 
ESNCGASPLTLSPMSSATDPWH 
LDHLDS 


19334 


49702 


A 


19447 


111 


215 


GTCWELE*RKGKPIFWGEIKAS 
CRNLHKLQGAKC 


19335 


49703 


A 


19448 


740 


959 


DLYPHHLSWQSRNAARKRKS* 
RGQRPIPAIS*GR\SQKQQQNVN 
TSTPSHCPRLPYECRPLLHGAQS 
HRPPKG 


19336 


49704 


B 


19449 


260 


508 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19337 


49705 


A 


19450 


11 


490 


RLSTSPPDSGAQLASRSGSHTG 
AAGGAACQSRTMRSHSSALGW 
SMGLGAPLQRH*INSSGGSWLV 
DKESFPVPSALNFSPLGRKSSPC 
SKVLYMPNPVSHSMIPSGSERS 
MDTNGSCWYLTCSLSAPGRRD 
TR1RK.VFSQGRLLVLTLMISPSV 


19338 


49706 


A 


19451 


42 


263 


SGVSPMSFNTFTSAPAFNRSWT 
TCLCPK*HARCRGVQPKLDLLL 
PLQLMSAITSFLAMVSNSCLTSS 
ALPFLA 


19339 


49707 


A 


19452 


662 


1564 


GSRICSFQTRSGHPECPQCHWT 

RQNHSSIQQPHKAAYTKKTTIH 

PPNRSNSCSSIWCKLQKLYMCG 

P*GRSFNFSANLHQPQKGHSGE 

RPF\EKNKGRA1LLKSHRVHTQE 

MPFPCSKVGKGYLVSSGLFQH 

QAIrTNEKPCRSAMYGDMFHTQ 

QGHFKCIDYGEAFSPKDTPGQH 

QI1HTGEKPYVCTECEKTCTRSS 

NLIQHKPKGLLSLLVLSPSTGN 

ALFSTLSQLTQLLLTFDVRSDA 

TFFRKGSGRHQLWLALPEDAR 

ARVTSVSGTRRRDHGGARGVV 

CLIHGCVPDTRSSPDVW 


19340 


49708 


A 


19453 


1 


1167 


MIREQKVKEVY1CAGKKK.SHM 

HLWHNGEKYNRLGRKDRKMT 

HEGWL1KIPHFPGRKYKASGLH 

WEQMKHMGGRGKVHLEFTEM 

YVAGRRGEVKDEVLEPMSLTE 

VYIPTENDREVWRERRLRAPGL 

CAALEGQLEFRVGVGLAGSAL 

EAAGQPCWPRAGRARDLQPAM 

PEPPPASVGSCAARASLRSAAP 

CSTAPSPIGHPRAEECERTAQD 

WQAAPPAAPVRDPLGEASWAP 

ESVMWPPLDSRQSEEVSVSKRH 

MDATDKIKFPWLKEKRTIEFGE 

AAGYVCHRRYKDMEPHEKMG 

EAAKKVHWVQMRSRARDLQP 

AMPEPPTHSKGSCAARASPT/T 

HHPLLHDAQSHRPPKGLRSAGT 

WRGTGRQLHLQPQCGIHWVKP 

AGLLSLL 


19341 


49709 


B 


19454 


118 


559 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19342 


49710 


A 


19455 


26 


813 


LSHYLACSLRLPSGSRIRSAWLI 

PSIMLLNYTSPGLPRHRSKSENR 

LDDTARRSPGMAGPGCPPLPGG 

VPDVRAAYGAPTSAQRPRVGW 

PPGGRWPRGARGARSFLKXPFR 

GTPTQVRGAWQCPPPPLTV\EK 

*PWHPCGRFQGRRHEEKGGRE 

LGHSKSPPPRRSHYPAGEKGEE 

ERKEREESSCAGLRRGAHEHA 

QGQSLPGELPAPGDPHPGRCVG 

GQGRSRMGPCS* SLAQHPPVCT 

RGQREKQERRATNKPVRGAPK 














TWLKSGISFPPALFT1AKTWR*P 
KCPSM1DWIKKMW/HIYTMEY 
YAA1EKDEFMYFAGTWMTLDT 
VILSKLSQEQKTKHRMFSLISGS 


19344 


49712 


A 


19457 


100 


819 


EWSSVRR1LVEKRALRRPHPQC 

LC FRMKTI LSNQTVDHSQKN V 

DITLKGTPQ* SCKG PRGT\LR\RD 

FN\H1KCGTSALLGKEQQRGFR 

VD\KWWGNRKGNWATRSGLF 

GSHVQDHDPRGVTTGASGYKD 

EGPVYASPSPHPTVVIPGRNGSS 

LLKSRNFLG\EKYIPQGFRMKTR 

VLLCSVSQSPEKMKLILE\GNDI\ 

ELVFKFQRALIQQ\ATTVKNKG\ 

IRKFFGWVSMSLEKGTVQPGL1 


19345 


49713 


C 


19458 


395 


574 




19346 


49714 


A 


19459 


1 


1476 


















19348 


49716 


A 


19461 


539 


711 


HRPFPQDRKAGECLLHEYEDLV 
PI RDTLRLF PG GRY LPRAKH V A 
PSEPDPGWLVLG*FYC*FCHSP 
ALLSGFCLAVNVYRERSV 


19349 


49717 


A 


19462 


66 


2873 


SARTISYDYYQNWGRDGGPRSS 

GGGYGGGPAGGHGGNRGSGR 

GGGGGGGGRG/WQGPASRAPE 

RPRNRHVVREKTGAEEQGSWR 

GKREL/LVHMDERREEQIVQVL 

DSG QA ENG * R VRTTDF\RF APE 

DHGYGTEVSTKNTPCSENKL/G 

HPGKEVDKSRKKNV/SESGTDH 

ILTRDSEYLLQENEPDGTLDQK 

LLEDLQKKKNDLRYIEMQELV 

NLIDNHQVTVISGETGCGKTRQ 

VTQFILDNYIERGKGSA 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


19350 


49718 


A 


19463 




2112 


FRKTTRRLRKVKGRTAGCARF 

RKWLLRQHGLRTLGLICNHTSR 

MTRCRWSA ESDSGDEEEEGP1 V 

LGRRQKALGKNRSADFNPDFV 

FTEKEGTYDGSWALADVMSPL 

MKKRAATTLHEKIEKARKRRK 

TEDKEAKSGKLEKEKEAKEGSE 

PKEQEDLQENDEEGSEDEASET 

DYSSADENILTKADTLKVKDRR 

EEEEERTGSRRIF*RCIS/ATMKT 

SSFQDMNLSRPLLKAITAMGFK 

QPTP1QKACIPVGLLGKDICA\C 

AAPGTGKTPPFALPVLERL1YIP 

SPGSSL/TRVLVLVPTRELGMQ 

VHSVTRQLAQFCN1TTCLAVGG 

LDVKSQEAALRAAPDILIATPG 

RTJDHLHNCPSFHLSS1EVLILDE 

ADRMLDEYFEEQMKEIIRMCSH 

HRQTMLFSATMTDEVKDLASV 

SLKNPVRJFVNSNTDVAPFLRQ 

EVIRNRPNREGDREAIVAALLT 

RTFTDHVMLFTQTKKQAHRMH 

ILLGL\LGVQVGELHGNLSQTQ 

RLEALRRFKDEQIDILVATDVA 

ARG LDIEG V KTV FNFTMPNTIK 

HYVHRVGRTARAGRAGRSVSL 

VGEDERKMLKElVfCAAKAPVK 

ARI LPQD V 1 LKFRDK1 EKME\KD 

VYAVLQLEAEEKEMQQSEAQI 

NTAKRLLEKGKEAVVQEPERS 

WFQTKEERKK.EKIAKALQEFDL 

ALRGKKKRKKFMKDAKKKGE 


19351 


49719 


A 


19464 


354 


446 


RQH AH* ESSPLPNLTYPGTQILR 
KAAGTSA 


19352 


49720 


A 


19465 


42 


388 




19353 


49721 


A 


19466 


177 


497 




19354 


49722 


A 


19467 


271 


773 


TAMSSEEGKLFVGGLNFNTDE 

QALEDHFSSFGPISEVVVVKDR 

ETQRSRGFGFITFTNPE\HASSC 

Q*RSQ*TGEVSWNG\RQIPLLDH 

AGKSCSGEPRGRWALGPMGVG 

SQLILEVVGDQGYYGSGRYYDS 

RPGGYGYGYGRSRDYNGRNQG 

\GYDRYSGGNYRDNYDN 


19355 


49723 


A 


19468 


2 


414 


GRVGPPRRAGGPRASAAGDPA 
RGGAAPKMSQTAMSETYDFLF 
KFLVIGNAGTGKSCLLHQFIEK 
K/WSVTRSYYRGAAGALLVYDI 
TSRETYN A LTNWLTDA RML AS 
QNIVIILCGNKKDLDADREVTF 
LEASRFAQEN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19356 


49724 


A 


19469 


397 


445 


GHRGAHRPRTLRSVVVRRAHR 
CSYSGIWD/TAGPDRFRSVTRSY 
H*GRPGALLVYDITARETYNAL 
TNWLTDARMLASQNIVI1LCGN 
KKDLDADRE VTFL E A SRF AQE 
NELMFLETSALTGENVEEAFVQ 
CARKILNKIESERMGSG1QYGD 
AALRQLRSPRRAQAPNAQECG 


19357 


49725 


A 


19470 


2 


559 








^ — 


T?4^ 











■jpp 






9~5 




RKATKMATIWASGTPK.QPCPR 
ELLAQERRQTRTRYNQ*DQ*QE 
RRSRQR1MGVGCLHMLRSEKA 
PQQRSF AHCTPKSSRPSA RLT 


19360 


49728 


B 


19473 


247 


1364 




19361 


49729 


A 


19474 


422 


877 


CHTQTQ*QHTP*QPTPIDMAPTS 
HARMPFHTHFLTQILTLVSRSP 
DPG/PHGGKVPTRIP1PPAQPWG 
PSTLPSSSFLGPPRPFPSPPVPGP 
GGENRKPFTSPP*A*\GFPGPPSG 
P* AGGEG/PPV VGRG ATPSPPTP 
SPACGPLKCWWHLIKN 


19362 


49730 


A 


19475 


168 


522 


LALHPTRPLIPATDDEVVTVTED 
KINAPH*KQPVVNVEPF\APGLF 
A KA\L AN VNIGSLICNVGAGGP 
CCQPAGGCTQPGGSCPLHCWL 
LPA*GRRKWEAKKEGFRGSFD* 
LTWGFGSF 


19363 


49731 


A 


19476 


1 


328 




19364 


49732 


A 


19477 


1 


1204 


MASRLLLNNGAKMP1LGLGTW 
KGSILRVGFGSSSREPPPYRGQP 
LMGGPPVRILGPSGRPKRHNAR 
GRRGKWASQTGGPRAQTGTWS 
RRQGQVTEAWKVAIDVGYRHI 
DCAHVYQNENEVGVAIQEKLR 
EQVVKREE\LFIVSK.LWCTYHE 
ERGLV\KG\ACQEDTSSDLKL\D 
LPGPLTLIHWPTGFKPGKEFFPL 
DESGNVGPSDTHISDTWAVAME 
KLVDEGLVKAIGISNFNHLQVE 
MILNKP\GLKYKP\AVNQ1\ECHP 
YLTQEKLIQYCQSKGIVVTAYS 
PLGLS*TGPWPKP\EDPS\LLEDP 
R1QGGSQPKHNK\TTA\QVLIRG 
SPCKRNLVV1P\KSVTPERI\AEN 
FK\VF\DFELS\SQGYDPP*LSLPT 
RNWR\VWCPCWSCT\SH\KDYP 
LPMKEVLKA 


19365 


49733 


C 


19478 


300 


489 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19366 


49734 


A 


19479 


243 


471 


CDHLQVSRPRIPATVPVEWKRS 
EM DSKEEEKEKKEKKEKRRRR 
*RRRGKEEEEERRRRRKRRRKK 
RGRKK* IKKRV 


19367 


49735 


A 


19480 


1 


365 


MGL YK DLLDTR YLF YL V PG YG 
LTQIELEV1AKDSAKPVGTPRV 
GLKLEMG1YLSGHLDKFIFAMP 
FKI K.DILSLKKEEEK/ERRRRRR 
RRKEEEDEEEEEEEEEEERRRR 
RKRRRKKKRKKKID* KKEEEKE 
EEEGEEGEKKKKMKKKRKKK 
KKKKGGGGGKGGERRRGRKK 


19368 


49736 


A 


19481 


96 


508 


PAGSLVCPNQCSSARLFSSFFCS 
SAVMSASPAVGKRGWAELTGS 
FLPKPPLKTLGSGREDR*GQVW 
WLTPVIPALWEAEVGGSLEGQE 
FETSLGNMVKPLLYWLGSNGW 
LWKLGRRLWQLLWLQDDWPT 
RGSHILVL 


19369 


49737 


A 


19482 


3 


1013 


SRPSWGTHWNEYARRLTLAPS 

WPLP*GHPVSPSLRVSCL/PHYY 

ESVLEKKGPCDRDYKKFWAGL 

QGLTIYFYNSNRDFQHVEKLNL 

G AFEKLTDEIPWG SSRDPGTHF 

SL1LRNQEIKFKVETLECREMW 

KGFILTVVELRVPTDLTLALPGH 

LYMMSEVLAKEEARRALETPS 

CFLKVSRLEAQLLLE\RYPECGN 

LLLRPSGDGARQRVGHHAADA 

QRDA/PWFRHYKVEAGRGPK.Y 

VIRCGTAVLLHLPWTTVVNYF 

VSHTKKALVPFLLDEDYEKVL 

GYVEADKENGENVWVAPSAPG 

PGPSPLHKVPPSRCQPASSQDKL 

PPLPPLRNPGREIT 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


19370 


49738 


A 


19483 


63 


1496 


LISAMAC\ARPL\ISVY\SEKGESS 

GKNVTLP\AVFKAPIRPDIV\NFG 

SHPNLRKNNRQPVCWQGN*AG 

HQT\SAE\SWGYWPRAVGSKFP 

RWRGGGTHRSNGQGCFLETMC 

R\GGRNVLHPTKTLGRRWH\RR 

SSTQPKKRIRPSGSAPGCPQPLP 

ALGHGLKGHLY*GKFPETSFW* 

VER*KLKG*QEEPREAVFAPLR 

KLRRPGNDIQKGSMASSAK*RA 

GQKAK.LRKPVAR1PAAGAPCII\ 

YNEDNGYSFKAF\RKHPWGLL 

MLNC*GKJLEHF*KLAPLVGHV 

G\RFLHLGLESALREV*DDLY\G 

T\WR* SHFPLQG VNLPIFSPWHK 

\M1\NTDS*AESLKSPEIPR£PLRA 

PR\KKIHSQSS*RRNPLEKL*EIM 

LKA*TPFAKAHAAGTPFFGQAR 

N\H KLLR VDKA A A A A A/ANLQ A 

NSDEKAAVAGKKPVVGKKGK 

KAAVGVKKQKKPLVGKKAAA 

TKKPAPEKKPAEKKPYTTEEKKP 

AA 


19371 


49739 


A 


19484 




730 


K.RLPKMAEVQ VL VL\DG RG\HL 
LG\RLA\AIVAK\QVLLGRK\VV 
VV\RCEGIN\ISANF\YRN\RLKY 
LGFSPPSGMNTNPSRRPLTTSG 
APSRJF\WRT\VRGMLPPQNPSG 
GQGRLLDRLQGV*RASPPPYGQ 
EKSG M V V PYAALKV VR\LKPTR 
KFCL I WGRL\APE VG\ WKYQ A V 
TAPPGGERG1CRKAKIHYRKKK 
QLMRL\RKQAREETWRKKIDK 
YTEVLKTHGLPGLSPIKTVNSS 
KKKKKKRAAA 


19372 


49740 


A 


19485 


1 


660 


PTRPRTRGRRTRKSTPMKGLGA 
RYREYKVWGRCLPTPQNATRG 
PLLP ACEIFA P\N\H V V AK VP A F 
W*LCILS*KKMKKFFQGKIVYL 
WGKVF*EGSPLRVERTFGDLGL 
RLLTPRERAPHMVTGEYVRGP* 
PTAGGCSTQLLTRDNGVARHR 
RPEAHFHFRFMEGWEGDRGP/C 
KIPPGGLVKASSNDSKIKVSRW 
PHRV\LAAFRNKARFTT\KRPNT 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


19373 


49741 


A 


19486 


51 


471 


EAGRLPGNILLDSIMACGLVAS 
NLNLKPGECLRVRGEVAPDAK/ 
S*VLPARCVHGILSDRLVGQWG 
WSWPRWPHAHPLPPSFVLNLG 
K.DSNNLCLHFNPRFNAHGDAN 
TIVCNSKDGGAWGTEQREAVF 
PFQPGSVAEVCI 


19374 


49742 


A 


19487 


59 


527 


ETQSWPCGLVA\SN\LNFNTLES 
CLRFPKPSWLPDA\KSFRC*NLG 
QRPPTTWCLHFQPSASTAH\GS 
ARHASLCNSQGTAGHEGGPTQ 
REAVFPFQ\PGKCCRGVAFTFRT 
RANLNRSSLPDGITEFQVSPNGF 
NLVEAINYMAA\DGGLSRSKCV 
AFD 


19375 


49743 


A 


19488 


2 


440 


KQQCRDTGDEVVCSCFVGYQL 
LSDGVSCEDVNECITGSHSRAF 
GESCFNTVGSFRCQ/RISSCATG 
YELTEDN SCK\DTLG SFRCRPKL 
QCK.SGFIQDALGNC1DINECLS1 
SAP\CP1GV'IAC1NTEGSYKCQKN 
VP\NCGPLVNHLKE 


19376 


49744 


A 


19489 


2 


2061 




19377 


49745 


A 


19490 


2 


2120 




19378 


49746 


B 


19491 


63 


255 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19379 


49747 


A 


19492 


2 


1941 


PPPMERAAPSRRVPLPLLLLGG 
LALLAAGVDADVLLEACCADG 
HRMATHQKDCSLPYATESKEC 
RMVQEQCCHSQLEELHCATGIS 
LANEQDRCATPHGDNASLYEAT 
FVKRCCHCCLLGRAAQAQGQS 
CEYSLMVGYQCGQVFQACCVK 
SQVETGDLDVGGLQETDKIIEVE 
EEQ\EDP YLNDRC RG GGPCKQS\ 
CRDTGDEVVCSCFVGYQLLSD 
GVSCEDVNEC1TGSHSCRLG\ES 
\CINTVG\SF\RCQRNSSCGTGYE 
LTEDNSCKDADECESGIHNCLP 
DFICQNTLGSFRCRPKLQCKSGF 
1TRML*GNLLLD1QWSVLSIQLP 
RCPI G D * HG I\NTEG F YN VP EG T 
CPNCGPLGYHLQRGRGTRCNAD 
V\DECAPPCLSPVGKG\HR\CVE 
LFPG SFPL AECKDG VTIFDGI SR 
DVLFDVQRSCQRLPRGACC\GH 
K/CTENTLG S YL\C SC S VGF\RLS 
VDGRSCED1NECSSSPCKPGSVA 
MV\YGS\YQCY\CR\RG*PASAIV 
GWEFTCERTFDGVAALPHRGH 
TFWFLTAGIQTSWGSFPVAACP 
SSGLTGWAPNGPATCQ\D1\DEL 
C*LGIHNCFHSTEDLVSNIPGAG 
FRCLGLSSCPENYRRSAAT*S*G 
NSCMRA1GAGWEKEKGKLAGS 


19380 


49748 


B 


19493 


123 


237 




19381 


49749 


A 


19494 


285 


456 


VINKRLVCTRLLRRKWSCLQPH 
RMM*VQAGSRGSQPKYHRHE 
MG WTGHTDTPPHRL 




49750 


A 


19495 


383 


693 


NFLPAQPCLSAPPS*S/RSLLDNS 
PLNCKAFHSSSHHLLKLESCSE 
NSPGPLIAQPGGTCLGACPGCFS 
FSPGISAGKPLSKAASPPVCTGS 
GAETSTTPPSPLR 


19383 


49751 


B 


19496 


28 


236 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19384 


49752 


A 


19497 


1 


927 


PAAPQVAGRLGLGCPLHLHVF 

AVVSAMLPLLRCVPRVLGSSV 

AGLRAAAPASPFRQLLQPAPRJL 

CTRPFGLLSVRAGSERRPGLLRP 

RGPCACGSGCG SLHTDG DKAF 

VDFLSDE1KEERKIQKHKTLLK\ 

MSGGWELELNGTEAKLVRKVA 

GEKIPVPFYNINNSIPPYTFDGEEE 

TLARARRFEDREPELTSLPKFW 

VEW IKND * WQERPL VLDWH YP 

EDEVGQEDEAESDIFSI\REVSFQ 

SVTGESEWKDTNYTLNPDSFWT 

G PL YD\HLMGFP* PNRGV DN TF 

A\DE\LVELSTAPRSPPGVPLPFP 


19385 


49753 


A 


19498 


3 


342 


LDTNLPAMRVPAG LEKRLCAA 

AASILGKPADRVNVTVRPGLA 

MALSGSTEPCAQLS1SSIGVVGT 

ARDNRRHVGAPFFGFSPRELALG 

QDRILIRFFPLESWQNGKIRTGM 

TFL 


19386 


49754 


A 


19499 


3 


520 


SSARAVSVPLPAMPFLELDTNL 
PANRSARGGWRKRLCAAAASM 
LGKPA\DRVNVDRYAGGFAIGA 
*AGST\EPCA\QLS\ISSIRRQWGT 
AEDYNRSHSAHFF*VSSPRELSP 
GARDRITLFRFFPLESWADWAR 
*GTVIDFFMIWGTEGFQGHLVN 
LA A SFQKRSSWAE VKGLG 


19387 


49755 


A 


19500 


7 


355 




19388 


49756 


B 


19501 


172 


479 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19389 


49757 


A 


19502 


1 


1656 


LEDPDSSSRPRRAGSGHSASFPF 
PPLEQLWRQVKTLNP1CAEVAR 
AQAALAVNISAARGLQDVLRT 
NLGPKGTMKMLVSGAGDIKLT 
K\DGNVL\LHRNCKFQHPTASL\I 
AKVSNKPQE*YNLVDGTDFLIV 
LINWESLLKQA\DLY\1SEGLHPR 
IIT\EGF\EGAKEKALQFLEEVKV 
SRE\MDRETL\IDVARTSLRTKV 
HAELAD VLTE A VVDSIL AI KKQ 
DEPMDLFMI/SVI MEMKHKSETD 
TSLIRGLVLDHGARHPDMKKR 
W\RDAYILTCNVSLEYEKTEVN 
SGFFNYKSAEEREKLVKAERKFI 
EDRVK\KI1ELKRKVCGDSDKGF 
VVINQKGIDPFSLDALSKEGIVA 
LRRAKRRNM ERLTLACG WG/M 
PLNSFDDLSPDC\LGHAGLVYE 
YTLGE\EKFTF1EKCN\NPRSVTL 
LI KGPN 1CA HTS LR1QRWQ* G DG 
L*GAV\KNAIDDGCVVPG\AGA 
VGSGQWAGSPGFKHKPSC*RA 
RAQLGSPKHLLDAFAHYFPKVL 
CFRNSGFLTFQGNIKLKFKAE\H 
SESG\QLVGVDP*TPGEPNWWP 
ARSK.AVWG 


19390 


49758 


A 


19503 


2 


424 


EGPVMAPPNPGPATLGGPGPDP 
DLG RLPLHEVFLHIRVPARPRG 
APLHRRGLRGRHAVRAVRQRR 
REPEDGAAGAVDRAGGAGVLG 
RGDRESEGPLTD*PREPADRAP 
LLQPERGRFSHPLPTLTCAPSPII 
FPVAERWG 


19391 


49759 


A 


19504 


3 


174 




19392 


49760 


A 


19505 


2 


153 


LPLHEVFLHIRVPARPRGAPLH 
RRGLRGRHAVH*PSEPGDPARL 
LQPERG 


19393 


49761 


A 


19506 


3 


354 


EDGRHGAPNPPPATLGGPGPDP 
DLGGLPLHEVFLHIRVPARPRG 
APLHRRGLRGRHAVRAVRQRR 
REPKNGAAGAVDRAGGAGVL 
GPGDTEYEGPLTD*PSEPGDPA 
RLLQPERGR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19394 


49762 


A 


19507 


3 


1246 


GSTHASARMAVMAPRTLPPAT 
LGGPGPDPDLGGLPLHEGFXLHI 
RVPARPRGAPLHRRGLRGRHA 
VRAVXRQRRREPEDGAAGARG* 
EARKGPE*LGRG\NTESEGPTHR 
LDPSEPGDPARLLQP\E*GRFFTP 
FQIMYGC\DVGSDGAFSSAGYP 
Q ERLTNG K D YI ALN EVDLRS WT 
AADMAAQITKRKWETPPMRRR 
SLRAYLDGTCVEW\LRRYLENG 
KETLQR\TDPP\KTHMTH HPI S *P 
*RPL*RCW\AL\AFYPCGDHT*P 
WQRDG\EDQTQGHG SLLETRPA 
GAG\TFQKWASMVVPSGQEQR\ 
YT\CHVQQ*RVLPKPLTLKM/W 
EPSSQAHPSPIRGASFAGPWFSL 
GSL*ITGYAVGRCW*C*RKEQLR 
WRRGER*KKEGAYSQGCKASD 
QCPGASDVSLHSFVKVLRQLAL 


19395 


49763 


A 


19508 


1 


392 




19396 


49764 


A 


19509 


1 


220 




19397 


49765 


A 


19510 


3 


500 




19398 


49766 


B 


19511 


28 


134 




19399 


49767 


A 


19512 


1 


1662 


MAASVVCRAATAGAQVLLRA 

RRSPALLRTPALRSTATFAQAL 

QFVPETQVSLL\DNGLRVASEQ 

SSQPTCTVGVWIDVGSRFEIAEK 

NNG\AGYFLE\HLAFKGTKNRP 

GSALEERRWRAWGAHLNAYST 

REHTAYYIKALAKELPKLAWEL 

LGDIVQNCSLEDFTD*GRNVDV 

1LRE\MQEN\DAS\MRDVVCNYL 

HATAFQGMPLAQALEGPSENV 

RKLSRADLTEYLSTH*QGPSKW 

C W A AAG RE WEHQQLFRTF AQE 

GTSVGIP\WTYAEDAVPTLTPCR 

FTGSEI\RHRDDALPFAHVAIAV 

EGPGWASPDNVALQVANAI\IG 

H\YDCT\YGGGVHLSSPLASGA 

VAN KLCQSFQTFS I C Y AETG LL 

GAHFVCDRMKIDDMMFVLQG . 

QWMRLCTSATESDWDRGKNIL 

RNALVSHLDGTTPVCEDIGRSL 

LTYGRRIPLAEWESR1AEVDAS 

VVREICSKYIYDQCPAVAGYGR 

SLGLPFHLCSRTAAQLTEQPVK 

APSSSPQSPGCQGVLAQKTCPSS 

SLTACQGAFINTLHPSGPIEQLP 

DYNRJRSGMFWLRF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19400 


49768 


A 


19513 


2 


1693 


AQSTLARRNRADCSWKMAASV 

VCRAATAGAQVLLRARRXSPAL 

LRTPALRSTATFAQALQFWPET 

QVS\LLDNG\LRVA\SEQSSQPTC 

TVGWWIDVGSRFETEKN/DSGA 

GYFLEHLAFKGTKNPALAVPW 

EKEVESMGAHLYNAWSTREHT 

AYYIVKALSKDLPKAVGALGDI 

VQNCSLEDSQIEK.ERDVILREM 

QENDASMRDVVFNYLHATAFQ 

GXTPLAQAVEGPSENVRKLSTA 

DFTRYL\STHYKAPESVLPQTEG 

VRTEQLLDL\ARNHRVHIP\*TY 

AEG ALVPTITPCRFTG SEIRHP* D\ 

ALPFAH\VAI\AVEGPG\WPAPD 

NWALQ VGN A\I I GH YDCTFGG\ 

GVHLS\SPLG\SGACGPTKLCQS 

FQTLSUCYAEDGLCWVHTLFC 

DRMKMDDMMFVLA/QGHWMR 

L\CTSA\TRSEVVARGQKNIPQK 

MPLGISS*DGNYSLCVEDITPAA 

LLTLWARRMPPGLKWESVRIAG 

GGFQVVVR*DLAPRYIYGPSCP 

AVA\GYWPH*SMLPDYNR1P*P 

ACFWVAFFRAGKPMVKQKGR 

GGGLWSPPPPQTQHFRLLLTCC 


19401 


49769 


A 


19514 


46 


422 




19402 


49770 


A 


19515 


568 


1567 


GPWAANGVVLAFPPCLGSPPAP 
HLAPQKAVPPKWGISSLCSFHF 
HIYQVGGVAFCGRIRFLSSTDF 
KRRAGGSGSLMSQEEKHELSG 
K1RSQIMDDHARPYLYTMSNCP 
CWAGALGPQESKCSRGRLLHR 
AFPSLVYTLLLAGQATTGLLSCY 
QQQGAGWDKLDSHRPRNLAA 
WEEPCGMEAFPKPSQSLVEAKI 
AQL ATPG LLDCK A ACPWG APC 
PRGP\MQNATKVIGNM\TEDHV 
D APG S RN AE PP * K V Y PP\LKG S F 
P/EKNLRHLKNTMETIEWKAFE 
NW\MHHW\LLF\ELSKQSLWEQ7 
QSPLDAPPK/ENSLELEDPSSGL 
G VTKQDLG P VPM 


19403 


49771 


B 


19516 


1 


1428 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19404 


49772 


A 


19517 




2293 


MARSEAAAAGPGPGPPGLAAR 

ERRGGRGCVRGCERASVRVWS 

VALRRARRAPARPYVARCRRV 

RRPARVAIGCGGVSSPAGVSGC 

ARVSPERPPLRLCVWALSRAHG 

GAVCRAGPGPDSLKRGLTSHPP 

AFPLHHGSRTLLLGPLSPPPAAL 

PFLLLLWAGHLVAS/ACPGRCIC 

QNV/SPTLTMLCAKTGLLFVPP/ 

SI DRRVVELRLTDNF\RRHFAN 

MTSLV/QLTLSRNTIGQVAAGA 

F/VDLRALRALHLDSNRLAGC/ 

GGDQLRGLGNLRHLI/VGNNQ1 

RRVESAAFD/DLLSTVEDLDLS 

YNNLEA/LPWEAVGQMVNLNT 

LT/LDHNLIDHIAEGTFVQLQSW 

AXRAQAAHPLTVSFGGNPLHCN 

CE/LLWLRRLTREDDLETCASP 

N/NLTDRYFWS1PEEESCTRCQR 

FCG*ASLVAAELTSNSVLIRW/S 

TQRPVPGIRMYQVQYN/SSVDD 

SLVYRKYSLSTYMNPTR\MIPST 

SQTFLVNDLAAGRAYDLCVLAA 

VYDDGATALPATRVVGCVQFT 

TAGDPAPCRPLRAHFLGGTMII 

AIGGVIVASVLVFIVLLMIRYKV 

YGDGDSRRVKGSRSLPRVSHV 

CSQTNGAGTGAA/AGPGPAGPG 

PLRGAARGGVP/WLPPPSPSRPR 

PWRPR/LASAEPEVVLGRSLGG 

SATSLCLLPSEETSGEESRAAVG 

PRRSRSGALEPPTSAPPTLALVP 


19405 


49773 


B 


19518 


97 


255 





2440 



WO 01/075067 



PCT7US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


19406 


49774 


A 


19519 


1321 


1728 


EHAHDRDLHHAHYVQATLVR 

ASLREAVVGSPTDAWLQQRTA 

RSS ASLLL A RN RP ATS V WLPRA 

GFIAGTGGRRERRGSEGWEGG 

GAGGTGAGLSAHSQTSACEGS/ 

CGGSAGRGRCLLSAATPPLQPP 

RPAPPTAGLVQPRQVPTAPPRA 

SAGNEHHQGWSGRL*KSLAAA 

RVGEAPGKLPRPRDFRKQSNGA 

LARASLRVSAQPGTCSSSAAAF 

PPLGPAPLAAPARSCDESGPRQP 

DGRGGPVPGQQQRGA/ESEPCA 

AATRRPWVNRRR/TSRREARTS 

VACT*CAWCRSRSCACSHSPWS 

SASSSSAA1CSSSPRA*STSS*RT 

GGRLRRWRRWSWGPTDPPYAP 

AATAPTPAHFASP/ACAPHYQR 

LGEANLSESIISLD/CRPFGKKRP 

VSPSPSESPH A WQSEESAQTLN 

SAESGKKRAIRAQNFG/RLLLT 

WNAGRPTVRRPFSTRRWAK.LW 

GQVERAGRGETQRH*SPCDRKS 

DLLKATQQTHGVSQIRVRVRSP 

LFSLLPPCPRKGGANKIPLNCKR 

ARFKKGFVFVCLEIQMFE 


194Q7 


49775 


— 


19520 


192 


447 




19408 


49776 


A 


19521 


1 


591 




19409 


49777 


A 


19522 


281 


421 




19410 


49778 


A 


19523 


174 


512 




19411 


49779 


B 


19524 


67 


1166 




19412 


49780 


A 


19525 


1 


1620 


MGAKDGRLLSESSQGLSSCGAS 

LVPFCVSKSRLLMKTPVRLDKE 

TVSTVDSGAPTDLAQLPTVLKQ 

PCCSVMASGQFVNKLQEEVICP 

ICLDILQKPVTIDCGHNFCLKCI 

TQ IG ETSCG FFKCPLCKTS VRK 

NAIRFNSLLRNLVEKIQALQASE 

VQSKRKEATCPRHQEMFHYFC 

EDDGKFLCFVCRESKDHKSHN 

VSLIEEAAQNYQGQIQEQIQVL 

QQKEKETVQVKAQGVHRVDV 

FTDQVEHEKQRILTEFELLHQV 

LEEEKNFLLSRJYWLGHEGTEA 

GKH Y VA STE/PTVERSQEAH * FP 

VCLLASYDEISGQGASSQDTKT 

FDVALSEELH AALTSA HPDLILS 

QDEIVTLNLASQGGSQKRGNPR 

RFYRRGFLEVEPLTGFVELHSS 

GSQCQAL1ESGSREDLPVCPNK 


19413 


49781 


A 


19526 


203 


359 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 








19527 




466 


DPAGSSAASMSSAAGLCALTPP 
/GLLSLGLLLLPLVVAF\ASAEA\ 
EEDGDLQCLC V KTTLPG S VPG H 
1HQLGG*FKGRDPHCPTCPT**A 
TV EGMGRKILLGTWQAPLLQG 


19415 


49783 


A 


19528 


46 


468 


TG PTHAS A A I L VPRSL HKMPG E 
ATETVPATEQELPQPQAETGSG 
TESDS/GKSPASDTYIVFGEAK1E 
DLSQQAQLA AA EKFK VQGEAV 
SNIQENTQTPTVQEESEEEEVDE 
TGVEVKDIELVMSQANVSRAK 
AVRALKNMS 


19416 


49784 


A 


19529 


337 


509 


1SQQLLVVLAG1NLRSWLPQKL 
CKYLKQDVLTALDLSVEVPEFC 
PFVDHLVVALEEEGPAL*GHPA 
SDTYIVFGEAK1EDLSQQAQLA 
AAEKFKVQGEAVSN1QEMTQTP 
TVQEESEEEEVDETGVEVKDIE 
LVMSQANVSRAKAVRALKNNS 
NDIVNAIMELTM 


19417 


49785 


A 


19530 


91 


1019 


GELLALLGHRVPTRPWASGQK 
GVCGWCPGKSTLQGLRCGPTIR 
ACRDGSSCSVEGGRGVRLVLG 
TASQDPEKEMPGEATEPVPAYT 
EQGVAASPRAETGSGTESDVSD 
ESVPE\LEEQDSHPGQPHNKAQ 
AGRQQSEIDEDPVSVKAKQSRN* 
KEGPGRAMSQTGVFGQVTGVT 
KEFTRRKSKNILLCHPPKPDVY 
QGAPASRYFTIVFGGSPRSEDLS 
PSKHNLASCLRNSKFQGEAVSN 
IQENTQ\TPTVQEES\EEEEV\DE 
TNG VEVKDI E\LVMSQAN VS\RA 
KAVPSPEERTSND1VNAIMVSV 


19418 


49786 


A 


19531 


1 


261 


MWGHFHSHPGTGQARAYTDTS 
GSPIPL1MHVNRGRHSEIPVLER 
1MLLHFRMDAST*NLGMSSLME 
AILKNQFRHVSLAVSFAFSGEK 


19419 


49787 


A 


19532 


277 


349 




19420 


49788 


A 


19533 


792 


1014 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19421 


49789 


A 


19534 


849 


1752 


GESRGWERRKCVRPLSSYATHL 

SVCDCHIGNVREGADPAGGAG 

* L* G ARQQQTHTHKPAKATQR 

GEDREEKKRETKREERLGQQE 

NERDERGRREKEPRNRGTKRRE 

AEKGRRR/ESEGKREEKGEEER 

QERQQKRAREKRRGRGARRRG 

REKKKTQRPRTQ AQRPPLKK1 K 

DYTHHTTQTPTQQHHTHTTKH 

KQPHTNNTTVFLFFFLLAKEHR 

RA A RKQHEPERGRGGG SKAG A 

KIKHTS1AAAADRRHDRPTQRD 

TRRKEGRRAQSGKHGRTAHKT 

EAGGGIPVHSTSRVQVILLLQPP 


19422 


49790 


A 


19535 


139 


470 




19423 


49791 


A 


19536 


2 


83 




19424 


49792 


A 


19537 


32 


434 


NRRKG A\G PVFQR AT* KH/R V * R 
AGLRAVDFAVERHGYIKGIVKDI 
IHNPRR/GAPLAKVVFRDPYRFK 
ICRTELFIAAEG1HTGQFVYCGK 
KAQLNIGNV/LP/VGTMPEGTIV 
CCLEEPRLCRRKRTSAEGLNKV 

CVYAT 




49793 


— 


79538 


— 


443 




|9426 


49794 


— 


79539 


— 


376 




19427 


49795 


A 


19540 


170 


368 




19428 


49796 


A 


19541 


175 


427 




19429 


49797 


A 


19542 


1727 


2262 




19430 


49798 


A 


19543 


131 


596 




19431 


49799 


A 


19544 


695 


1337 


GFGTQGERRRQCRLRVTQPLG 
A S S ATQKTPALPETP VKAEQSC 
TLLPSPRTPGHLQPRLLDPSPW 
AVL1RG\QRKGAGSVVRRATLR 
HGK/GAVRRLLRRWISPERHGY 
IKGMVKDIIHRPRSRRAPPLRQR 
WFFRDS\YRF*ER\TELF\IAARG 
AFHTGPSFV YCRQERPS FN IGQ 
WCSPVGHHCLEGYNSCCLPWK 
EETLETCGKAGPGAFKGN I 


19432 


49800 


A 


19545 




813 




19433 


49801 


A 


19546 


227 


381 




19434 


49802 


A 


19547 


135 


740 


PQPLPPPTSMARHVFLTGPPGV 
GKTTLIHKASEVLKSSGVPVDG 
FYTEEVRQGGRRIGFDVVTVVR 
HPGGLLSRVGLEPPP/RENVNAE 
LGSYVVDLTSFWSSWALTRLE 
GM*ADCQQWAQGQRVCVIDEE 
LGKMEALSVK\FSFKAVRQTLS 
YPRDI*SLA/HKSQVPKGKPLAL 
VEEIRNRKDVKVFNVTQ\ENRN 
HLLARYS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19435 


49803 


c 


19548 


251 


574 




19436 


49804 


A 


19549 


2 


450 




19437 


49805 


B 


19550 


721 


3048 




19438 


49806 


A 


19551 


3 


396 




19439 


49807 


A 


19552 


2 


450 




19440 


49808 


A 


19553 


2 


1152 


GPPLHCTRAAGIRHEAPLGLAG 
LCRAADAGLCSAGWGFVKVV 
KN KA Y\FKR\ YQ VKF * KTPERV 
KRDYYARKR\LVIQDKNKYNTP 
KY\RMIV\RVTNRDINLSRLLYA 
PV*RGDMDSLAQR*LHTELAKI 
LVVEGLALTNLLPAALFVPGPA 
CLAPQAFLQ*VLAMDKDLLEG 
PSWS*LGDEYNV\ES1DGQP\GA 
FTC YL\DA DLARTTTGNKVFG\ 
APEGAVDGGLSNPHSSKRFLG/ 
Y V YPLI ISTQTDSPGFMDSEKQR 
NFNARSTSGKHIMGQYNCLQDY 
IALL*WERKMKDAYKK\QFSQY 
I KAN S VT\PDMM\E EM YK\KAH A 
A]RE\NPVLWKRRPKERSLKRR 
GWNRSQNVPLLRKKDRVA\QR 
KASFLQSSRSGLLESLTPAIFP 


19441 


49809 


A 


19554 


3 


991 


LTSRGVGSCAVMLLLVRAGAR 

AWLRPTGSQGLSVSLAEEAARA 

TENPEQVASEGLPEPVLRKVEL 

P V PTHR\RP VH A WIESLRGFEH E 

RVCLVDLHPDVFANAPRLDILH 

QDAMLQKNF*RJSYAKTKTRAE 

VR\GGGGKPLAAERH\WAGPA 

WQHPLSALARRRCCPWPPGP\T 

SYYYMLPMKVRALGLKVALTV 

KLAQDDLHIMDSL*L\PT\GDPQ 

LP*PELAH\YRRWGDSVLLVDL 

THEEMPQSIR\EATSRLKTFNLI\ 

PAVGLNVHSMLKHQTLVLTLP 

TVVAFL\EDKLLWQDSRLQTPLY 

PF SL\P Y SDFP\RPLPH ATQG P\A 

ATPYHC 


19442 


49810 


A 


19555 


31 


305 




19443 


49811 


A 


19556 


213 


541 


DGGPAAHTPGAARGELSPVGD 
SGGYFRPSHLRCWILNLCISVPL 
SSAKDLLHPSSEEE\RRNPMKN 
RLVQSPNSYFMDVKCPGEETV 
CCIGESTGPQQLENVVVLAVSY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19444 


49812 


A 


19557 


164 


591 


DINSRDRSGPRATRIDGSGEGD 
KMAAQLRRHQGRRGASSPRFA 
KD\LLHPSPEE\EKRKHKKrCRL\ 
VQSPNS\YFMGV\KCPG\CFKFT 
TVF*AMAQTVVLCVG/CAAPLF 
LCQPTGEKARLTEGCSFRRKHA 
LKATLSQDEWETILQ 


19445 


49813 


A 


19558 


362 


916 


GGRCTMARTKADWPANRTGG 
KAPKEANWLTKSPLRKSAALY 
LEGSKKPHRYR\PGTVAPP*NLD 
GYQKSTAELLIRKLPFQ/RRLVRE 
IAQGLLKQDSRFQ\SAAIGCFAG 
RQVRAYLVWPFLKDTNLCAMH 
AK\RVTIYAKKTFQLSTPAYRG 
EPCFKDPLMDGETFHSQKKKK 
KISLLPVIGSSER 


19446 


49814 


A 


19559 


849 


1261 


DGHIAGGPCS*GWPRDPAPKSQ 
PTM SSGSEPEKLPPAPRPQH YCS 
PVAEVSGPRFAVGIKALNQQAFT 
ERRLHTSLCPVPAALTVPSPESL 
PQPQIFPGLAPATHTLYSKAWA 
GATVSRPGAILGAGLYWGLVR 
ETAS 


19447 


49815 


A 


19560 


3 


1852 




19448 


49816 


A 


19561 


362 


1298 


QGGRNVRHPSPLLAWGSDLIV 

KPH WLH WLLDLNH ARLSALFA 

AAGARLPSHIPAPSAGSRRLLLL 

LLGGCRACLLFFPEMANRGPSY 

G L SRE VQEMCl EQK YDA DLENK 

LVD\W1ILQCAED1EHPPPGRAH 

FQKWLM\DGRVLC\KL\INRLYP 

PGTRSPYPRFSESKDGFLGRWE 

QISQF\LKA\AETYGV\RTTD1FS 

RRWFLWEGKDMAACAEGP*L 

ALGSVAVTKDDGCYRGEPSWF 

HRKAQQNRRGFSEEQLRQGQN 

V1GLQMGSNKGASPGGP*TGYR 

ECPRQIHVRTRHPAPWLERTNV 

STPWSFTK.KK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oriast 
codun for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19449 


49817 


A 


19562 




2518 


AAGEWPQRPRAAVAAAGAAA 

RQRLPGSRQVAAGAPQPAGGG 

DPSQRYPPGAEILIKVQVYVSGE 

LVPLARASVDVFGNRTLLAAG 

TTDSEGVATLPLSYRLGTWVLV 

TAARPGFLTNSVPWRVDKLPL 

YASVSLYLLPERPATLILYEDLV 

HILLGSPGARSQPLVQFQRRAA 

RLPVSSTYSQLWASLTPASTQQ 

EMRAFPCLPGH*G\SSSGNGSW 

LELMPLTAVSVHLLTGNGTEVP 

LSGPIHLSLPVPSETRALTVGTSI 

PAWRFDPKSGLWVRNGTGV1R 

KEGRQLYWTFVSPQLGYWVA 

AMASPTAGLVTITSGIQDIGTYH 

TIFLLT1 LA AL ALL VLI LLCLLI Y 

YCRRRCLKPRQQHRKLQLSGPS 

DGNKRDQATSMSQLHLICGGP 

LEPAPSGDPEAPPPGPLH SAFSS 

SRDLASSRDDFFRTKPRSASRP\ 

AAEPSGARGGESAGLKGARSA 

EGPGGLEPGLEEH RRGPSG AAA 

FLHEPPSPPPPFDHYLGHKGAA 

EGKTPDFLLSQSVDQLARPPSL 

GQAGQLIFCGSIDHLKDNVYRM 

VMPTLVIPAHYVRLGGEAGAA 

GVGDEPAPPEGTAPGPARAFPQ 

PDPQRPQMPGHSGPGGEGGGG 

GGEGWGAGRAAPVSGSVTIPV 

LFNESTMAQLNGELQALTEKK 

LLELGVKPHPRAWFVSLDGRS 

NSQVRHSYIDLQAGGGARSTD 


19450 


49818 


A 


19563 


206 


1126 


LESGSHIYAFSHESLLLHVASAS 
V*TSFSDFATSVCHSPLHCQLH 
HALIPHGKGECSSWSGIVATGF 
GATGFLGRCVVNHLGRVGSQIP 
QAIAQVSKEAEVGKFIHVAHLN 
VN IKSSSRYLRKKAVGEKA VR 
DTFPEAIIVKLLDIFGREDRFLN 
YFAMMCWFGAIPLVSLGWKAV 
KQPVYVVDVSKGIVNAVKDPD 
ANGKTFAFVGPNRYLLFDLVK 
YIFAVAHSKGWVARDFE1SPFE 
SWTTRDKVER1HITDMTLSHLP 
SLEDLGIQATPLELKAIEVLRLH 
HTYCWLSAEIEDVKLAKTVN1 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19451 


49819 


A 


19564 


196 


553 


KLSSEFFLTHSINTAIRNGNLFV 

NRVTEVTRSGGNELGSFCLLAI 

KFTLLSFLGTGTRRLLPALRPRR 

LQQRGSHGLAGRLFTLWILHA 

GCHARGELLEPDTC*LSLCRAR 

KPRLSTLK 


19452 


49820 


A 


19565 


1 


505 


ATEDPGVAMGRRPARCYRYCK 
NKPYPKSRFCRGVPDAKJRIFDL 
GRKKAKVDEFPLCGHMVSDEY 
EQLSSEALEAARICANKYMVKS 
CGKDGFHI RVRLHPFH VIRFN K 
MLSCAGAD/RIHISKKWGFTKF 
N A DEFEDM V AEKRL1PDGCG V 
KYIPSRGPLDK.WRALHS 


19453 


49821 


A 


19567 


6 


904 


aqlsslavpllvltpfrsvlvfr 
sdslff v a atedpg v a m grrp 
a\rcyrycktk:p\ypksrf\crg 
cplmpr1rifd\lgrkkgkkwn 
efpllcp/hmvsdeyeqlssesp 
grlpr1cpnk\ymvkscgkdgf/ 
h 1 srvrlh p\fh v i rl hkmlsc a 
gadkapkqacrgafwkspk.gn 

LLARGSQLAQVIMSIR\TK\LQN 
KEHVI*GPAARPSFKFPGRQK\I 
HI\SKKWGF\TKFQC*WNLKDM 
VAEKRVHPHMACGGQSTSPSR 
GPL\DK\WRALPLHEGLPNVAA 
HPLNTPPIKFLLPWSKKKKKK 


19454 


49822 


C 


19568 


346 


471 




19455 


49823 


A 


19569 


1495 


2780 


EGLHLFCDLLDGLPGVQVAGG 
FDSFSSI LASFTY WHDFPNSTML 
LSTFRDINLGMN 1 1 KKS A VCFSR 
LGSETWEMPANLRPSEGGART 
RTELSRPQTPSRAHLAWRGRGG 
LGAVRPRRLSRRRSLS*KP\RSL* 
AEAPAGAPVRRCRPAAPP/PPRP 
SRCGPSTPPPPPSPGA\PRRRRPP 
CSEHNKLSPPPPSSLCLRPAPSPP 
RPAPRRSPSRRRRRRRHPRPAD 
RREPLASATRVRPLPPPPPPR* PP 
SSSCPRRGGRRFLAPWLARPAG 
APRRAPCSRAARSRRAGASGAR 
VGDPAGAGRGWRRRAAGRPY* 
APERRPPPPLPAVCEVSGGPLRA 
SFADSVPGVRRRRPPGLGTPLSS 
SGV*PRNERGVETTTSWGGGSE 
GAPGSGEGGNLFPAPQV1VARS 
GEGTVVPRFPVCQLRDSAVLLC 
LFD 


19456 


49824 


A 


19570 


178 


256 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19457 


49825 


A 


19571 


622 


1726 


QGSGRTMMRMLVPASVGLLET 

GPPG DPSLSHPLSGD VTVLPED 

Q\STVQKLASDHKDIHSSVSRV 

GKAIDRNFDSEICGVVSDAVW 

DAREQQQQILQMAIVYEHLYQQ 

GMLSVAEELCQESTLNVDLDF 

KQPFLELNRILEALHEQDLGPA 

LEWAVSHRQRLLELNSSLEFKL 

HRLHF1RLLAGGPAKQLEALSY 

AVRHFQPFARLHQREIQVMMGS 

LVYYLRLGLEKSPYCHLLDSSH 

WAEICETFTRDACSLLGLSVESP 

LSVSFASGCVALPVLMNIKAVI 

EQRQCTGVWNHKDELPIEIELVS 

*SAWYHSVFACPILRQQTSDSN 

PPIKLICGHV1SRDALNK.LINGG 

KLKCRYCPMEQNPADGKTH 


19458 


49826 


B 


19573 


271 


392 




19459 


49827 


B 


19574 


58 


296 




19460 


49828 


A 


19575 


215 


861 


QLPAESVRTRGPAKAQARAGG 
PPGPWHCSYKWRAWPSSLSGT 
GWPDMEGETTAAAPASRENSA 
DCS\AGEERGPG\KELW\SPIQ\Q 
VTATSS*MGRDFVLAT*EKVSH 
VDS*/EQPRSLQR\DPRP\AGPAQ 
AKQGTPRAQASRESL\SRPTAA 
V\QLPSGPQHPV\TSGS*KGLAG 
KTSMGRKGLPWARGWAPWSL 
EAQNP\RPTRLCDLFITGEDFDD 
DV 


19461 


49829 


A 


19576 


65 


782 


SSSSSAIQRKPRWVLYKY1QEL 

WRKKQSDVMRFLLRVRCWQ\Y 

RQL\S ALH RAPRPTR\PDK\ARRL 

GYKAKQGYVIYRIRVRRGG\RK 

RPSFLKGATAYGQSPVHSWVFN 

QLKSFASE/VLSVPFARGRRSLG 

RH\CGGLLEEFLNFFNWVWVER 

rrn I vlrLJVVlrnLlrrr KLrlul 

N\P\DTQLIHQNQVHKHR\EMRG 
\LTSARPEKSRGLGKGHKFHHTI 
GG/SLRRATWRRRNTLQ\LHRY 
R 


19462 


49830 


A 


19577 


1 


179 


QEDYLRELLTTMGDR\FTDEEV 
DELYREAPIDQKGG/MFNYIEFT 
RILKHGAKDRDGLKEL 
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SEQ ID 
NO: 


SEQ ID NO: 


Mel 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19463 


49831 


A 


19578 


144 


722 


KKGLNHHHVEQNNTRPRPRSG 
PQRATSN\VFAMFD\QSQIQEFK 
EAFNMIDPDQDGFHRPGKICND 
MLASLG\KNPT*WSILDAMMNE 

\nrurro IN r IrWr rnnurUccV 

MATRS*KMV1RKCPLTCFE*KK 
PLGTI\GEDYL\RELLTTHGGIGF 
TDEEVDELYREAPI**KRGISITS 
EFTRI LKAHG A K DKDD 


19464 


49832 


A 


19579 


3 


429 


VACLREHKQRCERATRSLLREL 
LQVRARVQLQGSELRQLQQEA 
ppa aaa nci/cA pppcr.i rvMrnv/i 

Ivr Aj^ A r fc, JS. c. /V r Jfc r b U V^J IS 1V1 

QALDKRLVEVREALTRLRRRQ 
VQQEAERRGAEQE/DRPQTGQA 
DRLAAAGGAGPGGGLRRPAEE 
PRGQQPEGGPGGGQN 


19465 


49833 


A 


19580 


1 


2454 


RFPAGVAPRRAMANVSKKVSW 

SGRDRDDEEAAPLLRRTARPGG 

GTPLLNGAGPGAARQSPRSALF 

RVGH\MSSVKLDDELLEP\DMD 

PPHPFPKEIPRNEKLLSLKYESL 

DYDNSENQLFLEEERRINHTAF 

RTVEIKRWV1CALIGILTGLVAC 

FID1VVENLAGLKYRVIKGNIDK 

FTEKGGLSFSLLLWATLNAAFV 

LVGSVIVAFIEPVAAGSGIPQIK 

CFLNGVK1PHVVRLKTLVIKVS 

GVILSVVGGLAVGKEGPMIHSG 

SVIAAGISQGRSSSLKRDFKIFE 

YLRRDTEKRDFVSAGAAAGVS 

AAFGAPVGGVLFSLEEGASFW 

NQFLTWRJFFASMISTFTLNFVL 

S1YHGNMWDLSSPGLINFGRFD 

SEKMAYTIHEIPVFIAMGVVGG 

VLGAVFNALNYWLTMFRIRYI 

HRPCLQVIEAVLVAAVTATVAF 

VLIYSSRDCQPLQGGSMSYPLQ 

LFCADG E YNSM A AAFFNTPEKS 

VVSLFHDPPGSYNPLTLGLFTL 

VYFFLACWTYGLTVSAGVFIPS 

LLIGAAWGRLFGISLSYLTGAAI 

WADPGKYALMGAAAQLGGIV 

RMTLSLTV 1 MMEATSN VTYGFP 

IMLVLMTAK1VGDVFIEGLYDM 

HIQLQS V PFLH WE AP VTSH SLT 

AREVMSTPVTCLRRREKVGVIV 

D VLSDT ASNHNG FPV VE HADD 

TQPARLQGLILRSQLIVLLKHK 


19466 


49834 


B 


19581 


508 


4413 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19467 


49835 


A 


19582 


8 


j3I 


EVTACWQSSQPSLTLSASSAWA 

QTl A A I PPPF^PPT WCFQPPT flW 

PRPELGPSAAPCAPVPPEPPQRV 
PPPAP*RPVPSTTQGLRSVGAW 
CRTGRQLHLHPGVGSTG 


19468 


49836 


A 


19583 


831 


1121 




19469 


49837 


C 


19584 


1 


1524 




19470 


49838 


A 


19585 


270 




RFSKSPPDSGAQLAAPSGSRTG 
AAGGAACQSRAVRPHSSALGW 
SMGLGAMEQGAVLVGEA WAT 
QQPTVGGRLRHGGLQVPSPAPR 
GGS*GPAKSHSSCWPRC 


19471 


49839 


A 


19586 


2 


298 




19472 


49840 


B 


19587 


113 


515 




19473 


49841 


A 


19588 


1 


569 


MLPDRLRSPVAHHRCRASGNY 
HSGRHSPAPAWRVTLTGWLDQ 
RSSR1HRSLAFKDSYSKGKEERT 
HIKGMCSELLPSG/EARGLAGFR 
SEAADLRGECYSS*RQCGPKEL 
RSPAGFTQW1PHWGYRWSCLS 
VPRPAPALLSPWVVDGTGRCG 
AGGGAHRGGSGRSGAHGGGG 
RLRHGGLQVPSPAPREGS 


19474 


49842 


C 


19589 


1 


1200 




19475 


49843 


A 


19590 


511 


846 


ARHRVLIGVFTIPELD1KVLHVP 
TRLRSPASFTQWIPHWGCRWSC 
LPVPRRVPALLSPWVVDGTGG 
CGAGGGAHRGGWGCTGAHGG 
GGRLRHGGLQVASPAPREGS*G 
PARN 


19476 


49844 


A 


19591 


9 


481 


QQPLREKPA SG DHPAKN ANRR 
WPSPTRYPYVES*NWMPSLHLI 
QKS1QDGLKT*TLDLKP*KL*KK 
T*ALPFRT*A*ARTSCLKHQKQ 
WQQKTKLTNGI * LN* RASA/PA 
KETKI/SSEQATYKMGENFHNL 
LF*QRAN1QNLQ*TQRDLQEKN 
KQPHQK 


19477 


49845 


A 


19592 


1 


3339 


MSVRKDVEKLEPSDIVCGNVQ 
CYSCMETNLTVSQKVKHEVTV 
GPREGATKPNRMKGKEGRSGS 
LLGEGDFFKDESVMSSQGSSKD 
GEK.RRGKAQRWKWPMQGICR 
QLGVAKSMEGYQSRRDQGGR 
GVSDKWPQVCAKKPEFYPTAQ 
VWANFSVTSCQSVTITQLCHGL 
RRLEISPARSNAMHLNPDPPGQ 
KQNLSPKVNDIITD1ESSSGSGA 
GKFQVISKSD1SEVLLQQMDAG 
HSSKDDPNEYGGWKSPRPRC 


19478 


49846 


B 


19593 


1 


631 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19479 


49847 


A 


19594 


71 


208 


PCPKHCSKFPMCPELVGSWSH* 
LQE*SHGPSRFRLC*KQPQDLQ 


19480 


49848 


A 


19595 


138 


650 


AWAQLPSALGSTRVSPPPSARS 
QPPWRRRHKVCWRLNRCKE/L 
DEDAVASADFSSMLSEEEK.EEL 
KAELVQLEDEITTLRQVLSAER 
KAS/ELR*NKNSA*T*/CNELKPE 
LQQKLA*HAD*HCLQEDT*YAE 
SRRAKGNCSFQQRWNGHQQEV 
RRHELL H S P FHK Y A C Y ETK VG 


19481 


49849 


A 


19596 


1 


1222 


MRADGTAGK.DPFATDKQLPEL 

LIQHCWDGLLAVCGGSTVGVR 

LPF1LHGSWVRPVAASFPPLPDN 

LHDSAEPAIILLEPTQMRRNQK 

TNAGTMTKQ1SSTLPKNHHTSS 

PAMDPNKEEIHDLLEKEFSRLVT 

ELIREGPEKGKAQCEEIQKKDT 

K VKGE I FKE VDSLKK KQLNIQE 

NLETLLEVLNALESLSNRIEQVE 

ERN SEREDK VFELTQSN K.DKA 

QR1RKYEPSLQEVWDYVKLPKL 

RI I SFPNEEENSKSLENIFRGRIK 

EHFHSIARDLDIQIQEEQTTPGK 

LIVKRSLPRH1V1MRAPTPMDHP 

RAEECGRRARDWQAAPPAAPV 

RDPLGEASWAPDSEGRKWVTvlTS 

KH QRN KLRTRH L * EL* H S SRG S 

VASFLKSVRPRTHQFQTQSGYP 

KLRWRK.ES 


19482 


49850 


A 


19597 


381 


598 




19483 


49851 


A 


19598 


1 


1906 




19484 


49852 


A 


19599 


493 


589 




19485 


49853 


A 


19600 


60 


261 




19486 


49854 


A 


19601 


1423 


1831 


PRRSANVNLPPPQLATLSPGWP 
EERKSVGSPTSPPPPRPLRRLSA 
APG\SGGAWPEPGAWSLD*TAS 
PAGAPVQRPAGNG/PSALDASH 
ARALYLQRIPRVTWTPASQPPA 
PLGPFLPLIPPAASHRQPSSSFFR 
RHR 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibk nucleotide insertion) 


19487 


49855 


A 


19602 


1 


1535 


MEEKTNVQLPPGQTEQHVEIH1 

MNFCSKNHHRITPEKPKELTDP 

FKEAACCCKLYEIDKKLYRMA 

EW1K.IHKPS1CCLQETHLTHKDS 

HKLKVSITFKDLAVRFSEEEWR 

LLEEGQREFYRDVMRENYETL 

VSVEPGRAVGGGSHADEGQEP 

AGCG/VSPGPGAAGEGDPRVLV 

WRSQGRYGQPRER\GRGASLD 

GERASPEAA/DGKRALPSPRPA 

QLPSRRPYQPAPPG\PTPTDSSCS 

SGPTGDGVQGSPLPIR1SPGNSP 

L/PRPHQLSEGNPCAWAPAPRDI 

PKLLATSP*PGHVQANQSRPGA 

WEPALGRSDQRACSASGSAELC 

ER WPQQAP/APPEEPPPA SPHPA 

APTG\PG F WESCGEPG AA\PGKG 

SAPKPSPLHCLESALRGILP\EGP 

CASPAWEAPAPAPAPAPARASA 

A/AEGEDPRPEPELWKPLPQER 

DRLPSCKPPVPLSPCPGGTPAGS 

SGGSPGE\APGEQSPGTAAASV 

Q/VSPAHWPCFS/SPVRYSSGSLP 

GFSAGEKAQG 


19488 


49856 


C 


19603 


4 


150 
















RTRDWSLFLLMFGCVRSFFLLV 
GLWSCWLRSEAADLRGECYSS 
♦GGASGVVRSSWWVRGLTSFR 
SETGFTQWIPHWGCRWSCLPVP 
RCAPALLSPWVVNG 














LVHFTEC*LVRLQTLARHSTDW 
CIYKSLARQKSSPSPHSTQEVQL 
ASPLTGRQEDCSEPRSAPLHSSL 
GPTERDSICVAASSVRWTRPGA 
RFS 


19491 


49859 


A 


19606 


2 


399 


SKLQKLKRSLSFKTKSLRSKSA 
DNFFQRTNSEDMK.LQAHMVAE 
ISPSSSPLPAPGSLTSTPARLVCI 
QV A RLMPFRNTS SRSPLFC/RC L 
QPHDSGFLFLRPARPRAHREER 
NNSRRVALRAVTLTTERLQLHS 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19492 


49860 


A 


19607 


1 


1262 


MPLSYAYKNAETLAGRHTSSW 

MSRGAYQRRNTRAAGRPEECT 

DRNWHAGRTRR1WLGQLEERC 

SDVFGVSFFWWVRGLAGSGAK 

LQTFTVSVTAHRGSKDQKSEQ 

KQDLLQKAKEQTIHNVKGDPS 

ELPLLAPAACFYSL1CPRPPPHIL 

LIGPFYREL1GPFYRELIGRQLRP 

GEKSST A A/V WPRC * A A/T^LPG A 

G/WTAPSAGPAEPTPTWNSRWP 

ASATRRPGSRRRLSLHTSPQAE 

GAGSGLSQPRKGLPQCSGRLKR 

SSSAARVGVARQRRRRERASEG/ 

WPACCHLSVLPCGFGFLEAHSS 

SPEQTDHEQNCPADIKVMRLA 

GQPTNARGAANRAQPLHSTSV 

SHLKAV1FK1QTRQQKNSHFPPL 

FLEMTTSLATGRLRPSWVDYA 

RPALSVVSVSRFSLLTSLLELLV 

ETLGECGLL 


19493 


49861 


C 


19608 


173 


394 




19494 


49862 


A 


19609 


1 


924 




19495 


49863 


A 


19610 


3 


689 


EVQEELEGPVRGAPHQLHQGP 
VEH LEAPHQVHKFGKKVI YFNY 
LSELHEHLKYDQLVIPPEVLRYT 
MRSSRACTRAGRRLPPRHHRR 
G PRCPHSSLASVCNTSKTK1KA 
NSSPLC*GSQ*RT*ERKACAPRA 
CSGDPPACRPSARSRGSTT/KGK 
PVNFDDYGDIH1PAVILKTFLRE 
LPQPLLTFQAYEQILGITC/GGE 
QPACHSLPPDLTEPPRAQLRRPP 
LPHGLPACG 


19496 


49864 


A 


19611 


1749 


2411 


APSCLVSEHSAPGPQRELPQPLL 
TFQAYEQILGITC\GSCP\AQGW 
GAWSSDAVPQLLARRPPLPHGL 
PACGEWGRGELGVKPSGLPSH 
AGPAWGHQVRTVCATAHPQD 
CISPEGAVEEEIVGG*GC\TEGQ 
SQRVLQIWP\SQGVSSLSALVPL 
N\MF\TEL LIE Y Y EKIFSTP\E APG 
EHG LAPWEQGSRA APLQEA VP 
RTQATGLTKPTLPPSPLMAARR 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19497 


49865 


A 


19612 


883 


2164 


EH RRPMRAQASHEGHRH PMRA 
QMSHEGYRRPMRVQASHENTG 
VP*GVQASHEGTGIP*EHRCPM 
RTQVSHEGTGVP*ECRRPMRTQ 
\GPMRGTGVP*EHRCPMRGTGV 
P*EAQASHEGHRRPMRGTGIP* 
GAQASHEGHRCPMRGTGVP*G 
HRRP/DENTGVP*GHRRPMRAQ 
ASH/REHRCP/DEGHRRSP*GHR 
RPMRAQASHENTGVP*GAQAS 
HENTGVP*GHRRPMRGTGVP*E 
\QGVP*GHRRPMRAQVSHEGHR 
RPMRTQASHEGHRRPMRTQAS 
HEGTGVP*EHRRPMRGTGVP*E 
FRRPMRGTGIP*GHRRPMRAQA 
SHE"NTGVP*GNR/PYHEGTGVP* 
ECRRPMRTQASHEGTGVP*EHR 
CPMRAQASHEGHRHPMSTQAS 
HEGHRRPMRTQASHEGH RH PM 
RTQASHEGTUSHEGHRRPMRT 
QVSHEGTGVP*EFRRPM/PGHG 
HPMRTQASHEGHRRPMRVQAS 
HENTGVP*GIIRHPMRGTGIP*G 
HRCPMRGTGVP*GYRHPMRTQ 
ASH EG YR/PSHEGTG IP* EHRCP 
MRTQVSHEGTGVP*ECRRPMR 
TQVSHEGTGVP*GHRRPMRTQ 
VSHERHRRPMRTQASHEGTGV 
P*EH RCPM/MG HRRPMRTQ A SH 
EGTGVP*EHRRPMRGTGVP*EH 
RRPMRAQESHENTGVP*GAQA 
SHENTGVP*GHRRPMRAQASH 


19498 


49866 


A 


19613 


1 


552 


VPQDSLGQALAGQATPEIPLGL 
QLHTVLVQEIQELIEAQTRAPGP 
CAEVRALPAPAAEPEPAWEEAP 
PERALELEGAPAKDQTNEELPEI 
TA/PYC/EPLALTLELKAWLERE 
VGGRG\DQHSPSQQLPCCP*SW 
ARWQTCRQRAGHLAWPPVPRC 
REASLIH*NHSPAAAGPF1LLILV 
YLCAGGA 


19499 


49867 


A 


19614 


443 


991 


VDSRPMLNTRLMRTSGRRWTP 
RPQVDTRP*VNNKTQ*AIRPQ/C 
GYSPQVPQDSLGQALAGQATP 
EIPLGLQLHTVLVQEIQE/RH*G 
TDTCSWSMCRSKSTASTSRWS 
Q/RPAWEEAPPER/GTGAGGSSS 
QGPDQRGAA*NHGGAGEH*KK 
AGRKSSE\RYACSQRQPPPPGM 
DAGPQLGIQAVCP 


19500 


49868 


A 


19615 


16 


450 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19501 


49869 


A 


19616 


2 


477 


PRVRSGHSMDMRVPAQLLGLL 
LLWLRGANCDIQVTQSPDSLSA 
SVGDK.VTITCRASQGISNG LSW 
YQQKPGQAPTLLI YAASSLQSG 
VPSRFSGSGSGTDFTLTISSLQPE 
DVATYYCLQDYTTPFTVLQAIT 
KTPQR\RDV*VCTVLATPPGVIN 
WL 


19502 


49870 


A 


19617 


2 


675 


LPLSSSALPTESGSHLPFSGIMA 
RPSDPLVKPQRSSKREPKKVHP 
GTQSDR\YVKIKR\NWAENPRG\ 
1DN\RVR\RRF\KGQDLDAPTLG 
YG\SNKKTKAHACPSGFREVPG 
VHNVQGSWEVACLMLQQNLY 
CCRG S V HN VFLPRN RQSPSWG 
KELAQLGLSGVHPTPLARAAQL 
KEN*VRQLMCNKSYCAEIAHN 
VSSKNRKA1VERAAQLA1RVTN 
PNARVRSEENE 


19503 


49871 


A 


19618 


2 


527 


VWAANMPSRLRKT\RKLT\GHG 
AATGHGPHRPSTRKAPPGGPR* 
MPGGPAIHPPGSNFRQNTHPQA 
v m ir\ \//^ * * v t i v pt* v dxt\ pic v\ 

PPTVN L\DKLWTL VQ*NRHR VK 
CLPKNKTGAAPHHL MI VRSGY 
LQSSGERGKLPKASLFFVEGPK 
FFSRRSLREEGLRGVWGGPVSL 


19504 


49872 


A 


19619 


45 


233 




19505 


49873 


C 


19620 


95 


154 


















19507 


49875 


A 


19622 


63 


320 


RQWGNRLVTA/WSFFSWLSDC 
EGPGYGTIAEVGQLWGIMAKD 
LLRHSL A SEEL A LNQNLTCH DQ 
FAQSTRSSARACGSIFCSTTQGS 


19508 


49876 


A 


19623 


2309 


2560 


RNREA RF YMTTPN FTETKR/WF 
H ERVCALEREREREVTK.ISRLE 
RDNHRLVGDISQLKKELDQYL 
QAISDLEDCNGKRLLQILEA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide loca 
codon Tor last a 
of peptide sequ 


tion of last 
mino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19509 


49877 


A 


19624 


4994 


7008 


QWQQKPKLTNDNLKF1WNQKR 

DRIAKTILSQKNKAGGITLPDFK 

LYYKATVTKTAWYWYQNRHI 

DQWNRTEPSETIPHIYNHLNFD 

KPDKNKKWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRWIKHLNVRPKTIKILEENLGN 

TIQDIGMGKDFMTKTPKAIATK 

P\N*QMGSNILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYKINVQKSQAFLYTN 

NRQTESQ1MSELPFT1ASKRIKY 

LG 1 QLTRD V KDLFKEN YKPLLK 

EIKEDTNKWKNMPCSWVGRINI 

VKMAILPKVIYRFNAIPIKLPMA 

FFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGGITLPNFELYY 

KATVTK.TAWY WYQNR Y I DQ W 

NRTEPSE1TPHIYNYLIFDKPGK 

NKQWGKDSLFNKWCWENWLA 

ICRKLQLDPFLTPYTK1NSRW1K 

DLNVRPKTIKTLEEDLGITIQDI 

GMGKDFMSKTPKAMATKDKID 

KWDLIKLKSFCTAKETTIRVNR 

QPTKWEKIFATYSFDKGLISRIY 

NELQQI YKKKTNNPI KXWAKD 

MNRHFSKED1YAAKKHMKKYS 

SSLA1REMQIKTTMRYHLTPVR 

MATIKNSGNNRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19510 


49878 


A 


19625 


1 


764 


GSSEKRKFK.TGNQKLSMEVEK. 

NQQMRSLSLYQQRVEGSKCAV 

RRKGGSPKPKAFLAAAEKFLN 

VPVMRSASHEQLVLTGDPNKT 

LPGSKSRLSGTDSPRACSTFPIW 

ATKIVTEMQVQLFAACRVQL1K 

HPRPSAARTAMEVLESGEQGV 

LQWDRK.LSELSEPGDGEALMY 

HTACQGHEEQVWEEEALQLGL 

RSGILLNHWKRQLVGGAGILRS 

AQLHSPYHHWQMISLVSPSPAV 

MAVMENDDICMVLCVKVMDE 

PNHILDAISEHQIPSLEDQWFSE 

CALWTSKAYENLVERHILGPHC 

RPTELETLGISEDDIDHNPYLDF 

PGVAGLGSRRNVKERGWLSEM 

KK EG Dl FM K 1 QG * A I CPTSGP A E 

GLPPPTPVPHVPDRPCGT*GP/PP 

SPGSDSS\PACGPTAARPAPRSP 

A PP W RCG PRW AED VLLTG LCK 

QQIAEPAFRLQFWWPI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


19511 


49879 


A 


19626 


1 


1430 


MNGTAEGQHPWVHSTFNGEPQ 

SLSSSVRVKNQGPRDQAELGFQ 

GNGSTVPAAQARTIARARGSGS 

GGGDALQGGGAGAGPGATKR 

TARLLARGLRRAALRPDGRGV 

LGAGAGSSQRRGGGRRKMETH 

ISCLFPELLAMIFGYLDVRDKG 

RAAQVCTAWRDAAYHKSVWR 

GVEAKLHLRRANPSLFPSLQAR 

GIRRVQI LSLRRSLS YVIQGMAN 

1ESLNLSGCYNLTDNGLGHAFV 

QE1GSLRALNLSLCKQ1TDSSLG 

RIAQYLKGLEVLELGGCSN1TN 

TGLLLIAWGLQRLKSLNLRSCR 

HLSDVGIGHLAGMTRSAAEGLP 

GPGAAHATGLPEAHRSFSKAHL 

PRADGPEAPQPQLLWGNLGRW 

PPAPVAHGQPAHAQPCAPCDN1 

SDTGIMHLAMGSLRLSGLDVSF 

CDKVGDQSLAYIAQGLDGLKS 

LSLCS/RRGLRRAALRPDGRGV 

LGAGAGSSQRRGGGRRKMETH 

ISCLFPELLAMIFGYLDVRDKG 

RAAQVCTAWRDAAYHKSVWR 

GVEAKLHLRRANPSLFPSLQAR 

G1RRVQ1LSLRRSLSYVIQGMAN 

1ESLNLSGCYNLTDNGLGHAF/R 

AGDRLPARSQPEPLQADH*QQP 

GPHSPVPQGP/ARCWSWEVAAT 

SPTL A FCSSPG VC S A SRALTS AA 

AATFRMW\DRAPGRHDAQRGG 

G\LPGPGAAHATGLPEAHRSFS 


19512 


49880 


A 


19627 


293 


1520 


TTMDGSHSAALKLQQLPPTSSS 

SAVSEASFSYKENLIGALLAIFG 

H L V VS1 ALNLQKYC H I RL AG SK. 

DPRAYFKTKTWWLGLFLMLLG 

ELGVFASYAFAPLSLIVPLSAVS 

VIASAIIGIIFIKEKWKPKDFLRR 

YVLSFVGCGLAVRG\TYLLVTF 

APNSHEKMTGENVTRHLVSWP 

FLLYMLVEIILFCLLLYFYKEKN 

ANNIVVILLLVALLGSMTVVTV 

KAVAGMLVLSIQGNLQLDYP1F 

YVMFVCMVATAVYQAAFLSQ 

ASQMYDSSLIASVGYILSTTIAIT 

AGAIFYLDFIGEDVLHICMFAL 

GCLIAFLGVFLITRNRKKPIPFEP 

YISMDAMPGMQNMHDKGMTV 

QPELKASFSYGALENNDNISE1Y 

APATLPVMQEEHGSRSASGVPY 

RVLEHTKKE 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


19513 


49881 


A 


19628 


751 


2034 


VSSSPTSLGCMRQKEYRIPKKL 

TNMPFLGSQPSLLALRSCHPTG 

RTCSA/SQVALFCLAAHRVSQIG 

ALLAIFGHLVVSIALNLQVSFHI 

RLAGSKDPRAYFKTKTWWLGL 

FLMLLGELGVFASYAFAPLSLI 

VPLSAVSVIGKTIIGIIFIKEKWK 

PKDFLSKFVLSFVGCGLAVVGT 

YLLVTFAPNSHEKMTGENVTR 

HLVSWIILFCLLLYFYKEKNAN 

NIVVILLLVALLGKLTVVTVKA 

VAGMLVLSIQGNLQLDYPIFYV 

M F VCM V ATA V YQ A A * V SQ AS 

QMYDSSLIASVGYILSTTIAITA 

GKGFYLDFIGEDVLHICMFALG 

*VLAFLGVFLITRNRKKPIPFEP 

YISMDAMPGKVNMHDKGMTV 

QPELKASFSYGALENNDNISEIY 

APATLPVMQEEHGSRSASGVPY 


19514 


49882 


A 


19629 


19 


933 


QSARPSLKRARSQRGRPLPSRA 
LVFLFLFFFFFFNFLPIHTQPSAH 
KDMTTNAGPLHPYWPQHL\RL 
DNFVPNXDRPTWAYTGLGLFSV 
TGGLRSWTTWAVVQGRAPGU 
PIGDFGRATVPCCWVLQWCGFI 
HLVIEGLVPFSNYERPCFGDQSL 
LYSQLWAKEYGQGETARYILGV 
TNFTV\CM\ETITSFA\WGEPFSL 
WVVIV\FLLQHPL\RFIL\QLVVS 
VG\QIYG\DVLYFL*RATPTDFQ 
HGKPGPTPLLLPGFSFVFHEMP 
LWLVPAPGSPLCLDA/V*KHPQ 
LMPQSNAWNAKGPQKPKSKK 


19515 


49883 


c 


19630 


1 13 


257 




19516 


49884 


A 


19631 


143 


330 


HHGPVPFPRGL1S*HSLHCPCPT 
PGGKNVFFFCEYFLKLAGIETT 
NCSADKRGKKVCCLIPR 


19517 


49885 


A 


19632 


3 


432 




19518 


49886 


C 


19633 


112 


192 




19519 


49887 


A 


19634 


1 


4410 


MARPLALPLTGMSAPGSSLTTIP 
HTPSHPRSPSTPDTVSHPRSPSTP 
DTVSHPRSRYTPDTVPPTLPVY 
TRH RVPPTLP V YTRH RPTH APG 
IHQTMCPTHAPGLHQTPCPTHA 
AGLHQTPSHPRSPSTPDTVSHPR 
SRSTPDTVPPTLPVYTRHRVPPT 
LTVYTRHRVPPTLPVYTRHCPT 
HAPGLHQTMCPTPRSRSLPDTV 
PPTLPVYTRHRVPPTLPVYTRD 
RVPPTLPVYTRHRPTHAPRLHQ 
TPSHPRSR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19520 


49888 


A 


19635 


1 


444 




19521 


49889 


A 


19636 


3 


1017 


SSRPVRPRPAARLSAMSSTQFN 
KGPSYGL\SAQ\VKNRLL\SKYD 
PQKJEAAELRTW\IEGLTGLSIGPD 
FQKG\LKDG\TIL\CTLMNKLQP 
G\SVPKINRSMQN\WHQLENLS 
NFIKAAMVSYGMNPWDLFEAN 
DLF\ESGNMT\QVQVSLLALGG 
KRPKTKGAAEGGLDIGVKYSE 
KQERNFDDATMKAGQCV1G\L 
QMGTANKCASQSGMTAYGTRR 
HLYDPKNHILPPMDHSTISLQM 
c.TK^vr a <jr>\/r:\\/f t upp.tp dui 

U 1 \i\rvt^Aol^ VOMVl I AVrO llvrvril 

YEYQAGNPTSCDNFSM\SLQ\M 
GYTQGAQTQSGQVF\GPGRPDI 
*TPSTCPQGTI\ADGAPSGTG\D\ 
CPDPGEVPEYPPYYQVEEAGY 


19522 


49890 


A 


19637 




479 


MQGLRVSH STF YTLIPE VTENP 
HRLDFHWFLSAQLERVASGTIL 
K.KKESPPRPKVLGSARWDLPW 
PPG WCNSTALQ* SPRSDQV* SE 
RGMEAFFLPMPSESVASVCCRF 
SPWTSQKPQLSTSRDRKLQGKR 
*WFSTGVWAS*DHS*ERRCSQC 
PKTTCW 


19523 


49891 


A 


19638 


2 


501 


FVPEERSSETALQRCSLPPGRRA 
APDPGLQGLRGSLGGSGSELES 
RKAKLRAAEGLRRKTTEINQRD 
TADRCTRGHH*SPGESPPKPSAF 
SL*LSVPRSGKLRFLRSPRREPA 
AN * S H RLRRH REKKCFH PPFTL 
NLIASGTSLEGGGVAPTWSTGR 
SQRALPSTL 


19524 


49892 


A 


19639 


1 


1122 


RFLILINHAVFEYQDIFVASFPSI 

FFN I HCRG EG EREKGF AGKDRT 

PPPSTLLCGSGHLPPLASRRPPR 

PRCACCLPGGPLSSSALEAG*Y 

WRFPKLSG*KRSHTPWVPQPQQ 

PLPNPSPGK.WVWASSEALQ/GT 

RA*RGIAELTHLLRLPARRGTQ 

RPA\PGHRAGASPQFRREASSRG 

PGLRPRPGRTRELGFPKRRVWA 

TA AS WPRGTEPC A AA * RRRRRR 

RRARGRELSPRSTWSSDTESTF 

ALSCDPS*PRHQSVPKGRVGSC 

KGKL ANKGF FC PTWQRPIR V A S 

VDMELLHFVPKRALPGFTIA1SF 

LSSAPPLCPWYSGSNPWLRNPL 

KPRLAALFQRSAAPRLHFSGAA 

SLQVGERRQIRDFRVSAGA 



2460 
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PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19525 


49893 


A 


19640 


14 


618 


GMENVKSGRKTSLSPFVLSDFT 
ASSALLASDSSRWMSLQSASEC 
\PGRAAGSGPGYG*PVSEVTGG 
PLSAHTHSSL*TSQRGCPPG\PE 
HHGAGPFP*GPGLKDVSGRGG 
NGCWGRRKPAHMGGGLGPAT 

rLj\Jr rrR.rjrrrrrLurr^\r rrrr 

SPPLGPASSPP/CLPHRPPPPPPPP 
PSRCVTAPCVTAPGPAPTGAAA 
RRH 


19526 


49894 


B 


19641 


42 


121 




19527 


49895 


A 


19642 


1 


153 




19528 


49896 


A 


19643 


104 


355 




19529 


49897 


A 


19644 


459 


988 


DPRTMNLA1SIA\LLLTVLQVSR 
GQKVTS\LTA\CLVDQSLRLDCR 
HENTSS\SPSKYEFSLTRETK\KH 
\VLFGTVGVPEHT\YRSRTNF\TS 
KYNMEGPLTYSAFH* ARTRGTL 
rv\/i r^rri-iopr; a i cpdtct cpm\at 

WOPTMWVkT'YPniWI I AfWTTG 
V VyjK 1 IN W V K^\C,01\oL.L.A^iN 1 o 

WL\LRLLLS\LSLLQ\ATDFMSL 


19530 


49898 


A 


19645 


1 


950 




19531 


49899 


B 


19646 


55 


1459 




19532 


49900 


A 


19647 




165 




19533 


49901 


A 


19648 


183 


700 


PNGNQPPRETPQRISRGIQRLGT 
AVASSGGSRSLPRSASAEPAQG 
AAARRAAPGPAGRCRAARGAG 
AGSARRLP*APAHPAPPEQGRR/ 
SRTARSRAAPQPPPPSQPQSPQL 
GPRPSQG A PQRRGPSSPGPRAG 
CRAQ*EALTPRLWRSSRTPSSR 
GLGPHVRGG1FSPKIPT 


19534 


49902 


B 


19649 


71 


264 




19535 


49903 


A 


19650 




810 


GVSPCWPGWSRTPDFGSNPKCP 

P1RASPGAELQALSSTVTTPYW 

G1LVTAVFPH*GLRPRQCRQDH 

PAGRQGPGPGEVPEILGQSGCT 

DRTWSKAGGRTQAPGPRSRAG 

RRVSGQEIRAPGPLGCRHGG/V 

GAPWTPEAASPLTATEPSCPH/L 

QAPCGYMPLSVSPRRRYRGPA 

GDQKVKMLKFKAFCLDYWQF 

LCLQPLHGAYKRDSDLMTWIW 

GLLPEVTGAAGTTSPNVHTSGR 

FFRACVFCPVHTLVKKEPHPGQ 

QEIIMEPSPWSP 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


19536 


49904 


A 


19651 


258 


1378 


REILSLDRLPGATPNQALSAEA 

ACPKGQTSLLCGAMGIQGLAK 

LIADVAPSAIRENDIKSYXFGRK 

VAIDASMSIYHFLIAVRQGGDV 

LQNEEGETTSHLMGMFYRTIR 

MK\ENGIKPI/YKSGELAKCSEL 

RVAEAEKQLQQAQAAGAEQVV 

EKFTK WL VKVTKQHN DKCKH 

LLSLMGIPYLDAPIEAEASCAAL 

VKAGKVYPVATEDMDCFTFGS 

PVLMQHLTASSDYCKSIWSIGP 

KRAVDL1QKHKS1EE1VQRLDPN 

KYPLPENRLHKEAYQLFLEPEV 

LGPESVELKWSEPNEEELVKFV 

CGEKQFSEERIHSGVKRLRTEK 

GGGEPRGP/DWTQPGRASPTKR 

PDHQEDQHTRSRSSEGSH*GWL 


19537 


49905 


A 


19652 


1040 


2322 


LPACPPASTPASTMSIMVTQKS 

YKVST/SRWSSGPQAFGNCSYA 

RGPGAC1SSLSFSRVGSSIFRGVL 

GGSYGGASGMGSITAVTVNQS 

LLSPLNLEVEPN1QAVCTQEK\T 

LNNKFASSIDKVQFLEQQNKML 

ET/ESYINSLKQQLETLGLERLK 

LEAELGNMPGLVEDFKNKYED 

ErNKRTEMENEFVLlRQYVDEA 

YMNKVELESCLEGLTEEINLLG 

QLYEEEIQKLQSQ1LDTSVVLC 

MNNSHSLDMDSIIAEVKAQYEE 

MANHSQAEAESMYQIKYEELQ 

TLAGKHGDDLRHAKTEI/S/EM 

NQNGAKQDMA/*QLHEYQELT 

NIRLALDIKITIYRKLLEGEESQL 

ESGMQNMNIHMKTTSGYAGGL 

SSAYEGLTSPSLSYGLGSSFGSG 

MGSISFSHTSFTRAIVVKKIEIHD 

GKLVSESSDVLPK 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19538 


49906 


A 


19653 


1040 


2322 


LPACPPASTPASTMSIMVTQKS 

YKVST/SRWSSGPQAFGNCSYA 

RGPGACISSLSFSRVGSSIFRGVL 

GGSYGGASGMGSITAVTVNQS 

LLSPLNLEVEPNIQAVCTQEKAT 

LNNKFASSIDKVQFLEQQNKML 

ET/ESYINSLKQQLETLGLERLK 

LEAELGNMPGLVEDFKNKYED 

EINKRTEMENEFVLIRQYVDEA 

YMNKVELESCLEGLTEEINLLG 

QLYEEEIQKLQSQI LDTS VVLC 

MNNSHSLDMDSIIAEVKAQYEE 

MANHSQAEAESMYQIKYEELQ 

TLAGKHGDDLRHAKTEI/S/EM 

NQNGAKQDMA/*QLHEYQELT 

N1RLALDIKITIYRKLLEGEESQL 

ESGMQNMNIHMKTTSGYAGGL 

SSAYEGLTSPSLSYGLGSSFGSG 

MGSISFSHTSFTRAIVVKK1EIHD 

GKLVSESSDVLPK 


19539 


49907 


A 


19654 


152 


207 




19540 


49908 


B 


19655 


75 


402 




19541 


49909 


B 


19656 


1 


2319 




19542 


49910 


B 


19657 


1 


1341 




19543 


49911 


A 


19658 


198 


1118 


LHAPNSLHHHLPRDLL*LLPLPL 

QHRVSDPGLHSALRPMEEHRA 

QS*QPSAPEDAVQA*WGHGGH 

SPGPDRAGCHHCRGDQERVST 

HHVLPVCHHPDDAYGGCGAG 

WNPDL/PGQMRSHWMSPKIRPA 

NWTRTSWWALPQAPGLSPGAQ 

SWPSFVPRTTPTTPGTTCPTPSW 

*SWRSTSRTSSSLNPFTESLKNS 

LRTSKPFGWSQSAMATPCPLLP 

PASRVELWPETW\PLGQGHATS 

SQWKCVPERKL*QGGEAGGEQ 

LGREPKPSPPSSFLTGQRQEKSP 

EEYCSLLVPLQYFGSRGTHADL 

LHG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19544 


49912 


A 


19659 


1 


2707 


MPGPHPASASCPPRLFTPRRRAF 

CPLRICAPLAAAAFCPPRFLPHT 

RRRAFLLLCRRGFLPPPCLGGG 

L AAAFFPH PPLPFLRPHRRGFLP 

HRRRGFLLPPRLGFLPAAAFYPP 

PPRVFARRGFVPPSPPRLFARRA 

FCHTPPAAAFSPSAAAAFCPTA 

DTAFCTLAALAFCRRGFLPPRC 

RGFLPLRHRRSFLPHRRRGFLPT 

AAFCHRG FLLATAF YPPRLFAP 

RCHGFLPPCRSDFFAAAAFCPR 

RRGFLPLSPPLFAPAAVAFCPRH 

RGFLLPRLFAPVTAAFCHRDFL 

PPPPRJFVPAATALRAGAADSA 

ASSTGVLARAALRGPCGLHRV 

ALPVEAMGEKKEGGGGGDAA 

ATEGGTGAAASRALQQCGQLQ 

KLIVIFIGSLCGLCTKCAVSNDL 

TQQEIQTPEPAKPAKPASQTRQ 

PSQPSHPASQASQTSQPAKQPA 

SQASQPAKPAKPPSQPSQPSHR 

A SQ A SQATQPERPA SQP ASEPS 

QPSLPASQASQDRQPAKPAKPD 

SHPRQPSQP/YQPSQPASQASQA 

SQPAKPSRQPSQPRQPSQLASQ 

ASQSTQPLKPAKSPVQQSQPSQ 

PASPDSQASQASQATQPAKPAK 

PPSQAAQPAKPA1CPPSQPACQP 

PSQRAKPAKPARQPSQPSQSSPP 

ASQPSQACQPSQPGSQASQASQ 

AAKPGMPAKPARQPSQPSQPAS 

QARHASQA1QPAKPAG*PSQTS 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19545 


49913 


A 


19660 


1223 


2286 


RQCFKATEQPPA IH HPSSQPSRQ 

PSSQPP1YPSP1CGRKSGIQPKFQ 

LNG*MVNG*MDE\SRERHEWP 

CNYQVRPKAGEKQPGAEANRE 

TRPEGGTP/RGERGRQGPATRR 

QKSTPEAGPSDLEKQIARQEAP 

AGTDEIERQQARPH*AP*KIPVE 

WVNGEWLNGRMPGDPHEWQC 

NYQPAIQPA1QPANQLSIHNLW 

TQFRHSTKIPVEWVNGEWLNG 

RMPGKHHEWQCNYQPAIQPAI 

QPANQLSIHNLWTQFRHSTKIP 

VEWVNGEWLNGRMPEDHHEW 

QCNYQPAIQPA1QPASQLSIHN 

MWTQFRHSGQIPVEWVNGSRL 

HGRQQGIFMHGNATSSHSPSIQ 

PAIQPAIQPANQLSIHNLWTQFR 

HSTKIPVEWVNGEWLNGRMQR 

NIMNGNAT1SHSPS1QPAIQPAIQ 

PVNHLSIHNLWTQFRHSTKIPV 

EWVNGEWLNGRMPGK.NHEW 

QCN YQPAIQPA 1 QPANQLSIHNL 

WTQFRHSTKIPVEWVNGEWLN 

GRMPGDHHEWQCNYQ1APML 

QSNRTAASHSPSIQPA1QAA1QS 

ATHLSIPNLWTQVRHSTKIPVE 

WVNGEWLNGRMPGRDMNGH 

ATI RYGPKPEKNNRAPRQTEKQ 

GQKGAHQRREGKARAGNEETE 

KYSRSRA1RPRKTDSASRSSRGH 

RRNRKAASAATLGP1EDTNQNK 

LHVRDTGLEVKA1SIQGPGTLM 


19546 


49914 


A 


19661 


39 


599 


GASPNQGQNRPHARQRAPPQ/G 
/PPGEPERRAPLPSGHGEPCRHR 
PPPFPQPP/AGTQKPLLQGPGGG 
♦PAENAPTAALGSPAPPRGCQA 
APPPRSGAG RPDLPTLAGPRPAP 
A\PPPSAAPPPPPSGAPSR/PAAG 
RQRLSGVSSGPSLGWW*VGRG 
RGLPAFAQ1AGHQVGPRRRRTP 
AG RKPRSPAGPR 


19547 


49915 


A 


19662 


39 


599 


GASPNQGQNRPHARQRAPPQ/G 
/PPGEPERRAPLPSGHGEPCRHR 
PPPFPQPP/AGTQKPLLQGPGGG 
*PAENAPTAALGSPAPPRGCQA 
APPPRSGAGRPDLPTLAGPRPAP 
A\PPPSAAPPPPPSGAPSR/PAAG 
RQRLSGVSSGPSLGWW*VGRG 
RGLPAFAQIAGHQVGPRRRRTP 
AGRKPRSPAGPR 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19548 


49916 


A 


19663 


1 


379 


YFPHTAIRYPPHLNRQDPLKDL 
VSLACDPASQQPGPLNGSGQLK 
MPSHCLSAQMLAPPPPGLPRLA 
LPPATKAATTSEGGATSPTSP/S 
PGIWDSKGLLPSPLLHRPRNPR 
GQHSRPPAHVFGGKLE 


19549 


49917 


A 


19664 




285 




19550 


49918 


A 


19665 


2 


1556 


RLEFPGRRFRSAPAPAGPAPPA 

APG MYSSPLCLTQDEFHPF1 EAL 

LPHVRAFAYTWFNLQARKRKY 

FKKHEKRMSKDEERAVKDELL 

GEKPEVKQKWASRLLAKLRKD 

IRPECREDFVLSITGKKAPGCVL 

SNPDQKG KMRRIDCLRQADKV 

WRLDLVMVILFKGIPLESTDGE 

RLVKAAQCGHPVLCVQPHHIG 

VAVKELDLYLAYFVRERDAEQ 

SG S PRTGMG SDQEDSKPITL VT 

TDFQESFVTSGVFSVTELIQVSR 

TPVVTGTGPNFSLGELQGHLAY 

DLNPASTGLRRTLPSTSSSGSKR 

HKSGSMEEDVDTSPGGDYYTS 

PSSPTSSSRNWTEDMEGGISSPV 

KKTEMDK.SPFNSPSPQDSPRLSS 

FTQHHRPV1AVHSG1ARSPHPSS 

ALHFPTTSILPQTASTYFPHTAIR 

YPPHLNPQDPLKDLVSLACDPA 

SQQPGPSWYLG*QRSSSLAPSPS 

SQESQGAAQPAPGPRFRWK.1RV 

NKNTPADSQPGQKDKTH RRTH 

SGGK.EKTKAE 


19551 


49919 


A 


19666 


1 


477 




19552 


49920 


A 


19667 


1 


440 


WTQDM/EGGISS/PVKKTEMAK 
SPFNSPSPQDSPRLSSFTQHHRP 
VIAVHSGIARSPHPSSALHFPTT 
SILP\QTASTYFPHTAIR\YPPHL 
NPQDPLK\DLVS\LACDP\SSQQP 
GP/SYSPPDTSPANR\SFVGLGPR 
DPAGIYQAQSWYLG 



2466 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19553 


49921 


A 


19668 


2 


1963 


CPTGFEHGSPCARRTPTGRVSV 

TRCRRRAWGSLRVSVCGPRAQ 

LQAELVQEEQGGGVLCVIVMP 

LTPGRTPRLPRGRALCNGRGGV 

WGGGGSPRGLLPAQAPGDPEV 

CKFRFLDRCFPPYAGPSDLSLR 

GRAVGPPSASLALLTSRLSGLQ 

DEFHPFIEALLPHVRAFAYTWF 

NLQARKRKYFKKHEKRMSKDE 

ERAVKDELLGEKPEVKQKWAS 

RLLAKLRKDIRPECREDFVLSIT 

G K KA PG C VLSNPDQ KG KMRRJ 

D\CFRQADKVWRLDLVMVILF 

KGIPLESTDGERLVKAAQCGHP 

VL/CALKPQHI\GVAVK/ENLDL 

YLAYFVRERDA*QSGSPRTGM 

GSDQEDSKP1TLDTTDFQESFVT 

SGVFSVTELIQVSRTPVVTGTGP 

NFSLGELHAHLAYDLKPASAGL 

TRTLSSTFSSGNKRY\KAGSMEE 

YVDSTPWGDD*T*PSSPTSSSRN 

WTEDMEGG1SSPVKKTEMDKS 

PFNSPSPQDSPRLSSFTQHHRPVI 

AVHSGIARSPHPSSALHFPTVTSI 

LTPDGPSPTFPHTAIRYPPHLNP 

rirvDi v V\i \/c i ApnPA\cnnp\r,p 
v^Ur L.KJJL. V oLALUrA\o^l s< fr\ur 

LNGSGQLKMPSHCLSAQMLAP 
PPPGVLPRLALPPATKPATTSEG 
GATSPTSPSYSPPDTSPANRSFV 
n.i npnnPAr.ivn/mcwvi n 














tjWLUKUn^rrnruLrnorJVro 

SGTAVLPAWRPPSPGPGAGDD 
ASPSPS*AGPGAGANPGA*QRS 
A5>Uc.\uo 
















19556 


49924 


A 


19671 


72 


227 


EEFPMGHTA*WSCEKRATILQI 
QEW*IQQQLAPCAWQSHRHST 
RAHESSHG 




49925 


c 


19672 


1 


604 




19558 


49926 


A 


19673 


653 


889 


VYPQTNWKQNTGTRVFIAALF 
TM\AKGENK*PSMGEW/IKQM 
WSI HTMERHAAIKR1EAQV YAT 
M*MKLKSMLLLERNQT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19559 


49927 


A 


19674 


75 


1619 


EVSIPAQTMWTADEIAQLCYEH 
YGMRLPK KGKPEPSHE WTLL A 
AVVK1QSPA\DKACDTPDKPVQ 
VTKEVVSMGTGTKCIGQSK/M* 
RKNG DIL\N DS H A\E VI A\RRSFQ 
RYLLHQLQLA ATLKEDSI F VPG 
TQKGVWKLRRD\L1NVFFSSHT 
PCGDASIIPMLEFEDQPCCPVFR 
NWANNSSVEASSNLEAPGNER 
KCEDPDSPVTKKMRLEPGTAA 
REVTNGAAHHQSFGKQKSGPIS 
PG 1 H SCDLT VEGL ATVTR1 APG S 
AKVTDVYRTGAKCVPGEAGDS 
GKPGAAFHQVG\LLRVKPGRG 
DRTRSMSCSDKMARWVTVLGC 
QGALLMHLLEEPIYLSAVVIGK 
CP Y SQEA M Q\RA\LIG RCQKV\S 
ALPKGFGVQELK1LQSDLLFEQ 
SRSAVQAKRADSPGRLVPCG\A 
AISWSAVPEQPLDVTANGFPQG 
TTKKT1GSLQARSQISK.VELFRS 
FQKLLSRIARDKWPHSLRVQKL 
DTYQEYKEAASSYQEAWSTLR 
KQVFGSWIRNPPDYHQFK 


19560 


49928 


C 


19675 


45 


140 




19561 


49929 


A 


19676 




354 


AK1KTGYK\REHINLGCDMDFDI 
VGPSIRGALVLGYEGWLAGYQ 
MNFETAK.SRVTQSNFAVGYKT 
DEFQLHTNVLLENLERTCFLTG 
PTPTPPPLSWLPGTTFSLTWAM 
TGRYT1NSQ 


19562 


49930 


A 


19677 


1 


983 


AARSAPLPGSAPCLRVAAPAVA 

ASEPAATSSEQKMAVPPTYADL 

GKSARDVFTKGYGFGLIKLDLK 

TKSENGLEFTSSGSANTETTKV 

TGSLETKYRWTEYGVLTFTEKW 

NTDNTLGT\EITV\EDQL\ARGT* 

SLTRDSSFSPVNTAGKKNAKIKT 

GYKREHINLGCDMDFDIAGPSI 

RGALVLGYEGWLAGYQMNF* 

DCK1PE*PQSNFWQLANKT\DEF 

QASR*M*ND\GTEFGGSIYQKV 

NKK\LETAVNLPWT\AGNSNTR 

FEIAAKYQ\VDP\DACFSGKVNN 

SSL1GLGYT\QTLKPGIKLTLSAL 

\LDGKNWNA\GGHKL\GLGLEF 

QA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of lust 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 












831 


CHPSSHVLCAPASLSDHQWPPP 
ALCPSSRPQ/PCALPWSGTLSSR 
PQPCPTHPSGIEA*LCLPLVTQL 
G*LPL\PAPQHLVPPCPSTCPTM 
LKLF 


19564 


49932 


A 


19679 


47 


980 


VCQYCTARMADFGISAGQFVA 
VVWDKSSPVEALKGLVDKLQA 
LTGNEGRVSVEN1KQLLQCLVP 
GSTT\LHSA\E1LA\EIARILRPGG 
CLFLKEPVETAVDNNSKVKTAS 
KL\CSALTLS\GLVEEKELQREP 
LTPEEVQSVREHLGHESDNLLF 
VQITGKKPNFEVGSSMQLKLSI 
TKKSSPS V K.PA VDPA AAKL WT 
LSANDMEDDSMDLIDSDELLDP 
EDLKKPDPA S\LRA\A SCG EG KK 
RKACKNCTCGLAEEL\EKEKSR 
EQMSSQPKSA\CGNCYRGAMPS 
GCASCPYLGMPAFKPGEKVLLS 
DSNLHDA 


19565 


49933 


A 


19680 


29 


1270 


FPFWPAVFQVCQYCTARMADF 

GISAGQFVAVVWDKSSPV\EAL 

KGL\VDKLQAF/TPGNEGRVSV\ 

ENIKAAVAILPTKNPSFGHYFV 

Q/CL VPG K APL WH S A * DF W AG 

"NPPGFLRPGWMFFFLKEPVETA 

VR*Q*AKWKTASKL\CSAL\TLS 

GLV/EKLKELQREPLTPEEVQSV 

REHLGHESDNLLFVQITGK.K.PN 

FEVGSSRQLKLSITKKSSPSVK.P 

AVDPAAAKLWVTLSANDMEDD 

SMCIFCGCSLTHRWPLEHVVQV 

E/IMMDQPKRRTRVDT\FFTPRT 

PKFPSRSPASHFSFS1KQKT/TRP 

VSLIALNTL\QDLIDSDELLDPE 

DLKKPDPSLLRAASCGEGKKR 

KACK.NCTCGLAEELEKEKSRE 

QMSSQPKSACGNCYLGDAFRC 

ASCPYLGMPAFKPG\EKVLLSD 


19566 


49934 


A 


19681 


3 


405 


QDFGTRALAAVQIKNGGSWWC 
PPVSLAAGVGPRPQLGRPYVRV 
APHGQV\GLSFAMWKTLT\FFR 
GASPGVGSQAMLKCVA*SPHH 
WRARRDPEFIAYP\HLR\IRTKP\ 
FPWGVDGNHTQQYITPHWNPLS 
NLATED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19567 


49935 


A 


19682 


2 


450 


VNKAGGLIYQLDSYAP/RAEAE 
KTFSYPLDLLLKLHDERVLVAF 
GQRDG 1 RVGHA VLAI1MGMDVN 
GRYTADGKEVLEYLGNPANYP 
V SI RFG RPRLTSNEKLM L ASMF 
HS\IKFVVLADP\RQAGIDSLLRK 
1 YEI YSDF ALKN PF YSLEMP 


19568 


49936 


^_ 


19683 




2034 




19569 


49937 


A 


196 




202 




dpi \\ftt r:crDprr:r:v a i?nr\jir 
KJvL, WKOoCrKt^OOJvAKJJOlVIU 

V RGR/ Y SEG/RER V * FG G PP RG S 
TWPLCGRWRRPARPS A PLRWS 
AMCPNTSDAAGACAAAVRCG 


19570 


49938 


A 


19685 


269 


326 




19571 


49939 


B 


19686 


98 


562 




19572 


49940 


A 


19687 


1 


2223 




19573 


49941 


A 


19688 


374 


1107 


IPVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTF\S 

YPLDLAGSS*HDERVLVAFGQR 

GRHPEWGHAVL\AINGM\DVNG 

RYTADG\KEVLEYLG*PLLNYP 

VSIRF\GRPRL\TSNE\KLMLGLP 

CFHSLFAIG\SQACLPGTREASR 

HLKILGRQDTFK\LH\CYQTLTAG 

IKFVVL\ADPR\QAGI\DSLLRKI 

YE\IY\SDFALKNP\F\YSLEMPIR 

CELFDQNLKLALEVAEKAGTF 


19574 


49942 


A 


19689 


119 


288 


ALHLNSSDVHQKLLPVQSLKKS 
*GRHRNNTCNQRVHA/SSTSRE 
FFTKLNKDNDILKP 


19575 


49943 


A 


19690 


92 


317 


KSVGPVNFPLPSGNMNEDN*M 
H*HPFSSVTQAFRLRVLQSII\QR 
PL*TFNPGSSSLFSSISGQSNFPL 
GVAVLRP 


19576 


49944 


A 


19691 


27 


389 


NFKTLKNN*IYK*MCSQEIKILS 

Pwlvlisx W i cinArrr W AMU V V r 

CVAQEFCLPTV VLLPVPRLLI M 
KDMVRRLQELRHTEQVQRAYA 
LNCGEGATVSYEIQIRVLREFGL 
ADAAAELLQN 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19577 


49945 


A 


19692 


313 


2255 


KTPQVQQPFPRQTGAAGAGAP 

SGRSGERAAGRAGPSGGSGGG 

QDSAHAGEAYRVRGILLRKTFQ 

CLKDYFLTYYTSSKVVPVKVPC 

RQVLTIDKCSLPRSSHRNARTV 

SNDFPRKSCSRERCTHCMRPPE 

GRRPPNGNMNSWKWPSGDESK 

WRRGEPGAVPEPEPLTGEERAA 

AAAVGGGWPGVLAPVRTAVL 

VAAAAEATAAVPAAAAAAGG 

A SG HCNHPVMQGRNLSHRFLL 

PLHHSPYQFGTSSYSQQGYGCE 

SKL YSLDHGH EK.PQDKKKRTS 

G L ATLKKKF IK RRKSN RS ADHA 

KQMRELLSGWDVRDVNALVE 

EYEGTSALKELSLQASLARPEA 

RTLQKDMADLYEYKYCTDVDL 

1 FQETCFPVHRA1LA ARCPFFK/I 

TAFFLTRVWGRDNNGHQYSW 

Y*YAHVFCFVTLPLYRRVWEW 

EDSRFQNVD1LVQLSEGIWEHQI 

PLM*DMRGTLLI/DMCYYDVVL 

SFSSDSELVEAFGGNQNCLDEE 

LKAHKAV1SARSPFFRNLLQRR1 

RTGEEITDRTLRTPTRIILDESIIP 

KKYATVILHCMYTDVVDLSVL 

HCSPSVGSLSEVQALVAGKPN 

MTRAEEAMELYHIALFLEFNM 

LAQGSCWEC1PPNDEANQEQRS 

EGSRKWAPTREGSKGRSHASA 


19578 


49946 


B 


19693 


4 


3923 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19579 


49947 


A 


19694 


1 


2154 


MEYYAAMKTKEIMSFALTWIE 

LEA1VLCELTHVLSELMQKQKT 

KYHMLSLGSPVPTFALWNFDV 

AQDFHHFIENARSSQCRGRPRM 

TGAGAGAPSGRSGERAAGRAG 

PSGGSGGGQDSAHAGEAYRVR 

GILLRKTFQCLKDYFLTYYTSS 

KVVPVKVPCRQVLTIDKCSLPR 

SSHRNARTVSNDFPRKSCSRER 

CTHCMRPPEGRRPPNGNMNSW 

KWPSGDESKWRRGEPGAVPEP 

EPLTGEERAAAAAVGGGWPGV 

L AP VRTA VL V A A A A E ATA A VP 

A AAAAAGG ASG HCNH P VMQG 

RNLSHRFLLPLHHSPYQFGTSS 

YSQQGYGCESKLYSLDHGHEK 

PQDKKKRTSGLATLKKKFIKRR 

KSNRSADHAKQMRELLSGWD 

VRDVNALVEEYEGTSALKELSL 

Q A SLARPE ARTLQKDM ADL Y E 

YKYCTD VDLIFQETCFP VH RA 1 

LAARCPFFK/ITA FFLTRV WGRD 

NNGHQYSWY*YAHVFCFVTLP 

LYRRVWXKEDSRFQNVDILVQL 

SEEFGTPNSLDVDMRGLFDYM 

CYYDVVLSFSSDSELVEAFGGN 

QNCLDEELKAHKAV1SARSPFF 

RNLLQRRIRTGEE1TDRTLRTPT 

RIILDES1IPKKYATVILHCMYTD 

VVDLSVLHCSPSVGSLSEVQAL 

VAGKPNMTRAEEAMELYHIAL 

FLEFNMLAQGSCWECIPPNDEA 


19580 


49948 


A 


19695 


1 


163 




19581 


49949 


A 


19696 


1 


207 




19582 


49950 


A 


19697 


1 


579 


PTRPGQAGSSSAMAAQRLAKR 
VL\SKLQSPSRARG/PCAGSPGG 
LQK/RGHARVTVKYDRPGSLQR 
RLDVEKWIDGPLEGLYRR\QEA 
D\MPMRSNIDELLE\LESEE\ERS 
RK1QGV/LRDS*KSCGKPVEDFI\ 
QELLAKLQGLHRQ\PGLRQPSPS 
HDGSLSPLQ\DRARTASPLTLLA 
LFPGPPERRPALLCVLSCI 


19583 


49951 


A 


19698 


2 


151 


PPSPPPLPPPPLPPAPSLPLSLPSF 
DLPQPPVLDTLGV/LF*LCRKKI 
SVS 


19584 


49952 


A 


19699 


2 


310 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19585 


49953 


A 


19700 


1 


688 


LTWMTERVDFTALLPLEPPLPP 
GTLPQPSPTPPDLEAMASLLK.K 
ELEQMEDFFLDAPLLPPPSPPPL 
PPPPLPPAPSLPLSLPSFDLPQPP 
VLDTLDLLAIYCRNEAGQE\EV 
G\MPPLPPPQQAPSFLLPP\QPSR 

WljrL. lnlrLi^rlKOOrAlvl^lvc,fc- 

RPRNKSA ALKVTPSGKRARG * S 
PWRAK.SQGLEGTEFASLKERA\ 
ESVEREIGAYVKDVLLIEVYKARS 
QRTRSC 


19586 


49954 


A 


19701 


3 


902 


AAMATPARPGEAEDAAERPLQ 

DEPAAAAAGPGKGRFLVRICFQ 

GDEGACPTRDFVVGAL1LRSIG 

MDPSD1YAV1QIPGSREFDVSFR 

SAEKLALFLRVYEEKREQEDC 

WETFGGAGGEASPA*RRSSSSS 

GTRRWTWRTL*LGSSATATCW 

PC\GESDRQVLDLD/LGSTNARS 

SCARGRAGSGTCQGPSSWGPR 

n/rvcu/vti'i^nDk' Tf^w/TiQnTu 
u/Li jW Y iVUI^i N. 1 L'rlS.L'VJoK 1 H 

MSGSCTQDRCFRCGEEGHLSPY 
CRKG1VCMLCGKRGHAFAQCP 
KA VHM S V A AQLTG V AG HLNTR 
LPARVNTQASLSLLKCPKLFF 


19587 


49955 


A 


19702 


1359 


1981 


QSPFNDTLPGVPVSA*LHSLPPE 
HHPSKG*GVAKSPPVYPAGILL 
VCNNCA A Y RKLLEAQTPS VRK 
WALRRQNEPLEVRLQRLERER 
TA\K KSRRDNETPEEREETDEQ 

KAKJvL^KJvi^AIVIKLKKAINd 1 r 
EKRQA R LIRER E A K RLKRRLE K 
MD\MMLRAQFGQDPSAMAAL 
AAEMNFFQLPV\NGVEL\DSQLL 
GKMAFEVEQNSSSLH 


19588 


49956 


A 


19703 


1 


1875 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19589 


49957 


A 


19704 


1 


673 


MSAKDGTCTLQDCMYKDVQK 
DWPGYSEGDQQLLKRVLVRAH 
NTQRQRQNERSDTRPCQRAAP 
RRFSHGTRRGTLPLASPDRARA 
PRTGHCRTQRRLDRTGGGFPPL 
TG A WAMLA DWIHEGTPSRG RS 
DNDEPSAGSVGGLRQHGPGPR 
APKLTTTKVKALASPVLGQKIA 
ALCLGLTAQGLNIMDNPGSLAI 
HVHPDSVLTRKTNPCTHIWGFT 
QREPPLVANMSAKDGTCTLQD 
CMYKDVQKDWPGYSEGDQQL 
LKRVLVRAHNTQRQRQNERSD 
TRPCQRAAPRRFSHGTRRGTLP 
LASPDRARAPRTGHCRTQRRLD 
RTGGGFPPLTGAWAMLADWIH 
EGTPSRGRSDNDEPSAGSVGGL 
R/HAWPRTKSPKAKNH*SESTG 
QPGAGPKNCSPVLGAYSPGPQH 
HGQPGLPGHTCP/SRTQC*PGRP 
TPAPTSGVSLRGNPLWWPT 


19590 


49958 


A 


19705 


1088 


2273 


SPCLLTGGHLPADTSYRRAPAG 

IWQVPLWDEASQRKE*YQHQQ 

KKMSTQKPHPKDHNSSPAREQ/ 

SSMENKFHELTEVGFRKITSLE 

KNIN DLMELKNTARELREAYTS 

1KSR1DQAKES1SEIEDQLNE1KC 

EDKVREKRMKSNKQNFQEIWD 

YVKRPNLRLTGVPESDRENGTK 

LENTLQEIIQENFPNLARQANIQ 

IQEIQRTAQRQSSSRATPIHIIVR 

FAKFEIKEKMLRAAREKDISMR 

QK1NKD1QDFNTVLDQVDLIHV 

YRTVHPKSSEYTFFSAPHHTYC 

KTGHIIGSKTLLSKCKRMEIITN 

TLSDYSAIKLELRIKKLTQNHTT 

TWKVNTLLVNEY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19591 


49959 


A 


19706 


318 


873 


AYELTPEPSPLPVFPVSADGSTT 

HPLADKRKASPVPEQHEEHLPA 

RPVTQRCLTYPFPN1TTASEFGP 

ATGFRARRSGRGSTVCCNPGCY 

PRARPEPEPRGTPPSVSAPRAAQ 

EAPARQR\AGPVLADTVP/SPAP 

RGKRDISPLFGNAHSASPKPSLD 

LWAPPP*AAGRRGPQQA*DVTE 

DTQQQQWSAMAVGGTAKWM 

AALGRFLVTYVEVEGVKLQTF 

TVTTLTQSFKYSLSKYLQQQPL 

LSSRTIYPTFYYLSLLRNLRAFK 

LNAAEAKPMSSPQNLVLFLCFL 

SLQMAAPPIRLQTKGKQAQCQS 

STKSTFQRGRSLRGVSPTLSPTS 

QQPRNLDQQLASEQGEVGEAP 

LCAVIQGVIPVLGRSRSREEHPP 

VSALPGLHRKRQRDKEAGPVL 

ADTVPFRPHAGKGTFLRCLETL 

TRRAPN PRWTFGLPLRKLQGA 

VAHSRPEIRTHSVPNRT 


19592 


49960 


A 


19707 




690 


DQDMTSSDIPVRLEGSLWLP*IF 

IGTFKAFDKHMNL1 LCDCDEFR 

KIK*GVDCGGRRLEDGNGLSG 

WAKQ*SLVSMTVEGPPPKDVS 

QSRKP/CWRRGGPTVSQALC*IL 

YPSWGSHAPGSCRTCWASPWG 

WRA1PTGEELGKGYHLLVAKIK 

DKGEGP*FSNPVPTWPWGSSPT 

YGPRSTPSR*GAHKETSAN**K 

MP\SW1NDEI*PPMGMPPPGMRP 

PPPGMRGKCLQW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19593 


49961 


A 


19708 




1348 


MVFWARPRTLLLCAALGLGAL 
YTATPAPTVAKRGQGTAQALS 
SEGASPKPWWLRHGIEPCKQSY 
WE VRTEQSPG V SERKA A A PVR 
GLEIKLPSPWDKAPEGGGGCGH 
SFSRLKCSFMPVLICRAVDLPAQ 
RSSPANGQTACSSGSLAPVLPD 
WEIPPSKGRQTPYATGELRLAS 
DGCPSGTKLPEEGTDSNLCCSA 
SSAESNNIN1NININKKDAHGKT 
PSKGPQHQRSKLDKSMKTRKN 
HHKNAENSKNLNASSPPKDHN 
SSTAKEQNWTENEFDELTEVGF 
RRRVIANSSKLKEHVLTQCKEA 
ENFEK.ILEELLTRITSLEKNINDL 
MELKNTAQEHREAYTSINSQID 

\l A C C. K 1 J> t, 1 1, JU JVL IN 1 1 IV Kt D J K. 

GKR1ICRNKK\SLQEIWDYVKRA 
NL*LIAVVPLNKITSPRTSETLST 
STNMSRSTLSCLLSSFSCPASCT 
ATSAALF 


19594 


49962 


A 


19709 


718 


1138 


GGRAAEGSQPPVAEPRCSRGAR 
ALPLPDTSWRQPS/APQAAP*D 

VCT D A CDC A DC A VI 1 QVPTJT CfYM 

KPKSPFSVASP*HGDKRPQPSRH 
LPIPHLSSRAPVHS/PLGWPSNR 
K/HK H L RPDTAH APAEGPPLN Y 
VRKQQKQS 


19595 


49963 


A 


19710 


5 


760 


RAAACGGAAPGRKRCAPGRKR 
CGPRRKRSLGPPTLGQRPRQPS 
QQLRKPRRRRG SPG SL PKS SPLP 
SSTGKTGWSTRGRSVRPPVTTS 
RCCPPGHPCSRRAPSCTARAPLP 
PT*PPTTAPCRASPPAPRPPRRPR 
PPPGTRSPTSRGRCRWTRSGAG 

RPGAPGVSAAVPCAAACSWMT 
SAPEVRAASSPGTPSRGSGGRS 
HPPCSRGLPTTGPATTAPEAPG 
CWSCRRRS 


19596 


49964 


B 


19711 


180 


300 




19597 


49965 


A 


19712 


249 


700 


RQDPVSGGQSCPASCPSLWAA 
ARVWLGQ\PAPRAR*CPVCSSC 

rUrUnrDlJ 1 r C.AOLit^Ov^ovjt^Kt^ 

CLRTQEPPAPLQPPHPPMAQTP 
REEVGRRG WTPGCPGTDPCL W 
GLRLLCPLWDPHRSGTRPWAQ 
VQRDTTETKAQRGLVRCQRGC 


19598 


49966 


C 


19713 


273 


485 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19599 


49967 


A 


19714 




779 


VRPPSHVTADSGRSPLSLTYLPL 
QEPGDMAAAVPRAAFLSPLLPL 
LLGFLLLSAPHGGSGLHTKGAL 
PLDT VTF Y/KD Y G D K.LN M E L S E 
KYKLDKESYPVFYLFRDGDFEN 
PVPYTGAVKVGAIQRWLKGQG 
V\YLGMPGCLPVYDALAGEFIR 
ASGVEARQALLKQGQDNLSSV 
KETQKKWAEQYLKIMGKILDQ 
GEDFPASEMTR1 ARLIEKNKRSC 
KKAVCDFPGFGGGREGRVNLL 
AVSPLWN1RG 


19600 


49968 


A 


19715 


2 


253 




19601 


49969 


A 


19716 


494 


1443 


LAVPRPAYGPRSPGSLLRIPVPG 

LHLLNLNVWSRGSAAALHTKG 

ALPLDTVTF Y K.V IPKSKF VLV K 

FDTQY PYGEKQDEFKRFA ENSA 

SS\DDLL\VAEVGISDYGDKLNM 

\ELS\EKYKL\DKESYPVF\YLFR 

DGDF\EEPSSHYTGGS*RLGAIQ 

RWLKGGKGVYLGDGLELVCT 

V * LTPL AG EF\IR\ ASG V E ARQ AP 

LEAGAQDNLSKCERRLRKKWN 

AEQYLKIMGKILD\QGEDFP\AS 

EMTTESLGLIEKN\KMSDGKKE 

EL\QKSLN\ILTALPRRKGAEKR 

GAVNKAVCDFPRVWWEYGRG 

ELTLLAVSPLWN1RG 


19602 


49970 


A 


19717 


286 


332 


HHHHHPHYHHHHHPHYHHHH 
HPQYHHAHHPHYDHHRHRQGD 
HHGQLQYDDDHQPQCHQHDH 
LRCEHQHY1Q*WLINNLRASRY 
KPLLNIMLVFAAEMIVLVALGL 
MVVVVLELTVVVALTMTVVVI 
VRMMGGD1GDDGGGGSGDDG 
GGGSGDDGGGVMWQFFDSMS 
KNDSI1PTTTTTIIPTTTTTITIRA 
EQFTILTWKPVVSSQKNTSSFR 


19603 


49971 


C 


19718 


1 


546 




19604 


49972 


A 


19719 


1 


90 




19605 


49973 


B 


19720 


217 


951 




19606 


49974 


B 


19721 


67 


1708 




19607 


49975 


B 


19722 


218 


3267 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19608 


49976 


A 


19723 


1 


634 


LGRLSFPRPEQPDPGHRAHPSSP 
PRPRRPHARGRRGPRRHH/YHD 
TGANRAPEVRPPCPES/SPVGVA 
AFEPNGLRGQQPSPRSPGAPKG 
L*PTPPSASSSPKPREPSALGRPC 
CRCEESRFLEHRNSNPRVKDSR 
QARGRHAEFHGRTGVFERRRS 
RDHLPTHFPASVRWEKLSWCA 
RKNGLSGLRLCHGSQHFSGYSN 
RKVGTESLNQVWE 


19609 


49977 


A 


19724 


3 


1090 




19610 


49978 


A 


19725 


1 


609 




19611 


49979 


A 


19726 


23 


636 


FS YLPPGPSHGTWG LWELQFK. 
MRFGVCRHLMEDSMDMDVSP 
LR/PQNYLFSCELKADKDDHFK 
VDNDENEHQLSLRTPTVSLGVF 
EITPPVLLWLK.CGSGPVHISGQ 
HLVAVEEDAESEDEEEEDVKLL 
RISGKTKTFMATNGKEYKHYK1 
SSEKSLDNKYKTRTPGFQAFGF 
EDLHPWPLGSQAFYLSLRVTPP 
VFLVLRLLDFD 


19612 


49980 


A 


19727 


1 


830 


MEDSMDMDMSPLRPQNYLFGC 
ELKADKDYHFKVDNDENEHQL 
SLRTVSLGAGAKDELHIVEAEA 
MNYEGSPIKVTLATLKMSVQPT 
VSLGGFEITPPVVLRLKCGSGPV 
H1SGQHLVAVEEDAESEDEEEE 
DVNRVLFMKP/KRQGPQAYVR 
GFGVQLEIGSH*DPEQQF*RDSA 
QPSLATPSTPHLQALLCLSGQV 
LRLPLWGQRL*GLQGLLPPQHP 
EEHGVHVSPGQELHHQQGDPE 
PLPVLPTAEVL*SGHVQGVCEK 
RPKQEEEGGAQARVL 


19613 


49981 


A 


19728 




684 




19614 


49982 


A 


19729 


3 


535 


DSVLRGCSLEQRSFISVRLLSYL 
SACRHPMEDSMDMDMSPLRPQ 
NYLFGCELKADKDYHFKVDND 
ENEHQLSLRTVSLGAGAKDEL 
HIVEAEAMNYEGSPIKVTLATL 
KMSVQPTVSLGGFEITPPVVLR 
LKCGSGPVHISGQHLVVYRRK 
HQELQAMQM\DCRALSTS*ASS 
APRPS 


19615 


49983 


B 


19730 


1 


2268 




19616 


49984 


A 


19731 


198 


472 


AHDIGCPEVSPLVLEVARDEGP 
AHRPRFSH*SSHCSHWGTSQRA 
APPPCHPCIQTTW/PGAVTGLG 
G*PKTRSGPGKDRSSGAASSFP 
GGRV 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19617 


49985 


A 


19732 


92 


2049 


LTALPPAVSPGGHSSSSSSRTIS 

GIT*ELQR/LLQAVVPGPWQED 

VADAEECAGRCGPLMDCRAFH 

YNVSSHGCQLLPWTQHSPHTR 

LRHSGRCDLFQEKGEWGYMPT 

LRNGLEENFCRNPDGDPGGPW 

CHTTDPAVRFQSCGIKSCRVAA 

CVWCNGEEYRGAVDRTESGRE 

CQRWDLQHPHQHPFEPGKFLD 

QGLDDNYCRNPDGSERPWCYT 

TDPQIEREFCDLPRCGSEAQPRQ 

EATSVSCFRGKGEGYRGTANTT 

TAGVPCQRWDAQIPHQHRFTPE 

KYACKDLRENFCRNPDGSEAP 

WCFTLRPGMRVGFCYQIRRCT 

DDVRPQDCYHGAGEQYRGTVS 

KTRKGVQCQR/WSLE/TG*DYP 

ATTSLPLPPRFTFTSEPHAQLEE 

N FC/RDPDGDSHGPWC YTMDP 

RTPFDYCALRRCDQVQFEKCG 

KRVDRLDQRCSKLRVAGGHPG 

NSPWTVSLRNWQGQHFCGGSL 

VKEQWILTARQCFSSCHMPLTG 

YEVWLGTLFQNPQHGEPGLQR 

VPVAKMLCGPSGSQLVLLKLE 

RYVDNLGGWTKCEIAGRGETK 

GTGNDTVLN VA LLN VISNQEC 

NIKHRGHVRESEMCTEGLLAPV 

GACEGDYGGPLACFTHNCWVL 

KGIRJPNRVCARSRWPAVFTRV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USS1N 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19618 


49986 


A 


19733 


2 


2296 


HSAGQRSPSNDFQVLRGTELQH 

LLHAVVPGPWQEDVADAEECA 

GRCGPLLLSRAFHYNVSSHGCQ 

LLPWTQHSPHSRLWHSGRCDLF 

QEKGEWGYMPTLRNGLEENFC 

RNPDGDPGGPWCHTTDPAVRF 

QSCGIKSCRVAACVWCNGEEY 

RGAVDRTESGRECQRWDLQHP 

HQHPFEPGKFLDQGLDDNYCR 

NPDG SERP WC YTTDPQIEREFC 

DLPRCGSEAQPRQEATSVSCFR 

GKG EG YRGTANTTTAG VPCQR 

WD AQ1 PHQHRFTPEKYAC/K. VR 

WAGGRALGRAAAGETGGG*SR 

A*GWRLAG*G*VERLLRDLREN 

FCWNLDGSEAPWCFTLRPGTR 

VGFCYQIRRCTDDVRPQDCYH 

GAGEQYRG\TV\SKTRKGVQCQ 

R WS AETPH K.LQ* VPG APGPAR 

ALTLGRHALMSGTRAWKWLR 

LSLPRFRSRSRLGSRLTSEPHAQ 

LEEN FC/RDPDG DSHGP WC YTM 

DPRTPFDYCALRRCADDQPPSIL 

DPPPDQVQFEKCGKRVDRLDQ 

RRSKLRVAGGHPGNSPWTVSL 

RNR*GTTACLPQRGAEVVSSVV 

MPLGAGNLSLPPEVLARRWQV 

*HLSQESVPCPNSPLL*\QGQHF 

CGG SLVKEQWILTARQCFSS\CE 

PPLCLGTQSHPTFPFPQAS*QVS 

LGATD*ESQMT*QSFSPSHMPL 

TGYEVWLGTLFQNPQHGEPGL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19619 


49987 


A 


19734 


727 


3012 


PAPTHAHSAGQRSPLNDFQVLR 

GTELQHLLHAVVPGPWQEDVA 

DAEECAGRCGPLMDCRAFHYN 

VSSHGCQLLPWTQHSPHTRLRPv 

SGRCDLFQKKDYVRTCIMNNG 

VG YRGTM ATTVGGLPCQA WS 

HKFPNDHKYTPTLRNGLEENFC 

RNPDGDPGGPWCYTTDPAVRF 

QSCGIKSCREAACVWCNGEEY 

RGAVDRTESGRECQRWDLQHP 

HQHPFEPGKFLDQGLDDNYCR 

M PDGSERPWC YTTDPQIEREFC 

DLPRCGSEAQPRQEATTVSCFR 

GKGEGYRGTANTTTAGVPCQR 

WDAQ1PHQHRFTPEKYACKDL 

REN FC RNPDG SE AP WCFTLRPG 

MRAAFCYQIRRCTDDVRPQDC 

YHG AG EQYRGTVSKTRKG VQC 

QRWSA ETPHKPQFTFTSEPH AQ 

LEENFCRNPDGDSHGPWCYTM 

DPRTPF D Y CALRRCA DDQPPSIL 

DPP\DQVQFEKCGKRVDRLDQR 

CSKLRVAGGHPGNSPWTVSLR 

NWQGQHF\CGGSLVKEQW1LT\ 

A R\QCFSS\CH M PL\TG Y * G M VG 

ATFFQNPQHG EPSIAQRVQ* AK 

MLCGPSGSQLWLLKLERSVTL 

N/HRVWALIILP\PEWYVVPPGT\ 

KCE1AGWGET\KGTG\NDTV\LN 

V ALLN VI SN\QECN IKHRGRVRE 

SEM\CTEG\LLAPVGACESDYG 

GP\LACFT\HNCWV\LEGIIIPN\R 


19620 


49988 


A 


19735 


66 


234 


WCSAWHSWLPHSPSGPAASYP 
PAACRSAPQWPDP*R*CPRTHR 
RRSPWRAPWHCP 


19621 


49989 


A 


19736 


3 


500 


GRGGGGVRRCARPAPGRPPAA 

ARRRGDQRGGRLGR\HVPGrCTF 

CCGICGRGFGRRETLKRHERIH 

TGEKPHQCPVCGKRFRESFHLS 

KHHVVHTRERPYKCELCGKVF 

GYPQSLTRHRQVHRLQLPCAL 

AGAAGLPSTQGTPGACGPGAS 

GTSAGPTDGLSYACSD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19622 


49990 


A 


19737 


899 


2348 


GRRRGGGGRCWRGCQSGPERF 

SCATCGQSFK.HSW/DLVTHKYV 

HLMLLLPPSCEAVAPRGWRRSC 

SCPECCRVC/ELSSAA/RSATAR 

CFRRRSPSHAQPAPGPQVPQDW 

RSPRARIRLPVGPVGMPAFPTSA 

SGKAWPSLRSVSPHAFWKYHT 

SPPAMQPSGPLWASVPACAP*K 

NIPSPTIWQRLAFSGLGLP1CWV 

ENHGPATSSQWLVSGPRSPHLL 

S/RAEHPFSRPLPRWVATAERQ 

RRPSGKRTNPFPASPAPPPGA/G 

PEVSVPPAGALPGEALGPARDL 

WPCSSWT*AGLPALG/DTGGGE 

APAP/AAAAEPSEDTLYQCDCG/ 

TFFASAA ALASHLEAH SGPATY 

GCGHCGALYAALAALEEHRRV 

SHGEGGGEEAATAAREREPAS 

GEPPSGSGRGK.K1FGCSECEK.LF 

KbrKULtKM VLVH1 Ut.ls.rr rLL 

ECGKFFRHECYLKRHRLLHGTE 
RPFPCHICGKGF1TLSNLSRHLK 
LHRGMD 


19623 


49991 


A 


19738 


2 


358 




19624 


49992 


A 


19739 


635 


2441 


LKAIKRHPFFVTIDWNVSCMPQ 

SPPPFKPAVGRPEDTFHFDPEFT 

ARTPTGVCHSGSLYNAHHLFR 

GFSFVASSL1QEPSQQDLHKVPV 

HP1VQVTVFACSGFTDGYE1KE 

DIGVGSYSVCKRCVHKATDTE 

YAVKVRQAC*VSSLVFPAGTG 

APG1GEYGSGKLVSILCAQDSP 

HNLLPQRKVEKPSLSILVGESRS 

HVDKGQEVDILEMGMEFFFF1E 

FL V SPL ATG * CFPM A RSPCMGC 

SLSVCTAL*GQPLQGNTPTFKY 

QQVTWPQAKPPTPTAVLSPETA 

NVTSPQEQTRCLLKDRWLYPV 

VRNSSTRGPSEEIEILLRYGQHP 

NIITLKDVSGPRATASLVMELM 

RGGELLDRILRQRYFSEREASD 

VLCTITKTMDYLHSQGVGAMP 

GAAFNILYRDESGSPESIRVCDF 

GFAKQLRAGNGLLMTPCYTAN 

FVAPEVSIPRLQTQACDIWSLGI 

LL YTML AG * A VTSNRCH DTPEE 

1LARIGSGKYALSGGNWDSISD 

AAKVSTCPSVALDPHQRLTAM 

QVLKHPWVVNREYLSPNQLSR 

QDVHLVKVPAGVAVRTEWWE 

WDLNRTPQAPRLEPVLSSNLAQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19625 


49993 


A 


19740 


144 


1143 


REAGRGCSAGVGGRPRRRRRK 

GAASRARLPFSLSIMDPSLLRER 

ELFKKRALSTPVVEKRSASSENS 

SSSS\SKKKKTKVE\HGGSSGSK 

QNSDHSNGSFNLKA\LSGSSG\Y 

KFGVLAKMVNYMKDTGIQRGD 

THPLTLDEALDETQHLDIGLQQ 

KQWLMTEVALVNNPKIEVIDGK 

YAFKPKYNVRDKrCALLMLXLD 

QHDQRGLGGILLEDIEEALPNS 

QK\A VKA LXGDQIPl C* SGP V RR 

it c\c\xTr*k r cr , r\Fcvr:*PTE , pk r T 
JSJLr Yr vNJJls.oL/V/r^ * *J KlrivrvL, 

WEECQLVDSHGTEEK1VEEYLE 
ADRVFSSHARESG\PK\KVGPYS 
RRKGKSPAFTRKKPTFLRTSLT 
NHLAWNC 


19626 


49994 


A 


19741 


677 


1590 


AHPHSPRRTLERQARISGAGRR 

SSPNAAN RGSAPPSRRLASFCT 

AGSA\GRPA*SSPCSGPWTAVSA 

PRSPGPRGGGRPPSPGRRRPCCS 

VFSGGASPSSARVSSPSGSCSAS 

PPAAPAAWSLRGCGCWPG/VW 

EVHVNTGGDSV\AAPAAWGSR 

A ACGPNLGCG SHPRAGRRAGH 

RCGHPWSPRPAPRPSCCGRSPR 

PGPPGASGCPRPAPRPPTPASRS 

GRPCSWRRARAAG WPRG WWG 

SSAGGCRRGSGRREWCPCGTA 

RGSPAAGVSRWTAPRCRHRRS 

DASASGTPARFPGAGRKGRTL 

WQ 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19627 


49995 


A 


19742 


754 


2179 


SKMSRLEAKKPSLCK.SEPLTTE 
RVRTTLSVLKRIVTSCYGPSGR 
LKQLHNGFGGYVCTTSQSSALL 
SHLLVTHPILK1LTASIQNHVSSF 
SDCGLFTA I LCCNLIENVQRLGL 
TPTTVIRLNKH LLSLCIS YLKSE 
TCGCRIPVDFSSTQILLCLVRSIL 
TSKPACMLTRKETEHVSALILR 
AFLLTIPEN AEGH1 ILGKSLIVPL 
KGQRVIDSTVLPGILIEMSEVQL 
MRLLPIKKSTALKVALFCTTLS 
GDTS*\PGEGTVVVSYGVSLEN 
AVLDQLLNLGRQLISDHVDLVL 
CQKVIHPSLKQFLNMHPUIAIDR 
1GSDSD/VEPLDLKWTGTQPIGS 
LGSICPNSYGSVKDVCTAKFGS 
KHFFHL I PNEAT1 C SLLLCNRND 
TA WDELK LTCQT ALH VLQLTL 
KEPWALLGGGCTETHLAAYIR 
HKTHNDPES1LKDDECTQTELQ 
LIAEAFCSALESVVGSLEHDGG 


19628 


49996 


A 


19743 


1 


652 


LMPKPGRDTTKKENFRP1SLMN 
INAKILNKILANQ1QQH1KJCLIN 
HDQVGFIPGMQGWFNIHKSINV 
IHHIKRTNDKNHMIISIDAGKAF 
NKIQQCFMLKTLNKLMHGVYL 
KIIRAIYD/KPPANIILNGEKLEA 
FPLKTG1RQG/CPLLRNIV/LEVL 
ARAIRQEKEIKGIQSGNEEVKLS 
LFADDM1VYLENPIVSAQNLLK 
LISNFSKVSGYKISVQ 


19629 


49997 


A 


19744 


1 


834 


MGDFNTPLSTLDRSTRQKVNK 
D1QELNSALYQVDLIDIYRTLHP 
KSTEYTFFSAPHHTYSKIDHIVG 
SKALLSKCKRTE1ITNCLSDHSA 
IKLELTIKKLTQNRSTTWKLNN 
LLLNDYWKYKQPSENKHLYAN 
KLENLEEMDKFLDTYTLPRLNQ 
EEVESLNRPITRSEIEAITNSLPT/ 
KJCSPGPDGFTAEFYQVMLEVLA 
RA1RQEKE1KGIQLVKEEVKLSL 
FADDMIVYLENP1VSAQNLLKLI 
GNFSKVSGYKI/NVQKSQAFLY 
TNNRQTESQIM 


19630 


49998 


B 


19745 


1 


1521 




19631 


49999 


B 


19746 


1 


1461 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19632 


50000 


A 


19747 


1 


2347 


MELKTKARELHDECTSLSSRFD 

QLEERVSVMEDEMNEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEG 1 LPNSF YEPSII 

LIAKPGRDTTKKENFRPISLMNI 

TM AKILNKM LANQIQQH IKKLIH 

HDQVGFIPGMQGWFNIRKSINV 

IQHINRTKDKNHMIISTDAEKAF 

DKIQQHFMLKTLNKLVLEVLA 

RAIRQEKE1KG1QLGKEEVKVSL 

FADDMIVYLENPTVSAQNLLKL 

IGNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFTIASKRI 

KYLGIQLTRDVKDLFKENNKPL 

LKEVKEDTNEWKNIPCSWVGRI 

NIVKMAILPKVIYRFNAIPIKLP 

MTFFTELEKTTLKFIWNQKRAC 

1AKSIFSQKNKAGG1TLPDFKLY 

YKAT VTKTA WY WYQNRDI AQ 

WNRTEPSEIMLH 1 YN YLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

AICRKVKLDPFLTPYTKMNSR 

WIKDLNVRPKT1KTLEENLGITI 

QD1GVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEK1FATYSSDKGLISR 

1YNELKQIYKKKTNNPIKKWAK 

DVNRHFSKEDIYAAKKHMKKC 

SSSLAIREMQ1KTTMRYHLTPV 

RMAIIKKSGNNRKIQ/GGIWCD 

RIL*R*TTCRVAKEIQSL*RRI/W 

KRLQRTLS1PVLDAV*PPMF*AS 


19633 


50001 


A 


19748 


1 


1818 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19634 


50002 


A 


19749 




1725 


MELKTKARELREECRSLRSRCD 

QLEERPNLRLIGVPESDGENGT 

KLENTLQDI1QENFPNLAKQVN 

VQIQEIQRTPQRYSLRRATPRHII 

V RFTK VEMK EKML R A AREKGR 

VTLKG KPI RLTADLS A ETLQ AR 

REWGPIFNILKEKNFQPRISYPA 

KLSFISEGEIKSFTDKQMLRDFV 

TTRPALQELLKEALNMERNNRS 

WFFEKINKIDRPLARVIKKKRE 

KNQIDAIKNDKEDITTNPTEIQTI 

IREYYKHLYPNKLENLEEMDTF 

LDTYTFPRLMQEEVESLNTSITG 

SE1VA11S/NSIPTKKSPGPDGSTA 

EFYQVMLEVLARAIRQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMS 

ELPFTIASKRIKCLGIQLTRDVK 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGRINIVKMA1LPKVI 

YRFNAIPIKLPMTFFTDLEKTTL 

NFIWNQKRArUTK.SILSQK.NKA 

GGITLPDFKLYYTATVTKTAW 

YWYQN\RWYWYQNRDIDQWN 

RTEPSEITPHVYNYLIF 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19635 


50003 


A 


19750 


1 


1719 


MHNTDGNRFLSHWGYRQALSI 
SK.PASASLHPSSKTKPLGTQSKT 
VVAKRNREHGKKERSSSPAME 
QSWMENDFDELREEGFRRSNY 
SELREDIQTKGKEVENFEKNLE 
ECITRITNTEKCLKELMELKTK 
ARELREECRSLRSRCDQLEERR 
KQERSKIDTLTSQLKELEKQEQ 
THSKAGRRQEITKIRAELKEIET 
QKTLQKINESRSWFFERINKIDR 
PL A RLIKKKREKNQ 1DTIKNDK 
GD1TTDPTE1QTTIREYYKHLYA 
NKLENLEEM DTFLDT YTLPRLN 
QEEVESLNRPITGSEI VA1 IN SLP 
TKKSPGPDGFTAEFYQRYKEEL 
HINRAKDKNHMIISIDAEKAFD 
K I QQPFMLKTLNKL VLE VL ARA 
IRQEKE1KGIQLGKEEVKLSLFA 
DDM1VYLENPIVSAQNLLKLLS 
NFSK.VSGYK1NVQKSQAFLYTN 
NRQTESQIMSELPFTIASKRIKY 
LGIQLTRDVKHLFKENYKPLLK 
EIKEDTNKWKNIPCSWV\GRINI 
VKMA1LPKVIYRFNAVP1KLPM 
TFFTELEKTTLKFIWNQKRACIA 
KSILSQKNKAGGITLP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19636 


50004 


A 


19751 


2 


2133 


WRRI YQANGK* KNK/QKKAGV 

VILVSDKTDFKPTKIKRDKEGH 

YIMVKGSIQQEELTVLNIYAPN 

TGAPRFMKQVLRDLQRDLDPH 

TTIMGDFNTPLSTLDRSARQKV 

NKD1QELNSALHQADLINIYR1L 

HPKSTEYTFISAPHRTYSKIDHI 

VGRKALLRK YKRTEI ITDCLSD 

HSAIKLELRIKKLTQNSSTTWK 

LNNLLLNDYW1HNKTKAE1KM 

CFETSENKDTTYQNLWDTCKA 

VCREKFI ALN AH KRKQERSKID 

TLTSQLKE/LEKQEQTHSKASRR 

KSRRNG*1PGH1HPPKTKPGR1* 

VPE*TNNRV*N*GNN**LTNQK 

KFRTRR1HSQILPEHSAGSSGQG 

NQAGERNKGYSIRKRGSQIVPV 

CR*HDCIFRKPHHLSPKSP*AVK 

QLQQSLR1QNQRAKITSSPIHQ* 

QTNREPNHE*TF1HNCFKENKIP 

RNPTYKGCEG PI QGELQTTAQQ 

NKRGHKQMEEHSMLMDRKNQ 

YHENGHSAQGNL*IQCHPHQAT 

NDFLHR1GKNYFKVHMEPKKSP 

HCQVNPKPKEQSWRHHAT*LQ 

T1LQGYSNQNSMVLVPKQTYRP 

MEKNRGLRNNTTHLRPSSL*QT 

*QKQEMGKGFP1**MVLGKLAS 

HM*KAETGSLPYTLYKN*FKM 

D*RLKC*T*NHKNLRRKPRQYH 

SGHRH EQGLY V *NTKSNGNKS 

QN*QMGSN*TKELLHSKRNYH 


19637 


50005 


A 


19752 


1 


1314 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19638 


50006 


A 


19753 




1998 


MVKGS1QQEELTILHIYAPNTG 

APRF1KQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQAALID1YRTFH 

PKSTE YTFFSAPHHTYSKIDH I V 

GSKALLNKCKRTEIITNYLSDHS 

AIKLELRI K.NLTQS RSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETTSIENKDTTYQNLWDAFKAXPL 

ARLIKKKREKNQID/TIKNDKGD 

ITTDPTEIQTTIREYYKHLYANK 

LENLEEMDTFLDTYTLPRLNQE 

EVESLNRPITGSE1VAIINSLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQS1EKEGILPNSFYEASI1 

LIPKPGRDTTKKENFRPISLMNI 

DAKILNKILANRIQQHIKKLIHH 

DQ VGFIPGMQG WFN I RKS1NV1 

QHINRAKDKNHMIIS1DAEKAF 

DK1QQPFMLKTLNKLVLEVLAR 

AIRQEKDIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

KFSKVSGYKIHVLK.SQAFLYTN 

NRQTESQIMRELPFTIASKR1KY 

LGIQLTRDVKDLFKENYKPLLN 

CIK.CL' I iNN.WlS.fNJr to W lOivlfN llvl 

RRSSSAPSGCHLCPPSLYLHSPN 

V bLK^AoroVAuryWlS.Lvjl lAr 

TQPRGVGDDFVTSTSPPSLDMF 
PRLKG AEN S PH RSGRD 


19639 


50007 


A 


19754 


1 


3288 






















gQQQ^ 






2~64 




\/vt t avi V'TN.nvror^TccrMA/T 
SELPFTI A SKRIKY LG IQL\TRD V 
KDLFKDNY1PL\LKE1*EDTSK.W 
KS1PCSWI 


19642 


50010 


A 


19757 


1 


1845 




19643 


50011 


A 


19758 


1 


3144 


MGDFNTPLSTLDRSSRQKVNK 
DTQELNSTLHHA DLIDIYRTLHP 
KSTEYTFFSAPHHTYSK1DHVV 
GSKALLSKCKRTEIITNCLSDHS 
AIKPELRIKKLTQNRSTTWKLN 
NLLLNDYWVHNKMKAEIKMFF 
ETNENKDTTYQNLWDTFKAVS 

ASQLKEVEKQEQTHSKASRRQ 
EITK1 RAELKEI ETQKTLQKINES 
RSWFLERINKIDRPLARL1KKKR 
EKNQID V IKN DK 


19644 


50012 


B 


19759 


1 


1743 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location ofilrst 
codon for peptide 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


19645 


50013 


A 


19760 




1500 


MGKKQSRKTENSKNQSASPPPE 

ECSSSPAMEQSWMENDFHELR 

EEGFRSNFSELKEDVRTHSKEA 

KNLEK.RLDEWLTGITSVEKSLN 

DLMELKTMARELCDKCTSFSS 

KFHQLEERVSVTEDQMNEMKS 

WFFEKINKIDRLL ARL I KJK.KRE 

KNQIEAIKNDKGDITTDPTEIQT 

TIREYYKHLYTNKLENLEEMDT 

FTGTYTLPRLNQEEIESLNK.P1T 

GSEIEAIINSLPTKKSPGPDGFTA 

EFYQRYKEELL\FM IRKLINLIQL 

INRTQDP* PPL/VLS RIG RRVHQ 

YLENPIVSAQNLLKLKSNFSKV 

SGYKINVQKSQAFLYIICKRQTE 

SQIMSELPFTIASKRIKYLGIQLI 

RDVKDLFKEN YKPLLNEI KEGT 

NKWKNIPCSWIGRINIVKMA1LP 

KVIYRFNAIPIKLPMTFFTELEKI 

1 LlS.r 1 WiNv^tKAUlAIS. 1 lLals.is.IN 
rvAUv_nIVlL,rL>i KL r YrvAW Vlrvl 

A WD WYQN R YLDQ WNRTEPSE 1 
TPHIYNHL1F 


19646 


50014 


A 


19761 




3192 




19647 


50015 


B 


19762 


180 


190 




19648 


50016 


A 


19763 


1 


3212 


MVKGSIQQEELTILN I Y APNTG 

ALRF1KQVLRDLQRDLDSHT1IM 

GDFHTPLSTLDRSTRQKVNKD1 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEI1TNCLSDHSA1K 

LELRJKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK. 

FI A LN AHKRFCQERSK 1 DTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


19649 


50017 


A 


19764 




2607 


MTNHCFKRQFQKHEMLLKEDC 

EPGDSSFILGEQHWENMLCEPK 

QHPPQQGEGRAAGQAQNPLNT 

DVSPGAGAKESEEKIYQHLNYT 

YFKQKCMSCSGFTFSSYAMHW 

VHQAPGKGLEWVSA1GAGGGT 

YYADSVKGRFTISRDNAKNSLY 

LQMNSLRAEDMAVYYCARDTI 

D A YG DEKPSTI VTRIRVLRKLR 

DTCHMGEADRTFLSP1AQHPPV 

CHVETHLGMQVANSSEEDELV 

WSKWDVDVKFILCCAKYHREQ 

LQESALDLKSLHCPSASPALFL 

ATPSQPVLTTGPGSASSQGGAE 

MGAHFLVQLVQSGAETRESFD 

PALPEMETQRTDEQCRAVHPGP 

QKERHGNMSPPLLMKGSSSPVP 

SGPGEEPSHREPVSFICGRCILLT 

LLLGDCLWGEGAWTQGDVLQ 

PSDRASFLAMGVNTTVQQVGD 

LSGYFPNSVGKACKCREFHTLT 

PLAHTSSTTHETFPGAQCEVQL 

VESGGGLVQPGGSLRLSCPDSG 

FTFSNHYMSWVRQAPGKGLEW 

ISYISGDSGYTNYADSVKGRFTI 

SRDNANNSPYLQMNSLRAEDT 

AVYYCVKHTARGKLEKQEQTY 

SKA S RRQEITKI RAELKETETQK 

TLQKINESRSWFFEKIYKJDRPL 

ARLIKKKREKNQ1DAIKNGKGD 

1 TTDPTE IQTTLRE Y YKHL Y AN 

KLENLEGMDKFLDAYTLPRLN 

















19651 


50019 


A 


19766 


1099 


4113 




19652 


50020 


A 


19767 




2628 




19653 


50021 


B 


19768 




2970 




19654 


50022 


B 


19769 




4142 




19655 


50023 


A 


19770 




4091 


MHIVVETALSASWQNKAKPPA 

RVLLQVVPNVWFLVAVVWEL 

YPSLDLMDRS1ECSSSPATEQS 

WTENDYDKLREEGFRRSNYSE 

LQEDIQTKGKDVENFEKNLEEC 

ITRITNTQKCLKELMELKTKAR 

ELREECRSLRSRCDQLEERVSV 

MEDEMNEMKQEGKFREKRIKR 

NEQSLQEIWDYVKRPNLRL1GV 

PESDGENGTKLKNTLQDI1QENF 

PNLARQAKVQIQEIQRMPQRYS 

LTRATPRHI1VRFTKVE 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19656 












LQVEIYKTVKMHC1WHKQMVS 
SYFFYQKKNELSNFEEVFLKTA 
SG MFFSTVGCHPTRCG EFEKNN 
PDL YLKELLN L AENN K.G K V V\A 
1GECGLDFDRLQ 


19657 


50025 


A 


19772 


173 


1009 


LHGGNLQDSKDALHLAQTNG 

MFFSTVG\IHPTRCG*/YFEK7MNP 

DL YLK.G V AKIF A/EKTLKGKLW 

QLGEC\GLDFD\RLQFCPKDTQL 

KYFEKQFE\LSEQTKLPMF\LHC 

RNSHGWNFLDIMKRNRDRCVG 

GVVHSFDGTKEAAS\SL1DLDLY 

1GFNG/CASPEN LEANLG RFWK 

SI\PSEKLMIEA\DAP\WCGVKST 

HA\GSKYIRTAFPS\KKKWESGH 

CLKDRN EPCH11QI LEIMS AVRD 

EDPLELANTLYNNTIKVFFSWN 

1IGICLPLSIMYVKFHSKTS 


19658 


50026 


A 


19773 


16 


1558 


QEHLQRASPRLLQLLPPLPPPPP 
PPAFGGSLSSLGSRMSRQVYVRS 
SKFRHVFGQPAKADQVCYEDVR 
V SQTIAWDSGF WC/S VN P* VL W 
ALICEASGGGAFLVLPLGK1WT 
LWDKNAPTGCGSHS/APVLDIA 
WCPHNDNVIA\SGSED\CTVMV 
WEIPDGGLMLPLREPVVVTLEG 
HTKRVGMVAWHTTAQNVLLSA 
GCDNVIMVWDVGP\GAAMLDT 
GPRGA/HPDANYRGDWEP\DGG 
L1CTSCRDKRVRI1EPRKGTVVA 
EKDRPHEGTRPVRAVFVSEGKI 
LTTGFSRMSERQVALWDTKHL 
EESPV/SLRKLHTRNGVPVAFFG 
P\DTN1VYLRGKG\SGPIRVFE\1T 
SE\APFLHYL\SMFS\SKESQRG\ 
MGYM\PKRGRKVNK\CEIAGFY 
KLHDGR/CVSPMPKPVPRKSDL 
FQEDLGPTPPRGPDP\ALTA\EE 
WLGGRDVG\PLFISLKDGYV\PP 
KSREL\RVNRGLDP\GRRR\AAP 
EASGTPSSDAVSRLEEEMRKLQ 
ATVQELQKRLDRLEETVQAKL 


19659 


50027 


A 


19774 


229 


475 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19660 


50028 


A 


19775 


225 


965 


EWAWRSQLRSEHSRADPTRSSC 

RSCGAKMSGEENPASKPTPVQ 

DVQGDGRWMSLHHRFVADSKA 

DKSGSKKKNPPPPEVVF1GDSL 

VQLMHQCEIWRELFSPLHALYN 

FG1GGDGTQHVLWRLENGELE 

HIRPVKIVVVWVG/TPNNHGHTA 

EQGLLPRGQHPNPLREKNRQV 

NELGTGGTWLGHPRAHFLDAD 

PGFVHSDGT1SHHDMYDYLHLS 

RLGYTPVCRALHSLLLRLLAQD 

QGQGAPLLEPAP 


19661 


50029 


D 


19776 


691 


1077 




19662 


50030 


A 


19777 


481 


1308 


PSVAFL*PSLHRYGHTGTAGPG 
WPCAAGS*AA/SSSRRGLPSVLQ 
A SSN SSH RRCN STPSG S AGQRR 
VRRAP*MASTTPGGTESGPCKA 
RNAFRMRSTSAFCRGQ*QRPVP 
SSSSSRSSSRACA\AGETASGDP 
RAQRQLRS*DEESSSPSLDFRQA 
/PWPTAPCVKVSYSSSRMFSGM 
SPWRSSDNKRNSSFLRKTTGSN 

LVPPVAEVHMPVPAPILPSAGIR 
RKIQKAASAKQLPLFQMDDSFS 
QHRVQGDTKK 
















19664 


50032 


A 


19779 


970 


1193 


1NNH1RDSCWTCHCSC/QPPPPPP 
LLPQPPP*LSAPRVIERKE*DRL/ 
CPGEQTSSPTPSPRTQSAAAAT 
QLSLPPP 


19665 


50033 


A 


19780 




494 


MDGRVMAAGGRQAPGQKKAG 
TSEAPPSSQEWPEAWYGCLQQ 
KLRAVYLVQSQPCTGPVLAPG 
AACPAAAASTPGCAQW/CGPR 
ACSPTQSSQLCAWFAFSSRCPD 
FC PN PPRPL * DPPSW PTDP ADRC 
SPELTIRDSCWTCHCSCRRRHR 
RPCCRSRRPDSPRHG 


19666 


50034 


C 


19781 


120 


392 




19667 


50035 


A 


19782 


174 


375 
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SEQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19668 


50036 


A 


19783 


33 


1154 


QFALCAGWWLCGRGGGRTPAT 

MSGFSTEERAVPFSLEYRVFLK 

NEKGQYISPFHDIPIYADKDVFH 

MWVEVPRWSNAKMEIATK.DP 

LNPIKQDVKKGKLRYVA\NLFP\ 

YKG Y I VANYG\A FPQTW\EDPG\ 

HNDKTLLGCCGLTMDPMDVC* 

NWEGKVCARGEIIGWKVLGUL 

AMI\DGGGTDWKVIAINV\DDP 

GCQPINNDIWDVKRLKAPGYL* 

KLPVDWFR\RYKVPDGKPENEF 

AFNAEFKDK\DFA\IDIIKSTPWT 

LGKALVT*ENRMGKGISCMNT 

NFVLRAPFKVCILDAAQSPLWD 

ALPTHPCG1CPCHSTQQTVDKG 

VPITQKNLMRFPLEYQADIAYIR 

VPSWMVLEVKVVAFSFCAFKFV 

EPHPNLK 


19669 


50037 


A 


19784 


1 


612 


VTQEDD1IEEHKPRTPRPSPPLL 
APSPACQAFGEGHSPGHPA1ST 
GAGPRPSASFSHPHLSGLHREPP 
LNWSVCPGLVWSPKPALDETH 
PFVQQFPHQATLEWGVFHRDV 
GRRWGRRLGNLQIGSEVARRR 
RVGGGGLQCRRLGVGASPGAD 
W**SG*EEACGGRWAA/GADG 
WGLGRPRELIGCRG WRRSLA A 
APGPQRPGFVSVSTPRCRPRSG 
METQTPALRVQQDDLFQS 


19670 


50038 


A 


19785 


1 


951 


MEEG1SSQIGRRENECQQKKCQ 

TL1KPSDLVRTHSYHENSMGET1 

LVIQLPPPGTAFDMWELQFKLI 

TQTFSHHNQLAQKTRREKRAR 

QE A\ERREKAERA ARLAKE A KS 

ETSGPQI KELTADEE AERLQLE 1 D 

QKKDAEN HEA\QLKNG\SLDSP 

GKQDTEEDEEEDEKDKGKLKP 

NLGNGEDLPNYRWTQTLSELD 

LAVPFCVNFRLKGKDMVVD1Q 

RRHLRVGLKGQPAIIVDGELYNE 

VKVEESSWLIEDGKVVTVHLE 

KRGPADAHSRALSVLQASRLL 

GVHCVPGTVPNAE1QVVDFVIY 

FWQSV1PQASPISE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19671 


50039 


A 


19786 


87 


1191 


SAELRDVDRSAARLGGEQEEER 
FDGMLLAMAQ\QHEGGVQELV 
NTFFSFLRRKTDFFIGGEEGTAE 
KLITQTF\SHHNQL\AQKT\RREK 
ESPRRRAE\RREKAERAARLAK 
EAKSETSGPQIKELTDEKA\ERL 
QLEIDQKKDAENHEAQLKNGS 
LDSPGKQDTEEDEEEEDEKDKG 
KLKPNLGNRADLAQ*RLNPDPC 
RELDLAVPF\CVNFRLKGKDMV 
VDIQRGTPRWGLKGQPSDSLM 
GELYNEVKVEES\SWLIEDG\KV 
VTVHLEKI\NKMEWWSRLVS\S 
DPE1NHPRKINPEMSKA\SDL\DS 
*DFASMVEKDDGMTQRTESPM 
GLPNFQTNRRKQEILK\KFM\DQ 
HP\EMGFFPKArCFPTN PCFFPP 


19672 


50040 


A 


19787 


3 


403 




19673 


50041 


A 


19788 


281 


1952 


DPVPGCRRLVAMAPT1QTQAQ 
REDGHRPNSHRTLPERSGVVCR 
VKYCNSLPDIPFDPKF1TYPFDQ 
NRFVQYKATSLEKQHKHDLLT 
EPDLGWTIDLINPDTYRIDPNVL 
LDPADEKLLEEE1 QAPTSSKRSQ 
QH A\KV V P WXMRKTE YI STEFN 
RYCIFHEK\PEVKKWGSVKQQF 
TEEE1YKDRDSQITAIEKTFEDA 
QKS V1EGLG WGEAR1 SQHYSKP 
RVTPVEVMPVFPDFKMWINPC 
AQV1FDSDPAPKDTSGAAALEM 
MS\QA\MIRGMMDEEGN\QFVA 
YFLPVEETLKKRKRDQEEEMD 
YAPDDVYDYK1AREYNWNVK 
NKASKGYEENYFFIFREGDGVY 
YNELETR\VRLSKRRAKA\GVQ 
SGTNALLVVKHRDMNEKELEA 
QETRKAQLENHEPEEEEEEEME 
TEEKEAGGSDEEQEKGSSSEKE 
GSEDEHSGSESEREEGDRHEAS 
DKSGSG\QDDSSDY*ARAARDK 
EEIFGSDADSEDDADSDDEDRG 
QAQGGSDNDSDSGRN\GGGQR 
TRSHSRSASPFPSGSEHSAQENG 
\SEAAASDSSEADSDSD 


19674 


50042 


A 


19789 


1 


885 




19675 


50043 


C 


19790 


164 


361 




19676 


50044 


C 


19791 


22 


156 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19677 


50045 


A 


19792 


1 


1344 


PGRTTRSMAEDVFLSAP1PRGC 

ADGRDADPTEEHMAQTERNDE 

EQFECQELL*CHVQVGAPEEEE 

EEEEDAVLVAEAEAVAAGWM 

LNFLCLSLCRAFREGRSEDFRRT 

RNSA EA 1 1HGLCSLTACQLRTI YI 

CQFLTRIAAGKTLDAQFENDER 

ITPLESALMIWGSIEKEHDKLHE 

EIQNLIKIQAIAVCMENGNFKG 

AEEVFERIFGDPNS\HMPFKSKL 

LM II S QKDTFH SFF\QHFSYNHM 

MEKIKSYV\NYVLSEKSSTFLM 

KAAAKVVESKRTRTITSQDKPS 

GNDVEM ETEANLG YKKKC*LT 

NSLR*LNPQRVQYPY*GSHKNL 

FY LKLQHGTQQQDLM K.KERRV 

GTPQSTKKKICESRRATESRIPVS 

KSQPVTPEKHRARKRQAWLWE 

EDKNLRSGVRKYGEGNWSKIL 

LHYKFKNRTSVMLKDRWRTM 

KKLKLISSDSED 


19678 


50046 


A 


19793 


1 


1444 


IPGSTISCLKGQYPSEPFNMAED 

VSSAAPSPRRCADGRDPVDPTEE 

QMAETERNDEEQFEC\QELLEC 

QVQVGAPEEEEEEEEEDAGLV 

AEAEAVAAGWMLDFLCLSLCR 

AFRDGRSEDFRRTRNSAKAIIY 

G LSMLTAC PLRTI YICQ\FLTRI A 

AGKTP*MHRFENDE\RITPLG1SP 

*M1WGSIEKEHDKLHEEIQNLIK 

IQAIAVCMENGNFKEAEEVFER 

IFGDPN SHMPFKSKLLMI ISQKD 

TFHSFFQHFS\YNHMMG\KIKSY 

VN Y VLS EKS STFL M\KAA AK V V 

ESKRTRTITSQDKPSGNDVEME 

TEANLDTRK.RSHKNLFLSKLQH 

GTQQQDLNKKERRVGTPQSTK7 

RRKKEGRRATESRIPVSKSQPW 

TPENDRARKVRQA WL WGRKDK 

ILRS\GVREFG\EGN\WS*ILLHY 

KF\NNR\TSVM\LKARW\RTMEG 

NLKLDFLQDSEDWIVFVICSFDG 

KGQFKYFDHCILFETCVIDVI 


19679 


50047 


A 


19794 


1 


1020 




19680 


50048 


A 


19795 


411 


769 


SHLGFPGTWTRLWPSRMSPCPP 

QQSRNRVIQLSTSEL/APALGN 

WARLPQVTEQ*FRGLRKGSRT 

MPGSSPPATWTKGCLLA*Q*CL 

CPQLGWSRVAP*CRLGALFLAC 

SLLLAAPLRCF 



2496 



WO 01/075067 



PCT7US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19681 


50049 


A 


19796 


171 


325 


ETVAVSSAGARASSIMRJMVSS 
RPSETSLESVFPDSAP/PGL*PPP 
CLSFGL 


19682 


50050 


A 


19797 


335 


1536 


GCSPCPPQ\QS\RNRV1QLSTSEL 

GEMELTW\Q\EIMSITEACRVLN 

APSEPSFEAPKPQLPYUGPPPPT 

TY\CPC\SIHPDSGFPI\P\PPPYEL 

PVASTSHVPDPPYSYG\NMAIPV 

SK\PLSLSGLLSEP\LQDPLALLD 

IGLPAGPPKPQEDPESDSGLSLN 

YSDAESLELEGTEAGRRRSELC 

RRCYPV\EYPYSLMPNSLAHSN 

YTL\PAAETPLALEPSSGP\VRA 

KPTARGE/AQGSRDERRAIAAM 

KISF\PTDKIVNFPVDDFNELLA 

RYPLTESQLALVRD1RRRGKNK 

VAAQNCRKRKLETMVHLERKL 

ERLTNE\RERL\LRA\RGEASR\T 

LKVMRQQ\LQELY\REHFPSHLR 

E*NPGQTAYSP*KK* RACKQAC 

PNGDPSFPCGPRGT\KMEAHRL 


19683 


50051 


A 


19798 


1 


408 


LNLMRWEAVQARGGAFRIPRV 
DPGPTPIPH"NSSSRFDCNSVSTA 
P\RVL VSG IC A AG SF VL V AFSI 1 S 
VGTSLC/GYFLLLTSPEAQDPGG 
EEEAESAARQPLIRTEAPESKPG 
SSSSLSLRERWTVFKGLLWYIV 
PLV 


19684 


50052 


A 


19799 


1 


759 




19685 


50053 


A 


19800 


1 


1815 




19686 


50054 


A 


19801 


1 


942 


MGGCAGSRRRFSDSEGEETVPE 

PRLPLLDHQGAHWKNAVGFW 

LLGLCNNFSYVVMLSAAHDILS 

HKRTSGNQSH VDPG PTPIPHN S 

SSRFDCNSVSTAP\RVLVSGICA 

AGSFVLVAFSHSVGTSLC/GYFL 

LLTSPEAQDPGGEEEAESAARQ 

PLIRTEAPESKPGSSSSLSLRER 

WTVFKGLLWYIVPLVVVYFAE 

YFINQGLVSEGCLFRPFPFSALN 

VCEVNLVKVSQHQGGWVAVV 

TQGKKHPISCRRLNVDGMNIIS 

NDGSNKLNRSRKARVSYKVQR 

TINASLNAATSTRAVSSNPNFV 



2497 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19687 


50055 


A 


19802 


82 


1620 


SLSPVADPHPSRGSPLWTLYDP 

GPSGDLNLMRWIGCAGSRRRFS 

DSEG\EETVPEPRLPLLDHEGAH 

WKNAEGFWLLGLCNNFSYVV 

MLSAAHDILSHKRTSGYNQSHVA 

DPGPNGDSPTTAYSRFDCNSVF\ 

TGAVLL\ADILPTLVIKLLVAPLG 

1AHLLPYRSGPRVLVSGUCAGG 

KFRPGFAFSHSVG\TSLCGCWSF 

AS1SSGLG\EVTFLSLTAFYPRA 

VISWWSSGTGGAGLLGALSYL 

GLTQAGLSPQQTLLSMLGIPAL 

LLASYFLLLTSPEAQVDPERGEE 

A KASQAGQPFIRTEGPE\GKPGSS 

SSLSVLRERWTVVKGLLWVPLF 

PWFEVTFPKYFITQGLFELP/LFF 

WTTSLSHAQQYRWYQMLYQA 

GVFASRSSLRS\CSIGFTW\ALAL 

LQCLVNLWFLLADVWFGFLPSI 

YLVF\LI 1VL YEG A PWGS ASLREK 

PFVHNIRPWRPSDEHREVCKWR 

PPCHL*HTGGFILSGASLALPLH 

DFLLPSSPDTRDPQDAGHIHLW 

ARGTGYQ 




5^bl^ 




T§£ol 


Pt 
















449 


CLELRNLFYGACSWEVS1SSDS 
EKPGIFNASPASAVHC**GFARP 
SSWRVLGAICTFHHSVYAKTA 
KRKAST*RHFHH 


19690 


50058 


A 


19805 


21 


79 
















WATRSSCSSMMEMPPWCPCGC 
AGRWRRGGASRGPREAAAGH* 
KPRTSNQGEQPTRRPSPYAACA 
RRAFAGPWASLPSPSPLSAGGL 
AWGAPCVAHPTRPSPYLLV 


19692 


50060 


B 


19807 


148 


2949 




19693 


50061 


A 


19808 


1335 


2173 


KQAHRPREEKRREEKRKEGVPS 
VPETLKKKQRNFTELKIKRL\RK 
KFAQQML\RKAR\RKLIYEKAK 
HYPKE\YRKMYRT*ISNGRGWA 
RK\AGQLYLVLKNPKFAV\VIRN 
QKVSMGVSP\KLRKVVVSFLRP 
SSKSSNETFVKALKQRPSD*TM 
P*GLVRGPI*LPWGYPPQS*SPV 
NEP* S YK\RG Y\AKIQ *E AELPLT 
DNALIAS1SWVNSAFICM\DDLI 
HEIYTV\GKRFK\EANNFLWPLQ 
I VL LPRGG\MKKKTTHF VEGG D 
AGTQRSDQ1NRLIRRMN 


19694 


50062 


A 


19809 


3 


186 




19695 


50063 


A 


19810 


272 


428 





2498 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oHast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19696 


50064 


A 


19811 


50 


2237 


RSLKAFICSILSMDKQSRDPPVK 

MQGSITTPGS1ALAQAQAQAQV 

PAKA PL AGQV STM VTTSTTTTV 

AKTVTVTRPTGVSFKKDVPPSI 

N TTNIDTLL V ATDQTERI V EPPE 

NIQEKIAFIFNNLSQSNMTQKEE 

LVNNTELVQSYRQQ1GNVVNQ 

ANLQLFWNMYNSRRDLDINRP 

GTVPNAKTLRCPVMLVVGDNA 

PAEDGVVECNSK.LDPTTTTFLK 

MADSGGLPQVTQPGKLTEAFK 

YFLQGMGYMPSASMTRLARSR 

TASLTSASSVDGSRPQACTHSE 

SSEGLGQLNLKFEIEVLCKNLA 

LDINELKPGNLLKDKDRLKNLD 

EQLSAPKKDVK.QPEELPP1TTTT 

TSTTPATNSTCTATVPPQPQYS 

YHDINVYSLAGLVPHITLNPTA 

HPQLKQCVRQAIERAVQELVHP 

VVDRSIKIAMTTCEQIVRKDFA 

LDSEESRMRIAAHHMMRNLTA 

GMAM1TC/RE/PLLMSISTNLKN 

SFASALRTASPLQREMMDQAA 

AQI*AQDNCFLL/CKVGGVDPK 

QL A V YEEF A RN VPG FLPTNDLS 

QPTGFLAQPMKQAWATDDVA 

QIYDKCITELEQHLHA1PPTLAM 

NPQAQALRSLLEVVVLSRNSRD 

AIAALGLLQKSMENGLNYMAV 

AFAMQLVKILLVDERSVAHVT 

EADLFHTIETLMRINAHSRGNA 

PEG MDITTRQKVNKKREGFND 


19697 


50065 


A 


19812 


1 


3777 


KNPEFNKMVLNETYRNIKVLLT 
SDKAAANFSDRSLLKNLGHWL 
GMITLAKNKPILHTDLDVKSLL 
LEAYVKGQQELLYVVPFVAKV 
LESS1RSVVFRPPNPWTMAIMN 
VLAELHQEHDLKLNLKFEIEVL 
CKNLALDINELKPGNLLKDKDR 
LKNLDEQLSAPKKDVKQPEELP 
PITTTTTSTTPATNTTCTATVPP 
QPQYSYHDINVYSLAGLAPHIT 
LNPTIPLFQAHPQLKQCVRQAIE 
RAVQELVHPVVDR 



2499 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19698 


50066 


A 


19813 


160 


1002 


KRLGSSAISMSKYKLIMLRVHGE 

GAWNKENRFCSWVDQMCLNSE 

GMEEARNCGKQLKALNFEFDL 

VFTSVLNRA1PTARL\IL\EELGQ 

EWVPVESSWRLNERHWGALU 

GLNREQ\MA\LNHGE\EQVRL\W 

RRSYNVTP\PPIEE\SHPY\YQEIY 

NRPGGIKVCDVP\LDQLPRSES\ 

LKDVL\ERFLPYW\NERIAPEV\L 

RG\KTILISAHGK*AVGALLKHL 

GRYPSGLKTSINIYSFLLGVPILL 

\ELD\ENLRAVGPH\QFLGDQEA1 

QA AIKKVEDQG K VKQAKK 


19699 


50067 


A 


19814 


200 


1155 


NHY1SLFQYSQDTCKLLFRNQM 
T1SQ1FLC1FSGVLMVFFL1ITTSQ 
VSFTN FFTGLKIFFLVIKPWVSE 
FLHHQTGTY1HIYLLFISMKSFF 
LYASPLTFM1LSHFQASLSSIFGF 
CSSLFRQSSFFSNILFF*VYTQSY 
REFRTYYETIPCQFDITFVIFKM 
CC1LILC\FDLLNRRNGSIIIQKFG 
I YGLVKIFIF* 1FTNIHLLQ*FFQV 
VF1LQFFNIVKK.SFLQPAGSKR* 
KFFSKVRFFSFL*F*KWEARSSA 
SKLFLLI Y* * VYR/1FSFLLVFP V 
V/CPVGWYLLFFFFLYLFFLFLN 
LSKNSFYSQWYWFK.R 


19700 


50068 


A 


19815 


1 


168 


RPWLHLHGRPGPWPAETPPPQD 
PEQAPPPGRAGPAGEAEGLSCV 
/P*APSRRPRTM 


19701 


50069 


A 


19816 


1 


531 


PVGQGARQDDSSSSASPSVRAT 
SQG GHLM SDLFNKL VMRRKG I 
SGK.GPGAGEGPGGAFVRVSDSI 
PPLPPPQQPQAEEDEDDWES*G 
AP*HLPPPDPDLGRCSDMDTAR 
TSCSDLLPWEGVTEPAVCGDQL 
QGAEGWLEATQLGRGLVCLYF 
MGGRLHPACATVFLRGFQRKR 
HTNQ 


19702 


50070 


B 


19817 


61 


969 




19703 


50071 


A 


19818 


60 


436 


RGSREYLHTGCPRSGGCRSQCP 
GPPTQSPKVRPPQRGAPRLRGG 
DFPPSRLLDTVSFPSPA*AAFPP 
CP VPH LP AP VQG APRE V VDPSG 
GWATLLESIRRAGGIGKAKLRS 
MKERKLEKKKQKEQ 


19704 


50072 


B 


19819 


575 


1666 





2500 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19705 


50073 


A 


19820 


515 


1110 


MFHPTCLTCPA F ANRPH VHC RP 
GAPAFAPSAPGTIPELPTFHTEV 
SPSHSRQTLQDGVTTAPPPPPP 
PPPPPPAPE V LGQLQPPLPTLQP 
RPLLGQGAREGRTAAAA/PSPS/ 

UrUj oV^Vj ovj KrLl\ W Hj rl oAK V 

HPPSWGHRQGLAAQHERKRNV 
EKKKQKEQEQVRATSQGGHLM 
SDLFNKLVMRRKGHLWEKDPG 


19706 


50074 


A 


19821 


1 


191 


MQK*ITAWAPAPMK.1KIIASPER 
KYSVWIGGS1WPQLST/FQQMW 
ISKQEYDESGPSIVHRKCF 


19707 


50075 


C 


19822 


791 


970 




19708 


50076 


A 


19823 


13 


1260 


1NPPPLSRRCQLSHSVLPPLRRR 
VSLPVAMEEEIAALVIDNGSGM 
CKAGFAGDDAPRAVFPSIVGRP 
RHQGVMVG\MGQK.\DSYVGDE 
AQSKRG1LTLKYP1EHG1VTNW 
DDMEKAIWHHTFYNELRVAPEE 
HPVLLTEAPLNPKANR£KMTQ\ 
IMFETFNTPAMYWAMQAVLSL* 
\ASGRTTGIVMDSG\DGVTHTV\ 
PILRGLPHCSTPFLRLGPGLARD 
LTDYLMKTLTAERGYSFTTHGPS 
GKTFRNIKGEACATSPLDFEQ\E 
MGTVAASSSSLEKSYELPDGQVI 
TIGNERFRCPEALFQPSFLGMES 
CGIHETTFNSIMKCDVD1RKDL 
YANT\ALSGGTTMDPG\IADRM 
QK\EI\TALAAPAP*KIR\IIAPPER 
K\YSVWIGGSILASLSTFQQMWI 
SKQEYDESGPSIWHRKCF 


19709 


50077 


A 


19824 


93 


534 





2501 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19710 


50078 


A 


19825 


1 


1462 


WEVSAQPSPAVPRRAPLRGLSA 
TRS A AGTM REI VH 1 Q\AGQCGN 
QIGAKFWEVISDEH\GIDPTGSY 
HG DSDLQLE R1N V Y YN E A AGN 
KYVPRAILVDLEPGS\MDSVRS 
GPFGQIFRPDNFVFGQSGAGNN 
WAKGHYTEGAELVDSVL\DVV 
RKESESCDCLQGVFQLTHSLGG 
RHGVPGWGTLLHQQGSGEEYP 
DRIHETPFSVH/VPSPKVFKTRL 
LEPLQRHTSRFHHLVENTWKP 
YSIDNEALY\YICLPTAES*PTPT 
YG\ALNPPGCSATMSGVTT\CLR 
FP/GGQLN ADLRKL A\ VN M VPF 
PRLHFFMPGFAPLTSRGSQQYR 
ALTVPE\LTQQMFDSKKMIA/AP 
CD PPPTG R\ YLT V A AIFRGRM FH 
GRRWDEADGSNVAGTRNRQVI 
SWE\WP\MNVKTA\VC\DIPPPG 

A \1/VN>10\ A TCir.XinDU DCDD1 cv 

Ivl Y c. \yr \ 1 A JV1 r rn^u r oL,ri W Ln 
u KKA M U U U U b £> r c. A K b LJ ri b ivr 
wli ci i ^ ^ lri\T l 












— 




19712 


50080 


A 


19827 


28 


185 




19713 


50081 


A 


19828 


179 


307 




19714 


50082 


A 


19829 


438 


663 




19715 


50083 


C 


19830 


99 


335 
















A i AIA/L LlvivHlVoooo&aooaoo 

SSSSSSSSPLAP*LGSGDLP*EIN 
PPSSCSLLREKDPPTTSGPQ\PTS 
PRNI SP1 SNPDPTGNRTVQLTWQ 
PLPQPLELWPKAL 


19717 


50085 


A 


19832 


578 


753 


LCTPTPFPLFWKTVRKYSSNNQ 
KGE*NTVLMEVCPRSPRTN*KD 
SQ*PFELLTKMTSQGSDISGDLP 
WEINPLSSCSLLHEKDPPTTSGP 
QTDQPKKHLTNFKSETKETHFI 
RGPKTPVLVTDWEGRLPLVFN 
HSRDASLIIHPRFRGVRPRRDAC 
LGPSPLAASPAFLEEGQVPQPLL 

CTV/ICT TPCf T PU/P R nii' (fPQTPQ^ P 
iJVloL, IroLLr VVivKOlVivro 1 roir 

LAASPAFLEEGQVPQPHISVPRS 
LISTPQPLITLHPDPFPAFLEDSK 

£ V L, Iv LJ \l r N. O Ivl Jv ri L> A U Kj \j 1V1 o IS. 
CrlvlNLJLlvOLr V IrvAOlNlMLillNU 




50086 


— 


T9833 


— 


259 


SHRPSQ*VLQLIKVAHPELFVPP 
SGFVVSLTSGMKLQTLTTREW 
MRILLIFWNG 


19719 


50087 


A 


19834 


1 


939 




19720 


50088 


A 


19835 


391 


792 





2502 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19721 


50089 


A 


19836 


1 


1317 




19722 


50090 


B 


19837 


1 


1665 
















YSCLLILIRKITQNSVEVLGRRK 
FLGGGMEREWVMFL/EGCFKR 
D*GQRGNQFQIRVTAPNFMCV 
CVKRPPNRLCVSNKAVYFTWV 
QVGFQIFEKPEPIEEICKVCWRP 


19724 


50092 


A 


19839 


1802 


2229 


GGGAEAEEELGPSSAWRGAAC 
PCPRKAG LVAKAEGPRQASLR 
GLTPLKRECIIREASLQ*LNTK/V 
KAAFPVRDRRWSFGFTDKTCLF 
CLGSEIGEVFLGLVGLRT*GRR 
WIFLMEQRAGGQGIDLPREVPR 
SKSGHQISLVSI 


19725 


50093 


A 


19840 


19 


4153 


PPDPL PG LPCPPG G PPLPAFGGG 

WGGARGSWHWSSRACSRRRR 

LVHAPRAPLLPRAAAEKAKRP 

AGARQMGLKARRAAGAAGGG 

GDGGGGGGGAANPAGGDAAA 

AG DEERKVGLAPGD VEQVTLA 

LGAGADKDGTLLLEGGGRDEG 

QRRTPQGIGLLAKTPLSRPVKR 

NNAKYRR1QTL1YDALERPRGW 

ALLY H\A L VFL I VLG\CL1 L A VL\ 

TTFKEYETVSG D WLLLLETFAIF 

IFGAEFALRIWAAGCCCR 


19726 


50094 


A 


19841 


355 


640 


ILDYVFSSSHLFQSKLLGRRGR 
ASHGTKL*AGPG\GGGEV1KGL* 
GGGAEAEEELGPSSAWQGAAC 
SFPRKAGLAAKGEGPRQASLH 
m tpi vrr. 




50091 


- — 


19842 


— 


— 




19728 


50096 


B 


19843 


96 


401 




19729 


50097 


C 


19844 




725 




19730 


50098 


C 


19845 


448 


540 




19731 


50099 


c 


19846 


140 


334 




19732 


50100 


A 


19847 


362 


710 


1LGGRKLRLEKSLGCAAQGGG 
AL/YEEWLELRNGCLCCSWKD 
NGL*/RAIENLMQKKGKF\DYIL 
LETTGFADPGAVASMFWVDAE 
LG SDI YL DG IITI VDSK YGLKHL 
AEEKPDGLIQ 


19733 


50101 


A 


19848 


181 


543 




19734 


50102 


A 


19849 


1 


594 




19735 


50103 


B 


19850 


29 


746 










19851 


45 


362 


EEQHSMLGSGFKAERLRVNLR 
LVrNRLKLLE/KKDERARIRVEH 
1IREDYLVEAMEILELYCDLLLA 
RFGLIQSMKELDSGLAESVSTLI 
WAAPRLQSEVAELKIVA 



2503 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


19737 


50105 


A 


19852 


344 


951 


EEQHSMLGSGFKAEHLRVNLR 
LVINRLELL/EGKKKKKTELAQ 
KAGKEIADYLAAGKDERAR1R 
VEH1 1REDYFVEAME1LELYCDL 

o 1 LlLAAiJlvLA^Cyc V Cur rlNl IM 

LPWTTLWPIFGLEGKIPL WERJK 


19738 


50106 


A 


19853 


1 


1077 




19739 


50107 


A 


19854 


1 


1140 




19740 


50108 


A 


19855 


1 


3426 




19741 


50109 


A 


19856 




942 




19742 


50110 


A 


19857 


342 


1499 


EEQHSMLGSGFKAERLRVNLR 

LVINRLKLLEKKKTELAQKARK 

EI AD YLAAG K.DERARI RVEHIIR 

EDYLVEAME1LELYCDL/LCLA 

RLG/LYSSY* KELDSGL A\ESVST 

LIW\AAPRLQSEVA\ELKIVADQ 

LCAKYSKEYGKLCRTNQ1GTV 

NDRLMHK\LSVGTPP\QILVERY 

LIEIAKNYNVPYEPDSVWMAE 

APPGVETDL1DGGFPDDVKKR\ 

GPWKKEGSGGFTAPVGGPDGT 

VPMPMPMPMPMPSANTPFSYP 

LPKGPSDFNGLPMGTYQAFPNI 

HPPQ1PATSP1R1ESVRWTFNCLI 

KEYS/JFLAQICLGPGPKARRPF 

AKFP\SRPADNF*QLLFLPELPSV 

PDTLPTASAGASTFRIILKDIDF 












255 


*RSYSSAPASCLISIVKSASD*RA 
RAPTRGSYGGPLLRLSSSSSLAS 
GRCVTSRASLRPRS 
















19745 


50113 


A 


19860 


3 


151 


GAVPAVRLGGPLHVHLPHAR*P 
SNLSALQFYQDGSLRWWQTVS 
* RAASRSPPTRPVTIKSVCTPILP 
GWLSSLVANCIVKSASD 


19746 


501 14 


A 


19861 


1 


386 


DCVIATDAEVLGAPVKGKRRG 
RGPKG DKASDPEAGV ARGIDF 
HHVSAVLNFDLPPTPEAYIHRA 
GR**CDGPG ICMVGTLRDLGC A 
GQSLRVGDASCTVFPCRTARAN 
NPGIVLTFVLPTEQFHLCKI 


19747 


50115 


B 


19862 


26 


186 





2504 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19748 


50116 


A 


19863 


2 


1839 


ARGQRVRAALLSSAMEDSEAL 

GFEHMGLDPRLLQAVTDLGWS 

RPTLIQEKAIPLALEGKDLALAR 

ARTGSGKTAAYAIPMLQLLLHR 

K\RQVRW*NRQ*EGLVLVPTKE 

L\ARQAQS\LIQQLATYCCSGMS 

ELANVSAC*KTQSLRELCLMEK 

PD\VVVGTPS\R1LSHFAARQPET 

FVTPWSFLVVERSLTFFFPFGFE 

EELKKSSSGKAESLAPDFNKAF 

LMS ATFN EDVQ AVLKELILHN P\ 

VTLKLQESQLPGARPVTAVSGG 

L*DLREDKFLLLYALLKLFIDSG 

ASLWLFCSTL*EREFTGLRLFL 

WEQFQ/LSPTCVLNGELPLRSR 

VPHHL/QQFNQGFYGLCHRQL/ 

NAEVLGAPVQGQASGPRAQRG 

Q/VPLDPEAGVARGIDFH HCVC\ 

VLNF*SFPPTPEA\YIHRAGR**C 

DGPGICMDSTR*QPRA*S*PFVL 

PTEQFH/CRQD*GASQWREQGA 

P/SLLPYKFGMEEIEGFRYR\*GV 

HPQDAM RSVTKQ AIREAR1ASLI 

KEELLHSEKLKYTYFGRQPLGD 

LQA\LRHGPYLCTPQLVEAPTW 

GHVPDLPGSSCFSVALGAPFTK 

KREEACLPSCRKAQESK.VPRTP 

LRSFKHKGKKFRPDSQA LREVV 


19749 


50117 


A 


19864 




378 


TTTKFAGRRPKVTVLGQP/KAA 
PSVTLFPPSSEELQANKATLVCL 
ISDFYPGAVTVAWKRGSSPVKA 
GVETTTPSKQSNNKYAASSYLS 
LTPEQWKSHKSYSCQVTHEGST 
VEKTVAPTEYLLRVY 


19750 


50118 


A 


19865 


1 


546 


MAWTPLLLLLLSHCTGSLSQPV 
LTQPPSSSASPGESARLTCTLPS 
DINVGSYMYWYQQKPGSPPRY 
LLYYYSDSDKGQGSGVPSRFSG 
SKDAS ANTGILLISG LQSEDEA D 
YY/CGCFTVFWSTF*VLVPEHQ 
QSWLPLWTPGVVSLLV/CLVPS 
F VPPPLTKVPSSLSSPVKESA 1LA 
VDIH 



2505 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19751 


50119 


A 


19866 


2 


838 


RVRVSTMAWTPLLLLLLSHCT 
GSLSQPVLTQPPSSSASPGESAR 
LTCTLPSDINVGIYNIYWYQQK 
SGSPPRYLLYYYSDSYKGLGSG 
WPSRFSG SKDAS ANTGI LLI SGL 
QSDDEGVDYYCATWDSSLTGQ 
VFGGGD/TKLTRP*GQPKACPP 
GVTLVPNPPS/SRSFQAQQGPQL 
VMSS*SDFLTPGSPLNSCPWK\A 
DSQPPFKAGWETTHTPPKQSNN 
QVRGPAGYLSLTA\EQWEVPTE 
S Y SCQWTH * RG APWEKT VG P Y 
RM FHRFLNPSPPHHGMT 


19752 


50120 


A 


19867 


1338 


1854 


NSETREHNHRYVPQRETSGGTD 
GWKSKQPE*L*RRQLVQSWAK 
S*NQPK.LPSSPH\*ELPWVTPSA 
RNFRSGPYSPPPPPPPQPLPSSHL 
SSLHFYSPFVSYTSFDLYSSSYH 
SYLMDEDTVEPKELRSSQKVIG 
H SFTGFQPTLSANPYDRGDGKII 
ELLPRKAQTFPVVRT 


19753 


50121 


A 


19868 


1 


500 


GS'I YSELLSG TACVVTALHLAQ 
QRRHHLLGGLA SRHDA PEQLA 
VGAPVQPRPLPAPAGAQALVG 

rlArlv V VLuur/rujuurUCUAl 

ARGPGAAAAAGAGPGAPRRRR 
LQASAGPCSRSSEPGRRSA PRA 
APPAPSAGPHVAFPSRRPAAGS 
PPRSRPPPPPGIPTGGR 


19754 


50122 


A 


19869 


20 


507 


TRQVYSGGVRTPPCQSHPHRPR 
SSCRPPPPPRRPRSSRRRRGLSP 
RRAPAHWSSRSTRPAWWAPSR 
RHAPRPPWSPGPASG*CSVYFPI 
LPL A LFPLPVHHGG VH VCGREG 
VGLVQEGDSHSGEWS*RSAWG 
STSLRAAPRSGGRPPAGGGWR 
YTRPPSRRC 



2506 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19755 


50123 


A 


19870 


236 


1191 


GSGRIPGRAGLEGPGPAFQKSR 

LSPASGSAGPRGASPSAVPPGR/ 

RPGVPAFPASNPPPVAAVPGPW 

VTCWGKGLQGEGKAPRAPHA 

GTPQR\SPGSARPTGLSPPA*PSR 

*RARRPSPETP\PGHGRAGPPPP 

DGAVQRQGPGCRAPSASRPPGS 

ARARRRRWPAARPPGCPARPG 

PRGGRPRRRPSPPAAGRARRRA 

PRTPAARSR*VCPRGRRSAAPP 

RGHGTAPCAAAAPPPPRGLGRP 

ADAPEQ/PRCRCARPAPPLPAPA 

GAQALVGHAHLLLKAALGHDF 

TFLW ATI HEVIPKMRWGQSQC 

QRGGPSSHTPDLSA 


19756 


50124 


A 


19871 


24 


286 


LRGQKVLLLGDRARLSQKKKE 
RKREREREREGHGRNGR/RRNG 
QGRGPEGQR'NERTGQERTGH 
GREGRKEGRK.EGRKEGRNERE 


19757 


50125 


A 


19872 


43 


373 


PRFTDENLEMCTVIQSVQCYHR 

QW/14/UCQPPPP A PUUnCPPA 

VLCWFRRLGGGEDWAPSSGGR 
AVWRSHCSCFCCCSSSCCSCSQ 
SGKRTAAAPWPTTSPAPSRSCC 
A 


19758 


50126 


A 


19873 


3387 


4083 


AGRSALPVDAVQVQAEGLWPP 
AVLLHHHHHPHHHYHHYHHH 
HHHHHHP*HHHPHHHHHHHRN 
HHHHHHHHLHHHHHHHHHHL 
YHSHWHHH/HHHHDHHHYHH 
FHDHYHHHHH/HYSHH/HHPH/ 
HHHH*RHDHY/AHHHHHQ\HH 
CHHCHHPHRHGHYHYHHHGT 
VAFGALEDSAVARTGLPLPEGV 
LCGAPTAAASAAVPPPAVPAPN 
QGRGPQLHPGQQLRPLLHAHA 
ALQWPTTHL 


19759 


50127 


A 


19874 


3 


411 




19760 


50128 


A 


19875 


1 


1095 




19761 


50129 


A 


19876 


1 


471 




19762 


50130 


A 


19877 


1 


554 


FRGRLASPFRPVPMEALGKLKQ 
FDAYPKTLEDFRVKTCGGATV 
T1VSGLLMLLLFLSELQYYLTTE 
/VKGRGLMRGRGLAF*E*DL*G 
WEWGRRGLGLSLTEVALPQVH 

rCLK VlJJVDKOiJIvLrvIiNIL'VLrr 

HMPCAYLS1DAMDVAGEQQLD 
VEHNLFKQRLDKDGIPVSSEAE 
RHVLSFVVSAD 


19763 


50131 


B 


19878 


1116 


1274 




19764 


50132 


A 


19879 


28 


389 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
co Jim for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19765 


50133 


A 


19880 


75 


448 




19766 


50134 


A 


19881 


276 


830 


QEDSCPLHPLSGIPFRRFQPTPE 
EAG A VVPGEGPTHDQG PSS ALT 
RR*ACQGPLHLARTTAEPGHAH 
PWH*RWQRYMGKLGRDLEKV 
CPVWSSVACSSPGLSWAGKTE 
AKTSLEGGNSASASASSWAWG 
RSSLAPVRDILGSREFSGLLEGT 
FVLSVTLSADFGIGTWVDLGKV 
TGSSSKEGRL 


19767 


50135 


A 


19882 


223 


1269 


APVTKRKLEVFAKDSKGSALDA 

G RDPKRP AL PETLCESG W A SNT 

APTAPPQPGWCLCGKDFKSSCQ 

TPGREKERRLATMHGSCSFLML 

LLPLLLLLVATTGPVGALTDEE 

KRLMVELHNLYRAQVSPPASD 

MLHMRWDEELAAFAKAYARQ 

CVWGHNK.ERGRRGENLFA1TD 

EGMDVPLAMEEWHHEA*/DTT 

TSAP/I ISCSPGQMCGRYTQV VW 

AKTERJGCGSHASCEKLQGVEET 

NIELLVCNYEPPGNVKGKRPYQ 

EGTPGSQCPSGYHCKNSLCEP1 

GSPEDAQDLPYLVTEAPSFRAT 

EASDSMKMGAEGPDKPSVVSG 

LNSGPGHVWGPLLGLLLLPPLV 

LAG1F 














FVPALGSSAVMLSRSRCVSRAF 
SRSLSAFQ/KGVSLCQGPGYP1MS 
RKVVINNSVFSVRFFRTTAVCK 
DDLVTVKTPAFAF.SVTEGDVR 
WEKGKI 



2508 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19769 


50137 


A 


19884 


1 


1320 


MPAVTILKPNLKQIILGLKAAE 

VSSLPPSIVLDAK.E1TTQITRQIL 

KGNCPLGRHSLPGVSLCQGPGY 

PNSRXVVINNSVFSVRFFRTTTV 

CK YDL VTVKTP AF AEP VTEG D 

VRWEKAVGDTVAEDEVVCE1E 

TDKTLVQVPSPANGMIEALFVP 

DGGK.VEGGTPLFTLRKTGAAP 

AKAKPAEAPAAAAPKAEPIAA 

AVPPRAAPIPT/QMPPVPSPSQPP 

SSKPVSAEAQNTCA\MLTIFNEI 

DVSNIQKMRARHKEAFLKKHN 

LKLGFMSASVKASAFALQEQP 

VVNAVIDD1TKEVVYRDYIDIS 

VAVATPQGLVVPV1RNVEAMN 

V A mPATTTPT p.CF A RVMPPA TP 
i AUI fcA^ 111 cLUt.jVA.KJvN fcr A I Jfc 

DMDGGTFTISNGGVFGSLF/GTP 
1INPP\SAILGMHGIFDKPVAIGG 
K.VEVQPMMYVALTY DHRLIDG 
REAVTFLRKIKAAVEDPRVLLF 


19770 


50138 


A 


19885 


1 


1559 


MESEALVVCINHCMAVNYGMI 

YQRGSSNMN1LSLSLKHPEKTG1 

SPTANHGISDLQEGEAACGSLR 

TPLVGRRVLRPAPLPVVVRPY1 

RCPPALGSSAVMLSRSRCVSRA 

FSRSLSAFQKGNCPLGRRSLPED 

DLVTVKTPAFAESVTEGDVRW 

EKAVGDTVAEDEVVCE1ETDKT 

SVQVPSPANGV1EALLVPDGGK 

VEGGTPLFTLRKTGAAPAKAKP 

AEAPAAAAPKAEPTAAAVPPPA 

A PIPTQMPPVPSPSQPPSGKPVS 

AVKPTVAPPLAEPGAGKGLRSE 

HREKMNRNMRQRIAQRLKEAQ 

NTC A MLTTFN EIDM SN I Q EMRA 

RHKEAFL\RKLK.LKLRLMSAIV 

EG S A\F A LQEVKPLLMEG I DDTT 

KEVVYRDYIDISVAVAHPRGLV 

VPVIRNVEAMNFADIERTITELG 

EKARKNELAIEDMDGGTFTISN 

GGVFGSLFGTP11NPPQSAILGM 

HGIFDRPVAIGGKVEVRPMMY 

VALTYDHRLIDGREAVTFLRKI 

KAAVEDPRVLLLDL 


19771 


50139 


B 


19886 


239 


3045 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19772 


50140 


A 


19887 


3 


809 


RGRFLPPCHPAALPPCRPAALLP 
VVAARGAPSPPPPHVLPCVGSG 
LGYNMLGMIKNSLFGSVETWP 
WKVLSKGDKEEVAYEERACEG 
G\KFATVEVTDKPV\DEALTGK 
QLPKV\AKYAGGTNDKG\1GMG 
MTVPISFA\VFPN*RWLSCRKKL 
KVWFPDFQTNFQSDPPAPS\DKS 
VKI\EEREGIHCLIPCQFGGYAK\ 
EADYVVAQATR\LRAALGG\PAT 
YRGDIYFCTGYDPPMKAPYGRR 
NEIWVLFEDMSDPTEPRTYWEV 
CLCVSFLRG 


19773 


50141 


C 


19888 


164 


208 




19774 


50142 


A 


19889 


1542 


1929 


NLVPSLGSGDLPWEINP/LSSCS 
LLHEKDPPTTSGPQTDQPKKHL 
TNFKSAARPT\SWGRGKYPSTPS 
PSPLA A SPA FLGGKN PPIAYFHT 
PTSYLCA PI P YFC APTPSLLFWR 
ARTTTPTPSLCLKSFL 


19775 


50143 


A 


19890 


1 


208 


MPEPQRPGVPPEPPPPGACYAC 
RKSGHWA\RNARSPGFLLSRVP 
SPPGPSRTPSFG * LSQWKPTCTQ 
VK 


19776 


50144 


A 


19891 


1 


1662 








B 


19892 


1 


915 






50146 


A 


19893 


183 


569 




19779 


50147 


c 


19894 


71 


344 






50148 




19895 


147 


446 






50149 


A 


19896 


167 


373 




19782 


50150 


A 


19897 


142 


363 




19783 


50151 


C 


19898 


52 


174 




19784 


50152 


C 


19899 


228 


260 




19785 


50153 


A 


19900 


1 


753 




19786 


50154 


A 


19901 


1 


1077 




19787 


50155 


A 


19902 


500 


912 


LGSGDFPWEINPLSSCSL/LREK 
DPRTTSGPQTDQPSKHLTNLKS 
ASTPPPYNPFITSPPHTRSGLQFR 
STSSPPAPAQQFTLKKVAEAKG 
IVKVNAPFSLSDLSQISVRLGSFI 
KYEKSSPVHGSFGSNPETLYSP 


19788 


50156 


A 


19903 


1 


861 




19789 


50157 


B 


19904 


174 


222 




19790 


50158 


A 


19905 


1 


756 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19791 


50159 


A 


19906 


1035 


1852 


NLVPSLGSGDLPWEINP/LSSCS 
LLHEKDPPTTSGPQTDQPKKHL 
TNFKSAARPTASWGRGKYPSTPS 
PSPLAASPAFLGQRQVPLSWGR 
G RCPSTPSPSPS A ASPAFLGQGQ 
RQVPLSWGRGRCPSTPSPSPSA 
ASPAFLGQGQRQVPLSWGRGR 
CPSTPSPSPSAASPAFLGQGQRQ 
VPLSWGRGRYPSTPSPSPSAASP 
AFLGQGQRQVPLSWGRGRCPS 
TPSPSPSAASPAFLGQRQVPLSW 
GRYPSTPSPSPSAASPTFLGQDL 
PLSWG 


19792 


50160 


A 


19907 


1644 


1981 


LGSGDLPWE1NPSSSCSLLREKD 
PPTTSGPQTDQPKKHLTNFKSA 
*KRTNTASYK/WHSQSRVPAPR 
DGLVAAPTESEVAFLPVPPHQG 
PPLGNLGPSTVTTSFRCWLLDP 


19793 


50161 


A 


19908 


1011 


1154 




19794 


50162 


A 


19909 


1043 


1168 




19795 


50163 


A 


19910 


1328 


1470 




19796 


50164 


B 


19911 


406 


1191 




19797 


50165 


A 


19912 




3140 


SFYHLSSSHLVRLTVSFRD*PSP 
TCPAIYS*KGGWSQRHSQGACY 
TCRKSGHWA\RNARSPGFLLSH 
VPSVWDPTENRTVQLTWQPIPE 
PLELWPKAL 


19798 


50166 


B 


19913 


1 


941 




19799 


50167 


A 


19914 


656 


1983 


NLVPSLGSGDLPWEINP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKSEAKEICFIREPKTPAPVT 

DWEGSLPLVFNHCRDASLIIHS 

RFKGVRPRRDACLGPSPLAASPI 

FLGKGQRLKTDTARLPRKPPRP 

SRMPSFGVKHVNVTIDCLPEGA 

ATRGTARTSKPTTKSQKTLPST 

SPGHWTQSTPWASALRSSPWTE 

TAAPSETEETLNTGRPPELPARA 

TATWFSASHTLPALATRRVART 

QWLTADRQTWASISSVPWAQT 

1SEKKPGGSLWETRSSPPTTAGT 

EE A MNTTS L LAP A A E IM ATPG S 

PSQASPTSGAFTHGTQTPSPTKA 

TAPRYPQTGNSILTFGRPFLPFA 

GDLFAEWPFTAGEEPVLVPRPH 

QVSKTRSPPSFHLTLKTVTVAL 

LGNGEECYVYLSVSELREIRTR 

LYSPDAGLNEEKMLTKLLLI 


19800 


50168 


A 


19915 


117 


432 




19801 


50169 


C 


19916 


122 


289 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Dnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19802 


50170 


A 


19917 


1 


516 




19803 


50171 


B 


19918 


212 


3302 




19804 


50172 


C 


19919 


181 


444 




19805 


50173 


A 


19920 


151 




SPRGHYQLLLSGRALADRYRRI 
YTAALNDRDQGGGSAGHPAS/ 
RSENLENTVIIPDIK.LHSNPSAFN 
IYCNVRHCVLEWQKKEISLAAA 
SKNSVQSGESDSDEEEESKEPPI 


19806 


50174 


A 


19921 


1 


3465 




19807 


50175 


A 


19922 




176 




19808 


50176 


A 


19923 


114 


14211 


AAPVAAPGALFMPVPDGSVAA 

AGLGLGLPAADSPGHYQLLLSG 

RALADRYRRIYTAALNDRDQG 

GGSAGHPASRNKKILNKKKLK 

RKQKSKSKVKTRSKSENLENTV 

I1PD1KLHSNPSAFNIYCNVRHC 

VLEWQKKE1SLAAASKNSVQS 

GESDSDEEEESKEPPI KLPKIIEV 

GLCEVFEL1KETRFSHPSLCLRS 

LQALLNVLQGQQPEVLQSEPPE 

VLESLFQLLLEI TVRSTGMNDST 

GQSLTALSCACL 


19809 


50177 


A 


19924 


375 


1191 


SQG1PELHYTPGPRGRWCGWW 

PIVEPRMGASQGCCVLGHLAQ 

QGGGASQAVRGANGVHAGCR 

GDPHPRSDHYPGGRPWLPGAS 

QDPAVAPGGHGHPSYLARLPC 

AAEPGTP/PAEPPRPSSLPGAAT 

APAGT*\PALADAPPRRVGGAG 

QPGRGHV*PKLVPGWQSQDSI* 

PSL/PSSPARHTLAASATP*APGS 

GARPAW*C*WAPALAPV1PVD 

AHSPP\GGAGHGPGH*GPRGSV 

LGLRLPAGCP\GPRQPHRPGQSG 

PQPSSPPGGALRSASR 


19810 


50178 


A 


19925 


3 


543 


SDDQPEKPHFDSRSV1FELDSCN 
GSG K VCL V Y K.SGKP A L AEDTEI 
WFLDRALYWHFLTDTFTAYYR 
LLITHLGLPQWQYAFIASYGISP 
QAKG1TKATCEWGEHIIPLGSM 
AINSISKLTQLTQSSMYSLPNAP 
TL ADLEDDTH EG RKGTEG SQL 
KCEHQLPPPMSHVGGGQRESL 
ARKEK 


19811 


50179 


A 


19926 


1 


392 


FLDRALYWHFLTDTFTAYY\RL 
LITHLGLPQWQYAFTSYGISPQ 
AKITYN IKMNRRKCVH WKLA V 
EPLQWELRSCVSAGMGTGPKQ 
KVSSMKPRSCSVCSRRQSNSMG 
TTVSQSFLSYGKNVLFFPVRCC 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


19812 


50180 


A 


19927 


1 


1081 


RAMEEEASSPGLGCSKPHLEKL 

TLGITRILESSPGVTEVTIIEKPP 

AERHMISSWEQKKNCVMPEDV 

KNFYLMTNGFHMTWSVKLDE 

H11PLGEALAINKHLKTDFSFTQ 

SSMLFTFLIAPTLGQTWEDDTH 

GSQWMIQPEKPHFGLFAVLIF* 

GWVS\CNGSG\KVCLV\YKSG\K 

PALAEGHWRFLFPGTELLYWH 

FLTDTFTAYYR\LLIT\HLGLPQ\ 

WAILPFTSYGISPQAKQWSM 

Y*TYSPYNTNLV/TQKETDSFCG 

I KLDPSKVF*GGKNKIVIPKKKG 

PVQPAGGVQKGPFRDPPVPSISSI 

FKSSSGLWGNPTREVSTPPSNSL 

PAPEWWFPCTDGPRGDLQFCV 

WTVGLFLVE 


19813 


50181 


A 


19928 


1 


2835 


MDALMLALGALMLALGLGDP 
KSAQVSDPDGAEPGPGRATGT 
DPLVQIHWKLG1SEALS1PGGRL 
YRDLWSLTPVCLHIPG1AHHGP 
FTLGRMDVVEVAGSWWAQER 
ED1IMKYEKGHRAGLPEDKGPK 
SFGSYNNMVDHLGIVHETELPP 
LTAREVKQ1RREISRKSKWVKM 
LGEWDTYKNSRKL1DRAYQGIP 
MNIRGPMWSVLLN1EE1KLKNP 
GRYQ VRS A RAQPTGQA V SG AQ 
VSSWRERQDHPGELGVKI 


19814 


50182 


A 


19929 


3 


142 


TISS1 1 RKARKP\QDLLNN YTPRS 
SPLRSSGRTRMYKGKNVRPGNS 
S 


19815 


50183 


A 


19930 


904 


1295 


W ALMNG SESRFF VSSSQG RSEL 
VPNS/NYAVDY*PLTAHAVSSG 
GTSPVLARLLREKLESL\LPLHL 
GQVAKYAGQLRGRVKQQFAT 
MGERRRFWEKLFVNDR/AGAV 
AGKQRSESHY*NDRTVNQRTA 
RPSR 


19816 


50184 


B 


19932 




1050 




19817 


50185 


A 


19933 


303 


384 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19818 


50186 


A 


19934 


375 


1161 

— 


EALESAPEG/UR*GSGTKTLSPS 
P/PAGSWVCRJPMGRGCRHGAE 
R/P/PGSQESSPSNGHGKLAGPSP 
YLGRFKSSS*T*QSPQTPAQGVS 
AS*GLGAAPVLRLQGPVPP\SHC 
GKSRPDPC*PSPGSPDPPGERES 
QQESQ*WPPVGELCTDPTGNPE 
RGGRHLQ\SHAPSGGGLSGFPS 
DSFPCSCYYGSTPVARKKRFAK. 
CRGYIYDFVYELLSLKPPSQGV 
A EM PPPA VGQQG\Q AEPRGIPQ 
SPAGGRVFFQDFYSLCLENTS 


19819 


50187 





— — 


— 






19820 


50188 







— 




■j 


T— 














T2T8 




19822 


50190 


C 


19938 


718 


1053 




19823 


50191 


A 


19939 


54 


212 




19824 


50192 


A 


19940 


122 


451 
















FFSYFRPSGCILPL*ELPEARCP 


19826 


50194 


A 


19942 


92 


346 


VGSSPSRL*SLRGQVLNKN*S/I 
QLGCLHI VGNPI*NS* D VPWAG 
WSED*GRRW1SSRSSSKDRGPV 
S*RSPPVPGLQHQMSHASM 














LKNHKRSEYALPHLN**PSTTK 
EV*M/DRS/SALSDDITL*KSFSW 
LILAQKSPPLSTLQPPLLPAREQ 
TLFDCNSPLPTQ1L*NGPTL1SLR 
* LSQDEPGKGLSQGNV1T 


19828 


50196 


A 


19944 


1 


1674 


MAPPLSPFADSLFGLSPPAPRDK 
GDTFYPWTQNSGARHGLGRQP 
SLGVSSLQGRLSDHSPTFQRCQ 
TTQGRLPWSFTLSGKSCFSEEG 
AIPTPSVAESFQSSFSTDPSDLSP 
PPQPAHRQAELSPNSSSASTPPP 
YNPPTTSPPHTRSGLQFSSATSS 
S PPAQQFPLRE VAG AEGI VNAH 
VPFSLSDLSQISQHLGSFSSDPT 
KYIQEFRYLTLSYNLTWSDLNV 
ILTSTLSPDERERVFPVSQSHAD 
NRRLHEP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19829 


50197 


A 

— 


19945 


1746 


3501 


ESDPSNSTTSMDRTLL/MSSIVP 
RLPSACR1LPTGFTIPE*SCVHRT 
ASLIPPLPPGSRKYSPPLPLNSLI 
FLKN/SAYTAVPALQTDWATSP 
ISLHLRTSFNSPHLYPPEELIYFL 
DRSSKTSPDISHQQAAALLRTY 
LKNLSPYINSTPP1FGPLTTQTTI 
PVAAPLCISWQRPTGIPLGNLSP 
SRC SFTL H LRSPTTN INETIG A F 
QLHITDKPSINTDKLKNISSNYC 
LGRHLPCISLHPWLSSPCSSDSP 
PRPSSCLLIPSPENNSERLLVDT 
RRFLIHHENRTFPSTQLPHQSPL 
QPLTAAALAGSLGVWVQDTPF 
STPSHLFTLHLQFCLAQGLFFLC 
GSSTYMCLPANWTGTCTLVFL 
TPK1QFANGTEELPVPLMTPTQ 
QKRV1PLIPLMVGLGLSASTVA 
LGTGIAG1STSVMTFRSLSNDFS 
AS1TDISQTLSVLQAQVDSLAA 
VVLQNRRGLDLLTAEKGGLCIF 
LNEECCFYLNQSGLVYDNIKKL 
KDRAQKLANQASNYAEPPWAL 
SNWMSWVLP1VSPLIPIFLLLLF 
GPCIFRLVSQFIQNRIQAITNHSI 
RQMFELTSPQYHPLPQDLPSA 




50798 




T9946 


P92 


7676 


GFCILHIVLEPWFSAPSAPLSTSL 
YWLF*LY1LLNFFQSFQLLCLW 
FECPPVAQSNLIV*SLLLSARQS 
HSPSSFFPLLVRNCVPLEEERCS 


19831 


50199 


B 


19947 


1 


1500 




19832 


50200 


A 


19948 


107 


691 


TTMLLIQSLFGGLFTWTRMKFG 
AVAR1GGHPLGDQSP\SSCSLLP 
EKDPPTTSGPQIDQPKKHLTDF 
KSGTPL*LYTHVSRVSDHAGTP 
ALVLHPXYGKSRFSGEGATQRQ 
YPIPQQALKGLMPA1TRLLQHG 
LLKP1NSPYHSP1LPVLKPDKPY 
KLVQDL\PLSTKLFCLSTPWCQT 
HILFYPQYLPLQPIILF 


19833 


50201 


B 


19949 


1 


2628 




19834 


50202 


B 


19950 


1 


585 




19835 


50203 


B 


19951 


178 


462 




19836 


50204 


C 


19952 


1 


825 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19837 


50205 


A 


19953 


644 


1795 


RPSKSQTMLNSLSTAL1ISKIYFL 

PHT*H1YFLLPGSFCYTHSLLSLP 

QLPLFL/CLDLNAASHIIPDTTPD 

PHDCISLIH LTFTFPQ1SFFPVSH P 

DHTWFIDGSSTRPNVlTHQQRQ 

AML*YLPHLSLRLPLCLPPLPLS 

KPN*LP*LKPINSPYNSPILPVQK 

PDKSYRLVQDLRLINQIVLP1HP 

VVPNPYTLLSSIPSSTTHYSMLD 

LKDAFFTIPLHPSSQPLFAFTWT 

DPDTHQSQQLTWAVLPQGFRD 

SPHYFSQALSHDLLSFHPSASHL 

IQYIDDLLLCSPSFESSQQDTLL 

LLQCLFSKGYRVSPSKAQISSPS 

VTYLG 1 1 LHKNTHALPADRWPS 

CLRAAAAAALILVEALKITNYA 

QLTLYSSHNFQNLFSSSHLTHIL 

SAPRLLLLYSLFVESPTITIVPGL 

DLN A ASHI IPDTTPDPHDCISLI H 

LTFTFPQISFFPVSHPDHTWFID 

GSSTRPNHHSPAKAGYAIVSST 

SIIEATALPPSTTSQQAELVTLT 

QALTLAKGLRJNIYTDSKYAFHI 

LQHH AVI WA ERGFLTTQG SSIIN 

ASLIKTLLKTTLLPKEAGVIHCK 

GHQKASDPIALGNAYADK.VAR 

QAASSPTSVPHSQFFSFASVTPT 

YSPTETSTYQSLPTQGKWFLDQ 

GKYLLPASQAHSILSSFHNLFH 

VGYKPLDRLLEPL1SFPSWKS1L 

KEITSQCSICYSTTPQGLFRPPPF 

PTHQARGFAPAQDWQIDFTHM 


19838 


50206 


A 


19954 


52 


641 


RPSKSQTMLNSLSTALIISKIYFL 
PHT*HIYFLLPGSFCYTHSLLSLP 
QLPLFL/CLDLNAASHIIPDTTPD 
PHDCISLIHLTFTFPQISFFPVSHP 
DHTWFIDGSSTRPMTTHQQRQ 
AML*YLPHLSLRLPLCLPPLPLS 
KPN*LP*LKPSLLQKDYASISTLI 
LNMPF1 FCSTMQSYGLKE VSSL 
HKGPPSLMPL 


19839 


50207 


A 


19955 


3 


380 


TTPDPHDCISLIHLTFTPFPHISFF 
RVPHPYHIWFIDGSSTRPN\ATH 
QQRQAML*YLPHLSLRLLLCPP 
PLPLSKPN*LP*LKPSLLQKDYA 
SIFILTLNMPFISCTTMQEVSSLH 
KGPLSLIPL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














TFI RTHFLTQPQPCPRHQPSR* L 
SSSPPAG*TG/IFARLLIFSCLLQI 
LNHM/QHTLAGQSVLVKNLTP 
QTLQPRWTGPYLV1YSTPT/VRP 
PAGSSPLGSPFQSKAVSISQPA 




— — 


- — 





— 


416 


1SGTCSNLLGEEVLEERLAAAV 
QAFGSSRVLEMWLGFVSQWRQ 
VIVTQKCIAVWLLPLYYCTP*R 
QG* LI PVVGFEGQILIFE VFS 


19842 


50210 


c 


19958 


1 


1755 




19843 


50211 


A 


19959 


2 


394 




19844 


50212 


A 


19960 


710 


1093 


K.EPTQHSFSYTHSLLSLPQLPLF 
L/CPDFNPASH1IPDTTPDPHDC1 
SL1HLTFTPFPHISFFPVSHPDHT 
WFTDGSSTRPNUTHQQRQDM 
Q*YLPHLLLTLPLCPPPLPLSKP 
NQLP*LRPSLLQKG 


19845 


50213 


C 


19961 


1 


1287 




19846 


50214 


A 


19962 


1 


1293 


MEEPLGFKQTLVVAQQNPLWT 
SGGGGHSPSGSGHRGVC1TTLP 
VPEGSSQKETPHVSEKLKEK.NE 
SLPGNPENSSRSSERPPRRHSKA 
RDSDEENDPDDEDAVVNAVGC 
LGKNSGFLAPELQKYQKQIKDG 
TAGTPAISTTTTVE1RKSSVMTT 
GDHLLSGKKAQRPAPGHSSCPS 
TETEEEKG KRLLYWV V WQ V A 
VNSASQLEAHNSENPVSLSCR1 
RERPGLWHGYRPSRSPLPHSLS 
GSYSLWALRTDTVCD 


19847 


50215 


C 


19963 


1 


846 




19848 


50216 


B 


19964 


377 


1172 




19849 


50217 


A 


19965 


564 


1163 


FPKSIFFLPPDAYTFLFPWLLQL 
YSLFVESPTITHCSWPRLQSGLP 
HYSGYHT*PS*LYLSDPPDIHPIS 
AYFLLSCSSP*SRLIY*WQFHQA 
*SPHTSKGRLCYSTSH*PAS*NL 
SFPFHRGNVSSRK*LLSVPSAIL 
LLLRDYSGPLPSLHIKLRDLPPP 
RTGKSA\YSTCPESGN*NTSWSR 
*TLICQS 


19850 


50218 


A 


19966 


1382 


1778 


PIGTNTECVVLFQPMETGHSSR 
VNMSGYK*PC/PPLFGVLSWQN 
CWRVYPFCLLFGGPLSVMDPE 
GSPSGC/SNSLGLGADSVTLSTG 
GVFQPNVRGLNCNGKIVMGRC 
PLEFVPIPATSPISRKKPERSTAF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


19851 


50219 


A 


19967 


239 


737 


RPSFKTPENSPTLVPTWTTLFYA 
LFFSYPHLPTSLIRPKYFNQIICF 
PDYSWSTATSHCCPSSQSK/CLL 
CV/SLTSPQYQPLPQDLPSA*SLP 
L* VPTPPLI PLEA ALRNIAHSLSI 
PPPKNFRRSNTSTLFCFICLINIR 
RQECQASEPRPGHRIPCDLHVYI 
QMA 


19852 


50220 


B 


19968 


1 


1321 




19853 


50221 


A 


19969 


1 


1069 


















19855 


50223 


A 


19971 


53 


319 


CSGSMPSSSSVSRPTSPFGSPLLS 
SPATSSSPKTPPTSATSGSSCPTT 
G L * M WT WSGFTGPVKA AT WR 
WTSATYPRWSWRPRAPLCPP 


19856 


50224 


A 


19972 


1427 


2103 


RPVHGHLHAVPVWRDSVRGLA 
PSSSPRVPGRDLIKQTPRLRARV 
VLSPFKTADAAHSHPGLTQPGR 
GRMK A DISAATPGPFMC RVTPL 
ALGVSTEPSPARLVLNFVLFCF 
VLRRSLALSPRLEVLWLDLG\SL 
QPPPP\GFKQFSCLSLPSSW\DYR 
CMPPWAG\QFLEF*VEDGV*H\I 
GQADLELLTSGDPPASASQSAG 
ITGVSNXRAQPQVSECGHGVAL 
RRQ 


19857 


50225 


A 


1997 j 


3 




VRMV11KKSENNRCWRKCGEIG 
MLLNC W* ECKLVQPV WKT/VD 
PAIPLLG1YPKDY1SFYGK.DTCT 
HMFIVALFTIAKTGNQPKCPSMI 
DWIKKMWHIYTMEYYAAI 


19858 


50226 


A 


19974 


2 


79 




19859 


50227 


A 


19975 


308 


630 


GREKAREQVDLTLFTIAKTWN 

QPKCPSVIDW1KKIW/HIYTMGY 

YAAIKXDEFVSFAGT\WMKL*T 

VSVEADPHIEGRFFRFKNYASK 

TPSLKLQRQSRPFQETSH PTGIE 

KRSPPNLQKATQPHIMSAKEYA 

FSRKMYGKTGRKKGEVKVRER 

KGKGAGRSDTIYNSKDLEPTQ 

MPISDRLDKENMDIYTMGYYA 

AIKKDEFVSFAGTMDEAVNQG 

YSSRARTRHWSMKKILLQLAR 

CLPKWPLSFVLESQGLGGVGS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19860 


50228 


A 


19976 


2 


508 


KTTMRYYLTPVRMAI1KKSEHN 
RCWRGCGETRMLLHCWFECKL 
VQLLWKT\W*FLKDVELK1PFD 
PAIPLLGVYPKDYKSCYYKDTC 
TRM FI A ALFTI AKTWNQPKCPS 
VIDWIKKMWHIYTMEYYAA1K 
KDEFVSFAGTWMKLETI1LSKL 
SQGQKTKHRMFSLISGS 


19861 


50229 


A 


19977 


1926 


2448 


DF1AVITTRKQLKTKYNAHHSK 
Q AITKHFSPK I SDLILC LKKKIM 
NRHFSKEDIYAAKKHMKKCSP 
SLAI REMQIKTTMRYHLTPVRM 
AIIKKSGNNRCRRGCGEIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DLADPAIPLLGIYPKDYKSCCYK 
DTCTRMFIAALFTIAK.TWNQP 


19862 


50230 


B 


19978 


1 


1899 




19863 


50231 


A 


19979 


1 


2142 


MI1LIDAEKAFDK1QQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

MILN G QKLE A FPLKTG TRQG CP 

LSPLLFNIVLEVLAQA1RQEKEI 

KGIQLGJCEEVKLSLFADDMILY 

LENP1VSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

1 MSEFPFTI ATKR1 KYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGG1ALVDIPNVNDKL 

MVLEVLARA1RQKKE1K.GIQLG 

KEEVKLSLFADDM1VYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTI ATKR1 K YLG 1QLTRDV KDLF 

KENYKPLLKEIREDTNKWKNIP 

CSRJGRIN 1 MKMAILPK VIYRFN 

DIP1K.LPMTFFTELEKTTLKFIW 

NQKRACIAKT1LSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSH1YNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

KIHSRWIKDLNVRPKTIKTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTIRVSRQPTEWEKIFAIYPS 

DKGLISRIYKELKQIYRKK\TNN 

PIKKWAKNMNRHFSKEDIYAA 

NRQMKKCSSSLV1REMQ1KTTM 


19864 


50232 


A 


19980 


1 


5127 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19865 


50233 


A 


19981 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK*RKKC*GQ 
PERK V KLPTKG SPSD* KRISRQ/ 
KTLQARRQSWFFEKINK1DRPQ 
ARLIKKKREKNQ1DT1KNDKGD 
ITTDPTEIQITIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRP1TGSE1EAITNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEGILPNSFYEASII 
LIPKPGRDTTKKGNFRPISLMNI 
DAK1L 


19866 


50234 


A 


19982 


1 


1698 


M ELKAKAQELREECRSLRSRC 

NQLEESVSVMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLTGVHESDGENGTKLEN 

TLQD11QENFPNLARQANIQ1QEI 

QRTPQRYSSRRATPRHIIVRFTK 

VEMKEKMLRAAREKGWVTHK 

G KPIRLT VDLS AETLQ A RRE WG 

PIFNILKEKNFQPR1SYPAKLSFI 

SEGEIKSFTDKQMLTDFVTTRP 

ALQELLKEALNMERKNRDTHR 

LK1KGWRKIYQANGKQKKAGV 

AILVSDKTDFKPTKILKDKEGH 

YI1VKGL1QQEELTILNTYAPSTG 

A PRF1 KQ V RSDLQRD LD SH TL 1 1 

GDFNTPLSTLDRSTRQKVNKDT 

QELNSALHQADL1D1YRTLHPK. 

STEYTFFSAPHHTYSK1DHIVGS 

KALLSKCKRTEIITNYLSDHSAI 

KLELRIKKLTQNHSTTWKLNNL 

LLNDYWVHNEMKAEIKMFFET 

NENKDTTYQNLWDTFKVVCTG 

KF I ALN AH KRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQE1T 

KIRAELKEIETQKTL/QKINESRS 

WFFER1NKIDRPL 


19867 


50235 


A 


19983 


1 


3450 




19868 


50236 


B 


19984 


1 


2265 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19869 


50237 


A 


19985 


1 


2526 


MFFETNENEDTSYQNLRDTFKV 

VFRWKI1ALNAHKRKQERSKID 

TLTSKLKELEKQQQTNSKASRR 

HEITN1RAELKEIETQKTLQKIN 

ESVNWFFEKIIK1DRLLARLIKK 

KREKNQIDSIKNDIEDITTDPVE 

TQTTVREYFKHLYANKLENLEE 

MDKFLDTYILPSLSQEEVEPLN 

RPITGSEIEA1INSLPTKKSPGPD 

RFTAKFYQR1TNTEKCLKELME/ 

PESQSSRTT* RMQKPQESMRST 

GRKGFSDGR*NE*NE*RGEWN 

QVGKHSAGYYPGELPQTSKAG 

QHSDSGNTENATKILLEKSNSK 

TYNCQIHQS*NEGKNVKGSQRE 

RNTNYHQRILQTPLRK*TRKS\K 

EMDKFLDTYTLPRLNEEEVESL 

NTP1TGSEIVAIINSLPTKKSPGP 

DGFTAELYQRQTESQIMSELPF 

TIASKR1KYVGIRLIRDVKDLFK 

ENYKPLLSE1KEDTNKWKNIPC 

SWVGRIN1VKMAILPKV1YRFN 

AIP1KLPMPFFTELEKTTLNFIW 

NQKRAHIANS1LSQKNKAGGIT 

LPDFKLYYKATVTKTAWYWY 

QNREIDEWNTTEPSEIMPHIYN 

YLIFDKPEKNKQWEKDSLFNK 

WC WEN W L A1CRKL KJLDPFLTP 

YTK1NSRWIKDLNVRPKTIKTLE 

ENLGNTIQD1GIGDDFMSKTPK 

AMATKAKIDRWDL1KLKSFCT 

AKETTIRVNRQPTKWEK1FATY 


19870 


50238 


A 


19986 


1 


3723 




19871 


50239 


A 


19987 


1 


1023 




19872 


50240 


B 


19988 


91 


1596 




19873 


50241 


B 


19989 


1 


3171 




19874 


50242 


A 


19990 


1 


2952 


MLLNQGRKLPRVFAEETLKFK 
GTSNKPQTLEQISTSIIAQKEAT 
VM VPG SNQEIPSG A YA I RALGF 
KHKTGRLFEQTLNYLQEFLFTP 
QWHLECQQERTVHSPGKAAEA 
REPSVIDRHLIQESSNWHLVGA 
ALGQSFQRKEQAAIFAVLQPLL 
VIPRQTGSGVDLQKTPTDLQQR 
GLI VRRKTNKQKG I VHNSTTRE 
QNWTENEFDKLTEGGFKRWVI 
TNSSELKEHVLTQCKEDKNLEK 
SAIKLELRIKNLIQN 


19875 


50243 


A 


19991 


1 


1797 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO. 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


19876 


50244 


A 


19992 


1 


2367 


MVKGSIQQEELTNLNMYAPNT 

GAPRFIKQVLSDLQRDLDSHTLI 

MGDFNTQLSTLDRSMRQKVNK 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNY1SDHS 

AIKLELRIKNLTQNCSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKVVC 

RG KF I A LN A HK RKQERSKTDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQK.TLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQ1D AIKN DKGDITTDPTEIQS 

TIREYYKHLYTNKLENLEEMD 

KFLDTYTLPRLNQEEVESLNRPI 

TGAEI V AII/NN LPTKKSPGPDGF 

TAEFYQRKAEGILPNSFYEASIILI 

PKPDR DTTKKEN FRPI S LMN I D 

AK1LNK1LANRIQQH1TKL1HHD 

QVGF1PGMQGWFN1RKSIRVIQ 

H1NRTKDKNYMI1S1DAEKAFD 

KIKQCFMLKTLNKLGIDGTYFK 

11RA1YDKPTAN11LNGQKLEAFP 

LKTGTREGCPLSPLLFNIVLEVL 

ARA1RQEKEIKGIQLGICEEVKLS 

LFADDMIVYLENPIVSAQNLLK 

LISNFSKVSGYKINVQKSQAFL 

YTNNRQTESQIMSELPFT1ASKR 

IKYLG1QLTRDRKDLFKENYKP 

LLKEIKEDTNKWKNIPCSWVEK 

INIVKMA1LPKVIYRFNAIPIKLP 


19877 


50245 


A 


19993 


2 


2910 


WRKIYQANGK/QKKAGVAILVS 

DKTDFKPTKIKRDKEGHYIMVK 

GS1HQEELTILNIYAPNTGAPRF1 

KQVLSDLQRDLDSHTIIMGDFN 

TPLSTLDRSMRQKVNKDTQEF 

NSALHQADLIDIYRTLHPKSTE 

YTFFSAPYHTYSKIDHIVQSKAL 

LSKCKRSEIITNCLSDHSAIKLD 

LRJKKLTQNHSTTWKLNNLLLN 

NYWVKNEMKAEIKMFFETNEN 

KDTTYQNLWDTFKAVCRGIFIA 

I M A Hk'R VOPTQ 

LiNAnrk.tvrvv^D l o 


19878 


50246 


— 


19994 




4729 




19879 


50247 


A 


19995 




1566 




19880 


50248 


B 


19996 




2796 




19881 


50249 


B 


19997 


127 


2479 




19882 


50250 


B 


19998 




2907 





2522 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


19883 


50251 


A 


19999 


1 


3210 


MVKGSIQQEELTILN1YAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

UN D Y WVHN EMKA E I KMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FI ALN AHKRKQERSKI DTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKE1ETQ 


19884 


50252 


A 


20000 


1 


2052 


MGDFNTPLSTLDRSMRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSK ALLSKC KRTEI1TN YLSDH S 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNEN KDKTY QNL WD A FN A V 

CRGKFVALNAHKRKQEGSKID 

TLTSQLKELEKQEQTHSKASRR 

QEITKVRAELKEIETQKTLQK1N 

ESRS\ARLIKKKREKMQI/DAIKN 

DKRD1T1DPTE1QTT1REYYKHL 

YANKLEMLEEMDKFLDTYTLP 

RLNQEEVESLNRPITGSE1VAI1N 

SLPTKKSPGPEGFTAEFYQRYK. 

EELVPFLLKLFQSTEKEGILPNS 

FYEASIILIPKPGRDTTK.KENFRP 

I SLMN I D A K I LNKIL A KRI QQHI 

QKLIHHDQVGFIPGMQGWFNIC 

KSIMV1QHINRTKDKNHM1ISID 

AEKVFDKIQQRFMLKTLNKLV 

LEVLARAVRQEKKIKGIQLGKE 

ELKLSLFADDMIVYLENP1VSA 

QNLLKLISNFSKVSEYKINVQKS 

Q AFLY TNNRQTESQI M SELPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDVNKWKNIPCS 

WVGRINJVKMAILPKVIYRFNAI 

PIKLPMTSFTELEKTTFKFIWNH 

KGARIAKSILSQKNKAGGITLPD 

FKLYYKATVTKTAWY 



2523 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19885 


50253 


A 


20001 


] 


2314 


MDKFLDTYTLPRLNQEEVESLN 

RSITGSE1VAILNSLPTKKSPGPD 

G FTAEFYQRYKEEL VPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTSKKENFRPIPLMMDAKILN 

KILAKRIQQH1KKLIHHDQVGFI 

PGMQGWFNIRKSINVIQHTNRA 

KDKNHM1ISIDAEKAFDKIQQLF 

MLKTLNK.LGIDGMYLKIRRAIY 

DK.PTANIILNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLARA1R 

QEKEIKGIQLGKEEVKLSLFAD 

DM1VYLENP1VSAQNLLKLISNF 

SKVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTLASKRJKYLG 

I QLTRD VKDLFKEN YKPL LNEI 

KEDTNKWKNIPCSWVGRINIVK 

MAILPKVIYRLNAIPIKLPMPFF 

TELEKTTLKFIWNQKRARVAKS 

ILSQKNKAGGITLPDFKLYYKA.I 

VTKTAWYWYQNRD1DQWNRT 

EPSE1TPHINNYLIFDK.PDKNK.Q 

WGK.DSLFNK.WCWENGLAICRK. 

LKLDPFLTPYTKINSRW1KDLN 

VRPKTRKTLEENLGITIQDIGMG 

KDFMSKTPKAMATKDKIDKW 

DLIKLKSFCTA1CETTIRVNRQPT 

KWEKIFATYSSDKGLISR1YNEL 

KQI YKKICTNNP1 KXWAKDMNR 

HFSKED1YAAKKHMKKCSSSLA 

IREMQIKTTMRYHLTPVRMAII 

KKSGNN\RLFTVAKTWIQPKCA 



2524 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l!nknotvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19886 


50254 


A 


20002 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTEIITNYLSDDS 

AIKLELRIKNLTQNRSTTWKLN 

N LLLDD Y WVHNEM KAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKINES 

RSWFFERINKIDRQLARLIKKKR 

EKNL1DAIKNDKGDITTDPTEIQ 

TTI REY YKHL YANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

P1TGSEIVAIINSLTTKKSPGPDG 

FTAEFYQRAIRQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKLISNFSKVSGYKFNVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNKWKNIPCSW 

VGRIN1VKMAILPKVIYRFNAIPI 

KLPMTFFTELKKTTLNFIWNQK 

\RAHIAKS/VLSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIM PR] YN YL 

IFDKPEKNKQWGKDSLFNKWC 

WKN WLAICRKLKLDPFLTPYT 

KINSRWIKDLNIRPKTIKTLEEN 

LGITIQDIGMGKDFMSKTPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 



2525 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19887 


50255 


A 


20003 




2502 


MTELTGIQQPQIVLFEHKGHKL 

VQGSSSDAGKVNR1YQHYEAS 

DKFNYTTGLAWKTAPEQTGKT 

VRKQQIKLNV KKM ESRSKMQE 

HSSSPPMEQSWRENDFDELREE 

AFRRSNYSELQEEIQTKGQEVK 

NFEKTLDEYITRITNTEKCLKEL 

MELKAKA RELREECRSLRSRCD 

QLEERVSVMEDEMNEMKREG 

KFREKRIKRNEQSLQEKWDYV 

KTPNLRLIGVPESDGENGTKLE 

NTLQDIIQENLPNLVRQANIQIQ 

EIQRTPQRYSSRRATPRHIIVRFT 

KVEMKEKMLRAAREKE1QTTIR 

E Y YKHL YANKL ENLEEM DKFL 

DTYTLPRLNQEEVESLNRPITGS 

EIVA1INSLPTKKSP/GPVGFTAE 

FCQRK\EG ILSI SFCE ASIILIPKL 

GRDTTKKENFRPISLMT1DTKIF 

NKILANQIQQHIKKLIHHDQVG 

FIPGMQGWFN1CKSI"NVIQHINR 

TKDKNHMI1SIDAEKAFDKIQQL 

FMLKTLNKLGIDGTYFKIIRAIY 

DKPTANIILNGQKLEAFPLK.TGT 

RQGCPLSPLLFNIVLEVLAGAIR 

QEKEIKGVQLGK.EEVKLSLFAD 

DM1VYLENHIVSAQNLLKL1SNF 

SKVSGYKINVQKSLAFLYTNNR 

riTPQATN/ldPI PPTl A QT^"R ITt'VT fit 

QLTRDVKDLFKENYKPLLNEIK 
EDTNKWKNIPCSWVGRINIVK 
MAILSKVIYRFNAIPINLPITVFT 


19888 


50256 


B 


20004 




2115 




19889 


50257 


A 


20005 




2382 




19890 


50258 


A 


20006 




2742 




19891 


50259 


A 


20007 




2250 




19892 











Hi 










20009 








19894 


50262 


A 


20010 




2499 




19895 


50263 


A 


20011 




3259 




19896 


50264 


A 


20012 




3654 




19897 


50265 


A 


20013 




2391 





2526 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in tSSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19898 


50266 


A 


20014 


326 


1158 


LWICEVMVKQRSRILKICLQKQ 
WQKTLAMWLKPCMGTFLLQL 
C*LDIAWV/RAIAVHTASSNLVP 
SLLGLCMIDVVEGTAMDALNS 
MQNFLRGRPKTFKSLENA1EWS 
VKSGQ1RNLESARVSMVGQVK 
QCEG1TSPEGSKS1VEGIIEEEEE 
DEEG SES I SKRKKEDDMETK KD 
HPYTWRIELAKTEK.YWDG WFR 
GLSNLFLSCP1PKLLLLAG VDRL 

GHAVHEDAPDK.VAEAVATFLI 
RHRFAEP1GGFQCVFPGC 


19899 


50267 


A 


20015 




2860 




19900 


50268 


A 


20016 




2956 




19901 


50269 


A 


20017 


1 


3359 


MNNSIKEKVKLSLTKWEMQTK 
PNNNTVDLKDAQEVNLTSTDY 
RKQHVM LPTE1NSDDSLLKIG VI 
RLANWIKSQDPSVCCNQETHLT 
CRDTHRLK1KGWRKIYQANGK 
QKKAGVAILVSDKTDFKPTKIK 
RDKEGHYIMVK.GSIQQEELTIL 
NTYAPNTGAPRFIKQVI ,SDLQR 
r»T r^cvTi lA/fnnrxTTPi qti r*RQ 

ULLO Y 1 l^llvlyjUr IN 1 rLo 1 LUlvo 
1 K^ls. V IN K.U 1 ^bLiNiALri^ VL*JL 

1DIYRTLHPKSTEYTFFSAPHHT 
YSKIDHILGSKALLS 


19902 


50270 


A 


20018 


3 


3130 




19903 


50271 


B 


20019 


8 


2398 




19904 


50272 


A 


20020 


3 


3398 


SNSH1TILTLNVNGLNAPIKRHR 

LA~NW1K\SQDP\SVSC1QETHLTC 

RDTHRLKIKGWRKIYQANGKQ 

KKSTAVAILVSDKTDFKPTKIKR 

DKEGHYIMVKG*IQ*EELTILN1 

YAPNTGAPRFIKQVLRDLQRDL 

DSHPIIMGDFNTPLSTLDRSMR 

rw\/\iiiTMArn mcaj uAAni Tm 
^IvVrsi\JJlt^L^LfSoAbrlv^AL'L 1 1J1 

YRTLHPKSTEYTFFSPPHHTYSK 
TDHIVGSKALVSKCKRTE11TNC 
LSDHSAIKLELRIKKLTQNRSTT 
WKLNNL 


19905 


50273 


B 


20021 


483 


2210 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19906 


50274 


A 


20022 




5316 


MVKGSIHQEELTILNIYAPNTG 
APRF1KQVLSDLQRDLDFHTLI 
MGDFNTPLSTMDRSTRQKVNK 
DIQELN S ALHQ ADLI D 1 Y RTLHP 
KSTEYTFYSAPHHTYSKIDHILG 
SKALPSKCKRTDI ITN YLSDHS A 
1 K LEL RI KN LTQN H STT WKLNN 
LLLN DYWVHNEMKAEIKMFFE 
TNENK.DTTYENLWDAFKAVCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIRAEQINKIDR 


19907 


50275 


A 


20023 


2 


2712 


WRKIYQANGKQKKAGVAILVS 
DKTDFKPTKJKRDKEGHYIMVK 
G S 1 QQEELT1LNI Y A PNTG APTFI 
QQVLSDLQRDLDSHTLIIGDFN 
TPLSTSDRSTRQK VN KDTQELN 
SALHQADLIDIYRTLHPKSTEYT 
FFS APHHTYSKIDHILG SKALLS 
KCKRTEIITN YLSDH SAI KLELM 
IKNLTQNHST1WKLNNLLLNDY 
WVHKEMKAE1KMFFETNENKD 
TTYQNLWDTFKAVCRGKFIAL 
N AHKRKQERSK 1 DTLTSQLKEL 
EKQEQTLSKASRRQEITKJRAEL 
KE1ETQKTLQKINESRSRFFERIN 
KIDR*\TLARVIKKKGEKNQIDT1 
KNDKGDITTDPTEIQTTIRESYK 
HLYANKLENLEEMDKFLDTYT 
LPRLNQEEVESLNRPITGSEIVAI 
VNSLPTKKSPGPDGFTAEFYQR 
YKEELVPFLLKLLQSIEKEGILP 
HSFYEASIILIPKPGRDTTKK\EN 
FRP1SLMN1DAKILNKILANQIQ 
QH1 KJCLIH HDQ VGFIPGMQG WF 
NTCKSINVIQHINRTKDKNHMII 
SIDAEKAFDK1QQPFM LKTLN K 
LVLEVLARAIRQEKEIKGIQLGK 
EEVKLSLFADDMIVDLENPIVS 
AQNLLKLISNFSKVSGYKINVQ 
KSQAFLYNNNRQTESQIMSELA 
FTIA SKRIKYLG IQLTRD VKDLF 
NENYKPLLNEIQEDTNKWKNIP 
CSWVGRIN1VKMA1LPKV1YRF 



2528 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19908 


50276 


A 


20024 


1 


4461 


MVASRSSRVGVFYGGQNSVDG 
VSRRSDGSLNELCLYRPPTGAY 
LAYDTLDVLPSGQFTVNTPPID 
VN GKSLL ALL WEHTS LLTSMG 
GGRWAMQPLGQLGQLEHLGD 
RRDQVLDRSGRSRRLDAAQHL 
RHRPDRRPQGMVGVLTNQKEP 
RTRWIHSRILPEVQGGTGTVPSE 
T1PIDRKEG1LPNLFDEASIILIPK 
RGRDTTKKENFRPISLMNIDAKI 
LNKILANRNQQHIKKL1HHDQV 
GFIPGMQGWFN1CK 


19909 


50277 


B 


20025 


1183 


4247 




19910 


50278 


A 


20026 


1 


2671 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

M G DFN TPL STLDR STRQK VN K 

DTQELNSALHQADLIDINRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELR1KNLTQSRSTPWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNKNKDTTYQNLWDAFKAV 

CRGKFIALNAYKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

E1TKJRAELKEIETQKTLQKINES 

RSWFFERINKIDRPLARLIKKKR 

EKNQIDTIKNDKGD1TTDPTEIQ 

TT1REYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

P1TGSEIVAIINSLPTKKSPGPDG 

FTAEFY/PESYL*QTHSQYHTEW 

AKTGSIPFENWHKTGMPSLTAP 

1QHSVGSSGQGNQAGEGNKGY 

SIRKRGSQIVPVCR*HDCLSRKP 

HRLSPKSP*ADKQLQQSLRIQN 

QCTKITSIL1HQKQTNREPTHE* 

TPIHNCFKENKIPRNPTYKGCEG 

PLQGELQTTAQRNKRGHKQME 

EHSMLMGRKNQYRENGHTAQ 

GNLQIQCHPLQATNDFLHR1GK 

NYFK.VHMEPKKSPHRQVNPKP 

KEQS WRHHTT* LQTILQG YSNQ 

NS\MVLVPKQRYRSMEQNRAL 

RNNAAYLHYSD\L\*QT*EKQA 

WG KG 1P\I Y KMX AL\G KL A S\ PM * 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19911 


50279 


A 


20027 


1 


3159 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADL1D1YRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

A1KPELRIKKLTQNRSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVS 

RGKFIALNAHKRKQKRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

EITKIRAELKE1ETQKTLQ\KISES 

WSWFFEK1NK1DRPQARL1KKK 

REKNQ1DTIKND 


19912 


50280 


A 


20028 


2 


3767 


HRLANW1KSQDPSVCCIQEAYL 
TCRDTHRLKIKGWRKIYQANG 
KQKKAGVAILVSDKTDFKPTKI 
KRDKEGLYIMVKGSIPREELTIL 
N1YAPNPEAPRFTKQVLSDLQR 
DVDSHT1ILGDFNTPLSALDRSM 
RQK VN KDTQELN SALHQADLI 

niVRTl UPlt'CTFVTFFC A DUUTV 
LJl i K 1 Lrlrjs.o 1 1 1 J rroArrln J Y 

SKIDHRVGSKALLSKCKRSEIIT 
NCLSDHSA1KLELRJKKLTQNCS 
TTWKLNNLLLNDYWVHNEMK 
AEIKMFFETNEN 


19913 


50281 


A 


20029 


3311 


9648 


KLYVC1TRJTNAEKYLKELMEL 
KAKAQELCEECRSLRSRHDQLE 
ERVSVMEDQMNEMKQEEKFRE 
KRRKRNEQSLQE1WDYVKRPN 
LRLIGVPESDGENGTKJLENTLQ 
DI1QKNFPNLARQANIYIQEIQEI 
QRTPQRYSPRRATPRHIIVRFTK 
VDMKEKMLRAVREKGFKPTKI 
RRDKEGHYIMVKGSIQQEELTI 
LNIYAPNTGGPRFIKQVLSDLQ 
RDLDSHTI1MGDFNTPLSTLDRS 
MRQK1NKDIQEL 


19914 


50282 


A 


20030 


2031 


6332 


QDSNSHITILTLNIXNGLNAPPR 
HDVRNCNWIKSQDPSVCCIQET 
HLTCRDTHRLKIKGWRKIYQA 
NGKQKKKAGVAIVLVSDKTDFN 
PTKIKRDKEGHYIMVKGSIQQE 
ELTILNIYAP\NTGAPRFIKQVLS 
DLQRDLDSHTLI\MGD\FNTPLS 
ti nRQRT?r>k'\rNn<'r>Trii3T mqai 

I L U Ivo t\ rv V ivv IN 1VL> l^c.LylNo/\L, 

HQADL\IDIYRTLHP\KSTEYTFF 
S APHHTYSKI DH1 VGSKALLSK 
CKRTG1ITNYLSDHSAIKLELRI 
KNLTQSR 


19915 


50283 


A 


20031 


2 


178 




19916 


50284 


C 


20032 


88 


228 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19917 


50285 


A 


20033 




382 


VDRT1MSDSLVVCEVDPELTEK 
LRKFRFRKETDNAAIIMKVDKD 
RQMVVLEEEFQ\FVVYSYKYV 
HDDGRVSYPLCF1FSSPVGCKPE 
QQMMYAGSKTRLVQTAELTK 
VQTGMWLQSVRERWCGSWV 


19918 


50286 


A 


20034 


89 


633 


KTAELRKEEACGQNNHALPGS 
LRQSDSLVVCEVDPELTEKLRK 
FRFRKETDN A AI I MKV DKD/RG 
QMVVLEEEF\QN1SPQREL\KMG 

rrKJvlJJs.rK\r V V I o\ Y is. i v riU\U 
G\RVSYP\LCFIFPPRPVGCKPE\Q 
QMMYVAGS\KNRLV\QTAELTK 
GVPKSRTT*LTSLRPWL\QEKLS 
FLSLISGAGD 


19919 


50287 


A 


20035 


78 


638 


WLDLTWKESSADSQLFLEKMD 

HSHHMGMSYMDSNSTMQPSH 

HHPTTSASHSHGGGDSSMMM 

MPMTFYFGFKNVELLFSGLVIN 

TAGEMAGAFVAVFLL\AMFYE 

GLKIARESLLRKSQVSIRYNSMP 

VP\GQNG\T1LYGRTHKTVG\QQ\ 

MLSFPHLLQT VLHI 1 Q V\V I S YF L 

MLIFMTYNGYLCIAVA 


19920 


50288 


A 


20036 


- 


849 


MSQKMENL1GNAHISAYEIIKEF 
QKEQHQAGLPGTTVPCSCQVY 
KCSKRPERVAREGPSEDLEPLP 
QTVRKCGQGCTLHGAGGSQGQ 
VGARPFG1GGVEALWFLASPSY 
WAPLjPQCQLGKLLVVRLVQL 
QARRELAPMLAPGAACPMVAT 
ACLTVQWPDPMLTHTPLTIPHL 
TCSLLGGNVELLFSSLVFNTAGE 
MAGAFVAV1ILAVFYEGLMAQE 
SLL* PNGTILM * THKT VGQQML 
SFPHLLQTVLHIIQVVISYLLMLI 
FMTYNG SSELLFRG ERPR 


19921 


50289 


B 


20037 


308 


568 




19922 


50290 


A 


20038 


394 


528 




19923 


50291 


A 


20039 


186 


856 


TWGKGDILRRPRRKMSSY/SHF 
FVQTCRGG\HKKKHPRLLQVN\ 
FSEF\SKEVLQRGWRPMSCLKR 
KGKILKIWAKAGQGPFLERELK 
TLYPLPKGEDQKKKFK.DPNCTP 
RG PPSVAFFPLLA LE YPPQKSKG 
EHPWPVPLVDVAEENWETMW 
ELTL LQM DKQP\Y EKKA\A KLK 
EKYEKD1ACISSLKGKPDAAKK 
RELSRPEKSKKKKEEEEDEEDE 
EDEEEEEDE* DEEDEEEEEDE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19924 


50292 


A 


20040 


1 


413 


GAMRGDRGRGRGGRFGSRGGP 

GGGFRPFVPHIPFDFYLCEMAFP 

RVKPAPDETSFSEALLKRNQDL 

APNSAEQASILSLVTKINNGNE 

KLWGSPGTLKAHIEKFTRGIPY 

KRGTVSRGHNVADLGGKLKIL\ 

PPLEAV 


19925 


50293 


A 


20041 


70 


1451 


GAMRGDRGRGRGGRFGSRGGP 
GGGFKPFVPHIPSDFYLCEMAF\ 
PRVKPAPDETSFS*GLA*RRNQ 
D\LAPNSAEQ\ASILSL\VTKI\NN 
V\IDNLTCGSQGHFEVAKLEEV\ 
RQVGDP1KRGTMTTGHNVA*/L 
WVV1PQEFWQRLEAWACPGGN 
KVVESLR7SHQDPSESFKPCLTN 
E\TGFEISSSDATVKILITT\VPP\N 
LRKLDPELHLDIKVLQSALAAI 
RH A R WFEEN A SQSTV K VLIRLL 
KDLRIRFPG\FEPLTPW\ILDLLG\ 
HYVAVMNNPTRQPLGLKRWHN 
RALAWQISGLAGTVSCQG\SVG 
Y S1DPCES WQL* ELHTVMTLEQ 
Q\DMV\CYTAQ\TFVRILP\HGGF 
RKILG\QEVDASYLASEIST\WD 
G V I VTPF RKRL YE KP\PEK\K EG 
EEEEENTEEPTSRRGRRK\HGN\ 
SGVTIPLPLLFPNPRGKTGALSC 
PAYWALHGDRHFPWDREDSRK 


19926 


50294 


A 


20042 


253 


379 




19927 


50295 


A 


20043 


284 


1062 


APRNYLPQRATASVRRQQ1SFS 
NEHTPHQSLH E1PN V RQRHSGL 
MKLNTMGAMTTSTTSAVANH* 
PSNKRTPLVSV/MQSASPEQRQ 
AVRERMQTNPKIQQRREAARE 
RIQSASPEQRQAVREKMQTNPQ 
NQQRRDAARERIQSASPEQRQV 
FKEKVQQRPLNQQQRDNARQR 
VQSASPEQRQVFREKVQESRPQ 
RLNDSN HT VRLNNEQRS A VCE 
RLSERGARRLESLYGRHMQAN 
PEPPKKNNDKSKKISRKPLAAK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


19928 


50296 


A 


20044 


1 


2269 


MSPDIPQVSPEVGLYPVANHSSI 
VVPTCHSLSEEDTEAQRNHELD 
TVKALREDAQVLKIPNQSPKDT 
LVTALQLAQKGTKAAAIRLGA 
KVGQKQSRQAKSSPALVVPGL 
LSFPRARFFEWQSPGLPNTAAM 
ENGTGPYGEERPREVQETTVTE 
GAAKIAFPSANEVFYNPVQEFN 
RDLTCAVITEFARIQLGAKG1QI 
KVPGEKDTQKVVVDLSEQEEE 
KVELKESENLASGDQPRTAAV 
GE1CEEGLHVLEGLAASGLRSIR 
FALEVPGLRSVVANDASTRAV 
DLIRRNVQLTMDVAIILVQPSQA 
DARM LM YQHQRVSERFD VIDL 
DPYGSPATFLDAAVQAVSEGG 
LLCVTCTDMAVLAGNSGETCY 
SKYGAMALKSRACHEMALR1V 
LHSLDLRANCYQRFVVPLLS1S 
ADFYVRVFVRVFTGQAKVKAS 
ASKQALVFQCVGCGAFHLQRL 
GKASGVPSGRAKFSAACGPPVT 
PECEHCGQRHQLGGPMWAEPI 
HDLDFVGRVLEAVSAMPGRFH 
TSERIRGVLSVITEELPDVPLYY 
TLDQLSSTIHCNTPSLLQLRSAL 
LHADFRVSLSHACKNAVKTDA 
PASALWDIMRCWEKECPVKRE 
RLSETSPAFR1\LSVEPRLQANFT 
\IRED\ANPSSRQRGLKRFQA\NP 
EA\NWGPRPRSRP\GGKAADEA 
MEER\RRLLQNKRKEPPEDV\A 


19929 


50297 


A 


20045 


1578 


2356 


PLRRWACNHKLRQNAHQLSSTI 
HCNTPSLLQLR\SALLHADFR\V 
SLSHACK\NAVKTDAPASALW\ 
DIMRCWEKECPVKRERLSETSP 
AFRILSVEPRLQANFTUREDANP 
SSRQRGLKRFQANPEANWGPR 
PRARP/GVSGGKVGVGLSQGKK 
G*RADGVPPTPSPSHRGKAADE 
AMEERRRLLQN KRKEPP\ED VA 
QRAARLKTFPCKRFKEGTCQRG 
DQCCYSHSPPTPRVSADAAPDC 
PETSNQTPPGPGAAAGPGID 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19930 


50298 


A 


20046 




791 


mgpssihhssqhatapqilpkvr 
agprssgcrisecrreekppk.gr 
rglkdatrpgvnwgpdggvqs 
gagaqpwsltplppgsvspagr 
aqrrsmraaaaqerspgrrrl 
gkeplireswtrsapwrclsqd 
agragsqvcgsspqtrgaaae 
kvavtgakscsgrgkkaaaar 

A KSRG G G G RKTQKA A A A KSRG 
r/Annp cpncp f f dp r : i? c .c\ 

UAvj^KorKoKUoKu IrKUKUy 

KAAVAGAESNGGGGKKSRRRR 
HKAAKTRSSGGKNPWRQKAAS 
AGAR. 


19931 


50299 


C 


20047 


76 


327 




19932 


50300 


A 


20048 


336 


814 


ANFSLEDPSCSPPPRLLAGSFVD 
SPQSLSCMRSKNPLLGSGSGPLS 
PTYIL*ATTPHFLLPQPLITTSPSS 
PSPPSPPLPPPPPSFSSSYSSSSFF 

L/JNKV rLLLrLruoAJKJs.rort>V b 
TV A "OPfVIPTnP CI AT T FT PPlDD 

SSSLHRSDTLYRDCVHRI 


19933 


50301 


A 


20049 


1 


310 




19934 


50302 


A 


20050 


1 


1482 




19935 


50303 


A 


20051 


3 


2455 




19936 


50304 


A 


20052 


3 


1441 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19937 


50305 


A 


20053 


1 


2322 


MAEGKGEAGTFFTGQQDRLLF 

VFFIITIVVGLFRCSVFSSSSSSSS 

LSSSSSSSSSSSLSSSFLHLFFIFIF 

VFFVFIFFVFIFVFVFAFFFIFFVF 

WFFVFFFFVLLVEILMRPTISIR 

GQKLKISDEMSKDCLSILYNTC 

VCTEGVTKRLAEKNDFVIFLFT 

LMTSKKTFLQTATLIEDILGVK 

KEMIRLDEVPNLSSLVSNFDQQ 

QLANFCRILAVTISEMDTGNDD 

KHTLLAKNAQQKKSLSLGPSA 

AEINQAALLS1PGFVERLCKLAT 

RKVSESTGTASFLQELEEWYT 

WLDNALVLDALMRVANEESEH 

NQASIVFPPPGASEENGVLAHTS 

ARTAQLPQSMKIMHEIMYKLEV 

LYVLCVLLMGRQRNQVHRMIA 

EFKL1P\G\LNNLFDKLIWRKHS 

AS A L VLHG HN H Y\C DC SPDITLV 

KIQFLRLLQSFSDHHENKYLLL 

NNQELNELSA1SLKANIPEVEAV 

LNTDRSLVCDGKRGLLTRLLQ 

VMKKEPAESSFRFWQARAVEE 

FPSRGTTSYADQMFLLKR\GLL 

EHILYCIVDS\ECKSRDVLQSYF 

DL\LGEL\MKFNVDAFKRFNKYI 

NTDAKFQVFLK\QI\NSSLVDSN 

MLVRCVTLSLDRFENQVDMKV 

AEVLSECRLLAY1SQWPTQMSF 

LFRLINIIHVQTLTQENVSCLNTA 

SL VI LMLVA RRKERLPL\ YLRL L\ 

QR\MEHSKKYPGLL\LNNFHNL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19938 


50306 


A 


20054 


237 


2033 


TSPTPLPLPATM PKTI S V RVTTM 

DAEL\EFAIQPNTTGKQLFDQV 

VKTIWLEGKFGFFGLQNQD1AK 

GFST\WLK.LNRKVD*PRNVRKE 

\SPLLFK\FRAKFYP\EDVSEEL1Q 

DITQRLF\FLQVKEG1LNDDIYCP 

\PETAVLLASYAVQSKYGDFNK 

EVHKSGYLAGDKLLPQRVLEQ 

HKLNRD\QWEERIQVW\HEEHR 

GML/RGEDA VLE I SERLLQDLE 

MYGVNYFSI\KNKKGSELWLG 

VDALGLNIYEQNDRLTPKIGFP 

W\SEIRMSFNDKKF\VIKPIDKX 

APDFVFYAPRLRINKRILALCM 

GNHELYMRRRKPDTIEVQQMK 

AQAREEKHQKQMERAMLENE 

RKKREMAEKEKEKIERE1CEEL 

MERLKQIEEQTKKAQQEUEEQ 

TPRAPGTLSQERKRAQSEAEKL 

AKERQEAEEAKEALLQASRDQ 

KKTQEQLALEMA ELTARISQLE 

MA RQKKESEA VEWQQKAQM V 

QEDLEKTRAELKTAMSTPHVA 

EPA EN EQDEQDENG A E A S\ADL 

RA * S\M A KD RSEEERTTEVAEKN 

ERVQKHLKALTSELANARDES 

KKTANDMIHAENMRLGRDKY 

KTLRQ1RQGNTK.QRJDEFESM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19939 


50307 


A 


20055 


2 


2230 


PRVRLGAHGCPPGPRRCGCCW 

ANG LRSSERCVLESLRPCVQS A 

TRGLRCGCDSAANLDTMAKPP 

QGAGDRGSIHDFPGFDPNQDAE 

ALYTAMKGFGSDKEAILDIITSR 

SNRQRQEGCHSYK\SLYGK\DLI 

ADLK\YELTGKF\ERLIVRLMRP 

PAYCDAKEIK\DAISG\IGTDEK\ 

CL1EILASRTNEQMHQLVKRITK 

MPTERDLEADI1GDTSGHFQKM 

LVVLLQGTREEDDVVSEDLVQ 

QDVQDLYEAGELKWGTDEAQF 

1YILGNRSKQHLRLVFDEYLKT 

TGKPIEASIRGELSGDFEK.LMLA 

VVKCIRSTPEYFAERLFKAMKG 

LG\TRDNTLIRIMVSRSELDMLD 

IREIFRTKY*/EKSLYSMD/IKND 

TSG/QSYKKTLLKLSGGDDDAA 

DQFFPKAAQVAYQMWELSAV 

ARVELKGTV\RPANDF\NP\DAD 

A KALR\K AMKGLGTDEDTI1DI I 

THRSNVQRQQIRQTFKSHFGRD 

LMTDLKSE ISGDL ARL1LGLMM 

PPAHYDAKQLKKAMEGAGTDE 

KAL I E\I L ATRTN A EIR A1NEA YK 

\EDYHKSLEDALSSDTSGHFRR1 

LISLATGHREEGGENLDQARED 

AQVAAE1LEIADTPSGDKTSLET 

Jvr Ivl 1 1 1 K\o I rrl v Ivtv V l^c.r IK 

LTNYDV EHTIKK\EM\SGD1 RDA 
F\VAIVQ\SAKTKPLFFPDK\LYK 
SMKG\AGTDEKTLTRIM\VSR\G 


19940 


50308 


A 


20056 


3 


368 




19941 


50309 


A 


20057 


1 


936 


MM KCEEQKEEEEETVRMFSAA 

SQPLDPDGTLFRLRFTAMVWW 

AITFPVFGFFFCIIWSLVFHFEYT 

VATDCGVSASSPAPGSGPG\PN 

YLPSVSSAIGGEWPQRYVWRFC 

1GLHSAPRFLVA\FAYWNHYLS 

CTSPCSCYRPLCRLNFGLNVVE 

NLALL VLTYVSSSEDFTI HENAF 

1VFIASSLGHMLLTCILWRLTKK 

HTVSQEVRSIPSGGSKAAQKKI 

KDICPQDSGNGEDRKSYSWKQ 

RLFIINFISFFSALAVYFRHNMY 

CEAGVYTIFAILEYTVVLTNMA 

FHMTAWWDFGNKELLITSQPE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


19942 


50310 


A 


20058 


119 


930 


ESLFPSLAFLSPSKPLFSHPPSFH 

LSNKQDTSPCSCVLSSPFSLRTE 

ASIGVPG1KMDGGNAQEHGHFL 

RLPQVPNYLPSVSSAIAREVPQR 

YVWRFCIGLHSAPRFLVAFAY 

WNHYLSCTSPCSCYRPLCRLNF 

GLNVVENLALLVLTYVSSSEDF 

/TWVPG*GRSGEVFPEGTGLPLP 

HSDLPTSWCGHSLQCGSQSSFP 

PAIHENAFIVF1ASSLGHMLLTC1 

LWRLTrCKHTVSQEVRSIPSGGS 

KAAQKKIKDICPQDSGNGEVGT 

EF 


19943 


50311 


A 


20059 


3 


206 




19944 


50312 


B 


20060 


80 


304 




19945 


50313 


A 


20061 


1 


2111 


MAATGTAAAAATGRLLLLLLV 

GLTAPALALAGYIEALAANAGT 

GFAVAEPQ1AMFCGKLNMHVN 

IQTGKWEPDPTGTKSCFETK.EE 

VLQYCQEMYPELQITNVMEAN 

QRVS1DNWCRRDKKQCKSRFV 

TPFKCLVGEFVSDVLLVPEKCQ 

FFHKERMEVCENHQHWHTVV 

KE ACLTQG MTL YS YGMLLPCG 

VDQFHGTEYVCCPQTK.1IGSVS 

KEEEEEDEEEEEEEDEEEDYDV 

YKSEFPTEADLEDFTEAAVDED 

DEDEEEGEEVVEDRDYYYDTF 

KGDDYNEENPTEPGSDGTMSD 

KEITHDVKVPPTPLPTNDVDVY 

FETS A DDNEH A RFQKAKEQLEI 

RHRNRMDRVKKEWEEAELQA 

KNLPKAERQTLIQHFQAMVKA 

LEK.EAASEKQQLVETHLARVE 

AM LN DRRRM ALEN Y L A ALQS 

DPPRPHRILQALRRYVRAENKD 

RLHTIRHYQHVLAVDPEKAA\Q 

MK\SQVMTHL\HVIEERRNQSLS 

LLYKVPYVA\QE\IQEEIDDVLQ 

EQRADMDQFTASISEVTPVDVR 

V\SSDESEEIPP\FHPFHPFPAPT* 

ERRILGVGRAGWGGLIGAEEK 

VrNSK\NKVDE\NMVH*TRLLD 

VKEMIFNAERVGG\LEEERESV 

GPLREDFSLVSSSALIGLLVIAVA 

IAT\VIVISLVMLRKRQYGTI\SH 

G1VEA/VDPMLTPEERHLNKMQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


19946 


50314 


A 


20062 


61 


2634 


SQPAEGKWSTGNAATATAGVL 
LLPA ACG A * TA PAL AL\ AG Y 1 E A 
LAANAGTGFAVAEPSNSPMFC 
GKLNMPCETFQTGK\WEP\DPN 
QAPKSCF*NQKEEVSSSYF\QEM 
YPRAYRSQNVMEAKPAGLRID 
N\WC\RRDKrCQ\CKSRFCYTFSS 
CL VG * IL * SD V PAKFPEK VPSFF 
HK\ERMEVCE\NHQ\HW\HTVSQ 
KKAMS* PPGK* PLI1 ANGM PASP 
CGGRTSFHGTE\YVC*PSAQRLL 
GSCV/TKEEEEEEE\EKEEEEDE 
KGD\YAVYKGNFLL*ADLEDST 
EA\AVDEDDEDEREGEDVVEDR 
E Y Y Y DTFK G DD YNE EN PNVDPG 
SAATMSD\KEITHD\VKAVCSQE 
AVMTGPCRAVMPLWYFYLSKG 
KCVRFIYGGCGGNRNNF*SEDY 
CMAVCKAM1PPTPLSTNDDDVF 
F*TSKDDNEHARFHKAKEHVVI 
RPRNRMDRLK*EW*YAQL\QLK 
\NLPKAERQ\TLIQHF\QA\MVKA 
LEKEAA\SEKQQLVET/HTLARV 
EAMLND\RCLMALENY\LAALQ 
SDP\PRPHR\ILQALRRYVRAEN 
KDRLHTIRH YQH VL A V DPEKA 
AQM\KSQVM\THL\H VI EERRNQ 
SLSLLYKVPYVAQE1QEE1DELL 
QEQRADMDQ\FTASISE\TPVDV 
\RVS\SEGRGEIPPFHPFHPFPALP 
ENEDTQPV\L YH PMKKG SGVGE 
QDGGLIVAEEKAVINSKANKVDE 


19947 


50315 


A 


2006j 


7j4 


1049 


rrppr.r,Tr,i?n nTf^nvurM/rrv 

LLrruu 1 UKtLU I L,U I JrliN/^Lj^ 

ci*ccrvi dad /rrA/cr.Di? *tc 

bi ooJJl^rvK/L/U VoOivK 1 r W 1V1 

VWSACVCASGCLPGGNRCCCP 
VSLSPERIAVLGGLLPRKPPCRV 
VGERRSVLTLQATSQCPR 


19948 


50316 


A 


20064 


6 


1174 




19949 


50317 


A 


20065 


285 


567 


SRRRSSSYERSGSYSGRSPSPYG 
RRRSSSPFLSKRSLSRSPLPSRKS 
MKSRSRSPAYSRHSSSHSKKKR 
SSSRSRHSSISPVRLPLNSSLGAE 
LSRKKKERAAAAAAAKMDGK 
ESSYERSGSYSGRSPSPYGRRRS 
SSPFLSKRSLSRSPLPSRKSMKS 
RSRSPAYSRHSSSHSKKK.RSSSR 
SRHSSISPVRLPLNSSLGAELSR 
KKKERAAAAAAAKMDGK.ESK 
GSPVFLPRKENSSVEAKDSGLE 
SKKLPRSV 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19950 


50318 


A 


20066 


214 


805 


LGLQAANDLHLEYAMGKRYFC 
DYCDRSFQDNLHNRKKHLNGL 
QHLKAKKVWYDMFRDAAAIL 
LDEQNKRPCRKFLL\TGQRDFG 
SN\CRFS\HMSER\DLKEL\SIQVE 
pnpr.pPRFwi t \f»appt P\nni-rT 

LUKUilr Kc W LL\UArcljr\DU nL 
UuLuLCCKrv/\KI\LcLyt ^ V i3V,/ 

G*NPFRTT/VSFQ*PRRVGQPSS 
GSLPPNSCGHPPPGGLALLQPR 
V\QWG 


19951 


50319 


A 


20067 


2 


418 




19952 


50320 


A 


20068 


1 


1134 


ATTARRRGAPGTPSLAAEGNGL 
SARVDEGVEEFFSKRLIQQDRL 
WAPEEDPATEGGATPVPRTLRK 
KLGTLFAFKKPRSTRGPRTDLE 
TSPGAAPRTRKTTFGDLLRPPT 
RPSRGEELGGAEGDTSSPDPAG 
RSRP\PTQE1ARPTR*YCCLPRRR 
QRWVPDPTSGGPWSGEKQNWL 
HPLNSGYK*CCRG*ASAEAAGV 
PKARGSKAKMARSRKLAQMV 
TLWTVPRRPLPSRSSPAPT/PVS 
ADPSCRPGPGSQGPESATWKTL 
GQQLNAELRSRG WGQQDGPGP 
PSPGQSPSPCRTSPSPDSLGLPED 
PCLGPRNEERPLRLQRSPVLKR 
RPKLEAPPSPSLGSGLGTEPLPP 
QPTEPSSPERSPPSPATDQRGGG 


19953 


50321 


A 


20069 


3 


206 




19954 


50322 


A 


20070 


3 


349 




19955 


50323 


A 


20071 


226 


610 




19956 


50324 


B 


20072 


18 


1306 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19957 


50325 


A 


20073 




1665 


lrpqgreggdweggrspfslpy 

gslrgrvvstaqfrvpmpsasa 

srksqekpreimdaaedyaker 

yg1ssmiqsqekpdrvlvrvrd 

ltiqkadevvwvrarvhtsra 

kgkqcflilrqqqfnvqalva 

vgdhaskqmvkfaaninkesi 

vdvegvvrkvnqkigsctqqd 

velhvq\kiyvislvaeprlplql 

ddavrpeaegeeegratvnqd 

trldnrvidlrtstsqavfrl\q 

sg1chplretl1nkgfveiqtpki 

isaasegganvftvsyfknna\ 

ylaqspqlykqmcicadfekvf 

sigpvfraedsnthrhltefvg 

ldiemafnyhyhevmeeiadt 

m\vqifkglqer\fqtefqtvnk 

qfpcea1snfweptlrleyceal 

am lrg klesemg\deddlstpn 

ek\llg\hlvkekydt\dfyild 

KYP1GL*RPF/HLYPCP*PPRNPQ 
QVPTLTNMFHEREKKYLSGAQV 
RIH\DPQL\LTERALH\HGIVDLEK 
IKAYIDSFRFGSPSP/HAGGGIGI/ 
ENRVTMLFLGLHNVXRQTSHVP 


19958 


50326 


A 


20074 


3 


424 




19959 


50327 


A 


20075 


178 


859 




19960 


50328 


C 


20076 


304 


592 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \~possiblc nucleotide insertion) 


19961 


50329 


A 


20077 


1381 


2936 


PTN PRPSPGL AR W AES YE AKCE 

R RQ EIRES RRCRPN VTTC RQ VG 

KTLRIQQREQLQRARLQQFFRR 

RNLELEEKGKAQHPQAREQGP 

SRRPGQVTVLKEPLSCARRISSP 

REQVGRVKGHTAVCSGTLSGQ 

GGWV/R/RPPSLHRACRES*DNC 

PSSLALTLSHPIHSSLERTQ*[/SH 

ALTFWNSMIYPRSSRLILPQASD 

SSW/KGKGMKFFLNKAWASMC 

SHLIFLSTGKHSEGYFHLRNLEL 

NEKNVFEP\KAKESLQKVLEEK 

MNAEQQLQSTQVWGCHIDMG 

LGTPGSLGNKGSQLQRTLGTQH 

RELESQLHVLQSKLQVPGTGGG 

EGRQGMGRRDGDERSCSAKIE 

CLQGDRDLCSLDTQDLQGTLLL 

GGLECMAAMAK*AKKKETEAF 

QILKVHRVFLGSWPTKGTQVW 

SPKSFPNEVEPEGTGKEKDWDL 

RDQLQKKTLQLQAKEKEVRG* 

PE1VRAHLRNSRETWEAVKNCR 

EELNQSQQLPPRVRGSLLP1KP 

WMMGRFLL*PSFAHKDNLMI 


19962 


50330 


R 


20078 


1 


1173 




19963 


50331 


A 


20079 


16 


1584 


SSRFLFSLG Wl .WEAPEVGTRSG 
WLQRRPGLGAG\LGG\QEKQFL 
PALLSFFIYNPRFWPREGEEENK 
ILFYHPNEVEK.NEKIRNVGLCE 
AIVQFTRTFSPSKPAKSLHTQKN 
RQFFN\EPEENF\WMVMVVRCPI 
1 EKQSKDGKPV 1 EYAQEEELLDK 
VYSSVLRQCYSMYKLFNGTFPE 
SHG RRR\ VKLLKE RLEKFFHRY 
LQTLHLQSCDLLDIFGGISFFPL 
DKMTYLKIQSFIMRMEESLNIV 
KYTAFLYNDQLIWSGLEQDDM 
RILYKYLTTSLFPRHAEPELAGR 
DSPIRAEMPGNLQHYGRFLTGP 
LNLNDPDAKCR\FPKIFVNTDDT 
YEELHLIWYKAMSAAVCFMID 
AS1HPTL\DFCRRTGTASLGPQL 
HSGWASGHLVEQF\NINKGDVP 
GLRK\EPQFKFI\YFNHMNLVEK 
STVHIEEN A PACPLTS VHPDIAM 
KIPR*PSNSDLYPRV\DEDEGDH 
C*RALSDYW\VVGK\KSDPAGS 
LYV1FEIQKNAKP*LKVK*KRSK 
KPLCNASSNN1LPSLD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19964 


50332 


A 


20080 


85 


420 


LSNLFLHATNDGALTSTT1PHPP 
MRQPTS/S/GDGSEIFLHTELK.LL 

trrrlAvVrvotrrKL 1V1 1 KA^t^LL 

PMTFLLKAHSKAGIESPGLNPR 
PGFSLHPVLPAASSAAFLLPSFR 


19965 


50333 


A 


20081 


220 


563 




19966 


50334 


B 


20082 


1 


576 




19967 


50335 


A 


20083 


111 


3586 


TMFGLKPPLYFLPGSSLSSESSP 
VSSPATNHSSPASTPKRVPMGPI 
IVPPG GHS VPSTPP V VTI APTKT 
VNGVWRSESRQDAGPRSSSGG 
RERL1VEPPLPQEKAGGPAIPSH 
LLSTPYPFGLSPSSVVQDSRFPP 
LNLQRPVHHVVPPSTVTEDYLR 
SFRPYHTTDDLRMSSLPPLGLD 
PATAAAYYHPSYLAPHPFPHPA 
FRMDDSYCLSALRSPFYP1PTPG 
SLPPLHPSAMHLHLSGVRYPPE 
LSHSSLAA 


19968 


50336 


A 


20084 


576 


1261 


GDDLCSVGAPCRSTWACSTPLR 

CVRRSREFPGLPHAAGAARGFR 

LPAGRPVPARPGAAAARAAAA 

GEAHRPLPCGRRPGPVRRAAVP 

PRPRPPRRGLRGRREGPAAPAG 

PGGPSLLCASAGRHGPPGLRAG 

QGLRDSAGEAGGEPAP/AGPRP 

EASP*RSSLCENTCTEAGLGPRR 

a Ar.ni r.cpwi T^:r:i i u/ncFFi v 
AAufLUorWL 1 ouLLWuorrLr 

FLFFFVILRQSLLLSPKTEVAVA 
QLMSHCSL 












356 


EGEEEGDEENDPD\MTQRRIKT 
QQSASSSEAGCMWP 


19970 


50338 


A 


20086 


1043 


1191 


NFYFSCKNKNKANKQQITWKA 
KGLSNGCKFILSGGRQKGRTLP 
QRERMA 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possiblc nucleotide insertion) 


19971 


50339 


A 


20087 


287 


1401 


CQNPQIPCSPFKKRLDG/LWVET 

PTAGYIESLP\RVVKRR\VNALKN 

LQVKCAQIEAKFFEAEKVHGFFE 

RKYAVL\YQPLFD\KRJF\E1INAI 

YEPTE/EKECEWETR*RKDEDF 

GGNWKEKGQIEDEKKDEVEKE 

DPKG/IFPEFWLTVFKYNVDLLS 

DMVQEH\DEPILKH\LKDIKVKF 

SDA\GQPMSFVLEFHF\EPNE\YF 

TNEVLATRTYRMRSEP/DTRLIL 

DPFSFDGPEIMGCTGCQ1 DWKK 

GKNVTLKTY*GGGRKHKGRGT 

WRTVTKTYVSVNDSFSNFFPPVPE 

1PE/DVGDLDDDAGSLFLAGRLS 

EIWFTFYRER1IPRSSVNILPGEA\ 

IEDDDDDYDEEGEEADEEGEEE 

GDEENDPRLLTQRVRIKTQQSAS 


19972 


50340 


A 


20088 


1 


350 


DNLEAEAVAPCTAAARAVAPD 
LFVFAA*PESVSAGGPQQPCRSP 
1 V U Lr or KrooL 1 yrwL 1 no W 

AEDVDLRVNFAMNVGKARGFF 
k'^r.nvvivi Tnu/RPnQnPTMT 

KrvOL'V VI VJLlvj WlvrOoljr 1 IN 1 

MRVVPVP 


19973 


50341 


A 


20089 


1 


399 




19974 


50342 


A 


20090 


1 


394 




19975 


50343 


B 


20091 


82 


351 




19976 


50344 


A 


20092 


3 


789 


CGTSRMCHTTEELA/SDPIL/YRP 
LAVALDTKEPEI/RNGLIKGSGT 
SE VELKKG ATLKFTRNN AY/M E 
KCDENILWLDYKNICKVVEVG 
SKIYVDDGLISLQVKQKGADFL 
VTEVENGGSLGSKKGVNLPGA 
AVDLPAVSEKDIQDLKFGVEQD 
VDMVFASFIRKASDVFfEVRKV 
LGEKGKN1KIISKIENHEGVRRF 
DEILEALGHWAVVPLKPTLALA 
LTCFSSSLGLSSLHLSPPSTQLSC 
SKHSTLHLPFSPTTAAPPGLLL 


19977 


50345 


A 


20093 


3 


424 




19978 


50346 


A 


20094 


2 


173 


1 YH LQLFEELR/RL AP1TSDPTEA 
TAVGAVEASFKCCSGAIIVLTK 
SGRSAHQQELGP 


19979 


50347 


B 


20095 


1 


1362 





2544 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19980 


50348 


A 


20096 




1982 


QRDN LE A E A V A PCTA A AHA V A 

PDLLRLCSVRPSRSAPEDRQQP 

CLFSHSEAGTAFIQTQQLHAA\ 

MADTF/LWEHMCRLAD1DSPPIT 

ARNTG\1IC\TIGPGLPDQVETLK 

EDD*SLGMKCGSVLNFSSWEL 

HGVTMRETIQGMWRTANGKA 

FAFLTPFLLPGPLAVGFRTLKGP 

EIPNWGSSKGNGTVAEVGA*RK 

GATLKFTL\DNAYM\EKC\DENI 

L\WLDYKNICKV\VEVG\SKIYV 

DDGL1SLQGKQK\GADF\LVTEV 

ENGGSLGI\MKGVNLP\GAAVD 

FACLCRRKD1QDLKFG\VE\QDV 

DMVF\ASF1PQS1LMFHEVRKVL 

GVEKGKDHQGLSSKIRESMRGF 

RRFD\EIL\EASDGI/LWVARG*F 

* A LR1PAEK\VF\LAQKMIDLDRF 

NR A\G KPW IC ATQML ESMIKKP 

RPTRA\EGSD\VAN\AVLDWKPT 

CIMLSWEKQPKGDYPL\EAV\R 

MQHL\1AREARWLPSYH\LQLF\ 

EELRPPGAQLTSDPTEATAVGYA 

VEA SFKCC\SG A IIWLTKSGKVC 

SPRLARYRPRAP1IAVTRNSPGK 

LVRAHLWRGIFPGWCQGPDSR 

RA W A * D I G\LRVKLCHGMFGK 

ARGFFQERGDVVHCA*PEWRP 

WLPAPPNNMRVVPCCRDGPRG 

PSSSRPCSHPFFPKP1PFRPSNGL 

VELHSGAVNVATG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


19981 


50349 


A 


20097 


215 


1893 


TVTFSQCRFGKMLPLEKAFASP 

QELPSPAGSAHAGVSSRSSSRK 

NPRPSLRGPLLTLEFSRLRFREF 

VY\QEAAGPHQTLARLHELCRQ 

WLMPEARSKEQML/ESLLVLEQ 

FLGILPDKVRPWVVAQYPESCR 

SSLLVEGLADVLEEPGPSTVDR 

DAAGLPCGLILNS*RWSVREAH 

GPSAATRRAREPQPGPWSWGD 

PGTF* DTLAFSGPPVSGTEEGQ/ 

MKQRPKRTALP/HTEQVGGHE 

QVGGRSQ/RTTNVSEAEVLSRG 

PSAPGGVGPPGPQEENLKSYRK 

LLLWEGGRRQESAGCACEEAA 

PAG\GCLSCLRRRPLGTPLPIPRR 

A\H*GGGRAAWEGPGPAGPPGR 

GVRLCHRIAEAVRHPAACP/ET 

GARRNWEPRGRTPRMGTGRAS 

RA/CSSSGDSAGLEAGQGPGAD 

EPGLSRGKPYACGECGEAFAW 

LSHLMEHHSSHGGRKRYACQG 

CWKTF1 IFSLALAEHQK.T1 IG\KE 

KSYALGGARGPQPSTREAQAG 

ARAGGPPESVEGRGSPRTPRGA 

EVSRCAVPFRRGRFAGRESQTR 

HWAFPRPWVAASCGVCGRPLP 








20098 





372 




19983 


50351 


A 


20099 


1 


129 




19984 


50352 


A 


20100 


1 


627 




19985 


50353 


A 


20101 


1 


441 




19986 


50354 


B 


20102 


1 


477 




19987 


50355 


A 


20103 


2007 


2156 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19988 


50356 


A 


20104 


1 


717 


MKLRTLAVSVTALKVARLGSA 

PSDVQMCLEFLPSDSGAQLASP 

SGSRTGAAGGAACQSGAVRSY 

SSALGWSMGLGAVEQGVVLV 

GDARAAQEPMEWMGGSGMAG 

CRSRALHRGKAAKARREIEHSA 

GRKGLFGSARLIPATAMAPRSR 

LLSLGRRGN FRSRVLRRKSRPL 

EEAARRWRDCPTGFGALVAGA 

GSGRAPGVPPKRLPARTKAQVS 

RETRGSGEVTAQGGKGPRGLW 

ILLWGFYNLLPTTSHAESYPERL 

1QKVVSEKIARALARYLIILPFG 

LLGGNKTIVYSWEALRFHHQLT 

PSVITNTVIKVYEEPKLSQQKSR 

TLDVSTDEEDKIHHSSESKDDQ 

GLSSDSSSSLGEKELSSTVKIPD 

AAFIQAARRKRELARAQDDYIS 

LDVQHTSS1SGMKRESEDDPE1S 

RNEETSEESQEDEKQDTWEQQ 

QMRKAVKIIEERD1DLSCGNGS 

SKVKKFDTSISFPPVNLEIIKKQL 

NTRLTLLQETHRSH LREYEK Y V 

QDVKSSKSTIQNLESSSNQALN 

CKFYKSMKIYVENLIDCLNEK.il 

NIQEIESSMHALLLKQAMTFMK 

RRQDELKHESTYLQQLSRKDET 

STSGNFSVDEKTQW1LEE1ESRR 

TKRRQARVLSGNCNHQEGTSS 

DDELPSAEM1DFQKSQGDILQK 

QKKVFEEVQDDFCNIQNILLKF 

QQWREKFPDSYYEAFISLC*RQ 


19989 


50357 


A 


20105 


154 


744 


SQRNLCLGRVWYILFFLFAFLQ 
TLELVSHERRGRTGITNA*VSNS 
PRRELGFHVL*R*QFLLLFLFSH 
RLRSPAGFT*WIPHRGCRWSCL 
PVLRHALAFLSPWVVDGTGRR 
GAGGGARRGGSGHTGAHGVG 
GRLRHGRLQVPSPLRARSPFLLS 
CTLSCQLDSPCLTCSQGHQYKY 
QHSDKGKRLTIVTKSFDFIPS 


19990 


50358 


B 


20106 


1 


531 




19991 


50359 


C 


20107 


99 


323 




19992 


50360 


A 


20108 


305 


658 




19993 


50361 


B 


20109 


79 


936 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


19994 


50362 


A 


20110 


381 


1169 


LPSRGAGLGTCSPPCLSLPPTPW 

APVRPEPPQGAPPPAPRRPVPST 

TQGLRSASARHGTGRQLHLQP 

WCGIHWVKLAGLLSLVGSQHL 

RGQGSRAAAALTHMHS/PHAC 

THAHTRAEPLRLPPPPRPLPPPL 

SPPPLRLCCLRSLFPCPLTESAA 

KAGSKKFHSVQEIPSPAVCELG 

VGTVLHIDPEKWRAGRENVET 

GGKRTG SGKDSTGRG WGQTD 

YGLGKKERTEEASRSCICLVCV 

SMRRDALCGQSVGSHFCQWSL 


19995 


50363 


A 


20111 


3 


4804 


KRLENIQKTLEVAFSEAVWMQ 

PSV V LLDDLDLI AG LPA VPEH E 

HSPDAVQSQRLAHALNDMIKE 

FISMGSLVAL1ATSQSQQSLHPL 

LVSAQGVHIFQCVQHIQPPNQE 

QRCEILCNVIKNKLDCD1NKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRA1HSRLSRQSISTREKLVL 

TTLDFQKALRG FLPASLRS VNL 

HKPRDLGWDKIGGLHEVRQIL 

MDTIQLPAKYPELFANLP1RQRT 

G1LLYGPPGTGKTL 


19996 


50364 


A 


20112 


2 


1844 




19997 


50365 


A 


201 13 


746 


1215 


PNiNRFLKHYREPVPKKRERNY 

STLWPLCPSTLNKIYTIMSYLSP 

ATKEYPFFLLLLEQEC*AE*LLA 

LAVSQPLLSSTTNCLKN*MVTW 

NGSLIPWSPCKINLTPVPAVVL 

QNRRALDLLTAESGGTFLFLEE 

KCCC YVNQSG1 1TEKVKEIQGRI 




50366 


— 


20TT4 


-j 


7338 




19999 


50367 


B 


20115 


1 


4935 




20000 


50368 


A 


20116 


3 


421 




20001 


50369 


C 


20117 


33 


571 




20002 


50370 


A 


20118 


3 


323 




20003 


50371 


A 


20119 


146 


809 


EKCRHNCSSRVWQSLVSQSVW 

ATEGQYGRTKNARPVQVKADS 

ASFPYQRRYPLRLEAQQGLQKI 

VKDLKAQGL VKPFNSPCNTPI L 

GVQKPNGQWKLVQDLR1INEAI 

VPLYPAVPNPYTLLSQIPEEAE 

WFTVLDLKDAFFCIPVHRESQF 

LFAFEDPSNPTSQLTWTVLPQG 

FRNSPH LFGQ A L AQDLSQFS YL 

NTLVLRYLDDLLLAAHLETLCH 


20004 


50372 


A 


20120 


3 


1147 




20005 


50373 


A 


20121 


2 


1658 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20006 


50374 


A 


20122 


2 


211 


MGIYDFSYFPPGCCLKSRRKSS 
RGSQE*LALSPGFSGSFGSIQDL 
TQV*CIQDSTPATLTAVGVDKM 


20007 


50375 


B 


20123 


86 


586 




20008 


50376 


A 


20124 


66 


433 


SSSRTEG A RG K.RQPM PSP/STEP 

KVL^L, 1 lliOl^b VINL^LJLU 1 UAArb 

VLLSCPGQLSSRSVTPGVLGQP 
VTRYFPQPLSCDWGTLLFSNAF 
LIMPESPTPLLGRGILAKAGAIIH 
HAVLVTAAL 


20009 


50377 


A 


20125 




459 


MAVRYTDENVLRKGTREAGT 
MMRLRGTTECCADFAAWDVT 
HDALRATGGELPGAQVMLTTT 
crv;PT-i\/r*Er , rM? a \/"\x/t T>T?N4wn 

fcLAjKH V UrLUKAV W l.,r K 1V1 WO 

YPLALPGEMRK.LYTVRMAGRD 
ILAK.AGAIIHLNIGEGTPVRCPL 
L/EGINPEVWKTEGQYRQAKNA 
RPVQVKL 


20010 


50378 


A 


20126 


260 


392 


VEVV1LPMPVPNLPSIPARITKG 
RMGTLLLRGLGTT*LYKSCSV 


2001 1 


50379 


A 


20127 


1 


1740 




20012 


50380 


A 


20128 


1 


858 


MEWEDNLPLELGRTVAK.LLSD 
HSQTPLG1QMFLLFSLSLRKSPL 
VCLSYLFNFRFTLESEVQHLSG 
AITLTAWPKIPFLGIREAKSPRS 
ENTRLATILEAGHRHLGTSVSK 
DHPVTFWRPRRDLQSDLKQIKI 
DLGKFSDNPDGY1DVLQELGQS 
FDLTWRDIMLLLNQTLTPNERS 

Alll AAKtrUJJLVV Y li>y V VAA V 

AGLVSEAVKI1QG\LTVWT/SHD 
VNGILTAKGDLWLSDNHLLKY 
QALLLEGPVLRLRTCATLNPAT 
FLPDNEEKIEHNCQQVIAQTYA 


20013 


50381 


A 


20129 


1 


6530 


MWGSDRLAGAGGGGAAVTVA 
FTNARDCFLHLPRRLVAQLHLL 
QNQAIEVVWSIIQPAFLSWVEG 
RHFSDQGENVAE1NRQVGQKL 
GLSNGGQELHAVSLEQHLLDQI 
R1VFPKAIFPVWVDQQTYIFIQI 
VALIPAASYGRLETDTKLLIQPK 

1 KKArvfcJN 1 roKAUAt i ISJvlvrio 

vnpnrivnN/iMiirPi r\Tvrn ncxr 

i UisJJ^lvOlVllVlrvt-iyV/l Jvt^/Lv^orN 

T^/r:tTc:c'M'cxincciDA/r^ccc\/ a c 
1 VKjl 1 c,iiNclNfc.or,lr VDooo V A^ 

LWTMIGSIFSFQSEKKQETSWG 
LTEINAFKNMQSKVVPL 


20014 


50382 


B 


20130 


1231 


2065 




20015 


50383 


A 


20131 


68 


372 




20016 


50384 


A 


20132 


1 


1461 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20017 


50385 


A 


20133 


1 


806 


AVWCTHCCAPTPSGPVLPHSAA 
MSFLKSFPPPGPAEGLLRQQPD 
TEA VLNGKG LGTGTL Yl AESRL 
SWLDGSGLGFSLEYPT1SLHALS 
RDRSDCLGEHLYVMVNAKFEE 
ESKEPVADEEEEDSDDDVEPITE 
FRF V PSDKS A F* FPCS VE AMFTA 
MCECQALHPDPEDEDSDDYDG 
EEYDVEAHEQGQGDIPTFYTYE 
EGLSHLTAEG\QATLERLEGML 
SQ\SVSS\QYNMAG\VRT\EDSIR 
DY\EDGDGRLDTTP\TVCLGQF\ 


20018 


50386 


A 


20134 


225 


420 


RLLGDVCGRLRPRGHEEQRPG 
GPGARSHSRSGPRMGRDCAGA 
VPRVTPK*SACAAGGRGGPAT 


20019 


50387 


A 


20135 


1 


687 




20020 


50388 


A 


20136 


1 


2979 


MLRRKKQEDWAAKGSSHACG 
QIPEEREKGFAVGNVVANLGLD 
LGSLSARRFRVVSGASRRFFEV 
NRETGEMFVNDRLDREELCGT 
LPSCTVTLELVVENPLELFSVEV 
VIQD1NDNN PAFPTQEMKLE1SE 
AVAPGTRFPLESAHDPDVGSNS 
I ,QTYFLSRNFYFA1,RVQTREDS 
TK Y A EL VLERALDREREPSLQL 
VLTALDGGTPALSASLPIH1KVL 
DANDNAPVFNQSLYRARVLED 
APSGTRVVQVLATD 


20021 


50389 


A 


20137 


2 


296 




20022 


50390 


A 


20138 


1187 


1292 




20023 


50391 


A 


20139 


2 


3250 


LTSRWRPWPRPPTSASSAGWFC 
ASTGPWTAAPAKAPPSWASWT 
SRALRSSRPQTSRLWRR*PRSR 
AATPSSSGRGTCGIRPTSVFSTT 
RARSTTRPTSG * * KTWTL*MTT 
SQ/RLLHQSTDRLTAEIWKDVE 
GIVGLEQVSS\RATAHQVAAPV 
GVCSGQWDSS/HKESLSRLMAT 
LSNTNPSFVRCIVPNHErCRAGK 
LEPRLVLDQLRCNGVLEGIRICR 
QGFPNRILFQEFRQRYEILTPNA 
IPKGFMDGKQA 


20024 


50392 


B 


20140 


1 


1816 




20025 


50393 


A 


20141 


500 


866 


QVCLYPGWQHSPGRQRVSG*A 
HLHTAPLWICQ*SGDCDWHES* 
GGGM*CVR\FEPPRTSSPPSATS 
GSLLK*KEKTGLSNSPCSTSTSS 
GGRTPSTDRMGKTRRQYPSGA 
GNSEDKVGFPQVF 


20026 


50394 


A 


20142 


130 


226 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20027 


50395 


A 


20143 


846 


1555 


GRKTPSQGRRWSSPRVFLLPGG 

PKPCYTYPLVGEKLLFRVLPLFP 

HKPSASNLEKVSHCPECGKTFS 

RSSYLVRHQR1HTGEKPSQVPV 

ECGKGF**ALPT/CTAH/HYGTH 

TGERPYQCGQCGK.SFNQSSSL1 

vHHRTWTr.Pk'Pvnnvrr.v'RF 
vnv^iv i ri i Ljcivr i v ^vji\j\r 

NI\SSQFSAHRRIHTGESPYKCA 

VCGKIFNNSSHFSAHRKTHTGE 

KPYRCSHCERGFTKNSALTRHQ 

TVHMKAVLSSQEGRDAL 


20028 


50396 


A 


20144 


93 


764 


AQERKALKSTPSHSSFSR/WLSR 
IILKNGSSSSSSSSSSSSSSSSLRE 
RERKSCENVNITRNRR/LTAETI 
ADTIDTSNG S VFLI WTER* E WN\ 
WLPKPWHQYQLQARASLSEEIL 
NNRWEQDPEAFRQDPEDQARS/ 
QWLPRGGSAPVXKQRLLLHHDS 
VPDH A FLRTR A AG QDL P W ETV 

KJvr r LJIN rULArAUr £>L*r r LLU 

LLAERRCFSLQRRVPWPPENQP 
PHRQ 


20029 


50397 




20145 




W\ 




20030 


—^55 


— 




Ti? 






20031 — 




- 


— — 


^ 


94 

— 




20032 


— 

50400 




A 




2014 






DLLCPQMG*GWKLTALSLQCS 

L, \l U \J 1 C K o IVA K/\ J> \l C L 3 \ 


20033 


50401 


C 


20149 


25 


328 




20034 





^ — 







2^6 










SolsT 













- — 


20152 


^ 


— 






50405 


A 


20153 





130 


AG A VQFQALG V PNKDTKSLEL 
HQKPKPR*GQDDNHRMSPVYV 


20038 


50406 


A 


20154 




453 




20039 


50407 


A 


20155 




1317 




20040 


50408 


A 


20156 




1350 





WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20041 


50409 


A 


20157 


970 


2559 


FPLAYSLLFPP/CSRLSRELLEVV 

EPEVLQDSLDRCYSTPSSCLEQP 

DSCQPYGSSFYALEEKHVGFSL 

DVGE1EKKGKGKKRRGRRSTK 

KRPvRRGRKEGEEDQN PPCPRLS 

RELLAEKEPEVLQDSLDRWYST 

PSVYLGLTDPCQPCRSAFYVLE 

QQRVGLAVDMDEIEKYQEVEE 

DQDPSCPR*L*AITDA*FCVDT 

WRCQVQGKQECVQFHVFNEG* 

ITPTDI AVG FHCSRCLGFHFFLP 

LSFTHLL*VDHTSKAVWQLHGI 

LSKFMENY*AHSFHDHCSLCVP 

RALTQSVL*PLHQCVTRPIR*AH 

FLLSLSLPLPVFLFHSFLPGPGLS 

QHKGNNSLPH*WICPFSF*TVPY 

VSHEI*LGLCGF* FPLAYSLLFPT 

/CSRLSRELLDEKEPEVLQDSLD 

RCYSTPSGYLELPDLGQPYSSA 

VYSLEEQYLGLALDVDRIKKD 

QEEEEDQGPPCPRLSRELLEVV 

EPEVLQDSLDRCYSTPSSCLEQP 

DSCQPYGSSFYALEEKHVGFSL 

DVGE1EKKGKGKKRRGRR 


20042 


50410 


A 


20158 


2790 


5320 


LHLFCHKRQHGGISRALGSSKK 

PEMN1LEISETLRPQLAEKKQQF 

RSLKEKCFLTQL AGFL AN RQKK 

YKYEECKDL1KFMLRNERQFKE 

EKLAEQLKQAEELRQYKVVVH 

SQERELNQLREKLREGRDASRS 

LYEHLQALLTPDEPDKSQGQDL 

QEQLAEGCRLAQHLVQKLSPE 

NDEDEDEDVQVEEAEKVLESS 

APREVQKAEESKVPEDSLEECA 

ITCSNSHGPCDSNQPHKNIKITF 

EEDE VN STL V VDRE 


20043 


50411 


A 


20159 


394 


3251 


GRRVCLFSEDEECKDLIKFMLR 
NERQFKEEKLAEQLKQAEELR 
QYKVLVHAQERELTQLREKLR 
EGRDASRVSLNEHLQALLTPDEP 
DKSQGQDLQEQLAEGCRLTQH 
LVQKLSPENDNDDDEGVS/QVE 
VAEKV\QKSSAPREMQKAEEKE 
VPEDSLEECAITCSNSHGPYDSN 
QPHKKTKITFEEDKVDSTLIGSS 
SHVEWEDAVH1IPENESDDEEE 
EEKGPVSPRNLQESEEEEV\PQT 
PWHE*LSHLSIL 



2552 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20044 


50412 


A 


20160 


245 


641 


1LSVLIAVLCVVGKIPLKEPLCP 
a ap.ca apa pvnrir;i\vipv Trevor 1 
SQQRPSSMCWPRNACQSSRAL 
GGDESYVPKNRKSFTKHPVSSC 
/pqpci n wnu r,*p /pr,r, pr.p cpr, 
LALGFPSFSGPAGFGQGTSSPRF 


20045 


50413 


A 


20161 


7 


194 


RPLVESRGIPRSPAASFSTACPR 
NTASIPSAPSWWETAWTQTSS* 
APPVA*RPS*PSPESPL 


20046 


50414 


A 


20162 


232 


509 


MGVLMHRRCTKAPAWAVATY 
EAPLHCQQLLGVVGVLAGDPS 
LLDLGGIHQQPQGLPITVLHQA 
EEADLVLLRAVTDAAALPVEQ 
HRP* GAPGLLPPPDGGQ* SGDP 
AAAGGYLQGPRGLGPQPGHPP 

l_i p/-; a Ar,CAr, PPT? V WT PPT? 1? CW 

WCSACA*GPPSTGPGEQRGPGD 
SG*F1SASTSASRATSACRSAFIT 
SQTEPPTWPSLARPQSSGLARPP 
APGRTAAGRD**TLPPGK 


20047 


50415 


A 


20163 


3 


859 


SLGGNKSRPTRRCCSGSRCRCR 
DKSAAVSGALWRGCRESPRAP 
PPAPQTIPRAWPSPTAVLTHPLL 
AGPSRWGSSCTGAAPKPPPGRG 
PLRGSPALPAAPGCGGCPGWGP 
KPLGPWRYPPAAAGSPDHCPPS 
GGGSRPGAPQGGNRCSRSARRT 
APPSCGCSEVGSL* WSPRSGPRP 
PGWFGWAGACGGSGGSFAASA 

ALA WtOrLy&^L.A.L^r^bryKr 

APA AAA Ar,AP,PPl CQPPPR AW 
Ar A AAAAOAUr KLoorivlvKA W 

SSPG*/HGIPWPTHASAALPAAG 
HRGSFSGILP*RAGKRSAMLST 


20048 


50416 


B 


20164 


179 


438 




20049 


50417 


A 


20165 


1 


930 


MESPWRQWRLRKVARSGGGR 
LSNK.RKLHLKKKKKGERGGGG 
AEREKAAAAVAPGCKAGAGN 
AKKFVQNGPGTKESSASQVPTG 
PSAAGLLEFARGPLQTLFAWVS 
AAVSAEPRIFMIRECCCL1VPLE 
VLSQRSTWPCEFLISDCCASNQ 
QDSMGVGPSEPGAGYNLLVRH 
FLSPSEKCS1RVGVARFSRVLPP 
PLLG1SAARAAGGAARQAAQL 
DF^cprppf thiptj APQTPPPnr. 

rvoOoKA^rKL 1 Ulrrl/\ro i r r EA^vj 

HSAEGAAKEEPKRRSARLSAKP 
APAKVEAK/PKKAAAKDKSSD 
KQVQTKGKRGAKGKQAEVAN 
QETKEHLPAV 


20050 


50418 


A 


20166 


199 


419 





2553 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20051 


50419 




20167 








20052 


50420 


c 


20168 


481 


738 




20053 


50421 


B 


20169 


56 


3476 




20054 


50422 


A 


20170 


1 . 


2679 




20055 


50423 


A 


20171 ... 




1467 




20056 


50424 


A 


20172 




208 


379 


JNrCKJvU V Llr l^r LrvInK.Kv^;rIU 
ADLEFVISE*CTRYPIVAFNWCK 
PSLLRRSTPVK 


20057 


50425 


A 


20173 




921 




20058 


50426 


A 


20174 


197 


355 




20059 


50427 


A 


20175 




3180 




20060 


50428 


A 


20176 




1309 




20061 


50429 


A 


20177 




2295 


M FYND VKKQQQMAALTKEKD 
QLSQSIVMYKSLFEASQQLLNE 
MKCQVEEARLKEAQLRNELKI 
HNID1 PTTQQVPHIEALLKRKLS 
EQEELKKKPRRSCTLPNYTKGS 
GDVLGK.IAHLAQIEDDRAAMVI 
SWHLASDMDCVVTLTTDAARR 
1YDETQGRQQVLPLDS1YKKTL 
PDWKRSLPHFRNGKLYFKPIGD 
PV FARDLLTFPDNVEHCETVFG 
MLLGDT11LDNLDAANHYRKEV 
VK1THCPTLLTRDGDR 


20062 


50430 


A 


20178 


3 


2550 




20063 


50431 


A 


20179 


256 


3680 


NRGLLFCFLFLHLHLKEHERHL 
ATVYVFP1LSCTIYRSVLLTSSQ 
T1IYTHVGDREAQAALKLGRWS 
HPRTPNAVGAPGPPEGAGGGD 
AVTSQSALLTFSRTRFASGAHA 
G AH P V L LRN EEEKG A P ALVA PI 
FSAEGPTCSLWWTLRPASTAGL 
KLPAAASTRPSQRGLTADGGGP 
GGASVGTEEDGGGVGHRTVYL 
FDRREKESELGDRPLQVGERSD 
YAGFRAYETVKDGVTLYLLQS 
VNQLLLTATKERIDF 


20064 


50432 


A 


20180 


8 


267 


RGEMPGERLKAEVFLPPSPLSPT 
QVVGPLHRVWS*IGNASSQRGE 
AQVRS*VSFSLRLEDSTPWIPGT 
RALRGCWLWRDFQTLQSG 



2554 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20065 


50433 


A 


20181 


1 


3692 


MNPIREMQVSGIALKGTMKGW 
TELPKSPVWTQGNKGRNYFTN 
LALSLLFEDDTKLNPYAGGDAI 
RVR1SVGPFK.GERFTVPGLASEC 
GKNSFLRFPSNSRRKQLCGRVH 
GSFLWFSMMSQSMGGDNLSSL 
DTNEAEIEPENMREKFFRSLAR 
LLENKSNNTKIFSKAKYCQLIK 
EVKEAKAKAKKESVDYRRLAR 
FDVILVQGNEKLIEAVNGETDK 
IRYYLHSEDLFD1LHNTHLS1GH 
GGRTRMEKELQAKYK 


20066 


50434 


A 


20182 


24 


131 


PVHKRWS*NDECYRHCTV***Q 
PGSEENNPALENR 


20067 


50435 


C 


20183 


99 


281 




20068 


50436 


A 


20184 


1 


4200 


MV1LKDFMKFEMNSEEGDFLR 
TCDFFFLRHLVAVKQLAHVKV 
DRFFPRRQSLAESRTAGI RLQTN 
VQKMVSSFTTSDRKQTSPSSYS 
VSFIPEFHFLGPPTHCPQTAVSQ 
CDLLFQLHSPAEALFPARTLPG 
GPRSPHLRVPAAPAPLQHDPRH 
TGPPLPPTANRGATPPLPLGPGA 
LERSGRLGELNSASSFRLRRDN 
PQSPAARPRGSHGLAG1EGERT 
LINYYCQERYFHHVLLVASEGI 
KLRYGSDPVFRFY 


20069 


50437 


A 


20185 


1 


1464 




20070 


50438 


A 


20186 


335 


855 


R1ASMPRLPPRTQGRGSARLPSR 
ARPGLHWHHRHTMLPPK.PRRW 
R/RALGPAEAGMLEKLEFEDEG 
ECAPPAAGPALPRPGRPRTGTR 
GDPAPHLRRCPTASCVLRKPRG 
RGGNRGGDAGAGELGLRGPCD 
LPSQNFLCFLVDVLKNGLLALQ 
LFSSNPTASCAESLPMLRTPVI 



2555 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20071 


50439 


A 


20187 


2 


1160 


SARPAASPPAGERASQLMLIAV 

LLLPLRRRWRRALGPAEAGML 

EK.LEFEDEAVEDSESGVYMRF 

MRSHKCYD1VPTSSKLVVFDTT 

LQVK.KAFFALVANGVRAAPLW 

YESKKQSFVGMLT1TDFINILHR 

YYKSPMVQI/YMELEDHKNLET 

\ WRELYLQYETFKPL VN I SP\D\A S 

LFGWLYTSLIKNKIHRLPVIDP1S 

GNALYILTHKRILKFLQLFMSD 

MPKPAFXMKQNLDELGIGTYHN 

I AF1 HPDTPI I KALNIF V/EKDRIS 

ALP/VLWDESGKSW*IFNSPNLN 

VN *1LACLEEN IPNN LR* STVTVQ 

ANLQHRSQYFEGVVKCQLSWKF 

LETHRWTR1VRAEGPSGLVVV\ 

NEADSIVGIISLSDIL\QALILYTP 

AGAKQKETETE 


20072 


50440 


A 


20188 


58 


205 




20073 


50441 


A 


20189 


347 


1581 


NPSPC/WAVFFQKDAITSKIQTF 

LSM LHL YN* VSSPSKENTRTVE 

KLYKCSVDIRK1RRFKKDGVLL 

RR*KPYVERNCRJFYQELGAR* 

D\AVASI\LERCPEAJV\*SPTAVN 

TQRKLWQLVCKNEEELIKLIEQ 

FPESFFTIKDQENQKLNVQFFQ 

DVGTKKCGH\CRLLTAAPNCFS\ 

NPVEKNKQMV\EFFQESYLD\L 

GG SEAN MKSFG LLKLFK PKPF Y 

FV*ISPTA1KETLEFLQEPRFPPA 

LKFLQLP1PNSKGFLFQLCPKKY 

TE*YFLL*KCLLNAQIFMDP/VS 

N*VLKWPCPFILFLFPVLEERM 

QGLLREGISIAQIRVETPMVLELT 

PQIVQYRIRKLNSSGYRIKDGHL 

ANLNGSKKEFEANFGKIQAKK 

ALQNLLLRSLNYYDELTVGEC 

GNRKGRGTNVNTTL 


20074 


50442 


A 


20190 




455 




20075 


50443 


C 


20191 


72 


218 




20076 


50444 


A 


20192 




452 


LGILLVDDFVNVLSSLAVYAED 
SEPESDGEAGIEAVGSAAEEKG 
GLVSDAYGEDDFSRLGGDEDG 
YEEEEDENSRQSEDDDSETEKP 
EADDPKE\NSAQ*QRHPGLSKL 
MAQLVGLRGQKNHILNMIRDV 
TQQPQLSLAAHTPHTPFHLQ 


20077 


50445 


A 


20193 


1 


334 




20078 


50446 


A 


20194 


1 


687 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20079 


50447 


A 


20195 


1 


1280 


RPGCGNKMAGKKNVLSSLAAY 

A\* I SEPESDGEAGI EA VGS A AD 

EKGGLVSDAYGEDDFSRLGGD 

EDGYEEEEDENSRQSEDDDSET 

EKPEADDPKDNTEAEKRDPQEL 

VASFSERVRNMSPDE1KIPPEPP 

G\RCSNHLQDKIQKLYERK1KE 

GMDMNYIIQRKKYEFRNPSIYRE 

/RLIQFCVAIDELGTNYPKDMFD 

PHGWSEDSYYEALAKAQKIEM 

GQIGKRPKKERNQKFEFCDGAP 

KKGT/TRTNATSTTTTTCQAQL 

FADCFRRGKRQVGIRAIPSATKP 

KRTPPPKPPPNTLTTTATLPS/V 

VVTVTHPSASGSKDPPVISCCG 

API VKERPKQVTLRGPPLGLER 

DRAAPVTHCPVGGAHFVYFRT 

GTYSPRCHLRGASVWHSRWKD 

RQHGSQALWTGSVHAPPGVCR 

LLKVPYSYLLASQKK 


20080 


50448 


A 


20196 


1 


542 


MAYSAPEKSCTEGHESPH/HHT 
AGHSGWHGG*ALRQRGHSCPK 
EGTRGHPQTLAP/HHQCPQHAA 
GLPR/HNQLLHD/WFRHHHHRH 

Wnnnnnnn^ rrtt^ro i oriv^ 

AMPHHRPDLHDRQAPDSGYEG 
VSPKRVAEANFSLGSAPQAAQ 
GRSHGQSPGVHGFFSHGSPAAS 
SDIMKRLPPPGLF 


20081 


50449 


A 

— 


20197 


45 


171 


oi('xi?PT?Tr;un'\/Tr , xii t 

Kiv 1 KLKluMUVlV/INLL L 
uUuL&/LIUk> lrvrloKoorvrv/\ 




— — 




20198 


277 


467 


GLGPHDYLYSILSIERSCCC*CC 
CCCCRRRRCCCCC/CV*GCSRFL 
C SI A ESTPSGA L RRLRGGR 


20083 


50451 


A 


20199 


1 


1080 




20084 


50452 


A 


20200 


34 


119 




20085 


50453 


A 


20201 


1798 


1894 




20086 


50454 


A 


20202 


363 


778 


GLGPHDYLYSILSIERSCCC*CC 
CCCCRRRRCCCCC/CV*GCSRFL 
CSIAESTPSGALRRLRGGRSGGS 
GGCCSPGGCREGGRGNTKPAT 
RCEV1CGGGSGGGGARPAAPPG 
GPDASRVCWFSLNTSIVFFSCPF 


20087 


50455 


A 


20203 


1 


360 




20088 


50456 


B 


20204 


1 


3681 




20089 


50457 


A 


20205 


1 


293 




20090 


50458 


B 


20206 


38 


282 





2557 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20091 


50459 


A 


20207 


1 


1124 


VDTVKRLLIKKLPPVLAIQLKRF 

DYDWERECAIKFNDYFEFPREL 

DMEPYTVAGVAKLEGDNVNPE 

SQLIQQSEQSESETAGSTKYPvLV 

GVLVHSGQASGGHYYSYIIQRN 

GG DG ERNRWYKPDDG DVTEC 

KMDDDEEMKNQCFGGEYMGE 

VFVDHMMKRMSYRRQKRWWN 

A Y ILF YER MDTI DQDDELIRY 1 S 

ELA1TTRPHQIIMPSAIERSVRK.Q 

NVQFMHNRMQYSMEYFQFMK 

KLLTCNGVYLNPPPGVAEKTQL 

LKLSVPATFMLVSLDEGPGPPIK 

YQ YA ELGKLYSVVSQLI RCCN V 

SSRMQSSINDAETAFNKIQHRF 

MLKILN KQG IEET YIKITRA I YD 

K PTANT 1LNGQML EALPLRN RT 


20092 


50460 


A 


20208 


1 


1053 




20093 


50461 


A 


20209 


1 


7785 


MTATTRG SPVGGN DNQG QA PD 
GQSQPPLQQNQTSSPDSSNENS 
PATPPDEQGQGDAPPQLEDEEP 
AFPHTDLAKLDDMINRPRWVV 
PVLPKGELEVLLEAAIDLSKKG 
LDVKSEACQRFFRDGLTISFTKI 
LTDEAVSGWKFEIHVSLAFDFK 
G S DL H S DA CEWEERCI INNTHR 
LVELWCGPSCPQDWFVPLLELL 
AMALNPHCKFH1YNGTRPCESV 
SSSVQLPEDELFARSPDPRSPKG 
WLVDLLNKFGTLN 


20094 


50462 


A 


20210 


1201 


9141 


ADKIAKICPVSSMTATTRGSPV 
GGNDNQGQAPDGQSQPPLQQN 
QTSSPDSSNENSPATPPDEQGQ 
GDAPPQLEDEEPAFPHTDLAKL 
DDMINRPRWVVPVLPKGELEV 
KLEANIDLSKKGLDVKSEACQR 
FFRDGLTISFTKILTDEAVSGWK 
FEIHRCLVELCVAKLSQDWFPL 
LELLAMALNPHCKFHIYNGTRP 
CESVSSSVQLPEDELFARSPDPR 
SPKGWLVDLLNKFGTLNGFQIL 
HDRFINGSALNVQ 


20095 


50463 


A 


20211 


2 


710 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20096 


50464 


A 


20212 




1703 


RPLDVGGPAAGTPGVLSRPCPS 
TAALAPKPFCAAPRPQPDAPAC 
AGATGGSCADFDSGVDFVRRR 
SSGLWGPQPPLFPVICNYTEDPV 
AFKDVA VNFTQEE WALLD1 SQ 
KNLYREVMLETFWNLTSIGKK 
WKDQNIEYEYQNPRRNFRSVT 
EEKVNEIKEDSHCGETFTPVPD 
DRLNFQKKKASPEVKSCDSFVC 
EVGLGNSSSNMNIRGDTGHKA 
CECQEYGPKPWKSQQPKKAFR 
YHPSLRTQERDHTGKKPYACK 
ECGKNIIYHSSIQRHMVVHSGD 
GPYKCKFCGKAFHCLSLYLIHE 
RTHTGEKPYECKQCGKSFSYSA 
THRJHERTHIGEKPYECQECGK 
AFHSPRSCHRHERSHMGEKAY 
QCKECGKAFMCPRYVRRHERT 
HSRKKLYECKQCGKALSSLTSF 
QTHIRVMHSGERPYECKTCGKG 
FYSAKSFQRHEKTHSGEKPYKC 
KQCGKAFTRSGSFRYHERTHTG 
EKPYECKQCGKAFRSAPNLQL 
HGRTHTGEKPYQCKECGKAFR 
SASQLRJHRR1HTGEKPYECKK 
CGKAFRYVQNFRFHERTQTHK 


20097 


50465 


A 


20213 


3 


2413 





2559 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


20098 


50466 


A 


20214 


1 


2124 


MGKNTPM1QLSPPGPFHNSEYR 

FPVLSVSAFLLYTCEMFQDPVA 

FEDVAVIFTQEEWALLD1SQRK 

LYREVMLETFRNLTSLGKRWK 

DQNIEYEHQNPRRNFRSL1EEK 

VNEIKDDSHCGETFTPVPDDRL 

NFQEKKASPEVKSCESFVCGEV 

GLGNSSFNMNIRGD1GHKAYEY 

QE YG PKPCKCQQPKKAFRYRPS 

FRTQERDHTGEKPNACKVCGK 

TFISHSSVRRHMVMHSGDGPY 

KCKFCGKAFHCLRLYLIHERIH 

TGEKPCECKQCGK.SFSYSATHR 

I H K.RTHTG EKP YE YQECGKAFH 

SPRSYRRHERIHMGEKAYQCKE 

CGKAFTCPRYVRIHERTHSRKN 

LYECKQCGKALSSLTSFQTHVR 

LHSGERPYECKICGKDFCSVNS 

FQRHEKIHSGEKPYKCKQCGK 

ALPHSSSLRYHVRTHTGEKPYE 

CKQCGKATHNGEKPYACKECG 

KPFGSAQNLR1HERTQTH1MHS 

VERPYKCKICGRGFYSAKSFQI 

HEKSYTGEKPYECKQCGK A FV 

SFTSFRYHERTHTGENPYECKQ 

FGKAFRSVKNLRFHKRTHTGE 

K/PL*IHEKTHTGRKHYECKQC 

GKAFTSSSSFQYHERTH/S/GEK 

PYQCK.QCAKAF1SSTSFQYHER 

THMGEKPYECMPSGKAFISSVSS 

LQYHERTHTGEKPYEYKQCGK 

AFRSASHLQMH GRTHTGEKPY 


20099 


50467 


A 


20215 


23 


265 




20100 


50468 


A 


20216 


40 


470 




20101 


50469 


A 


20217 


235 


392 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20102 


50470 


A 


20218 


7 


1439 


EGADKMATSVGHRCLGLLHGV 

APWRSSLHPCEMTALSQSLQPL 

RKLPFRAFRTDARKIHTAPART 

MFLLRPLPILLVTGGGYAGYRQ 

YEKYRERELEKLGLEIPPK.LAW 

SLGSVALYKSVPTRLIASRAWG 

RLNQVGAAHTGLRRPRFTSLWI 

WTFGVNMKEARVEDLHHYRN 

LSEFFRRKLKPQARPVCGLHS/V 

G E A * PFPP AG NRTF SC LP STAPL 

VSSVSGRGRMTRGGGGCLLGG 

GDPALPGSKPLLPFQISPSDGRIL 

NFGQVKNCEVEQVKGVTYSLE 

SFLGPRMCTEDLPFPPAASCDSF 

KNQLVTREGNELYHCVIYLAPG 

DYHCFHSPTDWTVSHRRHFPGS 

LMSVNPGMARWIKELFCHNER 

VVLTGDWK.HGFFSLTAVGAT\ 

NWGSTR1YFDRDRNTNNPRHSK 

GSYNDFSFVTHTNREGVPMRK 

GEHLGEFNLGST1VL1FEAPKDF 

NFQLKTGQKIRFGEALGSL 


20103 


50471 


A 


20219 


170 


1144 


ARTRRLAPSPGCRRGPAVKKM 
RHEELLTKTFQGPAVVCGTPTS 
HVYMFKNGSGDSGDSSEEESH 
RVVLRPRVKERHKSGVHQPPQ 
AGAGDVVLLQRELAQEDSLNK 
LALQYGCKHSE*LTMA/NVADI 
KKVKNFIREQDLYALKSVK1PV 
RNHG1LM ETHKELKPLLSPSSET 
TVTVELPEADRAGAGTGAQAG 
QLMGFFKGI DQDIERA VQSEIFL 
HESYCMDTSHQPLLPAPPKTPM 
DGADCGIQWWNA VFIM LLIGIV 
LP VF YL V YFKIQA SGETPN SLNT 
TVIPNGSMAMGTVPGQAPRLA 
VAVPAVTSADSQFSQTTQAGS 


20104 


50472 


A 


20220 


1 


626 


RYSSTLTRPWTQTPRTRASPHS\ 

PVAGALTARPSPPRPTKPSRAG 

VHASRRPPQDLGPIGKGSAKTK 

GPRHQRKHHESITPPSRSPTKEA 

PPGLNDDAQIPASQESVAPLWIP 

VTAP*AHRVLSSCEFGAAFESA 

GEEEGEGEVSASQAAVQA\GTQ 

TRR*GATSAPCGPVPEGASVPA 

L*AAGAAGRAEAERPPCVPAQ 

AVGLSGQPLS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20105 


50473 


A 


20221 


2492 


4619 


WHSWRQQGWGAHLGSSATGP 

GC*QGRPTCVMRPAGT/TRPGE 

APIGSGTGAVEMPAREPGDEKP 

PAPFP*QRHFVPRAHLLFGTAL 

RSLPELMRRAVRNPRHHLSAEE 

SLLFSLPGSPWKGWSSWNGQA 

PPLAPPAQGPLLPVPLSAGPGV 

AGERTVPSSPRWWRPHLFLAPT 

A PSPPPCPTVS APGHLLG V AQK 

PDCHPPASQRPRRHPLPFLPGEA 

FAE/SAANS*1SSISASFTFS*SSS 

WSL D\STKSS LPPLHLPTLTSRV 

PGKFSALLSQFSASFSSHGLPSE 

SVA1GTCST/PGERAHSRQTCGP 

GSSAQS*GQEEGQCPQCRDSAG 

TCGRPRCSRHPAGHAGSEPRPL 

QRRSLHCSHTG*GAGIGHKART 

CGRKAPPRCPSETGHHSGVGY* 

PWRQSQQPAARGRARCGRPCP 

GACPAMAPQTQSEEGRRAPR/T 

NPAVPSEPARP/STAGPRAGASV 

PPSPGPRGPAGPGAPS\AGRRRR 

APGATACSGGAVESG*PSL/GSA 

LSAQVAPEAARAPA*GPGQAA 

GAREEGPAWPCRSPPVGPGPSQC 

AALPQK/GSALRSGGRRTLGPL 

LSHPSFKILLAGSGGVLDNSTSS 

ERSRATRSSICRPVVSESWTNN 

NGGDTGG\SSCDFYSPGPADGL 

SQGHSSDHTNLLLVLSSQKRHF 

PA*ALVQPHPAPSPTGTEPWPP 

AGPRTVPRPPSASSVAPSCWWV 


20106 


50474 


A 


20222 


103 


538 


PQLSLPLLS1 RDRRRPSKCANLT 
LTLTVAARHGLQSLGK.VGISRR 
M PPPANLPSLKAENKGNDPNV 
N1VPKDGTGWASKQEQHEEEK 
TPEVPPAQPKPGVAAPPEVAPA 
PKSWASNKQGGQGDGIQVK*Q 
FQQEFPSLQAAGDQK 


20107 


50475 


C 


20223 


1 


569 




20108 


50476 


A 


20224 


1 


1095 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20109 


50477 


A 


20225 




1970 


MWKGFTILDSFKN1SDSWEDVR 

ISTLTGVWKKL1VTLMDDLEEF 

KTSVEEITLTQRK.LFFVMESPV 

GPISPPQPPSVSAWNKPLTSFGS 

APSSEGAKNGQESGLEIGTDTIQ 

FG A PASNGNENE V VP VLSEKS A 

DKIPEPKEQRQKQPRAGPIKAQ 

KLPDLSPVDNKAEHKPGPIGKER 

SLKNRKVKDAQQVEPEGQEKP 

SPATVRSTDPVTTKETKAVSEM 

STEIGTMISVSSAEYGTNAKES V 

TDYTTPSSSLPNTVATNNTKME 

DTLVNNMESARKAWENSPNVR 

EKGSPVTSTAPP1ATGVSSSASG 

PSTANYNSFSSASMPQIPVASVT 

PTASLSGAGTYTTSSLSTKSTTT 

SDPPN1CKVKPQQLQTSSLPSAS 

HFSQLSCMPSL1AQQQQNPQVY 

VSQSAA/ATLTTACLS*WSTAQI 

PAFYMDTSHLFNTQHARLAPPS 

LAQQQGFQPGLS\RSQPAFMQS 

SLSQPSVVLSGTAIHNFPTVQH 

QELAKAQSGLAFQQTSNTQP1PI 

LYEHQLGQASGLGGSQL1DTHL 

LQVTVPLPASQLSLPNFGSTGQ 

PLIALPQTLQPPLQHTTPQAQA 

QSLSRPAQVSQPFRGLIPAGTQ 

HSMIATTGKMSEMELKAFGSGI 

D1KPGTPPIAGRSTTPTSSP\SGL 

LLQVRTASPAK 


20110 


50478 


A 


20226 


260 


8485 


VSTEMSEKSGQSTKAKDGKKY 
ATLS\LFNTSKGKSLETQKTTVA 
ARHGLQSLGKVGISRVRMPPPC* 
PPKFLKPE*QRANDPNVNIVPK 
DGTGWASKQEQHEEEKATPEVP 
PA\QPKPGVAAPPEVAPAPKSW 
ASNKQGGQGDGIQVNSQFQQE 
FPSLQAAVDQEKK\EKETNDDN 
YGP*PSLRPPNVACWRDGGKA 
AGSPSSSDQDEKLPGQDESTAG 
TSEQND1LKVVEKRJACGPPQA 
KLNGQQAALASQYR 


20111 


50479 


A 


20227 


330 


485 


RQGDRVSLCCLGRS*TPGLK*F 
SHLDLLNCWDYRCETVHLAEI 
AQVSEKQI 


20112 


50480 


C 


20228 


1189 


1413 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


20113 


50481 


A 


20229 


1 


407 


MPFSLADCDSQHCLLFAVVDL 
GTAKATSCMSDTFDFYSSSGNS 

axtt f crrvcDDAnpr.iiTDDr A 
AINLKDuUlvbrrAuruN.urKuA 

QKRKYSGPWMRKESCKKHEGV 
KGAEGRGGTVASVRES/REPRF 
KMAAFSMHPC*RLSRHRGHLA 
QRCFCFCR 


20114 


50482 


A 


20230 


1 


408 


HMDLAQPSQPVDELELSVLERQ 
PEENTPLNGADEVFPSLDEEVPP 
AEANKESPWSSCNKNVVGRCK 
LWMIITSIFLGVITVIIIGLCLAA 
VTYVDEDENEILELSSNKTFFIM 

L**HLGKWR**SST/GLHLPTTF 
LLQELQGLSLLASAGGTSSSKE 
GKTSSAPLRGVFSSGCRSSTESS 
SSSTGCEGWARSM 


20115 


50483 


C 


20231 


144 


383 




20116 


50484 


A 


20232 




530 


AKDSESRRMLRGYNPQQMSEG 
HRQKSEFYNRTASESNVYLNSF 
H YPDH SYKDQ AFDTLSL DS SDS 

IVIc 1 dl&AL^rL/INIZM^Ad I oiNlAlYl 

REMEAK.K.RALEEEKRRREILEK 
RLQEETSQRQKL1EKEVKIRERQ 
RAQARPL TRYLPVRKEDFDL 


20117 


50485 


D 


20233 


10 


543 




20118 


50486 


A 


20234 


370 


556 




20119 


50487 


A 


20235 


3 


3160 


TELQQLG QKTADG SPGLKRA LI 

FALNFHSSPPGKDMAAVQRTL 

MA LGS V A VTKDDGC Y RGEPS 

WFHRKAQQNRRGFSEEQLRQG 

QNVIGLQMGSNKGASQAGMTG 

LSDPTPWTAHLGMYVQGNAKF 

VSPVRR1VVHEYYNSQTFDYD1 

ALLQLSIAWPETLKQLIQPICIPP 

TGQRVRSGEKCWVTGWGRRH 

EADNKGSLVLQQAEVELIDQTL 

CVSTYGIITSRMLCAGIMSGKR 

DACKKRKLGTERPGTQAAP 


20120 


50488 


A 


20236 


231 


873 


KKFRALGSVGPGFRASGVQVA 
DEV\CRJF\YDMKVR\KCS\TPEE 
DQDKERSAVIF\CLSADKKC1IV 
E\EG\KJEILVGDVGWNP*TDPF\R 
HF VG\MLP* KKI VRY AF VM DG K 
LLETKGFQKRKSLMFFFV/WAP 
EL\APLKX*K*SYCKLQGMAFK 
KNFQG1KHECQA\NGPEDLNRA\ 
C1AEKL\GGSLIVAFEGCPCVDH 
HSVPQIEK.LPMFNCYPLAI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20121 


50489 


A 


20237 


915 


1255 


GHGQKPAGKKKKILAVRSGSEP 
AGGFQGY/RGGHGTAS/GSPGD 
DDSPGALWEQSPGPL*AWPGA 
VSEEPMVCAEPVQEQSGPQLPP 
PRH SRSPSGDSGQPG VPAERRRI 
MGMADA 


20122 


50490 


A 


20238 


3 


227 


LLMDTF/FQIV1YL/GET1AQWR 
KAGYQDMPEYENFKHLLQAPL 
DDAQEILQARFPMPVKLR1QPG 
NATVSDCVQNV 


20123 


50491 


A 


20239 


1 


642 


RRDTIARN WAN VQSQVRH IEQ 
AFDQEAAAWLMARLGWFEPK 
SKEGPDVLRWLDRQLIRLCQK.F 
GQYTKEDPTSFRLSDSFSLYPQS 
MFHLRRSPFLQVFNNSPDESSY 
YRHHFARQDLTQSL1MIQPILYS 
YSFHGPPEPVLLDSSVRFPMPRYI 
NTEHGGSQARFLLSKVNPSQTH 
NNLYAWGQETGAP1LTDDVSL 
QVFMDHLKJCLAVSSAC 


20124 


50492 


B 


20240 


20 


277 




20125 


50493 


A 


20241 


1 


3030 
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SEQ1D 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


20126 


50494 


A 


20242 


1 


2677 


MAEVKVKVQPPDADPVEIENRI 

IELCHQFPHGITDQVIQNEMPHI 

EAQQRAVAINRLLSMGQLDLL 

RSNTGLLYRIKDSQNAGKMKG 

SDNQEKLVYQIIEDAGNKGIWS 

RDIRYKSNLPLTEINK.ILKNLES 

KKLIKAVKSVALGIPAGCSVCP 

KCGASNHLSARFCGSCGICVKS 

LVKLSLDRSLALAAEEPRPFSES 

LNIPLPRSDVGTK.RDIGTQTVGL 

FYPSGKLLAKKEQELASQKQR 

QEKMSDHKPLLTAISPGREN1G 

ENLQVIGLVKNFLSNIPQAPAT 

QAKMGKWDPRQRGAQSPLIFL 

YVVDTCLEEDDLQALKESLQM 

SLSLLPP\DALVGLITFGRMVQV 

HELSCEGISKSYVFRGTKDLTA 

KQIQDMLGLTKPAMPMQQARP 

\AQPQE HPFA S S RFLQPYVH KID 

MNLTDLLGELQRDPWPVTQGK 

RPLRSTGVALS1VWGLLEGTFP 

NTG\A RIM LFTG GPPTQGPGM V 

VGDELKIP1\RSWHDI\EKDNARF 

\MKKATKHYEMLANRTAANGH 

CIDIYACALDQTGLLEMKCCAN 

LTGGYMVMGDSFNTSLFKQTF 

QRIFTKDFNGDFRMAFGATLDV 

KRVQVGERGREAKNKLWTVH 

AHSSWRALNTGLRSFDF1PGTV 

REPVKILGRRLTSDLQIRNSPLE 

AAVQGGVSKTVSTVSLAHAMR 

AHPHLLMEDLRILVIDLDPQSS 


20127 


50495 


B 


20243 


453 


3318 




20128 


50496 


A 


20244 


2 


1367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


20129 


50497 


A 


20245 


1 


1459 


MLEGKYGPPPGSFQTRRTALAR 

SHTNTSPSTSPAANRLNALGIGE 

RDASPSWLGETQDQVrCRQPGL 

SGSRKIPRCAMTYGSLGQQAA 

QAAGVHAPNVFVASLLCQFLQ 

FVYRNSMGWTGGADFSYSCQE 

GETKELWSSGHHLKACRAVAF 

SEDGQSE YWGRQPAM W WKG A 

VSSTMTLGTFSPELITVSKDKAI 

HVLDVEQGQLERRVSKAHGAP 

INSLLLVDENVLATGDDTGG1C 

LWDQRKEGPLMDMRQHEEYIA 

DMALDPAKKLLLTAYTYCSTLY 

SGDGCLGIFN I KRRRFELLSEPQ 

SGDLTSVTLMKVQLVMWGKK 

VACGSSEGTIYLFNWNGFGATS 

DRFALRAES1DCMVPVTESLLC 

TGSTDGVIRAVNILPNRVVGSV 

GQHIGEPVEELALSHCGRFLAS 

SGHDQRLKFWDMAQLASCGG 

G*LPSAQKKGRTTAGSEQQDLE 

HR*LLRRTEARGRSLHGSQKKR 

RRLGMTVTEGMN 


20130 


50498 


A 


20246 


221 


847 


RHIFSFFSGH VLA VSI ,GKFIFEST 

LFPSERAARRRRRPVQQWPRFK 

ARDLRGKKKEELLKQLDVDLKV 

EAV/SQLRVAKVTGR\AASKLS 

K.IR\VVRKS1ARVLTVI\NQTQICE 

NLRKFYKGKKYKPL\DLR\P*GR 

HRAMRPPASNQARRENLEGPK 

EAGSGKGAAFTRCGK*RGSRA 

LRGRLCQ*KHKENLKTKKQQR 

KERLYPLRKYAVKA 


20131 


50499 


A 


20247 


1 ' 


415 


FFFFFECG*SFTNSFSVTIHRRIH 
NGEKSYECSDCGKSFNVLSSVK 
KHMRTHTGKKPYECNYCGKSF 
TSNSYLSVHTRMHN/TANVNSI 
TVGKAFIDLSCLR* HEQTLTRC 
MNHLLLCNKLPPKILWLQTKTL 
VISKFL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20132 


50500 


A 


20248 


196 


1768 


RRSVLLPGCPVAVGVTGWRLSS 

CPQLPLCLPCSQPLSEKDTQRA 

ESWLMSS*KAG/YfCGLVTFEDV 

A VEFTQEEW ALLDPAQRTLY R 

DVMLENCRNLASLGNQVDKPR 

LISQLEQEDKVMTEERGILSGTC 

PDVENPFKAKGLTPKLHVFRKE 

QSRNMKMERNHLGATLNECN 

QCFKVFSTKSSLTRHRKYSILGE 

RPYGCSECGKSYSSRSYLAVHK 

RIHNGVKPYECNNCGKTFSSRS 

YLTVHKR1HNGEKPYDCSYCG 

KTFSNS*YLRPHLRIHTGEKPYK 

CNQCFREFRNQSIFTRHKRVHT 

GEGHYVCNQCGKAFGTRSSLSS 

HYS1HTGEYPYECHDCGRTFRR 

RSN LTQH I RTHTGEKP YTCN EC 

GKSFTNSFCLTIHRRIHNGEKSY 

ECSDCGKSFNVLSSVKKHMRT 

HTGKKPYECNYCGKSFTIGQGD 

GFEIVLPPPQLQQLIKAFFLGNT 

HCLSDRLSVQCIHYS1RYLHLNI 

HYLHYS1HYLHYSICYLHYSIM 

DPPQQSPHPLQHPLQNPLQ 


20133 


50501 


A 


20249 


2 


408 




20134 


50502 


A 


20250 


1 


280 




20135 


50503 


A 


20251 


2 


469 


RG1 REGEEFDVDLAGME V A VG 
GWGRGLWLHRHQAGIRGQSLG 
WRCRPWVGAGGVQAASERPD 
LAGSIMGPEVGALRRASPVIV1Q 
SQAGAFLSSNTTCQQFRDPGFR 
G RYP A SPHTLSLPPETAHL* LL L 
CLPAAGVLPHTWPLLDRQGWH 
RGHAR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 


20136 


50504 


A 


20252 


1 


1762 


FRMAAPLVLVLVVAVTVRAAL 

FRSSLAEFISERVEVVSPLSSWK 

RVVEGLSLLDLGVSPYSGAVFH 

ETPLI1YLFHFLIDYAELVFMITD 

ALTAIALYFAIQDFNKVVFKKQ 

KLLLELDQYAPDVAELIRTPME 

MRY1PLKAALFYLLNPYTILSCV 

AKSTCAINNTLIAFFILTTIKGKA 

LKGEYKGSAFLSAIFLALATYQ 

SLYPLTLFVPGLLYLLQRQYIPV 

KMKSKAFWIFSWEYAMMYVG 

SLVVHCLSFFLLSSWDFIPAVYG 

FILSVPDLTPNIG\LFWYFFAEM 

FEU FSLFFVC VFQIN VFFYTIPLA 

IKLKEHPIFFMFIQIAVIAIFKSYP 

TVGDVALYMAFFPVWNHLYRF 

LRNIFVLTCIIIVCSLLFPVLWHL 

WIYAGSANSNFF*GITLTFNVG 

QLPHELFIMVPEGGGPGALMA 

A I ERNVDRAVPG GSAERDP1ER 

STLHILLISDYFYAFLRREYYLT 

HGLYLTPQGIAPEAMLVLQSRP 

GWHRASWTLRGLVGPEAGPKL 

SSPELPAGECLGRRGSSPRVTSS 

LVPKRDPWLTDSKAYGEELGA 

PQI.GPPPCGSAHQGAPSQTGRR 


2Q[37 


50505 


- — 


20251 


— 


406 




2 Qpg 


50506 


- — 


20254 


200 

— 


— 






50507 


- — 


20251 




458 




20140 


50508 


A 


20256 


2 


430 




20141 


50509 


A 


20257 


3 


567 




20142 


50510 


B 


20258 


1 


1317 




20143 


50511 


A 


20259 


928 


2067 




20144 


50512 


A 


20260 


2 


4498 


VHELQSLSEMLKPEVLSPTVKG 
KLLTGIKSPRSYTPKPNPVTHVI 
STGIQKIWIGATVGSTEVSVAV 
TPDGYADAVRGDRFMMPAERR 
LPLSFVLDVLEGRAQHPGVLYV 
QKQCSNLPSELPQLLPDLESHV 
PWASEALV HKHH Y ENL YC V V S 
GEKH FLFHPPSDRPF1PYELYTP 
ATYQLTEEGTFKVVDEEAMEK 
VSVLFLGSREGEGQKPGSEEQA 
QKIWGVEAAVQRLGMLEAGIL 
PQEGRFQALAEIADI 
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SEQID 
NO: 


SEQIDNO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20145 


50513 


A 


20261 




3137 


DTPAWHGDANRTKAALEAARS 
DYLEFPPAARELCVPLAVPYLD 
KPPTPLHFYRDWVCPNRPCI1R.N 
ALQHWPALQKWSLPYFRATVG 
STKVSWWTPDGYADAVERGI 
RF/M*LPVERRLPLSFVLDVLEG 
RAQHPGVLYVQKQCSNLPSELP 
QLLPDLESHVPWASEALGKMP 
DAVNFWLGEAV*VTFLHKDHY 
ENLYCVGSGEKHFLFHPPSDRP 
FI PYELYTPATYQLTEEGTFK VV 
DEEAMEKAEVSRTC 


20146 


50514 


A 


20262 


164 


1236 


AQSRRSRDRGQAFSNHHAAEH1 

TCTPGSGSGSRVSSGQAARRRL 

SGRAGLWAAVTNPPPHPTWLE 

VSRSAAATARAALCRRSACLLP 

RTPHLSAM1SASRAAAARL/VG 

AAASRGLRAARHQIRSNQGTV 

VGIDLGTTNSCVAVMKKNVPF 

KIVRASNGDAW/VEAHGKLYSP 

SQIGAFV/LMKMKETAD**LFLS 

SEPPQPGQRAGFLQPSCCGAYY 

LYPWLRERQSSILWSGGAAAPQ 

RKSGPLGRSDQPPPSPHVVGGF 

QKRCRHRSRSSLPSERLFAASYS 

SFIRHDKCQPSCSSPSRGAAASR 

GLRAARHQ1RSNQGTVVGIDLG 

TTNSCVAVMKKNVPFK1VRAS 

NGDAWVRLMGNCILRVRLEHL 

CDEDERDCRL1VALPEGMEEPE 

FDYQNDMGNSQDLERRRGCAA 

EPWEEGVGQSLALPLVSLCLKC 

RWYRSPCTQGQHPATFSGPAEG 

VISERSMLEHWHEErNQCKAYN 

EDVFSTMRTN PARISSEAMAPA 

DIIDHSSQRPDFTSGKMLADEF 

G T A SNI KSR VN A FQ S WE PLHL Y 

NKDSNL 


20147 


50515 


A 


20263 


216 


728 





2570 



WO 01/075067 



PCT7US01/08631 



SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknotvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20148 


50516 


A 


20264 


1 


2519 


MAPSSRSGAGNTSTPGGCARAR 

APPGNAGVHSGTQTGAVRDTA 

FISPSSPGLFLSSEPPQPGQRAGF 

LQPSCCGAYYLYPWLRERQSSI 

LWSGGAAAPQRKSGPLGRSDQ 

PPPSPHVVGGFQKRCRHR1AQL 

FAVGALVCCLVLLHLSAMISAS 

RAAAARLVGAAASRGPTVAAR 

HQDSW\NGLSHEAFRLVSRRDY 

\AS\EAIKGAVVGI\DLGTTNSCV 

AVMEGNQAKWLENAEGAKTT 

PSVVAFTADGERLGGMPAKRQ 

AVTNPNNTFYATKRLIGRRYDD 

PEVQKDIKNVPFKIVRASNGDA 

WVEAHGKLYSPSQIGAFVLMK 

MKETAENYLGHTAKNAVITVP 

AYFNDSQRQATKDAGQISGLN 

VLRVINEPTAAALAYGLDK.SED 

KVIAVYDLGGGTFDIS1LEIQKG 

VFEVKSTNGDTFLGGEDFDQAL 

LRHIVKEFKRETGVDLTKDNM 

ALQRVREAAEKAKCELSSSVQT 

DINLPYLTMDSSGPKHLNMKLT 

RAQFEG1 VTDLIRRTI A PCQK A 

MQDAEVSKSD1GEVILVGGMT 

RMPKVQQTVQDLFGRAPSKAV 

NPDEAVAIGAAIQGGVLAGDV 

TDVLLLDVTPLSLGIETAHGAVF 

SKLINRKTN1PTKKSQVFSTAAD 

GQTQVEIKVCQGEREMAGDNK 

LLGQFTLIGIPPAPRGVPQ1EVTF 

D1DANG1VHVSAKDKGTGREQ 


20149 


50517 


A 


20265 




168 


LERERRKRSRKELLNFYAWQH 
RESKMEHLR/QLRKKFEEDKQR 
IELLRAQRKFRPY 



2571 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20150 


50518 


A 


20266 




1085 


ARAGAEPQLPATPALPGGKMV 

ARSLAGLSSG*PGHPSPPISFPA1 

P1KFSEKQQASHYLYVRAHG1Q 

QGTKWREALGWP/SRMLTLGF 

P/PPCS/EESLSCLQSTCGLVQSV 

ELKFPDLPHPCTSCLAFSVPC*S 

SRTVSAGHLQGLPRLPSCFPTE 

GAPSPGLGAGSPGALLFRDLVP 

DVGRSPQPLTSLSLQGFQVAYV 

VFQKPSGVSAALAVGPKCQA* 

GSPVSLAPFSSEW1SDYADSVPD 

PGWRLREVPGAHRTMGSPSLQ 

EEAKAKEEEGVPDEEGWVKVT 

RRG RRPVLPRTEAASLRVLERE 

RRKRSRK\ELL\NFYAWQHSRE/ 

SKMEHS*GKCARSFEEDKQRIR 

ACCGPKRK1PDRN 


20151 


50519 


A 


20267 


2 


334 


SLQVQPFASLISKAPLSTPRLLIN 
KEKAGQSDPFLGMIMGLGGGM 
DFDSKKA/YAELLGWKKELEDL 
VRREHASIDAQSGAGVPNPSTS 
ASPKKSPPPAKDEA RTTEREKP 
Q 


20152 


50520 


A 


20268 


124 


407 


QSDPFLGMIMGEGGGMDFDSK 
KAY /RVRPRRG LGQPG M DR VR 
WERGHEGR*EEQAGASPPGNS 
DLLLHRRD V A WLGECDQG CL A 
LAELLGWKVRS 


20153 


50521 


A 


20269 


193 


458 




20154 


50522 


A 


20270 


55 


1165 


RDRAVGDSLKGFSTAPMAEPD 
PSHPLETQAGKVQEAQDSDSDS 
EGGAAGGEADMDFLRNLFSQT 
LSLG\SQKERLLDELTLEGVA\R 
YMQSERCSQSSSCLVGAGISTS 
AGI PRLFASPSTGLLLNNLEK* P 
SFPNPEAIF*DSAIFfCKH\PEPFFA 
LAK\EL\YPGAVSRPTICSIISCGL 
LERDKGGLLLR/CVKRREH*VT 
WERIAGVLEQEDLVEAHGTFYT 
SHCVSASCRHEYPLSWMKEK1F 
SEVTPKCEDC\QSLVKPD\1VFFG 
ESLGARFFSCYCSSDFLKV\DLL 
L\VMGTSL\RDVAWLGECDQGC 
LALAELLGWrCKELEDLVRREH 
ASIDAQSGAGVPNPSTSASPKK 
SPPPAKDEARTTEREKPQ 



2572 



WO 01/075067 



PCT7US01/08631 



SEQ 1l> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20155 


50523 


A 


20271 


3 


357 


FGFNGCSKR1IKLQELSDLEERE 
NEDSMVPLPKQSLKFFCALEVV 
LPSCDCRSPGIGLVEEPMDKVE 
EG PLSFLM KRKTAQKL AIQKAL 
SDAFQKLLIVVLG/QDCLDHP*S 
TSVSVSK 


20156 


50524 


A 


20272 


696 


1123 


1PLKMMNFLQSLKSPQLSHQLR 
L*LPQEVEPSLTQQNFPAQTP/V 
PPMEAEPSPNQQEATVQASEPP 
KNIELSSQQMVPENIFPPTM ENS 
NQLPEPPTEVVAQLPPRYEVTIP 
TQGQDQAQLSTLASVTLQPLDL 
GFIITPESTTEIELSPTMQETPTQ 
PPKEFVPQPPV/LSRESSEETGPL 
PVQQETSAESPEPTKDENPSPIQ 
* EAAFSE1SSQGSSWHQT 


20157 


50525 


A 


20273 


1 


727 


G1PAADR\EASLEL1KLD1SRTFP 
NLCIFQQGGPYHDMLHSILGAY 
TCYRPDVGYVQGMSFIAAVLIL 
NLDTADAF1AFSNLLNKPCQMA 
FFRVDHGLMLTYFAAFEVFFEE 
NLPKLFAHFKKNNLTPDIYLID 
W1FTLYSKSLPLDLACRIWDVF 
CRDGEEFLFRTALG1LKLFEDIL 
TKMDFIHMAQFLTRLPEDLPAE 
ELFASIATIQMQSRNKKWAQVL 
TALQKDSREMEKGSPSLRH 


20158 


50526 


A 


20274 


3 


435 


CGG1PKMEESAEYEAARHKRE 
KRMEN1NLAGSKRGKEDGKDS 
EFAAIENLPGFELLSDREKVLCS 
SLNLSPARYVTVKTIIIKDHLQK 
RQG1P/CQKJPPS*LPGQSPKEKD 
FEFPHRKRLDLQGRVLKLRRFE 
SQGDAQTVCQPK 


20159 


50527 


A 


20275 


46 


513 





2573 



WO 01/075067 PCT/US01/08631 



NO: 


SEQ ID NO 
of peptide 


hod 


SEQ ID NO 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20160 


50528 


A 


20276 


3 


1084 


NQEWKRSPPITVAKATQGAYL 

N1LKDTLRAQKEQKEGKEEVIH 

KGAKLHPNGYRMAQGSETLVA 

RGGPCRSVEPSAASPQELRGW 

WEAQALKRWGLMGGVWVME 

VDPSWLGAISA1VSSSASRLLKS 

VWH1PCPHFLLLRPQLKEAQRR 

KKQLEERCRVEES1GNAVLTW 

NNEILPNWETMWCSRKVRDLW 

WQGIPPSVRGKVWSLAIGNELN 

1THELFDICLARAKERWRSLSTG 

GSEVENEGLCVAVCAQQGHVG 

VMGFGSDEPSAVSPCEKGKSLA 

AWVLIFVDFRVGLQKSFQKRK 

ERESTKLQQLWSWCLMLTYFA 

AFEVFFEENLPKLFAHFKKNNL 

TPDIYLID/W*FRLLVGC 


20161 


50529 


A 


20277 


60 


556 


EDSEMAPPAPGPASGGFGEVYE 
LFDVKNAFYIGSYQQCINEAQR 
VKLSSPERDVERDVFLYRAYIA 
RRDSIVAELDREMSRSVDVTNT 
TFLLMAASIYLHDQNPDAALRA 
LHQGDSLECTAMTVQILLKLDR 
LDLARKELKRMQDLDEDATLT 
QLATAWVSLATGG 


20162 


50530 


A 


20278 


1 


628 


FFYKSVLAQKEVRCVLDE/ISPL 
G PPELKP VRMFADL/LPHESRR 
DSSVPELAEKMSRSVDVPTPPS 
LLMAASIYLHDQNPDAALRAL 
HQGDSLECTAMTMQDAYY1FQ 
EMADKCSPTLLLLNGQAACHM 
AQGRWEAAEGLLQEALDKDSG 
YPETLVNLIVLSQHLGKPPEVT 
NR YLSQLKD A HRSHPFI KE YQA 
KENDFDRLVLQYAPSA 


20163 


50531 


A 


20279 


1 


884 


RKFGVVLDEIKPSSAPELQAVR\ 

MFADYLAHESRRDSIVAELDRE 

MSRSVDVTNTTFLLMAASIYLH 

DQNPDAALRALHQGDSL\ECTA 

MTVQI L LK\LDRL\DL ARKELKR 

MQDL\DEDATLTQLATAW\VSL 

^ATGGEKLQDAYYIFQEMADKC 

SPTLLLLNGQAACHMAQGRWE 

A AEGLLQEA LDKPPHGC SCERK 

LVSPFMVETEAQKSPVCKKVPC 

TCPPWAGRALGASSLDSGYPE 

rLVNLIVLSQHLGKPPEVTNRY 

.SQLKDAHRSHPFIKEYQAKEN 

DFDRLVLQYAPSA 


20164 


0532 I 


3 : 


0280 


12 c 


03 




20165 


0533 i 


^ : 


0281 


8 t 


13 





2574 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20166 


50534 


A 


20282 




1195 


MKHPNIN S A LQ APHPF VPG RPH 

LVAGVAPPALSNHPQARATAA 

AGKPHPRCAEAAGIGLACTAPG 

SHWLKMGELPLD1NIQEPRWD 

QSTFLGRAP\HFFTVTDPRNLLL 

SGAQLEASRN1VQNYRAGVVTP 

GITEDQLWRAKYVYDSAFHPD 

TGEKVVLIGRMSAQVPMNMTI 

TGCMLTF YRQG SKDEGHC RRG 

RSECLCSLRKTPTVVFWQWN 

QSFNAIVNYSNRRW*HFPSLVR 

QLGTAAYVSATATGAVATALGL 

KSLTKHLPPLVGRFVPFAAVAA 

ANCINIPLMRQRELQVGIPVAD 

EAGQRLGYSVTAAKQGIFQVVI 

SR1CMAIPAMAIPPLIMDTLEKK 

DFLKRRPWLGAPLQVGLVGFC 

SIHISNLEPELRAQ1HEQNPSVE 

VVYYNKGL 


20167 


50535 


B 


20283 


24 


51 




20168 


50536 


C 


20284 


1 


1182 




20169 


50537 


B 


20285 


1 


372 




20170 


50538 


A 


20286 


1 


4610 


ELAQNHSRPAPASAPGGGGGG 
DPNMATARTFGPEREAEPAKE 
ARVVGSELVDTYTVYI1QVTDG 
SHEWTVKHRYSDFHDLHEKLV 
AERKI DK.NLLPPKKIIGKN SRSL 
VEKREKDLEVYLQKLLAAFPG 
VTPRVLAHFLHFHF\YET*VIHA 
AXLAEELFEKGEQLLGAGEVFAI 
GPLQLYAVTEQLQQGKPTCAS 
GDAKTDLG H1L\DFTCRLKYLK 
VSGTEGPFGTSNIQEQLLPFDLS 
IFKSLHQVEISHCD 


20171 


50539 


A 


20287 


1 


4670 


MAAQRAAGATGGGGRGASAP 
GGGGGGDPNMATARTFGPERE 
AEPAK.EARVVGSELVDTYTVYI 
IQVTDGSHEWTVKHRYSDFHD 
LHEKLVAERKIDKNLLPPKK1IG 
KNSRSLVEKREKDLEVYLQKLL 
AAFPGVTPRVLAHFLHFHFYEI 
NGITAALAEELFEKGEQLLGAG 
EVFAIGPLQLYAVTEQLQQGKP 
TCASGDAK.TDLGH1LDFTCRLK 
YLKVSGTEGPFGTSNIQEQLLPF 
DLSIFKSLHQVEISH 


20172 


50540 


A 


20288 


2 


227 


ERFRPPIARVIDVSNGKVHVAE/ 
SCLEETGGLGVDIVLDAGVLDPP 
DSHCLFLKGATLAFLNDEVWN 
LSNVQQGRYL 


20173 


50541 


A 


20289 


3 


487 





2575 



WO 01/075067 



PCT/US01/08631 



SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20174 


50542 


A 


20290 


2 


222 




20175 


50543 




20291 






HLSPGKSVVLIMDGASA\F\GTIAI 
QLAHHRGAKVISTACSLEDKQC 
LERFRPPIARVIDVSNGKVHVA 
ESCLEETGGLGVD1VLDAGGYI 
FQHSSYIFT 


20176 


50544 


A 


20292 


353 


512 




20177 


50545 


A 


20293 


2 


396 


VRLYSKDDEPAVKLQLLPHKH 
DIITLLGVGGHWVTTEENLQLD 
PPDSHCLFLKGATLAFLNDEVW 
NLSNVQQGKYLS*QSFQLRILK 
DVMEK.LSTGVFRPQSDEHIPVF 
EAR1\SLEIVEKNQGR*NKLHF 


20178 


50546 


B 


20294 


1 


1182 




20179 


50547 


A 


20295 


1 


1189 


PTRPDQWEQGAGSLTKDWKV 

AVVKVQAVGAAQRQVTMKGL 

YFQQSSTDEE1TFVFQEKEDLPV 

TEDNFVKLQVKACALSQINTKL 

LA EMKMKKDLFP VGREI A\G1 V 

LDVGSKVSFFQP\DDEVVGILP\ 

LDS*KTPGL\CESLLRVHEPLLG 

FINPEKVTWMEAAGSISGMGV 

RAYYSFLHLS/YLHLLSWGKSV 

LIMGGS/ASAFGTIAIQLAHHRG 

AKVISTACSLEDKQCLERFRPPI 

ARVIDVSNGKVHVAESCLEETG 

GLGVDIVLDAGVRLYSKDDEP 

AVKLQLLPHKHDIITLLGYVGGH 

WVTTEENLQLDPPDSHCLF\LK 

GATLAFLNDEVWNLSNVQQGK 

YLC1 LKDVMEKLSTG VFRPQLD 

EPIPLYEAKVSMEAV\QKNQGR 


20180 


50548 


A 


20296 


3 


115 


FFKFSFFNGC*SIKRQSQGQALD 
RD1ICFVD1CTKDC 



2576 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20181 


50549 


A 


20297 


1 


1401 


MKEEELTRQIVLVQEAGKGVV 

RTKDGACAEVWQALEELEKGL 

CAGIVRVEGMAAAPPSYCFVAE 

PPRAKDGLVVFGKNSARPRDE 

VQEVVYFSAADHEPESKVECT 

Y1S1DQVPRTYAIM1SRPAWLW 

GAEMGANEHGWCIANEAINTR 

EPAAEIEALLGMDLVRL\GLER 

GETAK.EALDVIVSLLEEHGQGG 

NYFEDANSCHSFQSAYL1VDRD 

EAWVLETIGKYWAAEKVTEGV 

RCICSQLSLTTKMDAEHPELRS 

YAQSQGWWTGEGEFNFSEVFS 

PVEDHLDCGAGKDSLEKQEESI 

TVQTMMNTLRDKASGVCIDSE 

FFLTTASGVSVLPQNRSSPC1HY 

FTGTPDPSRSIFKPFIFVDDVKL 

VPKTQSPCFGDDDPAKKEPRFQ 

EKPDRRHELYKAHEWARAIIES 

DQEQGRKLRSTMLELEKQGL* 

AMEEILTSSEPLDPAEVGDLFY 


20182 


50550 


A 


20298 




356 


QTPK1VADKDYSVTANS\K1VV 
VTAGVRQQEGESRLNLVQRNV 
NVFKFIIPQ1VKYSPDCII1VVSNP 
VDILTYVTWK/ARFRYLMAEKL 
GIHPSSCHGW1LGAHGDSSVAV 
WSGVNLAG 


20183 


50551 


A 


20299 


1 


322 




20184 


50552 


A 


20300 


25 


1086 




20185 


50553 


A 


20301 




864 




20186 


50554 


A 


20302 


13 


190 





2577 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20187 


50555 


A 


20303 




1350 


MEKPKRLRWLWGPAPSSLLAE 

PAPEETHAADFVFSARLLQRSP 

EPSLSWGGRALAEEQKAEGSSC 

GSAERLVAFAAKTRPYLSLCK 

MATLKEKLIAPVAEEEATVPNN 

KITVVGVGQVGMACAISILGKS 

RAMEHTTAGAPYTPRQQTCQC 

NMMSLADELALVDVLEDKLKG 

EMMDLQHGSLFLQTPKIVADK 

DYSVTANSKIVVVTAGVRQQE 

GESRLNLVQRNVNVFK.FIIPQ1V 

KYSPDC1I\IVVSNPRD1\LTYGT 

WKLSGLPKHRVIGSGCNLDSAR 

FRYLMAEKLGIHPSSCHGWILG 

EHGDSSVAVWSGVNVAGVSLQ 

ELNPEMGTDNDSENWKEVHK 

MVVESA\YEV\IQA*KGYTH\WA 

IGLSVA/EILNESMLKNLSRMHP 

VSTMVKGMYGIENEVFLSLP\CI 

\LNAGGLTSVINP\KVKDDEVAQ 

LKKSADTLWDI\QKDLKDL 


20188 


50556 


D 


20304 


1337 


1706 




20189 


50557 


A 


20305 


178 


344 




20190 


50558 


A 






297 


TKM I VNNLHPRVTEEDIV/GQP 
MKCNLHMNGNVITSDQPILLRL 
SDSPSMKKESELPRRVNSASSS 
NPPAEVDPDTILKALFKSSGAS 
VTTQPTEFKIKL 


20191 


50559 


B 


20307 


8 


478 




20192 


50560 


C 


20308 


146 


391 




20193 


50561 


A 


20309 


3 


735 


HRQK DA RFRIKGK VQD AREML 
NSRKQQTTVPQKPRQVADARE 
K ISLKRSSPA AFINPPIGTVTPAL 
KLTKTIQVPQQKAMAPLHPHPA 
GM RIN V VNNHQAKQNLYXDLD 
EDDDGIASV\PTKQMKFAASGG 
FLVHH M\AGLSSSKLSMSKALPL 
TKVVQNDAYTAPALPSSIRTKA 
LTNMSRTLVNKEEPPKELPAAE 
PVLSPLEGTKMTVNNLHPRVTE 
EDIVELFCVCGAL KRARL V H PG 
VAEVG 



2578 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


20194 


50562 


A 


20310 


1 


1763 


MEIASFVGPNVNTVGNLRPAQS 

AAGDGDEVQSVHSQRQDCQAT 

GSLSNGENNEKNAFTTYQQET 

KNTTTPQSVYFLGVNKMSSQH 

REGSRGTSPPLPVLACFELAVA 

RVGPRTPEVVRRSLAAEGAGSR 

GLDCFRLARR1KMAD1SLDELIR 

KRGA\AAKGRLNARPGVGGVR 

SRVGIQQGLLSQSTRTATFQQR 

FDARQKIGLSDARLKLGVKDA 

REKLLQK.D A RFRJ KGKVQDAR 

RDV * TFRKQQTTWPQK.PRQ V\A 

DVARERIQLGRGRSPAAFLNPPI 

GTGTPALKLTTTIQRMHVDPVG 

WILTTECFQVPQQKAMAPLHP 

HPAGMRINVVNNHQAKQNLY 

DLDEDDDGIASVPTKQMKFAA 

SGGFLHHMAGLSSSKLSMS\KA 

LPLTKVVQNDAYTAPALPSSIR 

TKALTNMSRTLVNKEEPPKELP 

AAEPVLSPLEGNKMTV\KNLHP 

RVTEEDIV\EVFCVCGGL/RRRA 

RLVPSGG*PKVVFCEKRDDA1T 

AYKKYNNRCLDGQPMKCNL\H 

MMGNVITSDQPILLRLSDSP\SM 

KKESELPRRVNSASSSNPPAEV 

DPDTILKALFKSSGASVTTQPTE 


20195 


50563 


A 


20311 


1 


915 




20196 


50564 


A 


20312 




3238 


LDTDDDLNSDDYEYEDEAKLVI 
FPDHYE1ALPN1EELPALVSECA 
RLLARCAWLCVSLKLSTLLTDD 
TGLLTVRNKEEVLA RSAKVTIA 
CDAVLSSKSPYRKQDPDTWEN 
ELPVSKYANNLTQLDNGVRIPP 
SGWKCARCDLRENLWLNLTDG 
SVLCGKWFFDSSGGNGHALEH 
YRDMG\YPLAVKLGTITPDGAD 
VYSFQEEEPWLDPHLAKHLAH 
F\GID\MLHMHGTENGLQ\D\NDI 
KLRVSEWEVIQES 



2579 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20197 


50565 


A 


20313 


2 


2716 


AEFRGIPRRRRRQTPRSGSGSAR 
SAPVRAEAMQRRGALFGMPGG 
SGGRKMAAGDIGELLVPHMPT1 
RVPRSGDRVYKNECAFSYDSPN 
SEGGLYVCMNTFLAFGREHVE 
RHFRKTGQSVYMHLKRHAREK 
VRGASGGALPKRRNSKIFLDLD 
TDDDLNSDDYEYEDVAFLVIFP 
DHYEIALPNIEELPALVT1ACDA 
VLSSKSPYRKQDPHTWENELPV 
SKYANNLTQLDNGVRIPPSGW 
KSARCDLRENLWLN 


20198 


50566 


A 


20314 


2 


322 




20199 


50567 


A 


20315 


1285 


3331 


GAGAPRDWRLRRRGGAALCLK 

VLFDVRSFPREAAALTPHRLLQ 

FPRSSESPGDQMMAAARLLPVP 

AGPQPLSFQ A K LTFEDV A VLLS 

QDEWDRLCPAQRGLYRNVMM 

ETYGNVVSLGLPGCKPD1IFHLE 

LRGISLGPVPEWG * EEPGPVE* L 

L/ENVETKGESQNTDLSPKPLIS 

EQTVILGKTPLGR1DQEKNETK* 

SFCLSPNSVDHREVQVLSQSMP 

LTPHQAVPSGERPYMCVECGK 

CFGRSSHLLQHQRIHTGEKPYV 

CSVCGKAFSQSSVLSKHRRIHT 

GEKPYERNRACISLYSE\PHLAH 

LSLIHTGEKPH*CLECPKAFTQL 

SHL1QHQRIHTGERPYVCPLCG 

KAFNHSTVLRSHQRVHTGEKP 

HRCNECGKTFSVKRTLLQHQRJ 

YHTREKPYTCSECGKAFNDRSV 

LIQHHNVHTREKPYECSECGKT 

FSHRSTLMNHER1HTEEKPYAC 

YECGKAFVQHSHL1QHQRVHT 

GEKPYVCGECGHAFSARRSLIQ 

HERIHTGEKPFQCTECGKAFSL 

KATL1VHLRTHTGEKPYECNSC 

GKAFS\RTQLLIQHQR1HTGEKP 

YECGECGGAFNQHGHL1QHQK 

SAQKSCDPWLTQE/CPFSQKLH 

VEPTSSLQPKRSLC*LYRKLFFG 

DS V SQNN SRKKHL ACCSCGKTS 

ETTCFIFLNH LE V/H VG E * SYNC 


20200 


50568 


A 


20316 


1 


319 




20201 


50569 


A 


20317 


1 


2433 




20202 


50570 


A 


20318 


2 


293 


GELAGTQCTRGACPHSP*PLHR 
Q/HTTVTHITAFDPDSTGQQVW 
QDLLQDGQLDSPTGDGGSDWE 
MVGREVVPVLGPGVGGLV1SRP 
CFHVRDPYPWG 



2580 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20203 


50571 


A 


20319 


1 


537 


GGGTITRGWRGQFCRWQLNPG 
MYQHRTVIADQMRTLRSREV** 
HAQGHKFTVCLRREGQTVYQQ 
VLSLERPSVLRSWNWGLCGYF 
A FY H AL YPRA WTV YQLPG QN V 
TLTCRQITPILPHDYQVRPPHLY 
LPLPSLPQDLPLLETAWPARRG 
SHACNPNTLGGKAGGSRDQEIE 
TILANT 


20204 


50572 


C 


20320 


3 


170 




20205 


50573 


A 


20321 


278 


1018 


RVGVSRRPEVRNWATRDCRAQ 

ERMTHCLLHGMGRAGAASLTP 

KPMSL1SAYCGGLWLAAVAVM 

VQMAALCEGTGQSRISFLLSSA 

GAKKPMRDCCGMVSSGSLSSL 

KAAERTPGALFFSSSTPGRYYN 

YDSSSRPQSRSVMSDQVCWTV 

G VPEGL WP* EKGDTEVREEEEQ 

PERKMGFPWRWEVFPTQHVVR 

ALQTIFEL"NVQAFAGGAMGAV 

NGMQPHGVPDKSSVQSDEVW 

VGVVYGLAATMIQE 


20206 


50574 


A 


20322 


3 


627 





2581 
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SEQ1D 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20207 


50575 


A 


20323 


270 


2945 


NTSSFKLSPTTGPPGRYLTTTGA 
RIWNRLARYLVSEGSGLGAIEV 
MGTQDPGNMGTGVPASEQISC 
AKEDPQVYCPEETGGTKDVQV 
TDCKSPEDSRPPKETDCCNPED 
SGQLMVSYEGKAMGYQVPPFG 
WRICLAHEFTEKRKPFQANNVS 
LSY MIKHIGMGLRYLQ WRDRK 
THVEK.KTPFIDMNKSVPPIQSYF 
WPLGGLRGGTSTRGWRGQFCR 
WQLNPGMYQHRTV1ADQFTVC 
LR\REGQTVYQQVLSL\ERPSVL 
RSWNWGLCGYFAFYHALYPRA 
WTVYQLPGQNVTLTCRQITPIL 
PHDYQDSSLPVGVFVWDVENE 
GDEALDVSIMFSMRN/GTGWW 
RRCPRGFVGMSPSVWSVGVQT 
VRGLLLHSSNPSKPLHDGLWLA 
RSSRAATTVNPH/CTAFDPGYRT 
GAAWWQDLLQDGQLDSPTGQ 
RTPTQKGVGIAGAVCVSSKLRP 
RGQCRLEFSLAWDMPRIMFGA 
KGQVHYRRYTRVFGAG\GDAP 
PALSHYALCRYAEWEER1SAW 
QSPWLDDRSLPAWYKSALFNE 
LYFLADGGTVWLEVLEDSLPEE 
\RA ETS VTS A PTLRD YRRFG * LE 
GQEYVRMYNTYDVHFYASFALI 
MLWPKLELSLQYDMALATLRE 
DLTRRRYLMSGVMGTCEKEGT 
FIPHDIGGPRWMEPWASAFNAY 
\L1HDTADW\KDLNLKFVACRFI 




gQg^ 




2Q^5 


123 







2Q2Q9 












KPVGEK.DTWSGMRTTGQLRPA 
HGVRLKANKDSLYKPILRQKK 
HFNSLHIPKALQKALPFKNKPK 
TQAKAGKVPKDRRR*TVSNITV 


20210 


50578 


A 


20326 


297 


585 




20211 


50579 


A 


20327 


182 


374 


PDFRIAAT*VVLDLDKSIKIVKK 
LKLTGFPYKIFfCNTSFIKACISIY 
SHIYKSPYCLRKGMKYL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20212 


50580 


A 


20328 


1 


1267 


MAANRKDF1HRRCGPELSQSEA 

VPQGLCRAERSSALAMLSGSVP 

RRTQLRPCKGTQRRCRRGGEA 

DSGGEAVGGGAAERRSAAARR 

RGGRRRGGGEAVGGGAAERRS 

AAARRRRGGRRRRGGGEAGGG 

G A AE ARRA A A A RRA A A ARRA 

AAARRAAAARRAAAARRIAES 

GGEAHSRGEAHSGGEAHSGGA 

GAERRRPRLHSPALKTHPGQSS 

EGHVEYKLMHVEFEDQDDEAR 

VQYEGFRPGMYVRVEIENVPCE 

FVQNFDPLYP1ILGGLGNSEGNV 

GHVQMRLKKHLWYKKILKSQ 

DP1IFSVG WRRFQTILL Y Y1EDH 

NGRQRLLKYTPQH I HCG AAFW 

DIVFMRT\WYLVSIPAFYNPVTS 

LLKPVGEKDTWSGMWTTGQL 

RLAHGVRLKTTKDSLYK.NIHMI 

VETDTYSDHEE1NTS 


20213 


50581 


A 


20329 


66 


1414 


KEELYGDFEDLETGDVHKGKS 

GPDTQNEDVEK\KEEIDPDEEES 

AKKKHLDKKRKLKEMFDVEY 

DEGESTYFDDLKGEMQKQAQV 

N/RHTRFPPRAPRHVQLNHAEF 

EDQDDEARVQYEGFRPGMYVC 

VE1EN VPCEFV*N LDPRYPI I LG 

GLGNSEGNVGYVQVGPFAAYL 

VPEALWISPPSIILPSHPPQMRLK 

KHRWYKK1LK.SRDP11FSVGWR 

RFQT1PLCYIEDHNGRQRLLKY 

TPQHVHRGAAFRSSSSSSSSSSS 

SSSSSSSSSSSSSSSSSSSSSSSSSR 

I A ATG V VLDLD KST KV VK K LK L 

TGFPYKIFKNTSFIKGMFNSALE 

VAKFEDAVIRTVSGIRGQIKRA 

L*APEGAFQDSLEDKLRMSDIV 

FMRTWYPVSIPAFYNPVTSLLK 

PVGEKDTWSGMWTTGQLRLA 

HGVRLKTNKDSLYKVLVVCVL 

VEMKPVLYRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20214 


50582 


A 


20330 


4210 


5099 


AKDQKKHRKKNSGPKAAKKK 
K RL LQDLQLG D\EED A W K. RN P 
KAFVAFQSAVWMARSFHRTQD 
LKTKKHHIPVVD\RTPLEPPP1\V 
VVVMGPPKVGKSTLI*CL1\RNF 
TRQKLTE1\RGPVTIVSGKKLRL\ 
TIIDCGCD1N MM IDLGNE V ADL V 
LMLIDASFGFEMETFEFLNICQV 
HGFPK1MGVLTHLDSFKHNKQL 
(S. Is. 1 K.ls.ivL.ts,n Kr W 1 n V Y rOAix.L 
r Y Lbulvl Vriub i (^INytlHNHjrl 

FITVMKFRPLTW 


20215 


50583 


A 


20331 


56 


467 




20216 


50584 


A 


20332 


282 


452 




20217 


50585 


A 


20333 


1 


1356 




20218 


50586 


A 


20334 


80 


1096 


G LG VRVLRCPG V YRGPCTRA A 

YLGWLWTTLSPYCCLRSADMN 

PIVLVHGGGAGPISKDRKERVH 

HGMVRATTVGYGILREGGSAV 

DAVQGAVVALEDDPEFNAGCG 

SVLNTNGEVEMDAS1MDGKDL 

SAGAVSAVQCIANPIKLARLVM 

ENFPHCFLTDQGA A HFAGAMG 

VPEIPGKKLVTERNKKRLEKEK 

HEKGAHKTDCQKNLGTVGAV 

ALDCKGNVAYATSTGGIVNKM 

VGRVGDSPSLGAGGYADHDF* 

AVSTTGHGE\SFLKVNLARLTLF 

HIEQGKTLEEAADPIG/CG*MKS 

RVKGLGGLIVVSKTGDWVAK. 

WTSTSMPWAAAKDGKLPLRN 


20219 


50587 


A 


20335 


1 


1416 




20220 


50588 


A 


20336 


3 


277 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20221 


50589 


A 


20337 


235 


281 1 


VKMEAPLRPAADILRKNPQQD 

YELVQRVGSGTYGDVYKARNV 

HTGELAAVK1IKLEPGDDFSLIQ 

QEIFMVKECK.HCN1VAYFGSYL 

SREKLWICMEYCGGGSLQDIYH 

VTGPLSELQIAYVCRETLQGLA 

YLHTKGKMHRDIKGANILLTD 

HGDVKLADFGVAAKITATIAKR 

KSFIGTPYWMAPEVAAVEKNG 

GYNQLCDIWAVGITAIELGELQ 

PPM FDLHPMRALFLMSKSNFQP 

PKLKDKTKWSSTFHNFVK1ALT 

KNPKKRPTCLKDF*HHTF\VAQ 

PGLSRALAVELLDKVNNPDNH 

AHYTEADDDDFEPHAIIRHTIRS 

TNRNARAERTASEINFDKLQFE 

PPLRKETEARDEMGLSSDPNFM 

LQWNPFV*WWQITGKSTSKR\A 

1PPPLPPKPRISSYPEDNFPDEEK 

ASTIKHCPDSESRAPQILRRQSS 

PSCGPVAETSSIGNGDGISKLMS 

ENTEG SAQAPQLPRKNDKRDFP 

KPAiNGLPPTPKVLMGACFSKV 

FDGCPLK1NCATSW1HPDTKDQ 

YIIFGTEDGIYTLNLNELHEATM 

EQLFPRKCTWLYV1NNTLMSLS 

EGKTFQLYSHNLIALFEHAKKP 

GLGCPIFQTHRFPDRILPRKFAL 

TTKIPDTKGCHKACCIVRNPYTG 

HKYLCGALQSGIVLLQWYEPM 

QKFML1KHFDFPLPSPLNVFEM 

LVIPEQEYPMVCVAISKGTESN 


20222 


50590 


C 


20338 


365 


389 




20223 


50591 


A 


20339 


1 


350 


FDVTELCGQWLSRGGEIEGFRL 
SAHCSCDSRDNTLQVDINGFTT 
G RRGDLATI HGMNRPFLLLM A 
TPLERAQHLQSS/RAPCCVPQAL 
EPLPIVYYVGRKPKVEQLSNM1 
VRSCKCS 


20224 


50592 


A 


20340 


1 


708 




20225 


50593 


B 


20341 


229 


1249 




20226 


50594 


B 


20342 


49 


375 




20227 






20343 






GARAHAPVLVQEEDLHGPHPL 
RPERL/PSVPSGRSSPPASR/PVG 
PGG/DQLRPSPDRQQQVSGM E 
WC/PWSGRSPGLSPTVGPRGGC 
HPTST 


20228 


50596 


B 


20344 


8 


1990 




20229 


50597 


A 


20345 


1 


1512 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20230 


50598 


A 


20346 


1 


1663 


SGRDRRGRAWRKRNREPPTRG 

RSPDPQGPSARPLPSLGARJSAA 

DRLSGLAARLIGNSRPVAGANA 

GVGPDLSHAGLVPTCARRLRR 

KNGLGRRRRRPPPSPPRPSLESS 

SRLTTLGTSQPLKFNFFPCDLRI 

FQTFNC\WGI\PVL*AKHR\ADR 

MRRFGRPF*TQESFDLALLEEV 

WSEHDFQYLRQKLSPTYPAAH 

HFRSG1IGSGLCVFSKHPIQELT 

QHIYTLNGYPYM1HHGDWFSG 

KAVGLLVLHLNGMELNAYVTH 

LHAEYNRQKDIYLTHLVG\QA 

WELAQFIHHTSKKADVVLLCG 

DLN MHPED1 .GCCLLKE WTGLH 

DAYLETRDFKGSEEGNTMVPK 

NCYVSQQELKPFPFGVR1DYVL 

YKAVSGFYISCKSFETTTGFDPH 

SGTPLSDHEALMATLFVRHSPP 

QQNPSSTHGP\AERSPL/MCVCL 

KEALDGSLGLGMA\QARWWA\ 

TFA\SYVIGLGL\LLLALLCVLA 

AGGGAGEAAILLWTPSVGLVL 

WAGAFYLFHVQEVNGLYRAQ 

AELQHVLGRAREAQDLGPEPQ 

LYALL\LGQQEGDRTKEQ 


20231 


50599 


A 


20347 


175 


544 


RLRCQKGIPPSLRGRAWQYLSG 

OJs. V K.lj^v^INrUi^rJJ^VLL'JVlM'U 

DPTWLDVIERDLHRQFP\FHEM 
FVS/RGGH/GQQDLFRVLDAYT 
LYRPEG S YCKTQAPI AA VLLMH 
M P\A EQ A F WCLVQICEKYL 


20232 


50600 


A 


20348 


1 


434 


CAAGIRHELRRRARLGWRTAT 
ERMGRACPRPGKACREPGRA* 

ADA! TPflPPTWQ A I Cf;i TRPPT 

ASPS\PHRQVRLDRGLAGRQGR 
AGGSTPGGAEAEGVQVAGHAQ 
AMVVAAARDACPPQHVPPKDS 
A PKDSAPQDLAPQVSAH 


20233 


50601 


A 


20349 


3 


510 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20234 


50602 


A 


20350 




1669 


MAK.SNGENGPRAPAAGESLSG 
TRESLAQGPDAATTDELSSLGS 
DSEANGFAERRJDKFGF1VGSQ 
GAEGASILGQTVPSPHGRVGEG 
PPIRSYTASSTGTGNRLEEVPLE 
VLRQRESKWLDMLNNWDKW 
MAKKHKKIRLRCQKGIPPSLRG 
RAWQYLSGGKVKLQQNPGKF 
DELDMSPGDPKWLDVIERDLH 
RQFPFHEMFVSRGGHGQQDLF 
RVLKAYTLYRPEEGYCQAQAPI 
AAVLLMHMPAEQAFWCLVQI 


2Q235 


506(r 


— 


20351 


- 


243 




20236 


50604 


A 


20352 


70 


382 




20237 


50605 


A 


20353 


2 


322 




20238 


50606 


A 


20354 


86 


215 




20239 


50607 


B 


20355 


1 


735 




20240 


50608 


A 


20356 


92 


1104 


MSSPQAPEDGQGCGDRGAVPPG 
DLRSVLVTTVLNLEPLDEDLFR 
GRHYWVPAKRLFGGQUVGQA 
M\VAAATSV\SEDVHV\HS\LHC 
YF/VFRAGDP/KSLPVLYQVERT 
RTGVEA\FRLRSVKGP*NMGKPI 
F\1CQ\ASFQQA\QPSP\MQHQFS 
MP/TLLPTTEELV*1VRTLFDQY 
LRDPNLQKRYPLALNRI\AAQE 
VPIEIK.PVNPSPLRPAAEEWEPK 
QMFW\VRARGY\IGKSTPWKM\ 
HC\CV\AAYIS\DYAFLGTALAA 
LTQWPSTRCH FHGPPLD/HNPM 
W\FH APFRAD\H WML YECESPW 
AGG\SRGL\VHGRLWRQDGVLA 
VTCAQEGVIRVKPQVSESKL 


20241 


50609 


A 


20357 


3 


1106 


LRRQLQPLLPLPKSPPRSGAHL 

G SLFRSPQPS YPVRPPGSAGTPP 

PACLPPAQPCQGSPAMNLFRFL 

GDLSHLLAIILLLLKIWKSRSCA 

GISGKSQVLFAVVFTARYL\DLF 

TNYISLYNTCMNVWYIACSFTT 

VWLIY\TKFK\ATYDG\NHVDTFR 

SGSSRVV/VPQAILGVSWSNHD 

FTPL\E1LW\TFSIYLGVSGPSLPQ 

LFHG * G K.TGRGRETHSPAT YLF 

CAKAFNPHALSLSNW\1WR\YHF 

\EGFFD\LIAIVAGPGPRQSSYCD 

FF\YLYYSPKFLKGERKFEFCRH 

RPRFLSISSPRAAAGRAGGKAG 

RKMKSFSHPRGDFFKNPTSLCS 

P1PPSCPGLKGNSARIPGLWGAQ 

RLGAVCSFLAF 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20242 


50610 


A 


20358 


356 


1356 


TPTTSGRTRKM WPRPGT* PP/A 

NCSANINLTHQPWFQVLEPQFR 

QFLFYRHCRYFPMLLNHPEKCR 

GDVYLLVVVKSVITQHDRREAI 

RQTWARAAVRGWGPSAVRTLF 

LLGTA SKQE ERTH YQQL LA YE 

DALYGDILQWGFLDTFFNLTLK 

EIHFLKWLDIYCPHVPFIFKGDD 

DVFVNPTNLLEFLADRQPQENL 

FVGDVLQHARPIRRKDNKYYIP 

GALYGKASYPPYAGGGGFLMA 

GSLARRLHHACDTLELYPIDDV 

FLGMCLEVLGVQPTAHEGFKTF 

GISRNRNSRMNKEPCFFRAMLV 

VHKLLPPELLAMWGLVHSNLT 

CSRKLQVL 


20243 


50611 


A 


20359 


221 


1579 


CCVDEGLEPTCFERTEDIGGVW 

RFKVSE1 FLGLEQV VLLFQGESQ 

LMSCFSDFPMPEDFPNFLHNSK 

LLE YFRI FA KKFDLLK YIQFQ VL 

YFWGNGFLC1SSAHPIENTQSN 

GKEQSAVFDAVMVCSGHH1LP 

HIPLKSFPGETRWDSQLFGVGF 

QVLYM*FEGKRILVIGMGNSGS 

DIAVELSKNAAQV*CSLLTMYL 

EGRKWGCHTGDWDSVFHTRFR 

SMLRNVLPRTAVKWMIEQQM 

NRWFNHENYGLEPQNK*SYFA 

FLMVYSLVSKVV*RCLKVKST 

VKELTETSAIFEDGTVEENIDV11 

FATGYSFSFPFLEDSLVKVEMN 

MVSLYKYIFPAHLDKSTLACIG 

LIQPLGS1FPTAELQARWVTRVF 

KGLCSLPSERTMMMDIIK.RNEK 

RIDLFGESQSQTLQTNYVDYLD 

ELALEIGAKPDFCSLLFKDPKLA 

V RL YFGP\CNS Y 


20244 


50612 


A 


20360 




200 




20245 


50613 


A 


20361 


292 


570 




20246 


50614 


A 


20362 


2 


511 


RLRSGPLRLPGADSGSGPKAVC 
SPPFIVAPTGRGYCGDHESSFGA 
MEEPGVTPQPYLGLLLEELRRV 
SPGAMSVTWP/EGSREPPGEGSS 
RPALGSKPPWSEVPKPVLVCCP 
APARVFEAVVRLVGRLSGFCVM 
EEDLGLWEGREKKLALMLSGLI 
EEKSKLLEKFSLVQKE 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20247 


50615 


A 


20363 


2 


3262 


FLSDLEENFENNIFSFQVCDVVL 
NHAPDFRRVYLPYVTNQTYQE 
RTFQSLMNSNSNFREVLEKLES 
DPVCQRLSLKSFLILPFQRITRL 
KLLLQNILKRTQPGSSEEAEAT 
KAHHALEQLIRDCNNNVQSMR 
RTEELIYLSQKIEFECKIFPLISQS 
RWLVKSGELTALEFSASPGLRR 
KLNTRPVHLHLFNDCLLLSRPR 
ESVTGVAGQGTRGEGDEERGG 
SEREREGSEKLRWISALAMPRE 
ELDLLECYTAE 


20248 


50616 


A 


20364 


2 


2339 


TGRGYCGDHESSFGAMEEPGA 

TPQPYLGLLLEELRRVVAALPE 

GMRPDSNLYGFPWELVICAAV 

VGFFAVLFFLWRSFRSVRSRLY 

VGREKKLALMLSGLI EEKSKLL 

EKFSLVQKEYEGYEVESSLKDA 

SFEKEATEAQSLEATCEKLNRS 

NSELEDEILCLEKELKEEK.SKHS 

EQDELMADISKRIQSLEDESKSL 

KSQVAEAKMTFQIFQMNEERL 

KIAIKDALNENSQLQESQKQLL 

QEAEVWKEQVSELNKQKVTFE 

DSKVHAEQVLNDKESHIKTLTE 

RLLKMKDWAAMLGEDITDDD 

NLELEMNSESENGAYLDNPPK 

GALKKLIHAAKLNASLKTLEGE 

RNQIYIQLSEVDKTKEELTEHIK 

NLQTQQASLQSENTHFENENQ 

KLQQKLKVMTELYQENEMKL 

HRKLTVEENYRLEKEEKLSKV 

DEKISHATEELETYRKRAKDLE 

EELERTIHSYQGQiISHEKKAHD 

NWLAARNAERNLNDLRKENA 

HNRQKLTETELKFELLEKDPYA 

LDVPNTAFGRGSRGPGNPLDH 

QITNERGESSCDRLTDPHRAPS 

DTGSLSPPWDQDRRMMFPPPG 

QSYPDSALPPQRQDRFCSNSGR 

LSGPAELRSFNMPSLDKMDGS 

MPSEMESSRNDTKDDLGNLNV 

PDSSFP\AKKEATGPGFVPPPLA 

PVRGPLFPVDARGPFLRRGPPFP 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20249 


50617 


A 


20365 


160 


2810 


GLRVPLSPSSPRSRLRSGPLRLP 

GADSGSGPKAVCSPPFIVAPTG 

RGYCGDHESSFGAMEEPGATP 

QP YLGLLLEELRRVV AA LPEG 

MRPDSNLYGFPWELV1CAAVV 

GFFAVLFFLWRSFRSVRSRLYV 

GREKKLALMLSGLIEEKSKLLE 

KFSLVQKEYEGYEVESSLKDAS 

FEKEATEAQSLEATCEKLNRSN 

SELEDEILCLEKELKEEKSKHSE 

QDELMADISKRIQSLEDESKSL 

KSQVAEAKMTFQIFPMNEERLK 

I A 1KDALNENSQLQESQKQLLQ 

EAEVWKEQVSELNKQKVTFED 

SKVHAEQVLNDKESH1KTLTER 

LLKMKDWAAMLGED1TDDDN 

LELEMNSESENGAYLDNPPKG 

ALKKLIHAAKLNASLKTLEGER 

NQIY1QLSEVDK.TKEELTEHIKN 

LQTEQASLQSENTHFENENQKL 

QQKLKVMTELYQENEMKLHR 

KLTVEENYRLEKEEKLSKVDEK 

1SHATEELETYRKRAKDLEEEL 

ERTIHSYQGQ1ISHEKKAHDNW 

LAARNAERNLNDLRKENAHNR 

QKLTETELK.FEL\LEEDPYALDV 

PNTAFGREHSPYGPSPLGWPSS 

ETRAFLSPPTLLEGPLTLSPLLP 

GGGGRGSRGPGNPLDHQITNER 

GESSCDRLTDPHRALSDTGFLS 

PPWDQDRRMMFPPPGQSYPDS 

ALPPQRQDRFCSNSGRLSGPAE 


20250 


50618 


A 


20366 


131 


461 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20251 


50619 


A 


20367 




1761 


MARGYGATVSLVLLGLGLALA 
VIVLAVVLSRHQAPCGPQAFAH 
AAVAADSKVCSDIGRVULQQQ 
GSPVDAS1AALVCTSVVNPQSM 
GLGGGVIFTIYNVTTGKVEVIN 
ARETVPASHAPSLLDQCAQALP 
LGTGAQWIGVPGELRGYAEAH 
RRHGRLPWAQLFQPTIALLRGG 
H VE AP VL SRFLHN SILRPSLQA S 
TLRQLFFNGTEPLRPQDPLPWP 
ALATTLETVATEGVEVFYTGRL 
GQMLVEDIAKEGSQLTLQDLA 
KFQPEVVDALEVPLGDYTLYSP 
PPPAGGAILSF1LNVLRGFNFST 
ESMAR PEGRVN V YH HLVETLK 
FARGQRWRLGDPRSHPKLQNA 
SRDLLGETLAQLIRQQIDGRGD 
HQLSHYSLAEAWGHGTGTSHV 
SVLGEDGSAVAATSTI\NTPFGA 
M V Y\SPRTG II LNNEL LDLCERC 
PRGSGTTPSTVSGDRVGGAPGR 
CWPPVPGEPSPSSMEPSILINKA 
QGSNLVIGCAGGEL1ISAVAQAI 
MSKLWLGFDLRAAIAAPILHVN 
NKGCVEYEP1MFSQEVQRGLQD 
RGQNQTQRPFFLNVVQAVSQE 
GACVYAVSDLRKSGEAAGY 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20252 


50620 


A 


20368 


341 


2239 


LCASSCPFICPPIRPSVCPPAAPL 

LLGCRAMARGYGATVSLVLLG 

LGLALAVIVLAVVLSRHQAPCG 

PQAFAHAAVAADSKVCSDIGR 

AILQQQGSPVDATIAALVCTSV 

VNPQSMGLGGGVIFTIYNVTTG 

AQWIGVPGELRGYAEAHRRHG 

RLPWAQLFQPTIALLRGGHVVA 

PVLSRFLHNSILRPSLQASTLRQ 

LFFNGTEPLRPQDPLPWPALAT 

TLETVATEGVEVFYTGRLGQM 

LVEDIAKEG SQLTLQDLAKFQP 

EVVDALEVPLGDYTLYSPPPPA 

GGAILSFILNVLRGFNFSTESMA 

RPEGRVNVYHHLVETLKFAKG 

QRWRLGDPRSHPKLQNASRDL 

LGETLAQLIRQQ1DGRGDHQLS 

HYSLAEAWGHGTGTSHVSVLG 

EDGSAVAATSTIYTPFGAMVYS 

PRTG11LNNELLDLCERCPRGSG 

TTPSPV/SGDRVGGAPGRCWPP 

VPGERSPSSMVPSILINKAQGSK 

LV1GGAGGELIISAVAQAIMSKL 

WLGFDLRAAIAAPILHVNSKGC 

VEYEPNFS/QETVSCFVALAVL 

KLLASSDPATLAPKWLRL*EVQ 

RGLQD\RGQNPDPEGPFFLDVV 

PACV/SQEGACV*RPSRT*RKSG 

EAAGLLKTLLCPELEVLAPP 


20253 


50621 


A 


20369 


203 


1518 


RCYLQFLALLLTSTSARAAAA1 

AAAEEPAGSPSVMTRAGDHNR 

QRGCCGSLADYLSSAKFHL*LG 

HSLSTWGDRMWHFAVSVFLVE 

LYGNSLLLTAVYGLVVAGSVL 

VLGAI1GDWVDKNARLKVAQT 

SLVVQNVSVILCGIILMMVFLH 

KHELLTMYHGWVLTSCYILIITI 

ANI ANL ASTATA IT1 QRD WI V V 

VAGEDRSKLANMNATI RRIDQL 

TNILAPMAVGQIMTFGSPVIGC 

GFISGWNLVSMCVEYVLLWKV 

YQKTPALAVKAGLKEEETELK 

QLN LHKDTEPKPLEGTH LMG V 

KDSNIHELEHEQEPTCASQMAE 

PFRTFRDGWVSYYNQPVF/LGW 

HGSCFPLYDCPG L * LHHHR VRL 

HSGTEWFHPQYFDGSISYNWN 

NGNCSFYLATSKMWFGSDRSD 

LRIGTAFLFDL VCDLCI H A WKP 


20254 


50622 


A 


20370 


1 


497 




20255 


50623 


A 


20371 




1575 





2592 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20256 


50624 


A 


20372 


251 


1351 


SLKSTDGVKCGLSINIFHKRREN 
1LFGMGNPLLDISAVVDKDFLD 
KYSLK.PNDQI LAEDKH K.ELFDE 
LVKKFKVEYHAGGSTQNSIKV 
AQWMIQQPHKAATFFGCIGIDK 
FGEILKRKAAEAHVDAHYYEQ 
N EQPTGTCAACITGDNRSLIAN 
LAAANCYKKEKHLDLEKNWM 
LVEKARVCY1AGFFLHVSPESV 
LKVAHHASENNRIFTLNLSAPFI 
SQFYK.ESLMKVMPYVD1 LFGK* 
DRSWPTFAREQGFETKD1KEIA 

Is. 1 l^lvtl\IL; 1 INcALilJAr VOLirLS 

QLWSDKPLTECIRAGHYAASIII 
RRTGCTFPEKPDFH 


20257 


50625 


A 


20373 


1 


201 


















20259 


50627 


A 


20375 


51 


283 


TWVKEAQNDGLCVCYIFIFNCQ 
MTGLDIEKD\QI 1 EM ACLITDSD 
LNILAEVRDAHVIQSYFLKGTG 
NIT1IFSSFFI 


20260 


50628 


A 


20376 


2 


520 


QRRLRDWGRGCWSRVMLGGS 
LGSRLLRGVGGSHGRFGARGV 
REGGAAMAAGESMAQRMVW 
VDLEMTGLDIEKDQ1IEMACLIT 
DSDLN1LAE/GNSVHEDKKFLD 
KYMPQFMKHLHYR11DVSTVKE 
LCRRWYPEEYEFAPKKAASHR 
ALDD1SESIKELQFYRNMFKK.K 


20261 


50629 


A 


20377 


2 


206 


EFGTRRHVPPCL1NFFKDQGSP* 
LARLVSNSWPQVIHPPWPPTVL 
GLRGVGHCPWPRLGNSSWVW 
GGH 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20262 


50630 


A 


20378 


1 


1401 


MRSQKTSLYFSLEAKFYCSLRN 

ERI A SCD1 INDAG I QTKTLMKRS 

HVAYALKKPVEQGDSFELESK 

GFMAITIAVCIEQNLRHSSSLFIC 

MSSTGQSGTTNNASSLIPSYVFT 

PPH FNLLDKQGRTAGKSHCGE 

DRKEHNNACHQEEEAPDVNPL 

HGLQASGSPGKTQRIKSQALEG 

TRLYSHSEETRSGL1RLLRLRQR 

RLRDWGRGCWSRDMLGGSLG 

SR\LLRGVGGSHGRFGARGVRK 

RGAAMAA\GESMAQRMVWVD 

LE1TGLDI*KVQI1EMACLITDSD 

LIILAEGPNL1I\KQPDELLDSMS\ 

DWCK\EHHGKSGLTKAVKEST 

NYHCQQAE\YEFPALWYDQPD 

SLPGLCPTCQE1KFHE\DKKFP* 

QNTCPQFMKHLHYR11\DVSHC* 

KELCQTAGYPEEYEFANPKKAA 

FS1GPLDD\1SENL\KKVPFFPEN 

NHLPRKK1RMKRKEGKL*KMG 

ENEKTVS 


20263 


50631 


C 


20379 


180 


248 




20264 


50632 


A 


20380 


455 


1133 


G IEG WRGEA DTLPAEGQDGGR 
RVSK.GD1FSGGAETAQGWGVM 
GPFQAAPSKRAGREHRGGQRR 
VQHVG WYPRPG SDKGHGKGT 
QDSRVPQLPPHPPPIHLVSRHRG 
KLRHGFLRPMPEPRGLESGKTG 
NCFGELQH/RTSP*GRSGPREGG 
PRN1AQQGGCRGSACGRRSH\E 
ALRPRVWCGEGPQWTW\CAVC 
P\NRSAPGAGLAD\RQHPGESRA 
WGETRLGEAGGAE 












— 










20382 


T~ 




PATV1ITVNTTWSAALISRESAL 
RSFPVKAAALSPSREGGSVTAT 
PNVRSMTSAVPIMRVSVQ\SKR 
*PEEQN*QETYPQTTSCR 


20267 


50635 


A 


20383 


1 


1569 




20268 


50636 


B 


20384 


15 


1744 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20269 


50637 


A 


20385 


2 


7205 


QASGSCWSSPFFSASTPSAAAT 

GVPGPTDMAAVLQQVLERTEL 

NKLPKSVQNKLEKFLADQQSEI 

DGLKGRHEKFKVESEQQYFEIE 

KRL S H SQERL VNETRECQSLRL 

ELEKLNNQLKALTEKNKELEIA 

QDRNIAIQSQFTRTKEELEAEKR 

DLIRTNERLSQELEYLTEDVKR 

LNEKLKESNTTKGELQLKLDEL 

QASDVSVKYREKRLEQEKELL 

HSQNTWLNTELKTKTDELLAL 

GREKGNEILELKCNL 


20270 


50638 


A 


20386 


120 


7384 


GWTRFPRVPPRESPAGGRARAT 
ERGDRGGGPGVWVLLVFAFLL 
RFYPVGRCHWGPWAPPTWAA 
VLQQVL\ERTELNKL\PKSVQNK 
LEKFLADQQ\SEIDGP*RGGHGE 
1 * RWESEQQ Y FEIEKR LSHSQER 
LVNETRECQSLRLELEKLNNQL 
KA\LPEKNKELE1A\QDRNIA\IQ 
SQFTRTKEELEAEKRDLIRT\NE 
RLSQELEYLTEDVKRLNEKLKE 
SNTTKGELQLKLDELQASDVSV 
KYREKRLEQE 


20271 


50639 


A 


20387 


2 


433 




20272 


50640 


A 


20388 


2 


181 


GFRRVSLEF*FPGVRWGMRKL 
GAPDLA PFSQM* SGGRAPC VA S 
*PPCRGLRLMRTGSRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20273 


50641 


A 


20389 




2422 


MAGALAGLAAGLQVPRVAPSP 

DSDSDTDSEDPSLRRSAGGLLR 

SQVIHSGHFMVSSPHSDSLPRRR 

DQEGSVGPSDFGPRSIDPTLTRL 

FECLSLAYSGK.LVSPKWKNFK 

G LK LLCRDK I RLNN AI W RA WY 1 

QYVK.RRKSPVCGFVTPLQGPEA 

DAHRKPEAVVLEGNYWKRRIE 

VVMREYHKWRIYYKKRVSGG 

GPGRPQSFPPAAAGYRPPRKIPG 

KGILTPELAPLGPSIQSRADSAT 

VWPQRLLAASLPRGRLRKPSRE 

DDLLAPKQAEGRWPPPEQWCK 

QLFSSVVPVLLGDPEEEPGGRQ 

LLDLNCFLSDI SDTLFTMTQSGP 

SPLQLPPEDAYVGNADM1QPDL 

TPLQPSLDDFMDISDFFTNSRLP 

QPPMPSNFPEPPSFSPVVDSLFSS 

GTLGPEVPPASSAMTHLSGHSR 

LQARNSCPGPLDSSAFLSSDFLL 

PEDPKPRLPPPPVPPPLLHYPPP 

AKQETVPEFPCTFLPPTPAPTPP 

RPPPGPATLAPSRPLLVPKAERL 

SPPAPSGSERRLSGDLSSMPGPG 

TLSVRVSPPQP1LSRGRPDSNKA 

LLGSFLGSPNSLLPETENRR1TH1 

SAEQ\KRRFNIKLGFDTLHGLVS 

TLSAQPSLKVSKATTLQKTAEY 

1LML\QQERAGLQEEAQQLR\DE 

1 EEL\NA A INLCQQQLPATGVPIV 

THQRFDQMRDMFD\DYVRTRT 

LHNWMCFWVVSSLKPMAGGLQ 


20274 


50642 


A 


20390 


315 


387 




20275 


50643 


A 


20391 


570 


1017 


FCLH1LQVPHTLAGHSPCAHG/R 
PPLPRFmDRLPEEIQQQTVRETF 
HLVLKRDDNICNFLEGGSLIGG 
SDYKLIYRHYATLYFVFCVDSS 

noE,LOli_,lJLIv < JLE.' s Jr IVIKJJINCE, 1 vj 

FGSGTRALEQALEKTK.ANIKW 
VKENKEVVLQWFTENSK 


20276 


50644 


A 


20392 


1 


1128 




20277 


50645 


B 


20393 


62 


130 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20278 


50646 


A 


20394 


99 


718 


ENRGWQSM1QAILVVNNHGKP 
RLVRF\YQRFPEE\IQQQIVRETF 
HLVLKRDDNI\CNFLEGGS/L*L 
GGSDYKALIYRHYATLYFVFCV 
DSSESELGRLDLIQVFVGNSWIS 
CFEN V V * 1 WI TFHYMDKYVH Y IL 
QEVVMGGVMVLETNMNEIVAQ 
1EAPNRLEKSEG\GLSAAPVARA 
VSAVKNINLPEIPRMN1GDLNIK 
VPNLSQFV 


20279 


50647 


A 


20395 




370 


SLHLAAILGETSTVEKL/YAAGA 

GLCVAERRGHTA/LHLACRVG 

AHACARAL/LQPRPRRPREAPD 

TYLA/QGPDRTPDTNHTPVAL/Y 

PDSDLEKEEEESHTPLHVAVIH 

K/DVEMVRLLRDAGADLDK 


20280 


50648 


A 


20396 


2 


1097 


SRQSPATGGRLRWA PDAALAM 

AVVACLGQAADSDKWGDSRLS 

SLGPDAAAPGGPGLGAELGPGL 

SWAPLVFGYVTEDGDT\FSAGT 

EYMDLQNDLRQVSHEGWCRA 

WGPGFPV*LPTACPLLLQTALH 

LAA1LGETSTVEKLYAAGAGLC 

V AERRG HTALHL ACRVG AH AC 

A RALLQPRPRRPRE APDTYL AQ 

GPDRTPDTNHTPVALYPDSDLE 

KEEEESEEDWKLQLEVENYEG 

HTPLHVAVIHKDVEMVRLLRD 

AGA\DLDKPEPTCGRSPLHLAV 

EGPRQADVLELLVLRAGANPVA 

A\RMYGGRTP\LGSAMLRPNP\I 

LAR\LLRA\HGAPEPEGEDEKSG 

PVCSSSSDSDSRLSPSAWSPLPPG 


20281 


50649 


A 


20397 


47 


478 


LRLRKLKA1MLAFGRGKTRNSE 
ESSDSQEV1WKDTWMFTALGH 
prnQrvTFfn wnpPT ti tktvpi t:tq 

^OlolVlrO-L* Y/UsSJ^L/ 1 Li 1 JN I LLrlo 

SSPTPS* VPQRLC YVVSTFLMYL 
SLDHLYTGEMKAFLHVLDTQS 
VNSDFAFFVRLSFQYFYKLLCV 
LWQGTVNKEFI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20282 


50650 


A 


20398 


1 


1992 


METFVIGWQPAVTVWT1GVAP 

PPTLE1TSQHE1WVAQHPNYIIS 

VKQESPAPMPWTAVALDSHRS 

MNTIVNCAREGSTLHAPYESLM 

PDDLRWNSFILKSSPSPHSRSME 

KLSSMKLVPGAKYIRDHCLVK 

EALTIHKSPILLAAIDLLGNLSG 

FTDYQSYVIHGCLENNPTLERSI 

ALFNGISKWVQLMVLSKPTPQ 

QRAEVITKFINVAKGATAELNL 

WQHPKI1MLSQVVPGVFSQEHS 

LIRSLHANLHFTVCFPEDPLAM 

V AGM VQESTCPCE1 LQLPTTGQ 

LANWNEMTELVSSNGNYCNYR 

KPFPTCDGLKIPILGVHLKDWIA 

VHVNFPDWTEEIKVNIVKMHQ 

LS VTLSELVSLQN ASHH LEPNM 

DLrNLLTV/DGLQPADLMHAlSL 

FRTS H RPQG LFL * IKGTSPA EHS 

DRSCQHFRV*KCSSWESWHGG/ 

WLSLEE*MSSFLLRSF*KI/Y CSR 

KNVACQTRAVCTNLDALLSSS 

QMSNNHHPFSLPAQDEVFEFPG 

VTAGHRDLDSRAITLVTGSSRK 

1SVRLQRATTSQATQTEPVWSE 

AGWGDSGSHTFPKMKSKFHDK 

AAKDKGFAKWENEKPRVHAG 

VDVVDRGTEFELDQDEGEETR 

V^LHj tr At A V o V OA V AArOlVloE. 

KELLQ VDGRTPTRVLRM A DL V 
G1SEFRGEPAFV 


20283 


50651 


A 


20400 


1 


417 




20284 


50652 


A 


20401 


2 


94 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20285 


50653 


A 


20402 


190 


2189 


AFCPAGTRSAPCPRPRTMTMTL 

HTKASGMALLHQIQGNELEPLN 

RPQLKIPLERPLGEVYLDSSKPA 

VYNYPEGAAYEFNAAAAANA 

QVYGQTGLPYGPGSEAAAFGS 

NGLGG FPPLNSVSPSPLMLLHPP 

PQLSPFLQPHGQQVPYYLENEP 

SGYTVREAGPPAFYRPNSDNRR 

QGG RERL ASTNDKGSMAMES A 

KETRYCAVCNDYASGYHYGV 

WSCEGCKAFFKRSIQELPTLC*I 

GWYWYQNRD1DQWNRTEPSEI 

I PHIYN HLIFDKRDKNKK WGKD 

SLFNK*CWENWLAICRKLKLD 

HFLTPYTKINSRWIKDLNVRTK 

Tl K.TLEEN LGNT1QDIGMGKDF 

M SKTPKA M ATKAK 1 DKWDL1K 

LK S FC SLLG Y LKTEN TA K.ETTI R 

LNRQPTEWEKIFAIYSSDKGLIS 

RIYKELKQIYKKK/GNPIMKWV 

KDMNRHFSKED1YAANRHMKK 

CSSSLAIREMQIKTTMRYHLTP 

VRMVI1RKSGNDRCWRGCGEIG 

TLLHCWWDCKLVQPLWKTVW 

RFLRDLQLEIPFDPA1PLLGIYPK 

DYKSCCYKDTCTRMFIAALFTI 

AKTWNQPKYPTTIG*1KKMWHI 

YTMEYYAA1KKDEFI/SLVGTW 

MKLETI1LSKLTQEQKTKHHMF 

SF1TGSRTMRTHGCREGNITHW 

GLLRDSVNMVTQAH 


20286 


50654 


A 


20403 


2 


907 


RVPAMATSSFALPRILGAGARA 
PSRWLGFLGKATPRPARPSRRT 
LGSATALMIRESEDSTDFNDKIL 
MEPLKHSDFFNVKELFSVRSLF 
DARVHLGHKAGCRHRFMEPYI 
FGSRL\DHDIIDL\EQTATHLQLA 
LNFTAHMAYRKGIILFISRNRQF 
SYLIENMARDCGE\YAHTRYFM 
GGMLTNARLLYGPTVRLPDLMI 

rLH ILNINlrbKMVAVKlJAAls.M 

N1PTVGIVDTNCNPCLITYPVPG 
NDDSPLAVHLYCRLFQTAITRA 
KEKRQQVEALYRLQGQKEPGD 
QGPAHPPGADMSHSL 


20287 


50655 


B 


20404 


70 


1477 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in CSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20288 


50656 


A 


20405 


153 


688 


AHPLLRSSPEETSRSRKPRCATT 
NGFLRI PEKTTPWSPEVAIHRNR 
\ITPNKPPTVKSLEKVFC*LDKE 
A QK EKE SQ K * KG P V RM PTKTXL 
R1TT\RKTP\CGE\GSKDRWDRF\ 
QIEISQSRLH*LCTSPF*DLFKQI 
TFHQYLSPGV*GEKSPFADALS 
QISIHTIDDQFVKKKKKKKKW 


20289 


50657 


A 


20406 


26 


603 


RPRGTLRE YK V VGRCP AHS HK 

C HTPPL\ Y R\MRN F AP\N\H V V A 

KS/RAFWYFVSQLKKDEESLPG 

EIVYCGQGV*ESSPCGSKNFGI 

WLRYYDSRSG\THN\MYRE*PGP 

*PTAGGCSPSCYPRHGVARHAG 

PEAHFHFRFIERLEEIVAGQQNC 

RRPGCSKQFPRI SRFKFP\LAPPG 

SLRRQDKPRFYTTKRPNTFF 


20290 


50658 


A 


20407 


161 


418 




20291 


50659 


A 


20408 


1 


2580 




20292 


50660 


A 


20409 


3 


264 




20293 


50661 


A 


20410 


3 


j>02 


ALALLSPWVVDGTRHRGAGGG 
AHPGGSGRTGAHRGGGRLRHG 
GLQVPSPAPREGS*GPARNRAQ 
RRAVDRTQ*ECSSK£VYT*RLV 
PPPPLGHSHSSPE 


20294 


50662 


A 


20411 


2 


415 




20295 


50663 


C 


20412 


1 


1230 




20296 


50664 


A 


20413 


238 


1765 


VTAYHAATMNEVSV1KEGWLH 

KRGEY I KT WRPRYFLLKSDG SF 

1GYKERPEAPDQTLPPLNNFSV 

A ECQL\M KTERPRP\NTF VIPCP 

QLTNIIRGTL/HTLVSPNQRE\EW 

NPPYQVVPQQPSRGGPKARTP 

WNNK.CGSPK*LSHD*ENGSGGS 

ASHG/RKVTMNDSTYLNLLGK 

GTFGKV\ILFRKKATGR*FA\MK 

\IFRKKVINAKD*VAHNIQPRAG 

VLPEHPGNPFLQLR*KYAFPDP 

TTRPVPL*MEYAYNGGELFF\HL 

S\RERV\FTEE RA\RF YG AE1 VS A 

SEVTWHSRGRGNTRDNQSWKT 

LMLEQKMAHIK\ITDFGL\CKRG 

ASSDG AT\M KTFCETP\E YL AHE 

\1LEDN D YGRA VDW WG LG V VM 

YEMMCGRLPFYNQDHERLFELI 

LMEEIRFPRTLSPEAKSLLAGLL 

*\KDPKQRLG\GGPSDAKEVME 

HRFFLSINWQDVVQKKLLPPFK 

PQVTSEVDTRYFDDEFTAQS1T1 

TPPDRYDSLGLLEAGPADPASP 

QFSYSASIRE 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


20297 


50665 


A 


20414 


192 


866 


LSCRMRMLVLGQNPTLDSIDRS 
GVRSKCRI FN KLRESFHYNS AE 
LTISVNMSYNCCSGNFSSRSCG 
DYLRYPASSRGFSYPSNLVYST 
DLCSPSTCQLGSSLYRGCQEIC 
WEPTSCQTSYVEVQAPAKTSC 
YRPKNLPCSASPCKTTYSVGSLG 
FGSSSCRSLGYG\*GSCYSVGCG 
SSGFRSLGYGGCGFPSLGYGVG 
FCRPTYLASRSCQSSCYRPTCGS 


20298 


50666 


A 


20415 


312 


1420 


RSHSNAVPSVWNLTLPLDSGPH 

QSPASTTGPCTNTERSSVPMSCS 

PPACPTQCVLCSCTEGQIYCGL 

TTCPEPGCPAPLPLPDSCCQACK 

DEASEQSDEEDSVQPLHVVRHP 

QDPCSSDAGRKRGPGTPAPTGL 

SAPLSFIPRHFRPKGAGSTTVKI 

VLKEKH KKAC VHGGKTYSHGE 

VWHPAFRAFGPLPCILCTCEDG 

RQDCQRVTCPTEYP\C\RHPREK 

WPGKCCK.1CPEDKADPGHSEIS 

STRCPKAPGRVLVHTSVSPSPD 

NLRRFALEHEASDLVE1YLWKL 

VKDEET*GSGEVKYLAQGHTA 

R1FHLTQIKKVRKQDFPERGTA 

LPT A RWPPRRSLERLPSPDPGAE 

GHGQSRQSDQD1TKT 


20299 


50667 


A 


20416 


17 


1008 


KSGARSLQPQFLRAPEDGGPLS 
LPNAAMARGPKKHLKRVAAYP 
KHWMLDKLTGVFAPRPSTGPH 
KL\RECLPLI1F\LKDQTLSNALT 
GD\EVKKI\CMQRFIK1\DGKVRT 
DITYP\AGFMDV1\SIDKTGREFP 
VL/YLIDTQGVRFCL* HRIYTLR 
EGQSTSLCKVRKILLWAPKGIP\ 
HL\VTH\DAR\TIR\YPDP\LIQGE 
MNTHSRLI*KTGK\IT*FPSKFDH 
LVTCVMVT\GGA\NLGRNWVLI 
TQQRRSTLGSF*PLVHVK\DAN 
GNKLLATSDFSNIF/VVIGKGNK 
PW\ISL\PRGKGIPPHHLLEERDK 
RLAAKQSSWVKWGPWVTWSD 


20300 


50668 


A 


20417 


1 


1377 




20301 


50669 


A 


20418 


1 


2178 




20302 


50670 


A 


20419 


158 


250 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20303 


50671 


A 


20420 




860 


MDQTVK.SLMASEEEYSTKEEK 

YEKEMKLLEEKLKEAETRAEF 

VERSVAKLEKTTDDLEETLASA 

KEETWRFIRPGTRPYWNSATCF 

LLPGHKMAAEVHKLNPNVSEH 

DQERWHDAFGNGGADNHSKL 

QASTRRGGPLSQELLQSLAASL 

AAGGLTALSAEFTIGKGELMAH 

DVLWGCAPDEYDDLISGTCSHL 

PKGKTHD V LTG SDDGRH SNTS 

LAWGAGVQFNPTESVAIDIAYE 

GPGSGDWRTDGFIVGGLFCGV 

NMAVKIS\GVLKDGTGKPVQN* 

TIQLKAKRNSTTVVVNTLASEN 

PDEAGRYSMDVEYGQYSVILL 

VEGFPPSHAGTITVYEDSQPGTL 

NDFLCAMTES\DARPEALGRFG 

L Y W WK E VARNA S\A VGQNTA 

AAKKSASDASTSAREAATHAV 

DAGGFKNAQARTSSPDKAGSA 

G FKQGFPRG GNGINKRAT* RIK 

KVACR*SLMASEEEYSTKEEK.Y 

EKEMKLLEEKLKEAETRAEFVE 

RSVAKLEKTTDDLEETLASAKE 

ETW RF IRPGTRP Y WN SATCFLL 

PGHKMAAEVHKLNPNVSEHDQ 

ERWHDAFGNGGADNHSKLQA 

STRRGGPLSQELLQSLAASLAA 

GGLTALSAEFTIGKGELMAHDV 

LWGCAPDEYDDLISGTCSHLPK 

GK.THDVLTGSDDGRHSNTSLA 

WGAGVQFNPTESVAIDIAYEGP 


20304 


50672 


B 


20421 


34 


800 




20305 


50673 


A 


20422 


130 


368 


RQVITTLYIPYRRRHLSPPDPEQ 
PLNHKQNRKVNHGGTEFQVVV 
LPFPKMKINCYRRNQFFLFFFST 
VK.VPVGWSMVPLQAATAGAR 
L*NSDISPLKSQQTQDKFPSSKP 
PHIYIKK 


20306 


50674 


A 


20423 


1 


57 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20307 


50675 


A 


20424 


85 


874 


GPRGLVSMAGGSVEVTPSTFTC 
YLRPPSASPPTPPSHPGLLPRSPA 
LCSLHTGARTLPLFGGGRCSSA 
VLPPRPGP/RAGSGSGQRERFHR 
FQPTYPYLQHEIDLPPTISLSDG 
EEPPP*QVPCHLQVR\DPKQQL\ 
ELNRE\SVGAPPNRT1FDSDLMD 
SARLGGPCPPSSNSG/ISAPTCYG 
\SGGRMEGPPP\TYSEVIGHLPG 
GPSFQH\Q\QSSGPPSLLEGTR\L 
HPHTHSRP*RSAAIWSKEKDKQ 
KGHPSLGSPGGPGLGLRR 


20308 


— — — — 

50 7 


A 


— 




_ 


250 


ES VS ATEDLAPDA AQGEDN SEI 
KELLARENEPLPACNGPAQAQPS 
PTTERAKSQEEVLPSSTTPSPGG 
ALSPSGQPSSSVDAA 


2Q3Q9 


50677 


- — 


20421 




^ 




20310 


50678 


A 


20427 


1066 


1824 




20311 


50679 


A 


20428 




902 




20312 


50680 


A 


20429 




2163 




20313 


50681 


A 


20430 




1890 




20314 


50682 


A 


20431 




2882 


MKQQLPVSYLQV1FNHWASRJS 

GARGAGWGPVRLGRLCADRAL 

DGESRPGGGGQSGVPASEASQ 

KAAHGRRLPVPARLLRCAHSA 

LEPGRGSASSPRNSTTSDNDQPP 

DYSFSKRCDSHSLGFSLVWESR 

NLTLPPTSKLLHFSAFHFFIYKC 

RAEGHKLYKDLKNFLSAVKVM 

HESSKRVSETLQF1YY\SEWYGH 

EELKA1VWNNDLLWEDYEEKL 

ADQAVRTMEIYVAQFSEIKERI 

AKRGRKLVDYDSARH 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20315 


50683 


A 


20432 


1 


1791 


MPGARTSSSGASENHRARGQG 

GGPQGVGRMAEGKAGGAAGL 

FAKQVQKKFSRAQEKVLQKLG 

KAVETKDERFEQSANNFYQQQ 

AEGHKLYKDLKNFLSAVKVMH 

ESSKRVSETLQEIYSSEWDGHE 

ELKAIVWNNDLLWEDYEEKL\ 

ADQAVRTMEIYVAQFSEIKEVRI 

AKRGRKLVDYDSARHHLEAVQ 

NAKKKDEAKTAKAEEEFNKAQ 

TVFEDLNQELLEELPILYNSRIG 

C Y VTIFQNISNLRD V FYREMSK 

LNHNLYEVMSKLEKQHSNKVF 

VVKGLSSSSRRSLVISPPVRTAT 

VSSPLTSPTSPSTLSLKSESESVS 

ATEDLAPDAAQGEDNSEIKELL 

EEEEIEKEGS E A SS SEEDEPLPA 

CNGPAQAQPSPTTERAKASQEE 

VLPSSTTPSPGGALSPSGQLSSS 

ATEVVLRTRTASEGSE\RPKKT 

ASIQRTSAPPRRPPPPRATASPRP 

CSGNIPSSPTASGGGSAYTSPRAS 

LGTGTASPRTSLE1\*PNPE\PPEK 

PVRTPEAKENEN1 FTNQN PEELC 

TSPTLMTSQVASEPGEAK.KME 

DKEKDNK.LISADSSEGQDQLQV 

SMVPENMNLTAPEPQEEVSTSE 
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SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20316 


50684 


A 


20433 


158 


1830 


QLQSKMKLFWLLFTIGFCWAQ 

YSSNTQ/SKGRTSIVHLFEWRW 

VDIALECERYLAPKGFGGVQVS 

PPNENVAIYNPFRPWWERYQP\ 

VSYKLCTRSGVNEDEFRNMVTR 

CNNV\GVR]\YVDAVINHMCGYN 

AVSAGTSSTCGSYFNPWKLRTF 

PAIP\YPGWDFNDGKC\KTGSGD 

IENYNDATQVRDC\RLTGLLDL 

ALEKDY\VRSKIA\EYMNHL\ID1 

GVAGFRLDASKHM\WPGDIKAI 

L\DKLHN\LNSNWFPAGSKPF1\F 

QEVIDLRVGEPNLKASDYFGNG 

RVTEFKYGAKLGTVIR\KWDGE 

KMSYLKKWG\EGWGF\MPSDR 

ALVFVDNHDNQRG\HGAGGASI 

LTFW\DARLYKMA\VGFMLAHP 

YGFTRVM\SSYR/WAKHSFKKG 

NDVNDWWGPTQINNGWIKEV 

T1NPRH * L VGND\WV\CEH\RWR 

\QIRNM\VNFRNGSGMAQPFLQ 

NWYDNGSNQVAF\GRGNR\GFI 

VFNK*WPVIFI*LCKPGLPAGSY 

CDVISGDKVIGNCSAIKIPVSVD 

GKAHFSMSNSAEDPFLAIHAES 

K1VKFKIKCKSAKQKKKKKKG 

RPF 


20317 


50685 


A 


20434 


3 


383 




20318 


50686 


A 


20435 


1 


378 


CASGSSGWRPVLWAGAFTMAS 
AELDYTIEIPDQPCWSQKNSPSP 
GGKEAETRQPVVILLGWGG\SK 
DKNLVKYSA1YHKRKLLELLFD 
YE1EKEPPAFSLSSATVASCCTA 
TCWSSCRPVASAACV 


20319 


50687 


A 


20436 


1 


558 


CASGSSGWRPVLWAGAFTMAS 
AELDYTIEIPDQPCWSQKNSPSP 
GGKEAETRQPVVILLGWGGCK 
DKNL A ICY SAI YHKRGC 1 V IRYT 
APWHMVFFSESLGIPSLRVLAQ 
KLLELLFDYEIEKEPLLFHVFSN 
G/VRHAVPLTCWELLQTRRFCR 
LRVVGTIFDSAPGDSNLVGGSA 
GLGSHPGARG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20320 


50688 


A 


20437 


78 


1237 


CWSHSDTYWPRTPRPPPPGRPG 
PVVHLAQPVLHPEAGIPEFWES 
GSPGQTRGAALVLTVHICVSEN 
SPSPGGKEAETRQPVVILLGWG 
GCKDKNLAKYSA1YHKRNTAT 
LQPPLTYMRGWGLFLTGAPAD 
QYLIQIKRISQWLRGCIVIRYTA 
PWHMVFFSESLG1PSLRVLAQK 
LLELLFDYE1EKEPLLFHVFSNG 
GVMLYRYVLELLQTRRFCRLR 
VVGTIFDSAPG*QQPG*GL\SGP 
GQPSWERRARPMLRLLLLVAF 
ALGGSSCFHVLLAPITALFHTHF 
YGQAYRTRALAWPELYLYSRA 
DEVVLARDIERMVEARLARRV 
L ARS VDFVSSAH VSHLRDYPTY 
YTSLLCRTSMRKLRPLLKA1APS 
HLCSQKINALKPSP 


20321 


50689 


A 


20438 


3 


427 




20322 


50690 


B 


20439 


101 


1099 




20323 


50691 


A 


20440 


733 


2228 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


20324 


50692 


A 


20441 


582 


2595 


PPPPVRRRDPGPAVRPAGAMA 

KK.SAENGIYSVSGDEKKGPL1A 

PGPDGAPAKGDGPVGLGTPGG 

RLAVPPR\ETWTRQMDFIMSCV 

GFAVGLGYNVWRFPYLCYKNG 

GGVFLIPYVLIALVGGIPIFFLEIS 

LGQFMKAGSINVWNICPLFKGL 

GYASMV1VFYCNTYYIMVLAW 

GFYYLVKSFYTSTLPWATCGNY/ 

TWKHSPTCVEIFXRH EDCVANAS 

LANLTCDQLANR\RSP\VIEFWE 

NKVLKLSGGLEWPGALNWEW 

TLGLLACWVLVYFCVWKGVK 

STGKUVYFTA/THYPYVVLVVL 

LVRGVLLPGALDGIIYYLKPDW 

SKLGSPQVWIDAGTQIFFSYAIG 

LGALTVLGSYNRFNNNCYKDA 

IILAL1NSGTSFFAGFVVFSILGF 

MAAEQGVHISKVAESGPGLAFI 

AYPRAVTLMPVAPRWAALFFF 

MLLLLGLDSQFVGVEGF1TGLL 

DLLPASYYFRFQREISVALCCA 

LCFVIDLFMGVTDGGMYVFQLF 

DYYSASGTTLLWQA\FWECVV 

VAWVYGADRFMDDIACMIGY 

RPCPWMKR\CWSFFTPLVC\MGI 

FILNVVYYEPLVYKQN/TYVYP 

WWGE\AMG\WPFALS\SMLFVP 

L\HLLGLPSLRAKGHPWLKRW 

QH\LT\QPIWGLHPL/EELPRFRD 

ADVQGTLTHP*TPVSESSKVV\V 


20325 


50693 


A 


20442 




363 


MGKRGLILL1EACIAIAQPLQRW 
F V VPPRA G MP VTYD/HSN S AAG 
SPPV*NARLCSPGEKVLCRSQT 
GNFPHTPQEQAVPSAWNALPV 
QP*SH/GPSPMLVPCRCVCPMET 
RVQGSASPGGQG 


20326 


50694 


A 


20443 


747 


1389 


LGAVQLCPPPCRPCHRAALPGG 
LFPPPRPPHSPQAGPLHPQWTQ* 
PGSVGSPTQLSPEASRPQWPPT 
A\GSPRAGVHPGHGQA*SADISS 
AKQWTQVGPAGQGGSKFGKT 
KVPWQSGPLGWDPGARAGQG 
VG * ETRGPSLQL A WSDGEG V/P 
GWRGSYRGHRRGP*PPAPWPW 
SGGHPGSPMEWPCPGTELQMR 
NRAGSRDLHSLGRAPPAATAPS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20327 


50695 


A 


20444 


90 


1181 


RAEPHLQVPGVPGSAQKPQGT 

QMAPVSPRRGPQRGWHTLGAQ 

RLLPQA ALSSPAFPQHPGG RWA 

PRRRGQSSQGHSPESLPSERAQP 

HWNHPQLLSPCTPLSCP*GGPR 

QA/EQAGDSGSGTWVGLGAAP 

SERGAPMSARHWLRAPGRRPIF 

LLSALW*TPAWGGGPAASRSP 

GGPSSRVVGCPLCPLAPGPVPS 

VE*RPMSTKDLPPPSPR*KP/PA 

GPAPVVSPKAVGIPAWERPPTR 

PETEGAGGSCAERLLAPVEMAP 

VSRGQRRDPFPGSRHG/DPPTDT 

AALGGPRPPQHLPRTRQHWEI* 

GPGAPPTDTAALGDLRPQSPGL 

LMELG\P1SRDPHGRGPWQGPV 

GKLWPGGQGSCPQSPPV 


20328 


50696 


A 


20445 


2 


957 


1PSRKDHEKAEFEVHEVYAVDV 
LVSSGEGKVRRVPELAKRGD*E 
CSPDQMLLKLLFQAKDAGQRT 
TIYKRDPSKQYGLKMKTSRAFF 
SEVERRFDAMPFTLRY*AMIVL 
GTSLTHRPYTQEHFFLSLPA*TC 
SVHVLTPSLSLP1SFSLKVM*KS 
NPKHDFCLRVGA1LKYEQNGK 
T*WGVKDTSEYHLPCQ\AFEDE 
KKARMGVVECAKHELLQPFNV 

Li DPvtubr^KbLnrurrUY rvl^r 
L*VQKS*V*QRNFLSKH1F1FAIG 
EFVAQFKFTVLLMPNGPMR1TS 
GPFEPDLYKSEMEVQDAELKA 
LLQSSASRKT 


20329 


50697 


A 


20446 


85 


266 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


20330 


50698 


A 


20447 


207 


1759 


LSQRALRLSPRARSFSLSPACPL 

PCLLALSLALSSRIEGTLTTACG 

WGRETEAAAAQGKRGCSGGSR 

KMSGEDEQQEQTIVD/DSLVVT 

KYKMGGDIANRVLRSLVEASSS 

GVSVLSLCEKGDAMIMEETGKI 

FKKE\KEMKKGIAF\PTSISGTIN 

*PI/CHFSPFERSD\QDYIPPRKGD 

LVKMDLGVPCWMGFIANVASH/ 

SFVVDVAQGTQVTGRKAADVIK 

AAHLCAEAAVLRLVKPGNQNT 

Q VIAE A WNK V AH SFNCT P 1\EG 

MLSHSLKQHVIDGEKP*FQNPT 

DKQK\RAHEKADFEV\HEVYAV 

DVLVKPQERARPKDAGQRTTIY 

KRDPSKQYGLKMKTSRAFFSE 

VERRFDAMPFTLRAFEDEKKA 

RMGV\VECA\KHELLQPF\NVLY 

EKEG EF V AQ\FKFTV LLMP\NG P 

MRJTS\GPFEP\DFYK\SEMEV\Q 

KK\KA SKTAGE WPL VA FS A VLE 
TFRRKWKLGGLEVGPISPACCS 
CLHPPSHQTPRLCEVQFFFST 


20331 


50699 


A 


20448 


1 


3825 




20332 


50700 


A 


20449 


1084 


2429 


ARERSLRGSPAREREKERKCTA 
LSE*GEQMERKTNS*TKQTE*N 
RNEIGPRGAGPPGDAGSGRQPA 
LRPHVHKQTEKTTRVRTVLNE 
KQLHTLRTCYAANPRPDALMK 
EQL VEMTGLSPRVI RVWFQNK 
RCKDKKKS1LMKQLQQQQHSD 
K/SGEQPLGRRLESGGGCASAA 
VSACPFLGEPWEIQGELGAPDG 
VCLYLHSKASLGFEASYFVWD 
RGFSLSQWQPRVAGSGRCAEP 
KAAWQCAAPASRAGGLCTPSA 
AAERSPVEKEGSSDA1ECAPPR 
KAMQTLNHSRPGAPVSKVAEK 
ARPNSSTYCLLLAPQSLQGLTG 
TPLVAGSPIRHENAVQGSAVEV 

v^l I l^rr WlvALotr A Ll^SULJJl^r 

ARG PG APAR VPLHLPLPG VSA A 
PWSFSESGSLGNSSGSDVTSLSS 
QLPDTPNSMVPSPVET 
















20334 


50702 


A 


20451 


2 


205 


WDTSS*SLRTPRSRQVSTRPRR 
KKEKLPSKGMFSSVSLPQVLTQ 
RHQRPTCSWSLCWQPQHLILLR 
S 



2609 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20335 


50703 


A 


20452 


182 


411 


GRAWPAPPTSVTPRLRSPAESP 
RWPSAEERSSLP/VRGRRPGYG* 
VSCCGPRA PPG VNGDALRS ARP 
AQLPA*RPQRH 


20336 


50704 


A 


20453 


786 


1208 


GVHRGTHGRQKWRPCAPRAQ 
HSWGPGGRLPAGCRG*AGSCA/ 
PSLGL*CGAGPQGWGRRDP*TR 
RRTPRRPPRGPRPRVWMAPPAR 
SHPWRAAPRSAGAAPRPLGLG 
GRSGRETRPAPGGELQRPAAAG 
PPLMSCGWRVVLA 


20337 


50705 


A 


20454 


385 


727 


KAMSPVFPRHSKWDLDLSRPLF 
TSAALLSACKILK.LKVDKNKM 
VATSGVKKSYI*STV*TTREDW 
TAGRQRTWRCIYSTTEEKEDSG 
*SPSKGNGEGRGDAT*TTER*RS 
DTGL 


20338 


50706 


A 


20455 


568 


3382 


HPGWVARGPGAGEGHAAGCG 

PARCQAGGPLQDGGCGGQGHR 

FGGGHVPEIKGGGFPHAGACAL 

EERQPR*QP*GVGKRGGGLFHA 

SSSPSSGGSRTEPAEG*GGAVCR 

AGDLGHIDDAGDHGDSGK\KE 

RVEEEGGKPKHVLSTSGVQSD 

AREPGEESQKADVLEGTAERLP 

PIRASGLGADPAQAVVSPGQGD 

GVPGPAQAFPGHLPLPTKVEAK 

APETPSENLRTGLELAPAPGRV 

NVVSPSLEVAPGAGQGA 


20339 


50707 


A 


20456 


762 


1245 


LRQYSVKMRIVPTjLLNFGADP 
DLRDIRYNTVLHYAVCGQSLAS 
LVEKLALEYEADLEAKNKDGYT 
PLLVARY*QLIP1CLVKFLLE\KG 
ADVNASDNYQRTALILAVSGEP 
PCLVKLLLQQGGEICNEG\MVD 
SQLRNM F I SM VLLHRYPQFTAS 
HGK\QKHAfC 


20340 


50708 


A 


20457 


346 


608 


PKRRGAPLPVIPQSAS*KPKLPM 

GRPPPPVPSVSPGPLPGSLAIAP 

HSLEPHLVQSSCLVVPPKTKQS 

KRKPGRGAQAPTLPNATEFSVC 

RNDPKEGGRRSP*FPNRLLEPE 

APPRPSAGESPRPAAA/SPLPCSE 

EK/PTPQLCARERLA PSA APPPP 

PRCGPAPLLEPSAWTPELARRA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20341 


50709 


A 


20458 


340 


889 


SAPFSSGERTPGCPEASPFPGGG 
GGNARPSGPAPHPPSSAS*KPKL 
PMGRPPPPVPSVSPGPLPGSLAI 
APHSPEPQLVQSSCLVVPPKTK 
QSKRKPGRGAQAPTLPNATEFS 
VCRNDPKEGGRRSP*FPNRLLE 
PEAPPRPSAGESPRPAAA/SPLPC 
SEEK/PTPQLCARERLAPSAAPP 
P P PRCG PAP L L E PS A\E AEEGG W 

PGVRSPDEKGADQRQPSGPRLC 
SAPAPPRRS/PPRRRRPSNFVPED 
QPHYVPGSASAGPRRSPRPPRR 
ELGAPSHLP 


20342 


50710 


A 


20459 


148 


397 


GHKELVTGTEAIELAHAYETCH 

A VrK 1 1AJS.L V rN. 1 nlLJVObofc W 

RN LG VQQE/RQG WVHAYMIHEP 
E\P*HFGCSRRPLTQGTQRK 


20343 


50711 


A 


20460 


139 


272 


VLKPGGSYSFGSPSCNSSH*LIG 
FQKWKDVPCEDKFSFVCKFKN 


20344 


50712 


A 


20461 


440 


1167 


ARDSLQLSMAQTSSYFMLISCL 
MFLSQSQGQEAQTELPQARMSC 
PEGTNAYRSYCYYF*WKTRET 
W\VDADLYCQNM\NSGK.LGVC 
GSPRAEGCLFWPQL1*GGVGT* 
WTFNVLDLGLQ*PPKRTRRW\H 
WEQWGPLVSLQSSWGHWEPPS 
n f^i xipr:\v\r , vQi rn ncTPicpx! 

Kl_-Ll\rU\ I ItviLUL^^ 1 KJorvIN 

WKDVPFVKDKAFSFYVCKVQKT 
RGQAGK1QCLELTPAITNGVQK 
LNRTISPTQLNLVTLFSAEFALLI 
FNSFT 


20345 


50713 


A 


20462 




322 




20346 


50714 


A 


20463 




420 


DLYELVQYAGNIIPRLYLLITVG 

VVYVKSFPQSRKDILKDLVEMC 

RGVQHPLRGLFLRNYLLQCTR 

NILPDEGEPTDEETTGDISDSMD 

FVLLNFAEMNKLWVRMQHQG 

HSRDREKRERERQVSW\RCKCG 

TLQ\QIVLTG 


20347 


50715 


A 


20464 


1 


1446 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


20348 


50716 


A 


20465 


3 


2564 


LGAGAACCRLWGVAMPTTQQ 

SPQDEQEKLLDEAIQAVKVQSF 

QMKR\CLD\KNKRIGVRHKTML 

RNMLG\ELRTSMLSPKSYYELY 

MAISDELHYLEVYLTDEFAKGR 

KVADLY\ELVQYAGYNIYPQGF 

YLLVHSLSCNNVKSFPQSR\RD1 

LKDL VEMC RG VQH\PLRG L F LR 

NYLLQCTRNILPDEGEPTDEETT 

GDIRDSMDFVLLNFAEMNKLW 

VRMQHQGHSRDREKRERERQE 

LRILVGTNLERLSQVE/WCKCG 

TL\RQI V LTG ILEQ V VNCR D A LA 

QE YLMEC 1 1 Q VFPDEFH LQTLNP 

FLRACAELHQNVNVKNIIIALID 

RLALFAHREDGPGUPADIKLFDI 

FSQQVVATV 1 QSRVQDM PSE\D V 

VSLQVSL\INL\AMKCYPDRV\D 

Y V\DKVLGNNSGRIFNKLNLEH I 

ATSSAVSKGNFTRLLGKLPVGH 

FTNMILT\VL\KLKHFHPLFGYFD 

YESRKAS MSCY V LS\N VL\D YNT 

EIVSQDQVDSIMNLVSTLIQNDQ 

P\DQPVEDPDPEDF\ADEPEALV 

ARFIHLLRSEDPDQQYLILNTAR 

KHFGAGGNQRIRFTLPPLVFAA 

YQLAFRYKE1\SKVDDKWEKKC 

QK1FSFCPTKT1\SALIKAEL/AQE 

LPLRTFSFKGGT*LA/AGELGFG 

NHGXTVA Y\EFM SQGIFSVWKD/ 

EKSGDFPKAQLGWPFTFGSIGA 

LFERVEVLSVEEDSWNPLR\TQ 


20349 


50717 


c 


20466 


23 


385 




20350 


50718 


c 


20467 


16 


435 




20351 


50719 


A 


20468 




436 




20352 


50720 


A 


20469 


1 


747 




20353 


50721 


A 


20470 


1 


864 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20354 


50722 


A 


20471 




2138 


VGRAAAAAAAVAVPLAGGQE 

GSPGGGRRGSRGTTMVKKRKG 

RVVIDSDTEDSGSDENLDQELL 

SLAKRKRSDSEEKEPPVSQPAA\ 

SSDSETSDSDDEWTFGSHKHKK 

KGQARTLEQKGTMKKQANKT 

ASSGSSD/RTDSSAESSAPYEEGE 

VSDSDSNSSSSSSDSDSSSEDEE 

FHDGYGEDLMGDEEDRA RLEQ 

MTEKEREQELFNRIEKREVLKR 

RFEIKKKLKTANKKEKKEKKK* 

QEEEQEKKKLTQIQESQVTSHN 

KERRSKRDEKLDKKSQAMEEL 

KAEREKRKNRTAELLAKKQPL 

KTSEVYSDDEEEEEDDKSSEKS 

DRSSRTSSSDEEEEKEEIPPKSQP 

VSLPEELNRVRLSRHKLERWCH 

MFVFFAKTVTGCFVRIGIGNHNS 

KPVYRVAE1TGVVETAKVYQL 

GGTRTNKGLQLRHGNDQRVFR 

LEFVSNQEFTESEFMKWKEAM 

FSAGMQLPTLDEINKKELSIKEA 

LNYKFNDQDIEEIVKEKERFRK 

APPNYAMKKTQLLKEKAMAE 

DLGVD\QDKAKQIQDQLNELEE 

R A E A LDRQRTKN 1 S A 1 S Y IN QRN 

REWNIVESEKALVAESHNMKN 

QQMDPFTRRQCKPTIVSNSRDP 

A VQA A 1 L AQLN AKYGSG V LPD 

APKEMSKASVGQGKDKDLNSK 

SASDLSEXDLFKVHDFDVKIDLQ 

VPSSESKALAITSKAPPAKDGAP 










438 


709 


FLSQSWIFKQI RASRTLFL V AFS 
SNTFTSCRSFCSSSEAMGAGSG 
RSPELQPRRRRNRKPRAEPSNR 
AQTPTRTS/LRRCSLRPHRPCAR 
SR 


20356 


50724 


A 


20473 


2 


1315 


ILQKRIGGFLDALVRNSQPARY1 

N DYQLSN YGLDMLGPSLDPAP 

MASEELQKDLEEVKVLLEKAT 

RKTEKSKTETEIKNKLQQKSQK 

KAELLDNEKPAAVVAPITTGYT 

KGGGGEERGGEAPTSNEAQAT 

EVRGGAGGGKDKDDGDR£R\P 

RKTRGGRARTE*NNRHEQ*IQI 

KKRRETEKERRNEKGRRRHKT 

ATQKRRREERRARRVGEGTRK 

REQPAHEQEHATTTHTRPPAP/R 

RTRKTQTFTNRKERKKEE 


20357 


50725 


C 


20474 


43 


162 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20358 


50726 


A 


20475 


2 


363 


YEPLDSNKRIGTSSSSYVLCLCS 
SLAIFSNFMGNLLSFCGVLKLK. 
SLACIH*RFFFN*A**VFIHISSRE 
Q*FINVCSSCPAFFNPERRNELY 
ASLLSFVPSALVPIFEDNVSYLF 
VKSF 


20359 


50727 


A 


20476 


505 


2294 


VYSDAKSIYCLLFAHSQRPPCV 

FNENDPQNSGTVHTVFLVGLTD 

HRHARAKIESWAGEAAPFTLV 

AASADKLFGDLHISKYCGRIAV 

SVFQFQQYCGLCDSTS/SLQQY 

CGLCGST*HSGSTVASVAGLHI 

VAVPWPLWQDFTLWQYRGLC/ 

AQDFTLWQYHGLCGRTSRVAV 

PWPLWQYFTLWQYCGLCGRTS 

HC/GQYRGLCGRTSHCGSTVAS 

VAGLHVWQYCGLCGSTSRC/E 

QYHGLCGRTS/RLWQYHGLCG 

RTSYC/EQYRGLCGSTSRCG/MY 

RGLCGRTSH/WWQYCGLCSSTS 

YCSRTVA\LWQYFIL\CSTSY/W 

QQYHGLCGNTSYCGIL\QLQQY 

SGLCSSTSYWGSTVASVAVLHI 

AAVLWPLRQYFJLQQNRGFCG 

NTSYCG/SYFILWQYHGLCGST 

SYCG/SYFILQQYHGLCGSTSYC 

/EQ YRG LCG STS YC/TQYCGLCG 

SSSYC/AQNCGFCGNTSYCGSTS 

/VLQQYHGLCGSTSYCGRTV/V 

rrr.cTcvwnQTCvrncTUAci a 
rtuo loi Wuoloi Ukja 1 VAoLA 

VLHIVAVLCPL*QYFTTNKTKN 

KTKPGSCHLTYFGGAAGGPSL* 

APGGVAGTVGSASRSASWGLP 

EWICCLRDPKSLSFPYWGFEVW 


20360 


50728 


A 


20477 


2 


554 


LSSTGGLHAGRLCCSPCLLVIPL 
KSSQHIF\RVL\NTNIRLGRRKNS 
PLPITAHLRVWARRYA\HVVLR 
K A DIDLTKAR AGELATEDEWER 
VITH/ILQNPRQYKDPKTGFFEQ 
DKKDVKVDGKYSQVPSQLVWD 
NKLP*KTWEPTERRFRAH*/RGL 
RHFLGAFRVRGQAHQEPLGRR 
GRHRWVCPRRK 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20361 


50729 


A 


20478 


50 


774 


LFGVVYTGFCLGVWTAGVGGV 

PGPNFPRPILTLVRGP*GKGVG 

WVAGPGQLRPTGPWSPVSHPT 

PPGPLSISYRAQAAGGQGPAPM 

THPQGRQEP*RQLPPGGPLA/RH 

PPKAPDPARPHP/RQHRGPS/ST 

APKGRCWQHKQEPSGHPAGHT 

PGRPG/PPQAPPRPSPWVGPGPQ 

TPTPCP*DEPHRPPGLQPWRPFS 

PLAMAPMGRLQALPGLDQRGQ 

TVSPLRLLGALESLAWLPSAFIA 


20362 


50730 


C 


20479 


156 


908 




20363 


50731 


B 


20480 


1 


804 




20364 


50732 


C 


20481 


278 


551 




20365 


50733 


A 


20482 


169 


1144 


INYSLEKHVGALGRVLFSL*RA 
GCPGMGSTRERGLYLGK.HRGS 
GGIW*ALAGP*KSRGDSVSLTQ 
GHTHVCSRSPR*ADSPPG/SHLS 
PVPHSVEVAGHVLVPATRAAV 
PCSASAGA*QSTYRTGVHQGNP 
TV * TK/PSRR PSG G VAK* FLPS A 
VRGEPGAKPLVDDLLPGWSLA 
THGQPPLVAAPGSGLWGRPAD 
A*GCETAGGSPCPRSTSRPSGPS 

AGDQWRSHGYLPPSREL*G/W 

MPPSRPATLPQLAFARQRQGNR 

FDAAFESSGEDFHQMPRVGRM 


20366 


50734 


C 


20483 


31 


90 




20367 


50735 


B 


20484 


48 


197 
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SEQID 

ISO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20368 


50736 


A 


20485 


5447 


5642 


PRDMESC YN PGLDGI I EYDDFK 
LNSSIVEPKEPAPETADGPYLVI 
VEQPKQRGFRFRYGCEGPSHGG 
LPGASSEKGRKTYPTVKICNYE 
GPAKIEVDLVTHSDPPRAH\AHS 
LVGKQCSKLGICAVSVGPKNM 
TAQFNN LGVLHVTKKN MMGT 
MIQKLQRQRLRSRPQGLTEAEQ 
RELEQEAKELKKVMDLSIVRLR 
FSAFLRASDGSFSLPLKPVTSQP 
IHDSKSPGASNLK1SRMDKTAG 
SVRGGDEVYLLCDKVQKDDIE 
VRFYEDDENGWQAFGDFSPTD 
VHKQYAIVFRTPPYHKMKIERP 
VTVFLQLKRKRGGDVSDSKQF 
TY YPL V EDKEE VQRKRRK A LP 
TFSQPFGGGSHMGGGSGGAAG 
GYGGAGGGGSLGFFPSSLAYSP 
YQSGAGPMRCYPGGGGGAQM 
A ATVPSRDSG EEA AEPSAPSRT 
PQCEPQAPE\MLQRAREYNARL 
FGLAQRSARALLDYGVTADRR 
ALLAGQRHLLTAQDENGDTPL 
HLAIIHGQTSVIEQIVYVIHHAQ 
DLGVVNLTNHLHQTPLHLAVIT 
GQTSVVSFLLRVGADPALLDRH 
GDSAMHLALRAGAGAPELLRA 
LLQSGAPAVPQLLHMPDFEGLY 
PVHLAVRARSPECLDLLVDSGA 
EVEATERQGGRTALHLATEME 
ELGLVTHLVTKLRANVNARTF 
AGNTPLHLAAGLGYPTLTRLLL 


20369 


50737 


A 


20486 




346 


PQTITDTELWVTLTVEVWDIST/ 
LFPGN*SHA/TLPSH*NLITLTPL 
N ANI/A ] PQHALKGL KPVITRLL 
QHGLLKPINSPYNSPILPVQKLD 
KSYRLVQNLRLINKIVSPIHPVV 
PN 


20370 


50738 


A 


20487 


1 


808 


YGTSLLLPWQLITCPLPSH*NLI 
TLTPLNANI/AIPQHALKGLKPVI 
TRLLQHGLLKPINSPYNSPILPV 
QKLDKSYRLVQNLRLINKIVSPI 
HPVVPNPPAFTSQITQAVSQAL 
GIQWNLHIPYHPQSSGKVERTN 
GLLKVHLTKLSLQLKKDWTVL 
LPLALLRIRACPRDATGYSRFEL 
LYGRTFLLGPNLIPDTSPLGDYL 
PVLQQARQAANLLLPTPDPQPH 
EDTLAGRSVLVKNLTPQTLQPR 
WTGPH FI I YSTPTA VCLQDPPH 



2616 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hoJ 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20371 


50739 


A 


20488 


2 


513 


CCPIASEAQ*T1TDAELWVTLTV 
EAQSLLRVFLSYLPTLTHKYGT 
SLLLPWQP1TCPLPSR*NLITLTP 
LM/GQYPIPQHALKGLKPVITRL 
LQHGLLKPINSPYHSPILPVLKP 
DKAYKLVQNLRLIYQIVLPIHP 
VVPNPYTLLSSVPPSTTHYSVL 
DLKHAFFTIPLQP 


20372 


50740 


A 


20489 




1893 




20373 


50741 


C 


20490 


1 


1806 




20374 


50742 


A 


20491 


1 


645 


MTSGPQINQPKKH LTNFKSEPS 
DL/FPSSPGCSLPAED*RCPIALE 
AP* Tl TQ A\RVTLI VEG KS VPL V 
NTEATQSTLPSFQGPVSLAS1TV 
VG1DGQASKPLKTPLLWCQLG 
QHSFMHSFLVIPTCPVPLLGRDI 
LTKLSASLT1PGLQPHLIATLLP 
NPKPPSCLPLLSPHLNPQVWDIS 
TSLATDHMP1TIRLKPNIIPYPAQ 

tvt^ i r Jrt^rl/\LrvlJ 




50741 




20492 


— 


328 


I.GSGAWGGGDLPWEINPESSCS 
LLREKDLLTTSGPQTVTSPRNISP 
ILNRDPTVQLTWQPLPEPLELW 
PKAL 


20376 


50744 


C 


20493 


183 


254 




20377 


50745 


A 


20494 


1 


511 


MWKGPKGLDMYGKSSVSPKTS 
DILGRDTLLLALKVQTVVLQTA 
CGEGHVAG1MCGRPLETEGSLQ 
LTATKKLRDSVLQPKSPEFCQQ 
FTRAWNRTQVPDETEAPAGTY 
AAQSGDLPWE1NPLSSCSLLHE 
KDPPTASGPQT\TSPRNISPILNR 
VSEVSDHAGTPALVLHP 


20378 


50746 


A 


20495 


1 


1108 


MWESLELPGNIFNGFDQNADN 

DMDDEIQAEVISDGDEEFVGN 

WNKPRDLVPCILATLALTKRGQ 

DTAQTMASEGARPKHWQLPGG 

VG PVG AQKSRIE V WEPLPIFRR 

MYGKACMSRQKFAAGAGFSW 

Y VPVA VVG AKVHDVN LHMLS 

FPSKWKLHTCMKFGAVTQIVTS 

LGRSSCSLLLEKDPPMVLRPTSP 

RNISPI SNLTKETRFIRGPKTPAP 

VTDWEGSLPLVFNHCRDASLI I 

HPGFRGVRPRRDACLSPSPLAN 

L INLTFKV YNNRKKLQFL A FTV 

RQTSAMSPAHKNFQTPEPQRPG 

IPPEPPPPGACYKC/HEIRPPGQG 

MPAAQDSS*ATS/LSVRDPTGN 

WTVQLTWHPLPEPLELWPKAL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 












„ Q2 


WPSGQGMPAAWDSS*AASHL 
WQPLPEPVLELWPKAL 


20380 


50748 


c 


20497 


80 


106 




20381 


50749 


A 


20498 


196 


575 




20382 


50750 


A 


20499 


1 


505 


TKETRFIRGPKTPAPVTDWEGS 
LPLVFNHCRDASLIIHPGFRGVR 
PRRDACLSPSPLANLINLTFKVY 

XPMPk'k'T r»TTI AFTVOHTC A MQD 
INNKJs.K.L^rLAr 1 V K\£ 1 oAMjr 

AHKN FQTPEPQRPGIPPEPPPPG 
ACYKC/HEIRPPGQGMPAAQDS 

C*ATQ/I Q\/P HPTfTMWTVrU T\X/ 

HPLPEPLELWPKAL 


20383 


50751 


A 


20500 


372 

— 


563 

— 


LRSADLPWE1NPLSSCSLLHEKD 

PPTQQflPfYTvTXPPMIQPTT ~KUVW 
KtlKflKUrRJ rArVMlJ 








20501 






u/c*np*n r^ci tr i n ip pp i n tpqq 

Wb K^r ULujl 1KJ 11 IKKKI 11 IKoo 

SSSSSSSSSSSKSNSDWQPLPEPL 
ELWPKAL 




52Z£2 — 


^ — 




lib 













2Qgqo 








20387 


50755 


A 


20504 


99 


246 


DLIFHQRHSVSAESLTMHGLNN 
*QTSAKRVVQG\TWQPLPEPLE 
LWPKAL 


20388 


50756 


A 


20505 


654 


719 




20389 


50757 


A 


20506 


71 


951 


LRSGDLPWEI/NPLSSCSLLREK 
DPPTTSGPQTATSPRNISPISNPR/ 
PK ETRFIRGPKTP A P VTD WEG S 
LPLVFNHSRDTSLIIHPGFRGVR 
PRRDACLGPSPLAASPTFLGKG 
PAAPRQTELGPNSSSASAPPPYN 
PFIASPPHTWSGLQFPSMTSPPP 
PAQQFTLKK.VAGAKGIVK.DLIN 
LTFKVYNNRKKLQFLASTVRQ 
TPATSPAHKNFQTPELQQPGVP 
PEPPPRGACYKFQKSGHRAKEC 
LQPRIPPKPHP1CVGPHWKSDCP 
THLAATPRAPGTLAQGSLTPSQI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20390 


50758 


A 


20507 


1 


1010 


CSEYEDSSPAPVPATDLSSTLSS 
S VPQPQDTGTSQQ L H PLDP WH E 
LLRAQELQGATNHKGYSHAEH 
EHAGLGVQGGNGALAFSNSGH 
RHAVPT1SSGTGRRRTPSSSAFG 
LLNLHQWFVSGFQAFSDRLKA 
ALSASLLLRFGDSDWLPSSSAC 
KCLMLGLHFVIVGNICATLKEK 
YSSMLHLDVTMKKNGEKRTRL 
QKRKKGMPPHPAYEDLNIAAIT 
LPANVVLHQPSGFRTSGQLDPV 
W WSLDTDAHEI WCQDPG LG SG 
DFPWEITPLSSYSLLHEKDPPTT 
SGPQT\TSPRN I SPI SNPRQRRQ V 
LSMDPKLRH RSRTGKA AFPWC 
L1IAGTPL 


20391 


50759 


A 


20508 


3 


539 


IVDDCGGAFTMGVIGGGVFQAI 
KGFRNAPVCRLLSEAPLF1YSCS 
RSVSPTVNVSSERAESRPTLFM 
AVSLHMAWCLAH1GIRHRLRG 
SANAVRIRAPQIGGSFAVWGGL 
FSTIDCGLVRLRGKEDPWNSITS 
GA\LTGAVIAAARSAPLAM\VGS 
AMMGG1LL/ALIEGVSILL/TR*T 
ATV 


20392 


50760 


A 


20509 


3 


778 


GEQRAALPPAPKECTHPNVTNT 
LVQAESSDAGVRLRWGRGLTA 
RPDASAMEEYAREPCPWRMVD 
DCGGAFTXMGVIGGGVFQAIKG 
FRN APVGIRHRLRG SANAVRIR 
APSTTGSFAVWGGLFSTIDCGL 
VRLRGK.EDPWNSIT\SGA\LTGA 
VL\AAP\SGPLAMGGLQQ*WGG 
ILSAPHLRAFGILL\TR*TA\QQF 
RKWAPNSLEDP\SQ\LPPKDVT\P 
A PG YP\SYQQYHLRKPLATMGA 
TSSVPFPDGSTLKGRAGFPG 


20393 


50761 


A 


20510 


1 


231 


LRWRV WSLSLLMFRC VRSFFLL 
VGSWSRWFRSEAADLCGECYS 
S*GSTSGVVRFSRWACGLAGLR 
SEAADLAPPTSC 


20394 


50762 


A 


20511 


318 


494 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20395 


50763 


A 


20512 


1 


1234 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

G VSH ITRHDMLQI PKQQQNEKY 

QVPQFDQST1KNIESAKGLDVW 

DSWPQQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWK.NAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLF YTD Y SG SLLRSQM 

PCADLSILKEAAETLDSTSTRNS 

AFLGNTHDEAPIVHVFIPSLAYS 

TNIWSLIFNPTTMIMMCSRDWL 

SSCENKRVDLAFGLVYSGTPVQ 

KLEQMKPSPQLGCNHFESKDR 

NDFLFAPEE1 EKDPQGESLLCDF 

MTKTPKAMAT1CAK1DKWDLIK 

LKSFCTAKETT1RVNKQPTEWE 

KN F A I YP YDKGL1 S RI YKELKQI 

YEKKIKQPHQKVDERRLLNLTT 

DRLTGEKAYRF1KVQVLRVTQ 

GMKIQRRARSKELQGDG DE1QR 

WKRLH SPPRLLGEEPHR1 1 FKLD 

SANDMHKSAPFSSLQSPLWHQP 

VMQEVERQYKEKKDLVREGG 

KCRCQGRPGKVVLTELSLEAR 

GGWMEDIPSRRTSKCGPWELV 

S HC VQN WWV LGLTDFKNE AS 

DPRG VKLQTFT V S VT AL KA A R 

LELLVLPGGLVVSLASG VKLQT 

FAVSVTAHKRSVDPK.TEGAGS 

GLGQPRKGLSQCSSGPKG*YPE 

STKNLNKFTRKKSNNPIKRLMK 


20396 


50764 


B 


20513 


1 


531 




20397 


50765 


A 


20514 


1 139 


1562 


GALQPTAALWEPLSGLAKARA 
GTLSLQGSVEGVA*AGTGAAC 

LjAt_.UrLiLr VrvJOtvULOOriv luo 
oKr ALorir 1 1 fctUKUl^K V K^LtK^Ls 

GGVWHRMEIHEQHVGKQQEE 
GDVEDHIPGEDHEGGGEERHIV 
PKQLLVLVDRFLPK 


20398 


50766 


A 


20515 




1597 




20399 


50767 


A 


20516 


461 


1601 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


20400 


50768 


A 


20517 




914 


MNNLRRAALRAVTLTAKVCSF 
TPEPARPQTHQKEETPNTSEHQ 
KEQTPDTPPLRTVTLTARVHGFI 
LEVSETKNPPIPDTPATREAEGL 
RSRLAVYSTRDSPCVACSGSYT 
QAQGSLG RK.FQDPVSLFEDLTK 
NTPEPNLRPITSKPVLVQETLSN 
FALFLKESNGPWKVWGSH/IKG 
LT*KALHGFVHVH\EFG\DNTAR 

Uot-brlU JJLU yLULL 1 rvINO V /Y 
DVSl KrUtSrl55UJL»rlUllU\Kl L 
VVPWKKPDDFGQRVGNE\ESSK 
TAGNAGKSVWPCGVNWIAQ 


20401 


50769 


B 


20518 


8 


173 




20402 


50770 


C 


20519 


13 


180 




20403 


50771 


A 


20520 


3 


486 


VTETWKCAGIPHRYRSFESC/IW 
NPVINSDRMDYAGPVCFKNADI 
GRCAHEKLRED*DGAAPGEIGI 

Apr aha TpVF A TPTP\/ 1 Tlinvr* 

AIAFDDTKVKNRLTIELEVRTE 
AEFRLLFYMARINHADFATVQL 
RNGLPY 


20404 


50772 


A 


20521 


1 


459 




20405 


50773 


A 


20522 


2 


239 


SDSSGSREVDPVAATTMPGAA 
GVLLLLLLSGGLGGVQAQRPQ 
QQRQSQAHQQRGLFPAVLNLA 
SNALITTNATCGEKGPEMYCKL 
VEHVPGQPVRNPQCRICNQNSS 
NPNQRHPITNAIDGKNTWWQS 
PSIKNGIEYHYVTITLDLQQVFQ 

IAVVIWA ANCPOPfJMWII COST 

nmAFVi^ a wn*H\ a vtifitp a i 

LfiJ V \fc 1 rv/\ W rl\/\V 1\U IC-Aij 

TP*PN*SPELGHRQNAQD*\EVI 
CTSFYSKIHPLENGEIHISLINGR 
PSADDPSPELLE 


20406 


50774 


A 


20523 


2 


445 




20407 


50775 


A 


20524 


1 


2765 


MGRRRLLVWLCAVAALLSGA 
QARGTP\PWRGLR/LPGASRYSL 
YTTG WRPRLRPG PHKALC A Y V 
VHRNVTCILQEGAESYVKAEY 
RQCRWG PKCPGT VT YRT VL RP 
KYKVGYKTVTDLAWRCCPGFT 
GKRCPEHLTDHGAASPQLEPEP 
QIPSGQLDPGPRPPSYSRAAPSP 
HGRK.GPGLFGERLERLEGDVQ 
RLAQTYGTLSGLVASHEDPNR 
MTGGPRAPAVPVGFGVIPEGLV 
GPGDRARGPLTPPLDEILS 
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SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


20408 


50776 


A 


20525 


2 


363 


RFTKVEMKEKAMLSAAREKGR 
VTHKGKPISLKADLSAETLQAR 
REWGPIFNILKEK.NFQPRISYPA 
KLSFI SEQE1 KYFTDKQMLRDF V 
I TRPALKELLKE ALN M ERNNW 
YQPLQKHAKL 


20409 


50777 


A 


20526 


1 


1566 




20410 


50778 


A 


20527 


1 


1604 


MAILFEMRLGQQSSAKFPGFQS 

SFFPVIPVNKPSGKFKRDRAHFS 

STRLLWPDCQISQLWGGYLRK 

KGSSPSQGLIDK.TPSPWKKAPR 

ERGGCGRSFSRFKHPCLTALKR 

AADLPAQHSSSAKDTSQKGPTD 

TSYRRALAGIWQVPPLGRSFQK 

KDQAAIFAVVQPLQVIPRQTGS 

GVDLQQTSADWQQRGLTVRR 

KTNKQKGIACSLKDPIRGHQHQ 

RPKDHNFSPAREQNWTENEFD 

KLTEVGFRRWVITNSSELKKHV 

LTQCKDAKNLERSLEELLTRIPS 

V EKNINDLM ELKN TARELRE A 

YTSFNSPIDQAEERISVIEDQFN 

K1NREDKIREKRIKRNKQSLQEI 

WDYVKRPNLQLIGVPESDKEN 

GTKLENTLQNIIQENFPNLAREA 

NIQ1QEI\QRTPQRYSLRRATPRH 

IISV/RFTKVEMKEK\MLKAVRE 

KGRWTHKGKPIRLTTADLSAET 

LQARRQSGGQYFNIL*RKGIFQP 

R\ISYPA\KLSFISEGEIKYFIDK\Q 

MLRDFWTTRDWPALKEHQAC 


20411 


50779 


A 


20528 


58 


1081 


SSMAKPCXGVRLSGEARKQVEV 

F RQNL FQE AE\EFL L R\FLPQKII 

Y\LNPASFQEDFPFNVA*/LLNLS 

SGAPLGHPPIPRPLHPKDDEMVE 

TDKAGRRKEVP*SVGFFPWGN* 

GKFL\SLVCPGLKPE\VWDFSKR 

NCILGDLHWIQTPDSPRFEDGN 

DFGGSQSRKKVLEKG*MPVKT 

KV\EAF\QTTISKY/FSSERGDAC 

GPRPPKETHVMDYRALVHERD 

EAAYGELRAMVLDLRAFYAEI 

VKSSGIGAHVSFKVQNIHSSYC 

SGPTVSPTCVTGLPASQSPDSG 

AQLASSSGSHTCAAGGAACQS 

RALRLHSSALGWSMGLGTVEQ 

GAALIEEVQAAQEPTEG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in (JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














KEGCELCRCCCRPGPPASSHGQ 
PHHVFPH/VLSMASPWAVSPSS 
VN VSQFFIC/TCQDA KTEWLDC 
KHVVFGKVKDGMN1VEVMEH 
LGSKNGKISNQQEDHHC 


20413 


50781 


A 


20530 


245 


740 


GAWKARSDCSSNP*NYVNRLE 
LFADKVPKTAEKF\QALSTGEK 
GFGYKGSIAFHRJIPGFYTCQSGD 
FTRPYSIGGKSHLPGRNLMTRT 
FILKHTGPGILSMANAGPSVNV 
SQFFI\CPAKMPRTEW\LDCKHV 
VFGKVKDGMNIVEVMEHLGSK 
NGKISNQQEDHHC 


20414 


50782 


A 


20531 


135 


1427 


GKPTFASRQQPLAEECPASSAL 
QRRWLWRWRWWLRRRRRQR 
RSSGSCQGQPAGPLGGPPANRG 
AAPQGSMAMNYNAKDEVDGG 
PPCAPGGTAKTRRPDNTAFKQQ 
RLPAWQP1LTAGTVLPIFFIIGLI 
F1P1GIG1FVTSNNIREIEIDYTGT 
EPSSPCNKCLSPDVTPCFCT1NF 
TLEKSFEGNVFMYYGLSNFYQ 
NHRRYVKSRDDSQLNGDSSAL 
LNPSKECEPYRRNEDKPIAPCG 
Al AN SM FN DTLELFLIGNDS YPI 
PIALKKKGIAWWTDKNVKFRN 
PPGGDNLEERFKGTTKPVNWL 
KPVYMLDSDPDA* WIHKADDFI 

\/\H/A/fRTA AT PTRI?k*I MT?T IfYPlt' 
Cm UDTI DAT.DVCI \1V\MAVVD 

VHYFDARKRMIMSA1SWMGGK 
NPFLGMAYFAVGAISFHLGVAL 
LGINHK.YRNSSNTADITI 


20415 


50783 


A 


20532 


1 


370 




20416 


50784 


A 


20533 


1 


1104 


LREFANFDFD1WRKKYMRWM 

NHKKSRVMDFFRR1DKDQDGK 

ITRQEFIDGILSSKFPTSRLEMSA 

V ADI FDRDGDG YIDYYEFVAAL 

HPNKDAYKPITDADKIEDEVTR 

QVAKCKCAKRFQVEQIGDNKY 

RFGDSQQLRLVRILRSTVMVRV 

GGGWMALDEFLVKNDPCRAK 

GRTNMELREKFILADGASQGM 

AAFRPRGRRSRPSSRGASPNRST 

SVSSQAAQAA\SPQVPATTTPK 

GTPIQGSKLRLPGYLSGKGFHS 

GEDSGLITTAAARVRTQFVADS 

KEGLPSRPGSSSLEAKFGSR\AS 

SRRGSDASDFDISEIQSVCSDVE 

TVPQTHRPTPRAGSRPSTA KPS 

K.IPTPQRK.SPASKLDKSSKR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20417 


50785 


B 


20534 


527 


4627 


















20419 


50787 


A 


20536 


1314 


1577 


HGSGSAPTCRWPRTQGRCREIC 
ADGFSGVMRNCTG*EAASGR* 
CK.SFVHVYLQLRCACSVCHSA 
GSDSFQLQRSPHTPSTCTHALV 


20420 


50788 


A 


20537 




1652 


MQATKTESGRNGKPGQPSNRC 

HYLLNQGWVANSGKGGRTN1P 

DKELKSGDDPENVHITSFQYLA 

LAAFPRGRARDLQLAMTEPPHP 

SVGSCAARASLTSAAPCSTAPSP 

INHPKAEECGCTARDWQAAPP 

A A R VRDPLG E AS W A PES E Y VC 

NCSVVGSLNVNRCNQTTGQCE 

CRPGYQGLHCETCKEGFYLNY 

TSGLCQPCDCSPHGALSIPCNSS 

GKCQCKVGVIGS1CDRCQDGY 

YGFSKNGCLPCQCNN\RSARCD 

ALTGACLNCHENSKGNHCEEC 

KEGFYHSPDATKECLRCPCSAV 

TSTGSCSIKSSELEPECDQCEDG 

YISPNCNKCENGYYNFDSICRK 

CQCHGHVYLISTPKICKPESGEC 

INCLHNTTGFWCENCL*GYVH 

DLEGNCIKKEVILPTPEGSTILVS 

N A SLTTS VPTPVIN STF\TPT\TL * 

NII1LTVIIIGVVLLMGFEGAGY 
MYRENQNRKLNAPFWTIEL1CE 
DNISFSSYHDSIPNADVSGLVED 
DGNEVAPNGQMTLTTP1HNYK 


20421 


50789 


A 


20538 


1 


177 




20422 


50790 


A 


20539 


1 


480 




20423 


50791 


A 


20540 


410 


896 


FSCLKRMH1KAMPEDAKGQDW 
IALVKAAAAAAAKNKTGSKPR 
TSANSNKDKDKDERKWFKVPS 
KKEETSTC1ATPDVEKKEDLPTS 
\SETFGLHVENVPKMVFPQPEST 
LSNKRKNNQGNSFQAKRARLN 
KITGLLASKAVGVDGAEKKED 
YNETAPMLEQV 
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SEQ ID 

IVO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


20424 


50792 


A 


20541 


1 


1526 


LKDEEDFFDFKAGEEVLARWT 

DCRYYPAKIEAINKEGTFTVQF 

YDGVIRCLKRMHIKAMPEDAK 

GQVKSQHPLSWCCPIDPAGSCN 

QSMGSEDWIALVKAAAAAAA 

KN KTG SKPRTSANSNKDKDKD 

ERKWFKVPSKKEETFNLLLATP 

DVE/RRKEDLPTSS/EKHL*GLH 

VRRNVPKMVFPQPESTLSNKRK 

NNQGNS\FQAKRARLNKITGLL 

ASKAVGVDGAEKKEDYNETVA 

PMLEQA\1SPKPQSQKKNEAD1S 

SSANTQKPALLSSTLSSGKARS 

KKCKHESGDSSGCIKPPKSPLSP 

ELIQWEDLTLVSQLSSSVINKTS 

PPQP VNPPRPF\KH\S E RRRRSQR 

LGTLP\MPDDSVEKVSSPLSSPL 

D/EGKVFS/LSSSSKISQESSS/IPE 

VPDVA/HICPLEKLGPCLP\LDLS 

RGSEVTAPVAS\DSSYRNECPRA 

EKEDTQMLPNPSSKAIADGRGA 

PAAAG1SKTEKKVKLEDKS\STA 

FG1RSWDFSALLMK1PSYSPISLS 

GLPES 


20425 


50793 


A 


20542 


363 


1187 


FH1TMCGICCSVNFSAEHFSQDL 
KEDLLYNLKQRGPNSSKQLLKS 
DVN YQCLFSAH VLH LRGVLTT 
QPVEDERGNVFLWNGEIFSGIK 
VEAEEN DTQILFN YLSSCKN ES 
EILSLFSEVQGPWNAFIYYQASS 
H YLWFGRDFFGRRSLLWH FSN 
LGKSFCLSSVGHPNIWNWQISG 
KKFQHLDFFR1DLKSTVISRCI1L 
QLYPWKYISRENIIEENVNSLSQ 
ISADLPAFVSVGSQMEGQTVSL 
EKPVVPLNMDVATSWHWETH 
AVFFPCATYR 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


20426 


50794 


A 


20543 


1140 


2372 


CCH1CLHWRLIAVIFPMCHLQER 

YFKSFLLMYT*KEVIQQFIDVLS 

VAVKKRVLCLPRDENLDSQME 

VLENV* * GKAN VGNPVFWGGL 

D/CPWLLATLLDRHIPLDEPLVL 

LNVAFIAEEKTMPTTFNREGNK 

QKNKCEIPYPKNFSKDVAAAA 

ADSPNKTCQCVPDRITGRAGLK 

ELQA VSPSR1 WNFV EINVSMEE 

LQKLRRTRICHLIRPLDTVLDDS 

IGCAVWFASRGIGWLVAQEGV 

KSYQSNAKVVLTGIGCRWSNL 

QGYSPSSVSAFKSHGLGRIGIKE 

IMMELGRISSLEILGRDDRWIG 

DHGKEARFPFLGVRMLSPFLNS 

SARFGEKANLDFTPRGIGEKLPF 

NALQPVELG\LTASALLPKRAM 

Q\FGSRIAKMEKINEKASDKCG 


20427 


50795 


B 


20544 


70 


464 




20428 


50796 


A 


20545 


18 


552 




20429 


50797 


A 


20546 




1257 




20430 


50798 


B 


20547 


223 


342 




20431 


50799 


A 


20548 


9 


5293 


KIHRHRLSPATEKGAASSGEGD 
K.DPPPPAHED1AVKGTATAAGT 
GPGTGAAAAAAAAAVPPPHPNI 
R ALQTQAPQQ1PRG PVQQPLED 
R 1 FTPA VSAVYSTVTQ VARQPG 
TPTPSPYSAHEINKGHPNLAATP 
PGHASSPGLSQTPYPSGQNAGP 
TTLVYPQTPQTMNSQPQTRSPF 
FPKGLKIQPP\RATIPNSKSFPFV 
PGAQTPTAVYQG*FRHIM\M\V 
NHLPLPYPVPQGPQYCIPQYRH 
SGPPYVGPPQ 


20432 


50800 


A 


20549 


1 


78 




20433 


50801 


A 


20550 


1 


2805 


MAKGFYISKSLGILGILLGVAA 
VCTIIALSVVYSQEKNKNANSS 
PVASTTPSASATTNPASATTLD 
QSKAWNRYRLPNTLKPDSYRV 
TLRPYLTPNDRGLYVFKGSSTV 
RFTCKEATDVIIIHSKKLNYTLS/ 
QGHRVVLRVPPDIDKTELVEPTE 
YLVVHLKGSLVKDSQYEMDSE 
FEGELADDLAGFYRSEYMEGN 
VRKVVATTQMQAADARKSFPC 
FDEPAMKAEFNITLIHPKDLTAL 
SNMLPKGPSTPLP 


20434 


50802 


A 


20551 




239 




20435 


50803 


A 


20552 


1 


654 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20436 


50804 


A 


20553 


161 


3193 


GSLSRLPTITMAKGFY1SKSLGI 
LGILLGVAAVCTIIALSVVYSQE 
KNKNANSSPVASTTPSASATTN 
PASATTLDQSKAWNRYRLPNT 
LKPDS YQ VTLRP YLTPN DRG L Y 
VFKGSSTVRFTCKEATDVIIIHS 
KKLNFP\LSQGHRVVLRGVGGS 

flPPnini^TPl \/PPTPVI WI-IT V 
K^rrlJllJiS. IcLV cr IJdiLV VriLK 

GSLVKDSQYEIVIDSEFEGELAD 
DL AG F YRSE YM EGN VRKV V AT 
TQMQAADARKSFPCFDEPAMK 
ARF\NITLIPPQGT 


20437 


50805 


A 


20554 


3 


429 




20438 


50806 


A 


20555 


3568 


4012 


V LSTSFPG TELNPPISPL A VN STE 
LLKGELSLSSLGVLSLSDTSVPN 
cvqmcpi i ni pi/pi (~iQn\/n\szci 

o V olNori^JjULKI^KLOKO VUloLo 

NALSALDLAACNFSLMRPLME 
NSAKPVLEVEGIGG/TAFDAGA 
GIALSDHFIKLISWYDNEFGYSN 
RVVDLMAHMASKE 


20439 


50807 


A 


20556 


1 


1211 


QTAASSFASPGEPHRSNTMGKV 
KALVNGFDRIGRLVTRAAFNSG 
KGDIVA1NDPFIDLNYMVYMFQ 
YDSTHGKFHGTVKAENGKLVI 
NGMPITIFQ\ERDPSK1KWG*H\G 
AEYVV\ESTG\VFTTM\EKAGAH 
FAGGSQKGHSSFAPSTEAIMFM 
MKVNYEKYDNSLKIISNASCTT 
NCLAPLAKV1HDNSG1VERLMI 
TVHV1TTTQKTVDGPCRKLRPD 
GH RA LQN 1 1PASTSTA KAM VKV 
I PELN K.KLTG MA SH V PT AK V L V 
VDPTCH/LGKPAKYYDIKKMM 
KQASEDPIKGILGYTEHQIVSSD 
FNSDTQSSTFDAGAGITLNDHF 
VK\LISWYDNEFGYSNSVVDLM 
AHVASKELSGYSLKVSFAVQK 
LFSLIRSNLSIIAFDAIVFGVFVM 
KSLPVSICRM 


20440 


50808 


A 


20557 




300 


PTANVSVVDLTCRL*KPAKYD 
1ALNDHFVFCLISWYDNEFGYSN 

KV VlJLMArilViAbrvE 


2044] 


50809 


— 


20558 





3399 




20442 


50810 


A 


20559 


1 


3126 




20443 


50811 


C 


20560 


298 


435 




20444 


50812 


A 


20561 




888 




20445 


50813 


B 


20562 


1 


4536 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20446 


50814 


A 


20563 


37 


3900 


LGLGLSMLVGQGAGPLGPAVV 
TAAVVLLLSGVGPAHGSED1VV 
GCGGFVKSDVEINYSLIEIKLYT 
KHGTLKYQTDCAPNNGYFMIP 
LYDKGDF1LKIEPPLGWSFEPTT 
VELHVDGVSDICTKGGDINFVF 
TGFSVNGKVLSKGQPLGPAGV 

fYV/QT PMTP.TP &V1C\ ATA TAIPP. 

GKFAFFKVLPGDYEILATHPTW 
ALKEASTTVSVTNSNANAASPL 
IVAGYNVSGSVRSDGEPMKGV 
KFLLFSSLVTKEDVA 


20447 


50815 


A 


20564 


1 


310 


ttcl VrJ 1 AuAorur rKJNI JSJVINK 

ELRPQRPKNAYILKJCSRISKKPQ 
ppcu/i^mdcpc aaa c + rir^c 

V rKNrKcWIVINrEroAAAo UUL 

GQAHGGPA1CPGQICALSQTPG 
LPGNSLSPRSPVGK 


20448 


50816 


A 


20565 




267 




20449 


50817 


B 


20566 


267 


560 




20450 


50818 


A 


20567 




429 


L1GLDPEPLAEVDVISLEQGRRK 
Q1ERLGYDPQAKAPFQPKPKQK 
GRSSTASLVKRKRKVMDEEYNR 
VK*TIGNGPGLPKGCTLPACAL 
CPCQPAHFLTLCPVSLPSPVPQD 
KVRQSLQQQHHKEAK/APKPTG 
ARPSALDRFVR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


20451 


50819 


A 


20568 


2 


1951 


FKPTVWQLRGVLHVDRLFVWA 
SMETAPKPGKDVL\SKKDKLQT 
KRKKPVRRYWEEETVPTTAGAS 
PGPPRNKKNRELRPQRPKNAYI 
LKKSRISKKPQVPKKPREWKNP 
ESQRGLSGAQDPFPGPAPVPVE 
VVQKFCR1DKSRKLPHSKAKTR 
SRLEVAEAEEEETSIQSLLRSEL 
L L AEEP\GFLEG E DGEDTAKICQ 
ADIVEAVDIASAAKHFDLNLRQ 
FGPYRLNYSRTGRHLAFGGRRG 
HVAALDWVTKKLMCEINVME 
AVRDIRFLHSEALLAVAQNRW 
LHIYDNQGIELHCIRRCDRVTRL 
EFLPFHLLLDTASETGFLTYLDV 
SVGK.IVAALNARAG\RLDVMSQ 
NPYNAVIHIGHSNG\TASLWESS 
YGREPLAK\ILC\HRGLGSGAVA 
WDS YRH VTWATSGP* DHQLED 
LFDFARGRYXQPLEHSGPCPMG 
AGHLAFSQRELL/VLAGLGDVV 
NIWAGQGKASPPVSLDRPYFTH 
RV\*GPVHGLQFCPFEDVLGVG 
HT*G\ITSML\VPGAGEPNFDGL\ 
ESNP\YRSRKQRQ\EWEVKALL 
EKVPAELICLDPRALAEVDVISL 

F\QPKPKQKG\R S S KA\TL V KRK 
RKVMIEDHKG/DKVRQSLQQQ 
HHKEAKVAKPTGVARPSALDRF 


20452 


50820 


A 


20569 


1 


437 




20453 


50821 


A 


20570 


157 


425 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20454 


50822 


A 


20571 


207 


1562 


LVIVFFYPQHTAPGPPLTVLNQ 

AMHARGPHGQLSPALPLASSVL 

MLLMNLAHLGQPWMLGPLTW 

HISPFSLPVHRLLTHALGHTALP 

GLLLSLLLLPTVGWQQECHLGT 

LRPLHASALLALASGLLAVLLA 

GLGLSSAAGSCGYMPVHLAML 

A G EG H RPRRPRG ALPP WL SPW 

LLLALTPLLSSEPPFLQLLCGLL 

AGLAC1LCLSPGPVGMCGFCG 

WVPGKEVAQRGEGPSNTKEPC 

THI A WPV A WA H PWLLL VFLDR 

PPCPGQTDAAGAFRWLEPSERR 

LQVLQEGVLCRTLAG\GMPVQ 

VVGTVAGLPVRPSSLP/SSSRPPI 

PGPPYVASPDLWSHWEDSALPP 

PSLRPVQPTWEGSSEAGLDWA 

GASFSPGTPMWAALDEQMLQE 

G IQA S E VG SPG IG AG V ALTLPTS 

PPTPNRLQQLERMGFPTEQAVV 

ALAATGRVEGAVSLLVGGQ 


20455 


50823 


A 


20572 


460 


916 


AHSPRDHPWTVLNQAMHARGP 

\HGQ\LSPALPL\ASSVLMLLMST 

LWLVGAGPGLVLAPELLLDPW 

QVHRLLTHALGHTALPGLVLLS 

LLLLPTVGWQQECHLGTLRFLH 

ASALLALASGLLAVLLAGLGLS 

SAAGSCGYMPVHLAMLAGEG 

HRPRRPRGALPPWLSPWLLLAL 

TPLLSSEPPFLQLLCGLLAGLAY 

AAGAFRWLEPSERRLQVXLQEG 

VLCRTLAGCWPLRLLATPGSLA 

ELPVTHPAGVRPPIPGPPYVASP 

DLWSHWEDSALPPPSLRPVQPT 

WEGSSEAGLDWAGASFSPGTP 

MWAALDEQMLQEGIQA\SLL\D 

GPAQEPQSAPWLS\KSSVS\*MR 

LQ\QLERMGFP/TTEAAVVALA\ 

ATGRVEGA\VSLLVGGQSGT\ET 

LVTHGKGGPAHSEGPVGPPWAN 

CPQHCLLASSVLMLLMSTLWL 

V u AuruL V L Ar LLLLUr W V n 

RLLTHALGHTALPGLAPEPAAP 
AHCGLAAGVPPGHAE1PACLSP 
ARPGFWAAGSAAGRPWAVQCS 
RQLWIHACPPGHAGWGRTPP 


20456 


50824 


A 


20573 


174 


401 


CTVVFSVLAELSCTSRFCPNMW 
TPLREPMTENGRWGLSVRVLE 
HGGNQSNSACGPEPPEGEMGS* 
LEED*LPALIP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0!>/5<10,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20457 


50825 


A 


20574 


450 


1029 


ATQLPPQPWQTPAALGWAAAT 
SLMPYRAPSPPARAQHPPALCL 
APPPPLWLQLPHLEASHSLVEA 
RPNPPVSTL AQQG IQPSPRHLPR 
ppqt n pr nnppnnvp/pnp a apt 
PTATITSTGPSLFASIATAPTSSA 
TTGLSLCTPVTTAGAPTAGTQG 
FSLKAPGAA\PAPPQQHPPLPPP 
PPPPPPAAAPPALP 


20458 


50826 


C 


20575 


115 


276 




20459 


50827 


A 




3 


307 


ASRLGPREGGARKNPGGPCSAT 
QYISVPSP\GAASFPVLGSQSLLT 
TVSPPLPA*P/LAMAL*PRPLCA 
PGPSPRSPRLRSPLPPSFFSRGRR 
RLSLLQPWSE 


20460 


50828 


A 


20577 


2 


388 




20461 


50829 


C 


20578 


244 


487 




20462 


50830 


B 


20579 


5 


569 




20463 


50831 


A 


20580 


204 


676 


RTDQYPQRGETEEGLEGQLLPH 
RQLPGG LG A HRG PDP ACGLRD 
SSRGVPLAGSPLRVR*GRGHDL 
RQSGGVRPGGGSNRGLVVAGD 

APHPAAPT AfinVPAAAnP^PT 
PPnAVQTI PACPTPflPWCTRP 

CSSTWN 


20464 


50832 


B 


20581 


1 


1413 




20465 


50833 


B 


20582 


60 


224 




20466 


50834 


B 


20583 


8 


2469 




20467 


50835 


A 


20584 


841 


1436 


HHQVPLPVGRERGGKRGPGSW 
ETCLSVLGPA1PPSEPWPVSPSW 
VHSLVPGEQALPL1CSQPPMAP 
QWPETGPG PH L VH RTCR VCLN 
WQGMTRTRGYQAGPSSRRTIPT 
PAQLPAPLASLPPRQDPPSSPAE 
PPSGRFSMEPWWEPARHPPGSP 
AAPCSSHR1T/APPTPSLAAQPG/ 
PVGSNPPLSPEGLCLAGTPACG 
W 


20468 


50836 


A 


20585 


1799 


5195 


SKGNGSPSTTQTQTPRAAPDGS 
LSEETPAGPPTCSVPPASALPRQ 
QYAKSLPVSVPVWGFKEKRTE 
ARSSDEENGPKPKPASVDANTK 
LTRSLPCQGSLKRATSCERAGK 
AVGEEVSGYSLHGCSKERRRRP 
RLKKEGGSGEPGVGYLFISVLV 
NSNSEL1RLINNAIKNDLASRNP 
TFMCLALHCIANVGSREMGEA 
FAAD1PR1LVAGDSMDSVKQSA 
ALCLLRLYKASPDLVPMGEWT 
ARVVHLLNDQHMGV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














==^=^=^^^== 

SRSSRTWSPIPEKEKTKLQKQR 
EDEL1QK1HKLVQKRDFLVDDA 
EVERLREQEEDKEMADFLRIKJL 
KPLDKVTKSPP1*QSQRAHL 


20470 


50838 


c 


20587 


50 


196 




20471 


50839 


A 


20588 


16 


1263 


SLSSRCMMVAEQGCALEPCQG 

LSHGAALGVLMVVFP/VSSLQQ 

DQ L D 1 1 S\M AETT\MMP\EE I ELE 

MAKIQRLREVLVRRESELRFMS 

FEEQYNEDHKKGVIDLFTADSL 

KTMTRLVTGVWLAYLAATASN 

PLQEGEHAGEQ1GAGGCRSRLE 

GGALTWDPVLLPPVRISRMLLL 

LLIPGELPGIAFKLMNPTK.AEPM 

HMFIILEPFDLRKLMDDIQLCK 

DIM DLKQELQNLVAIPGCTRSM 

MLVSAQLLEGLRKLIIMAEDKG 

ADMSRAQSRSKRPPKMLICLLV 

DVFFPEKEKTKL\QKQREG*AN 

DT?UFT4VT Vnit'DHUT \Ar*r*AC\/C 

RLR\EQE\EDKEMADFLRIK\LKP 
LDK.VTKSPASSRAEKKAEPPP\S 
KPTVAKTGLALIKDCCGATQC 
N1HVSPHVGCPGPWGPPPTLLS 


20472 


50840 


A 


20589 


31 


339 




20473 


50841 


A 


20590 


1 


1179 




20474 


50842 


A 


20591 


1 


1167 


PARSMAATSLMSALAARLLQP 
AHSCSLRLRPFHLAAV/RGNLSL 
GQVGVQCCNHGLLQP*PPGLK* 
SSHLSLNEAVVISGRKLAQQIK 
QEVRQEVEEWVASGNKRPHLS 
VILVGENPASHSYVLNKTRAAA 
VVGINSET1MKPASISE\EELLNL 
INKL\NNDDNVDGLLVQLPLPE 
HIDERRICNAVSPDKDVDGFHV 
INVGRMCLDQYSMLPATPWGV 
WEI I KRTG I PTLGKN V V V AGRS 
KNVGMPIAMLLHTDGAHERPG 
GDATVTISHRYTPKEQLKKHTI 
LADIVISAAGIPNLITADMIKEG 
AAVIDVGINRVHDPVTAG\PGL 
VGNVDFEGVRQKAGYIT\PVPG 
G VGPMTV AMLM KNTI I AAKKG 
AEA*RSEKVLKSKELGVATN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20475 


50843 


A 


20592 


1 


1963 


MAASDVNCGACFAELQGNATA 

NTPGGTSHHTHLAII IGSCHDSQ 

AKEAGRKRQPWPPPDGRSEPAP 

DSHPHLSPEALGYFRRALSALK 

EAPETGEERDLMVHNIMKEVE 

TQALALSTNRTGSEMLQELLGF 

SPLKPLCRV WAALRSN LRTV AC 

HRCGVHVLQSALLQLPRLLGSA 

AEEEEEEEEDGKDGPTETLEEL 

VLGLAAEVCDDFLVYCGDTHG 

SFVVRTLLQVLGGTILESERARP 

RG SQSSE AQKTPAQECKPADFE 

VPETFLNRLQDLSSSFLKDIAVF 

ITDKISSFCLQVALQVLHRKLA 

QFCAHICNAVIGYLSARGSSVD 

GKPLLLFLRDQTSFRLLEQVLL 

VLEPPRLQSLFEEHLQGQLQTL 

AAHP1ANFPLQRLLDAVTTPEL 

LSPVFEELSPVLEAVLAQGHPG 

VVIALVGACRRVGAYQAKVLQ 

LLLEAFHCAEPSSRQVACVPLF 

ATLMAYEVYYGLTEEEGAVPA 

EHQVAMAAARALGDVTVLGSL 

LLQHLLHFSTPG L VLRSLG ALT 

GPQLLSLAQSPAGSHVLDAILTS 

PSVTAPSCAAVCLQNLKGTNIVA 

LACKSP*QPRVLKCHLEWSSLE 

GP/FlRKIAAELGEQNQEL\rCEPP 

FGHHVARNVALTTFLKRREAW 

EQQQG A V AKRRRALNS 1 LED 


20476 


50844 


A 


20593 


55 


393 




20477 


50845 


A 


20594 


150 


379 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20478 


50846 


A 


20595 


1 


2408 


MGVWGIRTPFMVVGLESPVGS 

SPRGQGSCVRLPQRRPDKSHAG 

ARTG PETLRERAQQSNKLPEW 

AEK.GSHPARWSPNRGGRWTLP 

TARERRPSRALKARAAGRRQA 

K V A DFRLPAAAPPEG A AQLRLE 

SERLPHQDEKEPSSYRGSCGSCP 

VTLRKMPYLGSEDVVKELKKA 

LCNPHIQADRLRYRNVIQRV1R 

YMTQGLDMSGVFMEMVKASA 

TVDIVQKKLVYLYMCTYAPLK 

PDLALLAINTLCKDCSDPNPMV 

RGLALRSMCSLRMSKLDQWGQ 

A E VLNFLLRYQPRSEEELFDILN 

LLDSFLKSSSPGVVMGATKLFLI 

LAKMFPHVQTDVLVRVKGPLL 

AACSSESRELCFVALCHVRQ1L 

HSLPGHFSSHYKKFFCSYSEPH 

YIKLQKVEVLCELVNDENVQQ 

VLEELRGYCTDVSADFAQAA1F 

AIGGIARTYTDQCVQ1LTELLGL 

RQEHITTVVVQTFRDLVWLCPQ 

CTEAVCQALPGCEENIQDSEGK 

QAL1WLLGVHGERIPNAPYVLE 

DFVENVKSETFPAVK.MELLTAL 

LRLFLSRPAECQDMLGRLLYYC 

IEEEKDMAVRDRGLFYYRLLLV 

G1DEVKR1LCSPKSDPTLGLL\ED 

PAERPVNSWASDFNTLVPVYG 

KAHWATISKCQGAERCDPKLP 

KTSSFAASGPL1PEENKERVQEL 

PDSG ALMLVPN RQLTADYFEK 


20479 


50847 


R 


20596 


330 


2458 




20480 


50848 


A 


20597 


2 


171 




20481 


50849 


A 


20598 


32 


1040 


LQLAKLGDWRMQALRHVHCR 
FTEG*FMYSL*LTFPPAGYQVT 
GVFMKNWDSL\DEHGV\CTAD 
K\DCE\D A\YRVCQI L\DIPF\HQ V 
SYGTEVIFFYSSDFLNEYEKGRT 
PNPDIVCNKHIKFSS*SLCSKNL 
TGADAIATGHYARTSLEDEEVF 
EQKHVKKPEGPASWRNCLSVG 
WFLYTLGQRANIGGLREPWYV 
VEASPPSHS1LQAPRTDHPALYR 
DLLRTSRVHW1AEEPPAALVRD 
KMMECPPPRAPLFYPVPCVLTL 
NQDGTVWVTAVTPDARVSPLQ 
FAVFYKGDECLGSGKILRLGPS 
AYTLQKGQRRAGMATESPSDS 
PEDGP\GLSPLL 


20482 


50850 


A 


20599 


12 


432 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


20483 


50851 


A 


20600 


2 


509 


RLHSLLGDYYQAIKVLENIDLS 
TKSM Y SRVP EC\Q VTTY YY VG F 
AYSMMRCYQDAIRVFASILLY1 
HRTNSMFQRTKYKYEM1 1MLN 
EQMHALLAIALTMYPMRIVDESI 
YLHLREKYVDKMLRMQNGDL 
QVYEELFRYSCTKFL*PVPPNY 
DTVHAHYHTESFLQSLRR 


20484 


50852 


B 


20601 


8 


1188 




20485 


50853 


A 


20602 


1 


257 




20486 


50854 


D 


20603 


210 


312 




20487 


50855 


C 


20604 


49 


288 




20488 


50856 


A 


20605 


13 


446 


1PVRPTRPADDYESEAAYDPYA 
YPSDYDMHTGDPKQDLAYERQ 
YEQQTYQV1PEVIKNFIQYFHKT 
VSDLIDQKVYELQASRVSSDVI 
DQKVY E 1QDI YENXDA VFLIL YK 
ELYYRHIYAK.VSFQSFSQYRCK 
TAKKSEEEIDFL 


20489 


50857 


B 


20606 


77 


611 




20490 


50858 


A 


20607 


1 


1956 


SLVDPRVRPRVRVLASEAAMS 

YPAD\DYESEAAYDPYA\YPSD 

YDMHTGDPKQ\DLAYE\RQYEQ 

\QTYQVIP\EVIKNF1QYFHKTVS 

DL1DQK.WDELQASPCLQVIVID 

QERLYEDSRT1Y*EQAWTKL\TE 

RFFVKNTPWPGGWKPLVPQGLA 

MDA/VSFLDFYPKNYTYRHIYA 

KVSGGPSL\EQRFESYYNYCNL 

FNYILNADGSRSPLNYPNQW\L 

WGYLSMEFIYPVFSHF\SQYRW 

*DLPKKSEEE1\DFLRSNPKIW\N 

VHSVLNVL\HSLVDKSN1NRQL 

GGYTQAGGDP*ECGWGSMGR 

HSLYMM\LHYFSLVR/GFSRLHS 

LLG\DYYQAIKVLENIELNKKS 

MYSRVPRVPRSPTYYYYVGFAY 

LMMRRY\QDA1RVFAN1LLYIQ 

RTK SM F\QRT\T YK Y E M I\N KQ IE 

QMHAL\LAIALT\MYPMR\1DESI 

HLQLREKYG\DK\MLRMQK\GD 

PQVYE*LF\SYSCP\RFLAA\VVP 

TYDN V HPN\YHKEP\FLQ\QLKG 

VFLDEVQ\QQGPAFKPIRSFLKL\ 

YTTHALLAKPGLASLDPHRGRE 

FRDPRFLCLSN HQG * RNL VLGP 

AG1SSPWIGEISVSPQRVDLPTL 

NKDMIPHRGTPKVPQAVMGDF 

LHPVRSHKFGGA*SEPLKEGWG 

QRPWMIFTTHFREPVFDV1IGQG 


20491 


50859 


A 


20608 


2 


413 
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SEQ1D 

NO: 


SEQIDNO: 
of peptide 
sequence 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20492 


50860 


A 


20609 


232 


621 




20493 


50861 


A 


20610 


1 


3590 


MAPRK.RGGRGISFIFCCFRNND 
HPEITYRLRNDSNFALQTMEPA 
LPMPPVEELDVMFSELVDELDL 
TDKHREAMFALPAEKKWQIYC 
SKKKDQEENKG ATS WPEFYID 
QLNSMAAGILEGVFVH1VITHC 
LQNQQQLLHDKQGNRHF1CCL 
RSHQHPMLPACSN VHLSSFDRK. 
TLCKDALCPLPASHVSRYLRKS 
LLALEKEEEEERSKTIESLKTAL 
RTKPMRFVTRFIDLDGLSCILNF 
LKTMDYETSESR1H 


20494 


50862 


A 


20611 


203 


3480 


SHQEIEQNSAMAPRKRGG\RGI 

AF1FCCLRNNDHPEITYRLRNDS 

NFALQTMEPALPMPPVEELDV 

M FSEL VDEL\DLPDKHREA M FA 

LPAEKKWQIYCSKKKDQEENK 

GATSWPEFY1DQLNSMAARKSL 

LALEKEEEEERSKTIESLKTALR 

TV PliyfP FX/TP "ETnT Pini "MPT 

KTMDYETSESRjHTSLIGCIKAL 
MNNSQGRAHVLAHSESINVIAQ 
SLSTENIKTKVAVLEILGAVCLV 
PGGHKKVLQA 


20495 


50863 


A 


20612 


I 


338 


PGG ALRVPDAP AG A EG QELCR 

jUrrVuUAuVUL/cbu VI^LrAr 

RRKQPDREQPAG AEEG APH LPE 
RVPPG*RHGTCTDRGQARACG 
GPLAPE 


20496 


50864 


B 


20613 


610 


6429 




20497 


50865 


B 


20614 


28 


280 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20498 


50866 


A 


20615 


160 


1397 


VKMSAQESCLRLIKDFLFVFNL 
FFFALGSLIFCXFGIWILIDKTSFL 
SFVGL/AAFVPLQIW\SKVL\A1S 
GNLSPWGIALLGLCWGALKAEL 
RCLLG\LYFG\MLLLLFATQITLE 
KSSSSNQR\AQLERSLR\DVVGK 
T1\QKYGINPE\ ET APEEN\ WD Y V 
QSNLRWCGWHYGRDWFKVFIL 
RGNG SE AHVRVTRS * YNFM AT* 
NST1LNKV1VHQLTRLEHLARSR 
HSAD\1CAVPAESHITRKG\CAQ 
G IQKAWLHNTLIFP* WAICLGVG 
LLE\LGFMTLSNIPVEETVDHGL 
PTGSARYRLGPAPPQSRAPPPVS 
V RW ALPVLPVN 1 CLI PRL A VEPS 
GVHISPGDTTWLRAPAAVTSPT 
GPGAFVHSFLSPSVGLPPPTRLF 
FTQTSNKPPAFLVNDHKKGGRS 
KKALEGPNVTRA 


20499 


50867 


A 


20616 


290 


492 




20500 


50868 


A 


20617 


1164 


2134 


NNYNHHHHHHHHHDYYNHH/ 

HHYHHHHHHHHNYNHHHHDH 

HHNYKHHHHHYHQHHHNYNH 

HHHHHHSYNHHHHHHHHHHN 

Y>JHYHHHHHHHHHHHREYHH 

HH/HHHHYHHHHHHNYNYHH 

HYHHHHHQHYHHMHHHHNHH 

YNHHYAHHNQYHYHHYHHHD 

YYHHH/HYHHHNYYYLYNRYH 

HYHHYHQSNHYRHHHHHHQY 

HHN/HEPFA/HHT*ILFCS*KQDR 

NLHCA WPFFFPFFNCHHHCH H 

HHQQQQHSGVKTKQSRPESLLP 

ERCI YLHQKH H PLHRPG APQHQ 

KTASWRGQAREAAGSSPGSLSS 

HTADHEVEAFKRCFYSRF 


20501 


50869 


B 


20618 


164 


1526 




20502 


50870 


A 


20619 


1 


762 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20503 


50871 


A 


20620 


69 


1054 


AISCHVVHAGHQQTQITGNDPF 

PVVTYSKGPNLQSSRSDMDDST 

EREQSRLTSCLKKREEMK.LKEC 

VSILPRKESPSVRSYKDGKLLA 

ATLLLALHACCLTEVSFYQVAA 

LQGDLASLRAELQGHHAEKLP 

AGAGAPKAGLGGSSSCSPRDLK 

IF*TTSSREKAIP/GSEQQK*GVP 

FQGPEETVTQDCLQL1ADSETPT 

IQKGSYTFVPWLLSFKRGSALE 

cKtJNis.lL.VKD luirrl i u^VLi 

TDKTYVAMGHLIQRKKVHVFG 
DELS\LVTLFR\CIQNMPETLPNN 
SC YSAG I AKLEEGDELQLAIPRE 
NAQISLDGDVTFFGALKLL 


20504 


50872 


A 


20621 


3 


855 


LQNSHGHTM1RTLLLSTLVAGA 
L SCGDPT YPPY VTR V VG GEE AR 
PNSWP WQ V SLQY SSN GKWYHT 
CGGSLIANSWVLTA\AHCISSS\R 
TYRVGLGRHNLYVA\ESGSLA/ 
MSSVSKIVVHKD\WNFNQISK.G\ 
ND1\ALLKLANPVSLTDKIQ\LA\ 
CFPPAGT1LPN\NY\PC*VTGLGE 
SCRTNG\AVPDVL\QQGR\LLAV 
r*v a Tr c\ c c a \ \\i \wr c c\/ v tc \a i r 

U Y A J ti>\k)bn\W Wuo&VJ\l oMILr 

A\GGDGVISSCNGDSGGPLNCQ 
A\SDALWQVHG1VSFGSRLGCN 
YYHKPSVFTRVSNYIDWINSVI 
AYN 


20505 


50873 


A 


20622 


19 


414 


SVCWEDRYLKARMEESPLSRA 

riKUU V INrJLIN V Atv 1 YlrlNlKVc 

CHYTLPPGTMPSASDWIGIFKP/ 
G YLPKPG AQL YQFRY VNRQG Q 
VCGQSPPFQFREPRPMDELVTL 
EEADGGSDILLVVPKATVLQNQ 


20506 


50874 


A 


20623 


1 


393 


AKSWQEEQSAQAQRLKDKVA 
QMKDTLGQAQQRVVSEAPWQ 

V/c 1 OINoFwOIVL. tvo-L*r\V KtOcrv 

HG*RLNNTTPSPNAVEWRER/IT 
SLADE*FTRNCDLHLLLSPEAEL 
EPLKEQLRGAQELAASSQQKAT 
LY 


20507 


50875 


A 


20624 


56 


416 


NRPLLALVASDTQPLHTHTHTH 

1 r LoJJAJris.r IrUA/JriJLr7C/i> Y Lor 
rJL 1 o VJrrlJroJLr riiNJLK iov WKvjr 

LYF*GFLYSVSSPRISSHGKK*CI 
CAFCEEWGEQVVPGIPISKAPLP 
LQVPPQQ 


20508 


50876 


A 


20625 


115 


392 




20509 


50877 


B 


20626 


1 


3388 





2638 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


20510 


50878 


A 


20627 




1889 


SSPREKTSDSSHRPSRHGFLFLR 

LVGLSPFSYLCVPPSRPVPGSPR 

SLSAMRLLPLAPGRLRRGSPRH 

LPSCSPALLLLVLGGCLGVFGV 

AAGTRRPNVVLLLTDDQDEVL 

GGMTPLKKTKALIGEMGMTFS 

SAYVPSALCCPSRASILTGKYPH 

NHHVVNNTLEGNCSSKSW\QK1 

QEPNTFPAILRSMCGYQTFFCR 

GNI*MKYGAP\DAGG\LG\HVPL 

GLGVTWYALEKNS\KYYNYTL 

FYSMGKARKHGENY\SVDYLT 

D VLAN VSLDF\LD YK SN F * PFF 

MMIATPVAPHSPWTAAPQYQKA 

FQNVFAPRNKNFNIHGTNKHW 

LIRQAKTPMTNSSIQFLDNAFR 

KRWQTLLSVDDLVEKLVKRLE 

FTGELrxTNTYIFYTSDNGYHTGQ 

FSLP1DKRQLYEFDIKVPLLVRG 

PGIKPNQTSKMLVAN1DLGPTIL 

DIAGYDLNKTQMDGMSLLPILR 

GASNLTWRSDVLVEYQGEGRN 

VTDPTCPSLSPGVSQCFPDCVCE 

DAYNNTYACVRTMSALWNLQ 

YCEFDDQEVFVEVYNLTADPD 

QITNIAKTFDP\EI.I.GKMNYRI , 

MMLQSCSGPTCRTPGVFDPGY 

RFDPRLMF\SNRG S VRTRRFSQT 

SSCSDPHTASADGSLHALFLMK 


20511 


50879 


A 


20628 


132 


253 




20512 


50880 


A 


20629 


1 


1269 





2639 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20513 


50881 


A 


20630 




1920 


MDEAEFSSFVVRTNTCGELRSS 

HLGQEVTLCGWIQYRRQNTFL 

VLRDFDGLVQVIIPQDEVIENFL 

LLSKSFFDA1AGSAASVKKILCE 

APVESVVQVSGTV1SRPAGQEN 

PKMPTGEIEIKVKTAELLNACK 

KLPFEIKNFVKKTEALRLQYRY 

LDLRSFQMQYNLRLRSQMVMK 

MREYLCNLHGFVDIETPTLFKR 

TPGGAKEFLVPSREPGKFYSLP 

QSPQQFKQLLMVGGLDRYFQV 

ARCYRDEGSRPDRQPEFTQIDIE 

MSFVDQTGIQSLIEGLLQYSWP 

NDKDPVVVPFPTMTFAEV\RPP 

YGTDKPDTRFGMKIIDISDVFR 

NTEIGFLQDALSKPHGTVKAICI 

PEGAKYLKRKDIGSIRNFAADH 

FNQEILPVFLNANRNWNSPVAN 

FIMESQRLELIRLMETQEEDVV 

LLTAGEHNKACSLLGKVLRTGN 

VAGPSRKQEGVVLRDPTLFSFL 

W V VDFPLFPGQRRK. 1 QES WDR 

GQHPF\TAPHPR*IT\LLYTEPK.K 

ARSQHYDLVLNGNEIGGGS1RJ 

HNAELQRYILATLLKEDVK.MLS 

HLLQALDYGA\PPHGGIALGLD 

RLICLVTGSPSIRDVIAFPKSFRG 

HDLMSNTPDSVPS*GTEALSYP 

SLQANRLQSRKSSLNHAYHAES 


20514 


50882 


A 


20631 


1 


425 


KEPVGCVNNISFLASLAGSTSR 

NRLQSTRGAGRLQNSGTGLSTN 

LQHFQEENFRKSSPQLEHT/WSF 

FGECTTHHLPPVKAPLQTKKKT 

TNHCFLCGKKTGLASSYECRQ 

VGEL EK.LRCFLCDNPA WG LCKI 

KYLNCLFITSL 


20515 


50883 


A 


20632 


1 


1647 




20516 


50884 


A 


20633 


1 


3096 




20517 


50885 


A 


20634 


1 


419 




20518 


50886 


A 


20635 


558 


1070 


SFRFGHSHGLWKRKKVA*GSN 
AIQHNMLQGKQNFHGAALWY 
KGNSTQSKRPQRAP*ESSTTKR 
GLQLSRQTLQLDPGGTVPCSEE 
YCICQ* EGPASRNRYNG VPSHF 
PSPTCIRESSHSGKILKSRLRCW 
GWPTDPWSVLPMDPRTSPLCA 
AGSQAVVAHSGRQQKYPAL 



2640 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleutide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20519 


50887 


A 


20636 


3887 


4573 


KKTTLLTLSK.TRNILNPFKVVK 
K.KAYGSRKHLRQ/HLAINPAAL 
LPTAASQISEVKPVLPELAFPSS 
EHRRSHGLESVPVLPGSGEAGV 
SFDLPAQADTLHSANKSRVKM 
RGKRRPQTRAARRLAAQESSEA 
EDM\RSPEDPLHSGLMAPFPQM 
AIGHSSEQPVEKTALRRPWQLP 
LHLGKVVLCLEWTQAPLQSLW 
VIPEGRLTFLILGTFFPRALDLSP 
WREQNPRQR 


20520 


50888 


A 


20637 


1 


2988 


MATAPSPPMLTLAPAWLCPAT 
TTPRDHSEASLEALPGDPPAHP 
A A A AT A AAV 1 PALEPPHTPVYA 
IF VN HSLLDLY1DRPLPYL1GSK 
LFMEQEDVGLGELSSEEGNADE 
QSSGLEGACKVNLELLLTNAD 
KGLKAPEQH LKH VAGVLNGES 
VETSVLNYRELSPHKNRLLSPL 
RCSAPMSLHNSLVKPERQSKCF 
EFGKLQPSSSQSLDVQNITDSSF 
S RTTC FQG VK VD S LG ICRS D VIS 
KVEARD1TEMTNKA 


20521 


50889 


A 


20638 


1 


1176 




20522 


50890 


A 


20639 


2 


367 




20523 


50891 


A 


20640 


124 


441 


RYPRVPENRCFSELLFFQAPLG 

VGMARGNQR\ELARQKNLKET\ 

QEIVSRGKGKEDSLTALSRKQRD 

S\*IIAKKQKAA\NEKKS\MQTRE 

NVMTGYLENPGATAQLGVS 


20524 


50892 


A 


20641 


32 


232 




20525 


50893 


A 


20642 


1 


256 




20526 


50894 


C 


20643 


133 


509 




20527 


50895 


A 


20644 


88 


685 


QKRGRLFKIILKVVLYLMKVIVI 
HRKMFQRAQELRWRAEDYHK 
CKAFSDHPLCKKASLQLGQNG 
GSGASSFFRIALLALPHS*NFKK 

yUUrr A. 1 oolNS> 1 lr YIN Lrfcrv,) 

DTSRMSSYSLSTLSSSTLRG**S 
QDSSLSYSGGRGRKITETQEAE 

V c * A r, JN Ko L H J> bL. O IN K Jvo V 5> O 

Ti/ CI/MfYl/Tli'n\IDUCl/Ml'l Tlf'X! 


20528 


I 0 .. 8 .? 6 


A 


20645 


42 


946 




20529 


50897 




20646 




453 




20530 


50898 


c 


20647 




- 77 .. 1 


1223 




20531 


50899 




— 

















w 






20533 


50901 


B 


20650 


343 


1774 




20534 


50902 


B 


20651 


23 


525 




20535 


50903 


B 


20652 


2354 


5689 




20536 


50904 


B 


20653 


448 


3506 





2641 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20537 


50905 


B 


20654 


12 


182 




20538 


50906 


C 


20655 


210 


422 




205j9 


50907 


C 


20656 


145 


^57 




20540 


50908 


B 


20657 


1 


327 




20541 


50909 


B 


20658 




2595 




20542 


50910 


B 


20659 




472 




20543 _ 


50911 


B 


20660 


— 

163 


418 




20544 


50912 


C 


20661 


86 


517 




20545 


50913 


B -_, 


20662 .... 


334 


2946 




20546 


50914 


B 


2066j 


11 


700 




20547 


50915 


B . .. 


20664 


184 


2372 




20548 ._ 


50916 


C 


20665 


267 


467 




20549 


509 17 ... 


B ... 


20666 


131 


268 




20550 


50918 


B 




18 


255 




20551 


5091 ?_. 


B 


20668 


100 


356 




20552 


50920 


B 


20669 


— 1 


839 




20553 


50921 


B . ... 


20670 


355 


504 




20554 


50922 


B — 1 


20671 


1 


1524 




20555 


5092j 1 


B 


20672 


175 


366 




20556 


50924 


B 


20673 


4^6 


792 




20557 


50925 


B 


20674 


94 


1347 




205 58 


50926 


B 


20675 


865 - - - 


i 189 




20559 


50927 


B 


20676 


?. 4 ,' 


423 




20560 


50928 


B 


20677 


124 


352 




20561 


50929 


B 


20678 


! 


847 




20562 


50930 


B 


20679 


262 


4624 




20563 


50931 


C 


20680 


76 


297 




20564 


50932 




20681 


1 


702 




20565 


50933 


- — 
B 


20682 


1 


1347 




20566 


50934 




20683 


78 


2874 




20567 _ 


509j5 


B 


20684 


13j 


7317 




20568 


50936 


B 


20685 


294 


1449 




20569 


50937 1 


C 


20686 


139 


367 




20570 


509j8 


C 


20688 


154 


445 




20571 


50939 


B 


20689 





1086 




20572 


50940 


B — I 


20690 


Hi i 


440 




20573 


50941 


8 


20691 


303 


462 




20574 


50942 




20692 




2905_ 




20575 


50943 


— 


20693 




349 


453 




20576 


50944 


— 


20694 1 








— 577_ 




— 




— 







20578 


— 

50946 





, 

206% 




1464 




3022 






50947 


— 


20697 


J 


1059_ 




20580 


50948 .. 


- — 

B 


20698 


1 


933 -. ... 




20581 


50949 


B 


20699 


1 ., 


930 




20582 


50950 


C 


2^oT 


1^ 


215 


















20584 


50952 


B 


20702 


1 


1134 




20585 


50953 


B 


20703 


1 


525 




20586 


50954 


B 


20704 


146 


556 




20587 


50955 


B 


20705 


1 


675 





2642 



WO 01/075067 



PCT/US01/08631 



location of first 
codon for pcptid 



Nucleotide location of last 
of peptide sequi 



Amino acid sequence ( X=linknown, 
: Stop codon, /=possible nucleotide 
letion, \=possible nucleotide insertio 



2643 



WO 01/075067 



PCT/US01/08631 



SEQ ID ISEQ ID NO: |Mel ISEQ ID NO: Nucleotide (Nucleotide location of last Amino acid sequence ( X=Unknown, 

peptide hod in USSN location of first codon for last amino acid *=Stop codon, /=possible nucleotide 
sequence 09/540,217 codon for peptide of peptide sequence deletion, \=possible nucleotide insertion) 



2644 



WO 01/075067 



PCT/US01/08631 



SEQ ID NO: 
of peptide 
sequence 



SEQ ID NO: 

USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



;otide location of last 
codon for last amino acid 
of peptide sequence 



Vmino acid sequence ( X=Unknown, 
-Stop codon, /=possible nucleotide 
leletion, \=possible nucleotide insertion) 



2645 



WO 01/075067 



PCT/US01/08631 



SEQID ISEQIDNO: |Met |SEQ ID NO: 
peptide hod in USSN 

09/540,217 



codon for last ai 



Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 

on, \=possible nucleotide insertion) 



2646 



WO 01/075067 



PCT/US01/08631 



SEQ ID NO: 
of peptide 
■quence 



SEQ ID NO: 

USSN 
09/540,217 



codon for peptide 



Nucleotide location of la 
codon for last amino aci 
of peptide sequence 



Vmino acid sequence ( X=Unknown, 
=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



2647 



WO 01/075067 



PCT/US01/08631 



SEQ ID NO: 

USSN 
09/540,217 



Nucleotide 
location of first 
1 for peptide 



Nucleotide location ofla 



Amino acid sequence ( X=Unknown, 
-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



2648 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon. /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


20869 


51237 


A 


20988 


1 


2577 


MPPNRHRMRGETTLWNPGCDH 

AGIATQVVVEKKLWREQGLSR 

HQLGREAFLQEVWKWKEEKG 

DRJYHQLKAICLGSSLDWDRACF 

TMDPKLS\A A VTE A F VG LHEKG 

I1YRSTAFVNWPCTLNSAISDIE 

VDKKELTGRTLLSVPGYKEKV 

EFGVLVSF\AYK\VQGSD*/DDE 

EVVVANKLGSKTAMLGDVAVA 

VPPPKDTR\YQHL\KGKNVIHP\F 

LSRSLSPLSSDEFVDMDF\GTGA 

VKDHPPRHDQND Y E VGQ RHGL 

EAIS1MDSRGA\PIKCASAFPGPA 

AGLRPGKRCWWR*RNRGLFRG 

IEDNPMVVPLCNRSKDVVEPLL 

RPQWYVRCGEMAQAASAAVT 

RGDLRILPEAHQRTWHAWMD 

NIREWCISRQLWWGHR1PAYFV 

TVSDPAVPPGESEDLSVFYPGT 

LLETGHDILFFWVARMVMLGL 

KLTGRLPFREVYLPCPSCENAH 

G RKAMSKSLGN VI DPLDVHL/Y 

GISLQGLHNQLLNSNLDPSEVE 

KAKEGQKADFPAGVPECGTDA 

LRFGLCAYMSQGS*K*TWNVN 

RIMG * RQFCNKL WKCTKF ALR 

GLGKGFVPS\DTSNSAGHESLA 

DR*IRNLLTEAVRLSNQGFQAY 

DFPAVTTAQYSFWLYELCDVY 

LECLKPVLNGVDQV/AQAECAR 

QTLYTLPWTLGLRLLSPFMPFV 

TEELFQRLPRRMPQAPPSLCVT 


20870 


51238 


A 


20989 


2 


4083 


SQRGEHVGAGCRGGDLRELGS 

PGEPPTVSARSTPPPGPLGGSQP 

RPAPGCEVDSPAQSDHLPPVFP 

LRSDLLITMSTLYVSPHPDAFPS 

LRALI AARYGEAG EGPG WGG A 

HPRICLQPPPTSRTSFPPPRLPAL 

EQGPGGLWVWGATAVAQLLW 

PAGLGGPGGSRAAVLVQQWVS 

YADTELTPAACGATLPALGLRS 

SAQDPQAVLGALGRALSPLEE 

WLRLHTYLAGEAPTLADLAAV 

TALLLPFRYVLDPPAR 



2649 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


20871 


51239 


A 


20990 


1 


756 


MDMGAIKEGESRRPGDRMTVA 
GTKLLHLQSTHLDFISLSGAPSG 
ALELSKAQPAHAQDTRVLMKM 
VIIWDLSQVPLQPGHDGHSFRIH 
DYL YFQVLSPG D1RY1 FTATPAK 
DFGGIFHTRYEQIHLVPAEPPEA 
CGELSNGFFIQDQIALVERGGCS 
FLSKTRVVQEHGGRGGDHL*Q 
pc*hmta CT\x/7r , vrv/Hr*ncToc? r r a 

K5> V^lVI 1 Ao 1 W/v^Ml^JJo 1 V^K 1 A 

DIPALFLLGRDGYMIRRSLEQH 

C\ PWA TTQTP\/Xl\/UrMJQDDT CPr 

ULr WAlJolrv N Vn^riorrLjLL 

XTR PFT V\\7 
iNivr r Lr W 




51240 




20991 


- 


— 




20873 


51241 


A 


20992 


1066 


1824 




20874 


51242 


A 


20993 




902 




20875 


51243 


A 


20994 


1 


2163 




20876 


51244 


A 


20995 


1 


1890 




20877 


51245 


A 


20996 


1 


2882 


MKQQLPVSYLQVIFNHWASRIS 

GARGAGWGPVRLGRLCADRAL 

DGESRPGGGGQSGVPASEASQ 

KAAHGRRLPVPARLLRCAHSA 

LEPGRGSASSPRNSTTSDNDQPP 

DYSFSKRCDSHSLGFSLVWESR 

NLTLPPTSKLLHFSAFHFFIYKC 

RAEGHKLYKDLKNFLSAVKVM 

HESSKRVSETLQFIYY\SEWYGH 

EELKAIVWNNDLLWEDYEEKL 

ADQAVRTMEIYVAQFSEIKERI 

AKRGRKLVDYDSARH 



2650 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20878 


51246 


A 


20997 


1 


1791 


MPGARTSSSGASENHRARGQG 

GGPQGVGRMAEGKAGGAAGL 

F AKQ VQKKFSRAQEKV LQKLG 

KAVETKDERFEQSANNFYQQQ 

AEGHKLYKDLKNFLSAVKVMH 

ESSKRVSETLQEIYSSEWDGHE 

ELKAIVWNNDLLWEDYEEKLV 

ADQAVRTMEIYVAQFSEIKE\RI 

AKRGRKLVDYDSARHHLEAVQ 

NAKK.KDEAKTAKAEEEFNKAQ 

TVFEDLNQELLEELPILYNSRIG 

CYVTIFQNISNLRDVFYREMSK 

LNHNLYEVMSKLEKQHSNKVF 

VVKGLSSSSRRSLV1SPPVRTAT 

VSSPLTSPTSPSTLSLKSESESVS 

ATEDLAPDAAQGEDN SEIKELL 

EEEE1EKEGSEASSSEEDEPLPA 

CNGPAQAQPSPTTERAKASQEE 

VLPSSTTPSPGGALSPSGQLSSS 

ATEVVLRTRTASEGSEVRPKKT 

ASIQRTSA PPRRPPPPRATASPRP 

CSGNIPSSPTASGGGSA\TSPRAS 

LGTGTASPRTSLEI\*PNPE\PPEK 

P VRTPEAKEN EN1HNQN PEELC 

TSPTLMTSQVASEPGEAKKME 

DKEKDNKLISADSSEGQDQLQV 

olvl VrcIN IN IN .L 1 ArtryecVLi 1 St 


20879 


51247 


A 


20998 




273 


RRPRQRPTDQTQWFSILPDFSLD 
LQEGPSVESQT\HSDPH1PPVDP 
TTHLTFNHLSIVCVSLTLSLPHL 
GSPCLWSPALVSQEAASHQDRR 


20880 


51248 


A 


20999 


309 


1310 


RHQRAPEQGPDASWKMLDSLL 
ALGG\LVLL\RDSVE\WEG\RSLL 
K\AL VKKS ALCG E\Q VHILGCE\ 
VSEKEFREGFDS**STIRLVYHD 
F\FRDP\LNWSKTEEGL/VPGGPL 
GALRS\MCKR\TDPVPVTIALDS 
LS\WLLLRLHCT\TLCQ\ALHAV 
EPSRTLVLGDSSSVGKVSVLGL 
LHERLPRPAPVVALSSLAQTKV 
TLGGYHGARPSAHIL\CRRPRQ\ 
RPN\YQTQWFSI\LPDFSLGSPRG 
ALCRVPALIPIPHITPGGIPHNSF 
*PFNLHL\SKKEREARDSLILPFQ 
FSSEKQQA\LLRPRPGQATSH1F 
YEPDAYDDLDQEDPDDDLNILP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20881 


51249 


A 


21000 


418 


1304 


GLVMEIGMHHHEHHHLQAPNK 
EDILK.ISEDERMELSKSFRVYCII 
LVKPKDVSLWAAVKETWTKH 
CDKAEFFSSENVKVFESINMDT 
NDM WLMM RKA YKYAFDKYR 
DQ YN WFFL A RPTTF A 1 1 ENL K Y 
FLLKKDPSQPFYLGHTIKSGDLE 
YVGMEGGIVLSVESMKRLNSL 
LNIPEKCPEQGGMIWKISEDKQ 
LAVCLKYAGVFAENAEDADGK. 
D VFN SQ 1 C WAF Y * R/ WQ * LITPN 
QVVEGCCSDMAVTFNGLTPNQ 
MHVMMYGVYRLRAFGPYFSM 
MHWFSYLQMVLTMTEKW 












1092 




20883 


51251 


A 


21002 


130 


397 


EGVHSQVNLFPIKGNQTHVPAS 
HGTDSALPPTLQMDYRALVHE 
PD*AAYGELRAMVLDLRAFYA 
ELYHIISSNLEK.IVNPK.GEEKPF 


20884 


51252 


A 


21003 


11 


805 


SSMAKPC\GVRLSGKGRKQVEV 
FYRNLFQEAEEFLLR\FLPPESHI 

p*nrllqedfpfnva*/llnlss 
gapldippspdp\pp\kddemetd 
k:\qekkevpkcdflp\gnekcpc 
pclplvkprsldlskek.c\ilvi\ 
twgsrhldpprfedgk*fwg* 

A1PGEGAWRG*NA\VKDPKWE 
AFPATPISQVLSSERGDACGPRP 
PQETHV\MDYRALVHERDEAA 
YGELRAMVLDLRAFYAELYHII 
SSNL\EKIV\TPRGEEKPIYVLEP 














AKRSRIHVGVV1VDSDGAELGR 
DAAALSEKPPSLTIGLHMELVG 
MGGEPALTATPANCPEYPAKPS 
SI/EQQ*QSQVQ**Q*QVRHGSG 
PLHRTPRQLFLCSRQFAL 


20886 


51254 


A 


21005 


3 


222 


SPEESPPACPRQVFPLYHLQRG 
QGKRVQVG*GGSLWITTKTRLL 
PGGVGDNEVAPGSWHLALVFR 
LLSSGRP 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20887 


51255 


A 


21006 


1 


3639 


MSEETLQSKLAAAKKK1QD1LN 
VLVSDLNRSNGVVLPTLDKWK 
DAPEAWDLCLALRSICGLAIQL 
LGAAPLTRAANFSVAEVTDVR 
DSARRWETRKAPYLSCRIALRM 
NEAAVFRHLVPGVYFPRCDQG 
CQLTAALGCGAGVQSHVGPVT 
VTTGPDSVTAADAAGLCRVLR 
AVGWGGSECRLTPHPYKFHVE 
P YG G RL VPPRLS VDPG SSRRE A 
TSKVAVDLLVLDAAGADGPVS 
QSPVWKEAAGVVSQLRGGRQ 


20888 


51256 


A 


21011 


137 


944 


kprcchsatmfevplvqgsilk 

kvlealkdlineacwdisssgv 

nlqsmds/shvsllqftlpsegf 

dtyrcdcnlamgvnltimsk.il 

kcagnedivtlriednvntlvl 

vfeasnqekvsdyeiklmdld 

veqlg1aeqeyhyvvkmlsge 

fasic* dlshigda v vi sgvkdg 

riFCAcr:ni r:\AVMVi cnTCTA^n 
KEEEAVTMEMNEPVQLTFALR 
YLNFL I K.A 1 PLSSMV TLNMSA 
DIHLVVDYKIADVGHLKYYLA 
PKMEDEEGP 


20889 


51257 


B 


21012 


205 


1309 




20890 


51258 


A 


21013 


189 


410 




20891 


51259 


A 


21014 


1767 


2158 


RAQPHLYPEAARTRGRK*LHFC 
APSSAPRAPVSERR/CAGRFLSW 

r"PV A A \\/T»P A 1? W A P P A DDDDD 
A A APPDD DPP \\rQ DPPI CAnpn 
KjK.oL.1N i>or*-l KJN 1 JvUJbJNoIJNl^K.L. 

KILSLQKDLMCGTAGRCKTLTE 

Q 


20892 


51260 


A 


21015 


1 


1710 




20893 


51261 


A 


21016 


132 


522 




20894 


51262 


A 


21017 


1 


1386 




20895 


51263 


A 


21018 


331 


3101 


SFSEAN 1 STAKKTFLYNEL Y V Y 

NTRKDTWTKVDIPSPPPRRCAH 

QAVVVPQGGGQLWVFGGEFAS 

PNG EQF YH YKDL WV LHL ATKT 

WEQVKSTGGPSGRSGHRMVA 

WKRQLILFGGFHESTRDYIYYN 

DVYAFNLDTFTWSKLSPSGTVP 

TPRSGCQMSVTPQGGIVWYGG 

YSKQMPPIISGQSRGRKPGSCLL 

LLLLLLLLLLLLLLCVLPLGYSL 

1 EL SSS YRLHGNEPVP ATFHGLN 

SHMGLVATILDNVNP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20896 


51264 


A 


21019 


2 


2911 


VRGPRARCRRRSSKTEPRKGPS 
RTSTRKRLELGAGSDS1SVRRAP 
PHEHLFPSGERGPFSFLVSRRGL 
GPGKMGKKGKKEKKGRGAEK 
TAAKMEKKVSKRSRKEEPGVC 
RRIRPDLGVECSAAAAHGFPNR 
GQFYGLPCARHSSLGFTPHEQE 
DLEALIAHFQTLDAK.RTQTVEV 
PCPPPSPRKCRGSQFVVTEDSVR 
KGTALRLNASLSVHPEKDELIL 
FGGEYFNGQKTFLYNELYVYNI 
RKDTWTKVD1PSP 


2Q897 


5T265 




21021) 





208 


DGYRHEMLPASLIQAQRDYFG 
AH/TYELWAKPGQFIH/TNWTG 
HGGTVSSSSYNAFALFSVQFFK 
SVVRDS 


20898 


51266 


A 


21021 


3 


316 




20899 


51267 


A 


21022 


2 


578 


LIGLAVMGQNLILNMNDHGFVV 
TVSKVDDFLANEAKGTKVVGA 
QSLKEM V SKLKKPRRIILL VK A 
GQAVDDFIEKLRRCRDLKAKGI 
LFVGSGVSGGEEGARYGPSLMP 
GGNKEAWPH1KTIFQGIAAKVG 
TGEPCCDWVGDEGAGHFVKM 
VHNGIEYGDMQLICEAYHLMK 
DVLGMAQDEMALCPIFCSVF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20900 


51268 


A 


21023 


3 


1758 


AYANLGTRFWREPLRVFPSLVL 

RASPLFGSALSAAMAQADIALI 

V\LFVMGHNLILNMKDHGFEVC 

AFNRTVSKVDDFLANEAKGTK. 

VVGAQSLKEMVSKLNKPPRDQ 

YLLC/VKAGQAVDDFIEKLVPL 

LDTGDIIIXDGGNSE Y* GTPQDG 

CRDLKAKGILFEGSXG V S AGEE 

GD\RYGP\SLMPGGNK\EAWPHI 

KTI FQGIA\AKVGTGEPCC\DWV 

GDEGAGHFVKMVHNGIEYGD 

MQLICEAYHLMKDVLGMAQD 

EMAQAFEDWNKTELDSFLIEIT 

ANILKFQDTDGKHLLPKIQGTS 

AGARRGNRGSGT/WPFSGPGKY 

GVPV\TLI\GEAVF\ARCLSSL\KD 

ER1\QASKKLKGPQK\FQFDGD* 

EIISWEDIRKALYASKIISYAQGF 

MLLRHAA\TEFGWTL'NYG\GIA 

LMWRGGCI1RSVFLGK1KDAFD 

RNP\ELQNLLLD\DFFKVQLFEN 

CQ\DSWR\RAVSTGVQGWAFP 

MPLFYRLPLS1* 1 G 1 SHBMLPAQ 

PSSRLQRGLLSGAHTL*NSWAK 

PGAVLFHTNWTG\HGGTVSSSS 

YQCLDHAAPVTLHDSTVPGHSI 

GLNGTAHLALCP1FCSVFFKSV 


20901 


51269 


A 


21024 


317 


885 


MRWRSKSAWRAEPKSRTNSGT 
ASNVSPSRPLEC*R/FLRLVSGE 
LILAL1AFICIETIMACSPCEGLY 
FFEFVSCSAFVVTGVLLIMFSLN 

i OA>1t> IDrMXIU/XTI THI AfNITr I OA 

LHIVlKlrl^MN WNLILJLVIN lULbA 

FLFFIASIVLAALNHRAGAEIAA 
VIFGFLATAAYAVNTFLAVQK 
WRVSVRQQSTND Yl RARTESRD 
VDSRPEIQRLDT 


20902 


51270 


A 


21025 


4761 


5127 


LGSGDLPWE1NPLSSCSLLREKD 
PPTTSGPQ'IATSPRNISPISNPHTR 
TSKRLNRSGQAFLQNLLPQELA 
TSARNLTTRPRNACSPGFLLSR 
VPSVRDPTGNWTVQLTWQPLS 
EPLELWPKAL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20903 


5127! 


A 


21026 


174 


2238 


LRSGDLPWEINPLSSCSLLHEKD 

PPTTSGPQ1ATSPRNISPISNPRQR 

RH I L S M DPKLRRRS WT WVG S L P 

LVFNHCRDASLIIHPGFRGVRPR 

RDVCLGPSPLATITDAELYVTL 

TVEGKSIPFLIDTEATHSTLPSFK 

GPV AL A SIHVQNVQ1 KRDKEGH 

YIMVKGSIQQEELTILNMYAPN 

TGAPRFIKQVLNDLQRDLDSHT 

1 1 MG DFNTPLSTLDRSTRQK VN 

KD1QDLNSALHQADLIDIYRTL 

HTKSTECTFFSAPHRTYSKIDHI 

VGSKALLSKCKRTEIIINCLSDH 

SA1KLELRJ KKLTQNHSTTWKL 

NNLLLND Y W V H KEMKAEIKM 

FFEINENKNTTYQNLWDTFKAV 

CRGKFIALNAYKRKQERSKIDT 

LTSQLEELEKQEQTRSKASRRE 

EITKIRAELKEIETQKTLQKINES 

RSWFFEKINKIDILLARLIKKKR 

EKNQI DAIKNDKGDI ATDPTEIQ 

TTIREY YKHLCPNKLENLEEM D 

KFLDTYTLPRLNQEEDESLNRPI 

TGSEIVAIFNSLPTKKSPGPDGFT 

AKFYQRYKEELVPFLQKYKEEL 

VPFLLKLFQSIEKEGILPNSFSEA 

S1ILIPKPGRDTTKJCENFRPISLIV1 

N1DAKILNKILANQIQQHIKKL1 

HHDQVGF1PGMQGWFNIRKSIN 

V1QH INRTKDKNHM 1 1 S 1 DAEKA 

FDKIQQPSC 


20904 


51272 


A 


21027 


1 


181 


MEEKEERKRRRKRKRRREEG R 
DGERKRMEKQKENQDPKDPPT 
TSGPQTVTSPRNISPISNP 


20905 


51273 


A 


21028 


167 


408 


LGSRTFPWEINPPSSCSLLREKD 
PPTTSGPQT\TRPRN1SPISNLVS 
GLFLLSSPTSLT1PQPLSSFNLDD 
TLQSLPSLNF 


20906 


51274 


A 


21029 


449 


663 


LGSGDLPWEINTQSSCSLLCEK 
DPPTTSGPQTATSPRNISPISNPDP 
TGNRTVQLTWQPVPEPLELWP 
KAL 


20907 


51275 


A 


21030 


79 


381 


LGSGDLPWE1NPLSSCSLLREKE 
PPTTSGPQTVTRPRNISPISNPELA 
TLAGNLATGPRNARSPGFLLSH 
VLSVWDPTENQTVQLTWQPLP 
QPLEL WPKAL 


20908 


51276 


A 


21031 


122 


334 


LRSGDLLWEINPLSS*SLLHEKD 
PPTTSSPQT\TSPRNISPISNPDPT 
ENQTVQLTWQPLPEPLELWPK 
AL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 












„ 90 


LuoUULr cIlNrroov^oLfJLlvC.lvL' 

PPTTSGPQTYTSPRNISPISNPDPT 
GN RT VQLT WQPLPQPLEL WPK 
AL 


20910 


51278 


A 


21033 


620 


717 




20911 


51279 


A 


21034 


3 


678 


GGGFSDRDRTIALQPGQQIWM 

WGIGKQVGGCGWLRGKNRVV 

GAAKDQSG TGEKF YFIPKA M G 

AMEGSGQRRTLPDPGAHRNPS 

GGYSATDCEGSRPAPGEINSHA 

SHTKPVWWFFTQTRMKFGAVT 

RIGGLPWEVNPLSSCSLLRE/KD 

PPTTSGPQSNQPRKHPPISNPEL 

VHVPEIWPLGQGMPAARIPPKP 

RPICVGPH*KSTVQLTWQPLPEP 

LELWPRLSD 


20912 


51280 


A 


21035 


339 


1098 


LGSGDLPWEINPLSSCSLLREKD 
PPTTSGPPTYTSPRNISPISNPGET 
KETRFIRG PKTP AP VTDWEG SL 
PLVFNHCRDASL11HPRFKGVRP 
RRD A CLGPSPLAASPTFLGKGQ 
RLKTDTARLPRKPPRPSRTLSFS 
TAPRILSIVVPGSGHTLAFLDVT 

KnKLi rvC-orvr V VuccVUi oc. W 
LdUVuis.ofc.VVbr;>! LAoa 1 ov Mrs. 

HDTGRRLLGKRGGGMECSKGL 
CNF1TMTKNIRSLAQMT1WQYL 
SPCREPV 


20913 


51281 


C 


21036 




438 
















PPTTSGPQTVTSPRNISPISNPRQR 
RH1LSMDPKLRRRSWTWVGSLP 
LVFNHCRDASLIIHPGFRGVRPR 

KU V LLurorLA 


20915 


51283 


A 


21038 


590 




824 


PNSSWMRGEPKKDPPTTSGPQT 
\TSPRNISPISNPGRLSDYSPRFQ 
d mTTnr.D i dwcpti cr.rQD cc 

KCl^l 1 l^utvLr W or 1 LjUKoKr J> 

c\ pp. a T\i/r;T w 


20916 


51284 






r-H 9 . 






-fj 9 - 




20917 


51285 


- — 






155 






20918 




- — 


~~n 




— 




20919 




51287 







21042 







474 




20920 


5J288 


— 


2104j 


— 


]009 




20921 — 


51289 


- — 


21044 


— 


481 




20922 


5J290 


- — 


21045 


— 

66 











- — 





| 






2 ° 92 ^ 


T&k — 








4lT 




20925 


51293 


B 


21048 


74 


3516 




20926 


51294 


B 


21049 


783 


3463 




20927 


51295 


B 


21050 


1 


807 




20928 


51296 


B 


21051 


41 


1700 
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SEQ ID NO: 
of peptide 



SEQ ID NO: 
USSN 
7540,217 



Nucleotide 
location of first 
codon for peptide 
:quence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Vmino acid sequence ( X=Unknown, 
'=Stop codon, /=possible nucleotide 
lelction, \=possible nucleotide insertion) 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20980 


51348 


A 


21106 




429 




20981 


51349 


A 


21107 


184 


544 


VRLLKILQLQRFKMYVQQLDL 
TYFLRK1 KCTLENGIVMSNTEA 
ESGVQLKPGRWGASALYSSHH1 
IH*A*LLVPR*VSNVVCSRNDT* 
TKNKDTKNRRC*PKSSTRJRGK* 
KRERKEKEVT 


20982 


51350 


A 


21108 


3 


1200 


LSQK.EEEEDTFIEEQQLEEEKLL 

ERERQRLHEEWLLREQKAQEE 

FRIKKEKEEAAKKRQEEQERKL 

KEQWEEQQRKEREEEEQKRQE 

KKEKEKTFMWKPSVDLFSHLA 

SLRTPIICQDKGNAYQEHFPEK 

KKKRSSQLAIPEGAFGYPHHLL 

AILGLRC SRKHNFPTSSPTLLIKS 

M FTTFGM EQCRRDD YDPD A SL 

EYSEEETYQQFLDFYEDVLPEF 

KNVGKVIQF/KGLFEIQQCPRGK 

HCNFLHVFRNPNNEFWEANRDI 

YLSPDRTGSSFGKNSERRERMG 

HHDDYYSRLRGRRNPSPDHSY 

KRNGESERKSSRHRGKKSHKRT 

SKSRERHNSRSRGRNRDRSRDR 

SRGRGSRSRSRSRSRRSRRSRSQ 

SSSRSRSRGRRRSGNRDRTVQS 


20983 


51351 


A 


21109 


789 


907 




20984 


51352 


A 


21110 


236 


1823 


CPIQRQSPGPAQTGRWEPLPCT 

VPITLRMSEGSGGAGKMAALE 

KMTFPKKMTFPEKPSHKKYRA 

ALKKEKRKIRRQELARLRDSGL 

SQKEEEEDTF1EEQQLEEEKLLE 

RERERLHEEWLLREQKAQEEFR 

IKKEKEEAAKKRQEEQERKLKE 

QWEEQQRKEREEEEQKRQEKK 

EKEEALQKMLDQAENELENGT 

TWQNPEPPL\DFRVMEKDGVN 

CPFYSKTGACRFGDRCSRKHYF 

PTS\SPTLLIKSMFTTLGMEQC\R 

RDDYDPDASLEYSEEETYQQFL 

DFYEDVLPEFKNVGKVIQFKVS 

CNLEPHLRG\N1YVQYQSEEEC 

QAALSLFNGRWYV\AGRQLQC 

EF*TGDRWKMAICGLFE1QQCP 

RGKHCNFLHVFRNPNNEFWEA 

NRDIYLSPDRTGSSFGKNSERRE 

RMGHHDDYYSRLRGRRNPSPD 

HSYKRNGESERKSSRHRGKKSH 

KRTSKSRERHN SRS RG RNRDRS 

RDRSRGRGSRSRSRSRSRRSRRS 

RSQSSSRSRSRGRRRSGNRDRT 


20985 


51353 


A 


21111 


289 


366 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


20986 


51354 


A 


21112 




1289 




20987 






21113 


60 


367 


EELGYAGRGMGARQPPPARKA 
VSPLQERA EPVGSPG* G WRSRP 
STHG1ASHGGPACSLCSLHFTFF 
VDFPSLFSPICLPEGWDWQQEQ 
PCLLYLSSPRCTQA 


20988 


51356 


A 


21114 


1 


653 


RRRGSAAGGRAAERKAEVGA 

MNMAGGKAGKDSGKAKAKA 

V\SRSQR\AGLQFPVGRIHRHLK 

TRT\TSHGR\VGATAAVY\SAAI 

LVEYLTAAE VLELAAG Y ASVKDLQ 

SKSVSLPRHLQLAIPWVIEELDS 

LIQGLP*AGGGVIPSHPHKS\LIG 

KEGDSKKTALEGMLLTQPLSLP 

RHLYCNWDKKNNGDMWNFLP 

PVKWKSIDNYCRHDKRNICMF 

LDSEV 


20989 


51357 


A 


21 1 15 


1 


1019 


SVCWAGGAPRAHSTRTHAWLG 
RPAMEPGSVENLS1VYRSRDFL 
V VNKH WDVRI DSKA WRETGRP 
EP\QVASVEESGSDSGLC/HHSR 
FCHQLDFSTSGALCVALLVLGG 
LPGSTGLPRELRAILPLLQLRGH 
IQESRVSIVRWGGPGPRVSPTNL 
TPAFCAPGCENPKPSLTGSWSG 
R* V WIGPAPSLIRHRPHPAGRTH 
QLRVAHCSALGHPVVGDLTYGE 
VSGREDRPFRMMLHAFYLRIPT 
DTECVEVCTPDPFLPSL\DACWS 
PHTLLQSL\DQL\VAGLKGQPPD 
P*TRG*GGPRPGSPSALLPGHGR 
PPPPTTKPPETE A Q RG PCLQWL 
SEWTLEPDS 


20990 


51358 


A 


21116 


698 


1472 


RWAPRRGLSVDLDGGSSAPLCP 
PATTARLDAEPHGSLPNSCLWE 
CSCLLQGIWAAGPSGLSLHYPP 
LSSPLGSSPPSRPQRLVLIRAGR 
GGWVGSVGETMTSSYGHVLER 
QPALGGRLDSPGNLDTLQAKK 
NFSVSHLLDLEEAGDMVAAQA 
DENVGE\SSRTRGGGAGLGKGL 
SGVQTQRASAVWESSRLKMLS 
RVGRASLGQRMTA*GRLQLYP 
HAPKSVTDRSPCSSQVTKSWNR 
GALQHSMIFTKRCLFQTLKE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


20991 


51359 


A 


21117 


50 


1226 


KMA EEVV VVAKFDYVAQQEQ 
ELDIKKNERLWLLDDSKSWWR 
VRNSMNKTGF\VPSTYVGR\EN 
SARKASIVKNLKDTLGIGKVKR 
KPSVPDSASPADDSFV\DPGERL 
Y\DLNMPA\YVKFN\YMAERED 
ELS\LIKG\TKVIVMEKCS\DGW 
WRGTYNGQVGWFPSNYVTEE\ 
GESPLGDHVGSLSEKLAAVVN 
N LNTG QVLH V VQ AL YPFSSSN 
DEELNFEKAGDVMDVIEKPEND 
PEWWKCRKINGMVGLVPQKL 
W*PLLQSIQLTSGLGTLTFQCGF 
IRPYIPGKFVGNPWYYGKVTRH 
QAEMALNERGHEGDFL1RDSES 
SPNDFSVSLKAQGKNKHFKVQ 
LK\ETVYCIWQRKSCTME*LVE 
HYK\KAPNFYNVNKGEKLYLV 


20992 


51360 


A 


21118 


132 


428 




20993 


51361 


A 


21119 


3 


337 


A K L AG A A VP VC ARGRA A PL A A 
AALPAARL\PSGAGPAGLVSDV 
RRRPFARE/PEPRVP/SQPPALSA 
LGALALKLFSSPPSCWSFSVKT 
GVLVPW1MCISWPYFLSGNLLT 
MMW 


20994 


51362 


A 


21120 


438 


1066 


LNQKGKGGRGEALKNDLVVAP 

PPSPRRGVR*EALHVPDTGPFK 

KPRKRK*NQRQREAERK*TFPR 

EEEARRETHGPLPAPRPPPPLCP/ 

PAASSAPRPGPKGAR*LSLSAE 

GRARRRSAGASGGAGAAATAA 

AAAAPEHPRGSEPRQPASPAPQ 

RERPRRPAPRLPPQCPRPSKGRA 

WTLQTTTGQKVCTGAGTRRA 

WRRAGAVRRAFWA 


20995 


51363 


A 


21121 


1 


924 




20996 


51364 


A 


21122 


1 


435 




20997 


51365 


A 


21123 


1 


524 




20998 


51366 


A 


21124 


1 


602 


MGKG SPAHAQGPG SFLHGG AG 
DQGRGRPITLYEDRGFQGXRHY 
ECSSDHPNLQAYLSRCNSVRVD 
SGCWVLYEQPNYSGLQ*FLRR 
GDYADHQQWMGLSDSVRSCR 
LIPVHASSHRLRIYEREDYRGQM 
VEITEDCSSLHDRFHLSEIHSFN 
VLEGSWVLYELPNYQGRQYLL 
RPGDCRWCQDWGATDARVGS 
LRRAVELY 


20999 


51367 


A 


21125 


1 


1239 




21000 


51368 


A 


21126 


298 


408 




21001 


51369 


C 


21127 


92 


241 





2661 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


21002 


51370 


A 


21128 


33 


191 


RDDPRVRPPPNSHT*PQQEPGL* 
L1KCTSPPQAPAPRTVHGPYFY 
MRLIKMF 


21003 


51371 


A 


21129 




1285 




21004 


51372 


A 


21130 


3 


3468 


QPGHTIYLLPTVVICNLLPCELD 

FYVKGMPINGTLKPGK.EAALH 

TADTSQNIELGVSLENFPLCKEL 

LIPPGTQNYMVRMRLYDVNRR 

QLNLTIRIVCRAEGSLKIFISAPY 

WLINKTGLPLIFRQDNAKTDAA 

GQFEEHELARSLSPLLFCYADK 

EQPNLCTMRJGRGIHPEGMPGW 

CQGFSLDGGSGVRALKV1QQG 

NRPGLIYN1GIDVKKGRGRYIDT 

CMV1FAPRYLLDNKSSHKLAFA 

QREFARGQGTA 


21005 


51373 


A 


21131 


3 


451 
















LEGLEES/VRDRCKKEFTDLM1E 
MDSRLLGPTSKVK 


21007 


51375 


A 


21133 


2 


158 


PGIPVL/DYRTYTDGFFSLPSKD 
GDKDVMITGKLDILKPQNQHR 
VFTVESRV1 


21008 


51376 


A 


21134 


2 


5632 


FVRRTCRESRCWPGAETELDH 

WSLGEGVRGAMALQLWALTL 

LGLLGAGASLRPRKLDFFRSEK 

ELNHLAVDEASGVVYLGAVNA 

LYQLDAKLQLEQQVATGPALD 

NKKCTPP1EAS\QCHEAEMTDN 

VNPLLLVDPPRKRLVECGQLLK 

G1\CALRALSNISLRLFYEDGSG 

EKSFVASNDEGVATVGLVSSTG 

PGGDRVLFVGKGNGPHDNGIIV 

STRLLDRTDSREAFEAYTDHAT 

YKAGYLSTNTQQFVAAF 


21009 


51377 


A 


21135 


168 


5568 


AREKCGGAMGAGSSTEQRSPE 

QPPEGSSTPAEPEPSGGGPSAEA 

APDTTADPAIAASDPATKLLQK 

NGQLSTINGVAEQDELSLQEGD 

LNGQKGALNGQGALNSQEEEE 

V1VRQVDHIDSEDVSDRDSDTE 

MTTKSAVVHDITDDGQEETPDI 

IEQIPSSESNLEELTQPTESQAND 

IGFKKVFKFVGFKFTVKKDKTE 

KPDTVQLLTVKKDEGEGAAGA 

GDHQDPSLGAGEAASKESEPK 

QSTEKPEETLK.REQ 



2662 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21010 


51378 


A 


21136 


807 


1162 


1 S YHGGRRRRPQ/P VGPLG SCRS 
* SSRRWSTTGRTTFRAG WKSCS 
TPPSTSSLPTSTGTW*GPGTSAL 
LPPTPLPPPRAAATPCACACASE 
SRMPAARALGLRVRRRLLEGRS 
GKDTQG 


21011 


51379 


A 


21137 


1 


562 




21012 


51380 


A 


21138 


1 


423 




21013 


51381 


A 


21139 


1 


1871 


MTTFK.EAMTFKDVAVVFTEEE 

LGLLDLAQRK.LYRDVMLENFR 

NLLSVGHQAFHRDTFHFLREEK 

IWMMKTAIQREGNSGDKIQTE 

METVSEAGTHQEWSFQQ1WEKI 

ASDLTRSQDLVINSSQFSKEGDF 

PCQTE/ARTICNSHKTEI/FPRA/I 

GYKPSFSDVSHFDFHQQLHSGE 

KSHTCDECGKNFCYISALRJHQ 

RVHMGEKCYKCDVCGKEFSQS 

SHLQTHQRVHTGEKPFKCVEC 

GKGFSRRSALNVHH 


21014 


51382 


A 


21140 


1056 


2988 


FCILIGDK1QTEMETVSEAGTHQ 
EWSFQQIWEKIASDLTRSQDLV 
INSSQFSKEGDFPCQTEARTICN 
SHKTEIFPRAIGYKPSFSDVSLF 
DFHQQLHSGEKSHTCDECGKN 
FCYISALHI\HQRVHMGEKCYK 
CDVCGKEFSQSSHLQTHQRVH 
TVEKPFKCVECGKGFSRRSALN 
VHHKLHTGEKPYNCEECGKAFI 
HDSQLQEHQR1HTGEKPFKCDI 
CGKSFCGRSRLNRHSMVHTAE 
KPFRCDTCDKSFRQRSALNSHR 
MIHTGEKPYKCEECGKGFICRR 
DLYTHHMVHTGEKPYNCKECG 
KSFRWASCLLKTSSESHSG\EKP 
FKC\EECGKGFYTISQCYS\HQR 
SHSGEKPYKCVECGKGYKRRL 
DLDFHQRVHTGEKLYNCKECG 
KSFSRAPCLLKH ERLHSGEKPF 
QCEECGKRFTQNSHLHSHQRW 
HTGEKPYKCEKCGKGYNSKFIL 
YMHQ\RVHTGERPYNCKECGK 
SFGWASCLLKHQRLHSGENPFK 
CEECGKRFTQNSQLHSHQRVH 
TGEKPYKCDECGKGFSWSSTVR 
LTHQR\RH\SRETPLKCEQHG\K 
NIV\QNSFS/EKLPEKVHQC*KK 
PYKCEDL/CGKG YNRRL* ILADM 
HQRWHMGEKTWKCRECDMCF 
\SQAS\SLRLHQNVHVGEKP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21015 


51383 


A 


21141 


154 


1470 


KDGDHMGYTYKVIER1LEIGAF 

RPHMSLGQLQSARGVACLGCK 

GTCSGFEPHSWRKICKSCYNAA 

KRTTA*HLT*KNDRKLGRWLR 

DSKYSTLHLLG*KAGTASGFYK 

RNP\MI\LTNPIATGKDPTFDT1T 

YEWGSPWEFTQETGDCSYMGA 

HSPREEGSQLTGHQRGAFYRA 

ARPAHAPGLPIYDVQDPLALPVD 

FWRNELKTEWKEFVKAKYKSE 

GPSALGEVALPGQGWLAPRKE 

GE/GSRKKPEGGRRP/PAATTNG 

SLSDPSKEVEYVCELCKGAAPP 

DSP V V Y\SDRAG YN KQWHPTCF 

VCAKCSEPLV\DLIYFWKDGAP 

WCGRHYCESLRPR/CAPACDEI\ 

IFAEDYQRVEDLAWHRKHFVC 

EGCEQLLSGLGVHRHPGVQLL 

VPQLAASPKRSLKGCPTPQPESP 

GIPTEKDKPGCARDPSLRVPDV 

TSKPSEINQ 


21016 


51384 


A 


21142 


1 


1332 


















21018 


51386 


A 


21144 


160 


374 


ETPVSSRCEKHVSSPHLCPGIHR 
A V SLS SH\STCG RS WRSELHGPQ 
STNLSGNTELPLHFLFGAWQTG 
VFKM 


21019 


51387 


A 


21145 


3 


4366 


LGAQQRELQEALGARAALEAL 
LGRLQAERRGLDAAHERDVRE 
LRARAASLTMHFRARATGPAA 
PPPRLREVHDSYALLVAESWRE 
TVQLYEDEVRELEEALRRGQES 
RLQAEEETRLCAQEAEALRREA 
LGLEQLRARLEDALLRMREEY 
GIQAEERQRA1DCLEDEKATLT 
LAMADWLRDYQDLLQVKTGL 
SLEVATYRALLEGESNPEIVIW 
AEHVENMPSEFRNKYYHYTDS 
LLQRENEWNLFSRQKAPLAS 


21020 


51388 


A 


21146 


1 


4617 


RVIDCLEDEKATLTLAMADWL 

RDYQDLLQVKTGLSLEVATYRI 

VEHVAVEGVSKLWKPLWQKS 

QSLVISSGVSFTGGRLNLERLRR 

GPTPLASTESVKQVLVNNRMII 

DDEMVKTLAMSRTCSAPNPLT 

AD VKT WSRS YRSED A ATG P VL 

GVASTVALLEGESNPEIVIWAE 

HVENMPSEFRNKSYHYTDSLL 

QRE\NERNLFS\RQKAPLASFNH 

SSALYSNLSGHRGSQTGTSIGG 

DARRGFLGSGYSSSATT 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


21021 


51389 


A 


21147 


2 


435 




21022 


51390 


A 


21148 


1 


1233 


MCEEETTALVCDNGSGLCKAG 
FAGDDAPRAVFPSIVGRPRHQG 
VMVGMGQKDSYVGDEAQSKR 
G ILTLK YPI EHG I ITNWDDMEK 
KKEAEELARNMAIQQELEKEK 
QRVAQQKQQQLEQEQFHAFEE 
MIRNQELEKERLKIVQEFGKVD 
PGLGGPLVPD/SGEALLRCVPHL 
NSLIHTAFRLSHNCKAS*ATCG 
GQVLETWSTEQLRKYSHNRWI 
APCGGAWAAVPTVSPVSQCQH 
CPG SGDM WNSL WKTDEE* I YH 
YPCSHPQAKCWV*LLQHRERR 
RTFPHTG SAGPHHTGLDSCKQF 
*AVREHGVR\GIHETTYNSIMKC 
D1D1RK.DLYANNVLSGGTTMYP 
GIADRMQK.EITALAPSTMKIKII 
APPERKYSVWIGGSILASLSTFQ 
QMWISKPEYDEAGPSIVHRKCF 


21023 


51391 


A 


21149 


2 


1273 


PRVRPRVRPRVRSLGEEPLIPSV 

LRSPAHSATHTMCEEETTALVC 

DNGSGLCKAGFAGDDAPRAVF 

PSIVGRPRHQGVMVGMGQKDS 

Y VGDEAQSKRGILTLK YPIVEHG 

M1TNWDDMEK1WAPLLLTMEL 

RVSTWKRHPTLLTEAPLNPKAN 

REKMTQIMFETFNVPAMYVAI 

QAVLSLYASGRTTGIVLDSG\D 

GVTHNVP1YEGYALPHAIMRLD 

LAG\RDLTDYLMKIL/AKRGGY 

SFVTTAERE1VRDIKEKLCYVAL 

DFEK*\MATAASSSSLE\KSYELP 

DGAGLSPIGKWTLP\CPETLFQP 

YFISNGVPLEFNDDNLTIPSMKV 

CDIDIP*GLICPTMFLSGGTTHV 

PWALLDR1QKENPSPGPPGTMK 

IK1MAPPEREVTSVWD/LGGSILA 

SLSTFQA\MWISKPEYDDAGPSI 

VHRKCF 


21024 


51392 


A 


21150 


95 


674 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


21025 


51393 


A 


21151 


1 


1536 


MGGGEQGTLRTAENQGLQVCP 

GEAGSSLGFSGNTPTNGLPARG 

DQTSYRDFWSGPQFPDTSLRTA 

APGAREQCGTHGGEGSTLEGSR 

PDVPQDLFSPTLGFYGSTYPELE 

QGMLGGH*G/PAENQGLQVCP 

GEAGSSLGFSGNTPTNGLPARG 

DQTSYRDFWSGPQFPDTSLRTA 

APGAREQCGTHGGEGSTLEGSR 

PDVPQDLFSPTLGFYGSTYPELE 

QGMLGGHVEASREYQMLSHV 

GNPDYPHALATEQATSPSTESG 

SAGFKGVALAMLSK.ITMCVRJG 

ILVFQQDQGSMCKAFSTTGMG 

LVTYLLTCRAWSRLQCGASYR 

AHDVNVLPGCSGPAALLLGDW 

FSLHSSDAVLPAQGQGMLSQG 

EADACITLPHLFPSREVVFLLGL 

EAGGLIPGAEGPPEDMGLVRGP 

PAVAAGPPPRWLSPEFCLLQYS 

EEEGCKEPLWLKVEAEVSTLYR 

FMPTGFTRGPFN 1 EHRE WGNTT 

ATWTRMISNHNKHSQRGRKMT 

ARLPCGGAPHFSDRTDDKWRR 

SSLLTRSGCQTERLLTSQTEPLP 

AGGSPHFSNGETGQRRSSPPQR 

GCDRPQALLTSKTEQQRKSASH 

ISYDERPGKDAPHFLDGMVAG 

KRRSSLSRLGSQA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21026 


51394 


A 


21152 


689 


2176 


PATSPTSRAMAQPSAPAASMLL 

PCPECPSGPRFMTCCLSVSTFCS 

PSLRRPPGSIKGSSG LGGG\SSRT 

SCRLSGVALGAGSCRLGS AGG L 

GSTLGGYNSYSSCYSFGSGGGY 

GSSFGG\VDGLLA\GGEKA\TMH 

NLIDFXLASYLDKVPCPWKEAN 

TELEV\KIRD\WYQRQ\APGPAR 

DYSQYYRTIEELQNKILTATVD 

NANILLQIDNARLAC/ADDFRT 

K\F\ETEQALRL\SVEADINGL\R 

R V LVDELTL ARADL\EMQ1 EN LK 

EEAWPTLKERTTEGRRLNALR 

GQVGW*RSMLEMDAAPGVDL 

SRILNEM PSCVDHRVTRCINRP 

GAELKLGSGGWTEELKREVAT 

NSELVQSGKSKISEL\RRTMQAL 

EIELQSQLSMKA\SLEGNLGGD 

RATAYCVQLS\QIQG LMGSGED 

QL\AQLR\C\EMEQQYNQDYKILL 

DVKTRLEQEIATYRRLLEG\ED 

A H LTAQCKKEP VTTRQ V\RT1 VG 

KRSRD\GKVILLPRSRFHQTTR 


21027 


51395 


C 


21153 


58 


252 




21028 


51396 


A 


21154 


2 


190 




21029 


51397 


A 


21155 


2 


432 


KMADGVDH1DIYADVGEEFNQ 
EAEYGGHDQIDLYDDVISPSAN 
NGDAPEDRDYMDTPPPVPGYG 
PPPGPPPPQQGPPPPPGPFPPRPP 
GPLGPPLD/TLAPPPHLPG\PP\PG 
\APPPA\PHVEPSFLFLPP1NSGH 
GLHSDRPRFH 


21030 


51398 


A 


21156 


1 


1070 


MGGIGARAAAAGKGRRRRARA 

PPGLPPPTSDGGGGAAAASSLR 

RLHAAPPPGPSAAGSASRVPPTI 

GSEAAPAREDRRQLHSGRVRAS 

G SPRLTRPRPVKRRGRTRG GG A 

PRQGSAARPRGGKGAHSAVAS 

ARAAAGPGSASRPHGAASAAG 

TWALTYLVELFADIRVNVYVV 

HAVRHLPSACAAAAAAASCRF 

ALVGVGSEASSKKLMDLLPKR 

ELHGQNPVVTPCNKQFLSQFE 

MQSRKTTQSGQMSGEGKAGPP 

GGSSRAAFPQGGRGRGRFPGA 

VPGGDRFPGPAGPGGPPPPFQD 

PSVNSDPVCGTFG/EH*PPGYQT 

PSNLSVRPMAKPKPEGTDLSRS 

REGFFKSRFAPN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21031 


51399 


A 


21157 


63 


1750 


MKMAGGVNH1DIYADVGE*FN 

QEA\EYGGHDQIDVHDDAISPS 

ANNGDAPEDRDYMDTLPPTVG 

DDVGKGAAPNVVYTYTGKRIA 

L Y 1 GN LTWWTTDEDLTE A VHS 

LGVNDILEUKFFENRANGQSKG 

FALVGVGSEASSKKLMDLLPK 

RELHGQNPVVTPCNKQFLSQFE 

MQSRKTTQSGQMSGEG KAGPP 

GGSSRAAFPQGGRGRGRFPGA 

VPGGDRPPGPAGPGGPPPPFPA 

GQTPPRPPLGSFQGPPG\PPGPPP 

PGQVLPPPLAGPPNRGDRPPPPV 

LFPGQPFGQPPLGPLPPGPPPPV 

PGYGPPPGPPPPQQGPPPPPGPF 

PVPRPTGSNLGHPLTLAPPSASFP 

GP\PP\GAPPPSPHVNPAFFPPPT 

NSGMPTSDSRGPPPTDPYGRPPP 

YDRGD YGPPGREMDTA RTPLS 

EAEFEEIMNRNRAISSSAISRAV 

SDASA/GVDYGSAIETLVTAISLI 

KT1PKYPADD/RCTKFLISSLQD 

CLHGIESKSYGSGSRRRERSRER 

DHSRSREKSRRHKSRSRDRHDD 

YYRERSRERER\HRDRDRD\RD 

RERDREREYRHR 


21032 


51400 


A 


21159 


1 


96 


TNFKSGLLGLAAED*HCPIASE 
AP*TITDAEL 


21033 


51401 


A 


21160 


1 


1056 


MWKGPKGLDMYGKSSVSPKTS 
DILGRDTLLLALKVQTVVLQTA 
CGEGHVAGNCGRPLETEGSLQ 
LTATKKLRDSVLQPKSPEFCQQ 
FTRAWNRTQVPDETEAPAGTY 
AAQSGDLPWEINPLSSCSLLHE 
KDPPTASGPQTDQPKEHLTNFK 
SGFRGVRP/LQGRLPWSFTLSGK 
SRFSGEGASTPTPSLCVSTPSPPF 
WGARNTQPLLLHPEWQ/CPLF* 
RSKYPNLVSLCPSPLFPRPDLLS 
L/S AQS L 1 S APQPL1SLCPNPLFPC 
PDLLSLHPNPLFPRPNPFPAFLE 
GACYKCQKSGHQAKECLQPGI 
PPKLRPICAGPHWKSDCPTHLA 
ATPRAPGTLAQGSLTASQIFLA 


21034 


51402 


C 


21161 


283 


408 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


21035 


51403 


A 

— 


21162 




505 


ILNPVSGLFLFSSPLSLNLSSLSL 
NLFLLSILAPHFNLSILLISIPF1FP 
LEIELSNSPGSHSQSPWNSGPRL 
SDSFPDLLGLAAEE*HCP1ASEA 
FSQTYRAYLSLSLSLSLSPEPPT 
AGDGVT/HSSPVASTT1TVLGQT 
/SKPAQCWPLPKVCCHHSLTSD 
YVHPRP 


21036 


51404 




21 163 


164 


420 


LANFCEESGAGEPGSHSQSPWN 
SGPRLSDSFPDLLGLAAEDRHC 
PIASEAPLLQRKSLYKSPCTSSTI 
S*CCIPRSGISESLSVN 


21037 


51405 


A 


21164 


50 


298 




21038 


51406 


A 


21165 


49 


433 


SSSGIWPSHSQSPLRSSPAKLLS 
RFRCSLSSLLLCLATLLLVWQP 
LPEPLELWPKA/HLTDSFPDLLG 
LAAED/W/HCPIPSEAP*TLTDAE 
LRVTLT VEGKS 1 PFG AGKE VTL 
ESYWVSLTLSFLICYM1I 


21039 


51407 


A 


21166 


282 


374 


CDLFLPHPN*SMYFVISPTPKKV 
LCNSPHT 


21040 


51408 


A 


21167 


71 


333 


1.RSGDLPWE1NPLSSCSLFREED 
PPTTSG PQTNQPKEHLTNFKSA 
AED*RCQFASEAP*T1TDAKLRV 
SLTAEGLLATLFLNPKPEY 


21041 


51409 


A 


21168 


113 


342 


AFGCF I TGVGRV TDSDGPLYTG 
PWAPGSHSQSPWNSGPRLSDSF 
PDLLGLAAED*HCP1ASEAPFLT 
L1FLLCVIQ 


21042 


51410 


A 


21169 


301 


608 


TFTPLKSYIKAPSSAGPVAEQE 
MTPEGKVGAGPE*LTWKNQFL 
FY 


21043 


51411 


A 


21170 


2 


724 


FLVSLMLPPAVVMLNHCYSLIF 
TNALVKRLFAWNMLSELATCA 
GNLATGPRNARSPGFLLSCVPS 
VRDPTGNQTVQLTWQPLPEPLE 
LWPKA/HLTDSFPDLLGLATED 
*HSPIASEAPWAIMDAELRVTL 
TVEDRDSSSSSSSSSSSSSSSSSSS 
SSSSSSSSSSSSSSQSSSSSSSPCD 
LFLPHPN*SMYFVISPTLKKVLY 
NVTHP*EVSL*FSPPLRMYFVRS 
IPCPQNIALNSTAYP 


21044 


51412 


A 


21171 


442 


501 





2669 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21045 


51413 


A 


21172 


266 


1003 


SCMCLALDPCNHGEGHQPDFS 
GVKFRRHGADNHEASAATATT 
AAATTVAAAAAAAAAAAAAR 
VTLTGSHFQSPWNSGPRLSDSF 
PDLLSLATED*RCPIASEVPWTI 
TEAELRVTLTVEGKSIPCLIDTG 
ATHSTLPSFQGPVSLAPITVVGM 
DGQASKPL\KTPPLW\CQLGQH 
SFMHSFLVIPHL/CPIFLIRGRN I L 
TKLSYASLTIPG STANI SL V AFFP 
NPKPPLCPLTSPQYHPLPQDLPS 
A 




57414 


— 


21173 


2 


245 


LTALLRKSLDPRL1STGENTQTA 
ETMGPLSAPPCTQHITW\KGLLL 
TAETPKPSISSSNLNPRGGHGRL 
CALILL1LEDSG 


21047 


51415 


A 


21174 




324 




21048 


51416 


A 


21175 




552 




21049 


51417 


A 


21176 




435 




21050 


51418 


A 


21177 




1459 


GAVRTWGRGFQTEKCQASLLN 

FWNPPTTAQVTIEAEPTKVSKG 

KDVLLLVHMLPQNLAGYIWYK 

GQMKDLYHY1TSYVVDGQIIIY 

GPAYSGRETVYSNASLLIQNVT 

REDAGSYTLHIVK.RGDGTRGET 

GHFTFTLY\L1PWTLLYL*RSLA 

QVSHYETPGKTAPPCGSTA**L 

N*PPDLTLFSPVLFLLKYPVPGQ 

AFQYPKGLKTIGSSITHL*DVLG 

KGSCREN1PRAAK*D*N*EDSST 

ACSK*GPQVETPKPSISSSNLYP 

REDMEAVSLTCDPETPDASYL 

WWMNGQSLPMTHSLQLSKNK 

RTLFLFGVTKYTAGPYECEIRN 

PVSASRSDPVTLNLLPKLPKPYI 

T1NNLNPRENKDVLAFTCEPKS 

ENYTYIWWLNGQSLPVSPRVK 

RPIENRILILTQCSREMKQGPY\ 

QCEIQ\DRYGG\IRSYPVTLECP/ 

HITTKHSGLYACSVRNSATGME 

SSKSMTVKVSAPSGTGHLPGLN 
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SEQID 
NO: 


SEQ ID ISO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21051 


51419 


A 


21178 


3 


1445 


IRADPAHELENCSCPGKRLSTE 

RGRTAQLTAVLREFLDPRL1STE 

ENTQAAETMGTLSAPPCTQRIK 

WKGLLLTASLLNFWNLPTTAQ 

VTIEAQPPKVSEGKDVLLLVHN 

LPQNLTGYIWYKGQMRDLYHY 

1TSYVVDGEIIIYGPAYSGRETA 

YSNASLLIQNVTREDAGSYTLH 

I [KGDDGTRGVTGRFTFTLHLET 

PKPSISSSNLNPRETMEAVSLTC 

DPETPDASYLWWMNGQSLPMT 

HSLKLSETNRTLFLLGVTKYTA 

GPYECEIRNPVSASRSDPVTLNL 

LPK LPKP YIT1NN LN PREN K D VL 

NFTCEPKSENYTY1WWLNGQSL 

PVSPRVKRP1ENRILILPSVTRNE 

TG PYQCEIRDRYGG VRSDP VTL 

NVLYGPDLPRJYPSFTYYRSGE 

VLYLSCSADSNPPAQYSWYITNE 

KFQL\QGQKLF1P\HITTKHSGLY 

V\CSVRNSATGKESSKSMTVEV 

SGKWIPASLA1GF 


21052 


51420 


A 


21179 




1380 


TAQLTAVLREFLDPRLISTEENT 
QAAETMGTLSAPPCTQRIKWK 
GLLLTASLLNFWNLPTTAQVT1 
EAEPTKVSEGKDVLLLVHMLPQ 
NLTGYIWYKGQMRDLYHYITS 
YVVDGEIIIYGPAYSGRETAYSN 
ASLLIQNVTREDAGSYTLHIIKG 
DDGTRGVTGRFTFTLHLETPKP 
S 1 S SSNLNPRETME A VSLTCDPE 
TPDASYLWWMNGQSLPMTHSL 
KLSETNRTLFLLGVTKYTAGPY 
ECEIRNPVSASRSDPVTLNLLPK 
LPKPYITINNLNPRENKDVLNFT 
CEPKSENYTYIWWLNGQSLPVS 
PRVKRPIENRILILPSVTRNETGP 
YQCEIRDRYGG1RSDPVTLNVL 
YGPDLPRIYPSFTYYRSG\EVLL 
LVLFCGTLNPP\AQYSWTINEKF 
QLPGQKLFIRHITTKHSGVLYVC 
SVRNSATGKESSKSMTVEVSAY 
SSSINYTSGNRN 
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SEQID 
NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, ^possible nucleotide insertion) 


21053 


51421 


A 


21180 


2 


1341 


TEGGRTAQLTAMLRQLLDPRL1 
STEENTQAAETMGPLPAPSCTQ 
RITWKGLLLTASLLNFWNPPTT 
AEVT1EAQPPKVSEGKDVLLLV 
HNLPQNLPGYFWYKGEMTDLY 
HY1ISYIVDGKIIIYGPAYSGRET 
VYSNASLLIQNVTRKDVAGTVYT 
LHIIK\RGDETREEIRHFTFTLYL 
ETPKPYISSSNLNPREAMEAVR 
LICDPETLDASYLWWMNGQSL 
PVTHRLQLSKTNRTLYLFGVTK 
YIAGPYECEIRNPVSASRSDPVT 
LNLLPKLPIPYITINNLNPRENK 
DVLAFTCEPKSENYTYIWWLN 
GQSLPVSPGVKRPIENRILILPSV 
TRNETGPVYQCEIRDRYGGIRSY 
PVTLNVLYGPDLPRIYPSFTYYR 
SGENLDLSCFTESNPPAEYFWPI 
\*GKFQQSGQKLFIPQ1TRNHSG 
LYACSVHNSAAGKEISVSLFRH 


21054 


51422 


A 


21181 


1 


1532 


MTQFPMDKRQGRSRSVA1TNT 

AVTSLEWVPFHAFA1PRSTLVS 

QQRLSTERGRTAQLTAVLREFL 

DPRLISTEENTQAAETMGTLSA 

PPCTQRIKWKGLLLTASLLNFW 

NLPTTAQV T1EAEPTKVSEGKD 

VLLLVHNLPQNLTGYIWXYKGA 

MR\DLYHYVTSYVVDGQ1IKYG 

\PAYSGRETAYSNASLLIQNV\T 

RED\AGSYTLHI1KGDDGTRGVT 

GRFTFTLHLETPKPSISSSNLNPR 

ETMEAVSLTCDPETPDASYLW 

WMNGQSLPMTHSLKLSETNRT 

LFLLGVTKYTAGPYECEIRNPV 

SASRSDPVTLNLLPKLPKPYITI 

NNLNPRENKDVLNFTCEPKSEN 

YTYIWWLNGQKPP/VSSPRVKR 

PH*KTGSLIPTPVFTRNETGP\YQ 

CEIRAR\YGG\IRSDPVTLNVLY 

GPDLP\RIYPSFTYYRSGGKSSY 

LSCFCGTSNPP\AQYSW\TIN*K 

VFSLPGTKALYSRHITTKHSGL 

YVCSVRNSATGKESSKSMTVE 

VSDWTVP 


21055 


51423 


B 


21182 


28 


29751 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21056 


51424 


A 


21183 


158 


1660 


EASLLEDDDGMVYLRPLTSHQ 
YRTAQLRAMLRKFLDPRLSSTE 
ENTQAAETMGPLSAPPCTQRIT 
WKGLLLTASLLNFWNPPTTAQ 
VTIEAEPTKVSKGKDVLLLVHN 
LPQNLAGYIWYKGQMKDLYH 
YITSYVVDGQIIIYGPAYSGRET 
VYSNASLLIQNVTREDAGSYTL 
HIVKRGDGTRGETGHFTFTLYL 
ETPKPSISSSNLYPREDMEAVSL 
TCDPETPD AS Y L W WMN G QSLP 
MTHSLQLSKNKRTLFLFGVHK 
VHCRDPMECEIREPS*VASRS*P 
SSPWNLLPKL\PKPYITI\NN\LNP 
REKKDVLAFT\CDP\KSRNYTYI 
WWLNGQSLPVSPRVKRPMENR 
DPSFLP\SVTRNETGP\YQCEIRD 
\RYGG\I RS Y P VTLN VLYGVPDLP 
RJYPFISPIYHFREENLRTLSCFC 
GTFNPPGRVFLGTINGGSFQVIQ 
GQKALYSPRITTKHSGA/LYAW 
LCSVTSRPLAWESSQIPWTV\KV 
SGSFQGTGTSSWGLNPL 


21057 


51425 


A 


21184 


927 


1378 


QPPTLRSWDCWFAWGKRQLM 
SSP/STEPQVCFTIEGHEIDFLLG 
TGMAFSVLISCPG*LSSRSVTIR 
G1LG*PVTRYFSHLLSCNWETLL 
FSHNAK.TQGGGTLTLPKPSKSH 
RPWAVRGLAPGPAAAVLNFSP 
GLSCLPTGQGLGPAAHHA 


21058 


51426 


A 


21185 


1 


221 


ILLAQLESQDGD1LRQRDEFDLL 
VAGEICRFSALIEELE\EKNERPA 
RELLTVRPEPEPCPTCAVLRLLH 
LCLA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21059 


51427 


A 


21186 


335 


1963 


VCDPALPPWAKQREWALEGSH 

SSRTSMGLLVASVTSLGRWKF 

NCPI/CVQGTLKEAGSLSNCG/H 

K.NFCRACLT\RYCEIP\GPD\LEE 

SPYTCPYLC KE PFRP\G SFRPNWQ 

LANVVENIERLQLVSTLGLGEE 

DVCQEHGEKIYFFCEDDEMQL 

CVVCREAGEHATHTMRFLEDA 

AVAPYREQIHKCLKCLRKEREEI 

QEIQSRENKRMQVLLTQVSTKR 

QQVISEFAHLRKFLEEQQSILLA 

QLESQDGD1 LRQRDEFDLLVAG 

EICRFSALIEELEEKNERPAREL 

LTD1RSTLIRCETRKCRKPVAVS 

PELGQRIRDFPQQALPLQREMK 

MFLEKLCFELDYEPAHISLDPQ 

T\SHPKLPLVPRTIQR\AQFS*QM 

GRTSPDNPQ\RF\DRATCVSRPT 

LGITGGRHTWVVS1DLAHGGSC 

TVGV VS EDVQRKGELRLRPEE 

GVWAVRLAWGFVSALGSFP\TR 

LTLKEQPRQVRVSLDYEVGWV 

TFTNAVTREP1YTFTASFTRKVI 

PFFGLWG\RGS\SFSLSSLRRSSY 

LLSSKYRTH 1NPSTM WT 


21060 


51428 


A 


21 187 


217 


397 




21061 


51429 


A 


21188 


529 


1526 


YCGRVGELAAGELVFLWSRVG 
PQNPRSSRLPPPTLAMFLTRSEY 
DRGVNTFS\PEGRLFQVEYDIEA 
IKLGSHSQLAPRHREGV\ALAV\ 
EKRIYLPHLMGAQAGPGKLLG 
DLMLH 1GLLP1E WGLICLMLKT 
FNSIKSRVGRHR/YPWGSPYNG 
GH*QWESFEPKLCPNLGFSSFG 
EEDAESRVPMS\RPLGSSHLFIW 
EELYEKGTPSLFP*GTPFWGPFV 
PVWMARSQFGSGFQRGAPRAP 
LPRKFPPTSPMTFERSPSSPSPHP 
SLKQVMGGRRLNANQTIEPRPT 
VPALAENFPHCSQRKKLEEVIQ 
GHFKESWILRTSLGT1SVLNNVP 


21062 


51430 


A 


21189 


211 


382 


TSVSPSVPPLPC*RHPGEPQTGN 
NASNGTSSSRDESRPPVRVVPPP 
QTAVAITLSTA 


21063 


51431 


A 


21190 




96 


FFFPPQKYD* DR*EHPRFHKTLR 
NWRVGAQ 


21064 


51432 


A 


21191 


1 


1320 




21065 


51433 


A 


21192 


1 


339 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Mel 
had 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21066 


51434 


A 


21193 


289 


3694 


MAFVPVIPESYSHVLAEFESLDP 

LLSALRLDSSRLKCTS1AVSRK 

WLALGSSGGGLHLIQKEGWKH 

RLFLSHREGAISQVACCLHDDD 

YVAVATSQGLVVVWELNQERR 

G KPEQM YVSSEH KGRRVT A LC 

WDTAILRVFVGDHAGKVSAIK 

LNTSKQAKAAAAFVMFPVQT1T 

TV DSC V VQLD YLDGRLLI SSLT 

RSFLCDTEREKFWKIGNKERDG 

EYGACFFPGRCSGGQQPLIYCA 

RPGSRMWEVNFDGEVI 


21067 


51435 


A 


21194 


2 


128 




21068 


51436 


A 


21195 


1041 


2238 


LLHPAQRSLSKDGTKESLEDAA 

LMGEEGKPEINQQLSLESMELD 

ELALEKYPIAAPLVPYPEKSSED 

GVGNPEAK1LSGTPTYKRRVISL 

LVTIENHTPLVELSEYLGTNTLS 

E1LDSPWEGAKNVYKCPECDQ 

NFSDHSYLVLHQKIHSGEKKHK 

CGDCGKIFNHRANLRTHRRIHT 

GEKPYKCAKCSASFRQHSHLSR 

HMNSHVKEKPYTCSICGRGFM 

WLPGLAQHQKSHS AENTY EST 

NCDKHFNEKPNLALPEETFVSG 

PQYQHTKCMKSFRQSLYPALSE 

KSHDEDSERCSG\CGDNFFSFSK 

FKPLQCPDCDMTFPCFSELISHQ 

NIHTEERPH*\CKTCEESFALDSE 

LACHQKSHMLAEPF\KCTVCGK 

TFKSNLHLITHKRTHIKKHHVK 


21069 


51437 


C 


21196 


156 


389 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21070 


51438 


A 


21197 


1 


2466 


MLSRLFRMHGLFVASHPWEVI 

VGTVTLTICMMSMNMFTG I AG 

LFT1FSSFVFSTVVIHFLDKELTG 

LNEALPFFLLL1DLSRASTLAKF 

ALSSNSQDEVRENIARGMAILG 

PTFTLDALVECLV1GVGTMSGV 

RQLEIMCCFGCMSVLANYFVF 

MTFFPACVSLVLELSRESREGR 

PIWQLSHFARVLEEEENKPNPV 

TQRVKMIMSLGLVLVHAHSRW 

IADPSPQNSTADTSKVSLGLDE 

NVSKRIEPSVSLWQFYLSKM1S 

MDIEQVITLSLALLLAVKYIFFE 

QTETESTLSLKNP1TSPVVTQKK 

VPDNCCRREPMLVRNNQKCDS 

VEEETG1NRERKVEVIKPLVAET 

DTPNRATFVVGNSSLLDTSSVL 

VTQEPElELPREPRPNEECLQ I L 

GNAEKGAKFLSDAEIIQLVNAK 

H I PA YKLETLMETHERG VSIRR 

QLLSKKLSEPSS\LQYLPYRGY\ 

NYSLW*WGACCENVIGYMPIP 

VGVAGPLCLDEK.EFQVPMATT 

EGCLVASTNRGCRAIGLGGGAS 

SRVLADGMTRGPVVRLPRACD 

SAEVKAWLETSEGFAV1KEAFD 

STSRFARLQKLHTSIAGRNLYIR 

FQSRSGDAMGMNMISKGTEKA 

LSKLHEYFP*NCRF*AV\SGNYC 

TDKKPAAFNWIEGRGKSVVCET 

VIPAKVVREVLKTTTEAMIEVN 

INKNLVGSAMAGSIGGYNAHA 


21071 


51439 


A 


21198 


236 


3022 


GEGSFRSATALTGARLSVGAGV 

RWPLVRSGGSKDSVATMLSRL 

F\RMHGLFVASHPWEVILGTVT 

LTICMMSMNMFTGNNKICGWN 

YECPKFEEDVLSSDIIILTITRCIA 

ILYIYFQFQNLRQLGSKYILGIA 

GLFTIFSSFVFSTVVIHFLDKELT 

GLNEALPFFLLLIDLS\RASTLA 

K F A L SSNSQDE V RENI A RG M A I 

LGPTFTLDALVECLVIGVGTMS 

GVRQLEIMCCFGCMSVLANYF 

VFMTFFPAC 


21072 


51440 


A 


21199 


1 


450 


CKSRGSNLRVHFKNTRETAQAI 
KGMHIRTATKYLKDVTLQKQC 
VPFRRYNGGVGRCAQAKQWG 
WTQGRWPKKSAEF\LVIEHIQV 
NKAPKMRRRTYRAHGRINPYM 
SSPCHIEMILTEKEQIVPKPEEEV 
AQKKKI SQKKLKKQKLM A RE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21073 


51441 


A 


21200 




876 




21074 


51442 


A 


21201 




1725 




21075 


51443 


A 


21202 


278 


889 


SVKMVRYSLDPGGTPRKSCK/S 
QRGSNLRVPFKDHS*KLPQAHQ 
RVCHIRKSPTKY\LKDVHLTRN 
QCVPIPDRYNG*QLGQVCRRHK 
QMGPGTTKGR\WPQKGVLKFL 
PAHALICTAE\SNAEL\KGLDVDS 

ljVJEnl\^VlNls^r\iMvl\KJvKl iK. 

AT4r,RTMPVMQQPr , I-I\Tl=nV/l\II TW 
/VrlOtvllNr i IViaorL^irlUtlVlXlL 1 cjv 

1 ADC 
KIN rvNL.L,AlVG 




57444 


— 


^1203 




7923 




21077 


51445 


A 


21204 




280 




21078 


51446 


A 


21205 




109 




21079 


51447 


A 


21206 




638 




21080 


51448 


A 


21207 




396 




21081 


51449 


A 


21208 


26 


969 


HGVGCRDGLPMECRFLCQIFM 
AFMQMNSYCARHKKATRRTV* 
/CRNQDMTESSQK WTGKG SA V 
EHLVESGEWTMHPARPVSACR 
CPSDCHVPLSPGACWPKLECLS 
EGSSYISDGKEYLFYLNVCGET 
E1QFCNKKQAAVCQVKKSDTS 
QVKAAGRYHNQTLRPSESSWS 
LLFVVLVFFPGVHSPFSLDEALT 
LCPQNCLPPGTVSAPLNCVYPL 
ALSAAVALAAGSELMECHRLV 
NSLEVSTAAQGQSSKTQFYACL 
CRLSTHLWKYSEESGRRLVCSF 

Y yrotLJNrALlNLirLVU 1 KLl^E. 


21082 


51450 


A 


21209 


1 


465 




21083 


51451 


A 


21210 


217 


453 




21084 


51452 


A 


21211 


1 


840 




21085 


51453 


A 


21212 


1 


663 




21086 


51454 


A 


21213 


176 


957 


DEPIGVPLLSAPPAGTTKIKADQ 
LHLQG AAPKICPCLQDG SLGQH 
YCPFVSFSRYYINLCQKIYK.GPL 
GCSERASICRRTTTGDVQVLG\L 
VHTQKALGVIGPRVVVTTSKRY 
PCGGNKTASSVIELTCTKPVGR 
PAFKRFEIDSCTYYFSWDSGAA 
CAVKPQEVQMVNGTITNPINGK 
SFSLGDIYFKLFRASGDMR'fNG 
DNYLYEIQLSS1TSSRNPACSGA 
NICQVKPNDQHFSRKVGTSDKT 
KYYLQGNPWLPTKFHI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in L1SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21087 


51455 


A 


21214 




7616 


SPVEPRSPRAPAPSPPPPLPWRR 
DPVPGAAPSSRAPLASRPPRSSG 
PGAMGAAAGRSPHLGPAPARR 
PQRSLLLLQLLLLVAAPGSTQA 
QAAPFPELCSYTWEAVDTKNN 
VLYKIN1CGSVDIVQCGPSSAVC 
MHDLKTRTYHSVGDSVLRSAT 
RSLLEFNTTVSCDQQGTNHRVQ 
SS1AFLCGKTLGTPEFVTATECV 
HYFEWRTTAACKKDIFKANKE 
VPCYVFDEELRKHDLNPL1KLS 

OA I L,\ L)L)jVrU 1 & 







5145 





— — 





— 


VNCQPLGMISLMKR\PPGFSPFR 
SSrvlGEIK.EETTSHLRSCEYK.GR 

rrlvAuAtrAotKt V 5 


21Q89 


51457 


— 


21216 


-j 


203 




21090 


51458 


A 


21217 


1 


1107 




21091 


51459 


A 


21218 


1 


915 




21092 


51460 


A 


21219 


1 


1932 




21093 


51461 


A 


21220 


2 


746 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21094 


51462 


A 


21221 




2157 


MGFPLRPSPAHLSSGRQQFPAK 

EERLLLSLTQESQSEEIDCNDKD 

LFKAVDAALKKYNSQNQSNNQ 

F V L Y RITE ATKT VG SDTF YSFK 

YE1KEGDCPVQSGKTWQDCEY 

KDAAKAATGECTATVGKRSST 

KFSVATQTCQITPGGWFILWHC 

PGGKLTISDYPNSSRVLHCTQC 

VQGLNRRTRRHKTCPPLQAAS 

QIEERIGFEGRPGLESFRAPCLL 

ASPFPCLEK.GAEGPVVTAQYDC 

LGCVHPISTQSPDLEPILRHGIQ 

YFNNNTQHSSLFMLNEVKRAQ 

RQAAP/GREFSSMDTFEGYEGA 

EDMEKLAGPFPVG*QSRNLFLQ 

1RFPGEERKHPGRKRRTR*GSN 

GDRQHQEGACWGVHAG*LLR 

GRRLVSRRGRGARGPPPRRAAL 

PAVAPAPRLQSARJPERGDGDD 

GVRRWGHREA1GS*GQS/LS/CN 

GI1IL1KEERLPCPFHCISLMKRPP 

GFSPFRSSR1GEIKEETTVSPPHT 

SMAPAQDEERDSGKEQGHTRR 

HDWGHEKQRKHNLGHGHK.HE 

RDQGHGHQRGHGLGHGHEQQ 

HGLGHGHKFKLDDDLEHQGGH 

VLDHGHKHKHGHGHGKHKNK 

GKKNGKHNGWKTEHLASSSED 

STTPSAQTQEKTEGPTPIPSLAK 

PGVTVTFSDFQDSDL1ATMMPP1 

SPAP1QSDDDWIPDIQIDPNGLSF 

NPISDFPDTTSPKCPGRPWKSVS 


21095 


51463 


A 


21222 


207 


424 


HHINCVLLYLQSHLRS\CEYQG\ 
RPPKAGAEPASE\REVSLTN WA 
ESSTPRHIAPTTSASNLEMEGQE 
ERWDR1 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21096 


51464 


A 


21223 


170 


1487 


IMKLITILFLCSRLLLSLTQESQS 
EEIDCNDKDLFKAVDAALKKY 
NSQNQSNNQFVLYRITEATKTV 
GSDTFYSFKYEIKEGDCPVQSG 
KTWQDCEYK.DAAKAATGECT 
ATVGKRSST\KFSVATQT\CQITP 
AEGPVVYTAQLRTCLG/CVWHPI 
IQRQSPDLEPILRHGIQYFNNNT 
QHSSLFTLNEVKRAQRQVVAG 
LNFRITYSIVQTNCSKENFLFLT 
PDCKSLWNGDTGECTDNAYIDI 
QLRIASFSQNWD\1YPGKDVVQ 
PPTKICVGCPRDIPTNSPELEETL 
THTITKLNAENNAISYFKIDNVK 
KARVRVVAGKKYFIDFVAR\ET 
TCSK\ESNEELTESCETKKLG\Q 
RLG\CNAE\VYVVPW\EKK1YPT/ 
VFNCSTTGEWIFT*WKRPPRVF 
SPFRS\SRJGE1KEET\TSHLRSCE 
YKGRPPKVAGAEPASEREVS 
















21098 


51466 


A 


21225 


204 


441 


QISQVLIICNQK*VILTGNFLDT 
YF*TTF1NKK1DELRLCA/CAVA 
HSYNTTLCKKPRWKDCLRPAV 
QDQPVQHSETLSL 


21099 


51467 


A 


21226 


333 


604 


SSDRITKPPSAEFLPLQRTFLHSL 
QDTVIELLH*DLETPPLTVLQNH 
PSLPRPIPAPPTLCPQTRWPHLR 
GHQGILAASHILETALAAIF 
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PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21100 


51468 


A 


21227 


846 


3269 


GFMEVLRDPIKKNSSESKPAQS 

GFSRGNSPLSCPESVEASPAVNE 

KSVYSTHTMYGTTQRHGCRGLP 

YADHNYGAPPPPTPPASPPVQTI 

IPRSDLNGLPSPVEERCGDSPNS 

EGETVPTWCPCGLSQDGFLLNC 

DKCRGMSRGKV1RLHRRKQDN 

ISGGDSSATESWDEELSPSTVLY 

TATQHTPTSITLTVRRTKPKKR 

KKSPEK.GRAAPKTKKIKAFREG 

SRK S L R MKN SPSE A QNLDENTT 

EGWENRIRLWTDQYEEAFTNQ 

YSADVQNALEQHLHSSKEFVG 

KPTILDTINKTELACNNTVIGSQ 

MQLQLGRVTRVQKHRKILRAA 

RDLALDTLIIEYRGKVMLRQQF 

EVNGHFFKK\PYP\FVLFLLQNL 

NGVEMCVDARTFGNDARFIRR 

SCTPNAEVRHMIADGMIHLCIY 

AVSAITK.DAEVTIAFDYEYSNC 

NYKVDCACHKGNRNCPIQKRN 

S*CYRTATPTTSSK.PTHHWSRD 

*T*KS\RRKELEMEQQNEASEEN 

NDQQSQEVPEKVTVSSDHEEV 

DNPEEKPEEEKEEVIDDQENLA 

HSRRTREDRKVEAIMHAFENLE 

KRKKRRDQPLEQSNSDVEITTT 

TSETPVGEETKTEAPESEVSNSV 

SNVTIPSTPQSVGVNTRRSSQA 

GDIAAEKLVPKPPPAKPSRPRPK 

SRISRYRTSSAQRLKRQKQANA 

QQAELSQAALEEGGSNSLVTPT 


21101 


51469 


A 


21228 


2 


197 


CRPPSPRPVRA A RPARPQASFSR 
EPPPRRMAP*SKRRRQSARGPV 
RPSRVWARIKAKPYSCCCQL 


21102 


51470 


A 


21229 


4 


488 


GSYD1NRQDTFQKDRQRVGPSG 
ASQK.TEGFLLRLLYSGLIIAHCS 
LEILGRNDPPASASK.VAETTDS 

c r Cl AMT*PDTDD A/TQATAM A 
uoLoLAJN 1 r r 1 r Ky V 1 1 AIN A 

TSQAAPALPLGSVPGRRAADPR 
PLLAWAPAPPGPGTSRNTHPAP 
DGLDMLVP1GDGVLGGNCFRN 
QCKSVSTS 


21103 


51471 


A 


21230 


124 


293 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21 104 


51472 


A 


21231 


239 


1393 


IYPQISFQKKFVMFFFSEALCTA 

RAEECDPIGLLNNPRTSRYSRL 

KPNSSLGGSESRKTQMGPLPPP 

PKSPDGARPVPGCIKEAGPARG 

RSRLAPNPGALRRG/VGLGR*S 

ARI*GLVSKAAAGQGEARRGE 

AT*ARGALGRTTAGSFNAGWL 

TLDGARQQPGRQTPTRI PSCV A 

DNAAGPSRTTTPD/EALRPLRG 

GPACTAPASFDSRAPYSASSAPS 

EGRWPSRGFPPIS/PLYSQLPETR 

SHEWQAASKIQPRKASTSQ*SA 

RM EAT*QQWAGPPAEP* SLWFP 

RJLARRSVVHWRTPY/ISSSITSLP 

PVAAGIPEDSGPGSTQSSSRPGN 

TSSSSRPPPPPPPPPP/QPLPPPPA 

GLASPRPVRARRPARPQASFSR 

EPPPRRMAP 


21105 


51473 


A 


21232 


107 


234 




21106 


51474 


A 


21233 


224 


227 


LPQPG PG RRRACLRQA SPRQ YS 
RLPGRPPPSG*SW 


21107 


51475 


A 


21234 


67 


607 


QRSWAGPGAGPEAGTRPPARG 
RRRQPGNVDPRRRAPQLRSQM 
QVAMARATTATGNRLWPGLLI 
MLGSVCHRGSPCGLSTHVEI\LL 
LEHQDAYQAGIVFPDCFYPSIC 
KGGKFHDVSESTHWTPFLNAS 
VHYIRENYPLPWEK.DTEK.LVAF 
LFGITSHMAADVSWHSLGLEQ 
GFLRTMGAI 


21108 


51476 


A 


21235 


54 


193 




21109 


51477 


A 


21236 


1275 


1764 


STKCQYFSHLLLLFSASESKQLL 
LYSAFFRYVPVKDLLGIYEKLYI 
CFISLLQTGL*RYQE*YHIHFIFS 
FSLP*LYPTYSTKSPFLVEQFQE 
YFLGGLDDR*NSCL*RSR*MAN 
SFDCFLSDSVLQGVVFSVVTSL 
FLFLFNSSKMQKNDFHRNLTTS 


21110 


51478 


A 


21237 


297 


428 


QCQRGPGCSRGHGI*I*EHWTA 
FGLLDLRQWFARGSWASGHGP 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21111 


51479 


A 


21238 


3247 


5958 


QRSWAGPGAGPEAGTRPPARG 

RRRQPGNVDPRRRAPQLRSQM 

QVAMARATTATGNRLWPGLL 

MIVMASLCHRGSSCGLSTH1E1G 

HRALEFLHLHNGHVNYKELLL 

EHQDAYQAGTVFPDCFYPSLC 

KGGKFHDVSESTHWTPFLNAS 

VHYIRENYPLPWEKDTEKLVAF 

LFGITSHMVADVSWHSLGIEQG 

FLRTMGAIDFHGSYSEAHSAGD 

FGGDVLSQFEFNFNYLARRWY 

VPVKDLLGIYEKLYGREVITEN 

VIVDCSH1QFLEMYGEMLAVSK 

LYPSYSTKSPFLVEQFQEYFLG 

GLDDMAFWSTNIYHLTSFMLE 

NGTSDCSLPENPLFIACGGQQN 

HTQGSKMQKNDFHRNLTSSLT 

ENIDRNINYTERGVFFSVNSWT 

PDSMSFIYKALERNVRTMFIGG 

SQLSQKHVSMPLRHHYFLSFPY 

ARLGW\AMTSADL\NQDG\HGD 

LRGWGAPGLTAAPAHIPHSGR 

VYLIYGNDLGLPPVDLDLDKEA 

HRILEGFQPSGRFGSALAVLDF 

N\LDGV\PDLAVGAPSVGSEQLT 

YKGAVYVYFGSKQGGMSSSPN 

ITISCQDIYCNLGWTLLAADVN 

GDSEPDLVIGSPFAPGGGKQKG 

I V A AF YSGPSLS DKEKLN VE A A 

NWTVRGEEDFSWFGYSLHGVT 

VDNRTLLLVGSPTWKNASRLG 

HLLH1RDEKKSLGRVYGYFPPN 


21112 


51480 


A 


21239 


2 


403 


VVAEEDTELRDLLVQTLENSGV 
LNRIKA ELRAG VFLALEEQEK V 
ENKTPLVNESLKKFLNTKD\LQ 
GLEGRENLARDLG11EAEGTVG 
GPLLLEVIRRCQQKEKGPTTGE 
GALDLSDVHSPPKSPEGKTSAQ 


21113 


51481 


A 


21240 


3 


1699 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


21114 


51482 


A 


21241 


3 


1812 


APRLKMGLHPNKPIVSQSRVVN 

DGQCKLHAAVDSRDPPDGTKR 

RVSSGGTGLPGPGRGPGLPAGA 

WLSAEGRGAGGSGDCGPSSGS 

AEPTQRPPRPSALPGAIPPLHLG 

LAPFRLASEAVAEQAPPPAPTLS 

FGAQWSGAPQGSVSSVNPEGA 

GPARCASGRGFGCVGRVARAR 

SVPCCGRWPLARLRRLSWRSK 

MAATAAAVWAQEDTELRDLL 

VQTLEN SG VLNRMKAELRA A V 

FLALEEQEKVENKTPLVNESLK 

KFLNTKDGRLVASLVAEFLQFF 

NLDFTLA\VFQPETS/TIF*LLF*L 

QGLEGRENLARDLG 1 1EAEGTV 

GG PLLALE VIRRCQQKEKGPTTG 

EGALDLSDVHSPPKSPEGKTSA 

QTTPSKIPRYKGQGKKKTSGQK 

AGDKKANDEANQSDTSVSLSE 

PKSKSSLHLLSHETKIGSFLSNR 

TLDGKDKAGLCPDEDDMEGDS 

FFDDPIPKPEKTYGLRKEPRKQ 

AGSLASLSDAPPLKSGLSSLAG 

APSLKDSESKRGNTVLKDLKLI 

SDK1GSLGLG TGEDDDYVDDFN 

STSHRSEKSE1SIGEEIEEDLSVEI 

DD1NTSDKLDDLTQDLTVSQLS 

DVADYLEDVA 


21115 


51483 


A 


21242 


419 


651 


TNIFSRLNPQTKNVFCARQLSS* 
SVT1*GVLGQAVTRYFSQALSC 
DWGTLLFSRAFLIMPESPTPLLG 
RD1LAKAGA 


21116 


51484 


A 


21243 


555 


888 


RTS SRRTPN PCSRIRKNYFKFH 
MEPKKSP/S*PRQC*AKRTKLEA 
SC YLTSNYTTRLQ* PKQHG WG 
TI RSFSSHE AIFQTITWGKTLDN 
TRLSRTEVPAAFHSALCPWFIET 
















21118 


51486 


A 


21245 


238 


505 


INVGRHHVILQGLSCPGQLSSRS 
VTI*G\VLGQAVTIYFSQPLSCD 
WRTLLFSHVFLIMPESPTPLLGR 
DILLYVCIGRFPIFRADCRT 


21119 


51487 


A 


21246 


940 


1434 


QLAPCTLTEPRVCLTIEGQEVN 
CFLDTRAAFWLLSCPRQLSSRS 
V A IRG VLGQA VT* YFSQPLSCD 
WGTLRFSHAFLIMPKSPTPLLG 
RDILAKAGA1IHEKRKAFMRKR 
EIKKQARSSKVHTSAASSCART 
APLGESFAEHLIKIADFTPPSSSS 
PCTTLFFS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


||j 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21120 


51488 


B 


21247 


747 


1138 




21121 


51489 


A 


21248 


1685 


2051 


SSSRTEGARGKRQPMPSP/STEP 
RVCLTIEGQEVNCLLDTGAAFS 
VLLSCPGQLSSRSVTPGVLGQP 
VTRYFPQPLSCDWGTLLFSNAF 
LIMPESPTPLLGRGILAKAGAIIH 
HAVLVTAAL 


21122 


51490 


A 


21249 


* 


1014 


GGAGPVVLRRRAACSPGPAPR 
AARPPAMEPGPDGPAASGPAA1 
REGWFRETCSLWPGQALSLQV 
EQLL H HRRSRYQDIL VFRSKTY 
GNVLVLDGV1QCTERDEFSYQE 
M1ANLPLCSHPNPRKVLIIGGGE 
GGWLAREVVKHPSVESVVQCEI 
DEDVIQVSKKFLPG\MA1GYSSF 
EADTYMWGDGF*VSWKQKQ\D 
AFDV1\IIDSSDPMGPA\ESLFKES 
YYQLMKTA/LLREDGVLACCQG 
\ECQWLH\LDL1KE\MRQFC\QSL 
FPV/VLAYAYCTIPT/YTPSGQIG 
FMLCSKNPSTNF\QEPVQAVDN 
SSKVAKMQLK\Y\YNSERATAA 
AFVLPE\FARQGLE 


21123 


51491 


A 


21250 


3 


418 


FSYEKLLNWQEFAVDLEHHSY 
RSFLGLTCLKQISTRTEDFIIDTL 
ELRRDMYILNESLTDPAIVKPVL 
AEEMLSYARDDTHYLLY1YDK 
MKLQMRERGNRQTVQLHVVW 
QRSRDICLKKFIKPI\FTDESYLE 
LYRKLKK 


21124 


51492 


A 


21251 


1 


1704 




21125 


51493 


A 


21252 




3104 


MFDTHQAARLLNLGRHSLDHL 
LKLYCNVDSNKQYQLADWRJR 
PLPEEMLSYARDDTHYLLYIYD 
KMRLEMWERGNGQPVQLQVV 
WQRSRDICLKKFIKPIFTDESYL 
ELYRKQKKHLNTQQLTAFQLL 
FAWRDKTARREDESYGYVLPN 
HMMLKIAEELPKEPQGIIACCN 
PVPPLVRQQINEMHLLIQQARE 
MPLLKSEVAAGVKKSGPLPSAE 
\RENVKSQPVQVHL*QRPVLTA 
GRKLLPACTFYMPACWGL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21126 


51494 


A 


21253 


2 


2775 


QALARRAVQAEKMAPPSTREP 
RVLSATSATKSDGEMVLPGFPD 
ADSFVKFALGSVVAVTKASGG 
LPQFGDEYDFY\RSFPG\FQAFC 
ETQGDR/LCFQCMSRVMQVPM 
GC\RSN\I KDRSKV\TELEDKF\D 
LL\VDAN\DVILERVGILLDEAS 
GVNKNQQPVLPAGLQVPKTVV 
\SSWNRKAAEYGKKAKSETFRL 
LHAKNIIRPQLKFREKIDNSNTP 
FLPKIFHSNPMVQVKPLPQALSK 
ERRERPQDRPE 


21127 


51495 


A 


21254 


3 


2668 


QALARRAVQAEKMAPPSTREP 

RVLSATSATKSDGEMVLPGFPD 

ADSFVKFALGSVVAVTKASGG 

LPQFGDEYDFYRSFPGFQAFCE 

TQGDRLLQCMSRVMQYHGCRS 

NIKDRSKVTELEDKFDLLVDAN 

DV1LERVGILLDEASGVNKNQQ 

PVLPAGLQVPKTVVSSWNRKA 

AEYGKKAKSETFRLLHAKNIIR 

PQLKFREKJDNSNTPFLPKIFIKP 

NAQKPLPQALSKERRERPQDRP 

EDLDVPPALADFIHQQRTQQVE 

QDMFAHPYQYELNHFTPADAV 

LQKPQPQLYRP1EETPCHFISSL 

DELVELNEKLLNCQEFAVDLEH 

HSYRSFLGLTCLMQ1STRTEDFI1 

DTLELRSDMYILNESLTDPA1VK 

VFHGADSDIEWLQKDFGLYVV 

N MFDTHQAARLLNLGRHSLDH 

LLKLYCNVDSNKQYQLADWRI 

RPLPEEMLSYARDDTHYLLYIY 

DKMRLEMWERGNGQPVQLQV 

VWQRSRDICLKKF1KPIFTDESY 

LELYRKQKKHLNTQQLTAFQL 

LFAWRDKTARREDESYGYVLP 

NHMMLKIAEELPKEPQGIIACC 

NPVPPLVRQQINEMHLLIQQAR 

EMPLLKSEVAAGVKKSGPLPSA 

ERLENVLFGPHDCSHAPPDGYP 

1 1 PTSGS VPVQKQASLFPDEKED 

NLLGTTCL1ATAVITLFNEPSAE 

DSKKGPLTVAQKKAQNIMESFE 


21128 


51496 


A 


21255 


98 


286 


HARPRHGPRLRCEVGLRCAPG 

YAGASARPTCECGDTRYCPQDP 

NQT*SRPVPIIAHRYCLTG 


21129 


51497 


A 


21256 


1020 


1280 




21130 


51498 


B 


21257 


153 


3804 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21131 


51499 


A 


21258 


159 


579 


PNVRWCPSXCYRNQDDHELQIT 
HGNKILCGIVWKKIAQVEQMR 
KFSRLEK.QRTHVLSCSDLQAVR 
RFRGVVSEGSFEMGEKVYKRK 
DMFQLSLLTEQHGDSTLGSGSS 
YTQMPAENGSLVHTLVTAAPPF 
FAEKPHSITAG 


21132 


51500 


A 


21259 


1 


1290 


MGASRSQKPGPSRDYSYTAGC 

DVDQRRRGAQKLSRSDTKRIV 

MSYGKKALKNDKFEIRAFSSSL 

EVRYRNQDDHELQ1HTGTRFY 

VELCGFA VTRLRDPPM LRH AA 

MALLPWRPPDYSASLLPDWLP 

VPSSKVVITYPGFTS1WAFSNTE 

T/LCSEYKYYCEECRSKQE/AHK 

RRKV*KLPMILAP/HLKRFKYK 

DQLHRFTKLFTRASLRGPRDER 

LK.RVSRQLFSLVVVTSRVFDVL 

LRILHRLGQYVSSEYYVALMCS 

EGHGPG A EDVTELLQSHEKTE 

WMRSCFFWMTKSGVFDGIYLW 

NAFNQEGEDLYK.ENCKTLMKE 

VEDAQINGKTS Y A HG S E E YCK. 

MSILPRILLQKISRDDCFKIVLKF 

CVDHQKTKKCCMITLKSSVVQ 

LAFTIK1SVSEMCAREDFVVV1S 

FQHSEVPSRQLARCTFKEGYT 


21133 


51501 


A 


21260 


3 


142 




21134 


51502 


A 


21261 


1 


1368 
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SEQID 


SEQIDNO: 
of peptide 


Met 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21135 


51503 


A 


21262 


1 


2420 


MEEVAEAPQPIDPKPLATQPQSI 

I1TTITTI ITI TTTTITITTTTITTTIT 

IITTTITITTTITTTTITIITTTITITT 

T1T1TTIITIITTTITITT1ITTTITTT 

V1TIITTTITT1ITITTITPSSSSSPSS 

QADECWGEAEPLMSRQAHVW 

LRYRTGCREERPDQELTGSWG 

HGPRSTLVRAKAMAPPPPPLAA 

STPLLHGEFGSYPARGPRFALTL 

TSQALH I QRLRPKPE ARPRGGL 

VPLAEVSGCCTLRSRSPSDSAA 

YFCIYTYPRGRRGARRKATRTF 

RADGAATYEENRAEAQRWAT 

ALTCLLRGLPLPGDGE1TPDLLP 

RPPRLLLLVNPFGGRGLAWQW 

CKNHVLPMISEAGLSFNLIQTER 

QNHARELVQGLSLSEWDGIVT 

VSGDGLLHEVLNGLLDRPDWE 

EAVKMPVG1LPCGSGNALAGA 

VNQHGGFEPALGLDLLLNCSLL 

LCRGGGHPLDLLSVTLASGSRC 

FSFLSVAWGFVSDVDIQSERFR 

ALG SARFTLGTVLG LATLHTYR 

GRLSYLPATVEPASPTPAHSLPR 

AK.SELTLTPDPAPPMAHSPLHR 

SVSDLPLPLPQPALASPGSPEPL 

PILSLNGGGPELAGDWGGAGD 

APLSPDSTAGFTSWLSQGSSTLT 

RLRRGPRNSPILWAPTSHP*CPG 

RGLH\RGPPDHLLPPLGTPLPPD 

WVTLEG DFVLMLAISPSHLSAD 

LVAAPHARFDDGLVHLCCVRS 


21136 


51504 


A 


21263 


573 


1025 


RKQSHEDE WRSTN KT VG HPSA 
RLYEPPWWAHTWTPPGGSKAP 
SDP/PLSHQLSPPAGQPHFASPEP 
TSKTPDPWPGNVFSSFPLPQSLP 
ELRHTLYLPMGTKKPPGSSMIF 
YT*AQYPGTNSSATICRLLSYKS 
GQVYPNTGQAPPQQRRGR 








21264 


48 


327 


EELEALRR\QRLAELQAKHGDP 
GDAVAQQE AKH REAEMRN S I L A 
QVLDQSARARWSEQGLIEILKK 
VSQQTEKTTTVKFNRRKVMDS 
DEDDDY 


21138 


51506 


A 


21265 


1 


400 




21139 


51507 


A 


21266 


786 


905 


VSEQGLIE1LKK*CQLTEKTSTV 
KFNRRKVMDSDEDDDY 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21140 


51508 


A 


21267 


907 


1327 


PRLLQRSTPSPWRTEELEALRR\ 
QRLADAAGQNTGDPGDAA\QQ 
EAKAPGQAEMRNSILAQVPGSS 
PAPAPRLSNLSHLVKP*KNLKP 
V\ENYPYTRLARYWTT*VMTGI 
RN QG FN * KSLK K V ICAQ\QTEKT 
TTVK.FNQK.KK 


21141 


51509 


B 


21268 




828 




21142 


51510 


A 


21269 


317 


2390 


KWPKMNPQQQRMAAIGTDKE 

LSDLLDFSAMFSPPVNSGKTRP 

TTLGSSQFSGSGIDERG\GTTSW 

GTSGQPSP\SYDSSRGFTDSPHY 

SDHLNDSRLGAHEGLSPTPFMN 

SNLMGKTSERGSFSLYSRDTGL 

PGCQSSLLRQDLGLGSPAQLSS 

SGKPGTAYYSFSATSSRRRPLH 

DSAALDPLQAKKVRKVPPGLPS 

SVYAPSPNSDDFNRESPSYPSPK. 

PPTSMFASTFFMQDGTHNSSDL 

WSSSNGMSQPGFGGILGTSTSH 

MSQ\SSSYGNLHSHDRLSYPPHS 

VSPTvDINTSLPPMSSFHRGSTSS 

SPYVAASHT\PP1NGSDSILGTK 

GNAAG\SSQTGDALGKALASIY 

SPDHTSSSFPSNPSTPVGSPSPLT 

GTSQWPRPGGQAPSSPSYENSL 

HSLQSRMEDRLDRLDDAIHVLR 

NHAVGPSTSLPAGHSD1HSLLG 

PSHNAPIGSLNSNYGGSSLVASS 

RSASMVGTHR\EDSVSLNG\NH 

SVLSSTVTTSSTDLNHKTQENY 

*RWPCKSQSGT\VVPQEIKT\EN 

KEKDENLHEPPSSDDMKSDD\* 

SSQKDIKVSSRGRTSSTNEDEDL 

RVRDINEAFKELGRMCQLHLKS 
EKPQTK_LLILHQAVAVIL\SLEQ 
QVRERNLN PKA ACLKRREEEK. 
VSAVSAEPPTTLPGTHPGLSETT 


21143 


51511 


A 


21270 


2 


153 


QNASSPSKGSQLLTSKGTKLDG 
E* V* * INRSRLQKV ANN K.LLWR 
KLKGQF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21144 


51512 


A 


21271 




1230 


MRKTQC KN A ESSKNQN A SFPP 

KDHNSLTAREQNW1ENEFGELT 

EVGFRRLNQEEVEFLNRPITGSE 

IEAIINSLATKK\GPEGFIAEFY*R 

KTQCKNAESSKNQNASFPPKD 

HNSLTAREQNWIENEFGELTEV 

GFRRLNQEEVEFLNRPITGSEIE 

AIINSLATKKRTRGIHSRILLEV1 

TSFYVERGGNAMSFMGKGVTK 

STILCLLHLSHEMMAQAGSLE 

WMSLWFLPLGSHSEEHIPTQQG 

LAWLIPLWVDRDPEVRFTSLGL 

GSALTTLETGCVALANSCQNIS 

GGLWGTVVNILLDQSECSMVR 

RESQHHVDVAKVYHLHPPEW 

WPKLYLGPLDHSRELRSSVLEC 

MEQRLEVTLGTTPYFSVPISKFI 

QAVTTKCLRLGASRFSVCLAGL 

SAAPEQKIHPPPPTQQFQQLPHD 

SVGFLQFSLHPKGNFGSGISSPD 

RSGDASHYSYPSLWQIRGTSRV 

KKQTWGSGNLKKWGIHKVQP 

QRLMMQNDTDEESI 


21145 


51513 


A 


21272 


1 


987 




21146 


51514 


A 




180 


466 


ARGSERAAASFSASMYEGKKT 
KNMFLTRALEKILADKEVKKA 
HHSQLRKACRWALEGNKAETE 
KQSPPHGEAKAG1STLPPVKSK 
TNF1EADKYF 


21147 


51515 


A 


21274 


1 


1224 




21148 


51516 


A 


21275 


251 


5986 


scrcpprlqsptstpspfsllflp 
llllpssrweprvgraaasfsa 
smyegkktknmfltralek.il 

ADKEVKKAHHSQLRKS/CGRV 
ALEEIKAETEKQSPPHG\EAKAG 
SSTLPPVKSKTNFIEADKYFLPF 
EL\ACQSKCP\RIV\STSLDCLQK 
L\IAYGAL*LGNAPDSTTPGKKL 
I DRI I ET1CGCFQGPQTDEG VQL 
QIIKALLTAVTSQHIEIHEGTVL 
QAVRTCYNIYLASKNLINQTTA 
KATLTQ 




51517 


— 


21276 


46 


214 


KLRLTTTSVYAIPNRRRYDGFK 
LVQSCIFI*NFRS*DLRPPQYMPF 
LIEGGMTVSNSCRAAFSFTSLC 
RHFRSEAWLQNTNTGGFGSTF 


21150 


51518 


A 


21277 


306 


616 




21151 


51519 


B 


21278 


47 


927 





2690 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21152 


51520 


A 


21279 


660 


890 


GGKITASGSPVPRPSGA*ALPSG 
RCSTPRTSSCPRQLPEPPGLAPSP 
PSAPANTTPDDSHAAP*GTRAH 
TH RPPPHT/PTAPSRPPTSPPVAT 
RTAPKAPQ/HHP/PTSCPTQRPT 
DSPSVHEPSQPLATQHSTQPPP 
VIVTQ 


21153 


51521 


A 


21280 


3 


213 




21154 


51522 


A 


21281 


349 


2616 


TTAMAHRKLESVGSGMLDHRV 

RPGPVPHSQEPESEDMELPLEG 

YVPEGLELAALRPESPAPEEQE 

CHNHSPDGDSSSDYVNNTSEEE 

DY DEG LPEEEEG IT Y Y I RYCPE D 

DSYLEGMDCNGEEYLAHSAHP 

VDTDECQEAVEEWTDSAGPHP 

HGHEAEG SQDYPDRQLPIPEDE 

PSVLEAHDQEEDGHYCASKEG 

YQDYYPEEANGNTGASPYRLR 

RGDGDLEDQEED1DQIVAEIKM 

SLSMTSITSASEASPEHGPEPGP 

EDSVEACPPIKASCSPSRHEARP 

KSLNLLPEAKHPGDPQRGFKPK 

TRTPEERLKWPHEQVCNGLEQP 

RKQQRSDLNGPVDNNMIPKTK 

KVASFPSLVAVPGPCEPKNLID 

GIIFAANYLGST\QLLSERNPSK 

NIRMMQAQEAVSRVKRMQKA 

AKIKKKANSEGDAQTLTEVDLF 

ISTQRIKVLNADTQETMMDHAL 

RTISYIADIGN1VVLMARRRMPR 

SASQDCIETTPGAQEGKKQYK 

MICHVFESEDAQL1AQSIGQAFS 

VAYQEFLRANGINPEDLSQK.EY 

SDIINTQEMYNDDLIHF\SNSEN 

CKELQLEKHKGEILGVVVVESG 

WGSILPTVILANMMNGGPAAR 

SGVKLSIGDQIMSINGTSLVGLPL 

ATCQGIIKGLK*PDHR*SFNIV\S 

CPPV/TPRFLYSKRPDLKYQLG F 

SVQNGIICSLMRGGIAERGGVR 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21155 


51523 


A 


21282 


20 


771 


TTPNKQHMMQTRAGSAWYLR 
SRGCSQGAPQ1CASSGSGGSSW 
NRSVATVPGIVLGWRRPELLSE 
RGCAEARGAGVAGRQRLQLTG 
VQGKSVVRGRGLLGRREWCRR 
GGGAAPRPTPAGTPVPRRPGTR 
AGPEEGEGAGAGARAAPEPRP 
H ALSPPAA FG ADG QLRPLLLTS 
LRAHHPGRGGLLLTSPGTHQPR 
RGRQGTPPPASPSPA/PEEGALP 
GVLPL*PPPSPPSP/SSESPRPHPG 
GGALAVTRRTAAA 


21156 


51524 


A 


21283 


1615 


1985 


LGSTRQAAPGQLRGHQAPAPN 
SDATAGQGRCRRSAD*GWGSR 
EQI * ALPLPSGPAPLLPPLLPPLL 
PVPPSPPPPSPPSPPSPLPPP\GPP* 
PPLTFSVVTPGGLWCPPHRKSL 
NPTSKGVNEY 


21157 


51525 


A 


21284 




501 




21158 


51526 


A 


21285 


1 


2646 




21159 


51527 


A 


21286 


31 


319 


V1QDLHVPPREESAEQVDDPPE 
PVY\RT*RGSPGPLHRAPLQPPF 
PA RCG RRTRTRAPG APTTTTQT 
RELPPGSRPLRLPRVPPAQPPPL 
PRWTAT 


21160 


51528 


A 


21287 


3 


147 




21161 


51529 


A 


21288 


20 


600 


PVTPRRTILPWALSVSPALPLP* 
PHPPAGLVMSARTSRCSTPTTS 
LRSSG*GWRTPTGSHTST1QRTP 
LFDGSCPRSLSLPLEAS1NPARM 
VTPQPRPALQRRRSQQSWMRL 
GAGRKSLLPQLL*GPRPWTRQG 
CS1APRRQTRESGSGRSTGVPPG 
LCWRVAS*HSSRTQRPRLQAA* 
GSLPSFPPLSTQWS 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21162 


51530 


A 


21289 


383 


1800 


TCSTQTSLRNPPRRPRAASLPQT 

CSRSPRPSRAHSLTGRPPRFQSQ 

MPSRSPCC*IC*NIRIDLCGS\TH 

SDGRFELVFSGKKLALRASSQD 

EAEDWLDRVREALQK.VRPQQE 

DEWVNVQYPDQPEEPPEAPQG 

CLSPSDLLSEPAALQGTQFDWS 

SAQVPEPDAIKESLLYLYMDRT 

WMPYIFSLSLEALKCFRIKNNE 

KMLSDSHGVETIRDILPDTSLG 

GPSFFKI1TAKAVLKLQAGNAE 

EAALWRDLVRKVLASYLETAE 

EAVTLGGSLDENCQEEKNNTK 

HTTARNAFEENDFMENTNMPE 

GTISENTNYNHPPEADSAGTAF 

NLRPTVKQTETKWEYNNVGTD 

LSPEPKSFNYPLLSSPGDQFEIQ 

LTQQLQSLIPNNNVRKLIAHVIR 

TLKMDCSGTHVQVTCAKLISRT 

GHLMKLLSGQQEVKASKIEWD 

TDQWKIENYINESTEAQSEQKE 

KSLEAASGTQDGVHVQEPRPQ 

APSPLDLQQPVESTSSQQPSSTV 

SETAREVGQGNGLQKAQAHDG 

AG LKL VVSSPTSPQQ VCKLWW 

SAGLHTPPPVTSLGTVGLQGPQ 

QRFPKFPDFFHPLEI SCGK.VA 


21163 


51531 


A 


21290 


2 


667 




21 164 


51532 


A 


21291 


84 


377 


RMGKHCFENLLFRDGKAQRAC 

MGYTVCHSHIVGSGQKCWPA 

WPQVNLQPSRHQQVCCSLPRC 

AKCKTVFHQSCQAVWKKGCPR 

CAR*RKYQQQNVFA 


21165 


51533 


A 


21292 


2 


1168 


FVLPVVSGRETASSARRLRGCR 
SREPPSPRSSLRLVSCDSLREQL 
REWRCFQWWRMDWTPRLPSR 
HIISELEHLTFVNMDVGRCRAW 
LRLALNNGLMECYLKLLLQ\EQ 
ARLREYYQPTALLRDAEEGEFL 
LSFLQGLMSLSFELSYKSAILNE 
WTLTPLALSGLCPLSELDPLSTS 
GAELQRKESLDSISHSSGSEDIE 
VHHSGHKIRRNQKPTASSLSLD 
TASSSQLSCSLNSDSCLLQENGS 
KSPDHCEEPMSYDSDLGTANA 
EDSDQSLQEVLLEFSKAQAASG 
TQDGVHVQEPHPQAPSPLDLQ 
QPVESTSGQQPSSTVSETAREV 
GQGNGLQKAQAHDGAGLKLV 
VSSPTSPNISSMIQSTRPVHFCIV 
STKHCTWEKVGMDE 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21166 


51534 


A 


21293 


263 


813 




21167 


51535 


A 


21294 


130 


1094 


NQPHRTKGCPNSSTECKNGSLT 
CDFMQVPILEMGKLRPEGERRV 
QDRDSNPSLSPSAGLFQARWS* 
PPRPSFLLPAGKRRGCDGGGRG 
GGRVRAGGAPLRVHRQGRAPP 
QSTEHWWHVRRKPGGRPFYLP 
AQYVRELPALGNPAADAPPGPP 
IGTRSP*AARLRLPVRERGCGSG 
PQRPPSGAPRRGQLPVRPCAAR 
RREP/RAAAWRPACPPACTCGP\ 
GARAARAVPGRPDARRRLASR 
RQPRKQRQLQGLQRSGLLGVP 
AAPVAQRLRERLRGHPGGTRP 
AAVGDREAGTTPGAEAGRLAE 
DSARREPGLEENHSAQRRA 


21168 


51536 


A 


21295 


2 


3676 




21169 


51537 


A 


21296 


432 


3453 


DLAGEVLLCGGAADYGTLGFS 

SPAVQEANRGALCSSIERGHIIS 

ELEHLTFVNTDVGRCRAWLRL 

ALNDGLMECYLKLLLQEQARL 

HEYYQPTALLRDAEEGEFLLSF 

LQGLTSLSFELSYKSAILNEWTL 

TPLALSGLCPLSELDPLSTSGAE 

LQRKESLDSISHSSGSEDIEVHH 

SGHK1RRNQKLTASSLSLDTASS 

SQLSCSLNSDSCLLQENGSKSP 

DHCEEPMSCDSDLGTANAEDS 

DRSLQEVLLEFS 


21170 


51538 


A 


21297 


64 


2996 


LCPPAQPAASQPQVELPAGWPQ 

PHALPLPHDHRAQHLLGCAHP 

GRAKPELQQHHDCACAAQIPHI 

PVRQPYQHPDPPLCQPRRPACP 

ALPIHGRQLLLQEPLQAGTGGG 

PGCPPWPGQPHPPVTQVQQPHC 

GAPQPAFQPGVSAVVLRGRJVK 

LAPEDLANLTALRVLDVGGNC 

RRCDHAPNPCMECPRHFPQLHP 

DTFSHLSRLEGLVLKDSSLSWL 

NASWFRG LGNLRVLDLSENFL 

YKCITKTKAFQGLTQL 


21 171 


51539 


A 


21298 




320 


PVRTPP1PAFSPLKTLRJMSLHQF 
LLEPNCGRPQLCRGTMARKPAP 
RKH*KHISRQCRVVLFEYKIGES 
VGFFKAVIFLFVFLRFHSILDQS 
FSLSSLLWKIVTLT 


21172 


51540 


A 


21299 


1 


443 




21173 


51541 


A 


21300 


1 


1059 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in (JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 


21174 


51542 


A 


21301 


116 


1559 


PRTARPSCAHARTVRAVATRRR 

RVHFRDLSAAPSGLSVLRPRPT 

EPVRVDCPESANPPVRARPDSP 

DPRMFELLAASDAR1NGPFCAP 

RVLLAPLLGAFVTVSKIVSKIAL 

SPK* SRRSHLLRRNGSQWWKV 

H\ELKEHNG\HITG1D\WAPKSD 

RICH/CLGADRNCLMVWS\QK\D 

GVWKPNPG*FLRNLIGGGNFL* 

KWVPPRRTKFGCGGSGARLISV 

CYFESENDWWVSKHIKKPIRST 

VLSLDWHPN1MVLLAAGSCDFK 

CRVFSAYIKEVDEKPASTPWGS 

KMPFG Q\LM S E FGG\SGTG\G W 

VHGVSFS\ASG\DRLGWGSATD 

ST\VSVA*CLQKVVQVSTLKT\E 

FLAAP*VVSFVSREPASGLPAH 

DC\CPMLFNYG*PRAALTFRLP 

KLDIPK\QSIQRNMSAHGNAFG 

NM\DK R ATTED\RNTA L\ETLH\ 

QNSITQVLYLLRWDKQD\CRKF 

CT\TGI\DGEPWTI WDFQDPRSL 

PSQGLRIM 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21175 


51543 


A 


21302 


1 


2223 


MKHYTRVQSSISPPAERQETHA 

WASPAVTSLESAACHELQEAD 

LSESLSYPRIVSSSSLQQYVAQG 

GSFPCFGMPWNFISGGAESTNA 

VISFANATTAVPMAVLSRRESS 

LANNPGVVNYSALPENENVGP 

EMPERPANSSKNSTETANYPTL 

MGNYNGQNTASLSVFIPPYFAE 

KI 1 LTEMPGTTETN VENN SQTV 

YYPALSGNTSAPYPASSYLPITS 

NFVLERVAEMPETAGTNVKNN 

TQTVNYPPSSGRGRSQGNASLS 

LSIPPKFGIERHLGCFLVLAIRSK 

AAMNMIYHIGFV*TQAFISLRY/ 

MPKSAVAGSYGNALQNVLHIE 

MLFKTESGPQMSYGTMSYSTE 

MKNNCDQDDASASACLTPDFA 

LLPLN 1 L VKVDTNTENS VNTMN 

RSTLLDSDSGQDSSSSSVCIPPK 

YGYLGDPKRNVRVLKIHLLAV 

QNMAKPKQAACYLVRILFSKEI 

LISSSVDIHLKDSQSLDPNKMA 

ALREYLATTFPTCDLHEHGK.D 

WQDCISGINSMIYCLCSEGK.STP 

KTVRKNKKRTNRVASASADRN 

DQRGRDGGEGCSWMFQPMNN 

SKMREKRNLQPNSNAIPEGMRE 

PSTDNPEEPGEAWSYFGRPWRN 

IRMPCSVLTLAKTKSCASLSAR 

YL1QKLFTKDVLVQSNVYGNL 

KHGLCALDPNKISALREFLQEN 

YPICDLSENGRDWKSCVTSINS 


21176 


51544 


A 


21303 


1 


297 




21 177 


51545 


A 


21304 


] 


162 




21178 


51546 


A 


21305 


11 


212 


KGKNCVAIAADRRFGIQAQMV 
TTDFQKIFP/MGAQRLKFRLNL 
YELKEGRQIKPYTLMSMVANL 
LYEK 


21179 


51547 


A 


21306 


37 


554 


SSIKFGRSNPDYW1ALPSRNLDP 
AIMSIMSYNGGAVMAMKGKN 
CVAIAADRRFGIQAQMVTRDF* 
KFFPMG*PACTPGMAGFAIDVQ 
TVAQRLKFRLNLYELKEGRQIK 
PYTLMSMVANLLYEK/RDPDHL 
FETISQAMLNAVDRDAVSGMG 
VIVHIIEKDKITTRTLKARMD 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21180 


51548 


A 


21307 


51 


741 


YTAIMSIMSYNGGAVMAMXKG 

KNCVAIAADRRFGIQVARLLTTN 

FQKIFPMGDRLYIGLGGASPLD 

VQTS/V AQRLKFRAEPVMS* RE 

GRQI\KPYTLH*AMGGQPSLL*E 

KVFGPLTYTE\PVHLPGLGPERP 

FKALSICFSKTL1RVGPMGDLN 

DFCGSSGNLAPNKMYGVMCESL 

WGGPTWDPDHLF* KPFSQGHG 

*MLWDRDGS/VSGMGSSLFHIIE 

KDKMPPRTLKARMD 


21181 


51549 


B 


21308 


150 


404 




21 182 


51550 


A 


21309 


199 


395 




21 183 


51551 


A 


21310 


100 


182 


SFLFWIKR*SFPDALYFSSKSGA 
CSCN 


21 184 


51552 


A 


21311 


203 


289 


KCL ALDI A LATRRSA 1 * FPSVKG 
PGRGV 


21185 


51553 


B 


21312 


166 


411 




21 186 


51554 


A 


21313 


232 


317 


KC PALDI A V ATRRS A 1 * FPA V K.G 
PGRGV 


21 187 


51555 


A 


21314 


129 


278 


FYSSVSGVSSKDDRRFGCSGYS 
AAVISFRQC*SQLPGCSATYQR 
ESTFS 


21188 


51556 


A 


21315 


789 


962 




21189 


51557 


A 


21316 


477 


599 




21190 


51558 


A 


21317 


86 


577 


ATEPLAPSERREVS1PLLVPAPL 
PPPPRPPVPSRTRTRPWRRP*AC 
FPMTLAASCGPTRSPWPSQQPIP 
QP AP VG/PGN IKTLG DA YEF A V 
DVRDFSPEDIIVTTSNNHIEVRA 
EKLAADGTVMNTFAHKCQLPE 
DVDPTA\ATSALRKDGSLTIRAR 
RDPHTEHV 


21191 


51559 


B 


21318 


312 


466 




21192 


51560 


A 


21319 


886 


1338 


GFWQVIRALRGGEVHREGTSA 
PGRHRRRCGCRSAWNRCCTAC 
SHVWPPRQMWPQG/PDVAMKT 
GN 1 KTLGD A YEF A VDVR DFSPE 
DIIVTTSNNHIEVRA/REA/ERPD 
GTVMNTFAHKCQLPEDVDPTS 
VTSALREDGSLTIRAWRHPHTE 
HVQ 


21193 


51561 


A 


21320 


3 


605 


KK.LTPVVRSRVERDPRVRRGLR 

PHPVLSSLRPPGQGPAPSVDEPQ 

NLFHLPSGEKIPFLFLLLLLFTPP 

PRPPVLSRPRTRPWRRP*ACFP 

MTLAAICGPTRSPWPSQPAPV/V 

AGNIKTL*DAYEFVVDVRDFSP 

EDIIVTTSNNHIEVRPEKLAADG 

TVMNTFAQQCQLPEDVDPTSV 

TSALREDGSLTIRARGHPHTEH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21 194 


51562 


A 


21321 


3 


450 


SSAAEVQEPRGAPGSPSIPSASR 
PG P APRPASLPPSQMQ A A ALPE 
EIRWLLEDAEEFLAEGLRNENL 
SAVARDHRDHILRGFQQIKA\G 
GDIGQDSSDDNHSGTLGLSLTY 
DAPFLSDYQDEGMEDIVKGAQ 
ELDNVIKQGYLEKKS*DH 


21195 


51563 


A 


21322 


1 


399 


1GQDSSDDNHSGTLGLSLTSDA 
PFLSDYQD/EG*VHQISDHWEK 
L RT WC * V YCDKGMEDI VKG AQ 
ELDNV1KQGYLEKKSKDHSFFG 
SEWQKRWCVVSRGLFYYYANE 
KSKQPKGTFLIKGYSVRMAPHL 
RRDS 


21196 


51564 


A 


21323 


3 


1189 


RLPARPPPDQGPRPVPPLSRPAK 

CRLAVLPEEIRWLLEDAEEFLA 

EGLRNENLSAVARDHRDHILRG 

FQQ1KARYYWDFQPQGGDIGQ 

DSSDDNHSGTLGLSLTSDAPFL 

SDYHDEGMED1V*GAQELDNVI 

KQGYLEKKSKDHSFFGSEWQK 

RWCVVSRGLFYYYANEKSKQP 

KGTFLIKGYGVRMAPHLRRDS 

K.KESCFELTSQDRRSYEFTATSP 

AEARDWVDQISFLLKDLSSLTIP 

YEEDEEEEEKEETYDDIDGFDS 

PSCG SQCRPTI LPGS VG I K.EPTEE 

KEEEDIYEVLPDEEHDLEEDES 

GTRRKGVDYASYYQG\LWDC\ 

YGDQPDDLSUQRGDLILFLSKE 

YNMYGWWVGELNSLVGMVPK 

EYLH HLPLK WKERWKPREI YFF 


21197 


51565 


A 


21324 


47 


225 


NSHHVRGRPRCADSSSPSGDRG 
QPEAQPAPDSSAPEHAQEPGRA 
AVKRPDL*SHMTRRP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


21198 


51566 


A 


21325 


66 


725 


AIL11LLSSEGLWSSDQHRLVGV 

QDSPPQGSLGCYFSAMATSEQS 

VCQARASVMVYDDTSKKWVPI 

KPG\QQGFSRINIYHNTVSNTFR 

VVGVKLQDQQWV1NYSIVKGL 

KYNQATPTFHQWRDARQVYG\ 

LNFASKEEATTFSNAMLFALNI 

MNSQEGGPSSQRQVQNGPSPD 

EMD1QRRQVMEQHQQQRQEFL 

ERRTSATGP1LPPGHPSSAASAP 

VSCSGPPPPPPPPVPPPPTGAMP 

PPPPPLVPAGGAQGSSHDESFHV 

QDWPLAISWGPSLRRVPNGPED 

ASGGSSPSGTSKSDANRASSGG 

GGGGLMEEMNKLLAKRRKAA 

SQSDKPAEKKEDESQMEDPSTS 

PSPGTRAASQPPNSSK\AGRKP 

WERSNSRGYFCVLDSVQNPAL 

WPKSPES*EPPSVSSL/ISRMKPA 

GS\VSDMA\LDAFDLD\RMKQEI 

LEEV VRELH KGERKEIIDVA1RQ 

EA*SGISRKKNLGHRAHPPTRTS 

FICSQRPRLM 


21199 


51567 


A 


21326 


301 


390 




21200 


51568 


A 


21327 


72 


415 












395 


697 


RVMSPVHVNTICSPHPHSDGDV 
IVPIVLSNERYHWPWLGWVGG 
VDCDEFFRVVLGEARLH\LDGV 
AHQH*TKEGT1SNLFQ\ATSVSH 
LVEVVPQKLSWVI 


21202 


51570 


A 


21329 


36 


399 


VEILTSKRAGDWFKEELRLLGG 

LDHIVDKVK.ECVDHLSRDEDEE 

KLVASLWGAQRCLRVLQSVTV 

HNPENQSYLIAYKDSQLIVSSA 

KALQHCEELPQYNRAVDTLCL 

ADCKPLPHPTVL 


21203 


51571 


A 


21330 


1 


177 




21204 


51572 


C 


21331 


198 


350 




21205 


51573 


A 


21332 


113 


228 




21206 


51574 


A 


21333 


1 


466 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21207 


51575 


A 


21334 


1 


4133 


ASGCWRKEVGAGSANGVEMV 
QGPVQTPALTIHRRKRRRRRRR 
RPSGGTQQALLPAPA V A ASES * 
ARARPAALEAGREVAGPP\SCPP 
NRASYLPKAESLASLGSHLPAL 
LSRARVPRPPAGRKERE\RRKRP 
WAKAPARIARGEYETGWKMTS 
RFAKTYSRKGGNGSSKFDEVFS 
NKRTTLSTKWGETTFMAKLGQ 
KRPNFKPDIQEIPKKPKVEEEST 
GDPFGFDSDDESLPVSSKNLAQ 
VKCSSYSESSEA 


21208 


51576 


A 


21335 


3 


221 




21209 


51577 


A 


21336 


1 


580 




21210 


51578 


A 


21337 


2 


1095 


ARGNRPPPPPRTERGVLESRTRS 

RHRAPRLPPAMPAPRAPRALAA 

AAVPASGKAKLTHPGKAILAGG 

LRGGUQICMTFPTEYVKTQLQL 

\DERSHPPRYRGIGDFVRQTVRS 

HGV\LGLYRGLSSLLYGSIPKAA 

V\RFGMFE\FLSNHMRDA\QG RL 

DSTRGLLC\SLGAGRGPRP*VV 

VCPMET1KVKFIHDQTSPNPKY 

RGFFHGVREIVREQGL\KGTYQ 

GLTAT\VLKQGSNQA\IRF\FVM 

TSLRQWNYPRGTTPNKAHEPF* I 

TWGSFGAMASASQVSFGNTPLD 

V1\KTRMPGPWR PH K\ Y RVNTWD 

\CGL\Q1LKKGGGSRAF\YKGTV 

PPLGPGLAWDVAIWFVMYDEV 

G*SCFNKVWKNGIKA 


21211 


51579 


A 


21338 


3 


375 


TAGDSGAEDGPASRVSQMPTLP 
PPMPWNLPAGVDCTTSGVLAL 
TALFFKMEEANLASRAKAQELI 
QATNQILSHRKPPSSLGMTPAP 
VPTSLGLPPGPSSYLLSGSPPLG 
GC\GSTPPTPPGLAA 


21212 


51580 


A 


21339 


51 


3789 


GRGHPHGGGELLPASPRGSPEG 
DQPGQGDPEEKEGRVVPRGGA 
PD VPS AHALV PEPQT VLGLHQR 
VTAQPGRHGAH*LHGDRLHSG 
RPQRPTHTGWAPCLPYPTLGSG 
*RRHHGNPAGTPRSLLFPF\PEK 
ELEAPPPAPRFDIYDPFHPTDEA 
YSPPPAPEQKYDPFEPTGSNPSS 
SAGTPSPEEEEEEEEEEEEEEED 
EEEEEGLSQSISR1SETLAGIYDD 
NSLSQDFPGDESPRPDAQPTQP 
TPAPGTPPQ 


21213 


51581 


A 


21340 


286 


393 




21214 


51582 


A 


21341 


64 


610 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21215 


51583 


A 


21342 


1 


4433 


MWAQLLLGMLALSPAIAEELP 

NYLVTLPARLNFPSVQKVCLDL 

SPGYSDVKFTVTLETKDKTQKL 

LEYSGLKKRHLHCISFLVPPPAG 

GTEEVATIRVSGVGNNISFEEK 

KKVLIQRQGNGTFVQTDKPL YT 

PGQQVYFR1VTMDSNFVPVND 

KYSMVELQDPNSNRIAQWLEV 

VPEQGIVDLSFQLAPEAMLGTY 

TVAVAEGKTFGTFSVEEYVLSP 

FLLLLSSVLPKFKVEVVEPKELS 

TVQESFLVKGGL*\ 


21216 


51584 


A 


21343 


3 


522 


ELRTWIEGLTGLSVGPDFQKGL 

KDGTILCTLMNKLQPGSVPK1N 

RSMQNWHQLENLSNFIKAMVS 

YGMNPVDLFEANDLFESGNMT 

QVQVSLLALAGKMGTNKCASQ 

SGMTAYGTRRHLYDPKNHILPP 

MDH ST1VSLQMGTNKCASQ VG 

MTAPGTRRH1YDTKLGTD\KCD 


21217 


51585 


A 


21344 


1 


1230 


MHQEDLRAWYLDLGLPSHQNE 
TTDVSVVYERFSLTDATYPKQA 
KQWDFPFLRVSTAQPTAWKCQ 
RAPSPYTHQDTALIPSPTARWL 
SPEKEPKQG EVGEKSLLPDPTLP 
LTDPRLTGSTEQKKDLAAGPVG 
SALRRRPPAVSSTQFNKGPSYR 
LLADVQNRLLPKYDSQKEAEL 
RSWIKGFTGLSIRPDFQKGLKD 
GIILCTLVNKLQPGSVPKINVASV 
*NWH*LENLSNFLKAMVSYGM 
/NPVDLFEANDLFESGNNMQVR 
VSLLALAGKAKTKGLRSGVD1R 
DKYSKKQNFDDTTMKASQCVI 
RLQITNKCA SQSGMTAYGTRR 
HLYDPKNRILPPMDNSTISLQM 
GTNJCYASQVGMTAPGTQRHIY 
DTNLGIDKCENSSMSLKMGYT 
QVANHSGQVFGLGRQIYEPKY 


21218 


51586 


A 


21345 


2 


389 
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SEQID 

INO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21219 


51587 


A 


21346 


1 


1113 


MHQEDLRAWYLDLGLPSHQN 

AQPTAWKCQRAPSPYTHQDMA 

L1PSPTARWLSPEKEPKQGEVG 

EKSLLPDPTLPLTDPRLTGSTEQ 

AHAEGLAALMSALRVSIILQGR 

GGVVTLVDSQLGVIAVSSTQFN 

KGPSYRLLADVQNRLLPKYDS 

QKE A ELRS WTKGFTG LS1RPDFQ 

KGLKDG1ILCTLVNKLQPGSVP 

KIN\ASV*NWH*LENLSNFLKA 

MVSYGM/NPVDLFEANNLFESG 

NNMQVRVSLLALAGKAKTKGL 

RSGVD1RDKYSEKQNFDDTTM 

KASQCV1RLQITNKCASQSGMT 

AYGTRRHLYDPKNRILPPMDNS 

T1SLQMGTNKCASQVGMTAPG 

TQRHIYDTKLGIDKCENSSMSL 


21220 


51588 


A 


21347 


353 


1260 


SCWCLKLALAVSST/QFNKGPS 
YRLLADVQNRLLFKYDSQKEA 
ELRSWIKGFTGLSIRPDFQKGLK 
DG 1 ILCTL VN KLQPG S VPKIN\A S 
V*NWHQLENLSNILKAMVSYG 
M/NPVDLFEANDLFESGNNMQ 
VRVSLLALAGKAKTK.GLQSGV 
DIRDKYSEKQ'NFNDTTMKARL 
CVIRLQITNKCASQSGMTAYVT 
RRHLYDPKNRILPPMDNST1SLR 
MGTNKCASQVGMTAPGNQWH 
IYDTKLGIDKCENSSMSLKMGY 
TQVAN HSRQVFGLGRQI YEPKY 
QPGGPVAHGAPSAGNCPGPGE 


21221 


51589 


A 


21348 


3 


530 




21222 


51590 


A 


21349 


1 


853 


MPESWLAAFPPYGD1KKVVGL 
QLKEGLHQNLTMQDSIQIFDFQ 
LPGLLRPSSVLWTLKPYHTAGL 
ASDR.DSYKGILACMPCMFGSRR 
SPLRD1KSHQADLELEVKNSLD 
TIHRLESELKKQSKIQSQMKVE 
KAHLEEEIAELKKSQAQDKAKL 
LEMQESIKDLSAIRADLANKLA 
EEERAKKTSA*GAFGP/LIAQAN 
SRDEGTATIITQLELERDVHQRE 
LKDLTSSLQSVKTKHEQN1QEL 
MKHFKKEKSEAENHIRTLKVPL 
LNYPDDTEG1FLVAHEVNKA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21223 


51591 


A 


21350 


1 


652 


NTSLINTKKKLETDISQIQGEME 
DIIQEARNAEEKAKKAITDAAM 
MAEELKKEQDTSAHLERMKKN 
LEQTVKDLQHRLDEAEQLALK 
GGKKQIQKLEARVRELEGEVES 
EQKRNVEAVKGLRKHERKVKE 
LTYQTEEDRKNILRLAQDLAVDK 
LQAKVKSYKRQAEEAEEQSNV 
NLSKFRRIQHELEEADRRADIA 
ESQVNKLRVKSREVHTKIISEE 


21224 


51592 


A 


21351 


21 


5868 


PAAMSSDSEMAIFGEAAPFLRK 
SERER1EAQNKPFDAKTSVFVV 
DPKESFVKATVQSREGGKVTA 
KTEAGATVTVKDDQVFPMNPP 
KYDKIEDMAMMTHLHEPAVLY 
NLKERYA A WM 1 YTY SGLFC VT 
VNPYKWLPVYNAEVVTAYRG 
KKRQEAPPHIFSISDNAYQFML 
TDRENQS1LITGESGAGKTVNT 
KRVIQYFATIAVTGEKKKEEPA 
SGKMQGTLEDQI1SANPLLEAF 
GNAKTVRNDNSSRFGKFIR 


21225 


51593 


A 


21352 


54 


399 




21226 


51594 


A 


21353 


441 


1585 


VPPMGGGPPFVGPVGFGPGDRS 
HLDSPEAREAMFLRRAAVAPQ 
RAP1LRPAFVPHVLQRADSALSS 
AAAGPRPMALRPPHQALVGPP 
LPGPPGPPMMLPPMARAPGPPL 
GSMAALRPPLEEPAAPRELGLG 
LGLGLKEKEEAVVAAAAGLEE 
ASAAVAVGAGGAPAGLAV1GP\ 
SLPLALAMPLPEPEPLPLPLEVV 
RGLLPP\LRITELLSLRPRPRPPR\ 
PEPPPG L M A LE VPEPLGEDKKK 
G KPGEIEHRC I ATA/AQGA S WE 
DPPTCWKWDAE*LSRVFCGDL 
G\NEVND*HLGHAASARFPIPSL 
KAKVIR*QSAQARPKGYG\FVS 
FKDP\SDYVRP\MREMNGKYVV 
LAPPIKLRKSMWKDRNLDVFR 
KKQKEKKKLGLR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21227 


51595 


A 


21354 


1 


1122 


mpggkigfliekgateqsstgn 
dfdelreeggrrsnyselqedi 
qtkgkevenfekn leec vttis 
ntekc vkelmelktka re lre 
ecrsfrsqcnqleervpamk.de 
mnemkregkfrekr1krneqs 

LQEIWDYVKRPNLPL1GVPESD 
RENGTKLENTLRDIIQENFPSLT 
RRGQPFRIMENTENAPKDNLLE 
KEQLPRHNNCLELTQEEPAWD 
LQFDLLDLNDISSALKHHEEKN 
L1SLLPQRGADYLSFRSHFQKNF 
VCVENCSLQERTVTGTVKVKN 
VSFEKKVQ1RITFDSWKNYTDV 
DCVYMKNVYGGTDSDTFSFAI 
GLPP VI PTEQKIEFCI S YH ANG\Q 
IF\WDNK*WGRKYKNCVIVQW 


21228 


51596 


A 


21355 


71 


1124 


GPPPLCLMSCTRMIQVLDPRPL 

TSSVMPVDVAMRLCLAHSPPV 

KSFLGPYDEFQRRHFVNKLKPL 

KSCLNIKHKAKSQNDWKCSHN 

QAKKRVWADSKGLSLTAIHV 

FSDLPEQPAWDLQFDLLDLND1 

SS\ALKHH\EEKNL1LDFP\QPST 

DYL\SFRSHFQK\NFVCL\ENCSL 

Q\ERTVTGTV\KVKNVEF*GRKF 

QIRYHFSDSWEKLTLDVDCVY 

MENVY/GVGTGSDTFSFAIDLPP 

VIPTEQKIEFC1SYHANGQVFW 

DNNDGQ\NY WI VH VQWKPDG 

VQTQMAPQ\DCAFHQTSPKTEL 

ESTIFGSPRLASGLFPEWQSWG 

RMENLRLLCDELSNNVTGLDLS 

YSPMQS 


21229 


51597 


C 


21356 


204 


273 




21230 


51598 


B 


21357 


1 


1062 




21231 


51599 


A 


21358 


1 


397 


QRPI*PTKPIGQRVSKGHQP\TR 
H\DFTQF\LAAHETISRLVGFSA 
GQV\QYLDLIKK\DPSKLFNEER 
LIDKTKVTYLKWLPESESLFLA 
SHASGHLYLYNVSHPCASAPPQ 
YSLLKQGEGFSVYAAKYNDLF 



2704 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21232 


51600 


A 


21359 


71 


1736 


FRTSLKDVWHTPLTPFLPPLKSI 
DLNKP1DKRIYKGTQPTCHDFN 
QFTAATET1SLLFGSFSPRRTWA 
WCGPAV*AGPCPTAFLGTLRLI 
DKTKVTYLKWLPESESLFLASH 
ASGHLYLYNVSHPCASAPPQYS 
LLKQ\AWGFSFYAAKSKAPRNP 
LAKWAVGEGPLNEFAFSPDGR 
HLACVSQDGCLRVFHFDSMLL 
RGLMKSYFGGLLCVCWSPDGR 
Y V VTGGEDDL VT V WSFTEGRV 
VARGHGHKSWVNAVAFDSLY 
TTR AEEA ATA AG ADG ERSG EE 
EEEEPEAAGTGSAGGAPLSPLP 
KAGSITYRFGSAGQDTQFCLW 
DLTEDVLYPHPPLARTRTLPGT 
PGTTPPAASSSRGGEPGPGPLPR 
SLSRSNSLPHPAGGGKAGGPGV 
AAEPGTPFS1GRFATLTLQERRD 
RGAEKEHKRYHSLGNISRGGSG 
GSGSGGEKPSGPVPRSRLDPAK 
VLGTALCPRIHEVPLLEPLVCK 
KIAQERLTVLLFLEDCIITACQE 
GLICTWPRPGKAFTDEETEAQT 
GEGSWPRSPSKSVVEGISSQPG 


21233 


51601 


A 


21360 


2 


467 


LMQ/NWDAAMEDLTRLKETID 

NNSVSSPLQSLQQRTWLIHWSL 

FVFFNHPKGRDNIIDLFLYQPH 

MLADKLNMTPEEAERWIVNLI 

RNARLDAK1DSKLGHVVMGNN 

AVSPYQQVIEKTK.SLSFRSQML 

A MN IEKKLNQN SRSE APN WAT 

QDSGFY 


21234 


51602 


B 


21361 


1 


909 




21235 


51603 


A 


21362 


3 


3617 


YWKERPTQKV1PRATENHGLKS 
YLQKTKLSIDEAAFLLPDTN LK 
SELLELLTHWLQVGVPMTPSLG 
SINLLGWLTELRETHTYICWFIV 
KETTRDTDEEMCRTEPALACSI 
SHYCDDGC1QMLNTPETLQCSA 
KDSKHFI PKECS1 PGENRPPS DT 
GKTVKFLSLNIFNLQLAESTDA 
EQRANCILRCFLTETTLNYQKIL 
SVRPGTKLATASHVSGLGLQTP 
PFGL AQH LIRPHAFLAPKDPLTS 
FTERNSRSG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21236 


51604 


A 


21363 


75 


2141 


GPRLGLTTM WHEARKLGRRLR 

GLLFDSRKRAERRREYYEKIKK 

DPAQFLQVHGRACKVH\LDSA 

VALAAESPVNMMPWQGDTNN 

M I DRFD VRA H L\DH I PDYTPPL A 

HHHFSQNQESDERVKCNYERYR 

GLVQNDFAGISEEQCLYQIY1DE 

LYGGLQRPSEDEKKKLAEKKA 

S1GYTYEDSTVAEVEKAAEKPE 

EEESAAEEESNSDEDEV1PDIDV 

EVDVDELNQEQVADLNKQATT 

YGMADGDFVRMLRKDKEEAE 

AIKHAKALEEEKAMYSGRRSR 

RQRREFREKRLRGRK1SPPSYAR 

RDSPTYDPYKRSPSESSSESRSR 

SRSPTPGREEK1TFITSFGGSDEE 

AAAAAAAAAASGVTTGKPPAP 

PQPGGPAPGRNASARRRSSSSSS 

SSSASRTSSSRSSSRSSSRSRRGG 

GYYRSGRHARSRSRSWSRSRSR 

SRRYSRSRSRGRRHSGGGSRDG 

HRYSRSPARRGGYGPRRRSRSR 

SHSGDRYRRGGRGLRHHSSSRS 

RSSWSLSPSRSRSLTRSRSHSPSP 

SQSRSRSRSRSQSPSPSPAREKL 

TRPAASPAVGEKLKKTEPAVAG 

KETGAAKV\PKLTPQEKLKLRM 

QKPL\N RQFKADKKAAQRKR* S 

QAEHERQERKDEAVRAMARKIG 

MKERER\REKEREEWERQYSRQ 

SRSPLP/RDY S RE YSSSRRRSRSR 

SRSPHYRH 


21237 


51605 


A 


21364 


1 


609 




21238 


51606 


A 


21365 


1 


1227 




21239 


51607 


A 


21366 


1 


1626 




21240 


51608 


A 


21367 


370 


4388 


GFIWNR1TPTEDGQTRELQNHL 
GLSAPVPRGRKGKKVKTQTSSF 
DIQKAEWLRKYNPEQLLQDEG 
Y KKHIKHHCNKVLL R VRML YY 
LKQEV1GNECQKVFDGVDASDI 
DVWVPEPDHSEVPAEWWDFD 
ADKSLLIGVFKHGYEKYNTIRA 
DPALCFLERVGKPDEKAVAAE 
QRANDYMDGDVEDPEYKPAPA 
IFKDDIEDDVSSPGDLVIADGDG 
QLMEGDKVYWPTQSALTTRLR 
RLITAYQRTNKNRQIQQIQ 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


21241 


51609 


A 


21368 




530 


AEADAI1QMVREGQRARRQQQ 
AATSESSQSEASVRREESPMDV 
DQPSPSAQDTQSIASDGTPQGYE 
KEKEERPPELPLLSEQLAALDEL 
WDMLGECLKELEESHDQHAVL 
ETHRTVLNQ1LRQSTTHLADGP 
FAVLVDYIRVLDFDVKRKYFR 
QELERLDEGLRKEDMAVHVRR 
DHVF 


21242 


51610 


A 


21369 


1 


217 
















PVSKESRVAPLCDFCLPFIQSES 
SQSEASVRREESPMDVDQPSPS 
AQDTQSIASDGTPQGEKEKEER 
PPELP/LLSEQLSLDELWDMLGE 
CLKELEESHDQHAVLVLQPA 


21244 


51612 


A 


21371 


2 


731 


TPTPPT A PTPVTSA PAL V A ATAI 
STIVVAASTTVTTPTTATTTVSI 
SPTTKGSKSPAKVSDGGSSSTD 
FKMVSSGLTENQLQLSVEVLTS 
HSCSEEGLEDAANVLLQLSRGD 
SGTRDTVLKLLLNGARHLGYT 
LCKQIGTLLAELREYNLEQQRR 
AQCETLSPDGLPEEQPQTTKLK 
GKMQSRF\SGLGSASSIQAAVR 
QLEAEADA11QMSESSQSEASVR 
REESPMDVDQPSPSAQDTQSIA 


21245 


51613 


A 


21372 


208 


423 


LYVKPTAPPK.*AL*SEGLE*MSP 
QCLWQGLQQGKAQKKLLEVP 
NKLTQTIN*PANVLILA*GGSSS 
YRPPHK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21246 


51614 


A 


21373 


1 


2002 


MPQLPGISLPEGVDPSFLAALPD 

DIRREVLQNQLGIRPPTRTAPST 

NSSAPAVVGNPGVTEVSPEFLA 

ALPPAIQEEVLAQQTAEQQRPE 

LAQNASSDTLMDPVTLIQTLPS 

DLRRSVLEDMEDSVLAVMPPDI 

AAEAQALRREQEARQRQLMHE 

RLFGHSSTSALSAILRSPAFTSR 

LSGNRGVQYTRLAVQRGGTFQ 

MGGSSSHYNRPSGSYNVDTLLRL 

RGRLLLDHEALSCLLVLLFVDE 

PKLNTSRLHRVLRNLCYHAQT 

RHWVIRSLLSILQRSSESELCIET 

PKLTTSEEKGKKSSKSCGSSSHE 

NRPLDLLHKMESKSSNQLSW/L 

SSVSMDAALGFRYTNIFQIQRSG 

GRKHTEKHASGGSTVHIHPQA 

APVVCRHVLDTL1QLAKVFPSH 

FTQQRTKETNCESDRERGNKA 

CSPCSSQSSSSGICTDFWDLLVK 

LDNMNVSRKGKNSVKSVPVSA 

GENKVSEAQANSGSGASSTTTA 

TSTTSTTTTTAASTTPTPPTAPTP 

VTSAPALVAATAISTIVVAASTT 

VTTPTTATTTVS1SPTTKGSKSP 

AKVSDGGSSSTDFKMVSSGLTE 

NQLQLSVEVLTSHSCSEEGLED 

AANVLLQLSRRPARMLAMHW 

PSLYNVETEKTLALPNLIALQTS 

PFASGVIAKSSTDRLINQCAPV 

WRWR 


21247 


51615 


A 


21374 


1 


6384 


MVSPEPKTGHSIRNWLDELKDL 

PILHAYSNLPSSPAVDLAIHSSK 

EGRMDWTEGQVTGPVVRSAAT 

SGAGSTTSGVVSGSLGSREINYI 

LR VLGPAACRN PDI FTE V ANCC 

1RIALPAPRGSGTGNGSSRIPRES 

APEMATAESLVEELSEDAAGG 

ASPGVELPALGCSELPAAEVSP 

TASSKNLET1CEYAYCMAMLPE 

TGLDPYPKRGFLDLTQER1WTD 

IPPSPGNIPTTHPLMVRHADHSS 

LTLGSGSSTT 


21248 


51616 


A 


21375 


1 


1356 




21249 


51617 


A 


21376 


80 


608 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21250 


51618 


A 


21377 


298 


1374 


GRGDWPDILNLTQATASWTPR 

WCCLRKPVEAPSGGATEERTLS 

LTSLGLSMPADPCEGGARSCLV 

TESARGGLQNGQSVDVEETLPS 

EPENGALLRSERYQGPRRRACS 

ETLAESRTAVLQQRRAAQLPG 

GPAAAGEQRASPSKARLKEFLQ 

QC DREDL VELALPQL AQ V VT V 

YEFLLMKVAESLGITEFLRKKEI 

HPDNLGPK.HLSRDMDGEQLEG 

ASSNEKREREAAEEGLASVKRP 

RREALSND\TT\ESLAANSRGRE 

KPRPLHALAAGT1VSQEEDIVT 

VTD/GRGACLRMGPLEGVPLEA 

VESVVTVEPEPSQ*NGVRY*NS 

SDFIQRRSMASNVYFSNVNIAQ 

MNLLFIKNNVFL 


21251 


51619 


C 


21378 


354 


530 




21252 


51620 


A 


21379 


1 


1272 


MVLSEKASGSTLRGCTEERTLS 
LTSLGLSMPADPCEGGARSCLV 
TESARGGLQFLQQCDREDLVEL 
ALPQLAQVVTVYEFLLMKVAE 
SLG1TEFLRKKEIHPDNLGPKHL 
SRDMDGEQLEGASSEKREREA 
AEEGLASVKRPRREALSNDTTE 
SLAANSRGREKPRPLHALAAES 
HTTTVSGGNGSVFQAGPQLQA 
LANLEARRGS1GAALSSRDVSG 
LPVYAQSGEPRRLTQAQVAAFP 
GENALEHSSAQDTWDSLRSPGF 
CSPLSSGGGAESLPPGGPGHAE 
AGHLGKVCDFHLNHQQPSPTS 
VLPTEVAAPPLEKILSVDSVAV 
DCAYRTVPKPGPQPGPHGSLLT 
EGCLRSLSGDLNRFPCGMEVHS 
GQRELESVVCLSAETMAF*NFP\ 
MGA\MSYCL\RD\RSRFLFRLPM 
GLSCPLQVQ 


21253 


51621 


A 


21380 


90 


204 




21254 


51622 


B 


21381 


13 


423 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


21255 


51623 


A 


21382 


1513 


2405 


RRAQYRRWWRRWRRRHREPE 

KEKRRHSRSHSRRRRTLIF*TQS 

RSRSRE*LHCQSRSR* * FKSPRQ 

RRSHSRERGRSTARHYRSTAKER 

QQRRSRSGTRSPKKSRCPKRKL 

SLSPSPGKHKKKKKDKERNRY 

ERERSTSKKKSKDREKDQERKS 

ESDTDVKVTRVYDEEEQGYDT 

SQEIEMHADNPAAIQTVVLQRD 

DLQNGLLSTCRELSRATAELER 

A WRE Y DKLE YD VTVTRNQMQ 

EQLDHLGEVQCWCYRTEKYV 

MERGPEQDPKRAFLDFVQERIQ 

GESAVQSESKFIKTVKK 


21256 


51624 


A 


21384 


1 


180 




21257 


51625 


A 


21385 


3 


115 
















LPTALLRSTMALLHSGRVLPGI 
AAAFHPGL/AA/AASARASSWW 
THVEMGPPDPILGVTEAFKRDT 
NSKKMNLGVGAYRDDNGKPY 
VLPS V RK.F VTVQTI SGTG AL 


21259 


51627 


A 


21387 




395 


STMAI.LHSGRVI.PGIAAAFHPCA 
L A A A A S A RA SS W WTH VEMG PP 
DP1LG VTE A FK.RDTNSKKMN LG 
VGAYRDDNGKPYVLPSVRKAE 
AQ1AAKNLDLLPLLNVVCSLSS 
HTVSPAAQGGTRKEDILGFACC 


21260 


51628 


A 


21388 


1 


303 




21261 


51629 


A 


21389 


2 


425 


RPE*WKEIATVVKKRNLFALFD 
MAYQGFASGDGDKDAWALHH 
F1EQGINVCLCQSYAKNMGLYG 
EHVG A FT V VCKDADE AKRVES 
QLK1L1SPMYSNSPLNGAQ1ASTI 
PNTPVGLKVWVMGGLHDHPQ 
V M SDEKETTLRA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21262 


51630 


A 


21390 


3 


1508 


HEAGAGSLCVCPARPLLRPAAA 

HCPSYRSTMAHACTSGRVLPGI 

AAAXFHPGLAAAASARASSWW 

THVEMGPPDPILGVTEAFKRDT 

NSKKMNLGVGAYRDDNGKAL 

PCCPSVRKAEGPRLPQKIWDKE 

YL\PIGG\LAEFCKASAELALGE 

NNRSLERVGRf VTVQTHFWEL 

GALRI\GASFL\QRFFKFSRDVFL 

PKPTWGETTHPSFRDAG\MQL\ 

QGYRWYDPKTCGFDFTGAVED 

ISK1PEQSVLL\LHACG/HNNPTG 

VDPRPEQWKE1ATVVKKRNLF 

AFFDMAYQGFASGDGDKDAW 

AVRHF1EQGINVCLCQSYAKNM 

GLYGERVGAFTMVCKDA\DES 

KRVESQLKIL1RPMYSNPPLNG 

ARIAAA1LNTPDLRKQWLQEVK 

GMADRIMGHAGLQLVSNLQGR 

EG\STH\NWA THSPTKLGMFCF 

HRG*KLEQVERLIKEFSIYMTK. 

DGR1SVAGVTSSNVGYLAHAIH 

QVTKYVSLVRGNGDNLSVLSL 


21263 


51631 


A 


21391 


1 


184 




21264 


51632 


A 


21392 


70 


253 




21265 


51633 


A 


21393 


1 


351 


VMEFYCQSCETAMCRECTEGE 
HAEHPTVPLKDVVEQHKASLQ 
VQLDAVNK.RWGTLPKPPTGCL 
YLRPGLMASQQLTNQKASl/VD 
DIHSTFDELQKTLNVRKSVLLM 
ELEVNYGLKHK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21266 


51634 


A 


21394 


208 


2546 


WLHCMQQQRAGSKTAGPP\CQ 

WSRMAS\EGTNIP\SLVVGQI\DK 

QFLICSICLERYKNPKVLPCLHT 

FCERCLQNYIP\AHSLTLSCPVC 

RQTSILPEKGVAALQNNFFITNL 

MDVLGARTPGSNAEESSILETVT 

AVAAGKP\LSCPNHDGNVMEF 

YCQSCETAMCRECTEGEHAEH 

PTVPLKDVVEQHKASLQVQLD 

AVNKRWGTLPKPPTGCLYLRP 

GLMASQQLTNQKASIVDD1HST 

FDELQKTLNVRKSVLLMELEV 

NYGLKHKVLQSQLDTALLQGQE 

SIKSCSNFTAQTLNHGTETEVLL 

VKKQMSEKLNELADQDFPLHP 

RENDQLDF1VETEGLKKSIHNL 

GTILTTNAVASETVATGEGLRQ 

Tl 1GQPMS VT1TTKDKDGELCKT 

GNAYLTAELSTPDGSVADGEIL 

DNKNGTYEFLYTVQKEGDFTL 

SLSLYDQH1RGSPFKLKV1RSAD 

VSPPTEGVKRRVKSPGSGHVKQ 

KAVKRPASMYSTGKRKENPIED 

DLIFRVGTK.GRNKGEFTNLQGV 

AASTNGKILIADSNNQCVQIFSN 

DGQFKSRFG1RGRSPGQLQRPT 

GVAVHPSGD111ADYDNKWVSI 

FSSDGKFKTK1GSGKLMGPKGV 

SVDRNGHIIVVDMKACCVFIFQ 

PNGKIVTRFGSRGNGDRQFAGP 

HFAAVNSNNEIIITDFHNHSVKV 

FNQEGEFMLKFGSNGEGNGQF 


21267 


51635 


A 


21395 




591 




21268 


51636 


A 


21396 


3 


608 


LEGDQRW1NTVSQALHLLSTLY 
GPFPNCYG1GRCAKMAYELWR 
NLEEEEDGETKGRRPEIGHIFLL 
DRGKLCPAFLSSFSPRRHGNME 
GVVAKLKS*S*GCESQL*GAWV 
LGPMESIKAALGHAV*KAGSGR 
TFMVRDLCF\DVDFVTALCSQV 
VYEGLVDDTFR1KCGKCYGPLH 
LGKMDGSSALAPATWGRVCGR 
DPHPE 


21269 


51637 


A 


21397 


268 


402 




21270 


51638 


A 


21398 


139 


452 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21271 


51639 


A 


21399 




2497 


MGPVAAPLGLSLPATDGAHSV 

RGNSVLVPSGLIPKDYRSLKTQ 

YLQSYGPEHLLTFSNLRRAGLL 

TEQAPGDTLTAVESKVSKLVTD 

KAAGKITDAFSSLAKRSNFRAIS 

K.KLNLIPRVDGEYDLKVPRDM 

AYVFGGAYVPLSCR1IEQVLER 

RSWQGLDEVVRLLNCSDFAFT 

DMTKEDKASSESLRLILVVFLG 

GCTFSEISALRFLGREKGYRF1F 

LTTAVTNSARLMEAMSELPGK 

KDLFIETDLMSPLDRJANVSLLK 

QHEVDKLYKVENKPALSSNEQ 

LCFLVRPRTKNMRYIASLVNAD 

KLAGRTRKYK.VIFSPQK.FYACE 

MVLEEEGIYGDVSCDEWAFSLL 

PLDVDLLSMELPEFFRDYFLEG 

DQRWrNTVAQALHLLSTLYGPL 

SQTCYG I G RC AK\M A YEF VEGT 

WEEEEDG RNPRARREGFG\H I F 

LL\DR\DVDFVDSTLLPKLVYEG 

LVDDTFRIKCGSVDFGPEVTSS 

DKSLKVLLNAEDKVFNEIRNEH 

FSNVFGFLSQKARNLQAQYDR 

RRG MDIKQMKN F V SQELKGLK 

QEHYVLLSLHIG\ACESIMKKKT 

KQDFQE\LIKT\EHALLEGFN1RE 

STSYIEEHIDRQVS\PIESLRLMC 

LLSITENGLIPKDYRSLKTQYLQ 

SYGPEH LLTFSNLRRAGXLLTEQ 

APGDNLTAVESKVSKLWTDKA 

AGKITDALS\SLAKRSQFRAISK 


21272 


51640 


A 


21400 


1 


216 




21273 


51641 


A 


21401 


2 


270 




21274 


51642 


A 


21402 


1 


600 


SGRALHASWAAGGVGAYSGRL 
RSDALEGESFA\LSF\SSASDAEF 
DAVVGYLEDIIMDDEFQLLQRN 
FMDKYYL\EFEDTEENKL1YTP\I 
FNEYISLVEKYIEEQ\LLQR\LPEF 
NMAAFHHNITPSVPVCRHHKD 
EVAW*QYSAMLAPPFTRFSWA 
F*RNVFGTYRGRKKEGRGL\DL 
SSGLVWTSLCKSSSLAPASQNNL 
RH 


21275 


51643 


A 


21403 


1 


297 





2713 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21276 


51644 


A 


21404 


1 


1419 


MGAPLLSPGWGAGAAGRRWW 

MLLAPLLPALLLVRPAGALVEG 

LYCGTRDCYEVLGVSRSAGKA 

EIARAYRQLARRYHPDRYRPQP 

GDEGPGRTPQSAEEAFLLVATA 

YETLK1VFPELKIVKELTTLLMP 

SRAVW11WSHKMSGGGAGPEL 

DIGYVPVLLHMPKRJGSGMDTS 

RSTTVIPVEIRNKEL1ALLVKAQ 

DRQEEETNYKLRPFNGLSYEVG 

YLVILQDEETRKDYDYMLDHP 

EEYYSHYYHYYSRRLAPKVDV 

RVVILVSVCAISVFQFFSWWNS 

YNKAISYLATVPKYRIQATEIA 

KQQGLLKKAKAKSKNNKVQR 

RNS*\EEENIIKNIIKSKIDIKGGY 

QKPQ1CDLLLFQIILAPFHLCSYI 

VWHCRWIYNFN1KGKEYGEEE 

RLYIIRKSMKMSKSQFDSLEDH 

QKETFLKREL WI K EN YE V YKQ 

EQEEELKKKLANDPRWKRYRR 

WMKNEGPGRLTFVDD 


21277 


51645 


A 


21405 


1 


1266 




21278 


51646 


A 


21406 


1 


739 




21279 


51647 


A 


21407 


1 


428 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21280 


51648 


A 


21408 


99 


2338 


MPEEVHHGEEEVETFAFQAEIA 

QLMSLIINTFYSNKEIFLRELISN 

ASVDALDKIRYESLTDPSKLDSG 

KELKID1IPNPQEPYPGLWVDTG 

1G\MTKADLINNLGT1AKSGTKA 

FMEALQAGADISMIGQFGDGFY 

S\ANL V AK\K V V V I TKH PYDDEQ 

YAWESSAGGSFTVRADHGEPIA 

\RGT\QV1LHLKEDQTEYLEERR 

V\QEVVK.K.H\SQFIGYP1TLYLE 

KEREKE1SDDEAEEEKGEKEEE 

DKDDEEKPK.IEDVGSDEEDDSG 

KDKKKKTKKIKEKY1DQEELNK 

TKPIWTRNPDDIIAQEEYGEFYK 

SLTODWEDHLAVKHFSVEGQL 

EFRALLFIPRRAPFDLFENKKKK 

NN1KLYVRRVF1MDSCDELVPE\ 

YLNFI PG V VDSEDLPLN 1 FRKML 

QQNK/ILWKV1RKNIVKKCLELF 

SELAEDKENYKKFYEAFSKNLK 

LGIHEDSTN\RRRLSELLRYHTS 

QSG\DEMTSLSEYVS\RMKETQ 

MSIYYITGESKAEQVANSAFVER 

VRKRGFEVVYMT\EP1\DEYCVQ 

QLKEFDGKKLV\SVTKEGLELP 

EDEEEKKKMEESKAKFENLCK 

LMKEILDKKVEK\VTIS\NRL\VS 

SPC\CIGHKHLGAGQALIERDHE 

KPRALRDHPPQGGIMMGKKAP 

♦ESPPDHPHFVETRAGRRADAR 

QVM1RAVKD/LWWVLLV*NPP 

LLSSGF\SLEDPQT/HTPNRIYR1 


21281 


51649 


A 


21409 




426 




21282 


51650 


A 


21410 


1 


1305 




21283 


51651 


A 


21411 


446 


3180 


VAVRLGSASQFPSGARPQLPRP 
PSWSSSIHSPISTTGLSESTDSDS 
KSGLRGFSAYNPSSRI PKSTTSS 
NSSDGAVTASNQDTGIPWVLV 
TGPTPPVNSPVESLQGSAFSSGF 
STPRGLVKGPTLPPDSNLTSVSD 
YTWIFVRGPPIPNDLSQVSIQAP 
PTPSNTPECQYKGLPHPQCPASP 
GVWYQDHLYPITFPQCRHKHL 
LHPITSPQCQGRRLPPPQCLTLR 
GVQYKNLLHPVILSSCRHKDIL 
NLITLAE 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


21284 


51652 


A 


21412 


24 


667 


MLPWLNCITTGVPWTPTSKRW 

LRNSKVCDCCDKTPSNAFSLLS 

VPPTTTSPASLAWWSGCARLLD 

LGSSSLMMSPTMASPACRPWL 

GQRWRLISGSWAWAIVPVT*VP 

V PEPS WKNRAG * PGCSS YESPH 

MRRPTRPSASCLEWAPRASLA 

MHLMATSFCVLLSSAR1TSEKA 

PLSGEGIHKVKNWNPSFPPASPP 

FPMGSVTTAGPRTWMTLP 














RAQVLPA RC YPGSTVSPLG FRG 

LPLPRGGSEIPRCATAATRPHR 

MPFLFYLFLQQQHRPHHWHGG 

AAVPGFWTSAHPA\CDVTYHGF 

PSLQALAGPPWQCI 


21286 


51654 


A 


21414 


1 


7629 




21287 


51655 


A 


21415 


180 


423 




21288 


51656 


A 


21416 


17 


753 


QAHTRRAGGRAQVLPARCYPG 

STVSPLGFRGLPLPRGGSEIPRC 

ATAATRPH RMPFLFYLFLQQQH 

RPHHWHGGAAVPGFWTSAHPA 

\CDVTYHGFPSLQALAGPEVEA 

HLRKLGLGYRARYVSASARAIL 

EEQGGL/RLAAAATRVLPGGP 

QGPLHPAWSGHQGG*LHLPDG 

PRQAPGC ARGC P Y VAHCPT* LQ 

LAPYHVPGEGTEPPDQQGTGKL 

FPEPVGTLCWLGPSALSGHHHF 

YDLSRTP 


21289 


51657 


A 


21417 


17 


1087 


QAHTRRAGGRAQVLPARCYPG 

STVSPLGFRGLPLPRGGSEIPRC 

ATAATRPH RMPFLFYLFLQQQH 

RPHHWHGGAAVPGFWTSAHPA 

\CDVTYHGFPSLQALAGPEVEA 

HLRKLGLGYRARYVSASARAIL 

EEQGGL/RLAAAATRVLI*GGP 

QGPLHPAWSGHQGG*LHLPDG 

PRQAPGC ARGCPYVAHCPT* LQ 

LAPYHVPGEGTEPPDQQGTGKL 

FPEPVGTLCWLGPSGWIRCLLK 

NYRLLPLDLEGLLGNAFDGHQ 

LLRPLIFCQDIILREGPPIGRGDS 

QGEELEPQLPSSLSSIPYGFCDH 

CWTKDVDDPPLVTHPSPGSRD 

GHMTQAWPVKVVSPLATVIGH 

VMQASLLAL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21290 


51658 


A 


21418 


3 


1584 


TQKNTAVRAHRLWGREKISRK 

EGAGPTPQESRRIGARSGALMT 

RKGRGMQEVEELSETGKVVKQ 

HRVGEALRVVVLVWAGSLG/D 

RRGLVLGRRGYYGAVPAVEMP 

ARALLPRRMGHRTLASTPALW 

ASIPCPRSELRLDLVLPSGQSFR 

WREQSPAHWSGVLADQVWTL 

TQTEEQLHCTVYRGDKSQASRP 

TPDELEAVRKYFQLDVTLAQL 

YHHWGSVDSHFQEVAQKFQG 

VRLLRQDPIECLFSFICSSNNNIA 

RITGMVERLCQAFGPRLIQLDD 

VTYHGFPSLQALAGPEVEAHLR 

KLGLGYRARYVSASARAILEEQ 

GGLAWLQQLRESSYEEAHKAL 

CILPGVGTKVADCICLMALDKP 

QAVPVDVHMWHIAQRDYSWH 

PTTSQAKGPSPQTNKELGNFFR 

SLWGPYAGWAQAGLLGNAFD 

GHQLLRPL1FCQDHLREGPPIGR 

GDSQGEELEPQLPSSLSSIPYGF 

CDHCWTKDVDDPPLVTHPSPG 

SRDGHMTQAWPVKVVSPLATV 

IGHVMQASLLAL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21291 


51659 


A 


21419 


837 


2785 


WTRMLFAVSCNDGECQNSNVI 

LFCDMCNLAVHQECYGVPY1PE 

GQWLCRRCLQSPSRAVDCALC 

PNKGGAFKQTDDGRWAHVVC 

AL WIPEVCFANTVFLEPI DS1 EH1 

PPARWKLTCYICKQRGSGACIQ 

CHKANCYTAFHVTCAQQAGLY 

MKMEPVRETGANGTSFSVRKT 

AYCDIHTPPGSARRLPALSHSE 

GEEDEDEEEDEGKGWSSEKVK 

KAKAKSRIKMKKARKILAEKR 

AAAPVVSVPCIPPHRLSKITNRL 

TIQRKSQFMQRLHSYWTLKRQ 

SRNGVPLLRRLQTHLQSQRNCD 

Q VGRDSEDKN WALKEQLKS W 

QRLRHDLERARLLVELIRKREK 

LKRETIKVQQIAMEMQLTPFLIL 

LRKTLEQLQEKDTGNIFSEPVPL 

SE V PD YLDH IKKPM DFFTMKQ 

NLEAYRYLNFDDFEEDFNLIVS 

NCLKYNAKDT1FYRAAVRLRE 

QGGAVVRQARRQAEKMGIDFE 

TGMHIPHSLAGDEATHHTEDA 

AEEERLVLLENQKHLPVEEQLK 

LLLERLDEVNASKQSVGRSRRA 

KM IKKEMTA LRRKL AHQRETG 

RDGPERHGPSSRGSLTPHPAAC 

DKDGQTDSAAEESSSQETSKGL 

GPNMSSTPAHEVG\GEPQFCSP 

KRTRRQ/HGPPKRPGRPPKNRES 

QMTPSHGGSPVGPP/RAPHHEFP 

ASAQAG*EPQFCSPKRTRRQLD 


21292 


51660 


A 


21420 


1 


2625 


MENKITGYTTVDISQWHRKEHF 

EAFQSVAQCTYNQTVQLDITAF 

LKTVKKNKHKFYPAFIHILARL 

MNAHPEFRMAMKDGELVIWD 

SVHPCYTVFHEQTETFSSLWSE 

YHDDFRQFLHIYSQDVACYGE 

NLAYFPKGFIENMFFVSANPWV 

SFTSFDLNVANMDNFFAPVFTM 

GKYYTQGDKVLMPLAIQRDSE 

DKNWALKEQLKSWQRLRHDL 

ERARLLVELIRKREKLKRET1KV 

QQIAMEMQLTPFLILLRK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21293 


51661 


A 


21421 


164 


1401 


PPKGRGMQEVEELSETGKVVK 

QHRVGEALRVVVLVWAGSLG/ 

DRRGLVLGRRGYYGAVPAVE 

MPARALLPRRMGHRTLASTPA 

LWASIPCPRSELRLDLVLPSGQS 

FRWWREQSPAHWSGVLADQV 

WTLTQTEEQLHCTVYRGDKSQ 

ASRPTPDELEAVRKYFQLDVTL 

AQLYHHWGSVDSHFQEVAQKF 

QGVRLLRQDPIECLFSFICSSNN 

N1ARJTGMVERLCQAFGPRLIQL 

DDVTYHGFPSLQALAGPEVEA 

HLRKLGLGYRARYVSASARAIL 

EEQGGLAWLQQLRESSYEEAH 

KA LCILPG VGTK VA DCICLM AL 

DKPQAVPVDVHMWH1AQRDY 

SWHPTTSQAKGPSPQTN KELGN 

FFRSLWEPYAGWAQATPPSLQ 

VLFSADLRQSRHAQEPPAKRRK 


21294 


51662 


A 


21422 


751 


2107 


SSEHPRELHR1P1SWAMSELKDC 

PLQFHD\FKSVDHLKVCPRYTA 

VLARS\EDDG1G1EELDTLQLEL 

ETLLSSASRR\LRVLEAETQILT 

D\WQDK\KGDRRFLKLG\RDH\E 

FGAPPKHGKPKK\QKLE\GKAG 

HGPGP\CPGRPKSKNLQPK\IQE 

YEFTDDPIDVPRIPKNDAPNRF 

WASVEPYCAD1TSEEVRTLEEL 

LKPPEDEAEHYKIPPLGKHYSQ 

RWAQEDLLEEQKDGARAAAV 

ADKKKGLMGPLTELDTKDVDA 

LLKKSEAQHEQPEDGCPFGALT 

QRLLQALVEENIISPMEDSPIPD 

MSGKESGADGASTSPRNQNKP 

FSVPHTKSLESRIKEELIA\QALL 

*AGDLLAKDSEDEVLAELRKR 

QG\EL\KALSAHNRTKKA\DLLR 

L AKEE V S RQE\L RQR\ VRRA E RE 

GMDAFRKIHGLPGRRKRNSPPK 

K\EKDQAWKNS*KEREEHP 


21295 


51663 


A 


21423 


107 


331 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21296 


51664 


A 


21424 


387 


1071 


NNPEWRTLIYVDKENGEPGTR 
VVAKDGLKLG\SGPSIKALDG\R 
SQVSMPRFGKTFDAPTQPYLKL 
PRKALG\TVNR\TTEKSVKDPGD 
PSNKKQPKLFRPKKDGPEEGLL 
KAKKPLFPGLQD*CPIPEIRKIPF 
PFNPS*TLRSF*PCPEEHPDCGTF 
PL* VG V\PLM I PLTR EREL * K.S W 
FQLGPPFHLWKDGPLPPWG1PIC 
LQFSFQGISVRTWGVXDLPPVCC 
DID! 


21297 


51665 


A 


21425 


480 


1270 


RSVKKVGAQRPGSGGGWGGN 
EGWVPQATAPGWAYTHVLFLY 
LFVTTPISAALRADGFGDNPFY 
HCLVAEILPAPGKLLGKSTWPL 
EVHLSSRPQRSPHRLPEALLPFS 
LSQG/HCVVGYGIYYFIYSTWK 
GRT1 Y LEDI YVMPE Y/RG Y WAE 
AE AG VG AKH PTDPTV 1 PC PQSP 
AG VIF* SPSAQT1 AIFCLFLSTTG 
QGIGSKIIKKVAEVALDKGCSQ 
FRLAVLDWNQRAMDLYKALG 
AQDLTE AEG WHFFCFQGE ATR 
KLAGK 


21298 


51666 


A 


21426 


182 


797 


L PFARP WDFG PRQRG SG WLPC 
G SRE AKEGDCG Dl L\RLIRVKTA 
G PEL AEFEKL FG SG ERSVEEAL 
ESRLAFGDNPFYHLFW*AEILP 
APGESYWG/HCVVGYGIYYFIY 
STWKGRTIYLEDIYVIAGNIGV 
QGIGSQK*SKKV\AEVALG1RGC 
SPNFRLARPLDWVNPEGPWDLY 
KAPRSPKI*RKLEGWHFFCFQG 
EATRKLAGK 














Q A GF1 S A RN 1 T WR * ANRRST WR 
SYRRKSGRTANCPPISPPACSRC 
SAPIF1PKNGWWRAMVAPLKW 
PSTGAFNRLFVPLLTWWRSPDR 


21300 


51668 


A 


21428 


301 


773 


HGPGTQQRPRS1WRMPQ*ARPG 
GRSLAVGGGPRPRAAGGFP*VA 
SRARRCQRVAHGCHCAFSPLSP 
ALLSQDAGLCQSRPLLLGQRRC 
LSQEVWSGLGNVHFCQPPEDA 
ATTPSCPEALTAQGQQASVCDR 
VSHRFSTWSMVRCSDRTEGQR 
LQTLGD 


21301 


51669 


B 


21429 


1 


1380 





2720 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


[N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21302 


51670 


A 


21430 


1 


1660 


AGVLASHPNSTDVHIINLSLTFH 

GQELLSDTKLELNSGRRYGLIG 

LNGIGK.SMLLSAIGKREVPIPEH 

IDIYHLTREMPPSDKTPLHCVM 

EVDTERAMLEKEAERLAHEDA 

ECEKLMEL YERL EELD ADKAE 

MRASR1LHGLGFTPAMQRKKL 

KDFSGGWRMRVALARALFIRPF 

MLI -LDEPTNHLDLDACVWLEE 

ELKTFKRILVLVSHSQDFLNGV 

CTNIIHMHNKKLKYYTGNYDQ 

YVKTRLELEENQMKRFHWEQD 

QIAHMKNY1ARFGHGSAKLAR 

QAQSKEKTLQKMMASGLTERV 

VSDKTLSFYFPPCGK1PPPVIMV 

QNVSFKYTKDGPCIYNNLEFG1 

DLDTRVALVGPNGAGKSTLLK 

LLTGELLPTDGMIRKHSHVKIG 

RYHQH LQEQLDLDLSPLE YMM 

KC YPE1 K.EKEEMRK1MGRYG LT 

G\KQQVSPIRNLSDGQKCRVCL 

AWLAWQNPHMLFLDEPTNHL 

DIETIDALADAINEFEGGMMLV 

SHDFRL1QQVAQEIWVCEKQTI 

TKWPG\DIL\AYKEHLKSKLVD\ 
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SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21303 


51671 


A 


21431 


78 


2022 


NNSNLPLWVIIMPSDLAKKKAA 

KKKEAAKARQRPRKGHEENGD 

VVTEPQV A EKNEANGRE/TTRE 

VDLLTKELEDFEMKKAAARAV 

TGVLASHPNSTDVH11NLSLTFH 

GQELLSDTKLELNSGRRY\GLIG 

LNGIGIGKSMLLFAIGKREVPIP 

EHIDIYHLTREMPPSDKTPLHCV 

MEVDTERAMLENEAERLAHED 

AECEKJLMELYERLEELDAD*AE 

MRASRI\LHGLGFTPAMQRKKL 

KDFSGGWRMRVALARALFIRPF 

M LLLDEPTNH LDLDACV WLEE 

ELKTFKRILVLVSHSQDFLNGV 

CTN 1 1 HMHNKKLKY YTGNYDQ 

YVKTRLELEENQMKRFHWEQD 

QIAHMKNYIARFGHGSAKLAR 

QAQSKEKTLQKMMASGLTERV 

VSDKTLSFYFPPCGKIPPPVIMV 

QNVSFKYTKDGPCIYNNLEFGI 

DLDTRVALVGPNGAGKSTLLK 

LLTGELLPTDGMIRKHSHVKIG 

RYHQHLQEQLDLDLSPLEYMM 

KCYPE1KEKEEMRKIIGRYGLT 

GKQQVSP1RNLSDGQKCRVCLA 

WLAWQNPHMLFLDEPTNHLDI 

ETIDALADAINEFEGGMMLVSH 

DFRL1QQVAQE1WVCEKQTITK 

WPGDILAYKEHLKSKLVDEEPQ 

LTKRTHNVCTLTLASLPRP 
















21305 


51673 


A 


21433 


737 


1006 


DNPVVFVFGSVYMLDYVY*FS 
YVEPPLHPWDEAHLIMVDKLF 
DVLLDSVCQYFIEDFCINVNQG 
YWSKILFFCCISARLWYQDDAG 


213Q6 


51674 


— 
— 


21434 


TTos 


1260 


GVNF^LSCFLLWAFSAIHFPLH 
TALNVSQRFWYVVSLFSLVSK 
N1FISAF 




51675 




21435 


804 


917 




21308 


51676 


A 


21436 


158 


298 




21309 


51677 


A 


21437 


1 


1068 






— 













21311 — 








T22 


352 






5T680 — 


— 


21440 


647 


662 


ICGVISEGSVLFH*SISLFWYQY 
HAVLVT/DSLVV*FEVT*HDASS 
FVLLA*DRRPEGSSPKSP 


21313 


51681 


B 


21441 


53 


692 




21314 


51682 


B 


21442 


1 


925 




21315 


51683 


A 


21443 


606 


900 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














CWKFWARAN*AGGITLPDFKL 
Y YKAT VTKTA WKFH FTM FG V 
DLKETCTAPSLWKDLALNTVE 
LVCKLCVRQVEGARQIFQLNCT 
VSE 


21317 


51685 


A 


21445 


3 


795 




21318 


51686 


A 


21446 


475 


1023 


CWFSAGDGGLPGPDYGQDFAA 
HPAGAGALYKCRDLINDNILRT 
VSCQSHDDGDIRGMAFARQ*Q 
RPVQIDHNMARRG**AATFQPI 
NKTFSG1HWPHGMRTGGTNPN 
FENIECTN HI HTLGLPFSE VERN 
DCDGFNFQLHIFRQTRDLHTAP 
GRjGRLMLIEELLIDFVDGGK.il 
Q1GDKHGH 


21319 


51687 


A 


21447 


1637 


2020 


PSSEEFTGGPARGFPERARAQL 
TGRTPGQRTQLDNDLLTKSTP 
WRG VMGPTLLPGL LA G PFQPL 
GHTGPF YPQGFRWQKTH WVRL 
AQAHWQF*LGQFRGPKTADGG 
GSKGPGLSASHGAKHHV1TYV 


21320 


5 1 688 


A 


2144S 


1051 


1185 




21321 


51689 


A 


21449 


1290 


2025 




21322 


51690 


B 


21450 


1 


1410 




21323 


51691 


A 


21451 


3269 


3678 


SLSIRLATAPCWLRYFASSRRFQ 

PTRSAGSVTDSSVTASASSPG*R 

*NASP\CRERSHRSSRGQARRSL 

HLWDRSDR*TLPCDHGRCCHA 

NDQQVGFAGNYSTAGQT*RWT 

GFTAGHAGRDINKSADKLPAT 

AGKR 


21324 


51692 


B 


21452 


2655 


2825 




21325 


51693 


A 


21453 




896 


MGDFNTPLSTLDRSMRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSKJDHIL 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELRIKNLTQNHSTTWKLN 
NLLLSDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIETQKTLQK1NESR 
SWFFERINKIDRPLARLIKKKRE 
KNQ1DTIKNDKGDITTDPTE\YK 
LPSENTTNTSTQIN* K1*KKWIN 
SSTHTLSQD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21326 


51694 


A 


21454 


23 


559 


TPGLRQSSLSPSAFASQNAGVS 
GIGGFLVSLTSRMKPWTLAMFR 
CVWSFFLLVGSWSCWLQE*SC 
RPSQ*VSQFL/NSSASGVVCCSC 
LELFVPPGGFVVSLASRVKLQT 
FTVSVTAHKGGVDPKSEQQQD 
LVQKAKEHSFCSVEADLSGLPL 
LAGAACFYSLMEPHPHPADWSI 
LQRAD 


21327 


51695 


A 


21455 


26 


323 




21328 


51696 


A 


21456 


221 


734 




21329 


51697 


A 


21457 


293 


2103 


PCHSALSSPLPHRDCIALCFLNS 

GTSFVAGFAIFSILG\FMF\QEQG 

VPISEVAESGPGLAFIAYPRAVV 

MLPFSPLWACCFFFMVVLLGL 

DSQFVCVESLVTALVDMYPHV 

FRKKNRREVLILGVSVISFLVGL 

IMLTEGGMYVFQLFDYYAASG 

MCLLFVAIFESLCVAWVYGAK. 

RFYDNIEDM1GYRPWPLIKYCW 

LFLTPAVCTATFLFSLIKYTPLT 

YNKKYTYPWWGDALGWLLAL 

SSMVCIPAWSLYRLGTLKGPFR 

EVIIPVSIRMTKVAGTAGLSGN 

VGPRCDLSRIEELPDGGTRCG M 

DSRVSGTTSNGETKPV Y PVME 

KKEEDGTLERG H WNNKMEF VL 

SVAGEIIGLGNVWRFPYLCYKN 

GGVVGFYNSIKNIPILQRV1LFV 

RIHNMLNKGQGVLAKCDAAK 

K1EEKEADAGSASVPGDVMRT 

KKLSFEGAWHPCLLVGLKLSD 

ALELRGGFISARIAGPRAAESDS 

VGLERELRVCIANKLPG EADAA 

GPGTTFWK.HCSMPITDGADAV 

EGRNTQEAFFRQLNPEAAFLHF 

MEMVDTNALHVHGIHTRKNHP 

GQKEAAHSQHGTFPIRWTLNLL 

KRTFQKGNRAEPNSPAM 


21330 


51698 


A 


21458 


1 


419 


MKLRTLA VSATALKVA RLEFV 
PFDVRMCSEFLSSGVKLQTFAV 
SVTALNALRLELFVPPGGLMVS 
LASGVKLQIFTVSVTAHKSSVD 
PtCTLG/CVDGTGRRGAGGGAH 
RGGLGRTGAHGGGGRLRHGGL 
QVSSPAPRKGS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21331 


51699 


A 


21459 


24 


1639 


GGMDSRVSGTTSNGETKPVYP 

VMEKKEEDGTLERGHWNNKM 

EFVLSVAGE1IGLGNVWRFPYL 

CYKNGGGAFFIPYLVFLFTCGIP 

VFLLETALGQYTSQGGVTAWR 

KICPIFEG1GYASQMIVILLNVY 

YIIVLAWALFYLFSSFTIDLPWG 

GCYHEWNTGNWVDVVE/HGG* 

G E WCGNG SNTPH VCR/VTGWT 

W*SRWLKGMVWEW1QHTPCV 

QGTG WTW * STWLKG/PGNRVD 

VVEHVAEGNGVGMDPTHPTCA 

GNRVDVVEQVAEGNEHCMEF 

QKTNGSLNGTSENATSPV1EFW 

DSPPGPQFVC VECLVTASIDM F 

PRQLRKSGRRELLILTIAVMCY 

LIGLFLVTEGGMYIFQLFDYYA 

SSGICLLFLSLFEVVCISWVYGA 

DRFYDNIEDMIGYRPWPLVKIS 

WLFLTPGLCLATFLFSLSKYTPL 

KYNNVYVYPPWGY\SIGWFLA 

LSSMVCVPLFVVITLLK.TRGPFR 

KVGGVGESDLLKEGTERGWT 

WGRTHNWGQGADTNSECGAA 

LQSHrULTRRTLKTSPVAFQK.CS 


21332 


51700 


A 


21460 


1358 


4787 


RRCYCGIWSRYLLKRLWKWIS 
GEGWAEKDSARRRG1CTFWLE 
FE/'VTCLSWNSLF/YAHINVDISG 
MK.VPWLYVGMCFSSFCWHIED 
HWSYSINYLHWGEPKTWYGVP 
SHAAEQLEEVMRELAPELFESQ 
PDLLHQLVTIMNPNVLMEHGV 
PVYRTNQCAGEFVVTFPRAYHS 
GFNQGYNFAEAVNFCTADWLP 
IGRQCVNHYRRLRRHCVFSHEE 
LIFKMAADPECLDVGLAAMVC 
KELTLMTEEETRLRESVV 


21333 


51701 


A 


21461 


1 


5773 


MEEKPLKVKGKDSSEKKRKRK 

LEKVEQLFGEGKQKSKELKKM 

DK.PRKKKLKLGADKSKELNKL 

AKKLAKEEERKXKKEKAAAAK 

VELVKESTEKKREKKVLDIPSK 

YDWSGAEESDDENAVCAAQN 

CQRPCKDKVDWVQCDGGCDE 

WFHQVCVGVSPEMAENEDY1CI 

NCAK.KQGPVSPGSHKAVITVV 

VKAVSYLKFEEESTSELMWLL 

AAFSSFWVVGIKALDFVWPLA 

REEKEIGDNKDLERNKIGVNM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21334 


51702 


A 


21462 


85 


1333 


STSRALSGAQRFGRLIDHGARV 

PALLLLLLPL\VHVSATTPEPR\E 

LDDEDFRCVCNFSEPQPDWSEA 

FQC VS A\ VE V E I H AG\GLN LYEPF 

LK\RV DA D ADPRQ Y A\DT VKG F 

PR/VRRASQVGAAQVPAVQLLV 

GALRWLAWSRFKELTLEDLKI 

TGYTMPPLPLEATGLALSVSLRLR 

NVSW\ATGRSWL\AEL\QQWLK 

PG\LKVLSIAQAHSPAFSCEQVR 

CFPGPSPA*DLSDNPGTGANAE 

LMAALCPHKFPA\1QNL\ALRNT 

GNGRRPQGVCAALAAAGVQPH 

SLDVSHNSLRANRNPS\AP\RCM 

\ WSN A\LN SPQI CRF AG AGTG V P 

KGPAPAKLYRVLRSSACNRLYNR 

A\PQPWTSLPE\VDNLGQLDGNP 

FPGSPGTGPSPTEGSMNXSGVVP 

SLCNVRTCRVGVSGTLVLLQG 

ARGFA 


21335 


51703 


A 


21463 


1640 


5804 


T1TGSSPLAGGHHSTCRGRMDM 
VENADSLQAQERKDILMKYDK 
GHRAGLPEDKGPEPVGI'NSSIDR 
FGILHETELPPVTAREAKK1RRE 
MTRTSKWMEMLGEWETYKHS 
SKL1DRVYKG1PMNIRGPVWSV 
LLN1QEIKLKNPGRYQIMKERG 
KRSSEHIHH1DLDVRTTLRNHV 
FFRDRYGAKQRELFYILLAYSE 
YNPEVGYCRDLSH1TALFLLYL 
PEE DA F WAL VQLL ASERHSLPG 
FHSPNGGTVQGLQD 


21336 


51704 


A 


21464 


1 


960 




21337 


51705 


A 


21465 




1317 




21338 


51706 


A 


21466 


1 


3393 




21339 


51707 


A 


21467 


2745 


6141 


QG SKGTCHPQAQQPWDEG V W 
QEAPSQSEPWGQSQEPPTMPQR 
LPHARQHTPLPLGSADYRRVVS 
VRPQGPHRDPKDSRDAAKREQ 
GSLAPRPVPASRGGKTLCKGYR 
QAPPGPPAQFQRPICSASPPWAS 
RFSTPCPGGAVREDTYPVGTQG 
VPSLALAQGGPQGSWRFLEWK 
SMPRLPTDLDIGGPWFPHYDFE 
RSCWVRAISQEDQLATCWQAE 
HCGEVHNKDMSWPEEMSFTAN 
SSKIDRQKVPTEKGATGL 


21340 


51708 


A 


21468 


65 


320 




21341 


51709 


A 


21469 


3 


505 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


21342 


51710 


A 


21470 


2 


1756 


CRCHSELSGSSL*/CCTRGIGGAI 

GAVGFRSQAASTLAGQPDGNG 

VCVHAGNSRIFVPLPVGLEVKG 

FSHSAFTFG1ESHISQSNINGTLV 

PPSALISILQKG LQY VEAEIS1NK 

DGTVFDSRPIESLSL1VAVIPDV 

VQMRQQAFGEKLTQQQASAA 

ATEASAMAKAATMTPAAISQQ 

NPPKNREATVNGEENG AHEINN 

HSKPME1DGDVEIPPNKATVLR 

GHESEVFICAWNPVSDLLASGS 

GDSTARIWNLNENSNGGSTQL 

VLRHC1REGGHDVPSNKDVTSL 

DWNSDGTLLAMGSYDGFARIW 

TENAPALDVDWQNNMTFASCS 

TDMC1HVCRLGCDHPVKTFQG 

HTFCTCIESICFWGGLRKLTTM 

TEGKRLRPKTFCSDGGALLPPA 

GRRPHLLTGPD1FFKRLSALFQN 

EVNAIKWDPSGMLLASCSDDM 

TLK1WSMKQDACVHDLQAHSK 

E1YTIKWSPTGPATSNPNSSIML 

ASASFDSTVRLWDVEQGVCTH 

TLMKHQEPVYSVAFSPDGKYL 

A SG SFDKYVH I WNTQSG SLVH S 

YQGTGG 1FEVC WN A RGDK VG A 

SASDGSWC1LWQLSGKQ 


21343 


51711 


A 


21471 


1 


1647 




21344 


51712 


B 


21472 


4 


267 




21345 


51713 


A 


21473 




1824 




21346 


51714 


A 


21474 


33 


543 


TFEGANM FVGDPI VLPCN PPKG 
LPPLHIYWMNIELEHIEQDERV 
YMSQKGDLYFANVGRKRDSRN 
D\YCCF AVAFPRI KG LLYRKMPM 
/KN LT VN S SN SI K A K ENPKLLL A 
SPLRSGSESSITILKGE1LLLECF 
AEGLPTPQVDWNKIGGDLPKG 
REAKENYGKTLKIENVY 


21347 


51715 


A 


21475 


197 


516 


TYLAAGRTPTLDPWNQERCTM 
PSGS1WILETTHSSFGWVTVAH 
LSSDPKGCQF*VGSRIGEGSATD 
PAFCASCSATWTIRPSRSNGA*G 
VNG* * VCWLEPLAGPHR 
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SEQ ID 
NO: 


SEQ ID NO: 
ol peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21348 


51716 


A 


21476 


1 


1766 


MNVALTHIDTHHAEFEMALQA 

ALVWNTLRTAGGKKSVHLASA 

LLVHEI11DGANLTISNVTLEDQ 

GIYCCSA HTALDS A ADITQ VTV 

LDVPDPPENLHLSERQNRSVRL 

TWEAGADHNSNISEYIVEFEGN 

KEEPGRWEELTRVQGKKTTVIL 

PLAPFVRYQFRV1AVNEVGRSQ 

PSQPSDHHETPP A A PDRNPQN IR 

VQASQPKEMIIKWEPLKSMEQN 

GP\GLEYRVTWKPQGAPVEWE 

EETVTN HTLRVMTPA V Y APYD 

VKVQAINQLGSGPDPQSVTLYS 

GEDLPEQPTFLKVIKVDKDTAT 

LSWGLPKKLNGNLTGYLLQYQ 

I1NDTYEIGELNDINITTPSKPSW 

H LSNLN ATTK Y KF YLRACTSQ 

GCGKPITEESSTLGEGSVSLEKC 

ENKLIRNIGTKKQGTAIRIPENV 

EAALELRKQQKLEECGGFRRRE 

NANEQQGVTEEFKQQNEKLRF 

LLLKIV1LAVAREMTWNGEGR 

DLSEPSLTVVFADLSSPAYSLHT 

TMAQEPGPGLFLSLST1PWP1SSI 

PMIHASVQVSWIPLLRNSLMVH 

IHSSLEQRNLKVHISKEQKKLNS 

VDSDLTDNPPTHTVN 


21349 


51717 


A 


21477 


1 


1440 




21350 


51718 


A 


21478 


266 


3974 


RAMEPLLLGRGL1VYLMFLLLK 

FSKAIE1PSSVQQVPTIIKQSKVQ 

VAFPFDEYFQIECEAKGNPEPTF 

SWTKDGNPFYFTDHR11PSNNS 

GTFRIPNEGHISHFQGKYRCFAS 

NKLGIAMSEEIEFIVPSVPKFPK 

EKIDPLEVEEGDPIVLPCNPPKG 

LPPLHIY WMN IELEHIEQDER V 

YMSQKGDLYFANVEEKDSRND 

YCCFAAFPRLRTIVQKMPMKLT 

VNSLKHANDSSSSTEIGSKANSI 

KQRKPKL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21351 


51719 


A 


21479 


1 


2421 


QAGAMASGSVAECLQQETTCP 

VCLQYFAEPMMLDCGHN1CCA 

CLARCWGTAETNVSCPQCRETF 

PQRHMRPNRHLANVTQLVKQL 

RTERPSGPGGEMGVCEKHREPL 

KLYCEEDQMPICVVCDRSREHR 

GHSVLPLEEAVEGFKEQIQNQL 

DHLKRVTRLKFTDFLAQGEQA 

RAELLSLTHMEREKIVWEFEQL 

YHSLKEHEYRLLARLEELDLAI 

YNSINGAITQFSCNISHLSSLIAQ 

LEEKHQQPTRELLQDIGDTLSK 

AERI\RI PEPWITPPDLQEKIHIFA 

PKCLFLTESLKQFTEKMQSDME 

KIQELREAQLYSGGSIVGGHEP 

GEPRGIKAGYGTCNCFPEEEKC 

FCEPEDIQDPLCDELCRTV1AAA 

VLFSFVVSVLLSAFCIHCYHKF 

AHKPPISSAEMTFRRPAQAFPVS 

YSSSGARRPSLDSMENQVSVDA 

FKILEDPKWEFPRK.NLVLGKTL 

GEGEFGKVVKATAFHLKGRAG 

YTTVAVKMLKEMASPSELRDL 

LSEFNVLKQVNHPHVIKLYGAC 

SQDGPLLL1VEYAKYGSLRGFL 

RESRKVGPGYLGSGGSRNSSSL 

DHPDERALTMGDL1SFAWQ1SQ 

GMQYLAEMK.LVHRDLAARNIL 

VAEGRKMKI SDFGLSRDV YEE 

DPY VKRSQG R1PVKWMAIESLF 

DH1YTTQSDVWSFGVLLWEIVT 

LG GNP YPG1 PPERLFNLLKTG H 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21352 


51720 


A 


21480 


79 


2253 


PSATLSCPTSVAASLGEPAVFPL 

SLRGHRRRHRPGHSK.PSVRGRV 

WDTGPGGAALRPPGASQEQRT 

GESAGELGSVQSSAPGPMPVRP 

RRPGAMASGSVAECLQQETTC 

PVCLQYFAEPMMLDCGHNICC 

ACLARC\WGTEET\NVS\CPQCR 

ENTFPQRHMRPNRHLANVTQLV 

KQLRTERP\SGPGGEMG\VCE\K 

H REPLKL YCEEDQM PIC V VCDR 

SREHRGHSVLPLEEAVEGFKEQ 

1QNQLDHLKRVKDLKKRRRAQ 

GEQARAELLSL\TQ\MEREKIVW 

E\FEQLYHSLKEHEYRLLARLEE 

LDLA1YNSINGAITQFSCNISHLS 

SLIAQLEEKQQQPTVRELLQDIG 

DTLSRAER1RIPEPWITPPDLQE 

K1HIF\AQK\CLFLTESLKQFTEK 

MQSDMEKIQELREAQLYSVDV 

TLDPDTAYPSLILSDNLRQVRY 

SYLQQDLPDNPERFNL\FPCVLG 

SP\CFIAGET1IWEGRGWGDKAK 

WTIG\VC*RLSCQEKGGVTSAP 

QNGFW\AVSLWYGK\EYW\ALT 

SPMTALPLRTPFQ\RVGIFL\DYD 

A\GEVSF\YN\VTERC/HTPFTFSS 

CLPFGGLVRPLLSSLSYSGREK 

VQLPLINLPP*SGIDGGFLAHVG 

\NHGSFPWKTFPFEGRVNSGPK 

GLLAVILRPGTRHLVCLANVLS 

KLGILNHVPRPCSGRHGCPCSLP 

SFFLPMQ1VKCNEMYQDILEIKT 


21353 


51721 


A 


21481 


1 


1068 
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SEQ1D 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


21354 


51722 


A 


21482 


955 


2548 


MSLCGARANAKMMAAYNGGT 
SAAAAGHHH HHHHHLPHLPPP 
HLHHHHHPQHHLHPGSAAAVH 
PVQQHTSSAAAAAAAAAAAAA 
MLNPGQQQPYFPSPAPGQAPGP 
AA A APAQVQA A A A ATV KAHH 
HQHSHHPQQQLDIEPDRPIGYG 
AFGVVWSVTDPRDGKRVALKK. 
MPNVFQNLVSCKRVFRELKML 
CFFKHDNVLSALDIL*PPHIDYF 
EEIYVVTELMQSDLHKIIVSPQP 
LSSDHVKVFLYQILRGLAKYLHF 
RLGILH\RDIKPGNLLVNSNCVL 
KICDFGLARVEELDESRHMTQE 
VVTQYYRAPEILMGSRHYSNAI 
DIWSVGC1FAELLGRR1LFQAQS 
PIQQLDLITDLLGTPSLEAMRTA 
CEGAKAHILRGPHKQPSLPVLY 
TLSSQAT\H*TGHLLFAECGFDP 
SKR1SAKDALSHPYLDEGRLRY 
HTCMCKCCLSPS\TGRVNT\SDL 
EPVTWKFDDTFEKNLSPVRQV 
KE1IHQF1LEQ\QKGNRV\PLWIN 
PQSAVFKSFISSTVAQPSEMPP\S 
PLVWE 


21355 


51723 


A 


21483 


119 


692 


SYKSRLARKS\TGGKAP\RKQLA 

YKKPASQECGPLTGGVK.KPHR 

YR\PGTVAAP*NLDGYQKSTE\L 

M I RK\LRFQR\L VRE1 AQ\DF\KT 

DLRFQSAVIRWLCRMAS\EAYL 

VWPFLKDTNLVCLSMPKRVTIY 

AK.KTFQLSTPASRGERALRIHS 

WMGKHFILKKKKK.KFLFFLLL 

VVLNVRYFFFHGVKRYLSI 


21356 


51724 


A 


21484 


2 


363 


RFTKVEMKEK\MLSAAREKGR 
VTHKGKP1SLKADLSAETLQAR 
REWGPIFNILKEKNFQPRISYPA 
KLSFISEQEIKYFTDKQMLRDFV 
ITRPALKELLKE A LNMERNN W 
YQPLQKHAKL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21357 


51725 


A 


21485 


1 


1468 


MRNLRN1QKAKATINLGISFDE 

GLKGFMWSRIEAAPLPNTRWC 

LPHGYSGPANSGGCYYITTGMS 

CWLSDLYPRHDGVHVGLQGK 

DLEHDIPVDLGSRPTSVDPVSRS 

APGPQGPKAPVDSG SRTTPANP 

GAGPSPVDPSSRPAPVASGFRLI 

MIDQNTKLIPVPGWPLRLRLK1 

YLSSRSASLDSGSRFAPVDTNFI 

PVPTDRGHSHAPEDPVDRLTSV 

DPTKEKNWMENEFDKLTEVGF 

RRSVITNFSELKEHVLTHRKEA 

KNLEKRLDEWLSRITCAEKSLN 

DLMELKTTVRELREAYTSFMS 

QFDQAEERISVIEDQINEIKLKSL 

QAQEDARHRNTDQRSSENRRS 

E PWSLEERKREQWNSLKQN A D 

QQDTEAMSDYK/R/YSSET*RRR 

*LFCLLRKVHSKEGP*KKDQRE 

TRNQKGLGFLRDRPQWVSGKM 

KQECLQLGTPWP*IIIGQWQYFP 

RDGMGVRTDFCRIFQRLARMR 

LCEGCLMNS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possibIe nucleotide insertion) 


21358 


51726 


A 


21486 


1 


2589 


MSPVTLWVRTSSRGEDRCGMC 

TPGRDTGFAP1SGMCSKYRSCTI 

NEDTGLGLAFTMPMSLDTKH1P 

NFGKVHGYIMRHHKNEDTIPW 

RRNTKKEEARGTQPLEADDQN 

PGWEDGKPGSLENEGRRSHRG 

NPAPDMPQPPKEDLFI LPDEYK 

SCLRHKRSLLRSHRNEELNVET 

LVVVDKKMMQNHGHENITTY 

VLTILNMERILKKTSFTIIHPSA 

MERCPVLNLQIRDSLWNHCFSL 

ATTVHRFHPVGRHALKKMYKL 

PSAYINVSITKYTQRFALTYISC 

VFHRNAAFVAVPGEGRCCAGV 

DVPAPMSLRSPGPHWPQEHGA 

LWISCTVRGMASCLGQLCRVS 

MRVRANIGKVQKPRLRISNGK 

GLHTQSELSGSAYLEKGWRGA 

APGLDSRNEKGTEGARDSGTPG 

RQSQTLQRGPPGPVPGSSKIAPQ 

TLTRQG SMTASRKL VLLLPEFC 

ERTGEQSGQLYPPSPLLVEWV 

MPAGTSSTVDPLLPELCRRWER 

QALSLCRLYRQRTSVSIKALCD 

HTETRSVALSTCQGLECNSSPA 

RKQNWMENEFEELTEVGFRKS 

V1TKFSKLKEH1LTHRKEAKNLE 

KRLDE WLTR1 TS VEKS LNDLME 

LKTTVRKALHEAYTSFNSRFDQ 

VEERJLVIEHQINEIKQEDKVRE 

KRVKRNEQSLQEIWDCVKRPN 

LCLIGVPESDGENGTKLENT\LQ 


21359 


51727 


A 


21487 


260 


1292 


RLCAFNKRMTFQFNFTIEDHLE 

NELTP1RDGALTLDSSKELSVSE 

SQKGEERDRKCSAEQFDLPQD 

HLWEHKSMENAAPSQDTDSPL 

SAASSSRNLEPHGKQPSLRAAK 

EHAMPKDLKKMLENKVIETLP 

G FQH V K L S V VKTILLKENFPG E 

NIVSKSFSSHSDLITGVYEGGLK 

IWECTFDLLAYFTKAKVKFAG 

KKVLDLGCGSGLLGITAFKGGS 

KEIHFQDYNSMVIDEVTALPNV 

VANSTLEDEENDVNEPDVKRC 

RKPKVTQLYKCRFFSGEWSEFC 

KLVLSSEKLFVKYDL1\LTSETIY 

NPDYYSNLHQTFLRLLSKNGRV 

LLASKAHVQRNSLSRL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21360 


51728 


A 


21488 


263 


1466 


RLCA FN KRMTFQFNFTIEDHIAE 
NELTPIRDG\ALTL\DSSKEL\SVS 
ESQKGRKE\RDRKCSAEQF\DLP 
QDHLWGNISSMGKWQAPS\QG 
HRTSSTSVAASSSRNL\EPHGKT 
ALLAGAGQRSMAMPKRF*RRC 
LEN*SPLET\LPGFQHVKLSVVK 
TILLKENFPGENIVSKSFSSHSDL 
ITGVYEGGLKIWECTFDLLAYF 
TKAKVKFAGK.KVLDLGCGSGL 
LG1TAFKGASKEIHF\QDYNSMV 
I D E VTLPN V V AYN S\TLEDGGKM 
DVKWSPDVEKMPGNPKVTQVL 
YKC\RFFS\GEWS*VL*ALYLSSE 
K\LFVKYDPHSSPSET\IYNP\DY 
Y SNL\H QTFLRLLSKNG\R VLLA 
SKAHYFGVGGGVHLFQKFVEE 
RDVFKTRILKIIDEGLKRF1IE1TF 


21361 


51729 


A 


21489 


2 


367 




21362 


51730 


A 


21490 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 
KEKVLRAA/NKPIRLTVDLSAET 
LQARKEGGPIFNILKEKNFQPRI 
SYPAKLSFISEGF.IKSFTDKQML 
KDFVTTRPALQELLKEALNME 
RNNQYQPLQKHAKW 


2 1 363 — 


Jml 


— 


21491 


> 


— 






57732 


— 


21492 


- 


714 




21365 


5 1733 


— 


21493 


- 


1536 








— 














5T731 


— 




- 


972 




21368 


51736 


A 


21496 


1 


2670 




21369 


51737 


A 


21497 


2 


1178 




21370 


51738 


A 


21498 


2 


827 




21371 


51739 


A 


21499 


1 


111 




21372 


51740 


A 


21500 


168 


1057 


IRLKNDHDGELRNKTICINRNL 

AEIKKFSENYENKETMYLNLW 

DVAKAVLRGQFIALNARIKKLE 

KSQVYNLISQLKELENQEQTNP 

KASRRQEITKIRAELKEVETWK 

TLKKINESGRGVDCSS/DASNGT 

K.PDGE*L** VDKSR/PSE ARQAN 

IHIQEIHGTPQR*SLRRATPRH/II 

VRFTKVEMKEKMLRAARKKG 

WVTHKGKPIRLTADLLAETLQ 

ARREWGPIFNILKEKNFQLRISY 

PAKLSFIREGEIKAFTEKQILRDF 

VrrRPALQELLKEALNMERND 

RYQPLQKHAKL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21373 


51741 


A 


21501 




1263 


GRT1QTKGKEV\ENFEKNLEECI 
TRITNTEKCLKELMELKTKARE 
VREECRSLRSQCDQLEERVSAM 
EDEMN EM KQEGKFREKRI KRN 
EQSLQEIWDYVKRPNLRLIGVP 
ESDVENGTKLENTLQDIIQENFP 
NLARQANVQIQERQRTPQRYSS 
RRATPRHIIVRFTKVEMKEKMG 
LLVPNWTNHSPLFRAILFDYKG 
FCRFGTTHQTGFSPAGANQRGP 
LA ATLSGPGGEGQSA VARLTG L 
IGVPESDVEKFTKLETTLQDIIQ 
ENFPILARQANVQIQEIQRTPQR 
YSSRRATPRH1IVRFTKVEMKE 
KMLRAAREKGRVTLKGKPIRL 
TADLSAETLQARREWGP1FNIL 
KEKNFQPR1SYPAKLSFISEGEIK 
SFTDKQMLRDFVTTRPALKELL 
KEALNMERNNRYQPLQNHAK 


21374 


51742 


B 


21502 


1 


2356 




21375 


51743 


A 


21503 


2 


484 




21376 


51744 


A 


21504 


2 


902 


ASFFSKKTSGFGGWGAGGPGD 

PGMGNHGGFRGGFSRGIRGWG 

HSRGQGPGQGRGAHRGKTKDK. 

EWTSIPKLGHLVK.DMKIKFLEEI 

YL FFLA1KEFEI I DFFLGASLKDE 

VLKIMPVQKQTHASQRTRLKG 

F1V1GDYNG/HVGLGVK.CSKEV 

A/TA1RGA1ILG*LS1VPMCRGY 

WGSKIGKPHTVPCKVTGHCGS 

VLVHFIPAPRGTGIVSVPMP/KK 

LLLM AGI Y DC Y/ARSCTATLGN 

FTKATFDAISKTYSYPTPNLWK. 

ETVFTKSP/YEFRNSGQEFTDYL 

VKT/HIRVSVQRTQAPAVATT 


21377 


51745 


A 


21505 


2 


407 


STISCGGNFPIPRGGSGVASLER 
AESSSTEPAKAIKPIDRKSVHQI 
CSGPVVPSLSTAVKELVENSLD 
AGATNIDLICLKDYGVDLIEVSG 
NGCGVEEENFEGLTLKHHTSKI 
QEFADLALSDVTISTCHVSAKVG 


21378 


51746 


A 


21506 


362 


490 




21379 


51747 


A 


21507 


3009 


3889 




21380 


51748 


A 


21508 


1 


504 


LDDLHKWFLSSFLLTAISIGIKF 
LLKIHISRGSGVLLQLLPGNPSP 
AAHGTEELEPKFLEQGYLRAVL 
PGPRVHATA+LEPTVTDQGYAR 
AG LPIQEVEDVLFG VL V VLLH V 
IGQVAEDRNQVAAQGHHQES/C 
PAQCWGDCTHLEIAGWRGIRRS 
DANPRSQRKGFG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21381 


51749 


A 


21509 


2 


1 101 


WTERRLGSVRGDRLRERSRPA 

VNRTPRMSRVPSGAPRGTPSRR 

WWMMKCWDHQPLG* IPAPH V 

GPLAG/1RKKEWSDESEEEPEKE 

LAPEPEETWVVEMLCGLKMKL 

KQQRVSPILPEHHKDFNSQLAP 

GVDPSPPHRSFCWKRK.REWWD 

ESEESLEEEPRKVLAPEPEE1WV 

AEMLCGLKMKLKRRRVSLVLP 

EHHEAFNRLLEDPVIKRFLAWD 

KDLRVSDKYLLAMVIAYFSRA 

GLPSWQYQRIHFFLALYLAND 

M E EDDEDPKQN I F YFL YG KTRS 

RJPLVRNRRFQLCRCLNPRARK 

NRSQIALFQKLRFQFFCSMSGR 

AWVSREELEENTGPRGDVDFQ 

QELYSNANGRQQERGEEPFVQ1 


21382 


51750 


A 


21510 


3 


918 




21383 


51751 


A 


21511 




792 




21384 


51752 


A 


21512 


3007 


3885 




21385 


51753 


A 


21513 


615 


845 


GHTASPPPRSPQAQGRAPSVAP 
PPTTPQICPTTPSSFSSKRTYAG 
GWDLPQGQADC*SPCGAQGG 
WVTLAVASASS 


21386 


51754 


A 


21514 


357 


562 


G SSTCGRETERV VLK.KRKRSPT 
HFQYRNSPTAEARPQLENPTQW 
GRRSHSPRPSAPLPCSCPQKSRK 
SV 


21387 


51755 


A 


21515 


1 


1335 




21388 


51756 


A 


21516 


537 


1164 


SSTEPAKA1KPIDRKSVHQICSG 
PVVLSLSTAVKELVENSLDAGA 
TNIDLKLKDYGVDLIEVSDNGC 
GVEEENFEGLISFVTLKHHTCKI 
QEFADLTEVETFGFQGEALSSL 
CALSDVTISTCHASVK.VGTRLV 
FDHDGKIIQETPYPYHPRGTTVS 
VKQLFSTLPVRHKEFQRNIKK\R 
ACFPFAFCRDCQFPEASPVAMLP 
VQPAELMAV 


21389 


51757 


A 


21517 


224 


903 


GFTWYIGMAQPKQERVARARH 
QRSETARHQRSETAKTPTLGNR 
QTPTLGNRQTPRLG 1 H ARPRRR 
ATTSLLTLLRAFGKKTQS/STEP 
AKAIKPIDRKSVHQICSGPVVLS 
LSTAVRKIVGNSLDAGATNIDL 
KLKDYGMDLIEVSGNGCGVEE 
ENFEGLSWDSTGVFDHDGKI1Q 
KTPYPHPRGTTVSVKQLFSTLP 
VRHKEFQRNIKKPVGEKYMRS 
VDTQACSCI 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21390 


51758 


A 


21518 


2 


1321 


V KSRA A LLG PG A/LSPLEVSR R R 

PWTERRLGSVRGDRLRERSRPA 

VNRTPRMSRVPSGAPRGTPSRR 

WWMMKCWDHQPLG*IPAPHV 

GPLAG/1RKREWSDESEEEPEKE 

LAPEPEETWVVEMLCGLKMKL 

K.QQRV SSI LPEHHKDFNSQ LAP 

GVNPSPPHRSFCWKRKMEWW 

DQSEESLEEEPRKVLAPEPEEIW 

VA EMLCGLKMKLKRRRVSLVL 

PEHHEAFNRLLEDPVIKRFLAW 

DKDLRVSDKYLLAMVIAYFSR 

AGFPS WQ YQRIHFFLA LYLAND 

MEEDDEDSKQNIFHFLYRK.NRS 

RJPLLRKRWFQLGHSMNPRARK 

NRSRIPLLRKRRFQLYRSTNPRA 

RKNRSRIPLLCKRRFQLYRSMN 

SRARKNRSQIVLFQKRRFHFFCS 

MSCRAWVSPEELEENTGPRGD 

VDFQQELYSNANGRHQAGGEE 
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SEQ ID 

INO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21391 


51759 


A 


21519 


1 


2654 


RSACGSPAWNFPSPRGGSGVAS 
MEVRAESSSTEPAKAIKPIDQKS 
VHQICSGQVVLSLSTAVKELVE 
NSLD AG ATN I DLKLKDYG VDL1 
EVSDNGCGVEEENFEGLTLKH 
HTSKIHEFADLTQVETFGFRGE 
ALSSLCALSDVT1FTCHASAKV 
GTRLMFDHNGKIIQKTPYPRPR 
GTTVSVQQLFSTLPVRHKEFQR 
NIKKEYAKMVQVLHAYCXSFQ 
QASV*VAPISLDK/RKRQPVVCT 
GGSPS1KENIGSVFGQKQLQSLI 
PFVQLPPSDSVCEEYGLSCSDA 
LHNLFYISGFISQCTHGVGRSST 
DRQFFFINRRPCDPAKVCRLVN 
EVYHMYNRHQYPFVVLNISVD 
SECVDINVTPDKRQILLQEEKLL 
LAVLKTSLIGMFDSDVNKLNVS 
QQPLLD V EGNLIKMH A A DLEK 
PMVEKQDQSPSLRTGEEKKDV 
SISRLREAFSLRHTTENKPHSPK 
TPEPRRSPLGQKRGMLSSSTSG 
AISDKGVLRPQKEAVSSSHGPS 
DPTDRAEVEKDSGHGSTSVDSE 
GFSIPDTGSHCSSEYAASSPGDR 
GSQEHVDSQEKAPETDDSFSDV 
DCHSNQEDTGCKFRVLPQPTNL 
ATPNTKRJKKEEILSSSDICQKL 
VNTQDMSASQVDVAVKINKKV 
VPLDFSMSSLAKR1KQLHHEAQ 
QSEGEQNYRKFRAKICPGENQA 
AEDELRKEISKTMFAEMEIIGQF 


21392 


51760 


A 


21520 


238 


413 




21393 


51761 


A 


21521 


288 


467 




21394 


51762 


A 


21522 




3038 


MDVGWDLGEDCWQEHLHTAF 
SFDCWPCSQNGDRVPSVNPVG 
GGAPRSYLQVASAECWAAAPA 
VHVGEPVHAGGLHTERGADPV 
1GLYLVHRGGACQTPTVGNRQ 
TPTLGIHARPRRRATTSLLTLLL 
AFGKN A VRTEPA KA 1KPI DRKS 
VHQICSGPVVPSLSTAVKELVE 
NSLDAGATNIDLKLKDKESGLAI 
KVQANEWGVKEETSKGLLLKH 
HTSKIQEFADLPQVETFGFRGE 
ALSSLCALSDVTISTCHV 


21395 


51763 


A 


21523 


34 


256 


ETGPPGSAPGRLEFTNIKRVVVP 
QERVELETLLVSYFSPRTPRRTP 
PPFPHPCS*EDNVITVFSSIKNGP 
GSSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21396 


51764 


A 


21524 


727 


2953 


HVSGYDDVPLGTLSLD1WPPAL 
FSVVSFAAFFFTPPIEAVLKSFSC 
LLVWYIGMAQPKQERVARARH 
QRSETARHQRSETA/KTPTLGN 
RQTPTLGNRQTPRLGIHARPRR 
RATTSLLTLLRAFGKKTQS/STE 
PAKAIKPIDRKSVHQICSGQVVL 
SLSTAVKK1VENSLDAGATNID 
LKLKDYGMDLIEVSGNGCGVE 
EENFKGLTLKHHTSKIQEFADL 
TRVETFGFRGEALSSLCALSDV 
T1STCHVSAKVGTRLVFDHDGK 
IIQKTPYPHPRGTTVSVKQLFST 
LPVRHKEFQRNIKKAQR/PQAR/ 
CYRCS*PNVSPGPGMAAASTLS 
A*PRSQSSYFISCKA/EDNAICPI 
AEQKAEGKFSSRYRNHDSAEN 
RRDGSMTRPRTDWTLKRACTE 
KRRPQH ASSFEWRG H SLCWDR 
EQRDAETLKMLLDSGLSVQKK 
TKDRTETRFGEMGQILGKIMMS 
HQPQPQEEQSPQRSTSGYPLQE 
VVDDEV SGPSAPG VDPSPPRRS 
LGWKRKRECLDESDDEPEKEL 
APEPEETWVAETLCGLKMKAK. 
RRRVSLVLPEYYEAFNRLLEDP 
V1KRLLAWDKDLRVSDKIPSEP 
TILGASPKTLPPASRICIRPSNTP 
PPRNFHMSTVTPMLSYLANDM 
EEDDEAPKQNIFYFLYEETRSHI 
PLLRELWFQLCRYMNPRARKN 
CSQIALFRKYRFHFFCSMRCRA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 

sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21397 


51765 


A 


21525 


1054 


2349 


SCPQI1FLSSCLQVASAECWAAA 

PAVHVGEPVHAGGLHTERGAD 

PVIGLYLVHRGGACQTPTAIGSR 

QTPTLGIHARPRRRATTSLLTLL 

L A FG KN A VRC ALIGPG SLTSRT 

RPLTEPLGEKERREVFFPPRPER 

VEHNVESSRWEPRRRGACGSR 

GGNFP\SPRGG\SGVASLERAES 

SSTEPAKAIKPIDRKSVHQICSG 

PVVPSLRPNAVKELVENSLDAG 

A\TNVDLKLKDYGVDLIEVSG\ 

NG CG VEEENFEG L/TSLSALKH 

HTSKIREFADLTRVETFGFRGE/ 

AL*ASLCALSDVT1STCHVSAK\ 

VGTLTGVFDHDGKIIPENPPNPH 

PRGTTV S V KQLFSTLP V\RHKEF 

QRNIKKKRA\CFPFAFCRDCQFP 

EASPAMLPVQPAELTPR\STP\PH 

PCSLEDNV1TVFSSWKNGPGSS 

KMICTNGSSPSS 


21398 


51766 


A 


21526 


2 


393 




21399 


51767 


A 


21527 


2 


165 




21400 


51768 


A 


21528 


3 


196 




21401 


51769 


A 


21529 




411 




21402 


51770 


A 


21530 




1727 


GPQGVGRMAEGKAGGAAGLF 

AKQVQK.KFSRAQEKVLQKLGK 

AVETKDERFEQSASNFYQQQA 

EGHKLYKDLKNFLSAVKVMHE 

SSKRVSETLQFIYYXSEWYGHEE 

LKAIVWNN DLL WEDYEEKLVA 

DQAVRTMEIYVAQFSE1KE\R1A 

KRGRKLVDYDSARHHLEAVQN 

AK.KK.DEAKTAKAEEEFNKAQT 

VFEDLNQELLEELPI L YNSRIGC 

Y VTI FQN I SNLRD VF YREMSKL 

NHNLYEVMSKLEKQHSNKVFV 

VKGLSSSSRRSLVISPGVRTATV 

SSPLTSPTSPSTLSLKSESESVSA 

TEDLAPDAAQGEDNSEIKELLE 

EEEIEK.EGSEAGSSEEDDPLPAC 

NGPAQAQPSPTTERAK\SQEEV 

LPSSTTPSPGGALSPSGQLSSSA 

TEVVLRTRTASEGSEVRPKKTAS 

IQRTSAPPRRPPPPRATASPRPCS 

GN1PSSPTASGGGSA\TSPRASL 

GTGTASPRTSLEI\*PNPE\PPEKP 

VRTPEABCENEN1HNQNPEELCT 

SPTLMTSQVASEPGEAKKMED 

KEKDNKLISADSSEGQDQLQVS 

MVPENNNLTAPEPQEEVSTSEN 


21403 


51771 


A 


21531 




1530 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21404 


51772 


A 


21532 


499 


1587 


HPRDPEAPSGPLWSASLPALYS 
QGHANEFDGSNSTSHAVLVLV 
QKHIKAVLSNKLCLSTSSLVQG 
VNAHLGTLIWPQPRGYLSPRSA 
1PWFSVPTVTSGLHFPWEVQ*LF 
LLSCWGKAHQSLPQRMPPLLC 
CQGMWVPEGSMATVGLSQQLF 
DSALLLLQKAGALNLDITGQLR 
SDDNLLNTSALGRLIPEVARQF 
PEPMPVVLKVRLGATPVAHGS 
TQTTATLRPASPFVGGSWATGP 
PNSAFPSPSSP/CLVVVNLRTPAS 
L/S S KGE ALREH V C A WWM S QL 
TVASSNVGFIDTDQVRTLMGTV 
FEKPLLDHLNGSLGHGELPSLV 
WVNLHYVAPEIFVYEGYVVISS 
GTLLPEPEAKTTGRP 


21405 


51773 


A 


21533 


1385 


3111 


IAPSEVKEHKMVLEMLNP1 HYN 
ITS1VPEAMPAATMPVLLLTGLF 
LLVWNYEGTSSIPGPGYCMG1G 
PLISHGRFLW\MGIG\SACNYYN 
RVYGEFMRVW1SGEETLIISKSS 
SMFHIMKHNHYSSRFGSKLGLQ 
CIGMHEKGIIFVNNNPELWKTTR 
PFLYERLCHAPASVRMVTVCA 
ESLKTHLDRL\EEVTT\ESGLCG 
TCLTLLRRVHGWDTSNTVFIAG 
IPL\EESAIVVKIQG\YFDAWQAL 
LIKPD1 FFKIS WLYKK YEUCS VK 
DL\KD A\l EVLI AEKRRR1 STEEK 
LEECMDFATELILAEKRGDLTR 
ENVNQCILEMLIAAPDTMSVSL 
FFMLFLIAKHP\NVEEAIIKEI\QT 
V 1GERDIKIDDI QKLK VMENFI Y 
ESMRYQPVVDLVMAQSL*EG* 
C*SMGYPV\KKGTN1YSWNIG\R 
VHRL* FFPKPNEFTLENFAKNV 
PYRYFQPFGFGPRGCAGKY/LS 
AMVMMKA1L\VTLLRTDST*RT 
LPGTSVFESIQEGYTTCPWHPD\ 
ETKN M L\EMDL YPKETSDRCLG 
TLRRKAGQYLTLGAFSPSVCSP 
TNHPILCPLVFILHSGTLSGPMA 


21406 


51774 


A 


21534 


129 


378 


IVCKFSVSTHKNIRAKKPDERLP 
ECGTQIRKDTLKRVRRTVLHYL 
C\PPPSVPEIPAWR\GDCSPA/GK 
EGKCTPDLNPNIELRPV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21407 


51775 


A 


21535 




474 


MQKQI I S VTEVE WYPKYNSNM 
KEYWSTQNHQFEQLSTHKNIR 
AKKPDERLPECGTQIRKDTLKR 
PCPLDRPLWPHITAEQGSKPST 
WPAPCDP/IF*ANIHLPSLHTGPC 
RSKVQAHSSRPGCQASSTCVPR 
LQDLPC*PRFRLTLVDQDARPA 
APVYQGSRTYPADPDSRPAPVD 
SGCIISGQADW 


21408 


51776 


A 


21536 


2 


325 




21409 


51777 


A 


21537 


2 


1011 


WAFSITERREFQVYYNSCPSSS 

WIGDARAFSPPDPTGLYPIYSQ 

DTQTFRLWLNYNTDFPGSPAC 

KWQAMELLSPQSPFRVDRGEH 

LPFLVKG A RYTL VPAGQEGAL 

AAWLEALRGQLGRRGAVVSM 

MDAEGLERSSPDCAMGLSDGE 

WQLVLNW WGK VEADIPGHG\Q 

E V LIRLFKGH PETL\EKFDK/FTR 

HLKSED\EMKASED\LKKHMCH 

TV LTP\LG V HIL REVKGHH * RQR 

FKPLGTSSHCHPSTK1PPLKVTL 

EFHLPGIAFIQVLAEQAIPGDFG\ 

AECPGAQLKQRPWELF\RKNNG 

LPTYKEAGAFQGARALAGFPTP 

THLGPPGFKKRAGV 


21410 


5 1778 


A 


21538 


157 


322 




2141! 


51779 


B 


21539 


1 


975 




21412 


51780 


A 


21540 


218 


388 


RKLPL A G L PC1N RQH S * SN VN I C 
FLTPV*KIQN*LQSEQFLPYPTIV 
IITLCFFAV 


21413 


51781 


A 


21541 


663 


933 


GCAGPCLVNQMFGKQYYLGKS 
HHP\SLVSLNRGAHCTVGKPQG 
PSGP*KLGYYFKVFPPCG*FWK 
YGPSWGMEERAWTGSPLGPGP 
PLKKV 


21414 


51782 


A 


21542 


389 


1033 


NQGLRNLGLCRTCLVNKMFTS 
SI LGKSHRHSLVSINQGNNAL W 
KAAG\PLPLKAGYC\QGFSPCHS 
LKYG\SWDEKDLTVPQPDTLKG 
SVLRWISKRGKPLAVEIEEGHC 
L\CLPLGTECLGIK/PPIVHLFNSE 
IGE\NRPYGGR*DMFCSNGCLG* 
FL*LPLRCLG\GEKHKSGL/HVHI 
PVIVPPLELNYDIDSFAHMFFW 
DLS\LIITLLSCYIPFC 


21415 


51783 


A 


21543 


82 


163 




21416 


51784 


B 


21544 




211 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21417 


51785 


A 


21545 


71 


1086 


NMNLSLVLAAFCLG1ASAVPKF 
DQNLDTKWYQWKATHRRLYG 
ANEEGWRRAVWEKNMKMIEL 
HNG/EKYSQGKH\GFTMAMNA 
FGDMTN EEFRQMMGCFRNQKF 
RKGKVFREPLFLDLPKSVDWR 
KKGYVTPVKNQKQCGSCWAFS 
ATGALEGQMFRKTGKLVSLSE 
QNLVDCSRPQGNQGCNGGFMA 
RAFQYVKENGGLDSEESYPYV 
AVDEICKYRPENSVANDTGFTV 
VAPGKEKALMKAVATVGPISV 
AMDAGHSSFQFYKSGI\YF*PDC 
I SKNLDQG VLV VG YVFEG ANS 
NNSKYWLVKNSWGPVEWGSYN 
GYVKIAKD\KNNHCGIATAASY 


21418 


51786 


A 


21546 


170 


412 


LWLSFLLMHWH*IPLAAVSVFT 
VSN/PILDFS* 1QLKTPKHFGNLG 
NTGFLGKQLRLLLRSLVSVSRL 
HCLLGYRRTQMPPL 


21419 


51787 


A 


21547 


1 


753 




21420 


51788 


A 


21548 


125 


464 


TAVFLTQSLFGGLFTRTRMKFG 
TMTRI/RGDLPWErNPLSSCSLL 
HEKDPPTTSGPQTNQPKKHLTN 
FKSRKVERTKGLLKTHLTKLSH 
QLKKAWTILLPLSLLRIQACPR 
NAT 


21421 


51789 


A 


21549 


1 


753 




21422 


51790 


A 


21550 


291 


671 




21423 


51791 


A 


21551 


10 


453 


TALLLTQSLFGGLFTRTRMKFG 
AMTR1G\DLPWEINPLSSCSLLC 
EKHPPTTSGPQTDQPKKHLTNF 
KSETKETCFIHEPKTLAPVTDW 
EGSLPL V FN HCRDGLSDHS ATF 
QGCQTMQGCLPWSFTLSGKSR 
FPGAGASTPQPLLLHP 


21424 


51792 • 


A 


21552 


740 


1010 


TAMLLKQSLFGCLFTRTRMKF 
GAVTRIGYDLP* ETNPLSSCSLLR 
DKDPPTTSSPQTHQPKKHLTNF 
KSGCSSPGRARSQSFLSLCSSTL 


21425 


51793 


A 


21553 


134 


358 


TAMLLTQSLFGGLFTRTRMKFG 
AVIRIG\DLLWEINPLSSCSLLHE 
KDPPTTSGPQTDQPKXHLTNFK 
SSCSSPG 


21426 


51794 


A 


21554 


392 


645 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21427 


51795 


A 


21555 


1 


1900 


mqnaleslsnrieqveernsel 

edklffeltqsnkdkekrirkyk: 

qslkevwdyvkgpnlriisvpe 

eeem skslen ifgeiieenlpsla 

rhldnqiqeaqrtlwkliakrs 

lprhivirlskvktkerilravr 

qkhqvthltckesyklkvkg 

wkrhfmqmdtkneqgikn en 

hliisidvekasdkiqqrfm i ktl 

sk.igiqgkylnvikaiydkptan 

ITLNREK/LESIPSEKLKAFPLRT 
GTRQGCPLSPLFFNTVLEVLAR 
AIRQEKEIKGIQIGKEEVKLSLF 
ADDM1MYLENPKDSSRKLLEW1 
KESNKVSGYKTHVHKSVALLY 
TKQ*\QAENQIKNRNPFAIAAKK 
KXKKKKKKKRNSRIYLTKESK 
DLYKENYKTLLKEIIDNMNK.W 
KH1PCSWMGRJS1VKKL*\LQKA 
1YKLNAILIKIPPLLFTELEKTTLK 
FIWKSNKS\R1AKVILSKKNKSG 
GITLPDFKLYYTIRKINSKWIKD 
LNLRPETIQILEDNIGKTLLEIGL 
GKDFMTKNPKANAKK.KTKINR 
WDLI KL KSFCTA KGT VSRVKRT 
HRVGENLPHYTSIHPT1YT1YTS 
DKGLISR1YNEFKQ1VTRTTCVF 
LHPPHPKAKTTSYGDQLLGGN 


21428 


51796 


C 


21556 


10 


339 




21429 


51797 


B 


21557 


97 


1458 




21430 


51798 


A 


21558 


1 


387 




21431 


51799 


A 


21559 




604 


GSVIAYYWSEFS1PQHLVEEAE 

RVMAEERVFMLPPRARSLKSFV 

VTSVVAFRESEGQGWAWDWPP 

FHGVGLGPGPLQGTGTPRAQCP 

REKTTCWPGTSL*IIRKQE*GNG 

LYQEMLYSPSYSSATDSKTVQR 

TQDNSCSFGLHARGVELMRFTT 

PGFPDSPYPAHARCQWALRGD 

ADSVLSLTFRSFDLASCDEARS 

DLV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21432 


51800 


A 


21560 


1000 


2084 


FRGTP VQRGGG W A DLPGRCG E 

LGRRJLRSEEQARRVHKAPS/DF 

GTG/LKENTGKVNGLEEGVEFL 

PVNNVKKVEKHGPGRWVVLA 

AVLIGLLLVLLGIGFLVWHLQY 

RDVRVQKVFNGYMRITNENFV 

DAYENSNSTEFVSLASKVKDAL 

LYSGVPFLGPYHKESAVTAFM 

WVWREGSVGCTPDWLGVGSG 

Y S V WGTKREM VLE VLD WRA K 

EGPRCVLLEGSVIAYYWSEFSIP 

QHLVEEAERVMAEERVVMLPP 

RARSLKSFVVTSVVAFPTDSKT 

VQRTQDNSCSFGLHARGVELM 

RFTTPGFPDSPYPAHARCQWAL 

RGDADSVLSLTFRSFDLASCDE 

RG SDL VTVYNTLSPMEPH AL V 


21433 


51801 


A 


21561 




2820 


TGALILQKGEIRVINQTTCENLL 

PQQITPRMMCVGFLSGGVDSC 

QVPPGQEGGRQFPLKETNNRK 

GRLPKRLRPHTWCCYSLECSSY 

SLRCTEDTWTEDQKVNGLEEG 

VEFLPVNNVKKVEKHGPGRWV 

VLAAVLIGLLLVLLGIGFLVWH 

LQYRDVRVQKVFNGYMRITNE 

NFVDAYENSNSTEFVSLASKVK 

DALKLLYSGVPFLGPYHKESAV 

TAFSEGSV1AYYWSEFSIPQHLV 

EEAERVMAEERVVMLP 


21434 


51802 


A 


21562 


1 1 1 


465 




21435 


51803 


A 


21563 


2 


197 




21436 


51804 


A 


21564 


359 


405 


EMQSRED*RK*YL*RIVNCVPL 
RERLGYVCGGLGERSKEGTLWI 
YQGLQKSQDTGRV 


21437 


51805 


A 


21565 


208 


287 


1VSRSEKGWVMYVEGWEREAR 
REHYGYIKGYKNHRIHMMQSS 
KALV*LEDLRKHI*IFRCVFSNP 
QVILML 


21438 


51806 


C 


21566 


141 


305 




21439 


51807 


A 


21567 


170 


973 


RMAACRALKAVLVDLSGTLHI 

EDAAVPG\AQEALKRLRGASVII 

RFVTNTTKESKQDLF\KRLRKL 

G\FDISEDEIFTSL\TAARSLL*\R 

KQVTPMLLVD* SGH YLIFKGIQ 

TSDPNVAVVMGIGTRTFSLSKF 

WNQAFRLLLGWSTSDSNSQSQ 

GFQEFKMGLALGPWTIL*LL*K 

Y ATDTKATV VG KPEKTFFLG S I 

AGHWLLNLEEAVMIG\DDCRG\ 

DVGGAQDVGMLGILVKTGKYR 

ASDEEK.1NPPPYLTCESFPHAVD 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


21440 


51808 


A 


21568 


42 


211 




21441 


51809 


A 


21569 


92 


366 


AGSEMRPGLTWACSLARLLLSP 
SFIKHWFLESCLLSCSRSGSGYA 
QWCPPHQSASAAGHCQTPAHA 
QAYLSSPPQMDHSSVRSLLEAC 
QTY*SASAAGHCQTPAHAQAY 
LSSPPQMDHSSVRSLLEACQTY 


21442 


51810 


A 


21570 


1 


834 




21443 


51811 


A 


21571 


3 


835 




21444 


51812 


A 


21572 


1 


1649 


MP1VLVDWSDIREQKRLMVLR 

ASVALHG RS VTLYEKAFPLSEQ 

CSKKAIIDQFLADLASILPSNTT 

PL1VSDAGFKVPWYKSVEKLG 

WYWLSRVRGKVQYADLGAEN 

WKP1SNLHDMSSSHSKTLGYKR 

LTKSNPISCQILLYKSRSKGRKN 

QRSTRTHCHHPSPKIYSASAKEP 

WVLATNLPVEIRTPKQLVMYS 

KRMQIEETFRDLKSPAYGLGLR 

HSRTSSSERFDIMLLIALMLQLT 

CWLAGVHAQKQGWDKHFQAN 

TVRNRNGSLLTNWPSVPPTIKE 

EEN SEEELA A ATTSKEQEPIGTD 

LDAVRTPEPLEEFPKREDQEGS 

PPETSLPYKWVVEAANLLIPAV 

GSSLSEALDLIESDPDAWCDLS 

KFDLPEEPS AEDSINN SLVQLQA 

SHQQQVLPPRQPSA\LVPSVTEY 

RLDGHT1SDLSRSSRG\EL1PISPS 

TEVGGSG IGTPPS VLKRQRKRR 

VALSPVTENSTSLSFLDSCNSLT 

PKSTPVKTLRFS\PSQ\FLNFWN 

KQDTLELESPSLTSTPVCSQK.V 

VVTTPLHRDKTPLHQKHAA 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(Jnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21445 


51813 


A 


21573 


59 


2384 


PRPGSRSGLCRRAGERGAVRAG 

GMSRRTRCEDLDELHYQDTDS 

DVPEQRDSK.CKVKWTHEEDEQ 

LRALVRQFGQQDWKFLASHFP 

NRTDQQCQ Y R WLRV LNPDL VK 

GPWTKEEDQKVIELVKXYGTK 

QWTLIAKHLKGRLGKQCRERW 

HNHLNPEVNKSCWTEEEDRIIC 

EAHKVLGNRWAEIAKMLPGRT 

DNAGKNHWNFTIQK/RKGDTG 

GFLREYKD* KPPV YLPLAELEDK 

DGLQSAQPTEGQRSLLTNWPSV 

PPTIKEEENVSEEELAAATTSKE 

QEPIGTDLDAVR\TP\EPLEEFP\K 

REDQEGSPPETD/SLPYKWVVE 

AVNLLIPAVVS\SLYEALDLIGS\ 

DPDAWCDLSRFDLPEEPS1EDSI 

NNS\LVQLQAS\HQQQILPPRQP 

SA\LVPSVTEYRLDGHTISDLSR 

SSRGELIP1SPSTEVGG\SGIGTPP 

SVLKRQRKRRVALSPVTENSTS 

LSFLDSCNSLTPKSTPVKTLPFS 

PSQFLNFWNKAQDTLELESPLA 

DYPPQVCSQKVVVTTPLHR\DK 

TPLHQKHAVAFVTPDQKYSMD 

NTPHTAPTPFKNALEKYGPLKPL 

PQTPHL\EEDLKEVLRSEAG1ELI 

IEDDI RPEKQKRKPGLRRSPI KK 

VRKSLALD1VDEDVKLMMSTL 

PKSLSCRTTAPSN\SST\LTLSGTK 

EDNSLVLNQGLLAGPSPRKAAC 

VPEGPESHFHGQLAPYVPVPGK 


21446 


51814 


A 


21574 


190 


889 


SLPRRLESPGRLAMAARGVIAP 
VGES/LCRYAEVPCSPSAKRPDA 
DVDQQRLVRSLIAVGQGVAAL 
AFAG\RYAL\RIWKPLE\QVITET 
AKGRFQTPRFSSY* * GG/FLN 1 1 * 
LRREA\GLILGVSP\SAGKAKIRT 
\AHR\RVMILESPQIKGGSPYVA 
A K IN E AKD\LLETTT K.RLMLKD 
HTEGKKNEGTSKKKKSPAKYS 
KTWSFLIFYMGFDHSLIFRPLSC 
ITNKMLIVLLFIIF 
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SEQ ID 

NO: 


SEQIDNO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21447 


51815 


A 


21575 


2 


652 


EGYIC/RHFTGSSALLTRTHITY 
GVIANVAVVRINSPNS\RMLAA 
CKTLQEVTQLSQE AQR1 VEKLE 
KSTKP1VAAINGSCLGGGLEVAI 
SCQYRIATKDRKTVLGTPEVLL 
GALPGAGGTQRLPKMVGVPAA 
LDMMLTGRS I RA DRAKKMGL V 
DQLVEPLGPGLKPPEERT1EYLE 
EVAITFAKGLADKKISPKRDKG 
LVEKLTAYAMTIPFVRQQVY 


21448 


51816 


C 


21576 


98 


316 




21449 


51817 


A 


21577 


35 


247 




21450 


51818 


A 


21578 




2391 


LQLKMVACRAIG1LSRFSAFRIL 

RSRGYICRNFTGSSALLTRTHIN 

YGVKGDVAADRINSPNSKAVNT 

LSKELHSEFSEVMNEIWASDQI 

RSAVLISSKPG\CFIAG\ADITML 

AACK\TLQ\EVTQLSQE\AQR\IV 

EKP*KSPQSLIVGCPSNGSCLGR 

RTLRLP1SSPQYRJATK\DSKTVI 

*VPPE\VFLGGPLPGRQGGHTK 

G CPKMG G VCLPAFGH EC LTG R 

SIR\ADRAK\KMGLVD\QLVGTP 

GTQGLKPPEERT1 EYLEEVA IMF 

AKGLADKK1SPKRDKG\LVEKL 

TA\YAMTIPFVRQQVYKKVEEK 

VRKQTKGLYPAPLK.11DVVKTG 

1EQGSDAGYLCESQKFGELVMT 

KESKALMGLYHGQVLCKKNKF 

G APQKDVKHLA1 LGAGLMGAG 

IAQVSVDKGLKTILKDATLTAL 

DRGQQQVFKGLNDKVKKKAL 

TSF\ERDSIFSNLTGQLDYQGF* 

KRPDMGELKAVF\EDP*SLSHR 

VLKGKVGSR*FPDHWYSLPSNT 

SALPISEIAAVQQKT*EG*LGMH 

YF\SPVDKMQLL\EIITTEKTSKD 

T\SASAVA\VGLKQGK\VIIV\VK 

DG\PGLLVTYQGVFAPMMS\EVI 

RILQEGS/VDPKKLGFPWTTSFG 

F\PVG\AATLV\DEVGCGMLA K 

HV\AEDLGKVFG\ERFGGGNPE 

L\LTQMVSKGFLG\RKSGEGLLT 

SSGRVVKRK1LNSTMD\SI*ASL 


21451 


51819 


A 


21579 


119 


387 


VEDSKE1FSSA*DYLSTHSKHVP 
ASHESYHVNPNLCNPVAPTSGA 
HSIV*KWPSWLGTVAHSCNPSN 
FGRPRRADCLSSRSSRPAWPTR 


21452 


51820 


B 


21580 


73 


3177 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21453 


51821 


A 


21581 


1399 


5140 


SGEPERALRGAAMRPSGTAGA 
ALLALLAALCPASRALEEKKVC 
QGTSNKLT\QLGTFE\DHFPQPS 
QRMF\NNCEVV\LGNLEITLCER 
NYDLSFLKTI\QEVAGYVLIALN 
TVERIPLENLQIIRGNMYYENSY 
ALA V\LFN YD ANKTGLKELPM R 
NLQEILHGAVRFSNNPALCNVE 
SIQWRDIVSSDFLSNMSMDFQN 
HLGSCQKCDPSCPNGS\CWGAG 
EENCQKLTK1ICAQQCSGRCRG 
KSPSDCCHNQ 


21454 


51822 


B 


21582 


82 


305 




21455 


51823 


A 


21583 


122 


219 


YAKR1YDVYYVHTAYTCTFHA 
*KIRGMTQ*NW 


21456 


51824 


A 


21584 


404 


1228 


GLAAFLARARGRRRKELPGSPR 
PLPQLPAGGPSPRWRAMRPSQR 
RPPTLPMAASPAHWPRESLVLY 
HWTQSFSSQKVRLVIAEKGLVC 
EERDVSLPQSEHN/EMPWFMRL 
N LGEEVPVYII HRDNIIQ/CTMDQ 
IHLTMWERTFHRERHVGALMP 
E VG SRA A\PRV LQ Y\RELLD ALP 
MDAYTHGCILHPEL TTDSMIPK. 
YATAEIRRHLANATTDLMKLD 
HEEEPQLSEPYLSKQKKLMAKI 
L\EH DD V S YLKK1 LGEL AM VLD 
QIEGGAGRKRKLENE 


21457 


51825 


A 


21585 


3 


1194 


KNLSVKLSENGTLKNCWADS 

ETD1DVYMYTRVYVYIPRIENS 

WNDTIKLVTGATISAVGGDIDA 

QGEWAFPLLGIPSLSPGPEWKV 

RV VI PDKGLVCEERDVSLPQSE 

PKEPWFMRINLGEEVPVIIHRD 

NI1SDYDQIIDYVERTFTGEHVV 

ALMPEVGSLQHARVLQYRELL 

DALPMDAYTHGCILHPELTTDS 

MIPKYATAEIR/SDI*PNATTDL 

MKLDHEEEPQLSEPYLSKQKKL 

MAKI LEHDD VS YLKKILGELA 

MVLDQIEAELEKRKLENEGQK 

CELWLCGCAFTLADV\SLGATL 

HRLKFLGLSKKYWEDGSRP\NL 

QSFFERVQRRFAFRKVLGDIHT 

TLLSAVIPNYAFRLVK.RK.PPSFFR 

ASFLMGSLG\GMGYFALHGTSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21458 


51826 


A 


21586 


1 


929 


MDPSIYFLPSKREGHLQAYIRDS 
VPEDPLILIFFSASSDQRPWLKA 
PHLPALRGFRGGGAGGGAQSR 
TTEDYVAWAKG1MSPTSPSPRSR 
GGCSAKLSGPRRPPRRPGRLFN 
MAASANSVSRAWRTESPEGLE 
SLHSTSLSAISVSRPEGGAELSD 
TADTMGFGDLKSPAGLQVVPTI 
TWRTRATSRGMCHHKQMWQY 
LKPCPAHRLPTCVMPYV/GYNH 
IKSYEKEKASLPGVKKALGKYG 
PADVEDTTGSGATDSKDDDDID 
LFGSDDEEESEEAKRLRE/DTSC 
TI *1 KESQKTCTCCQ VFHLTRCE 


21459 


51827 


A 


21587 


1 


2405 


MALRVVRSVRAVLCSLHVACE 

KVGMQIPRFCYHERLSVAGNC 

RMCLVEIEKAPKDQSMMFGND 

RSRFLEGKRAVEDKNIGPLVKT 

IMTRC1QCTRCIRFASEIAGVDD 

LGTTGRGNDMQVGTYIEKMFM 

SELSGN1IDICPVGALTSKPYAFT 

ARPWETRKTESIDVMDAVGSNI 

VVSTRTGEVMRILPRMHEDINE 

EWISDKTRFAYDGLKRQRLTEP 

MVRNEKGLLTYTSWEDALSRV 

AG MPP AL A LQSAEIAA SARPPP 

RLGSEEPLCLAAHRLGCEEPLC 

LAASLESEERLCPAAIPPGNLRY 

VFI SS AKTDKYSKLAPVE WVTV 

EKVPENVEVTLELGNRQSRDR 

VSRIPGNA1V1WFTGFKWKKTV 

TTLWFLNLAIADFIFLLFLPLYIS 

YVAMNFH WPFGIWLCKANSFT 

AQLNMFASVFFLT/GDQPGPLY 

PLDPSCLISSASNPQELSDCHYI 

HLAFGFSNWRSCPVLPGHCGV 

Q*SYSLL*QFSEA*S*PHFDQAP 

CSDLGEIYHWLSLPFANNEYLL 

LVSHLQGEEAKHPDLQ*AFLDN 

SGCGCGLCGLLDSLSPV* HLG A 

HHSPQ*LFPPCDAGWNPPLHWF 

GIPQ*LLEPHPLCPN**EVPSSLP 

VLSC*DTQVHTVGSQLFW\QVL 

KEAKJCPMVVLGSSALQRNDGA 

AILAAVSSIAQKIRMTSGVTGD 

WKVMNILHRIASQVAALDLGY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in L'SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21460 


51828 


A 


21588 


1 


2065 


MLR1PVRKALVGLSKSPKGCVR 

TTATAASNLURVFVDGQSLMW 

EPGTTVLQACENRIGMQIPRFCY 

HERLSVAGNCRMCLVEIEICAPK 

DQSMMFGNDRSRFLEGKRAVE 

DKNIGPLVKTIMTRCIQCTRCIR 

FASEIAGVDDLGTTGRGNDMQ 

VGTYIEKMFMSELSGNI1DICPV 

G ALTSKPYA FTARPWETRKTES 

IDVMDAVGSNIVVSTRTGEVM 

RILPRMHEDINEEWISDKTRFA 

YDGLK.RQRLTEPMVRNEKGLL 

TYTSWEDALSRVAGMLQSFQG 

KDVAAIAGGLVDAEALVALKD 

LLNRVDSDTLCTEEVFP\TAGA 

GTDLRSNYLLNTTIAGV\EEAD 

VVLLVGTNPRF\EAPLF*C*EFR 

KSW\LHND\LKVALIRAVPVDL\ 

TYTYDHLG\DSPKILQ\D1ASGK/ 

SHPFSQVLKEAKK.PMVV\LGSS 

ALQRNDGAAILAAVSSIAQKI\R 

MTSGVTGDWKVMN1LHRIASQ 

VAVL\DLGYKPGVEA1RKNPPK 

VLFLLGADGGCITRQDLPKDCF 

1IY\QGHHGDVGAP1ADVILPGA 

AYTEKSATYVNTEGRAQQTKV 

AVTPPGLAREDWK11RALSEIAG 

MTLPYDTLDQVRNRLEEVSPNL 

VRYDDIEGANYFQQANELSK.L 

VNQQLLADPLVPPQLTIKDFYM 

TGEVTE1NEALAENPGLVNKSR 

YEDGWLIKMTLSNPS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21461 


51829 


A 


21589 


56 


2352 


ATRPPRGSSWCRQFSRTASAAP 

GRSNMLRIPVRRALVGLSKSPK 

GCVRTTATAASNLIEVFVDGQS 

VMVEPGTTVLQACEKVGMQ1P 

RFCYHERLSVAGNCRMCLVEIE 

KAPKVVAACAMPVMKGWNIL 

TNSEKSKKAREGVMEFLLANH 

PLDCPICDQGGECDLQDQSMM 

FGNDRSRFLEGKRAVEDKNIGP 

LVKTIMTRCIQCTRCIRFASEIA 

GVDDLGTTGRGNDMQVGTYIE 

KMFMSELSGNIIDICPVGALATS 

KPYAFTARPWETRKTESIDVMD 

AVGSMVVSTRTGEVMRILPRM 

H EDINEE Wl SDKTRFA YDGLKR 

QRLTEPMVRNEKGLLTYTSWE 

DALSRVAGMLQSFQGKDVAAI 

AGGLVDAEALVALKDLLNRVD 

SDTLCTEEVFPTAGAGTDLRSN 

YLLNTTIAGVEEADVVLLVGTN 

PRFEAPLFNAWIRKSWLHNDLK 

VALIG SPVDLTYTYDHLGDSPK 

I LQDIASGSHPFSQVLKEAKKP 

MVVLGSSALQRNDGAAILAAV 

SSIAQKIRMTSGVTGDWK.VMNI 

LHRIASQVAALDLGYKPGVEAI 

RK.NPPKVLFLLGADGGCITRQ\ 

DLPKDCFIIYQGHHGDVGAPMA 

DVILPGAAYTN\KSATYVNTEG 

*ASASIMLAVTT\PGLSREDW\KI 

1RALSEIAGMT/LFPYDTL/DIQV 

RNQIGKKSSPNLV\RYDDIEG\A 


21462 


51830 


A 


21590 


246 


761 


MRLQGAIFVLLPHLGPILVWLF 
TRDHMSGWCEGPRMLSWXCPF 
LQSLICLLQTAI\YSVVG*VLVS 
HTWPWYPMG WEQ VL YI* ITYA 
VQLTISWTVLVLFFTVHNPGLV 
RHTVLSSRSNVGEGETTWLQK 
H1LAALLLLPYLAWLTVTSALT 
YHLWRDSLCPVHQPQPTEKSD 


21463 


51831 


A 


21591 


1 


1497 




21464 


51832 


A 


21592 


1 


1731 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21465 


51833 


A 


21593 


1 


6626 


PRSLCFSLWAEAAVLADGGLR 
RRRRLLRGTMSASFVPNGASLE 
DCHCNLFCLADLTGIKW*KYV 
WGGPTSAPILFPVTEEHPILSSSS 
RC LTAH VLG V RRRDQRPERRE\ 
L*IFWWGEDP\VLLTLFTMTYQ 
KKKMECGRMDFPMNAVLCFS 
KAVHNLLERCLMNRNFVRIGK 
WFVKPYEKDEKPINKSEHLSCS 
FTFFLHGDSNVCTSVEINQHQP 
VYLLSEEHITLAQQSNSPFQVIL 
CPFGLNGTLTGQAFK 


21466 


51834 


A 


21594 


1263 


1906 


AVRGMVRNARAVLKTGGTFLS 
PALEPLVAGGSGG/EFSQLGAEE 
RKAI A RF/AIDH VDRRVPVLIGT 
GG/TNARETIELSQHAQQAGRT 
ASTIDSVAHLRSM1HTVK/GAHP 
HFTVLCGYDDHLF/NTLLLGGD 
GA1SASGNFAPQVSVNLLKAW 
RDGDVAKAAGYHQTASIPDQLI 
HPYESRLFKCQHVLTRGITSF*L 
LCPPGSLRRQG1STYHSLLHN 


21467 


51835 


R 


21595 


113 


484 




21468 


51836 


A 


21596 


300 


780 


KSGTNETIRRKARGGKIKAMDD 
LRG\PRCQ*EPWK.RLLMTIMPS 
CLHLWAQNTTVS1LSFVDKDLL 
EPGCSVLLNHKVHAVIGVLMD 
DTDPLVTVMKVEKAPQETYAD 
IGGLDNQ1QEIKESVELPLTHPE 
YYEEMGIKPPKGVHPFGPTWPR 
VKPFCPRQ 


21469 


51837 


A 


21597 


2 


840 


A1EHCQSGDNPESRRGFLLQQW 
LGRNPALVPHPGRTGHSQPPVT 
FHRHPSDCQRSPAGRFKGGPSH 
RGQPPPFHKSPPMTTASHLARC 
ARTYHQ\DSEAA1NR\QINLE\LY 
ASYVY\LSMSYYFDRD\DVALK 
NF\AKYFLHQSHEER\EHC*ENL 
MKACRTNEGWPNLSFQDIKET 
KTCDD\WESGLNA\ME\CALHFE 
KKC*IKSLLEL\HKL\ATDKN*PP 
1CVDFI*DTFTLNEQ/V*KAIKRI 
WG DH/V *PKL WRKMGS APNLG 
FGEYLF*QSTPWGDSDNES 


21470 


51838 


A 


21598 


3 


390 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21471 


51839 


A 


21599 


1 


483 


FQLEVTPQNITLNPGFGGPVFS 

WRDQAVLRQDGVVVT1NKKR 

NLVVSVDDGGTFEVVLHRVWK 

GSSVHQDFLGFYVLDSHRMSA 

RTHGLLGQFFHPIGFEVSDIHPG 

SDPTKPDATMVG\LQKDYSKDP 

WHGAEVSCWFIHNNGAGLIDG 

AYTDYIVPDIF 


21472 


51840 


A 


21600 


1 


1521 




21473 


51841 


A 


21601 


1 


837 




21474 


51842 


A 


21602 


3 


310 


EVRAN LSSQALRM WLDYGFVT 
PLTSMSIRGMADQDGLHLPTIDK 
PSEDSPPLEMLGPRRTFVLSALQ 
PSPTHSSSNTQRLPDRVTGVDT* 
VVPPYVLCWNLC 


21475 


51843 


A 


21603 


62 


462 


MPLPLPSAFVLSALQPSPTHSSS 
NTQRLPDRVTGGFSVNGQLIGN 
KARSPGQ\HDGTYFGRLG1ANP 
ATDFQLEVTPQN1TLNPGFGGP 
VFSW\RDQAVLRQDGVVVTI\N 
KKRNLVVSVDDGGTFEVVLHR 
VWK j 


21476 


51844 


A 


21604 


37 


2883 


SMDGAMGPRGLLLCMYLVSI.L 
ILQAMPALGSATGRSKSSEKRQ 
AVDTAVDGVFIRSLKVNCKVTS 
RFAHYVVTSQVVNTANEAREV 
AFDLEIPKTAF1SDFAVTADGNA 
FIGD1KDKVTAWKQYRKAAIS* 
EKA\GLVRASGRTMEQFTIHLT 
VNPQSKVTFQLTYEEMLKRNH 
MQYE1V1KVKPKQLVHHFEIDV 
DIFEPQG1SKLDAQASFLPKELA 
AQTIKKSFSGKKTSNGSHSRRF 
QGHVLFRPTVSQQQ 


21477 


51845 


A 


21605 


1 


1008 




21478 


51846 


A 


21606 


1 


435 




21479 


51847 


A 


21607 


1 


676 


IRHQGAAAQEGDAETPGSVERR 

GRRAGAEDGMSQAPGAQPSPP 

TVYHERQRLELCAVHALNNVL 

QPAA\FSQEAADEICKRLAPDSR 

LNPH RSLLGTGN YD VN VIM AA 

LQGLGLAAVWWDRRRPLVPS 

WPCPKGLG*ILN\LPSPVSLGLL 

SLPLRRRHLRWPCARL/VTVSY 

YNLDSKVLRAPEGPGGLRTE/LR 

GLSLAAALAQGLCEVLLVVTK 

EVEEKGSWLRTD 


21480 


51848 


A 


21608 


89 


316 


ELLSPLLVAPGPSDLTVTGLKSF 
SSPSLCSLNTLLAGTSRLMVA*L 
YESLGQGEDLGLLTPGPEFLSIS 
SYCNFM 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21481 


51849 


B 


21609 


1 


1920 




21482 


51850 


A 


21610 


1 


1727 


LPRVLGHSGHRGGLSSRRSQGL 

VSRFRLRALCGAGSDMWRLPG 

LLGRALP\RTLGP\SLWRVTPKS 

SSPDGPQTTSST\LLVPVPNLDR 

SGPHGPGTSGGPRSHGWKDAF 

QWMSSRVSPNTLW\DAISWGTL 

AVLALQLGR\HIHFQAFLAAGP\ 

KRVE\HCS\WHSPL\DRFFSSP\L 

WHPCSSLRQHILPSPDGPAPRHT 

GLK/ENPRLGKEYEASAQPRNFS 

HNSLRGARP\QDPSEEG\PGDFG 

FLHASSSIESEAKPAQPQPTGEK 

EQDKSKTLSLEEAVTSIQQLFQL 

SVS1AFNFLGNQMDPAPRQEGT 

EN MKSGDHTA AFS YFQKA A AR 

GYS1CAQYNAGLCHEHGRGTPR 

DISK/SV*KAGLYYQLAASQGH 

SLAQYRYARCLLRDPASSWNPE 

RQRAVSLLKQAADSGLREAQA 

FLGVLFTKEPY\LDEQRAVKYL 

WLAANNGDSQSRYHLGICYEK 

GLG VQRN LGEALRCYQQSAAL 

GNEAAQERLRALFSMGAVASPG 

APTNLTVTGLKSFSSPSLCSLNT 

LLAGTSR\LPH\ASSTGNLGLLC 

RSGHLGASLEASSRAIPPHPYP\ 

LEKNWVRLGFG 


21483 


51851 


A 


21611 


1104 


1680 


LATPDVRYCYLSTYTSLPNPAR 
RFFLFSLCCKFSHSH\KTATVKK 
YNKSEYPWDLVK A HLQGAFTS 
NITFDISELQNKILDLNRHTQEF 
QPSLEDWTEFQEGLESLNPWTY 
LKYHSNILYVVLGVMLFCLCLL 
FIVCKIGWTANRRMRAAQPGL 
TFFQLIHKQGDMQGAEGPWDV 
TNSAFHWRLYDQTANCLS 


21484 


51852 


A 


21612 


364 


824 


LCIILFKQLSTWRTGCAQPTKR 
GYTELQTEGPMLKSMFLWLGE 
QVQILQL\HSNCIVILTTLV/FCV 
TN LE* FI VCKIG WTANQKMGA 
AKPGLTFFLLICK\QKGDM*GA 
KGPWDVINSAFH*RM 


21485 


51853 


C 


21613 


196 


504 




21486 


51854 


A 


21614 


3 


142 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21487 


51855 


A 


21615 


1178 


2285 


IVWLMTTGGQCRY*LSALIKL* 
DR/WFQRLCIHVIQRLRPVHAH 
L YLQPGM EDGNS FRQ MFRSTR 
SLH1PTRDLPLSPDTTVVLHQVY 
NVLLGLLSRAKLYVDAAVHGT 
TKLVPYFSFMTYCLISKTEKLM 
FSTYFMDLWNLFQPKLSEPAIA 
TNFTNKQALLSFWYNVCADCPE 
NIRLIVQNPVVTKNIAFNYILAD 
HDDQDVVLFNRGMLPAYYGIL 
RLCCEQSPAFTRQLASHQNIQW 
AFKNLTPHASQYPGAVEELFNL 
MQLFIAQRPDMREEELEDI K.QF 
K.KTT1SCYLRCLDGRSCWTTLIS 
AFR1LLESDEDRLLVVFNRGLIL 
MTEGKD\TFMIVCC*TTSFLIISS 
SIYYAELQSTVKNLLKH 


21488 


51856 


A 


21616 


1 


436 




21489 


51857 


A 


21617 


369 


508 




21490 


51858 


A 


21618 


2150 


3120 


DLRALALLLSVHTPKQLNPALI 

PTLQELLSKCRTCLQQRNSLQE 

QE A KERKTKAL AL WTTI ITFRV 

GGGSNTLGVTGLRVVCSAEPPK 

YKC*KQN*LPTSPPNVILMTFRE 

VSLLACVFTDDEGATPIKRRRV 

SSDEEHTVDSC1SDMKTETREV 

LTPTSTSDNETRDSS1IDPGTEQ 

DLPSPENSSVKEYRMEVPSSFSE 

DMSN1RSQHAEEQSNNGRYDD 

CKEFKDLH\CSKDSTLA\EEESE\ 

FPSTSISAVLSDLADLRSCDGQA 

LPSQDPEVALSLSCGHSRGLFS 

HMQQHD1LDTLCRTIEST1HVVT 

R1SGKGNQAAS 


21491 


51859 


A 


21619 


2 


4049 


EEENGREYKFDVSSELLEWIWH 
DN MQFLQDKNI FEHT YFGFM W 
QLCSCIPSTLPDPKAVSLMTAK 
LSTSFVLETFIHSKEKPTMLQWI 
ELLTKQFNNSQAACEWFLDRM 
ADDDWWPMQILIK\CPNQ1VRQ 
MFQRLCIHVIQRLRPVHAHLYL 
QPGMEDGSDDMDTSVEDIGGR 
SCVTRFVRTLLLIMEHGVKPHS 
KHLTEYFAFLYEFAKMGEEESQ 
FLLSLQAISTMVHFYMGTKGPE 
NPQVEVLSEEEGEEE 


21492 


51860 


A 


21620 


58 


219 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21493 


51861 


A 


21621 


195 


1187 


RVPRTWLLPSFCASRSRENEGL 

SEFGASQTVTPSPASSVQAWEA 

MEPEFLYDLLQLPKGVEPPAEE 

ELSKGVCKKYLPPTSRKDPKFE 

ELQKVQQEW1NATLLPEHIVVR 

SLEEDMFDGLILHHLFRKWAAL 

KLE AED I ALTATSQKHKLTV VL 

EAVNRS\CSWRSGRPSGA/WEST 

WNKDLLSTLHLLVALAKRFQP 

DLSLP/rVHTNVQVEVITIEVAA 

NFVNQKLDRLGLSVQNLDTQV 

GTGVILLLL1GQLEGFFLHLKEF 

YLTPNSPAEMVSFVTLALELL/I 

GRGPAQLPC/LALKVSAT/MDA 

KSTLRVLYGLFCKHTQKAHRD 

RTPHGAPN 


21494 


51862 


A 


21622 


96 


1350 


A AGLLPPG LVPEDPRRTRNLLP 

FGIQGPPFALSRPLFSCVESGWA 

WEAMEPEFLYDLLQLPKGVEPP 

AEEELSKGGKKK.YLPPTSRKDP 

KFEELQKPAWLMEWINATLLP 

EH1VVRSLEEDMFDGLILHHLF 

QRLAALKLEAED1ALTAT\NQK 

HKLHSWCWRP*TGVCSWRSGR 

PSGA/WESIFNKDLLSTLHLLEA 

LAKRFQPDLSLPTNVQVEVITIE 

STKSGLKSEKLEEQLTEYSTDK 

DEPPKDVFDELFKLAPEKALNA 

VKEAIVNFVNQKLDRLGLSVQ 

NLDTQFADGV1LLLLIGQLEGFF 

LHLKEFYLTPNSPAEMLHNVTL 

ALELL/IGRGPAQLPC/LALK/TI 

VNKDAKSTLRVLYGLFCKHTH 

KAHRDRTPPWSPELTLTASKAQ 

SLPVSPAGGPEAAGCPPTVPLFP 


21495 


51863 


A 


21623 


1 


87 




21496 


51864 


A 


21624 


45 


277 




21497 


51865 


A 


21625 


171 


511 


GKFRYSPALHSWATRLRTSTAA 
GHCCMNSSQNKLSSKSWAMTR 
HALNVKRFTIFQSHQCSLSKKV 
NLSLFQQGAERLPSQELTHLLL 
QEVRCE*RDFPPEEATWTGLPV 
LPSQ 


21498 


51866 


A 


21626 


276 


387 




21499 


51867 


A 


21627 


1 


218 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21500 


51868 


A 


21628 


139 


9009 


ESSEDVSGGLPFLVDLGFRSVC 
VSLFHVKNPVQWDQKLPKKKK 
PVRSYCGSKLLQREVIQPDVME 
EMVVSCVIKHLNLVDALQSLIN 
FQYQEEHAEEYDLLCKIMGETF 
KKLNAMERQLQNKMKELELLC 
SMKEVSFDGNDLENMVLSLRE 
KFLQEVNSLIQKPSHPLAKTKT 
LVKSLMNRAELLLHVTIAAQSG 
LTRSISGTPAETPACKSASETKV 
1SHAVRQPVFLRSMSAPSDLEMI 
GNEDLEFTRANQRR 


21501 


51869 


A 


21629 


1697 


2056 




21502 


51870 


A 


21630 


237 


1545 


K PEN KK S RTG RNRTKSTPG Y RA 

/RPAAATARISARSTK*WKNSL 

AGRWARH1CWTLWALIPRITLR 

/HVMAAGFPQRMQKDYRDAID 

ALCDANRFGQKKRLGFWRYKE 

DSKGVGLCSYLLIGFYYTDPKN 

GAAAMKAFVVTRVGDVFLAFA 

LFILYNELGTLNFREMVELAPA 

HFADGNNMLMWATLMLLGGA 

VGKSAQLPLQTWLADAMAGPT 

PVSAL1HAATMVTAGVYLIART 

HGLFLMTPEVLHLVGIVGAVTL 

LLAG FA ALVQTD1KRVL AYST 

MSQ1WLRCSSRLACRHGCGGSL 

ECLQHEGIPYSRMGRPHTTSAL 

RRFTSEFGMGSACFTLGYFFMY 

KQ A V 1 L LLML FT A SVSAACTLP1 

AIDHGTPGPAELLTVALRYNLS 

SYDAAYLELALRLEIPIAKGSPN 

F AFRRA ATGN EGIKMH FLRNK 

G1LW1 


21503 


51871 


B 


21631 


1 


1440 




21504 


51872 


A 


21632 


525 


716 


PKTPAGPVEPMHQVPSSKRVPT 
RDKRTRGDSTRHSGQSKPTKRY 
NHAYEI* PRIKWFIPDAGC 


21505 


51873 


A 


21633 


8 


136 




21506 


51874 


A 


21634 


1476 


1611 


GCDPAPGLPAPPHT/QP/DH*NQ 
RQIGIG*FLTGTVPATHLRQRLA 
AA 


21507 


51875 


A 


21635 


461 


827 


A ALQMRDTSDPADCG EQSVCG 
YSEPVPEYACFHRIQDLHDTET 
AACFSHAGSGRTHV*SQSEHAA 
GSVLWSYRYRC*TGTAGYTDR 
FSQQRCHVRRGISPRCWPEYQS 
RSWCRLFPSPESAG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21508 


51876 


A 


21636 




3735 


MAEAS VFQTVDP WRPGFATI PD 
FLKERYDKTTRIIIDFCFLIATGV 
CFLPIVLYSGALALNSLFHVGES 
LQISHGAAIWLLVILLGLAGILY 
AVIGGLRAMAVADS1NGIGLVI 
G GLM V P VFGLI AMG KG SFMQG 
IEQLTTVHAEKLNS1GGPTDPLP 
IGAAFTGLILVNTFYWCTNQGI 
VQRTLASKSLAEGQKGALLTA 
VLKMLDPLGLKPDLLAYNTAL 
RALIPQRLIAFDDAVRSTLKEEE 
KLVNSSDWGY 


21509 


51877 


A 


21637 


840 


1064 


WSVENYIIRRGYGGH1PLPAASP 
AVAAQWCDAGR*VPPAARRW 
HRHQVYLTYL1TLDRGLSRARF 
CIPSAHCSAY 


21510 


51878 


A 


21638 


979 


1409 


RLVVDIFHDNRHAFPRRLVSDA 
AAHNACTQHRGLFRGFNVFGE 
FLRFAFYILIVKENADQCAGFV 
GMRQRDKTFVFQV*GFFTTKT 
GRSFNGFYCGDGGRIMF/LPLFV 
RPSL*RW*SSWWLQSCSVLVVP 
ASADVLLSSRGRR 


21511 


51879 


A 


21639 


903 


1397 


LPTLPMMVCCTTPTSSRKHWM 
*NPSTLT/HAWVPYTNFSPIYEG 
KCGMSGARVEGKVIYETQSTH 
KLLAAFSQASMIHVKGDVNEE 
TFNEAYMMHTAASPHYGIVAS 
TETAAAMMKGNAGKRLINGSI 
ERA1KFRKEIKRLRTESDGWFF 
DNAAGYIDT1TLGGPS 


21512 


51880 


B 


21640 


1 


5305 




21513 


51881 


A 


21641 


129 


723 


LITARGQVADRNLRDLLAPWV 
PDAPSRALPEMTLDSRVAAAV 
DLFVARIGHQADGRRY1PQAIA 
QGVAAIIAEAKDEATDGEIREM 
HGVPDIYLSQLNELLSALAGRC 
YHEPSDNLRLVGVTGTNGKTT 
TTQLLAQWSQLLGEISAVMGT 
VGNGLLGKKKEKAAIQYNTLC 
KSCTLTHPKPHNESDH/IRCRC* 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21514 


51882 


A 


21642 


1 


2230 


MMRTSGGTRDNESSSDDERER 

ENRLSDEKSNEYANLVGGERY 

EPDEENPMLGFRGAGRYVSDSF 

LRLCSSLEI VKARETVALIQG LK 

H\DLLADDTALRALIPQRADRFP 

MNAVRSTLKEEEKLVNSSDWG 

YMDAQAFARWRPEYGYFAKQA 

GFTVKTSASLAALWQVVNQ1G 

GKERYFFGN1LWQTRALMDRAI 

GHKLAKGRPEREYLQTGDAVD 

SWKVIVVEPEKQLTLLFGMKAP 

GLGRLCFSLEDK.GDYRTIDVRA 

FWHPHGNRAEREK.PRFQPYSRR 

KSF1GQNMLLPMSIMPPVFRRVI 

CPLGVARLGKFRDPVYLVCVFT 

RQIFRYYTSGDEFLQINTTGGED 

1DDIDD1KLFVYEESYGISKESH 

WRE AIN A KAMG AMTLN WQEK 

RWQRFFNSEEPGNIEPVYMLEK 

VENQNHAKWEVHNFTMGYQR 

QVTEDTYEYLLLNVVGVPVPD 

NIHPMTKDEAGVWSWRTPILK. 

GNLYEYFFNVDGVRSIDTGTA 

MTNPQRQVNSSM1LVPGSYLDT 

RSVAHGDLIAITYHSNALQSER 

QMYVWTPPGYTGMGEPLPVLY 

FYHGFGDTGRSAIDQGRJPQIM 

DNLLAEGKIKPMLVV1PDTETD 

AKGIIPEDFVPQERRKVFYPLNA 

KAADRELMNDI1PL1SKRFNVR 

KDADGRALAGLSQGGYQALVS 

G MNH LESFG WL ATFSG VTTTT 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21515 


51883 


A 


21643 


1 


1549 


MDASGHHVRGFASGMGCCRV 
RRTMKRETGGGRLAGFRLVGT 
LGQHLGAHRSASKGHQILAAA 
RHVDRLAKALQLA\NVSCHEVD 
LSWPDNLPALLQD1DTVYFLVH 
SMGEGGDFIAQEVRQVALNVRD 
ALREVPVKQLIFLSSLQAPPHEQ 
SDHLRARQATQVEIRSEGNVPW 
TELRAEIIVGAGSVAAL\EVM\RD 
MVYNLPVLTPPRWVRSRTTPIA 
LENFLHYLVALLDHPASEHRJF 
EA\AGPEVFSYQQQFEHFMAVS 
GKR\RWFDPPSPLPT\RWISVWF 
LNV1TSVPPTTARALI\QGLKHD 
LLADDTALRALIPQRLIAFDDA 
VRSTLKEEEKLVNSSDWGYDA 
QAFARWRPEYGYFAKQAGFTV 
KTSASLAALWQVVNQIGGKER 
YFFGN1LWQTRALMDRA1GHK 
LAKGRPEREYLQTGDAVDSWK 
M1VVEPEQQRTL\LFGMQAPGL 
GRL/CCFSLEDKGDY\RTID\VRA 
FWHPHGMPG/L*F*WLLM1PAH 
LFIFRGMAKQIARLAVPSTDLID 


21516 


51884 


A 


21644 


201 


363 


SLRGSRTAASPCWAVPVHVPG 
HGAGEPAHHPGHQP*LPPPHPH 
VLLPLQPVLA 


21517 


51885 


A 


21645 


3 


440 


PFSLPFSLGLTASLFMNTWLAIS 
SNCDGFIPASPACFCSFLLMSSA 
L*RTKAM*IMC*FSGLSGSKGV 
YIR*ASHSLS*NCAGLSSFP*MT 
SESLLTFVAF*APLINPSKRASLS 
RFSLCISSLSCGSNWGSVPGNW 
VLPYSWGF 


21518 


51886 


A 


21646 


359 


543 


VVTPDSGSSH*KANSFCLSGAN 
LMLKKASFRSKQVNQLSSAGS 
NPSNM YGLGTVGCKVTV A 


21519 


51887 


A 


21647 


2 


582 




21520 


51888 


A 


21648 


3 


574 




21521 


51889 


A 


21649 


1 


195 


LCVFFVLVSFFLSPLDSQLAVV 
C*FDGTGIGMYLTSAVSPPPRN 
GVVASVMYAVVTPMLNLFICS 


21522 


51890 


A 


21650 


2 


457 




21523 


51891 


A 


21651 


21 


545 


PPCTSLRPLHAFSGKMTHLNRG 
TL S LLD S QLHN LIALQMTCFKD 
VEIPNFFWEPSVTPSHRNINMYF 
PAAVFGFLPISGTLFSYCKIVSSI 
LRVSSSGGKYK/AFTTCGSHLS 
VVC*FYGTGVGGYLGSDVSSSP 
RKRAVASVMYTVVTPMLNPFI 
YSL RNRDMKS VL RRPHSS AV 



2761 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21524 


51892 


A 


21652 


899 


1039 


LWTSSLTAESSPMRAA*LR£TSI 
VSAASRAFSAALSSSALRAFSA 
C 


21525 


51893 


A 


21653 


804 


1390 


QGTIILKVLRHLRWTWIPSRASL 
RTGYCFCLTGWTPGLTSISTGA 
W LT AN PG G LS S AHTLGHRL A R 
AGLISWPGSVK.KSLHSSSRGSIR 
V1MTPVPGNFSSKEPCSVKE1VA 
LSLLSKSLPNKGKGQSGMYKN* 
♦ITLCPPIVQVWGKQKACFAET 
PMAPMMSIVFLDKGATEAVTT 
ECSALVSTRK.SMSLPPTV ! 


21526 


51894 


A 


21654 


84 


730 


HLSDSKSQVRYQPSADLSFLLG 

HYNPQSSRRVLSVLDSQLHNLI 

ALQVTCFKDVE1PNFFCDPSQLP 

HLACCDTFTNK1IMYFPAAIFGF 

LPISGTLFSYSRIVSSILRVSSSG 

GKYKAFSTCGSHLSVVC*VYGT 

GVGGYLSSDDVSSSPRKAAVAS 

VMYTVITSMLNPFIYSLRNRD1K 

GVLRQPHGSTVQFQYLLICSIPF 

VVWVKKGSKVK 


21527 


51895 


A 


21655 


1049 


1979 




21528 


51896 


A 


21656 


2244 


2901 


LRCLSLPFLEAWKRDMLLSVM 
A\YDRFVA1CHPLYHSAIMMLCS 
VG FL VLLSFFFFVLSLSDSQLHN 
L1ALQMTCFKDVE1PNFFWEPS 
QLSHLACCDTFTINI1MYFPTA1F 
GFLPISGTLFSYYK.1VSSILRVSS 
SGGKYKAFSTCGSHLSVVC*FY 
GRGVGGYLSSDVSSSPRKGAV 
AAVMYTVVTSMLNPFIYRLGN 
RDIKSVLRRPTEHCLISKK 


21529 


51897 


A 


21657 


1 


2850 
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SEQID 

NO: 


SEQID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21530 


51898 


A 


21658 




1703 


KKMALTSFLPAPTQLSQDQL\E 

AEEKARSQRSRQPSLVSSRREPP 

PYGY\RKAW1PRLLEDF*DRGA 

FPEIHVAQYP\LDMGRKrCKMSN 

ALAIQVDSEGK.IKYDAIARQGQ 

SKDKV1YSKYTDLVPKEVMNA\ 

DDP\DWQRP\DEEAIIEITEKA\R 

VAL\EKSVSQKVA\AAMPVRAA 

*QIGPLLQ YIPIHTI SGKGVAIQT 

SWS*TRRVIR\MVEMQ\KDPM\E 

PP\RFKINKKIPRGP\PSPPAPVM 

HSPSRKMTVKEQQEW\KIPPCIS 

* LGKMAKGY\TIPL\DKRL A AD 

GEEGLQDSYTLNGKFSAKLAE 

ALYIADRKAREAVEMRAQVER 

KMAQKEKEKHEEKLREMAQK 

ARERRAGIKTHVEKVKYFSTVH 

TEDGEARERDEIRHDRRKERQH 

DRNLSRAAPDKRSKLQRNENR 

DISEVIALGVPNPRTSNEVQYD 

QRLFNQSKGMDSGFAGGEDEI 

YNVYDQ\AL1GGKYMAQS1YRP 

SKN\LDKDM YGDD\LEARI K.TN 

RFVPDKGVFLVQTRRQRGREGP 

\VQFEEDPF\GLDKF\LEESPTAM 

GGS\KRPSG*PAAPREHGAWKA 

RKRRKE 


21531 


51899 


A 


21659 


2 


1588 


CLRRALPGSIESAPTAPPPPPSGE 

GSQAY1SRLPATLIVL1LERRQL 

LGVWRRARCCSLINLAHRRHC 

GMPTRESPCAILARRYEGRRSPS 

TVAQPPPPPPPIELAPSTSETPIQ 

ATRGAHPAQPSS/VPPA/PARPPE 

RPPVPEQGPSGTHPDPTP/PGPT 

NAPQRPSAP\PNTTN*PTRHMH 

QLPDAA*TPYPAYGSDYL*AR* 

DATASHQASCTN/SPDAA*TPYP 

AYAKIERA*ENPVPSAIKIIGRSS 

SSGRQASPWGMA/SPHWRSWR 

MGPNGSGKRPRRAAERISCCRN 

AQGRTHSQKAYIQQQPQCCVN 

VHLQPPD/PTPAQ/PSQTLSPPDS 

/PAPPLPAYPS/TQHPTAPPPTSSP 

MSS/RIVKPHPQHCGARPGQGK 

ERDETERKDAKERNRRTATPTT 

RHTDRLPRTAHGPPPP\PPPPPPP 

PPPPPPPRDSPRRPRRREKPEQQ 

KEGGQTGRTQRKETARRGEER 

ETGRKKTRGAPPPRPAAARRPH 

ETAETKRRPPARQHRPPRRRPS 

DGTERTRHQLGFIMLGLLSWN 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQID NO: 
in 1JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21532 


51900 


A 


21660 


2 


192 


RVDICSTNYCWWLYPMTSGPSF 
SYV*GP*EEDVRE*MCGRDGL* 
YLSIGVVCGFICQHHNRAQ 


21533 


51901 


A 


21661 


783 


2119 


GSEMPVTVMLTLGEPGHFMSS 
LGNCWCGVEDEAAPSKQSIYIQ 
RETQVRTPMAGVSPKKAHPCE 
MCGPILGD1LHVADHQGTHHK 
QKLHRCEAWVNILYDSGNFHR 
RQNEHIGEKPYRGSVEEALFAN 
RCKLHVSG\SHLSSVRV/EKDFL 
LRSGLLQQEATHTGKSNSKTEC 
VSLFHGGKSHYSCGGCMKHFS 
TKDILSQHERLLPTEEHFVWCE 
CGKSSSKYDSFSNHQGVHTREK 
PYTCG1CGKLFSSKSHLLVHQRI 
HTGEKPYECEVCQKFFRHKYH 
LIAHQRVHTGERPYECSDCGKS 
FTHSSTFRVHKRVHTGQKPYEC 
SECGKSFAESSSLTKHRRVHTG 
EKPYGCSECEKKFRQISSLRHH 
QRVH/T/NERAYECSESSLIKYW 
RIHT*VRSCDCSKCGK/CFTQRS 
ALLGYWRVHTR\KSPYK*NKFG 
QFCSHTSVFLQDYS 


21534 


51902 


A 


21662 


84 


437 


KMTSTQPVK.FSLFASHSVPCGQ 

SFPGRRAFAPAMPRRR1PSSDHL 

PEPGQSHQH VN RQRWACRELI 

AAFLPSSYRL*LVETGGE1GQRN 

RASCHSPFPAGSSPGIFQTE1GKP 

CLLP 


21535 


51903 


A 


21663 


69 


446 




21536 


51904 


A 


21664 


880 


1365 




21537 


51905 


A 


21665 


1705 


2196 


RQNQREGDDDTEDQPPRPGTQ 
MTELFFLIQMLCFMANALRQL 
VHPL/MGNVHEYFADLK.MPAC 
AVSAFLCAMHRSITSMFE*DNG 
PGPADADAR\LDMRIQVFMFCA 
NTLPARVLQRNKNPGQDHPET 
AERRAESQRIIEKGLKCIQGKGI 
VNSISMKEGVDAF1H 


21538 


51906 


A 


21666 


1 


1147 




21539 


51907 


A 


21667 


254 


557 


AADEIGGIAVETVTEDAHLLCG 
CTVVA1PPRICVSAGGGAGDRK 
SSVRFHQNLAQVHITRGV/VWT 
MTNSHIITCCATAFGTTTSPSPT 
ESTGVPCGRRNQH 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


21540 


51908 


A 


21668 


557 


1031 


SSRNASGAVRK1SRGMPDKKW 
NM ALT* HSR* ANFSPLPVSGLS 
RRKICTIPRAQR]R*P1CADRLSV 
ASPAACGIVAYTRRYSHDGATA 
EKYAHLQSRFRQQCRQFHPAA 
YDESPHRNRRRKWRPTYRCHP 
APDHRTACLRSAFYGNAPGCV 
QTERSW 


21541 


51909 


A 


21669 


572 


825 


QAR1STSFFRESLPSRHPVPRYR 
PLEAFWTPCTRGYYRFFFSPAR 
ENAEYRTLVKHWAKFLLVRASF 
PGASTLCCKSPGRTISV 


21542 


51910 


A 


21670 


303 


899 


EDNYSGSSLYCFDDVASVQMP 
GSNGNCRR*CAGKTSG/TWRNS 
LVRQWLLTAQKKTLLHAVSNL 
PKTWAQILFSKQRVLRSPLNRH 
L1W*CAAVKL*LLVLYPAIRQSI 
SSKS1AKSLSRRYFRYLPIGDSM* 
NRW*R1FTIIGMYIGTAL*SDGAI 
VVCRLCENLPGSFHQRHQRCD 
AASLAGGSEPIAFSRAGRTPGP 


2 1 543 


5191 1 


A 


21671 


1 


1320 




21544 


51912 


A 


21672 


99 


761 


IDNAPPDQTTVHAFAANSENHS 
PPQLPYETPDDADPTHQAFSRW 
RHRPQAYSADALLRERLPPTHR 
HRGQSPDSLTSLPYWRGRRKY 
RAAPALT* TPPDTLFDSPP* PA V 
PPPVAKELPVTAQRQVHNAMS 
ANSFVIFHPVKIRNNIVLQPA1AI 
QRRNGHGVTRCAAALHSRHGS 
LSVARHRVHLPVCRQADDKPA 
PAPLRPARYCLCPNQSAAVRYL 
R 


21545 


51913 


A 


21673 


62 


680 


SSRNASGAVRK1SRGMPDKKW 

NMALT*HSR* ANFSPLPVSGLS 

RRKICTIPRAQRJR*PICADRLSV 

ASPAACGI\AYTRRYSHDGATA 

EKYAHLQSRFRQQCRQFHPAA 

YDESPHRNRRRKWRPTYRCHP 

APDHRTACLRSAFYGNAPGCV 

QTGPVRRSGAASASSPAVFLSG 

TSPWSFARTIALVRGRSRKSTRT 

RLWHISAHC 


21546 


51914 


A 


21674 


411 


481 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21547 


51915 


A 


21675 


402 


915 


RLASKJLFTTVTPRGGVGELQAT 
TRNAAVAGIKRKRSNRGRPAEE 
PELTADRGQGENE1TEAATAAK 
ARRTMRPKTGNQNPDKHRTRG 
LQICHTFNANGNRARCSAANA 
MAATISGLSSGLSGTGWQETIR 
PPLAAIF*SSCASND1HLPKSFLA 
LPNGTAPLNGLPS1AS 


21548 


51916 


A 


21676 


1416 


1832 


GSAPRQRHLAGRRPVTTRPKHV 
SHHGPQENSAHRLSHVDNESTC 
IVCGTLRLQHSARYFPPSLPETL 
FLAPVNHSV/EYNWQAAVPK*I 
Y*HQTFPGRDCQHLLFHFVRKF 
GVRESI/AQVVAVRAATSAWRY 
SRSSAITL 


21549 


51917 


A 


21677 


97 


300 




21550 


51918 


A 


21678 


756 


1179 


RRRLPSPYCRAAAGSSPSYECF 

AHQRSVASSRGHTGTRQFYRE 

HWFLRC1RRLSGTRLLAYHRCF 

QPHLACSGKRAVSASSTRSADV 

AAWYRV/CAKPFSSSS*VQEDL 

SYLRFSAS*P*TV1L*PACRKPCR 

KRRGQRRWR 


21551 


51919 


A 


21679 




1279 




21552 


51920 


A 


21680 




2448 




21553 


51921 


A 


21681 


317 


1985 


PNTPLTSKLPLLTHPLTLLTPSA 

SG WQKTTKLSC VF/PETEK YA H 

ERLAHHVAQGANQYAPMTGV 

QALREAIAQKTERLYGYQPDA 

DSDITVTAGATEALYAAITALV 

RNGDEV1CFDPSYDSYAPAIALS 

GGIVKRMALQPPHFRVDWQEF 

AALLSERTRLVILNTPHNPSATV 

WQQADFAALWQAIAGHEIFVIS 

DEVYEHINFSQQGHASVLAHPQ 

LRERAVAVSSFGKT\YHMTGW 

KVGYCVAPAPISAEIRKVHQYL 

TFSVNTPAQLALADMLRAEPEH 

YLALPDFYRQKRDILVNALNES 

RLEILPCEGTYFLLVDYSALSTL 

DDVEFC* SLTQEHG VAAIPLS VF 

CADPFPHKLIRLIQTAAINLLVN 

H ERRAN A V IN VDH AEIPFLRIIL 

PFLRQRQHHAVIIDHHPNAELL 

FQQIFHLHRRCPRRFRHGLRHA 

GHR1NLTVDFQRQVDGMVRPQ 

FTVAMPAIFRFRTAAPSASVHQ 

SG VRLPYQFMALI ASDN FCCW 

VHGGYITLAVNGNDAIGSVFNN 

QIVKCPRFTQCLGEVINTLTDLP 

HFTGQLW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21554 


51922 


B 


21682 


160 


312 




21555 


51923 


A 


21683 


80 


452 




21556 


51924 


A 


21684 


158 


1980 


REDTAHLPAVGFLPQNPFRAIR 

ASGEMLLPLLLLLPMCWAVEV 

KRPRCV\SLTNHHFYR\ESKPFT\ 

CLDGSATIPFDQGQRLTYCDCK 

\DGS*RSQATAA\CP\NGQAFH\C 

HQTLGL * SPL* * SPS KPG SNDG V 

CDCCDGTDE\YN\SGVI\CENTC 

KEEGPVRRRESLQQMA\EVTRE 

G\FRLEEDPLFEGLGKKAREEK 

QKKLUELQAGKAKSLEDQWEM 

LRTVKEEAEKPEREAKEQHQK 

LWE\EQLAGFQGPNREQDARA 

ADAFKELDDDMDGTVSVTELQ 

THPELDTDGDGALSEAEAQALL 

SGDTQTDATSFWDRVWAAIRD 

KYRSEALPT\DLPAPSAPDLTEP 

KEEQPPVPSSPTEEEEEEEEEEE 

EEAEEEEEEEDSEVQGEQPKEA 

PPPL\SPPQPASPA\EEDKMPPYD 

EQTQA\FIDAAQEARNKFEEAE 

RSLKDMEESIRNVLEQEISFDFGP 

NGDV/FAYLYSQ/CARDLTTNE 

YV/YTRLCPFQVLFFAGNPNSG 

VFPTSLGHLGASW/VLGPDHGQ 

VSVAMKF*ARHGACWQGPNPL 

QHP*RFWFGKET\MVTKHPQ*P 

SRCEYLHGS**TPAA\CPEPPAL 

KQPQPKD\DHDEVLSWMGARE 










59 


359 


LLRIGNDWCIPKGITPTTHIIKLP 
IGEIRQPNATLDLSQSVDNEYY 
CLLLAKELGLNVPDAEIIKAGN/ 
GARVSGRTF*QALEC*ANGFTS 
LATGGYVSDI 


21558 


51926 


A 


21686 


1 


213 


MSIAVTTTDPTNTGVSTTSSSSL 

TGSNAADLQSSFLTLLVAQLKN 

QDPTNPM ENNELTSQLAQISTV 

SGIEKLNTTLGSISGQIDNSQSL 

Q A SNLIGHGVMIPG TT VL A GTG 

SEEG A VTTTTPFG V ELQQ A ADK 

VTATITDKNG AVVRTI DIGELT 

AGVHSFTWDGTLTDGSTAPNG 

SYNVAISASNGGTQLVAQPLQF 

ALVQGVIRGNSDITTFGVNMKL 

AHLGRQALMGVMAVALVAGM 

SVK.SFADEGLLNKVKERGTLLV 

GLEGTYPPFSFQGDDGKLTGFE 

VEFAQQ*FAHGQQRRRFTKQFS 

DFAGGAAEKPGPDQSNGKQRA 

DVAIGTNQHGQRD 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21559 


51927 


A 


21687 


1 


2339 


MSGGQTEKQAQLIRDFQPDMI 

MVTPSYCLN LIEELERQLGGDA 

SGCSLRVGVFGAEPWTQAMRK 

E1ERRLGITALD1YGLSEVMGPG 

V A M EC L ETTDG PTI WEDHFYPE 

IVNPHDGTPLADGEHGELLFTT 

LTKEALPV1RYRTRDLTRLLPGT 

ARTMRRMDRISGRSDDMLVLR 

RRHLCRPSACQLCRPPSLPATD 

RVLELFAQSGAQWLVILGDVL 

NHG PRN ALPEG Y AP AK V A ERL 

NEVAHK.VIAVRGNCDSEVDQM 

LLHFP1TAPWQQVLLEKQRLFL 

THGHLFGPENLPALNQNDVLV 

YGHTHLPVAEQRGEIFHFNPGS 

VSIPKGGNPASYGMLDNDVLS 

VIALNDQSIIAQVAINPAPEKEG 

FLIMEQRRLASTEWVDIVNEEN 

EV1AQASREQMRAQCLRHRAT 

YIVVHDGMGKILVQRRTETKDF 

LPG1CATSKVRKLLCKSAALLP 

VSELLLVLLTPVFVGSAVIGKL 

GAFAIHIDG1TVKRRLVRNTVL 

QFCGRSRQPLEYVSAGDTGPVL 

RALKRMMAMRHYMRSQTVKG 

VTDTRA 1 DEVALSV AQ VEEMY 

RYLAIANYEDRFV1PTSHREMA 

G DAFAERNGCGFTFGDGCHG S 

DSKFNLFNSSR1DA1N1TE1LKVI 

GLLMEYPDELLWECKEDALALI 

RRDA PMLTDFTHNLLN A PLLD 

KQAEWCEVFDRGRTTSLLLFEH 


21560 


51928 


A 


21688 


391 


631 




21561 


51929 


A 


21689 


2779 


3348 


LMQLHNGLPVAGLRQFCQQLV 
IQRLYFFTTATAHQCTRHMCHR 
HRSLLTAHRQMALCFQYVDDL 
HHAFADVLINNACYPLLMGEQ 
GVFIYNGTQQLLHWVIIDSRQD 
HGFGGL*KSRIVCERRRL*SQH 
GQFVFRHHVPDHRID1AFNNAL 
*TLV1REISSVPASVGVGIDFPGG 
AATWAGPVVIKPGQS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21562 


51930 


A 


21690 


1 


1239 


MPNVDVVGEMVNTMSASRSY 

QANVEVLNTEKAMSIAVTTTDP 

TNTGVSTTSSSSLTGEQRRRFTK 

QFSDFAGGAAEKPRPDQSNGK 

QRADVA1GTNQHDAARILRKG 

TMTTLLNPYFGEFGGMYVPQIL 

MPALRQLEEAFVSAQKDPEFQ 

AQFNDLLKNYAGRPTALTKCQ 

NITAGTNTTLYLKREDLLHGGA 

HKTNQVLGQALLAKRMGKTE1I 

AETGAGQHGVASALASALLGL 

KCRIYMGAKDVERQSPNVFRM 

RLMGAEVIPVHSGSATLKDAC 

N E ALRD WSG S YETAH Y MLGTA 

AGPHPYPTIVREFQRMIGEETK 

AQ1 LEREGRLPDAVI AC VGGGS 

NA1GMFADFINETN/VSVGPQH 

AYLNSSVRAD*VSITDDEDLQA 

FKTLTASYKTTPAAAKTSLHVP 


21563 


51931 


A 


21691 


32 


1778 


WDARVFSHSGWVLYL1RQYCS1 

SAVSSCGSTTGSACSATSWATA 

TSDSVTHLRLFSYRGSDHFRMR 

RFNHFRLRFGNLNGGFYDTGHF 

FNNWRANNRFDSGGDRDLSHH 

RLHMYFFLFALLFNLYILRTYN 

WIADPDFARGQFRRRARYGQR 

HWRLGWITLVTIATTTLTTYAQ 

VTRRAARTTRHATVVTV1S1VL 

FLLFWCSLRYDWHYCIL1LRSTP 

SVLSQYPVGNELRRRRLVHLHL 

LCTYSDDDSRDPRYRQESRTRN 

GVVPVIVNIDVHRFGQTGDQH 

GAMIIPVIFLLNVAMHERASGHI 

PNGNRT YY LSRSQPP VF ALM VE 

LFEEDGVAVARYLDHLKMEYA 

FWMDGAESL1PNQAYRHVVRM 

PDGSLLH\RYWCDCHTSCD*SW 

LEDVETAKHSGRPPNEVYRDLR 

AGAASGWDYSSRWLRDTGRLA 

SIRTTQFIPIDLNAFLFKLESAIA 

NISALKGEKETEALFRQKASAR 

PMREYETGEQWDKPNGWAPL 

QWMAIQGFKMYGDDLLGDEIA 

RSWLKTVNQFYLEQHKLIEKY 

HIADGVPREGGGGEYPLVQDGF 

GWTNGVVRRLIGLYGEP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21564 


51932 


A 


21692 


1 


2514 


M KTLIARHKAGEHIGICSVCS A 
HPLVIEAALAFDRNSTRKVLIEA 
TSNQVNQFGGYTGMTPADFRE 
FVFTIADKVGFARERIILGGDHL 
GPNCWQQENADAAMEKSVEL 
AVVIDLWSRAVIGWSMSPRMT 
AQLACDALQMALWRRKRPRN 
V1VHTDRGGQYCSADYQAQLK 
RHNLRGSMSAKGCCYDNACVE 
SFFHSLKVECIHGEHFISREIMR 
ATVFNYIECDYNRWRRHSWINS 
LLSQKRNTQGRIEDGRQH 


21565 


51933 


A 


21693 


1 


1527 




21566 


51934 


A 


21694 


792 


1602 


HCLSARRYELVCQPK*AFVR*L 

LR*IAVLR\HLNIQHLRRSHSLR 

HGRRHTRXGERGTINIVNGTP1 

HERSRNIDNRRSPSPYIRKRGAH 

TEL RSDHPLLIN QH WHHF AGM 

VAVTNGRIVAVIRHHDQAIIWL 

HRLN KPG KVTVN DLQTFG ITCD 

VFCMTSEVGFLNVGANKRRRM 

GVKFVEGD1HNPLAIHQ1LPAH 

AIRIVDDICHLTHQHGWHACFI 

QFLWHLHFFIDAIAHMHDLETV 

V1SARTRR1DTNKAPFFAFCGIE 


21567 


51935 


A 


21695 


1 


1530 


LSQQTVNTLQAGHQT1HFFMG 

VIHGQRRPTHRRDVVIGHQWH 

C A VMSGTHSNA V1IEKTAN1 1G V 

VFTEIKSNNAKPVLWAIESNAA 

ATDGEI VFDGE1 LKS ACEINDSD 

KK1EVALGHYNAEQFRNIGERS 

PKIPFTIPLVNCPMTGEIAMLGS 

KPGTIFTMLRDTGGI KPHERKR 

AVAHLTLSEREEIRAGLSAKMS 

I RAIGYWR* I ASPSTFSREWQRK 

GGHR\YYKAVDANIRANRMAK 

RPKPCLLDQNVPLRKLVLEKLE 

MKWSPEQISGWLRRTKPRQKT 

LRI SPET1 YKTLYFRSREALHHL 

NIQHLRRSHSLRHGRRHTRKGE 

RGTINIVNGTP1HERSRNIDNRR 

SLGHWEGDLVSGTKNSHIATLV 

DRKSRYTIIVRLRGKDSVSVNQ 

ALTDKFLSLPSELRKSLTWDRG 

MELARHLEFTVSTGVKVYFCD 

PQSPWQRGTNENTNGLIRQYFP 

KKTCLAQYTQHELDLVAAQLN 

NRPRKTLKFKTPKE11ERGVALT 


21568 


51936 


A 


21696 


2 


140 


I1TNSISRPGDPPMSDPHS*SPAS 
SSAKTETKSLFNAFLV 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21569 


51937 


A 


21697 


1817 


4083 


kglltsfhyiktpevpnlcveg 
gtrlqiwpacsstgsggtcwk 
appqpprpptsssps/pappseaf 
vlsagamqleagayslviik.es 
knnvgvdvikrkhfctaggnv 

NQYNHYGKHCVLSCSGPASGA 
QPLYRMAQPPSPPNMAAG1PPA 
AR1SSSITSPLLKPSWLHLLAHP 
VLQAHLTEEG LG RSHH VQRGQ 
CLVSKSVFTNACWEMQNVKRF 
TDFIPLHKNTRGPEPLCRRRNQ 
APNMACMQQHWQRRN 


21570 


51938 


A 


21698 


247 


281 


KPGKQHSMLK*SALLPSAHGPT 
S/CKEARCHPVQILPPELLF*MP 
KKICPPLCYLWTVKAWETTFH 
ARV 


21571 


51939 


A 


21699 


531 


716 


PRRLRAAPPDLGGFRLLPR/LPE 
ASGCSP*SQRLFQKAPSPAPCS 
WRRSRFCVKTCVLPMGGQ 


21572 


51940 


A 


21700 


202 


606 


1TCLHAHVTWCQILPYLMLPAP 
LLRPLPTPLTVAGVGQSLPEIQL 
SVTLPLQPGRNQGSLESRHLVS 
WAEPP* DPA VSALPLQPGRNQG 
SLESRHLVSWAEPP* DPA VSAL 
PLQPGRNQGSLESRHLVSWAEP 


21573 


51941 


A 


21701 


444 


1167 


FRLHGHLERGPFYFLSPLAVQS 
SQSCLRRFTTRYHLP\YVLNRK 
NSWHVA H IFRRH AKPEEQAPI Y 
SH1HFTSDLDEVLNDPDVK.LVV 
VCTHADSHFEYAKRALEAGKN 
VLVEKPFTPTLAQAKELFALAK 
SKGLTVTPYQNRRFDSCFLTAK 
KAIESGfCLGEIVEVESHFDYYRP 
VAETKPGLPQDGAFYGLGALFT 
NQQGFFKSSLLSIFADSSSSVAG 
RSPHNLVKKRGGIVAISAFAG 


21574 


51942 


A 


21702 


1 


668 





2771 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21575 


51943 


A 


21703 


1 


1308 


MRVYMDGRLIVSTRQRKVLAA 

GPMLYAATRAPAFTMSGDNLV 

RSHASIYMTSCHTLLGEQAGYA 

VFGALLPAITLLHLNSACCIVYV 

SCLLA D AGHRDS LQQ AG DK WT 

TTDSYSSSCTSETLGSACVRYA 

HSSRNHVRFALSDLDEVLNDPD 

VKLVVVCTHADSHFEYAKRAL 

EAGKNVLVEKPFTPTLAQAKEL 

FALAKSKGLTVTPYQNRRFDSC 

FLTAKKAIESGKLGEIVEVESHF 

DYYRPVAETKPGLPQDGAFYG 

LGVHTMDQIISLFGRPDHVRL* 

HPGALRNKSPIWTNPFEAQL\FY 

G\DLKAIVKTSHLVKIDYPKFIV 

HGKKGSF1KYGIDQQETSLKAN 

I MPGEPGFAADDS VG VLEY VN 

DEGVTVREEMKPEMGDYGRV 

YDALYQTITHGAPNYVKESEVL 

TNLEILERGFEQASPSTVTLAK 


21576 


51944 


A 


21704 


199 


706 


SHDVCRJNADRQRDRNNRRQR 
RSLRVYKLGNQQQNNGIGPRIL 
FHHFTQYALNFRHMRTEHGFC 
HPCDTVHRHDGDHTGTEDFVF/ 
WR*TRDWFWSG*\YQR?GQQH 
KHLNNQYH RQRFAAEG WTQV 
RI STKKGDYSDCPEENPHCQPV 
AGRYHYSLVGRVSNATLARL1R 


21577 


51945 


— 


21705 


354 


569 


SRAVCWQVGTRLWAIFGVS*E 
LQRHVLVVFAGFW1VKNSRNL 
FLVCRAEHKRSVVKGLLRQQG 
AGLLVPLS 


21578 


51946 


A 


21706 


373 


462 




21579 


51947 


A 


21707 


1 


1293 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21580 


51948 


A 


21708 


1 


1371 


MCP1EETASSFGGKPLSMVLVIQ 

MFMLLTGALIIILTKTNPASISK 

NEVFRSGMIAIVAVYGIAWMA 

ETMFAPACYGYYILPTYPSDLA 

AIQFDRSGTTHIGRFVINHSFILP 

GLIGVSVSCVFGWIFAAIKRDA 

AAGRAKENVIFHHFPFQSVKAD 

IATNPFK.RPGGAFIRITQTFRTV 

QTFRLSAYRLDFAGDRLRISTPR 

AKMRTAFKKDHLRQRRRCIRQ 

RAPPARHNLVGAVALPATVAG 

VNFTFSNVPLDSSVLSSLLTDFS 

TAVGS1VMLAVIMGLMLAFDM 

GGPVNKVAYAFMLICVAQGVY 

TVVAIAAVGICIPPLGMGLATLI 

GRKNFSAEERETGKAALVMGC 

VGVTEGAIPFAAADPLRVIPSIM 

VGSVCGAVTAALVGAQCYAG 

WGGLIVLPVVEGKLGY1AAVA 

VGAVVT\LFV*TC*KVWRVKM 

GLRLMKKKTTWIWILKLI 


21581 


51949 


A 


21709 


961 


1116 




21582 


51950 


A 


21710 


228 


388 


RRGRNRYPALQ*TMFLPADGP 
ARCLSRQAAILKESVLPK*GRP 
DVVFSPAYPY 


21583 


51951 


A 


2171 1 


1168 


1851 


LHRTGQRPAAQRTETHHPFFNH 
FARLQVDTVVINHHQHTVAFQ 
NRTFRSEI *RNN V D 1 FQPD VLPD 
ILLGPVREREDADAFAFVNLPV 
VVVPQLRAL1FRIPAMEAVTER 
VNSLFSAGFLFVTARTTEGGIKT 
VFVQRLFQAFSFHNIGMFRAAV 
HEWINPHRHAFRVFMHQQFAA 
VGFSSTIAELIHLAEFPAGIDMQ 
QRERQRT WIKRL ARQMQH DAG 
IFTDRVEH 


21584 


51952 


A 


21712 


1 


2653 




21585 


51953 


B 


21713 


632 


709 





2773 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


21586 


51954 


A 


21714 


1 


1214 


MHDQQV1DAYHPDLRRTRAAS 
QSIIPVDTKLAAGITRFFPQFND 
RF E A I A VR V PTIN VTAIDLS VTV 
KKPVKTDVGGAGTVKLNRCQI 
ARISRQDVITPPGCVFEKALTLL 
IASGRNDTLARQNNHTKESLVE 
KPFRKILV1KMRYHGDMLLTTP 
VISTLKQNYPDAKIDMLLYQDT 
IP1LSENPEINALYGISNKGAGTF 
DKIKNVLSLIKTLRANNYDLVI 
N LTDQ WM V A LL VRCLPARMK 1 
SQLY G HRQHGI WKKSFTHLAPI 
HGTHIVERNLSVLEPLGITDFYT 
DTTMSYAEDCWKKMRRELDA 
LGVKDHYVVIQPTARQ1FK.CRD 
NDIISKV1CMIRGSPTEGRWSVF 
FFYPADFTFVCPTELGD/GC*PL 
RRTAETGRRRIRSIYRYSLHPQS 


21587 


51955 


A 


21715 


25 


1086 




21588 


51956 


A 


21716 


1 


1113 




21589 


51957 


A 


21717 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGL1FVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21590 


51958 


A 


21718 


1 


2076 




21591 


51959 


A 


21719 


2742 


3109 


VWTEGTGNASRARR/WKGNQL 
LPVSLVKRKTTLAPNTQTASPR 
ALADSLMQLARQVSRLEK.RAV 
SATQLMAKAVKGQSSLLPVSL 
VKKKNHPGALIRKPPLPARWPI 
LLIQLARQVSRLETGQ 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21592 


51960 


A 


21720 


174 


1608 


TAAKRKIPSASIRSIND*KY*VC 

KRT*CVGQLAA\ENADGTVAEY 

NGYHVVFALAGSPKDADDTSI 

YMFYQKVGDNS1DSWK.NAGR 

VLMNPLMILVKIIKLSLTLACH 

ALLDCKTLTLTELGRNLPTKAR 

TKHN1KR1DRLLGNRHLHKERL 

AVYRWHASFICSGNTMP1VLVD 

WSDIREQKRLMVLRASVALHG 

RSVTLYEKAFPLSEQCSKKAHD 

QFLADLASILPSNTTPLIVSDAG 

FKVPWYKSVEKLGWYWLSRV 

RGKVQYADLGAENWKPISNLH 

DM SSSHSKTLG YKRLTKSNPI S 

CQ I LL YKSRSKGRKNQRSTRTH 

CHHPSPKIYSASAKEPWVLATN 

LPVE1RTPKQLVNIYSKRMQIEE 

TFRDLK.SPAYGLGLRHSRTSSS 

ERFDIMLL1ALMLQLTCWLAGV 

HAQKQG WDKHFQAN TVRNRN 

VLSTVRLGMEVLRHSGYTITRE 

DLLVAATLLAQNLFTHGYALG 


21593 


51961 


A 


21721 


1 


3285 




21594 


51962 


A 


21722 


1095 


1188 




21595 


51963 


A 


21723 


568 


1263 




21596 


51964 


A 


21724 


2 


1688 




21597 


51965 


A 


21725 


1456 


2046 


SKGKVAIVSSHQEVRASPRRSP 
LGSEERPGPHTSRQAAGQPHPG 
TCSSVHCQGSWGLQTQNSEV1H 
DGDVEAISVGEDAAPGPRVHG 
ADLGQEEEAFR*VVMGGLPDR 
DSALAPVPEPMHRGWAVRAAE 
GAVQNDPVGGSERSWGAGSHS 
QPFSHRPAPHTRGLAQAQTEAA 
GEGAVPEVHRGAVLAGVRAPG 
WAQP 


21598 


51966 


A 


21726 


335 


595 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARJHGSFADAE*! 
L\WTGGDNESVS/MR* FFRPLER 
DLYNR1WHE1GLLLVSLL 


21599 


51967 


A 


21727 


80 


428 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNGLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21600 


51968 


A 


21728 


622 


1281 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21601 


51969 


A 


21729 


1066 


1827 


V PQ AKGNN V V ITS YMTN RGFF 
EDKKATF APSFLMN IKGN KTSV 
VKNSILEQGQLTWLQVAKRAG 
LGGGQSGRTVLRERVRIEIAST 
HIALQHAIVTGDAVGMDDIPQE 
ARQYRHNQAYAYSIQGDGAED 
DDERIAFASHTIQECRSQGPGG 
YPFKIYSSRKDRIPISQSLLESHF 
TVHEETAPDLETTG *PGC K.DHG 
NLCC/LSSVKLRYSMYRIKAGL 
WM TH PG * RT Y WV 


21602 


51970 


A 


21730 


1 


1326 














1971 






51972^ 




21732 


1 


1626 




21605 


51973 


A 


21733 


I 


1810 












305 




AGLFKSRKVSSIC1RFE*ILTSCL 
GVRISTGKLVAR1HGSFADAE 


21607 


51975 


B 


21735 


1 


1938 




21608 


51976 


A 


21736 


531 


669 


AGLFKSRKVSSIC1RFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21609 


51977 


A 


21737 


80 


428 


RWLATPYLTVKLSLLPNLAVTC 
QPKREQN1TSNESTDC*VIVTST 
KSDSLYTVGMLALSVRAIRCPL 
YLLTGLISVSKNGLWYCELQSH 
YTVVLLLFMRKRSRFQSNVQR 
fCLMTNF 


21610 


51978 


A 


21738 


10 


426 




21611 


51979 


A 


21739 


314 


451 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21612 


51980 


A 


21740 


1 


1139 


MWGIGSRTPIYNK1LVYSSPEVS 
CEKPKYVKSQTSTHTGFESHKR 
YIFYLRLVGKNLHVSAMGLGK 
SQERRKKALKSQPQQPADSFPS 
LPTVEG LTTSGE V AAGFWLSGE 
ALSSC*LLSASVHLLLACLGMG 
KCSCSGFWLYF 


21613 


51981 


A 


21741 


306 


444 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 


21614 


51982 


A 


21742 


189 


1089 


HHTAHCQ*CWL*S/DHGINPLRS 

WVGTG*V/GVRGKVQYADLGA 

ENWKPISNLHDMSSSHSKTLGY 

KRLTKSNPISCQILLYKSRSKGR 

KNQRSTRTHCHHPSPKIYSASA 

KEP WVLATNLPV EIRTPKQL VN 

IYSKRMQIEETFRDLKSPAYGL 

GLRHSRTSSSERFDIMLLIALML 

QLTCWLAGVHAQKQGWDKHF 

QANTVRNRNG SLLTN WPS VPP 

Tl KEEEN SEEEL A A ATTSKEQEP 

IGTDLDAVRTPEPLEEFPKREDQ 

EGSPPETSLPYKWVVEAANLLI 

PAVGSSLSEALDLIES 


21615 


51983 


A 


21743 


1 


1135 




21616 


51984 


A 


21744 


80 


430 


RWLATPYLTVKLSLLPNLAVTC 
QPKREQNITSNESTDC*VIVTST 
KSDSL YTVG MLALS VRA1 RCPL 
YLLTGLISVSKNGLWYCELQSH 
YTVVLLLFMRKRSRFQSNVQR 
KLMTNF 


21617 


51985 


A 


21745 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21618 


51986 


A 


21746 


773 


1015 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRISTGKLVARTHGSFADASF 
STDL YHGTL KP ASLTM SG V VLL 
GRMLARSARNWS 


21619 


51987 


A 


21747 


391 


527 


AGLFKSRKVSS1CIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21620 


51988 


A 


21748 


671 


1030 


AGLFKSRKVSSIC1RFE*ILTSCL 
GVRISTGKLVARTHGSFADAE*! 
LGDGW*Q*VRVER*FFRPLERD 
LYNRILACPLINT*PTPVVRLKP 
*TVWSMGPVVGTPARPIRTSGA 

cwwcw 


21621 


51989 


A 


21749 


221 


478 


AEQDCTILPVLRHFTFFKSRKVS 
SICIRFE*ILTSCLGVRISTGKLV 
ARTHGSFADDQTLFFMTLAVS 
GELWTPSPWRPNSIRTS 


21622 


51990 


A 


21750 


590 


940 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21623 


51991 


A 


21751 


473 


613 


AGLFKSRKVSSIC1RFE*ILTSCL 
GVRISTGKLVARIHGSFADADT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21624 


51992 


A 


21752 


342 


1459 


SFLWRFRLRGGSERFCLAG1PSA 

SGV*NIPSASIRS1ND*K.Y*VCKR 

T*CVGQLAA\ENADGTVAEYN 

GYHVVFALAGSPKDADDTSIY 

MFYQKVGDNSIDSWKNAGRVF 

KDSDKFDANDP1LKDQTQEWS 

GSATFTSDGKIRLFYTDYSGKH 

YGKQSLTTAQVNVSKSDDTLKI 

NGVEDHKTIFDGDGKTYQNVQ 

QFIDEGNYTSGDNHTLRDPHYV 

EDKGHKYLVFEANTGTENGYQ 

GEESLFNKAYYGGGTNFFRKES 

QKLQQSAKKRDAELANGALGII 

ELNN DYTLKKVM KPLITSNTVT 

DE1ER AN VFKMNG K.WYLFTDS 

RGSKMTIDAKSTLLESTEGSMT 

PPMTATEPFLRFLKGEIAQPKPH 


21625 


51993 


A 


21753 


2094 


2201 




21626 


51994 


A 


21754 


81 


1080 


HHTAHCQ*CWL*S/DHGIN PLRS 
WVGTG*V/GVRGKVQYADLGA 
ENWKPISNLHDMSSSHSKTLGY 
KRLTKSNPISCQILLYKSRSKGR 
KNQRSTRTHCHHPSPKIYSASA 
KEPWVLATNLPVEIRTPKQLVN 
lYSKRMQiEETFRDLKSPAYGL 
GLRHSRTSSSERFD1MLLIALML 
QLTCWLAGVHAQK.QEHPLWSL 
ALVRRRSPAQSPHVGTGSSGST 
GCSSQAPCMKSNNALIVILGTV 
TLDA VGIG L VMPVLPGLLRDI V 
HSDSIASHYGVLLALYALMQFL 
CAPVLGALSDRFGRRPVLLASL 
LGAT1DYAIMATTPVLWIYPLV 


21627 


51995 


A 


21755 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRAIRCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21628 


51996 


A 


21756 


1 


593 


MGVNDLWQILEPVKQHIPLRNL 
GGKTIAVDLSLWVCEAHPVKK 
M MGSVMKKHLRDFADFGTTIK 
QDFRLLGQTS V DRLLQLSQGQ 
AAYPIPDDQVQSVLISMLLIAL 
MLHLTCGLAGVHAQKQGWDK 
H FQ ANT VRN RN VL ST VRLGME 
VLRHSGYTITREDSLVAATLLT 
QNLFTHGYVLGKL*GDLSVLSL 


21629 


51997 


A 


21757 


410 


547 


AGLFKSRKVSSIC1RFE*ILTSCL 
GVRISTGKLVARIHGSFADAE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21630 


51998 


A 


21758 


719 


814 


AGLFKSRKVSSICIRFE*ILTSCL 
GVRJFNR 


21631 


51999 


A 


21759 


1 


1596 




21632 


52000 


A 


21760 


80 


430 


RWLATHYLTVKLSLLPNLAVT 
CQPKREQNITSNESTDC*VIVTS 
TKSDSLYTVGMLALSVRA1RCP 
LYLLTGLIFVSKNDLWYCELQS 
HYTVVLLLFMRKRSRFQSNVQ 
RKLMTNF 


21633 


52001 


A 


21761 


1343 


1480 


AGLFKSRKVSSICIRFE*1LTSCL 
GVRISTGKLVARTHGSFADAE 


21634 


52002 


A 


21762 


2 


151 




21635 


52003 


A 


21763 


258 


396 


AGLFKSRKVSS1C1RPE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21636 


52004 


A 


21764 


] 


3081 




21637 


52005 


A 


21765 


449 


586 


AGLFKSRKVSS1CIRFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21638 


52006 


A 


21766 


563 


2042 




21639 


52007 


A 


21767 


1001 


1093 




21640 


52008 


A 


21768 


1814 


1870 




21641 


52009 


A 


21769 


2760 


3723 


HHTAHCQ*CWL*S/DHGINPLRS 
WVGTG*V/GVRGKVQYADLGA 
ENWKPISNLHDMSSSHSKTLGY 
KRLTKSNPISCQ1LLYKSRSKGR 
KNQRSTRTHCHHPSPKIYSASA 
KEPWVLATNLPVEIRTPKQLVN 
IYSKRMQIEETFRDLKSPAYGL 
GLRHSRTSSSERFD1MLLIALML 
QLTCWLAGVIIAQKQGWDKHF 
QANTVRNRNVLSTVRLGMEVL 
RH SG YTI TREDL LVAATLLAQN 
LFTHGLFGPSVDAPPPKRGFKR 
PKLPELRLQRFFGGVITPPLESY 
SLPSDPVHLFPPRRPPRQLTASP 
LRARAPYECSSCKDA 


21642 


52010 


A 


21770 


860 


3503 




21643 


52011 


A 


21771 


4597 


6030 




21644 


52012 


A 


21772 


1513 


3464 


AGLFKSRKVSSIC1RFE*ILTSCL 
GVRISTGKLVARTHGSFADAE 


21645 


52013 


A 


21773 


1 


453 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21646 


52014 


A 


21774 




1526 


MSSSHSKTLG YKRLTK.SN P1SC 

Q1L L YKSRSKG RKNQRSTRTHC 

HHPSPKIYSASAKEPWVLATNL 

PVEIRTPKQLVNIYSKRMQIEET 

FRDLKSPAYGLGLRHSRTSSSE 

RFDIM LL1 ALMLQLTC WL AG V 

HAQKQGWDKHFQANTVRNRN 

CKMATLKEKLIAPVAEE\EANS\ 

PNNKIT\VVGV\GQVGMA\CAISI 

LGKVSWPDEIAALVGCFWEDK 

LKGGNDGSFQHGELIFFQTPKN 

CGQDKGLFWGPPNS*RFVSW*L 

AGSPVQPRRGRIRLKSWVPEK 

WLM V FQ1 PLFLKI V\K YSP* F A S* 

LV VSH PVVDIPTY VTAWETKVGL 

PKHRVIG SG CNLDSA RFRYLMA 

EK\LGIHPS\SCHGW/IFWGEHG 

DSSVAWCWNGVNVAGVSLQE 

LNPEMGTDNDSENWKEVHKM 

VVESAYEVIKLKGYTNWAIGLS 

VADLIESMLKNLSRIHPVSTMV 

KGMYGIENEVFLSLPCILNARG 

LTSVINQKLKDDEVAQLKKSA 

DTLWDIQKDLKDL 


21647 


52015 


— 


21775 





355 




21648 


52016 


A 


21776 


2 


178 




21649 


52017 


A 


21777 


1 


888 




21650 


52018 


C 


21778 


127 


255 




21651 


52019 


A 


21779 


1 


1824 




21652 


52020 


A 


21780 


330 


476 




21653 


52021 


A 


21781 


452 


500 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


21654 


52022 


A 


21782 


3 


1584 


DAWAAVSRGDEPGWGSGSWR 

LLQHWGVSCWSDPKRFSSALQ 

GYIITDWCAPFNKRIWKREQPE 

ETFPNTETNGEFGKARPAEDME 

EEQAFKRSRNT\DEMVEL\RILL\ 

QSKNA\GAVIGKGGKNIKALRT 

DYNASVSVPVDSSVPERILC1SA 

DIETIGEILKKIIPTLEEGLQLPSP 

TATSQLPLESDAVECLNYQHYK 

GSDFDCELRLLIHQSLGREGI1G 

GQRCLKSKELRGGTLQTTIKLF 

QECCPHSTDRVVLIGGKPDRFV\ 

ECIK11LDLISESPIKGR\AQPYDP 

NFYGWKPMDYG\GFTMMFDD 

RRGRPVGFPMRGRGGFDRMPP 

GRGG RPMQPYRRDYDDMSPRR 

GPPPPPPGRGGRGGSRARNLPL 

PPPPPPRGGDLMAYDRRGRPGD 

RYDGMVGFSADETWDSAIDTW 

SPSEWQMAYEPQGGSGYDYSY 

AGGRGSYGDLGGPIITTQVTIPK 

DLAGSIIGKGGQR1KQIRHESGA 

SIK.IDEPLEGSEDRIITITGTQDQI 

QNAQYLLQNSVKQYSGKFF 


21655 


52023 


A 


21783 


211 


1635 


KNM ETEQPE ETFPNTETNG EFG 

KRPAEDMEEEQAFIRSRNTDEM 

VELR1LLQSKNA\GAVI\GKGGK 

NIKALRTDYNASVSVPDSSGPE 

RALSI SADIETIG E1LKKIIPTLEE 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKGSDFDCELRLLIHQSL 

AGGIIGVKGAKIKELRENTQTTI 

KLFQECCPHSTDRVVLIGGKPD 

RVV\ECIK1ILDLISESPIKGRAQP 

YDPNFYDETYDYGGFTMMFDD 

RRGRPVGFPMRGRGGFDRMPP 

GRGGRPMPPS\RRDYDDMSPRR 

G PPPPPPGRGG/RG LG SRARNLP 

LPPPPPPRGGDLMAYYKRGRP\ 

GDPYDGMVGFSADETWDSPID 

TWSP\SEWQMAYEPQGG\SG\Y 

DYSY/AQGGRGSYGDLGGPI1TT 

QVTIPKDL/ALGSIYWKKGGQRV 

IKQIPS*VGELSIKIDEPL\EGSED 

\RIIT1TG\TQDQ1Q\NAQYLLQ\N 

SVKQYADVEGF 


21656 


52024 


A 


21784 


860 


1201 


Tl SEPPA L1LLPI A V PSFSTTCRLP 
EDIIVVSAFPPLLIFCVPLLILVP 
VAMP*LLIFCVPPLIMVFVAFPA 
TSITPPLSIRVASALALVKTDIVP 
LSL11VLFAEPYAFMSK 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21657 


52025 


B 


21785 


1 


3750 




21658 


52026 


A 


21786 


1 


1350 




21659 


52027 


A 


21787 


189 


1939 


TAMAGRMPCAEVISGSATRPD 

GPKALFKPIGRPHQAIRPINKPP 

AAPPKQAVTNGFMRGRVPPKT 

LTVPSESSLAPMTLVVIVVKEA 

LPPAKIFSTPVPYQPTRRAPDAE 

PLSASKTPSVYLVNFVVSPEDL 

RKLTVDVLPALRANTRALWQV 

EVSAFPSFMTQATPATQPLINAE 

PAVAAPTEQNPQVGPVMPGVQ 

GAD A P V V AQNG PSRD VKLTF A 

PIAPPPGSMVLRGLNPNGSLEFG 

MRSDEVVTKAMVQLELTPWH 

GYGCQCPFLPVKYLYAAIGFSV 

MIEALNQLA1FNRRRFLSANQT 

LRQRTTEAVMRLLSGQKEDAE 

LDAETASM LV DHGNQQJFNPQ 

ERRMIERVLNLNQRTVSSIMTS 

RHD1EHIDLNAPEEEIRQLLERN 

QHTRLVVTDGDDAEDLLGVVH 

VIDLLQQSLRGEPLNLRVLIRQP 

LVFPETLPLLPALEQFRNARTHF 

AFVVDEFGSVEGIVTLSDVTETI 

AGNLPNEVEE1DARHDIQKNAD 

RSWTGN/GLLPLGDCRL*QASP 

TG CINRRG S\H YG YPTL YEFRKR 

FLTPGTVCKRCDQRGDAMRVQ 

VQWVFYTYILPLANE 


21660 


52028 


A 


21788 


558 


1563 


TNNRL*K*GNN**LTNQKKSRT 

RWIHSRJLPEAGC/GIASVGRNN 

CGLWRFTPAKA1SWGKIHPVFQ 

RQILRVLSQTLFPN/MSLGRNLG 

YGLKMFGVPRAELKPRFKEALP 

MVNLEG FEDRFVDQ 1SGGQQQ 

RVALARALILKPKVLLFDEPLS 

NLDANLRRSMRDKIRELQKQF 

D1TSLYVTHDQSEAFAVSDTVL 

VMNKGHIMQIGSPQDLYRQPA 

SRFMASFMGDANLFPATFSDG 

YVDIYGYHLPRPLHFGTQGEG 

MVGVRPEAITLSDRGEESQRCV 

IRHVAYMGPQYEVTVEWHGQE 

1LLQVNATRLQPDVGEQYYLEI 

HPYGMFVLADAA 


21661 


52029 


A 


21789 


201 


312 


CSWHDRFPDWKAGTHLLARG* 
QLSLPVWLCPVLKLS 


21662 


52030 


A 


21790 


925 


2388 




21663 


52031 


A 


21791 


1 


759 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21664 


52032 


A 


21792 


1 


1086 


MEKKITGYTTVDISQWHRKEHF 

EAFQSPAQCTKNQTVQLD1TAF 

LKT VKKNKHKFYP A FIH I LA RL 

MNAHPEFRMAMKGVPGGDSV 

KNTSRVWSGNERDQKLLTENA 

LNDLIPSFLLTGQQTPALGRRVS 

GVIEIADGSRRRKAAALTESDY 

RVLVGELYDEQMPPLSRLGND 

YRPTSAHPQKRRYASRLQNEFA 

GNISALADAENISRVRDVNLLL 

EVLGVDSVEKTFRVWSGNERD 

QELLMEDALDDL1PSFLLTGQQ 

TPAFGRRVSGVIE1ADGSRRRK 

AAALTESDYRVLVGELDDEQM 

AALSRLGNDYRPTSAYERGQR 

YASRLQNEFAGNISALADAENI 

SRKIIPRCrNS\AKLP 


21665 


52033 


A 


21793 


1 


935 


MLRDLLKN VDLKG FEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WGSMVLKNVVRETDEVGKGQI 

RMRTVFEQAIDQRSSTDNEGAP 

V1PKHTLNTQPVEDTSLSTPAAP 

MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPAFGRRVSGVIE1 

ADGGSSRSKKRRRGCEGGRR/V 

RQGCPDQKHPAAFSVSGGK1HL 

SGRTPVEKRPRLPQPRDLGARA 

FAACRGSRGRPWNWLPAALRL 

HADLGCVRGGGGGWPGANPY 

PAPASSTC 


21666 


52034 


A 


21794 


181 


923 


QHAIVTGDAVGMHHIPQEARQ 
YRHNQAYAYS1QGDGAEDDDE 
RJVRFHTRCLTEAFEKLQCGGV 
VNQLSRRGNNQHISSTYDINRA 
DTQVRRAVNNYDIIVMSNSFNX 
ASRSIRCGSVGSLPSSNLPDMSVS 
IRCRAR/SG/EE*CQAPASKWAL 
LHK*HRPFPQDRJCAGECLLHEY 
EDLVPIRDTLRLFPGGRYLPRA 
KHVAPSEPDPEQDEQKLRFCKR 
HLYGQQPRSPVEIRLQHVAIAY 
PTHHAYD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21667 


52035 


A 


21795 


178 


798 


IRLEPFKINVLEQITKHIEKLQCG 

G V VKQLSRRGNNQH1 SSTYDIN 

RADTQVRRAVNNYD1IVMSNSF 

N\ASRSIRCGSVGSLPSSNLP1NS 

VS1RCRAR/SG/EE*CQAPASKW 

ALLHK*HRPFPQDRKAGECLLH 

EYEDLVPIRDTLRLFPGGRYLPR 

AKHVAPSEPDPEQDEQKLRFCK 

RHLYGQQPRSPVEIRLELVAIA 

YQTHHA 


21668 


52036 


A 


21796 


499 


972 




21669 


52037 


A 


21797 




1141 


SRVKLGQSSESQVAALKTREPM 

N1ATLEVLVLKGLRVCFVKVNH 

PKGPASMYPGWVPILYIHAEDP 

LLPFYLGEKEDVTYAIKPTCWP 

GLD1I PSCLALPRJETELMGKFD 

EGKLPTDPHLMLRLAIETVAHD 

YDVIV1DSAPNLG1GTINVVCAA 

DVLIVPTPAELFDYTSALQFFD 

MLRPLLKNVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WGSM VLKN VKEFAGN I S ALAD 

AENISRK1ITRCINTAKLPKSVV/ 

ALFSHPGELSA\GDALQKAFTD 

KEELLKQQASNLHEQKKAGVIF 

EAEEVITLLTSVLKTSSASRTSL 

SSRHQFAPGATVLYKGDKMVL 

NLDRSRVPTEC1EKIEAILKELE 


21670 


52038 


A 


21798 


1 


617 


LEPASLS1PNLLLHPRGLRAIT1A 
VFGKQNTYIRLEPFKINVLEQ1T 
KHIEKLQCGGVVKQLSRRGNN 
QHI SSTY DINRADTQVRRA VNN 
YDIIVMSNSFNVASRSIRCGSVGS 
LPSSNLPINSVSIRCRAR/SG/EE* 
CQAPASKWALLHK*HRPFPQD 
RKAGECLLHEYEDLVPIRDTLR 
LFPGGRYLPRAKHVAPSEPILSC 


21671 


52039 


A 


21799 


181 


953 


QHAIVTGDAVGMDDIPQEARQ 
YRHNQAYAYSIQGDGAEDDDE 
R1VRFHTRRLTFKINVLEQITKHI 
EKLQCGGVVKQLSRRGNNQHI 
SSTYDINRADTQVRRAVNNYD1 
IVMSNSFNVASRSIRCGSVGSLPS 
SNLPINSVSIRCRAR/SG/EE*CQ 
APASKWALLHK*HRPFPQDRK 
AGECLLHEYEDLVPIRDTLRLFP 
GGRYLPRAKHVAPSEPDPEQDE 
QKLRFCKRHLYGQQPRSPVEIR 
LQHVAIAYQTHHAYD 


21672 


52040 


A 


21800 


1 


798 




21673 


52041 


A 


21801 


1 


1782 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21674 


52042 


A 


21802 


666 


1131 


KGRGTYGNERDQELLTXEDALD 

DLIPSFLLTGQQTPAFGRRVSGV 

IEIADGSRRRKAAALTESDYRV 

LVGELDDEQMAALSRLGNDYR 

PTSAYERGQRYASRLQNEFAG 

N1SALADAENISRKIITRCINTRQ 

LPKSVVGFFSHPGELSARSGDA 


21675 


52043 


A 


21803 




3297 




21676 


52044 


A 


21804 




898 




21677 


52045 


A 


21805 




1977 




21678 


52046 


A 


21806 




1929 




21679 


52047 


A 


21807 


181 


755 


QHA1VTGDAVGMDDIPQEARQ 
YRHNQAYAYSIQGDGA\GMTM 
SALLDFIHGA***YIRCGSVGRL 
PSSNLP1NSVS1RCRAR/SG/EE*C 
Q A P A SKWALL H K* HRPFPQDR 
KAGECLLHEYEDLVP1RDTLFL 
FPGGRYLPRAKHVAPSEPDPEQ 
DEQKLRFCKRHLYGQQPRSPVE 
IRLQHVAIAYQTHHAYD 


21680 


52048 


A 


21808 


181 


456 


QHAIVTGDAVGMDD1PQEARQ 
Y RUN Q A Y A Y S I QG DG A EDDDE 
R1VRFHTRCLA*SRRAVNNYDII 
VMSNSFNGQSEHQVW1GGQFT 
FIKFAH 


21681 


52049 


A 


21809 


1 


780 




21682 


52050 


A 


21810 


1 


1050 




21683 


52051 


A 


21811 


5 


735 


PP A AP/MGNLL MARVG VKA RG 
KAHYLPLLRGESVRKTSRVGSG 
NERDQELLTEDALDDLIPSFLLT 
GQQTPAFGRRVSGVIEIADGSR 
RRKAAALTESDYRVLVGELDD 
EQMAALSRLGNDYRPTSAYER 
GQRYASRLQNEFAGNISALADA 
EN I SRQIITRCINTAKLPKS V VAL 
FSHPGELSARSGDALQKAFTEK 
RTLKQQALTSEQKKRGI/YEAE 
EVSSSLSPQGRLSNRSASKDMY 
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SEQ ID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21684 


52052 


A 


21812 


1 


887 


MNMMKKIVKQATVLTFTTALL 
AGGATQAFAKENNQKAYKETK 
AVGSGNERDQELLTEEAWNDL 
ILSFLLTGQQTPAFGRRVSGVIEI 
PDGSRRRKAAALPKSDYRVLV 
G ELDDEQMA ALSRLGNDYRPT 
SAYERGQRYASRLQNEFAGNIS 
ALADAENISRK1ITRCINTAKLP 
KSVVALFSHPGELSARSGDALQ 
KAFTDKEELLKQQASNLHEQK 
KAGVIFEAEEVITLLTSVLKTSS 
ASRTSLSSRHQFAPGATVLYKG 
DKMVLNLDRSRVPTEC/IEKIEA 
ILKELEKPAP 


21685 


52053 


A 


21813 


345 


921 


RWRLQNLSFCSSCSGSGSEGAT 
CFARGSAYELGQRYASRLQNA 
FAGK1SALADAE1FSRKII\TRCIN 
TAKLLKSVVALFSHPVELSARS 
GDALQKAFTDKEELLKQQASN 
LHEQKKAGVIFEAEEV1TLFTSV 
LKTSSASRTSLSSRHQFAPGAT 
VLYKGDKMVLNLDRSRVPTEC 
IEKIEAILKELEK.PAP 


21686 


52054 


A 


21814 




1989 




21687 


52055 


A 


21815 


6 


311 




21688 


52056 


A 


21816 


3 


848 


PGGDSVKNTSRVWSGNERDQK 

LLTENALNDLIPSFLLTGQQTPA 

LGRRVSGVIEIADGSRRRKAAA 

LTESDYRVLVGELYDEQMPPLS 

RLGNDYRPTSAHPQKRRYASRL 

QNEFAGN1SALADAENISRVRD 

VNLLLEVLGVDSVEKTFRVWS 

GNERDQELLMEDALDDLIPSFL 

LTGQQTPAFGRRVSGVIEIADG 

SRRRKAAALTESDYRVLVGEL 

DDEQM A ALSRLGN DYRPTSAY 

ERGQRYASRLQNEFAGN1SALA 

DAENISRKIIPRCINSVAKLP 


21689 


52057 


A 


21817 


1 


969 




21690 


52058 


A 


21818 


1 


1614 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21691 


52059 


A 


21819 


1 


832 


MDDIPQEARQYRHNQAYAYSI 

QGDGAEDDDERIVRFHTRVTV 

DSDTLASDAARLTCRHGLARD 

VKFTLEVLRGDSVEKTSRVWS 

GNERDQELLTEDALDDLIPFFLL 

TGQQTPAFGRRVSGVIEIADGS 

RRRKAAALTESDYRVLVGELD 

DEQMAALSRLGNDYRPTSAYE 

RGQRYASRLQNEFAGMISALAD 

AENISRK11TR\CINT\AQLAKSG 

VALFSHPGELSAPSGDAL*KAF 

TD* EEFL*PQG SNL Y\EQKKAG\ 

VIFGS*KKFSLFLTSVV 


21692 


52060 


A 


21820 


678 


1338 


TLRQTKPDNSAEIADGSRRRKA 
AALTEVSDYRVLVGELDDKQM 
AALSRLGNDYRPTSAYERGQR 
YASRLQNEFAGNISALADAENI 
SRKIITRCINTAKLPKSVVALFS 
HPGELSARSGDALQKAFTDKEE 
LLKQQASN LH EQKKAG V 1 FE AE 
EV1TLLTSVLKTSSASRTSLSSR 
HQFAPGATVLYKGDKMVLNLD 
RSRVPTECIEKIEAILKELEKPAP 


21693 


52061 


A 


21821 


I 


1809 




21694 


52062 


A 


21822 


2 


1010 




21695 


52063 


A 


21823 


284 


2177 




21696 


52064 


A 


21824 


1 


1296 




21697 


52065 


B 


21825 


1 


1044 




21698 


52066 


A 


21826 


637 


1073 


IRLEPFK1NVLEQ1TKH1EKLQCG 
GVVKQLSRRGNNQH1SSTYDIN 
RADTQVRRAVNNYDI1VMSNSF 
N\ASRS1RCGSVGSLPSSNLPINS 
VS1RCRAR/SG/EE*CQAPASKW 
ALLHK*HRPFPQDRKAGECLLH 
EYEDLYPSV1H 


21699 


52067 


A 


21827 


1 


2403 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21700 


52068 


A 


21828 


1471 


3186 


LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFTPVI 

G VA A I KTGTTVHI VSSSSLLGG 

DHGPSR1GGLLLVCDYGPLVSS 

SGI SGPTR1 VGLII SLGPG Y HLCF 

RSDYRTG1TDPLYIGDATIRVSL 

RV YSLPSRSR1 EH V VANCGM 1 P 

KQQQNEKYQ VPQFDQSTIKN I E 

SAKGLDVWDSWPLQNADGTV 

AEYNGYHVVFALAGSPKDADD 

TSIYMFYQKVGDNSIDSWKNA 

GRVFKDSDKFDANDPILKDQTQ 

EWSG SATFTSDGKIRLFYTDYS 

GVMARGNA1TLPVCGRDVKYT 

LEVLRGDSVEKTSRVWSGNER 

DQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

ISRKHTRCrNTAKLPKSVVALFS 

HPGELSARSGDALQKAFTDKEE 

LLMQQASNLHEQKKAGVIFEA 

EEV1TLLTSVAKTSSASRTSLSS 

RHQF\APGATV\LYKGDKMVLN 

LDMSRWQLECLDRLHACRSTL 


21701 


52069 


A 


21829 


158 


926 


AGPVIQNYVNTQPV/EETSYSTP 

AAPMVDSLIARVGVMAPGNAI 

TLPVCGRDVKFTLEVLRGDSVK 

KTSRV WSGNERDQELLTEDA L 

DDLIPSFLLTGQQTPAFGRRVSG 

V1EIADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

NI SALAD AEN 1 SRKIITRC INTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQGGSSRV 

GDNSIDSWKTRGRVL 


21702 


52070 


B 


21830 




3774 




21703 


52071 


B 


21831 




1495 




21704 


52072 


A 


21832 


556 


1622 




21705 


52073 


A 


21833 


1 


2616 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


(Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21706 


52074 


A 


21834 


1412 


3310 


SVTSCLKVTSVCLTSAAASCRS 
VLMRSTAELQCASHTLRKRKA 
ARRLISLMMTARKARKITRRW 
R1GEAADLVGVSSQAIRDAEKA 
GRLPHPDMEIRGRVEQRVGYTI 
EQINHMRDVFGTRLRRAEDVFP 
PVIGVAAHKGNDPQGTASMYH 
GWVPDLHIHAEDTLLPFYLGEK 
DD VTY A 1 KPTC WPG LDIIPSCLA 
LHRIETELMGKFDEAQPNLGIG 
TINVVCAADVLIVPTPAELFDY 
TSALQFFDMLRDLLKNVDLKG 
FEPDVRILLTKYSNSNGSQSPW 
MEEQIRDAWGSMVLKNVVRET 
DEVGKGQIRMRTVFEQAIDQRS 
STDTSLSTPAAPMVDSLIARVG 
VMA RGN AITLPVCGRDVKFTL 
EVLRGDSVEKTSRVWSGNERD 
QELLTEDALDDLIPS FLLTG QQT 
PAFGRRVSGVIEIADGSRRRKA 
AALPE\SNYGVLVAELDDEQMP 
AYPRLGNDYRPTSAYERGQRY 
ATRLQNEFAG\NIS\ALADAENIS 
MITRCINTAKLPKSVVALFSHPG 
ELSARSGDALQKAFTDKEELLK 
QQASNLHEQKKAGVIFEAEEV1 
TLLTSVLKTSSASRTSLSSRHQF 
APGATVLYKGDKMVLNLDRSR 
VPTEC1EKIEAILKELEKPAP 


21707 


52075 


A 


21835 


783 


2371 




21708 


52076 


A 


21836 


3236 


4718 




21709 


52077 


A 


21837 


1 


2481 





2789 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
.sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21710 


52078 


A 


21838 


2450 


3963 


LLTAPITGGIGTINVVCADDVMI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDVRILLTKYS 

NSNGSQSPWMEEQ1RDAWGSM 

VLKN VVRETDEVGKAAPMVDS 

LIARVGVMARGNAITLPVCGRD 

VKFTLEVLRGDSVEKTSRVWS 

GNERDQELLTEDALDDLIPSFLL 

TGQQTPAFGQRWSGVKEIADGI 

RRRKAAALTE\SDYRVLVGELD 

DEQMAALSRLGNDYRPTSAYE 

RGQRYASRLQNEFAGNISALAD 

AENISRKIITRCINTAKLPKSVV 

ALFSHPGELSARSGDALQKAFT 

DKVEDLLKQQASNLHGAEKSW 

GCYFEAEEVITLLTSVLKTSS\A 

SRTSLSSRHQFAPGATVLYKGD 

KMVLNLDRSRVPTEYRYGVFL 

NVLLPATKYFQLHDPSLRNMEL 

NYSLASEDLVLKGLRVLLVEG 

NDPQGTASMYHGWVPDLHIHA 

EDTLLPFYLGEK.DDVTYAIKPT 

CWPGLDIIPSCLALHRIETEYNG 


21711 


52079 


A 


21839 


1573 


2858 


EPVFEQAIDQRSSTDTSLSTPAA 
PMVDSLIARVGVMARGNAITLP 
VCGRDVKFTLEVLRGDSVEKTS 
RVWSGNERDQELLTEDALDDLI 
PSFLLTGQQTPAFGRRVSGVIE1 
ADGSRRRKAAALTESDYRVLV 
GELDDEQM AALSRLGN DYRPT 
SAYERGQRYASRLQNEFAGN1S 
ALADAENISQ*ICWKYFCAG*C 
GKYFARKIITRCINTAKLPKSVV 
ALFSHPGELSARSGDALQKAFT 
DKEELLKQQASNLHEQKKAGV 
I SPPEEVITLLTSEIKTSS ASRTSL 
SS RHQFAPG AT VL YKG DKMFIT 
VKIAKRSQAPCMKSNNALIVIL 
GT VTLDA VGIG LVMPVLPG LLR 
DIVHSDSIASHYGVLLALYALM 
QFLCAPVLGALSDRFGRRPVLL 
ASLLGATIDYAIMATTPVLWIY 
PLVNSPSC 


21712 


52080 


B 


21840 


63 


368 




21713 


52081 


A 


21841 


189 


204 


SLPSGIKPQSSSKASSRIQVAPT 
M * S LPRQPL A WPSGHE ACPQG 


21714 


52082 


A 


21842 


153 


370 


LIAGAFRKASGGNN1FRRPKTL* 
LRRQPR*PQKSTPRRNKLGHYA 
IIKFPLTTES A V KKIEETNTL VFT 
VLV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21715 


52083 


A 


21843 


842 


1770 


CTPEKCLPAVHRRNWLRNAEPP 

VWKRHLSPICRKRQGRATKPK 

RRPWYTTPPTRRVRDVALRPYS 

RH/GRQPHAKKKI RMSLTFRRP 

KTLRLRRQPRYPRKSTPRRNKL 

GHYAIIKFPLTTESAVKKIEENN 

TLVFTVDVKANKHQIRQAVKK 

LYDSDVAKHTEERRHDEQNNIL 

TREAKNRNDNTRNRARTETNT 

ETQKNSGYQALISFHSYYSDTS 

DNKAHLVSYQSGQCTYDRLG 

WNLLIRMTCRSLQHTYDIQSTQ 

IASCFHPVSVRVNLRLYCANYG 

GISAVFMPLRKELLILTRSSNSK 

VSQLRI 


21716 


52084 


A 


21844 


353 


605 


EMAPKAKEAPAHPKAEAKAKA 
LKAKKAVLKGVRSHT/RKKK.IR 
MSLTFRRPKTLRLRRQPRYPRK 
STPRRNKLGHYAIIKFPLTT 


21717 


52085 


A 


21845 


301 


946 


PGSYLKPLSWTVALSLRPGFMS 
RWPCQRLTWQRRSVTQASGAS 
GASLCASRLPRDKTAPKAKEAP 
APPKAEAKAKALKPKKAVVER 
CPHTHAKKRIRMSPTFRRPKTL 
RLRRQPRYPRKSTPRRN KLG H Y 
A11K\FPLTTE\SAGKKNKK.NNTP 
LVHCGC*RPTRHQ1\RQAVKK\L 
YDSDVXAKVTTLICPDKEKKAY 
VRLAPDYDALDVANKIG11 


21718 


52086 


B 


21846 


12 


115 


















21720 


52088 


A 


21848 


519 


747 


SGSVISPI AAT* Y RI FA VL* S VQ* 
* * AGPGDLSGDGELP* SVAIQPN 
VFIAVSS1TCNWLPFGKCGSTY 
WMCQSM 


21721 


52089 


A 


21849 


185 


456 


QHQPLEVASQWKVCSVSVKLL 
SQSSDVTRVPLEGLDRLSERSG 
SLSVL*SGILWALDAASQLVSL 
LP*LTRYHDPRVSSL/SSTYV*SP 


21722 


52090 


A 


21850 


789 


1086 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21723 


52091 


A 


21851 


1 


766 


SGRKEANYWGSLTQAGTVSLG 
LDAEGQEVFVPFSAVLPMVAP 
N DL VFDG WDI SSLNLAE AMRR 
AKVLDWGLQEQLWPHMEALR 
P/LGLAVY1PEFIAANQSARAVD 
N\LIPGSRAQQLEQIRRDIRDFRS 
SAGLDKVIVLWTANTERFCEVI 
PG LNDTA EN LLRTIELGLE VSP\ 
STLFVAVASILGGLCLSFNGSPQ 
NTLVPGALELAWQHR1LVGGD 
DFKSGQTKVKSVLVDFLIGSGL 
KTMS1VSYNHLGNNDGEN 


21724 


52092 


A 


21852 


2 


2122 


WKSWMVFTAMKLVKAHHRLK 

LRLKGYLPVTCLEGTRNQRIAA 

T1RHNRARGRHQITAMSEIVRE 

LSQLGWDDNKIGKELGMDSDE 

VLRLKQINGLQELFADRQYSRA 

WTLKLAQAFSCCQQRRFLLGK 

TETNQFMWEG1GAKHRQRNRR 

Y A VLLRQPL AKLN I IQARYPNQ 

HRQHAGECNPHCQAGGDIVDR 

CPA RCFTKG DSKDG SPPQ AT WP 

FHNSATMTAKRLSEASQCGSK 

KSILRER11YRPSITRYPFQSTMN 

HPLPEQTLGC1ATDYGSSPSPDR 

SPGPAHYY WTDHSTAN IRYQ V 

AAEENGEYTYVERVKIPLDHGT 

LLIMERATQADWQLEQIRRDI R 

DFRSSAGLDKVIVLWTANTERF 

CEVIPGLNDTAENLLRTI/D/RSV 

WEVSPSTLFAVAS1LEGCAFLN 

G S PQNTL VPG A LE L A WQHRVF 

VG G DDFKSGQTK VK.S VL VDFLI 

GFRLQRP/SSIVSYNHLG\NNDG 

ENLSAPLQFRSKEV\SRSNVVD 

DMVA\SNP\VLYTPGEEPDHCV 

VIKYVPYVGDS*RAL\DEYTSEL 

MLGGTNTLVL\HNTC\EDSLL\A 

APIML\DLGAA*PSCCQRVTFLA 

LDIGTPSRRPFHPVLVPAQAFFF 

KGATLSPPGKP/VLVNAAFSAS 

AAAIENIXLRACVGLPPQNHMLL 

EHKMERPGPSLKRVWTPWLPP 

YPMLNKKGPG SRCQPM A AP VD 


21725 


52093 


A 


21853 


1 


1908 




21726 


52094 


B 


21854 


1 


1833 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21727 


52095 


A 


21855 




749 


MFQLMICASSGGEAACMPAGL 

MENYKHTTVLLDEAVNGLNIR 

PDGIYIDGTFGRG\LGEEGRLLA 

1DRDPQAIAV/AKTIDDPRFSIIH 

GPFSALGEYVAERDLIGKIDGIL 

LDLGVSSPQLDDAERGFSFMRD 

GPLDMRMDPTRGQSAAEWLQT 

AEEADIAWVLKTYGEERFAKRI 

ARAIVERNREQPNDPELEEFEQA 

LKSSLNVLAPGGGVSIISFHSLE 

DRIVK/RFMREHQFCVVVRSGV 

GLKT*SVR 


21728 


52096 


A 


21856 


532 


1418 


CF ASGFIGELRKN I VGFIEQDHT 

RG L VFRLTPGRTLRAESLNLVIC 

LPMNFQPYDSDADWVITGVPF 

DMATSGRAGGRHGPAA1RQVS 

TNL A W EHNRFP WNFDM RERLN 

VVDCGDLVYAFGDAREMSEKL 

QAHAEKLLAAGKRMLSFGGDH 

FVTLPLLRAHAKHFGKMALVH 

FDAHTDTYANGCEFDHGTMFY 

TAPKEGLIDPNHSVQIGIRTEFD 

KDNGFTVLDACQVNDRSVDDV 

1AQVKQIVGDMP/VYLTLYNCG 

GPS*QFHSLRPAQSPLDRCRAR 

YLAPQCVPDFRTLQR 


21729 


52097 


B 


21857 


64 


1842 




21730 


52098 


A 


21858 




503 


MRWLVSPIEDTGHKALLFACL 

ALHRACVSGHCLSPKCVGVDG 

RSHEMVAPGLFLDWLLDGTGV 

WDGTSTNVEGAQEHAVLILLII 

TDGVISDMEETGMPWCRLPSCP 

CPSSSGRGQCGLRCHGVPGWG 

RRM LRSHTGEE A ARDIVSSFPF 

ESSATMSEEVYDPRSLYERLQE 

QRTGSSRTARQEAVVGSKVTV 

SQPGHRQETTVLEHLVQY/FILL 

1 ITDGVISDMEE/TRHA V VQASK 

LPMSIII/VGVGNADFAAMEFLD 

GDA/GMLRSHTGEEAARDI/VQ 

FVPFREFRNNVRGGL* PSISI 


21731 


52099 


A 


21859 


2223 


2363 





2793 
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SEQID 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


21732 


52100 


A 


21860 




693 


GDDGKWMLVHRTEVIKYTLDP 

VWKPFTVPLVSLCDGDMEKPIQ 

VMCYDYDNDGGHDFIGEFQTS 

MSQMCEARDSVPLE\FECINPK 

KQRKKKNYKNSGIIILRSCK1NR 

DYSFLDYILG\GCQLHVSPLGID 

F\TASNG\DPLDPSSLHYINPMG 

TNEYLSAIWAVGQIIQDYDSDK 

MFPALGFGAQLPPDWKVSHEF 

A1NFNPTNPFCSGVDGIAQA\YS 

TCLPHIRFYGPT 


21733 


52101 


A 


21861 




2231 


MYSQEGNQFCNRTDCQELLPPP 

PAPMAHIPSGGAPAAGAAPMG 

PQYCVCKVELSVSGQNLLDRD 

VTSKSDPFCVLFTENNGRWIEY 

DRTETA 1NNLNPAFSKKF VLDY 

HFEEVQKLKFALFDQDKSSMR 

LDEHDFLGQFSCSLGT1VSSKKI 

TRPLLLLNDKPAGKGLITIAAQE 

LSDNRVITLSLACRRLDKKDLF 

GKSDPFLEFYKPGDDGKWMLV 

H RTEVV I KYTLDPV WKPFTVPL 

VSLCDGDMEKP1QVMCYDYDN 

DGGHDFIGEFQTSVFVKMCEAR 

DSVPLEFECINPKKQRKKKNYK 

NSG1I1LRSCKVNQRGQARARG 

QVSGHTEGTDRA LDLEPARPVF 

KSRLCH 1LALWPSELHLTRPQSP 

HLWNGDINEAEHVQGYSSLTFL 

CGGQGRHELTFQGLSWWENCH 

CELLPPTVGMQGAEDIGWGHP 

VLSGISVTVTPM1NRDYSFLDYI 

LGGCQLMFTVGIDFTASNGNPL 

DPSSLHYINPMGTNEYLSAIWA 

VGQIIQDYDRPRSFLKPDPWAG 

TEAVTGQHVMFSVYETHVEWG 

RQIGLPDVANQNTRHPVKFEFQ 

VSHEFAINFNPTNPFCSGVDGIA 

QAYSACLPHIRFYGPTNFSPIVN 

HVARFAAQATQQRTATQYFILL 

IITDGVISDMEETRHAVVQASK 

LPMSIIIVGVGNADFAAMEFLD 

GDSPHAALPTRGRRQPRDIVQF 


21734 


52102 


— 


21862 


694 


825 


QPGLS1N1EAGAVPRPFARRYW 
GNLG*FLFLGVLRCFSSPGSPH 


21735 


52103 


A 


21863 


1032 


1127 


FYAKAEAGDRTVA*PHKPKMF 
LSIHHRVAKI 


21736 


52104 


B 


21864 


1 


564 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21737 


52105 


A 


21865 


43 


617 


P1IQKVRSHTPK.RAPTACTYTVS 
GSFSLPSPGFFSPFPHGTGSLSVS 
QEYLALEEWSPHISARDCTCSG 
LLIELPSTGIFVYGAVTLYRAPF 
QTLPVTHALIQALGCSP\FARRY 
WGNLG*FLFLGVLRCFSSPGSP 
H*PMDSVNDSVSKHT/EVSPFG 
N\PGYNGSYHLTDAYRRLARPS 
SPLTAPGHPPLYG 


21738 


52106 


A 


21866 


2969 


3593 




21739 


52107 


A 


21867 


1219 


1503 


HFTDGQNNRQHGCGVRRQAG 
KQVVCKVEHQNQYNHRCVW* 
ESFQVRTHGTGEPVNKTRTSQA 
VSHHNQSCQVDQCVPCAV1AG 
NVFPRHNVQGQH 


21740 


52108 


A 


21868 


193 


378 




21741 


52109 


B 


21869 


1 


1473 




21742 


52110 


A 


21870 


3536 


3926 


PKMVRWLARKCWNTVSTVRC 
FWMAMPTPVFAPCAA1KTASA 
R*MSWASSR*PNRGCVKSATLR 
QFS*VAAMK*PPVAQ*WW\LGR 
NASTAGGDSGAGRSLDDGEPTP 
CGMGLEQKRHGNPAGCVAPSR 
WS 


21743 


52111 


A 


21871 


140 


901 


MAMSK.VKS1TRESWILSTFPEW 
GSWLNEE1EQEQVAPGTFTMW 
WLGCTGIWLK.SEGGTNVCVNL 
WCGTGKQSHGNPLMKQGQQM 
PPMAGVKKLQPNLRTTPFVLDP 
FA1RQIDAVLATHDHNDHIDVN 
VAAAVMQNCADDVPFIGPKTC 
VDSW1GWGVPKERCIVVKPGD 
VVQVTALE1HAPDAFDRTAPIT 
WLADQKRRRTVKG/MDDAPL* 
QVSYRPSTPPRCCYWSLLSSSV 
YYSKRPFAHGYARLCIPFMD 


21744 


52112 


A 


21872 


287 


392 




21745 


52113 


A 


21873 




492 




21746 


52114 


A 


21874 


569 


1061 


SGTVL DM/S E YSRVQIRKQP YL S 
KGYIPVRQKTKAAWLLKAVTFI 
DLTTLSGDDTSSNIQRLCYKAK 
YPIREDLLKALNMHDKVAAGF 
PAGQTHLKTRLEEIRLAVEDGA 
TE1DVVINRSLVLTGQWEG/LYS 
PVVYSALPCNI*HSRLFLPSGNA 
LLLWLWCLHS 



2795 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21747 


52115 


A 


21875 


2 


1072 


ARSN1RMVTAFRSLPAGSSGAA 
RA\MSAHNRGTELDLSWISKIQ 
VNHPAVL\RRAEQIQARRT\VK 
KDWQAAWLLKAVTFIDLTTLS 
GDDTSFNI * RLC YK AG Y PIREDL 
LKALNM HDKGITVTA AVC V\YP 
ARV\CDAVKGTSRPAG/CVNIPV 
GISRAAGF\PAG\QTH\LKTRLEE 
I\RLAVEDGSLQKIDV\VINRSLG 
A*QAQWE\ALYDEIRQF\RKAC 
GEA\HLKT1LA\TGELGTLTNVY 
K\ASMIAMMAGSDF\IK.TSTGKE 
TVNATFPVAIVMLRAIRDFFWK 
TGNKIGFKPAGGIRSAKDSLAW 
LSLVKEELGDEWLKP\ELFRIGA 
ST\LLSDIER\Q1 Y HSCGLGRYGS 
LFMDLSQCL 


21748 


52116 


A 


21876 


3 


221 




21749 


52117 


B 


21877 


49 


342 




21750 


52118 


A 


21878 


1 


828 




21751 


52119 


A 


21879 


1362 


2405 


RPPWRHWDGNSSVLVHFQLHF 
LLRPLQTLSLGLEEELLQRGIRA 
RLREHGISLAAYGT1VSAELKG 
GSRPCAVWWPSEPGAGRCPGN 
SFSCGNSQCVTKVNPECDDQED 
CSDGSDEAHCECGLQPAWRMA 
GRIVGGMEASPGEFPWQASLRE 
NK£HFCGAAIIN/DQPLRS*NHR 
FQDPTKWVAYVVRPTSAARRP 
APCGPSKKA/WISGWGYLK/EG 
LP*ASPRPAMVKPEVLQKA/DW 
ELLDQALCASLYGHSL/TDRMV 
CAGYLDGKVDSCSVLFLFRGTI 
SFFFSEDRNLIRYVLLYSIFVVN 
C1SGKPQPGPPVLRALCQHPHQI 
DAGPQYRASCWVTVPKLQGIF 


21752 


52120 


A 


21880 


600 


904 


SVSLLDEETALPFSWDELRLSA 
LLDT*AAFQEIELAFQDPQCVG 
LLTAP/YADAAFSGSTDIAMFLL 
VPILSARKPASPRSS*TFSHLATE 
PLPASIK*AAA 


21753 


52121 


A 


21881 


393 


572 




21754 


52122 


A 


21882 


165 


432 


PGMAVSYEKISKYPVEFLPAQA 
NIAGHNDAPEEREPFQW*LWLL 
LPNF*LQEKCSPTLCHFLSRRTQ 
SEFPSSTAAGNLSVSLLYPCKS 


21755 


52123 


B 


21883 


1 


1011 





2796 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21756 


52124 


A 


21884 


783 


1234 


YYRRCGAASPHGRDPVQIG*TS 
SQPR* S A YRN/PASVIPV ARHSA 
RAPAILRP* V VV AERSERSIPGL 
RATPAE1RTTSAPSSAGVASSPE 
KPLIFTAIDSHTGSHWSDIJHVC 
AKKLQNYVPKLNASLLLTPSIY 
VTRTTRSGP1 PPARQ 


21757 


52125 


A 


21885 


249 


398 


GYFDIFSYDTA1PGQSAEQDAR 
ED*AF*MPDRAYSQPCSSLVFP 
KGCKK 


21758 


52126 


A 


21886 


309 


845 


CGAREERGRGCHHVHSQLRGP 
GPAPGQVQQPQL VPAP V VPELP 
GLRGLSWQARRTRARHRQGQV 
QDHQPDPTVHAQLRGVQLGEA 
PLQLHHGD*DHRAP*GYFDIFS 
YDTAIPGQSAEQDARED*AF*M 
PDRAYSQPCSSLVFPKGCPVPG 
RGCAAGVQAAGAAHPPLDHPA 
LQPLQGR 


21759 


52127 


A 


21887 


1236 


2100 


DLLCGRGCQGRRPRHLQPQTEL 
EAPEVPAERPGRGPAVAARSDP 
RAQAEDVPGYNPLSGKPAKQQ 
VHEGHHPGAPGHRRPGGAAVP 
AGGPHRCLPAQPARPCGGAAEP 
RGGPAGAH*ARGSRAAGEGQP 
WWPSPRLGAGPPAAPVHAAPG 
SHLLPGHHLPTQPSALAAAQ\PL 
AEEPREQ/PGAGGPQPGSPTLRG 
VEVVPLPHAAGGAGAVPVGGA 
ACPTAPHPAASAPAPVLLSQLG 
TQHPPRRDPPHCSCAGIQDSGW 
AGPPALWSLLHVAKPAQARRP 
CALLHPGV 


21760 


52128 


A 


21888 


1931 


2185 


AKAFSFFRY1SRVSRNRTCLSRS 
SM RRSFDSSN ADAAFSGSTDIA 
MFLL VPILS ARKPASPRSS * TFS 
HLATEPLPASIK*AAA 


21761 


52129 


A 


21889 


1254 


1760 




21762 


52130 


A 


21890 


1 


2001 


SIRRPKRARPIRIKKIPEQQG/PQ 
PAVLPVQTVATRDRELPQMP/P 
VGPETLKRDPPVRAMTIPATAA 
VYKPYWGATPLPIA\KPSPAG*Q 
*SRRFSKGYFGFD 


21763 


52131 


A 


21891 


195 


545 


HSPGSFYSRRDAQSPAPA1RAA 
V*AEVQ*TPLCHDRITHFPEDW 
RGWQRS*F*PAACRVAGSLPVP 
V SPQIQH P YCRSS AQ YLPCG AG 
LPLPGFDRLCPRSLFQGLAVTG 
GSCGPS 



2797 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


21764 


52132 


A 


21892 


825 


1299 


YSCRTEHPPRLATAEYRHHQRA 

ADAGR*RHAGVAFYP1KERYR 

QPEPAFSYQ/PRRWSASRNRRPS 

R*RMRRFPANSSTPFPPAPPLRR 

KRVASLIGGRMLRLTGAG1AEE 

RMIAPQLPEC1LHELTERPHPFP 

LGIDLILTCGERLLAIPRTTHVE 


21765 


52133 


A 


21893 


1460 


1810 


RATHVLTWVRGTPKRAEMILG 
SSRSMSAAAVTVLISPATAQRW 
ITRAP* PSPIRSPS VSRLTATRPSS 
ITKARALSPMAAPALRSTVTTP 
PRITVEKPLLMEKIPRVPKSRAI 
SAL 


21766 


52134 


A 


21894 


231 


704 


QSQKPDTRGRLFVAKAPPCVQR 
HKVRWLRLVM1TSAHYLPLRR* 
*PAHPASGGCCPNRAKYTQRPA 
E * I S Y RPD * E A VR* SRAP AK VTQ 
SNPASRVALRRPAPRAVHQATI1 
PVDESTLLPAPLAVSARQKVRQ 
AIPLRDSPVRRPTLDVRHRATG 
L 














RQLLRWSNR*IAR*SI.TQPARRF 
PAYHYAHPAAAAAPGDPLGAD 
LQLCARHYHRQRHCVPRHAGY 
PRSDGLHPQPRGRWRIRCSDCL 
RVPF 


21768 


52136 


A 


21896 


1 


445 


MFISGLDDFF1DVVYWVRR1KR 
KLSVYRRYPRMSYRELYKPDE 
KPL/DDYGSGVE*NGRHRQYGR 
AGGDHARLRKLSYLCWHLPQR 
PRYSA*C*RSVRSLPECA*GSLR 
ASWP/HPAKPTV*TTCWTPSPN 
LSVAPISLLLVLFCMTPK.M 














SRKSGISIGAVKRPTH*GS*KAR 
SIC*NAAYVSKKAESLSSFPEKS 
ESTQRVKAVLSS**ASQGCGDT 
AQYVLLSFKGSQQA*QVCGR* 
KAY**DLSRE 


21770 


52138 


A 


21898 


1282 


1535 


GSTYEIASATPSPSAKPSNRSPSP 
MSRPQSNPKPNSLHSC*P*GNL 
RSTPESGK*ATPPPPPAYTLVLF 
KLANPQLPEESPWAF 


21771 


52139 


A 


21899 


3775 


4031 


CRRTAASRTPRKRTQTAPTHAT 
NKPQKPQTSTDRGNRREPEKTE 
PS*HLRPNPQEPGRRGQTQQ\EP 
APRHQPPKPQGEPTTPQKQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21772 


52140 


A 


21900 




2595 


MESHTVTDYNFGRLLNESFAN 

CETDRNYLGIFKCGFWLSGTRK 

SAFLTKSQVTLTRPVDHTLRNE 

VLGSTKYQVPGYRRKTNTNLE 

ESNVLIGYDVAPGGGKQIDGK.K 

AEGRELMVPVAGRPLCRSSSM 

ELLLLLPLHIPREQMLLADAYW 

NLHQSCQSKTSPDTAKCPLDRC 

PRVFKSQSYKASTFDGLSMDTE 

VIKSNGKQGWRQRRLANMKDI 

DKQTQAATFVLSQGMQRSGND 

R1ILVTGASDG1GREAAMTYAR 

YGATVILLGRNEEKLRQVASHI 

NEETGRQPQWF1LDLLTCTSEN 

CQQLAQRIAVNYPRLDGVLHN 

AGLLGDVCPMSEQNPQVWQD 

VMQLFRAGI1NADPGAFFVTGF 

RRYCCFTLCCRSFRFGFYRRRF 

RHRSCRQRAMRHSGTGQGQGN 

EQCFNSVFHTVFSLFVNSGITLT 

AVKTVNKWQCSEMEKAAKAT 

FSCYSCNAFFCEAASGLLLFQRJ 

AN FDFRLFTQ VTHQSFKDD LG I 

KMETTKPSFQDVLEFVRLFRRK 

NKLQREIQDVEKKIRDNQKRVL 

LLDNLSDYIKPGMSVEAIQG1IA 

SMKGDYEDRVDDY1IKNAELSK 

ERRD1SKKLKAMGEMK.NGEAN 

RKERSSM FRDRPLKRMKSKRD 

DDSYDEDVEDDEGVGEVRVHR 

VNHAPANAQEHEAARPSPQHQ 

YQPPYASAQPRQPVQQPPEAQV 


21773 


52141 


A 


21901 


1 


96 




21774 


52142 


A 


21902 


105 


430 


ASIFVMLVRGAEPMEKRQQRG 
LFTVPGLLLAFCSHVLSCVNPLI 
PVDNPYY PPLSELI PA PPQPNDR 
AQRVSERGSGRAPNTQTASPRA 
LADSLMQLAR\QVSRLESGQ 



2799 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


21775 


52143 


A 


21903 


843 


2055 


HHRMAQNLSRYGNDKRPEESQ 

FRVVNVKPVTLYDVAEYAGVS 

YQTVSRVVNQASHVSVAKTREK 

WEAAMAELNYIPNRVAQQLAG 

KQSLLIGVATSSLALHVAPSQIV 

AAIKSRADQLGASVVVSMVFVR 

SGL V ACHTAPHNL L/ARKRGPA 

GLIINYPLDD\QDAIAVEA\ACT 

NVPALFLDVSDQTPIYNSIIFSHE 

DGTRLG VEHLW ALGH\QQI\AL 

LAGPLSSVS\ARLRLAG\WHNFL 

TGN\QIQPIA\ER\EGDWSAMSGF 

QQTVLQMLNEGIVPHWRLLVAQ 

RSRMALG\AMRRHYPESGLRV 

GA\DILRVGGNTT1PED\SSCY1P 

AL*PP1KQDFRLLGA/QTSVDR\L 

LQLSQGQAVKGN\QLLPVSL\V 

rvRKTTLVAPNTQTA\SPRALPRF 

H*MQLA\RQVSRLESGQ 


21776 


52144 


A 


21904 


1 


1201 




21777 


52145 


A 


21905 


1 


492 




21778 


52146 


A 


21906 


646 


934 




21779 


52147 


A 


21907 


1 


1713 


MLCTKWDKLGLEKNAGKNKN 

AYKWYGWPANAPDEPH1EQLV 

GECRVMRQLKRL1SRJAPSPSSV 

MVVGESGTAIPVVSHAEFKGGF 

ADIGVHYLDWTSRTTEKSSTKS 

HKDDFGYLEFEGGANFSWGEM 

YGFFDWENFYNGRHNKPGSEQ 

R YTFKN TKP Y L S WVDTG F SL Y L 

HAYGTYGSANRVNFLDDMVFL 

AGFGFQF*PAGGW/WGSNPFFA 

K\RYTRSK.PYYT\GDNGYV\AG 

WVAGYNFMLGSEKFTLTNWN 

EYEFDRDATYAADFLPLYDVD 

CQDNGNLEYDTYSQPEWKHNL 

FDHYLAVLYRFKDESGKEQFSG 

AVVKTREATPGKEIEA1TRRML 

DFSPRLKKLADCPSPRPVFEALC 

ICSMLDALLLLCPLDYHASCDN 

YSYALLDPQGFPLPHRRLWGPY 

IDVDVPMLHLIQHAWAQDALL 

SCLYSDLLYMSSFPYPAGTLTR 

LMGVTSYNHKNTLLTYCITLMS 

TIRFAYDGDEEIAMKYTDFLKG 

ELSMN1RPLHDRVIVKRKEVET 

KSAGGIVLTGSASAKSTRGEVL 

AVGNGRILENGEVKPLDVKIGD 

IVFFNDGYRGEI 


21780 


52148 


A 


21908 


2060 


2404 




21781 


52149 


B 


21909 


1 


1377 





2800 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21782 


52150 


A 


21910 


52 


1719 


IGQVVDVDTCFTR1HLVFVNFD 

NDTGSIHVLNDTTTFSYRSYTG 

VNGNSTFHTSTNQRLISAQSRN 

GLTLHVRTHQCTVGVIVFQERD 

QGRTDGYHLLGGYVHVVNLV 

AAEQAGFAFATASYQVFYEVA 

FF1QVGVRLGDNVVAFFDSRQV 

VNFVSYNTVGHFTIRSLKLEAVF 

VSLCVHGQRVDQTDVRTFRGF 

DWTDATVVSRVYVSNFEACTF 

TGQTAWAECGDTTFVRNLRQR 

VVLVHKLRQLAGTEELFHCCG 

SQDPQQPWGWNLRVNPLAQTT 

GHAHE AQRKQWH KGNEEADD 

PEPERAFTPGFVQFETERFRPPV 

GHPCEAAEDHAADDHVMEVR 

NQEQAVMQNEVRARYGQQHA 

SHPAHREGDDKTDGPQHRRME 

HDAAL1HGEQPVEDLHPGRDG 

DNHCGDTKEGVYVRARTHRKE 

V VQPN DE RQHGDTDG CP YQRG 

1TKQTFTREGCRNFGEHTENRQ 

DQDVNFRVAPGPNQVDVHHH 

VATHIVGKEMGAQ1AIQGQHAT 

YRQNGKDL*SNRGVASGNPQC 

RF1RAHRRATDCQTVIK.QPVFFG 



2801 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, j 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21783 


52151 


A 


21911 


608 


2508 


Y1TATSCSGWMIRWCAKAAKC 

CA/CSRGPGGKLRRHKGAEETL 

CGNTRVLIAPQLPAVIIATLSGS 

RSQTGRREGPTPTTVMIQDHTG 

SSTDDECSANVQRIFNRIMLCS1 

VSRPRTIPFHDLAQSFRQFRNVK 

CLWCAFEGAQLMRIQPAIVMV 

KTIHRERLNSGQFRCHQEARNI 

PPHRQSRFLASRGLLAELMFML 

YGIGELPEIVTLPKLEIRGNVDNS 

RHAVFLANSGMPELRF1RTHGS 

RFTSQDCTLFNWLARIITPVLQS 

WLNDEEQQVALRLLEKDRDHH 

RVLVD1TNAVLSHLDLDDLIAD 

VAREIHHFFGLASVSMVLGDHR 

KNEKFSLWCSDLSASHCACLPR 

CMPGESVLLTQTLQTRQPTLTH 

RADDLFLWQRDPLLLLLASNG 

CESALLIPLTFGNHTPGALLLAH 

TSSTLFSEENCQLLQHIADR1AI 

AVGNADAWRSMTDLQESLQQ 

ENHQLSEQLLSNLGIGDIIYQSQ 

AMEDLLQQVDIVAKSDSTVLIC 

GETGTGKEVIARA1HQLSPRRD 

KPLVKINCAA1PASLLESELFGH 

DKGAFTGAINTHRGRFEIADGG 

TLFLDE1GDLPLELQPKLLRVLQ 

EREIERLGGSRT1PVNVRVIAAT 

NRDLWQMVEDRGVI 


21784 


52152 


A 


21912 


147 


2699 


MTIRAICSCCPLPDA*NVLM*1Y 
MSTFQASGNGQQLQ1ARIVIQNI 
TG 


21785 


52153 


A 


21913 


432 


1016 


FCPSSCLAATAPA A * AG WSFLP 
SPAEQNRWRFPLSRFCQIPAPL/ 
LGTLIISLSVFCS1LAASAAEIPG 
SVDGIYNKSPSLI\WVKIPRQLY 
*AAREPSAPKAPPPAAWFSASA 
VLSATAVMINTNQKAIERVTAFR 
RNFATDPVAHQDRDHYDRQQR 
RTRHRIRFGERQRAKQTPFLPFQ 
GEDRDKRQRDNQQTDK 



2802 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


21786 


52154 


A 


21914 




1146 


MTTSMLNAKLLPSAPSAAVVV 

VRVVVVVGNAPTSRKVGPEEK 

DWSMASSGTTSTRKRFTGAEFI 

VHFLEQ/PGH*DCDRHSG/S/CSI 

LPVYDALSQSTQ1RHILARHEQ 

GAGFIAQGMARTDGKPAVCMA 

CSGPGATNLVTAIADARLDSIPL 

1CITGQVPASMIGTDAFQEVDT 

YG ISIPITKHNYLVRHIEELPQV 

MSDAFRIAQSGRPGPVWIDIPK 

DEQTAVFEIETQPAMAEKAAAP 

AFSEESIRDAAAMINAAKRPVL 

YLG G G VIN AN AR VREL AEKAQ 

LPTTMTLMALGMLPKAHPLSL 

GMLGMHGVRSTNY1LQEADLL1 

VLELAGVQTVDTDVNASKPAS 

ATRHIAFQTVTIGCDRNLADSV 

VFPHSVDD1GKVAA 


21787 


52155 


A 


21915 


1001 


1037 


MVGMASSCMPAFTRLELYSVIS 

QSTQIRH/I L ARHEQG AGFI AQG 

MA/RTDGKPAVCMACSGPG/AT 

NLVTAIADARLDSIP/LICITGQV 

PASMIGTDA/FQEVDTYGI/STM 

TLMALGMLPKAH/ALSLGMLG 

MHGVRSTNYFCQEADLS1VLG 

ALFDAGQIGKTSSFCPNAKI/IH 

VDIDRAE/REFPCPI PKACDLLS 

H/YGL1NAVAACVDDNAIITTD 

VGQHQMWTAQAYPLNRPRQW 

LTSGGLGTMGFGLPAAIGAALA 

NPDRKVLCFSGDGSLMMNIQ* 

MIIAIPTGVKIFNWCSPCIRPHR 

VPFCDA VA 1GF1 VTFSDVIQIASI 

YEIPCRDPTGVASTEYSSSSCRR 

RRNTTLCDPGSPAQRQSPQAGQ 

N PSCPAHRRSATG VGD 


21788 


52156 


A 


21916 


135 


449 




21789 


52157 


A 


21917 


5 


214 




21790 


52158 


A 


21918 


2 


337 


IGIAKHAQQLLLNVMQTRAVG 

AEVQTVSATGSAVRQALANNL 

QPFAIFFQINA/W**RAGRYPDD 

HGISPETALYGWHTSATGTAG 

MR*SVRPWLQSGQGCSGWRRQ 

QPRWSP 


21791 


52159 


A 


21919 


1 


774 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21792 


52160 


A 


21920 


2 


914 


RH1RTPAHLERFIVDIALNVADG 
H RAKLI VQSAGTFAQTVLRADS 
SANFRQGVGLVRQFRRFKNTPL 
VGELQPVRDVVVYRAFPLAVW 
VAARQAAVSLRFGLAFGKRLV 
NFNKLNFADLQRFLWRINAAQ 
LSCATTT/ADPAVLLHHWTSV* 
PAQI*WR\S*PVRQNLFTALRAG 
MLHMLGDKTTQMLFMDRQSV 
NA*DLDQFRVNAFAEIAAFIEN 
VSETAGHARTEVNAGFTQNAD 
DTTRHIFTTVVANAFYHGDSTG 
VTHAETFTRAACG1QTTTGRAI 
QAGVADNACFMAAEGGTNRR 
TNGD 


21793 


52161 


A 


21921 


204 


371 


PGPAGAQSAALYRWSPGQAVS 
RADWFRFADC* I YPENRRN AGS 
AYRPRLSPAYCG 


21794 


52162 


A 


21922 


2664 


2970 


TPDTAPAGCRSRAPDGPSLPRQ 
MPRRRG*FHTARYCRTPRAITA 
*R*TE*STCPARTGEWYAHARY 
APGTSRQTATMPPTMPRRRASS 
YSSTQPDGRRQNC 


21795 


52163 


A 


21923 


318 


459 










21924 


577 


888 


TNSSNQQLAEGNRERLIGRNTA 
GPERITAGRR*LFSCQNRPCGW 
RfNKCHIGMPVVVIWRlIVMGI 
QHDDLVNPFGMRYNRVNMQF 
AKTLGQRALLLRRNSLIA 


21797 


52165 


A 


2192^ 


3 


711 


AGAHSGPSHPALATTAARQSV 
AGNRSGI SGFSGHSRNPTRMSA 
RCL*SS\ALERLMRRLNGGEIQI 
SDVTTTTPS\LSPQVYCSAMSRN 
LCTRATPRWQSAGHPYCRWTA 
SYCA1YSDRSIRGNYSTRQSFAS 
GRRVVPTGSWQKTESEKDCSTC 
CANWANDRTPLPTSTSSANCST 
NVQTSVVPVLRRWIWLTSLRV 
VLTVSLKSVCARGTSPQASCWF 
VKRAASSATSPVVITTC 


21798 


52166 


A 


21926 


244 


535 


TRYPDDHGISPETALYGWHTSA 
TGTAGMR*SVRPWLQSGQGCS 
GWRRQQPRWSP**RSC**CSVY 
PATL*FCRLYNQTSGPGHSDLP 
AFPDSDRRKI 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21799 


52167 


A 


21927 


869 


2923 


PKKDLKIATSAMMEAAYSV*SR 

TLFW/SPVRDSQVTDTQWQGL 

MSQLRLQGFDTLVLQWTRYGD 

AFTQPEQRTLLFKRAAAAQQA 

GLKL1VGLNADPEFFMHQKQSS 

AALESYLNRLLAADLQQARLW 

SAAPGITPDGWYISAEIDDLNW 

RSE A ARQPLLTWLNN AQRL I SD 

VSAKPVYISSFFAGNMSPDGYR 

QLLEHVKATGVNVWVQDGSG 

VDKLTAEQRERYLQASADCHD 

GAAPHGK\VFKL1IA*RARR 


21800 


52168 


B 


21928 


72 


690 




21801 


52169 


A 


21929 


1 


2241 




21802 


52170 


A 


21930 


1607 


1893 


NKR1FPSDVKVAEPDHSCV*SFR 
IGSLASNLSLSLKTRPAFFQLL1K 
HVD/SMCHQRLSGSRKSKHNV1 
AVVFSYCSVSVFSASCPTHQVL 
LQTQYF ! 


21803 


52171 


A 


21931 


1 


3960 




21804 


52172 


A 


21932 


1 


1281 




21805 


52 1 73 


A 


21933 


1 


1491 




21806 


52174 


A 


21934 


1 


1254 




21807 


52175 


A 


21935 


1 


723 




21808 


52176 


A 


21936 


740 


880 


N KR1 FPSD VK V AEPDH SC V * SFR 
IGSLASNLSLSLKTRPGFFPTVN 


21809 


52177 


A 


21937 


1 


1191 




21810 


52178 


A 


21938 


1033 


1248 




21811 


52179 


A 


21939 


1 


1425 




21812 


52180 


A 


21940 


1 


2784 




21813 


52181 


A 


21941 


676 


1467 




21814 


52182 


B 


21942 


1 


3288 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21815 


52183 


A 


21943 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAECDNLK.TCHT 

SHGSVMAETAVINHKKRKNSP 

Rl VQSN DLTEA A YSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HINPYLIPFFIGXLQNRFTQFRLS 

ETKE1TNPYAMRLYESLCQYRK 

PDGSG1VSLK1DWIIERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTCWPGLDIIPSCLALHRIETEL 

M G K.FDEG KLPTD PH L M L RL A I E 

TVAHDYDV1VIDSAPNLG1GTIN 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQIRMRTVFE 

QAIDQRSSTGAWRNALSIWEPE 

CNEISIGVSLDQDGGSNSVLRK 


21816 


52184 


A 


21944 


1790 


2947 


TDFSVRCKGCR TGPFLRLIFQDR 
1VGVELIAVF*NTGPRFSSCRLS 
WRRPFDKTCRMRWHQRLSGFP 
QEQNDGKQQPILC 


21817 


52185 


A 


21945 


1 


888 




21818 


52186 


A 


21946 


252 


1863 


RKNPFILH*LFR*TLRQTKPDDS 
AGKGVKI**HTQNQRSGRSQND 
F*RRLW 


21819 


52187 


B 


21947 


1 


1794 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21820 


52188 


A 


21948 


138 


341 


PNPRGLLNTITPEHFKSKLH1PT 
TYRQSNGITASHYSYARN*RVG 
VMARGNA1TLPVCGRDVKFTL 
EVLRGDSVEKTSRVWSGLLELL 
KAAASLVFLEQHKPYEEIGTSF 
GSVLVSVVGEGPFVEEDLRKSF 
PGRWDKKHKMFDA1EEPKKDS 
DKFDANDPILKDQTQEWSGSA 
TFTSDGKIRLFYTDYSGKHYGK 
QSLTTAQVNVSKSDDTLKINGV 
EDHK.TIFDGDGKTYQNVQQFID 
EGN YTSG DNHTLRDPH Y VEDK 
GHKYLVFEANTGTENGYQGEE 
SLFNKAYYGGGTNFFRKESQKL 
QQSAKKRDAELANGALG IIELK 
YDYTLKKVMKAADHFQTPVTD 
EI ERAN VFKMNG 


21821 


52189 


A 


21949 


761 


916 


NKRIFPSHVKVAEPDHSCV*SFR 
IGSLASNLSLSLKTRPAFFQLSIE 
LSPT 


21822 


52190 


A 


21950 


1 


1437 




21823 


52191 


B 


21951 


50 


1690 




21824 


52192 


B 


21952 


1 


1032 




21825 


52193 


B 


21953 




1974 




21826 


52194 


A 


21954 


878 


1202 


SVYNKRJFPSDVKVAEPDHSCV 
♦SFRIGSLASNLSLSLKTRPAFFQ 
LSIEXFRRPFDKTCRLMCHQRLS 
GFPHEQTQRDSTC1QLLFRQRF 
AAA SCPTHQ VLLQTQY F 


21827 


52195 


B 


21955 


7 


1702 




21828 


52196 


A 


21956 


527 


665 


NKR1FPSDVKVAEPDHSCV*SFR 
IGSLAFNLSLALKTPARVFSTVD 


21829 


52197 


A 


21957 


469 


687 




21830 


52198 


A 


21958 


2 


1018 


EGSDSRAFAKENNQKAYKETY 

GVSHITRHDMLQ1PKQQQNEKY 

QVPQFDQSTIKN I ESAKG LDV W 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNS1DSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLK1NGVED 

HKTIFDGDRKTYQNGQQFIDEG 

NIPPATPYAERPYYFEDKGLKY 

LGKPTVEPSVCGGRLESPWQTA 

GVSPTVQKLKSLKFDVRGQEES 

VWEKDEAALANWTVPNHTCD 

NLKTCHTLHGSVMAETAVFNP 

KKLKNSPRMVQSNHLI 


21831 


52199 


B 


21959 


7 


1113 




21832 


52200 


B 


21960 


1 


1188 
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SEQll) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21833 


52201 


B 


21961 


1 


1414 






52202 


B 


21962 




1515 




21835 


52203 


A 


21963 


1652 


1916 


RKMPFILH*LFR*TLRQTKPDNS 
AG K.C VKI * * HTQNQRSGRSQN D 
F*RR 


21836 


52204 


A 


21964 


1 


1353 




21837 


52205 


A 


21965 


1 


1507 


MAAQDAMVTRTSSQTDCKEPG 
LKWAGVVLMLLLCWLMFQVL 
WE ACQQKTGEHKTM LQM1LCN 
KSYQQLRLVITPMYLMLGDWL 
SKNCGQNSTPSLGDNPPERQTQ 
EWSGSATFTSDGKIRLFYTDYS 
GKHYGKQSLTTAQVNVSKSDD 
TLKINGVEDHK.TIFDGDGKTYQ 
NVQQFIDEGNYTSGDNHTLRDP 
HYVEDKGHKYLVFEANTGTEN 
GYQGEESLFNKAYYGGGTNFF 
RKESQKLQQSAKKRDAELANG 
ALGI1ELNNDYTLKKVMKPLITS 
NTVTDEIERANVFKMNGKWYL 
FTDSRG SKMTIDDLHIHAEDTL 
LPFYLG EKDDVTYA IKPTC WPG 
LD1IPSCLA LHRIETELMGKFDE 
GKLPTDPHLMLRLAIETVAH*P 
AEK*HQNHSSPF*PRFFAVSLRT 
GSSYHCILSSH 


21838 


52206 


A 


21966 


729 


843 


NKRIFPSDVKVAEPDHSC V * SFR 
IGSLASNLSLL1NM 


21839 


52207 


B 


21967 


1 


1416 




21840 


52208 


A 


21968 




1794 






52209 


B 


21969 


-j 


1 171 




21842 


52210 


A 


21970 


1108 


1250 


NKRIFPSDVKVAEPDHSCV*SFR 
IGSLASNLSLSLKTRPGGASRVP 
K 


21843 


5221 1 


A 


21971 


1 


2535 




21844 


52212 


A 


21972 


743 


898 


NKRIFPSDVKVAEPDHSCV*SFR 
IGSLASNLSLSLKTRPAFFQLSIE 
LSAT 


21845 


52213 


B 


21973 


1 


1605 




21846 


52214 


B 


21974 




1873 




21847 


52215 


B 


21975 




2946 




21848 


52216 


A 


21976 


1419 


1498 




21849 


52217 


A 


21977 


1 


2314 




21850 


52218 


A 


21978 


1 


1215 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21851 


52219 


A 


21979 




1851 


PWISAPVPVDVVEGAMDSVTV 

LSFGGLMLYFCAGWPPARRWC 

FPESI SCG SMERDQ W WGLQ VA 

KRAGLAGGQSGRTVLRERVR1E 

IASTHIALAARHSDWRCCRNGR 

YPARGPAALQNFQRYTGIQHV 

HRIGMAERMWCDRNRERHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHGSVMAETAVINHKKRKN 

SPRIVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

G1CE1HVA\KYVEIF\GLPFAEAS 

KDIRQALKSFAGKEVVFYRPEE 

DAGDEKGYESFPWFIKRAPSPS 

KGLYSVHINPYL1PFF1GLQN\RL 

TQFRLSETKEIPNPYAM/RLYTN 

TLCQYRKPDGSGIVSLKIDWIIE 

RYQLPQSYQRVWTPG1NCPEPC 

PGVWTPG1NCPGAWG1HGPHGS 

AENTGPLHPGQTSAQLETSLLP 

SLRSARELELAQLSPRRKQNRS 

LQN I G VTPS LRVP WPKA SN VQQ 

FIDEGNYTSGDNHTLRDPHYVE 

DKGHKYLVFEANTGTENGYQG 

EESLFNKAYYGGGTNFFRKESQ 

KLQQSAKKRDAELANGALGIIE 

LNNDYTLKKVMKPL1TSNTVTD 

EIERANVFKMNGKWYLFTDSR 


21852 


52220 


A 


21980 


3197 


5376 




21853 


52221 


A 


21981 


543 


5690 


RKNPFILH*LFR*TLRQTKPDNS 
AGKCVKI**HTQNQRSGRSQND 
F*RRWSRSY 


21854 


52222 


A 


21982 


2241 


2614 


ETLTTLKTKA1NTLYSKPTREQ 
K.TDTKAKNL Y LTKRTTA AART 
SSVKKAISFNRALKNAMLS*RT 
APSVS*1RHRV*NLTMRSSSSSA 
PSPWML*A*AWLCRYCRASCGI 
SS1PTASPVTMACC 


21855 


52223 


A 


21983 


31 


892 




21856 


52224 


A 


21984 


548 


855 




21857 


52225 


B 


21985 


1 


1825 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21858 


52226 


A 


21986 


1 


3146 


MEWGKFKRLVLPSQGKSKPEQ 
RCQYRHTVGDQATLPLRSRVE 
KRNGEAEGRIYRKLWDVALLC 
CVQEVINGERKPLRALTEVKSG 
FRLREDSDKFDANDPILKDQTQ 
EWSGSATFTSDGK1RLFYTDYS 
GKHYGKQSLTTAQNVQQFIDE 
GNYTSGDNHTLRDPHYVEDKG 
HKYLVFEANTGTENGYQGEES 
LFNKAYYGGGTNFFRKESQKL 
QQSAKKRDAELANGALGIIELN 
NDYTLKKVMKPL1TSNTCDN 


21859 


52227 


A 


21987 




3107 


MNEMKREEKFREICRRERNEQI 

LQEIRDYVKRSNLHLIGVSKSD 

GENGTELENTLQDIIQENFPNLA 

RQANIQ1QE1QRMLQRYSSRRTT 

PRHIIVRFTKVEMKEKMLRAAR 

EKGR VTHKG KPIRLTADLS A ET 

LQATKEWRP1FNILKEKNFQPRI 

SYPAKLSFISEGETKYFTDKQM 

LRDFVTTRPALKELLKEALNME 

RNNRLVKSLAWASQNGFRSPA 

LLPLSLMLC A PLQEADGTNLG 

WLAHCGLLCTGDH 


21860 


52228 


B 


21988 


239 


2825 




21861 


52229 


A 


21989 


7533 


11119 




21862 


52230 


A 


21990 


1 


3718 


MEV1PEGYRLSELKKCSKWIVV 
MVARLYEYTKNQQIIHLKWVN 
HMLGCLLDRNDPLRDVDEAAV 
PVLCICSADDPVCGPPDHTLTTE 
LFHSNPYFFLLLSRHGGHCGFL 
RQEPLPAWSHEV1LESFRALTEF 
FRTEER1KGLSRHRASFLGGRRR 
GGALQRREVSSSSNLEE1FNWK 
RSYTRLMAAAAGAAAAPGSRE 
PQDRPECGAGHPGPRYYRHPER 
WLLRPEAFLGPLRTRAPSAEDS 
QRERPAARSGPEM 


21863 


52231 


A 


21991 


1 


697 




21864 


52232 


A 


21992 


1 


978 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21865 


52233 


A 


21993 


145 


1929 


VSGV1EIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EF AGNI S A L AD AECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

R1VQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGJC 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HINP YLIPFF1 GVLQNRFTQFRL S 

ETKEITNPYAMRLYESLCQYRK 

PDGSGIVSLKIDWIIERYQLPQS 

YQRMPDFRRRFLQG FCRFRNI I 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTC WPGLDI 1 PSCLALHRJ ETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TVAHD YDVI VI DSAPNLG IGTIN 

VVCAADVLIVPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQIRMRTVFE 

QA1DQRSSTGAWRNALS1WEPE 

CNEISIGVSLDQDGGSNSVLRK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for Ins! amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21866 


52234 


A 


21994 


1184 


2229 


RSSVATVALLHAVINHK7KRKN 
SPR1VQSNDLTEAAYSLSRDQK 
RMLYLFVDQIRKSDGTLQEHD 
GICEIHVAKYAEIFGLTSAEASK 
DIRQALKSFAGKEVVFYRPEED 
AGDEK.GYESFPWFIKRAHSPSR 
GLYS VHINPYLI PFFIGLQNRFT 
QFRLSETKEITNPYAMRLYESL 
CQYRKPDGSGIVSLKIDWIIERY 
QLPQSYQRMPDFRRRFLQVCV 
NEINSRTPMRLSYIEKKKGRQT 
TH1FFDMLRDLLKNVDLKGFEP 
DVRJLLTKYSNSNGSQSPWMEE 
Q1RDAWGSMVLKNVVRETDEV 
GKDTSLSTPAAPMVDSLIARVG 
VMARGNAITLPVCGRDVKFTL 
EVLRGDSVEKTSRVWSGAVSQ 
GGESF1YMPLTGAAAFLSEMPC 
PERRNLK.KQCGYSGFAACGYQ 
SQERKNSPRIVQSNDLTEAAYS 
LSRDQKRMLYLFVDQIRKSDGT 
LQEHDGICE1HVAKYAEIFGLTS 
AEASKDIRQALKSFAGKEVVFY 
RPEEDAGDEKGYESFPWFIKRA 
HSPSRGLYSVHINPYLIPFFIGLQ 
NRFTQFRLSETKEITNPYAMRL 
YESLCQYRKPDGSGIVSLK1DWI 
1ERYQLPQS YQRM PDFRRRFLQ 
DHNSSPEREQNWMENEFDELT 
EVGFRRWVITNSSELKEHVLTQ 
CKEAK.NLDKRLQELLTRISNLE 
NIDDLMELKNTAQELHETYTSI 


21867 


52235 


A 


21995 


82 


325 




21868 


52236 


B 


21996 


220 


1173 




21869 


52237 


A 


21997 


1 


1599 




21870 


52238 


A 


21998 


188 


421 




21871 


52239 


A 


21999 


1 


596 


MGMTDMGKSKKKSQGPPSFPP 
GGAPPPAIGAPAGRERPPGTGD 
PFNQRPCDNLKTCHTSHGSVM 
AETAVINHKKRKNSPRIVQSND 
LTEAAYSLSRDQKRMLYLFVD 
QIRKSDGTLQEHDGICE1HVAK 
YAEIFGLTSAEASKDIRQALKSF 
AGKEVVFYRPGEDAGHEKGYE 
SFPW/F1KRSPE * RRG KFPFTQM 
GQD 


21872 


52240 


A 


22000 


1 


1527 




21873 


52241 


A 


22001 


2 


870 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21874 


52242 


A 


22002 


1 


4304 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFV 
DQIRKSDGTLQEHDGICEIHVA 
KYAEIFGLTSAEASKDIRQALKS 
FAGKEVVFYRPEEDAGDEKGY 
ESFPWF1KRAHSPSRGLYSNRFT 
QFRLSETK.EITNPYAMRLYESL 
CQYRKPDGSGIVSLKIDWIIERY 
QLPQSYQRMPDFRRRFLQCINA 
GHEMTICAIAIAQFNDDSPEARK 
ITRRWRIGEAADLVGVSSQAIR 
DAEKAGRLPHPD 


21875 


52243 


A 


22003 


740 


1159 


SLPNLDNSAICSSSSSPTRTR*SL 

SVSAAALRRRLPSAISMTPDTL 

RPNAGVC*PVSRKEGMRSSSAS 

SVSSSWSRSLPDHTREVFSTLSP 

RSTSRVNFTSRPHTGKVMALPR 

A1TP 1 RAINEST1ETAGEDNEVSS 

TG 


21876 


52244 


A 


22004 


664 


1844 


SGNLKACHPSHGSVMAETAWI 
NHKKRKNSPR\IEQ*KDGYQQA 
YSLSRDQKRMLYLFVDQIRKSD 
GTLQEHD\GI\CQ1HGAQYR*QIS 
D*PFAEASKD1RQALKSFAGKE 
VVFYRPEEDAGDEKGYESFPW 
FIKRAHSPSRGLFSGHIPP\YLIPF 
F1GVKNRLTQ1\RLFETKEIPHPS 
AL\RYYESLGQDRK\PDGSSIGS 
LKMDWI1ERYQLPQSYQRMPDF 
RRRFLQHFLAHAGCPKGTQNFT 
FRMKF11FSIKKVLPPVDTILAHD 
PVIHTCHLRESFGSVSPSSPKSN 
RLPCPEV1LFHYGESWNLLRAD 
QRLIFAKSWPRASRYQQGHQD 
LFILRSDLPSQVFIRDKLMERRN 
RRTGRTEKARIWGSDGQNGQE 
PGYVEAGCPPLLLTV 


21877 


52245 


A 


22005 


3 


272 




21878 


52246 


A 


22006 


1 


528 




21879 


52247 


A 


22007 


461 


831 


LLNLATWRYLGTLTRGTASWA 
VAG1LAALRITN>JKLSNHVFVF 
QGAGEAAMGIAHLLVMALRRK 
K\GTERTTATRKIWMVDSK\GLI 
CQGEG SH LN/HHEKEMFAQDH 
PEVNSLEEVVRLVKPTAM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21880 


52248 


A 


22008 


3 


1894 


EGEDRGLPRTMGAALGTGTRL 

APWPGRACGALPRWTPTAPAQ 

GCHSKPGPARPVPLKK.RGYDV 

TRNPHLNKGMAFTLEERLQLGI 

HGLIPPCFLSQDVQLLRIMRYY 

ERQQSDLDKY 1 ILMTLQDRNEK 

LFYRVLTSD V E K.FMPI V YTPTV 

GLACQHYGLTFRRPRGLFITIHD 

KGHLATMLNSWPEDNIKAVVV 

TDGERILGLGDLGCYGMGIPVG 

KLALYTACGGVNPQQCLPVLL 

DVGTNNEELLRDPLWIGLKHQ 

RVHGKAYDDLLDEFMQAVTD 

KFGINC\L1\QFEDFANANAFRLL 

NKYRNKYCMFNDD1QGTASVA 

VAG1LAALRJTNNKLSNHVFVF 

QGAGEAAMG\1AHLLVMALE\K 

EGVPKA\EATRKIW\MVDF\KGL 

IVKGRSHLNHEKEMFAQD\HPE 

SNSLDEVVRLVKPTAI1GVAAIA 

EA\FTEQILRNMASF\RRAPIIFA 

LSNPPRKAECTA\EKCYRVTEG 

PRGFFASG KSFLRSVDL/ESMGK 

TF1PGGRGNNA*RVPRGWQLG 

VHSPGGDPGHIPXDEIFLPDSRA 

KLPQEVSEQHL\SQGRLYP\PLS 

TMRJDVSLRIAI K VLDY A YKHNL 

V\S Y YPEPKDK. E A FC K.1PG S YTP 

DYDSFYT/VDSYIWAQGKAMN 


21881 


52249 


A 


22009 


322 


567 




21882 


52250 


C 


22010 


338 


603 




21883 


52251 


A 


22011 


127 


417 




21884 


52252 


A 


22012 


253 


424 




21885 


52253 


A 


22013 


124 


1235 


YLCLLPKGQGDRALSRTSQWP 

QMSQSQACGGSEQ1PG1D1QLN 

RK.YHTTRKLSTTKRFPTACWR 

KKVGAFTKIIEAMGFTGPLKYS 

KWEDLRLRALRIVY*LCGRKLD 

FEGFFSK\CS\MPDTFNSWFLINP 

YFHVWMCLVRMKQEGRSGKY 

MCR1IVHFMWEDVQQRGRVM 

GVNPYILKKNM1LMTNHFYAVA 

ILGYDEGILSDDHGLAAALWK 

NLL\N\RKCEDPRHLELLVEYVR 

KQ1QYLDS\MNGEDLLLTGEVS 

WRPLVEKNPQSILKPHSPTYND 

RGTFDG LGPPHGPP AGFRGTSR 

EEKCLVGPRTPARKWPELDLLN 

KHLSKYLAPICVEFPLSVPQESD 

LLGYRAWENPLALPGCPSSLRG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


21886 


52254 


A 


22014 


282 


435 


GGGASPAACSGSPDSSVHSATA 
GTGCRRPARPPPAPPTPTPWRS 
RQQGSRAS 


21887 


52255 


A 


22015 


3 


399 


IVALPFGHHHSQTSPLPNLLQTA 
ACLLLHFLLLSGVETGRPGPWQ 
PRIRARGPPAPPG PARPAKPRRR 
/GCRGPAREACWYGCRRPARPP 
PAPPTPTHGAAGSREAERASEL/ 
C*GARPLRLGSAGTIMVSACVP 


21888 


52256 


A 


22016 


279 


872 


KIPIISLSLKLGQASSKIIPTPQNP 
HLSPGTKRDSSFQPWSLSAFIIT 
GQCCSYIVRWGLWKPRL1LVV 
KKYAALSAEMLLVKVEEPSPA 
ACSG SPDSSSFCNCW* PA AAGR 
L/ASAAQRPPTPNAHKRSRQQG 
SRASERAS/CKGRGRYGLGALG 
GRGGRALGGSRWPPPLPGETLF 
SGCKHRRRRRGSDAAPGEEAG 


21889 


52257 


A 


22017 


106 


398 


NAAPFSRHAAFQGFSWAVCIFR 
LPAERALRLFPASCLVLPGGPS 
GVAP\HGWPLPTTAPPLLQGVW 
RVE VGEH EMAEIFSS AKKEAAG 
ALQRPCIPVW 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21890 


52258 


A 


22018 




1806 


MRGNTAGGPGDEKPDSTHPPW 

EGTLQEAQEMKKVVRFMWTS 

GGPDPQHWRGSGLYGQLVAQ 

MLH1DVAQVYMDSWWPRCST 

LA WLRFI WTAGGPD APH WLRS 

GLGGQLVAWMLHVGVAQVYV 

DSWWPSCSASMWLSFMEHKQ 

CLTLGYEVALFLQHFLSRAFVL 

VWVPRKEKAQVLRQGLSLTFR 

ENPGVCVMSSYRPWLITAAAD 

MQPSKPGGTGSYCSYWSPTDN 

TPRLAAACTWNLGSSHGSAPG 

VRTFIEAGFSPPFLAPKALALTL 

SDSDSRWGPNPVYAQPQP/PEP 

AWGPNPV*GQPQPRNRPG\PEP 

CVCSTPTAEPPWGPNPVSTPTA 

EPAWGPNPVYA/PTPTAEPPWG 

PNPV*GQPQP/REPAWGPNPVY 

GQPQPRNRPGS\PPQGNLYCSA 

ALGATDPSQSWHQCSQNLLPA 

DKGAKREAPW/PRPPSGEVDHQ 

VWHLHGWPLPTTAPPLLQGVW 

R VEQTPA S H HRQPRPRQSSPST 

KAPPVITVNQGPASHHRQPRPR 

QSSPSTKAPPV1TVNQGPASHH 

RQPRPRQSSPST/TGPASHHRQP 

RPRQSSPSTKAPPVITVNQGPAS 

HHRQPRPRQSSPSTKAPPVITVN 

QGPASHHRQPRPRQSSPSTKAP 

PVITVNQGPASHHRQPRPRQSSP 

STKAPPVITVNQGPASHHRQPR 

PRQSSTLTKAPPVITVNQSPASH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21891 


52259 


A 


22019 


27 


1367 


RILAGPARAEAGSASDRSTGHL 
FPRGVGMDLCHPQPAELSSGET 
DELPRPWHRKQLLEDIQKLKD 
E1ADVFAQIDCFESAGDSRMAH 
KENELC1GRKK.FNMDPRQGRW 
LWRARATGCGGCMGAPAWXFL 
SGEGLNKTAIGTYLGER*ERVE 
P*RGRK*RCAGVYRCVDVQAL 
R* V VLGQGPGPQG WHSPSG WG 
CRDPRYCLCNPGVFQSTGARRG 
VGPRAPGPLQHCQA*ISQTRPPF 
ERFVSMNRG1NNGSDLPEDQLR 
V R E AQPTQPGPG ES RRDLSLDG 
WPFFNPDREGWLLKLGERPTD 
TRRRTHTHARAGTHRCMHTTV 
SRVLLGLPLPPPLPAQPTSQ/PPT 
SRC/LRLQ DPE/C WSH WEI S * TE 
RGESRVVEGKHESYRISATSAE 
ERDQW1ESIR*GVPRSGDGFPSP 
SRRPCFFWVLRDSWRWHWGL 
VTLRVPSPAAPGDP 


21892 


52260 


A 


22020 


140 


356 




21893 


52261 


A 


22021 


2 


1147 


APARGPAVASGPSPGPAAEPVQ 

NTETAAMTTHVTLEDALSNVD 

LLEELPLPDQQPCIEPPPSSIMYQ 

ANFDTNFEDRNAFVTGIARYIE 

QATVHSSMNEMLEEGHEYAV 

MLYTWRSCSRAIPQVKCNEQP 

NRVEIYEK.TVEVLEPEVTKLMK 

FMYFQRKA1ERFCSEVKRLCHA 

ERRKDFVSEAYLLTLGKFINMF 

AVLDELKNMKCSVKNDHSAY 

KRAAQFLRKMADPQSIQESQNL 

SM FLANHNRITQCLHQQLEVIP 

GYEELLADIVNICVDYYENKM 

YLTPSEKHMLLKVMGFGLYLM 

DGMVSNIYKLDAKKRINLSKID 

KFFK/HAAGGAPFRRHADRAGQ 

1 H* DQCSL* REQ VQ VDVHPEQH 

QPPVQYLRADGSDPG 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21894 


52262 


A 


22022 


47 


1581 


ALVLMYLASSICMSPKRGTTCS 

CLERGSRCPTSEPPPPPEPPPGRS 

SRCRPGLGPYGGGGEKMADDP 

SAADRNVEIWKIKKLIKSLEAA 

RGNGTSM I SL1IPPKDQISRV AK 

MLADEFGTASNIKSRVNRLSVL 

GA1TSVQQRLKLYNKVPPNGLV 

VYCGTIVTEEGKEKKVNIDFEP 

FKPINTSLYLCDNKFHTEALTA 

LLSDDRQVWDFIVIGG/SVGALF 

GHTPKGNTRGGPWHKFTVGIFP 

KAKHG * EGGQ\S ALRF ARLRME 

KRHNYVRKVAETAVQLFISGD 

KVNVAGLVLAGSADFK.TELSQ 

SDM FDQRLQSKVLKLVDI SYG 

GENGFNQA1ELSTEVLSNVKFIQ 

EKKL 1GR YFDEI SQ/DLTG K. YCF 

GVEDTLKALEMGAVEN\LIVYE 

NL\D1MRYVLHCQGT\KEEK1LY 

LTPEQEK\DKSPFH\DKETGQE\L 

ELIESMPLLEWFANNYKKFGA\ 

TLEMFTDKSQKG SPV* *KDLGG 

IGGULRYQSRFPG E WNTKKET 

MNFLTLMTTR 


21895 


52263 


A 


22023 




296 


VEDERVCAGPAWERQAGQERP 
ARKVQGKAPEAEGKHGCLLDI 
LVCTYLAEK.GLSGSCGLTEALV 
AFGEGSSLGRKNCRDPWGSLR 
QEPH W SDP/WSGPPERC KG KPQ 
RRRGSTDAFWTSWSART*PRRG 
SLAAVG*QRHWWPLGRAAV*E 
ERTAETPG APSG RSLTGQTLG S 
LHV 




52264 




22024 


5 


309 


LPDADLFCPACGAAAGRARSA 
GMRPVFAVSVARTPSPR/PPPAE 
PQFPRLPCGSIGSPFFRDIDTIQK 
FPDMLSSFFFRDIDTIQKFPDML 
VFNCCCLLNQSR 


21897 


52265 


A 


22025 


1 


258 


RGRSRJARSASGPRPALVRPPAR 
PPAP*TPRSWSCWSSC*PRSASA 
TGSPSA*ATDAHADSSKAMLPE 
PTSSISKFSTLQTVPFRL 


21898 


52266 


A 


22026 


119 


692 


PSSHSVRTATYSSLRQSAVSTRT 
STTTTLAFMARAGGRAGGRAR 
VGGRTPSGQCGCPACGAAAGR 
ARSAGMRPVFAVSVARTPSPR/ 
PPPAEPQFPRRPQR\GAPAPSGG 
GASLPAPRALASSIPAQLMKPG 
RAKGSAGNLHPG\EGRPGARRS 
DPAGAARSLACP* IWPKQTPSP 
LASSSSFFLSETPECAH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21899 


52267 


A 


22027 


2 


246 




21900 


52268 


A 


22028 




927 




21901 


52269 


A 


22029 


251 


1077 


VTMGKVLAVSSLPAGPPPPPVP 

ALVGLPPPPP*HPGFRLPPLGGG 

LGARTSVGRGLERTPGAATASA 

AGGAEDGACRCLPNPCTFEECH 

RKCKEL* MEGVKFTENKAL/SS 

KMAIQTQQSKFVKWQVDGEYR 

G SDFTVD VTL WNPD VLMG SGI 

LVAHYLKSITPCLALGSELVYH 

RRPGEEGTVMSVAGKYTLNNW 

LATVDVEFEASTRMQDTNVSF 

GYQLDLPKANLLFKGSVDSNW 

IVGATLEKKLPPLPLTLALGAFL 

NHRKNKLRSGFGLTIS 


21902 


52270 


A 


22030 


1 


1171 


GGGSGFGCAWRTGWERSPGRE 
QAPPPATMGNVLAASSPPAGPP 
PPPAPALVGLPPPPPSPPGFTLPP 
LGGSLGAGTSTSRSSERTPGAA 
TASASGAAEDGACGCLPNPGTF 
EECHRKCKELFPIQMEGVKLTV 
NKGLSNHFQVNHTVALSTIGES 
NYHFGVTYVGTKQLSPTEAFPV 
LVGDMDNSGSLNAQVIHQLGP 
GLRSKMAIQTQQSKFVNWQVD 
GEYRGSDFTAAVTLGNPDVLV 
GSGILVAHYLQS1TPCLALGGEL 
VYHRRPGEEGTVMSLAGKYTL 
NNWLATVTLGQAGMHATYYH 
KASDQLQVGVEFE\ASTRMQDT 
S VSFG YQLDLPKANLLFKG S VD 
SNWIVGATLEKKLPPLPLTLAL 
GAFLNHRKNKFQCGFGLTIG 


21903 


52271 


A 


22031 


14 


434 


CYCQG I LSPPPCPPFLLGSAQTS 
AICSWVRGVPAESSTSSFPKAP* 
VALESRGEAPTLHLPVTSRFLQ 
CVSSEQECVPWKP/HSSPRPRFL 
DISPSPTCVRL*APGPVPFDPHQ 
KTWRSPLGTRAQGVGPRDRDS 
CRIVPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21904 


52272 


A 


22032 


989 

— 


1859 


VYGDSRWSLALSPRLECSGAUS 
AH*NLCLPGSSDSPASRJTGISG 
ARHHAQLI/L/YVFLVEMRFHH 
VGQAGLKLLTSGNP/HHLGLPK 
CWDYSRKPPPRPPRPU\FSFFFL 
RWSLALVAQAGMQWDDLSSL 
QPLPPGFK* FSCLSLLRS WD YG 
CPPPRL AN F VC VC VCVL V/VDG 
GFTMLARLGLELLTSGDLPPFG 
LPKCLGFTGMSHCARPIFFFXFE 
MESCFATQAGVQWCDLSSLQP 
LPPRFK*FSCLSLLSSWDYRHM 
PPCLANF/CFGIFSRDRVSSCWP 
GRSQTPDLK 


219Q5 


52273 


— 


22031 




376 


SHQDFMRTAANLLQTGWCTGS 
NTGAGARWGLCRASLSRCRCA 
APSAPCSGSRCS*RSWKGTHPS 
LPPRCRGRS 


21906 


52274 


A 


22034 


298 


399 














185 




21908 


52276 


A 


22036 


311 


516 


WKAERRTRHLLQTGWCTGSNT 
GAGARWGLCRASLSRCRCAAP 
SA PRSGSRCS*RLWKGTHPSLPP 
RCR 


21909 


52277 


A 


22037 


1 


1487 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALA1L 

LELAVQRGTLSQMLSAILLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQSI1CSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTLICKADLENHNK 

DGGFWIVIDEKVYDIKDFQTQS 

LTGNSILAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

LYALSDAEDGRGHPLMASVIHL 

LWRLQTSQ1HYSYNEEKDEDH 

CSSQWAHLPANRDCSHRWALG 

DHSQAFLQAIADNMQDHNVKT 

HQEQGRSYKEVCTPVIERLRFL 

SNELRPAVGNDLS1ISEFKLLSSL 

PRWRRJAQKIIRERRKKRIPKKP 

EST ADEEK1GNEESDLEE AC I LP 

HSPINVDKRPIAIKSPKTITSENP 

LG/REPG EH PASPLPPDD AQHA 

HPAAQRKQPRPPAQFRHAGPHS 

DGTAPDWPQL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21910 


52278 


A 


22038 


263 


375 


AGPRRMRRISAWAVSTPLTDSP 
SPGHQPA/G EV AG AG SF* * HPP/P 
PCPSRYCPQMTPPPPPPAPPPAL 
PPPPPPAPASPPLPPAPSPPPHAP 
PQALPPPPALPPPPPASPPLLPPA 
LSPPLPAPP/PPSAPPASPPPAPPP 
PPAPPPSPPPAPPPSAPSSPAPLPP 
APASPP\SPAPPPPAPPPAPHPPSP 
PAPPCPPLPRPRGPSVPQEKVHQ 
VIPVPVPAGEGGPAPGR1WPQG 
WRRAGKPPTWEEALAAFPPWT 
ALPPASAVPAQPPRAH* VAPAL 
*WALHRRSDSDSDSSNLSPRIPG 
TGGQRRQPR*DS*APACSEVAG 
AGSF 


21911 


52279 


A 


22039 


1 


2001 




21912 


52280 


A 


22040 


1846 


7725 


PEPFCHRAAHWSNQYCPFQFQ 

DTDSPRQTLTVLIKDNGEPSLST 

TATLTVS VTEDSPEA RAEFPSG S 

APREQKKNLTFYLLLSLILASV 

GFVVTAFGVIIFKVYKWKQSRD 

LYRAPVSSLYRTPGPSLHADAV 

RGGLMSPHLYHQVYLTTDSRR 

SDPLLKKPGAASPLASRQNTLR 

SCDPVFYRQVLGAESAPPGQIR 

YPVPEESQEGTFVGNVAQDFLL 

DTDSLSARRLQVAGEVNQRHF 

tv V D L, D i> VJ f\ L. L 1 K IN r 


21913 


52281 


A 


22041 


108 


340 


PQPSQVMSFHGDSGSCRRWAT 
AGT*ATSPPCSSS1FLRRMHSGH 
WCSCWPVRGTPCRDFTAQMAG 
PSRGSKTNRSMW 


21914 


52282 


A 


22042 


275 


752 


EK.THKTCRCGRGCGKRGTL*H 
C W WECN LLQPLWKMVWXKWL 
KELKVELLCDLAVPL/LGINPEE 
KKSLYEKDTCT/R/LFMAAQLAI 
AKKWNQPKCPSINKWLQKLW 
Y I YMME Y YSA IKRNVLT AFA AT 
WMRLETIILSQGDPLESTCSRSQ 
ANRQEITSVPKA 


21915 


52283 


A 


22043 


25 


202 


DAEAWAMELADVGA*ASSQG 
APQPEEPAASLGVNEKGGAGG 
RSGRRPLGRDRPRPTRLL 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21916 


52284 


A 


22044 


1 


2290 


MEKLGVEPEEEGGGDDEEDAE 

AWAMELADVGAAASSQGAPQ 

PEEPAASLGVNEKGVHDQVLPT 

PNASSRVIVHVDLDCFYAQVE 

MISNPELKDKPLGVQQKYLVV 

TCNYEARKLGVKKLMNVRDA 

KEKCPQLVLVNGEDLTRYREM 

SYKVTELLEEFSPVVERLGFDE 

NFVDLTEMVEKRLQQLQSDEL 

SAVTVSGHVYNNQSINLLDVLH 

IRLLVGSQIAAEMREAMYNQL 

GLTGCAGVASNKLLAKLVSGV 

FKPNQQTVLLPESCQHLIHSLN 

HIKEIPGIGYKTAKCLEALGINS 

VRDLQTFSPKILEKELGISVAQR 

1QKLSFGEDNSPVILSGPPQSFSE 

EDSFKKCSSEVEAKNK1EELLAS 

LLNRVCQDGRKPHTVRLI I RRY 

SSEKHYGRESRQCHIPSHVIQKL 

GTGNYDVMPPMVDILMKLFRN 

MVNVKMPFRLTLLSMCFCSLK 

AVNTATTRLIDYYLMPTISITSR 

SGKHSFKMKDTHMEDFPKDKE 

TNRDFLPSGRIESTRTRESPLDT 

TNFSKEKDINEFPLCSLPEGVDQ 

EVFKQLPVDIQEEILSGKSREKF 

QGKGSVSCPLHASRGVLSFFSK 

KQMQDIPINPRDHLSSSKQVSS 

VSPCEPGTSGFNSSSSSYMSSQK 

DYSYYLDNRLKDERISQGPKEP 

QGFHFT\NSNPA\VSAFHS\FPNL 

QSEQLFSRNHTTDSHKQTVVAT 


21917 


52285 


A 


22045 


2 


141 




21918 


52286 


C 


22046 


278 


489 




21919 


52287 


A 


22047 


130 


426 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21920 


52288 


A 


22048 


357 


1579 


QRRPRPFPSQG1SMTECFLPPTSS 

PSEHRRVEHGSGLTRTPSSEEIS 

PTKFPGL YRTG EPSPPHDIL H EP 

S * SNGLMDEKDHGKKKGN FKK 

KEKRTEGYAAFQEDSSGDEAE 

KLMPRFEEAYGRTTETEKVQEF 

QRLLKELPEGNYLLISLFVVHM 

DHVITKELEAKMNIQNIYIVVSP 

TVQISNLVLYVFFTHVQELFGN 

VVLK.QVTKTRRWSNVATMPTL 

PETQAGFKEEIRIQELLLNCLHQ 

DLQGGIKDLSEEERLWEEKEIL 

TKQEELLGMEQFLRRQIASEKE 

EEYSSESESEDEEELQIILEDLQR 
QNEELEIKNNHLNQAIHEESEA 
V1EPRMQPWLLQLQPDRAKQQ 
AQEDEEPEWRGGAMQTPKNGI 


21921 


52289 


A 


22049 


182 


2212 


VTEKTSSLPSQG1SMTECFLPPT 
SSPSEHRRWEHG/SAGLTPGPPA 
SEEIQPLPKPPGLY\RTGEPPHPP 
P*HPSHEPSLM*CPDDEKDHGK 
KKGKFKKKEKRTEGYAAFQED 
SSGDEAESPSKMKR\SKGIHVFK 
KPSFSKKAREKDFKIKEKPKEEK 
HKEEKHKEEKHKEKKSKDLTU 
ADVVKQWKEKKKKKKPIQEPE 
VPQIDVPNLKP1FG1PLADAVER 
TMMYDGIRLPAVFRECIDYVEK 
YGMKCEGIYRVSGIKSKVDELK 
A A YDREESTN L E D Y E PN TV A SL 
LKQYLRDLPENLLTKELMPRFE 
EACGRTTETEKVQEFQRLLKEL 
PECNYLLISWL1VHMDHVIAKE 
LETKMNIQNISIVLSPTVQISNR 
VLYVFFTHVQELFGNVVLKQV 
MKPLRWSNMATMPTLPETQAG 
IKEEIRRQEFLLNCLHRDLQGGI 
KDLSKEERLWEVQRILTALKRK 
LREAKRQECETKIAQEIASLSKE 
DVSKEEMNENEEVIN1LLAQEN 
EILTEQEELLAMEQFLRRQIASE 
KEEI ERLRAEI AEIQSRQQHGRS 
ETEEYSSESESESEDEEELQIILE 
DLQRQNEELE1KNNHLNQAIHE 
EREAIIELRVQLRLLQMQRAKA 
EQQAQEDEEPEWRGGAVQPPR 
DGVLEPKAAKEQPKAGKEPAK 


21922 


52290 


B 


22050 


34 


322 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21923 


52291 


A 


22051 


137 


1546 


QMLGGRPPPRWLQLAKARALA 

RRRPPPSLHLTLPTALSLKS/RTP 

VPK.SIP1SETPNIPPVSVQPPASIG 

PPLGVPP/PEPSHGDDQPRPG\PL 

PIFMEQQIMQQIRPPFIRGPP\PM 

PPTPTAPCPTPCFPASGPRPVAP 

ETWAPLPAPCTGPCY\PPHPPPE/ 

PPPP/SPGNPPGLLPPPPPGAPLPS 

LPFPPVSMMPNGPMPVPQMMN 

FGLPSLAPLVPPPTLLVPYPVIV 

PLPVP1PIP1PIPVPSATPSPPTGSP 

ATGRTSFRTPLATPRRRAASQA 

DTPCPPGTPSRARPSPRTRPPAA 

RARP*AWRPRPPSMAGARWWT 

* RG APA\PPGPPGRGRPARLPRR 

AAGPAGRRHRPDRGPPSPAAQR 

DPPRAA/PRTSRRSASRAPRSAG 

DA A A AP.TATA A 1? DPP A TC\ A P A 
rAAAAO 1 A 1 AAKJ 1 r A 1 vA KA 

PRRAPRRPRPATSS*TARAAPPP/ 
SGAKSAEPPPEQPPPPPPPAPPK 
KLLSPEEPAVMRARVGQGE 


21924 


52292 


A 


22052 


762 


2049 


RSSFSMGADLLACST/SGLGNM 

PYVDLLRGMEPTLGCSFEDLAL 

A *PGGITQE\KrN EMRV APEQQ 

MIVADIHFMIAAGQDLDWIDAQ 

GATLLHIAGANGYLRAAELLLD 

HGVRVDVKDWDGWEPLHAAA 

FWGQMQMAELLVSHGAM\LNA 

RTSMDEMP1DLCEEEEFKVLLL 

ELK\HKHDVIMKSQLRHKSSLS 

RRTSHRQAS/SVGKVVRRTQPV 

GTGPNLWRKEYE/GEEAILWQR 

SA\AEDQRTSTYNGDIRET\RTD 

QENKDPNPRLEKAPVLLSEFPTK 

TPRGELDMPVENGLRAPVSAYQ 

YALANGDVWKWHEVPDYSMA 

YGNPGVADATPPWSSYKEQSP 

QTLLELKRQRAAAKLLSHPFLS 

THLGSSMARTGESSSEGKAPLI 

G G RTSPYSSNGTS V YYT VTSG D 

PPLLKFKAPIEEMEEKVHGCCRI 














SKEAFAIGLGGGSASGKTTVAR 
MIIEALDVPWVVLLSMDSFYK/ 
NAFDFDLIISTLKKLKQGKSVK 
APIYDFTTLSRKMDWKTLYGA 
NVIIFEGIMAFADKTL 


21926 


52294 


A 


22054 


2 


379 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21927 


52295 


A 


22055 


352 


1227 


GDVSPQLSPRQKSGPLCTSCCA 

WPVCSPHSDAQPSCGEGGLWE 

KTPFLSVPHRFVPRAALASAHQ 

CHPLPRTLSVLKSTPQVRGMHT 

IIRDKETSRDEFIFYSKRLMRLLI 

EHALSFLPFQDCVVQTPQGQD\ 

* RITG VSILRAG ETM EPALRAVC 

KDVRIGTIL1QTNQLTGEPELHY 

LRLPKDI SDDH VILMDCTVSTG 

AAAMMAVRVLLDHDVPEDKIF 

L L\SLLMAEMG VH\S VA Y AFPR 

VKKSSPRRWDKAGQLTFFRIIP 

GIGNFGDRYFGTDAVPDGSDEE 

EVAYTG 


21928 


52296 


A 


22056 


72 


2746 


FLVETGLHHVGQAGLKLLTSN 

DPPA S A SQSTGITGMSHH AQPR 

QSSYVPPMSLPASAMPVEGVG 

GDALWAGHASGYLGGGQLWA 

TSEY1PLCSSNAESLDRLLPPVG 

TGRSPRKRTTRQCKSEPPLLRTS 

KRTIYTAGRPPWYNEHGTQSKE 

AFAIVPVEQEKEAGQPQAAAA 

GWAPLGPICAGSLPVPHRGSPL 

PPAGLGGGSASGKTTVARM1IE 

ALDVPWGGSSLSMDSFYK.VLT 

EQQQEQAAHNNCNFDHPDAFD 

FDLIISTLKKLKHGKSVKVPIYD 

FTTHSRKKDWKTL YG AN VI IFE 

G1MAFADKTLLEGPGPAPCTGP 

EDSIIRHIAAPSLHKASSRANYC 

VLSMGTDPKLATSPIPQCVGAS 

YPKQRCPGEVALARPTDQAAS 

VQGLVPVSPCPLLASGHSLARC 

LHQLLDMKIFVDTDSDIRLVRR 

LRRDISERGRDIEGVIKQYNKFV 

KPSFDQYIQPTMRLADIVVPRG 

SGNTVGHRP*LLQHVHSQLEEV 

SGVPRPHGLAPSPSTHFSAATTP 

SWPVHLIPLRSLSPASSVSSQPAQ 

LCQQELGNCSKKLGLGRGR1PL 

SLPKGRHAGGAALASAHQCHP 

LPRTLSVLKSTVPQVRGMHTIIR 

DKETSRDEFIFYSKRLMRLLIEH 

ALSFLPFQDCVVQTPQGQDYA 

GKCYAGKQITGVSILRAGETME 

PALRAVCKDVRIGTILIQTNQLT 


21929 


52297 


A. 


22057 


61 


341 




21930 


52298 


A 


22058 


1 


1086 




21931 


52299 


A 


22059 


1 


498 




21932 


52300 


A 


22060 


104 


3395 




21933 


52301 


A 


22061 


1 


1653 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21934 


52302 


A 


22062 


1 


1717 




21935 


52303 


A 


22063 


172 


13375 


EDLFKCIMAHAASQLKKNRDL 
EINAEEEPEKKRKHRKRSRDRK 
KKSDANASYLRAARAGHLEKA 
LDY1KNGVD1NICNQNGLNALH 
LASKEGHVEVVSELLQREANV 
DAATKKGNTALHIASLAGQAE 
VVKVLVTNGANVNAQSQNGFT 
PLYMAAQENHLEVVKFLLDNG 
ASQSLATEDGFTPLAVALQQGH 
DQVVSLLLENDTKGKVRLPAL 

UlAiB kTtriTk' A A A I I 7 ("YWrWM 

ADVESKSGFTPLHIAAHYGNI 


21936 


52304 


A 


22064 


1 


360 




21937 


52305 


A 


22065 


1 


2577 




21938 


52306 


B 


22066 


323 


3154 




21939 


52307 


A 


22067 


93 


791 


1RMSYAEKPDE1TKDEWMEKL 
NNLHVQRADMNRLIMNYLVTE 
GFKEAAEKFRMESGIEPSVDLE 
TLDERJKIRE1DT*KGQIQEAIRL 
*FNSLHPEL/LWDTNRYLYFHF 
ASNSILIPS*FRQ\GKTRGRRWG 
VAQTQLAD\RGEESRECLTEME 
RTLALLAFDSPEESPFGDLLHT 
MQRQKVWSEVNQAVLDYENR 
ESTPKL\AKLLKLLLWAQNELD 
QKKVKYPKMTDLSKGGD 


21940 


52308 


A 


22068 


171 


426 




21941 


52309 


A 


22069 


5 


655 


LLQPSVQLPNGTANTSLSFAAV 
SAVSPPPCRTSTATTLPPPMPSF 
FCVFPSPSMSPSPSEFLSCIASVS 
RVHSLSSSSSGSSSTASSLNFSAI 
MGSSSATASWVLSTTSTPPCPS 
ALPSSPAQES* SLAASSSA WLSE 
HPSFSSFTLSWASGAFCDEVSLS 
FSGSKLSFLSSKGDCGIPFI*TSA 
CPSSLDFSPCFSSSTSKSSSYSEI 
GKSPQPI 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21942 


52310 


A 


22070 


87 


1180 


NQASLEVLPSPVDSPDSIPSLPP/ 

SDNPNRNFSAAPVSCLPSPLPVA 

ASWPSDPSSCSCPSPEVFRSRAP 

GVPTPASVVYVTVISSAAGTSSP 

LRANSSTTTFPAAAVFPTNSSC 

WCQVSSSATSEKEEALFAIVFSS 

AVSEPANTSLSSAAVSAVSPPPC 

RTSTATTLPPPMPSFFCVFPSPS 

MSPSPSEFLSCIASVSRVHSLSSS 

SSGSSSTASSLNFSAIMGSSSAT 

ASWVLSTTSTPPCPSALPSSPAQ 

ES*SLAASSSAWPVAGISPSGAC 

TFPAGSASGAAKAPSPSWRCPS 

FRALFSLLDSSSLSLCSVSLASL 

SLSPPPSFLRAVMFPATFKSRRC 

FK.YGNHCLFSDLLWLEVCAL 


21943 


52311 


A 


22071 


841 


1052 


IGEVLLDNVLKSVF*LGSVLPIT 
SLKLLP/SGSKRDPAKMSHSHP 
AG*VTTGAFPRCGRWRLQPAA 
PPPPS 


21944 


52312 


A 


22072 


817 


866 


HANPVSPPTSWPKE*SWP*CSG 
**RTFQSVSFAGGRRRGSWLKP 
PPATAWKSSSCHLPSGVRMAHF 
CRIPFGPRGRDFADFGTTIKQDF 
RLLGQTSVDRLLQLSQGQAVK 
GNQLLPVSLVKRKTTLAPNTQT 
ASPRALADSLMQLARQVSRLES 
GQ 


21945 


52313 


A 


22073 


2 


3238 


TTFPAAAVFPTNSSCWCQVSSS 
ATSEKEEALFA1VFSSAVSEPAN 
TSLSSAAVSAVSPPPCRTSTATT 
LPPPMPSFFCVFPSPSMSPSPSEF 
LSCIASVSRVHSLSSSSSGSSSTA 
SSLNFSAIMGSSSATASWVLSTT 
STPPCPSALPSSPAQES* SLAASS 

oAWrVAulLSrouAlM IrrAUoAo 
C A A V A DCDCU/DrDCCD A T CCI T 

uAAKAroroWKLrbr KALr i>LL 

DSSSLSLCSVSLASLSLSPPPSFL 
RAVMFSSDFSNPGVASNMGTT 
VSF 


21946 


52314 


C 


22074 


88 


4374 




21947 


52315 


A 


22075 


73 


616 


VKESLTQKSKRFQNKLINRRG 
WERPRSGASWTQRRALGGRGC 
VDRWLG 1 1/ WPHRIPG ARLRGFP 
ALNPTPQTAPSPSPDPRPRPP/CP 
QnpnppTPAnrQi \pppp\pqppw 
LDPGPEPPTPLTQQGQKGTRAP 
RPRCPRSQK*ATSGPAVRRREA 
RG SASLRTRAPSRDSTH AGIQG 
NVALQP 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21948 


52316 


A 


22076 


1 


421 


GTVVMGLPK.YFISLSTKFPLSFS 
LSADELHIASLFLWPRSKPFGVI 
r*pQr , AQrn xiat dpvt ifxronrvDr* 

^KotAjvLINALrC V L.rvlN rUUrU 
|/U| pp A PQPRXIT PAfrVl fClTXtXIJ 

TDGKGSVSLQEQVYHFPL1RPT 
PGS*ARASFLSCG*EEFRRHGLT 
FSSTRE 


21949 


52317 


B 


22077 


211 


2041 




21950 


52318 


A 


22078 


200 


1525 


IMASAHLATSAFCTRSSSSGRSG 

SCKRGSWDSEQALIRAWTTLPS 

SLHAADGSFAGGRGIPSKRWS 

WRAGQQSSLCLIMQTSSNCGNS 

FQLVSEGASWRGLPHCSCAELQ 

DSLNFSYHPSGLSLSVRPSSPGN 

SPKEQPFSQVLRPEPPDPEKLPV 

PPAPPSKRHCRSLSVPVDLSRW 

QPVWRPAPSKLWTPIKHRGSGG 

GGGPQVPHQSPPKRVSSLRFLT 

SSQCLFSMCPSSQTLQPSFLQPG 

PGPVSSSRPCAASPQSGSWESDA 

ESLSPCPPQRRFSLSPSLGPQAS 

RFLPSARSSPASSPELPLAT*G/L 

SATFPESRSQPCDLDARKTGVK 

RRHBEDPRRLRPSLDhDKMNQ 

KPYSGGLCLQETAREGSSISPP 

WrMAt&rrrL&Abt&r 1 uujjy 

VLSESEKEEEGAVRWGRQALS 
KRTLCQRDFGDLDLNL1EEN 


21951 


52319 


A 


22079 


1 


117 




21952 


52320 


A 


22080 


3 


632 




21953 


52321 


A 


22081 


1 


448 


MQSETETVHLFIPALSVGAIIGK 
QGQH1KQLSRFAGASIKIAPAEA 
PDAK.VRMVI1TGPPEAQFKAQG 
RJYGKIKEENFVSPKEEVKLEA 
HIRVPSFAAGRVIGKGGKTASTA 
+QNLCSGMKGKALKAKPSTYN 
CVGCGWSPRPRCSLN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


21954 


52322 


A 


22082 


233 


2096 


RREDEGN KTSWIHPSP WV VLIF 

RFFSLFFFKQPLFTMNKLYIGNL 

SENAAPS\DL\KSIFKDAKIPVSG 

PFL VKTG Y A F V DC P\D ES WA\LR 

AIKAFSGKIELHGKPIEVEHSVP 

KRQRIRKLQIRNIPPHLQWEVL 

DSLLVQYGVVESCEQVNTDSET 

AVVNVTYSSKDQARQALDK/L 

LDKLNGFQLENFTLKVAYIPDE 

MATQQNPFLQPRGRRGLGQRG 

S\SRQGSPGSVSKQKPCDSPLRL 

LVPTQFVGAIIGKEGATIRNITK 

QTQSKIDVHRKENAGAAEKSIT 

I PSTPEGTSAACKSILEIMHKEA 

QDIKFTEEI PLKILAHNNFVGRLI 

GKEGRNLKKIEQDTDTKITISPL 

QELTLYNPERTITVKGNVETCA 

KAEEEIMKKIRESYENDIASMN 

LQAHLIPGLNLNALGLFPPTSG 

MPPPTSGPPSAMTPPSPQSEQSE 

SETVHLFIPALSVRALISKQGQH 

IKQLSRFAGASSKIAPVEAPDAK 

VRMVMIAGSPEARFKAQGRIY 

GK1KEENFVSPKEEVKLEAHIR 

VPSFAAGRVIGKGGKTV\NELQ 

NLSSAEVVVPRDQTPDENDQV 

VVKITGHFYACQ\VAQRKI*EFL 

TQ VRQHQQQKALQSG PPQSRR 



2829 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


21955 


52323 


A 


22083 


8 


1675 


TASCRLAMALHVPKAPGFAQM 

LKEGAKHFSGLEEAVYRNIQAC 

KELAQTTRTAYGPKGMNKMVI 

N HLEKLFVTND A ATI LREL E VQ 

HPAAKMIVMASHMQEQEVGD 

GTNFVLVFAGALLELAEELLRI 

GLSVSEVIEGYEIACRKAHEILP 

NLVCCSAKNLRDIDEVSSLLRT 

SIMSKQYGNEVFLAKLIAQAC\ 

YLFFLIPA1SMLITSEFVK/FLGS 

GISSSSVLHGMVFKKETEGDVT 

SVKDAKIAVYSCPFDGMITETK 

GTVL1KTAEELMNFSKGEENLM 

DAQVK A 1 ADTG ANVV VTGGKV 

ADMALHYANKYNIMLVRLNSK 

WDLRRLCKTVGATALPRLTPP 

VLEEMGHCDSVYLSEVGDTQV 

VVFKHEKEDGAISTIVLRGSTD 

NLMDDIERAVDDGVNTFKVLT 

RDKRLVPGGGATE1ELAKQITS 

YGETCPGLEQYAIKKFAEAFEA 

IPRALAENSGVKANEVISKLYA 

VHQEGNKNVGLD1EAEVPAVK 

DMLEAG ILDTYLGKY WAIKLA 

TNAAVTVLRVDQIIMAKPAGGP 

KPPSGK*NWLNFYCR 


21956 


52324 


A 


22084 


175 


278 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


21957 


52325 


A 


22085 


208 


1976 


GPSPLKEHFSGLEETAYMYNILT 

CMELAQTTRTAYGPNGMNKM 

VINHLEKLLVTNDAATILRELE 

VQHPAAKMIVMASHMQEQEV\ 

GDGTNFYVLVFAGSFPVNYLKN 

LYWRIGLSVSEVIEGYEIACRKA 

HEILPNLVC\CSAKNLRDIDEVS 

SLLRTS\IMSKQYGLMK.VF\LAK 

PYLLQACRIYFSWIPAISMLITSE 

F VK/FLGSGIRSS\* VLAGMVFK 

KETAEG D VTSVKDAKMA V YS\C 

PFDGHG*QET*GEQCLDKRTAL 

KDLDGIFR*GEQENLHG/AATSP 

KAIADTGANVVVTGGKVADM 

ALHYANKYMMLVRLNSKM/W 

DLRRLCKT\VGATALPR\LTPSL 

SLKEMGHCD\SVYLSEVGDTQ\ 

VVVFKHEKEDGAISTIVLXRGST 

DN/L* LDDIERW VDDG \VNTFQ 

GSLQRDKRLVP\GGGSNRNLN* 

PK QITSVYG ET\CPGLEQY A/ILK 

KFA*GHLKA1PPAHWQKYSGE 

NSGVKAQWK*SPKLYAVHQEG 

\NKNV\GLDIEAEVP/SLVKDML 

EAGIPRYLTLGKYWAIPLATNA 

AVTVLRVDQHTLV*FFFMQIIM 

AKPAG/G GPKPPKWG RKT WG D 

DQNGLKIGFNFYCR 


21958 


52326 


A 


22086 


1 


346 


PF*CTPSCLWAF*TARSAQTWS 
APSTRSWCSEWPKSLPSPTWLR 
*FRKVSSYSWSQSWSSPTASTD 
SSRPPHSLGASCHPGHQRSLMP 
PSR*RATSTAYASLSSSHRPNTQ 
PSPS 


21959 


52327 


A 


22087 


3 


484 


RSSQPRVGLCGKSLQP/SSEGSC 
HLQGWCSFPRSVSSTMAEA*RT 
♦PRVSSSMHGRGPTQNREATKK 
ASSSETSV/QVTAQEAQAEPGA 
AGVAG/SPASAPQDSAGACWPA 
QVL*GGSDRSCRGSHPGNTEPP 
SVLRTGTAPGA*G/SSPFSPTTQS 
GSCCFPFSS 


21960 


52328 


B 


22088 


181 


359 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21961 


52329 


A 


22089 


290 


2014 


STCTPLPTASSQSRPHPPPTPTPP 
APWRSSNGQVPTLT*PGSTLPP 
G/SGKSPP/VASGGPARAKPHRA 
VHVSPAPSGGSPGDVAELPAAV 
AVRA*QAGSGQRLPAPVCVGE 
MGTLCPGEPADVHQVVCGLSE 
PRAPH RPGQPQARAHGVPSGQS 
LCPAQPG*DDS/AKVSSYSWSQ 
SWSSPTASTDSSRPPHSLGASCH 
PGHQRSLMPPSR*RATSTAWRA 
RTASTPRCLGPRPAPWSCASLSS 
SHRPNTQPSPSPTSVRRARLATP 
SSHGWALAPWTPMAPTQPTTW 
TRWGKTVSGRQMNTWRRPWS 
TCARYSGSAKRSSGSSHSPWAP 
PRMRMEKSNSPTASWVRTDSS 
LRPWGGTRSSMGCEGLKLSTR 
GTRSCSPSGAMRSPAWSAHSLG 
CRLPSTTDLQDRWRLC VPG MT 
SSAASVATTSQNLGWPAGTC*A 
LWGGGRWPATPAA\QAQPALP 
GQLPTRWSRCCWPSSWPLCSAS 
GPSHARCCSPWAMSSTPLP*HC 

*pcr;r;cpTCPT?r;\/cpT r*CDT trr^Tr 
rouuoL 1 jrCU V otL^oKLtur 

A THPHPWA KWTU/P A PPP.r.MTU 

ILuLLcKuoLoKKul WKJvisJN^t 

RKAGRAPAKE 


21962 


52330 


A 


22090 


363 


487 




21963 


52331 


A 


22091 


234 


282 


















21965 


52333 


A 


22093 


1 


206 


LFPAFSDSRECKLMKKLLEAVH 
EEQN VD\S YTE A\ VKEYDS I FPG 
WTQWLTTL\LLRJKKTIQG\DEK 
DLR 


21966 


52334 


A 


22094 


128 


1062 


KPFEAAMYNSGKEAEAMALLA 
EAER\KV\KNSQSFFSGLFGGSS 
KIEEACEUYARAANMFKMAKN 
WSAAGNAFCQAAQLHLQLQSK 
HDAATCFV\DAGNAF\KKADPQ 
GGPFNCFDCVAFEIY\TDMGR\F 
T1AAKHHISIC*DLLRQKLVDIE 
KAIA\HYRALADYYQGEESNS\S 
ANKCLLKVAGYAVALLEQYQK\ 
AIDIYEQGWGPNAHWTSPPPSK 
Y\SAKDYFF\KAALCHFCMDML 
QA\KLAF\QKYEELFPVFSDSRE 
CKLMKK\LLKA\HGEQNVD\SY 
TE\SVKGITDSISRL\DQWL\TTH 
CLRI\KKTIRGD 


21967 


52335 


A 


22095 


1 


1038 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


21968 


52336 


A 


22096 


20 


2482 


RVCSSSASTASQAVMADAWEE 

IRRLAADFQRAQFAEATQRLSE 

RNC1EIVNRL1AQKQLEVVHTL 

DGKEYITPAQISKEMRDELHVR 

GGRVNIVDLQQVINVDLTHIEN 

RIGDHKSEKHVQLVLGQLMDEN 

YL\DRVGQEVNDKLQESGQVTI 

SELCKTYDLPGNFLTQALTQRL 

AIIIIGH1DLDNRGVIFTEAFVAR 

HRARIRGLFSAITRPTAVNSLIS 

KYGFQEQLLYSVLDELVNSGRL 

RGTVVGGRQDKAVFVPDIYSR 

TQSTWVDSFFRQNGYLEFDALS 

RLGIPDAVSYIKKRYKTTQLLFL 

KAACVGQGLVDQVEASVEEAI 

SSGTWVDIAPLLPTSLSVEDAAI 

LLQQVMRAFSKQASTVVFSDT 

VVVSEKFMNDCTELFRELMHQ 

KAEKEMKNNPVHLITEEDLKQI 

STLESVSTSKKDKKDERRRKAT 

EGSGSMRGGGGGNAREYKIKK 

VKKKG RKDDDSDDESQSSHTG 

KKKPEISFMFQDEIEDFLRKHIQ 

DAPEEF1SELAEYL1KPLNKTYL 

EVVRSVFMSSTTSASGTGRKRT 

IKDLQE\EVSNLYNN1RLFGKRG 

WKFF\ADDTQGWLLPKHLLEV 

QCVL1SLNL1\FNF\LGFGILMDG 

Q *DDPGRPFTS\E L RKEI\LSKLS 

EETKVALTKLFfNSLNEKSlEDFI 

FCVLDSAAEACDIMVKRGDKKR 

ERQILFQHRQALAEQLKVTEDP 


21969 


52337 


A 


22097 


1 


711 


VLSLFDGIATGYLVLKELGIKV 
GKYVASEVCEESIAVGTVKHEG 
NIKYVNDVRNITKKNIEEWGPF 
DLVIGGSPCNDLSNVNPARKGL 
YEGTGRLFFEFYHLLNYSRPKE 
GDDRPFFWMFENVVAMKVGD 
KRDISRFLECNPVMIDAIKVSAA 
HRARYFWGNLPGMNRPVIASK 
NDKLELQDCLEYNRIANRIFGFP 
VHYTDVSNMGRGARQKLLGRS 
WSVPVIRHLFAPLKDYFAC 



2833 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21970 


52338 


A 


22098 


406 


2885 


GRGILVNGACSDQSSDSPPILEA 

IRTPEIRGGWA VGTG V VSG ADI 

VSGHCRQWSLLSLFQGSGTLSL 

AFITWAFRETRTRSESPAVSSHT 

SSQSTCGQHST* HT*H ARGRQG 

RNHVDESPVEFPATRVGSPDAQ 

TP ARSL* LGDMPH SLTIDLTDDT 

EDTHGTPQSSSTPYARLAQDSQ 

QGGMESPQVEADSG DGDSSE Y 

Q\DGREGLLPRV/1*GP*TRGKTS 

YAMVVSWKATSKRQAMSGMR 

WVQWFGDGKFSEVSPGKGKGF 

CRPEAVPACLPLNKLVSYRKA 

MYHALEVTWDEGMRAKP*EQ 

G* SKRPTELEDQLKPMLE WAH 

GGFKPTGIEGLKPNNTQPGGNE 

SPWQHPLPLLVGPLLGRVRLKT 

NCYNNGKDRGDEDQSRGDCW 

VPGIMGQMGGGRCRSGIDVIPL 

TPWLGL*ACLVCQTCRVSPPTT 

ALDLPPLA SSNSPLLPCEG RELL 

LCSNTSCCR*ALGPVGWMWVG 

PQGSYVPAV*EPWSCYMCLPQ 

RCHGVLRRRKDWNVRLQAFFT 

SDTGLEYVSHRLPPLPPQIPGAQ 

GVGKLWFDGIATGEFGEHLETL 

LSCHNRVARESEESIAVGTVKH 

EGNIKYVNDVRNITKKNVRAV 

CTLRASSLPVFFPSPPHPNPARK 

GLYGEHPSLWQSLESLCHLTTG 

PGAGNK7RGLGWRFQMNPALS 

SFLSTAGVQRDISRFLEVRESGD 


21971 


52339 


A 


22099 


729 


896 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21972 


52340 


A 


22100 


1 


2672 


MAYKQGFLKVMVHFRKAEVT 

GKNHTSVHEGYTL1SPAAQVLT 

I SCKKSILLQEQVSFKDVC VDFT 

QEEWYLLDPAQKILYRDVILEN 

YSNLVSVGYCITKP\EV1FKI/ES 

KGEEPWWLEKGIPQAQCPPQK 

RK WKV/EMN V VREQPRKMKM 

TIFGEPPIPTTNK.TVSVENGDRG 

SKTFNLGTDPVSL1KLSL*NM*L 

\SEMNLKNISGLIITKKNCSRKK 

PDEFNVCEKLLLDIRHEKIPIGE 

KSYKYDQKRNAINYHQDLSQP 

SFGQSFEYSKNGQGFHDEAAFF 

TNKRSQIGETVCKYNECGRTFI 

ESLKLN1 SQRPH LEMEP YGCSIC 

GKSFCMNLRFGHQRALTKDNP 

YEYNEYGEIFCDNSAFIIHQGAY 

TRKILREYKVSDKTWEKSALLK 

HQ1VHMGGKSYDYNENGSNFS 

KKSHLTQLRRAHTGEKTFECGE 

CGKTFWEKSNLTQHQRTHTGE 

KP\L*CTEC\GKAFCQKPHLTNH 

QRTHTGEKPYECKQCGKTFCV 

KSNLTEHQRTHTGEKPYECNA 

CGKSFCHRSALTVHQRTHTGE 

KPFICNECGKSFCVKSNLIVHQR 

THTGEKPYKCNECGKTFCEKSA 

i Tk'unPTHTnPifPVPrwArr.ic' 

L 1 JVrlV^lv 1 rl lUCNri C.L,lNAL.L_lJv 

TFSQRSVLTKYQFMHTRVKAL* 
TS*MLEAFIHL/SKLVIQFQKRRS 
EKAKECQKFVE\KTSCLNM*KL 
SRKIKTFH*K1CKLTVKNKGNK 


21973 


52341 


A 


22101 


1 


2817 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21974 


52342 


A 


22102 


474 


2766 


NQTALYNQAQLLHGSRFANMS 

AEGYQYRALYDYKKEREEDID 

LHLGDILTVNKGSLVALGFSDG 

QEARPEEIGWLNGYNETTGERG 

DFPGTYVEYIGRKKISPPTPKPR 

PPRPLPVAPGSSKTEADVEQQA 

LTLPDL A EQF APPD1 APPLLIKL 

VEAIEKKGLECSTLYRTQSSSNL 

AELRQLLDCDTPSVDLEMIDVH 

VLADAFKRYLLDLPNPVIPAAV 

YSEM1SLAPEVQSSEEYIQLLKK 

L1RSPS1PHQYWLTLQYLLKHFF 

KLSQTSSKNLLNARVLSEIFSPM 

LFRFSAASSDNTENLIKVIEILIS 

TEWNERQPAPALPPKPPKPTTV 

ANNGMNNNMSLQNAEWYWG 

DI SREE VNEKLRDSVA DGTAFL V 

RDASTKMHGDYTLTLRKGGNN 

KLI\K1FHRDGKYGFSDPLTFSSV 

V E L IN H YRNE SL A Q YNPKLD VK 

LLYPVSKYQQDQVVKEDNIEA 

VGK KL HE YNTQFQEKSVRE YDR 

LYVEEYTRTSQEIQMKRPAIEAF 

NETI KI FE\EQCQTQERYSKGN Y 

HLEKFKP*RAMEKEIQR1MHNY 

DKLKSRISE1IDSRRRLE\EDLKK 

QVAAEYREIDKRMNSIKPDLIQL 

RKTRDQYLMWLTQKGVRQKK 

LNEWL\GNENTEDHYSLV\EDD 

EDLPHHDE\KTWECLGSS/RTRN 

QSLKNLFARGSRDGTFLVRESS 

KQGCYACSVVVDGEVKHCVI\ 


21975 


52343 


A 


22103 


3 


392 




21976 


52344 


A 


22104 


168 


404 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21977 


52345 


A 


22105 


49 


1760 


YQSPAWQSHWHQKLQVRKEN 

MAKRVAIVGAGVSGLASIKCCL 

EEGLEPTCFERSDDLGGLWRFT 

EHVEEGRASLYKSVVSNSCKE 

MSCYSDFPFPEDYPNYVPNSQF 

LEYLKMYANHFDLLKHIQFKT 

KVCSVTKCSDSAVSGQWEVVT 

MHEEKQESAIFDAVMVCTGFL 

TNPYLPLDSFPGINAFKGQYFHS 

RQYKHPDIFKDKRVLVIGMGNS 

GTDIAVEASHLAEKVFLSTTGG 

GWVISRIFDSGYPWDMVFMTR 

FQNMLRNSLPTP1VTWLMERKI 

NN WLNHAN YGLIPEDRTQLKE 

FVLNDELPGRI1TGKVFIRPSIKE 

V KEN SVI FNNTSKEEPIDII VFAT 

GYTFAFPFLDESVVKVEDGQAA 

SLYKYIFP\AHLQKPTL\AIIGLH/ 

IKPLGLP*LPTGETQVRWAVSG 

S*KVLTRLPPPSVMIEEINARKE 

NKPSWFGLCYCKALQSDYITY1 

PjCT t XVTMTVDX1T fFCT WI T TF>D 

TSGLWTVFFGP\C\SPYQFRLTG 
P\GKMGKGAQEIALHGPQW\DP 
NISRVHSKVRSCYKEFSIFPFGK 
FFLK.VFSFPGFGLWLFFLIFPYK 


21978 


52346 


A 


22106 


262 


969 


EWSSVRRSLVEKRALRRPHPQC 
LCFRMKT1L\SNQTVDIPE\NVDI 
TLKGRTG 1 REG PPEGTLR\RDFN\ 
HrNWELSLLWKEKKRGSRVDKA 
WWGNQKRNWPTRSD*FVSHV 
QN\MIKGWLHWGFRLQG*GPV 

V S V SQG PRKDEINPLKG\ND1EL 
VSK7SSAGF*FQQATTS*KTRNI 
RKFL\DGIFCLLEKGLFRQA 


21979 


52347 


B 


22107 


211 


457 




21980 


52348 


A 


22108 


1 


159 


DSLEHDELRE1FNDLSSSSEDED 
ETQHQDEK*LD1SSPGMSGHRQ 
GHDSLEHDELREIFNDLSSSSED 
EDETQHQDEK 


21981 


52349 


C 


22109 


167 


367 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21982 


52350 


A 


221 10 


754 


1950 


VKGKDDAPHELGE/SQFILRLPP 
\EYASTVRRAVQSGHVNLKDRL 
TMELHPDGRHGIWRVDRVPLAS 
KLVD\LP\CVMEEPENPLLKKPF 
SKTAIIGQMLVSTVDGDLFPPV 
EEPSCLALDPKASXKKKDKDKE 
KK\FIW\NHGITLPLKNVRKRRF 
RKTAKKEI YLN LPDV* KKELKR 
\LLEVPDA\EAVSTRWGIICPKV 
ETKG\AENQG\LDISSPGMSG\H 
R\QGHVDSLEHDELREIFNDLSSS 
SEDEDETQHQDEEDINIIDTEED 
LERQLQDKLNESDEQHQENEG 
TNQLVMG1QKQIDNMKGKL\QE 

PRTDFQAVLGMSFNQREDREK 
EQUSSLQEELESLLREVKKNLM 
FNFQSFRLVQHLGKFFGLLLLL 
GYLRPCSS 


21983 


52351 


B 


22111 


227 


355 




21984 


52352 


A 


22112 


121 


486 


WGPALCIGGYLASFLASVHLMP 

LK utML^r uLirorKrrurK.L 

VRLVPGRHDIAFVEFDNEVQAG 
AARDALQGFK1 TLSPLK.VSPPL 
GAFLEPCVSEWSPHSIVPRVCPQ 
TLHLALLGRN 


21985 


52353 


B 


22113 


8 


165 




21986 


52354 


A 


22114 


1 


218 




21987 


52355 


A 


22115 


566 


1412 


TLHSMAVPETRPNHTIYINXNLN 

EKIKKDELKKSLLRPSFF/SSLG 

QILGYSWGIHGRP*RMEGARPF 

SIFKEVSSGTNALR\SMQGFPFY\ 

DKPMR1PVLPRTRLQDIHLPRIE 

RAPFIGSRDPKAGERGRPKSQG 

DPGPPKEGLCKGGGSHPRGGG 

LSRGPGPGHCPPMT\KAPR1\MH 

HMPG\QPPLTAAPLDM1PPPG\L 

APGQIPPG\AMPP\QQLMPGQMP 

P\AQ\PL WRN PP\N H 1 L F\LTNLP\ 

EET\NELMLSHAFSNQVPPGFICE 

GPVWVPRAGNEHRPSVEV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


21988 


52356 


A 


22116 


2 


1176 


FGELSTFDAVRGPPRRCPPDAD 

PRAPGLALPGRLLVSNSRRTHS 

RESRAPPAPHLLGARAGMAPPQ 

VLA\FGLLLAAATATFAAAQEE 

CVCENYK\LAVNCFCE*INRQC 

Q\CTSVGAQNTVICSKLGCQMF 

W*MKAEMNGSKLGRRAKPEG 

GLQYNNDGLYDPDCDESGLFKA 

KQCNG\TSTC\WCVNTAAGVRRT 

HKDTEVTCSERVRTYWIIIELKH 

KAREKPY\DSKS\LRT* LQKEITT 

RYTLGSKFLSRVFWYENNVITI\ 

DLFQNFFSKKLRNDVDIADVAY 

YF\EKDVK\GESLFH\SKKMDLT 

VNGEQLDLDLLIPGQTLUYNVD 

EKAP*/DFSMQGLK\AGVIAVIV 

VVVITSCCWKLLVLVISQKGRE 

WQKYEKA EI KGDG CRCHRELQ 


21989 


52357 


A 


22117 


3 


257 


AKALQ WPLGRGGGGTPRG SRP 
PGPH* SERG AVQPRSLPRQA A * 
RVPSGPADGQ*DGHGAADPGS 
RQRCKPWSEAADLHSECYSS 




52358 










SEYNCCEIGCPQPSWGPWGRGX 
TDVRQGQVGEEEVHG/ECGGG 
SQG* RPG * * AGSPAP*PGTWTGT 
AQQGPAAVLDPLRV*GGGIERH 
PLHSVGL 


21991 


52359 


B 


22119 


1 


1461 




21992 


52360 


A 


22120 


29 


417 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


21993 


52361 


A 


22121 


616 


1671 


TATCKPWSMRTTISSSQPQKLT 
NSVKLPPSAKCISVSRIGGFLVS 
LTSRMKLRTLL1CSKLLPSGGV 
RGLAGSGVKLQTFTVSVTALK 
AACLELFTSPGGFMVLLASEVK 
LQTFSAGDSDCLGQGRRAQRRP 
GPGVSAVGASGQQRAPESNERP 
AEEPTPAPMPSSAPRGPTEPALR 
RPSSADRPLAPGAGRAPGAMAS 
PSGSSKATGK.PRGRDGRPRREE 
DDVTPEEKRLRLLLEEGSAQPD 
DGEDAPRPGRKETGTQTGGDG 
RGAARAALLAVGGIRAPLPSLG 
V A PGQPMSKPPRRHPGATPR/P 
GQGGSDAAHGEEGCPCCSSAV 
ATCLGAGLLP\PGRGASSPSSGC 
ALPSSSNSRSLFSSGVTSSSSLLG 
RPSLPRGLPVALELPEGLAMAP 
GALPAPGASGLSAELGRLSAGS 
VGPRGA\G*ASGRAWAPPRAAR 
CSLAPSAG\PRAHRGHAGPWPA 
LSSP/GPGPSSRCPLPRRSAASLL 
K P A R/A INPPGE VNN SRH A A LR 
AVTLTVKVCSFTPEPARPRTPPE 
GRSFEHIRRVRSFILEVSETKNP 
PILDTL1HLALGGSFTLFVNFCG 
WDELIVVLIDQGLHVAV 


21994 


52362 


A 


22122 


892 


1931 


CTWNENQRMEIVWEVLFLLQA 

NFIVCISAQQNSPKIHEGWWAY 

KEVVQGXNFVPVPSFWGLVNSA 

WNLCSVGKRQSPVNIETSHMIF 

DPFLTPLR1NTGGRKVSGTMYN 

TGRHVSLRLDKEHLVNISGGPM 

TYSHRLEE1RLHFGSEDSQGSEH 

LLNGQAFSGEVQLIHYNHELYT 

NVTEAAKSPNGLVVVSIFIKVS 

DSSNPFLNRM LYNRDTFYTRN* H 

FKNDGIFYYRGL*YRGELLFQG 

TSSFITYDGVDGLFPTPGY/SRT 

ASWIIMNKPV*YNPGCKMHSLR 

LL\SQEPA IS RSFLSM SDNFRP V 

QPLNNRCIRTNINFSLQGKDCP 

NN RAQKLQ YRVNE WLLK 


21995 


52363 


A 


22123 


17 


417 




21996 


52364 


A 


22124 


63 


449 


CHPALLGPTGHGAWPRHRAPD 
TLRASAGGRDP*GRRSAPA*ER 
QP*PPVYCAGISQYD*TALSSCL 
RRSVRTSTDFRSLLDKSNYSVF 
LCFLQLAGRRYFAMWTRPEFFL 
ARDPRSLSWGLEWRPLSL 


21997 


52365 


B 


22125 




1131 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LISSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possiblc nucleotide insertion) 


21998 


52366 


A 


22126 


359 


548 




21999 


52j67 


A 


22127 


755 




TRGVLEHMALGKGTLKDPSGP 
AP*NHPE\VSHAASTQEAAGPP 
AG RPGHGSGCLALPASSTSLEP 
GLRQDHDLLLQLLWREQEVFH 
DVIQLL 


22000 


52368 


A 


22128 




277 




22001 


52369 


A 


22129 


1 


933 




22002 


52370 


A 


22130 


339 


863 


PSPVPARPVCPSSAPISMRPPCP 
WREAEAADLRPEAPGHRDGED 
VGFLSSGQLSGLCSKRKLQPTR 
AALTLTPSAVNKIKAHFLKNNPE 
HVGVKVGVRTRGCNGLSYTLE 
YTKTKGDSDEEVIQDGVRVFIE 
KAKAQLTLL*TEMDYVEDKLSK 
GVGVUTPNIKGTCGCGESFNI 


22003 


52371 


A 


22131 


16 


419 


QIQHRPWP/SRSYTNVLGRKVV 
Y LPSFFTY AKYI VQVDGK1GLF 

KULol Li IV J IVi o J > I I A 1 l\A_<r MIS. 

KDLPPDEIEQVSNKDDMTTSLN 
KVANDTSYEMMMHCVSRMLP 
HPLHVISMRCMDQIVGREAKYS 
GVLSS1G 


22004 


52372 


A 


22132 


3 


441 


RSYTKFVMG1AVSMLTYPFLLV 
GDLMAVNNCGLQAGLPPYSPV 
rif?wiHru/vvi Qvnir.AQTr.BR 

r rvO WlnL WKlLOV v^\0/\o 1 UKR 

RPFLFFATSFS*NGFVDASLHAK 
G Q LFRG SS\CFS AG CHQDHALP 
WSNLNHLKNTVSTWPPWVRPD 
HLGTPARRLQPNNNQM 


22005 


52373 


A 


22133 


I 


1232 


MAGAGAGAGARGGAAAGVEA 

RARDPPP A H RAHPRHPRPAAQP 

SARRMDGGSGGLGSGDNAPTT 

EALFVALGAGVTALSHPLLYV 

KLLIQVGHEPMPPTLGTNVLGR 

KVLYLPSFFTYAKYIGQRDG\RE 

GLVPRLSPRLMSNALSTVTRGS 

MKKVFPPDEIEQVSNKDDYEDF 

P*RKLLKETSYEMMMQCVSRM 

L\AHPLHVISMRCMVQFVGREA 

KYSGVLSSIGKIFKEEGLLGFFV 

GLIPHLLGDVVFLWGCNLLAHF 

1NAYLVDDSVSDTPGGIGKRPE 

SRFP\FSQALALRSYTKFVMGIA 

V SM LTYPFLL VGDLM A VNNCG 

LQAGVPP\YSPVFKSW1HCWKY 

LSVQGQ\LFRGSS\CFSAGCHQD 

H ALP W\SNLN HLKNTV\ST WPP 

WVVRPDHLGTTARRFQPNNNQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22006 


52374 


A 


22134 




1156 

— 


PRHPRPAAQPSARRMDGGSGG 

LGSGDNAPTTEALFVALGAGV 

TALSHPLLYVK.LLIQVGHEPMP 

PTLGTNVLGRKVLYLPSFFTYA 

KYIVQVDGKIGLFRGLSPRLMS 

NALSTVTRGSMKKVFPPDEIEQ 

VSNKDDM KTSLKK V VKETS YE 

MMMQCVSRMLAHPLHVISMR 

CMVQFVGREAKYSGVLSS1GKI 

FKEVEGLLGFFVGL\1PHLLG\DV 

VFLWG\C\NLLAHF\INAYLVDD 

SFS\QAL\AIRSYTKFVMGIAVS 

MLTYPFLLVGDLMAVNNCGAA 

SWGSPPYSPVFKSWMHCWKYL 

SVQGQLFRGSS\CFSAGC\HQDH 

GFALGVN *NHL1CNT\VSTWPPW 

VRPDHLGTPARRLQPNNNQMC 

QCDAn\rriTrT4iPT4VQ\Ar>\/i\j/r: 

oDrAU\rVrnlLnvoV\^lVIWU 


220Q7 


— — 

— — 


— 




— — 

J 3 





— 




22008 















22009 


52377 




22F7 


- 


— 




22010 


52378 


A 


22138 




297 




22011 


52379 


A 


22139 




111 




22012 


52380 


A 


22140 




398 




22013 


52381 


A 


22141 




409 




22014 


52382 


A 


22142 


500 


1234 


GPNCRPPSCSAVEGAWPRPQGA 
GARAAIALSQKLELGGVGLVQ 
VQCPSLAPSSTSS1LFLCLLPHPP 
PHRCLQENTTCLLGVEGVLLLQ 
SPFPLLKTDHSSLPALAPTQSQA 
ALWGFADFGFMFESSPGGNLG 
WEPD11CLTDEMVMIMGGKMEA 
TPrrvwcuyiEivim/RrivT avi?t>v 

J rrN. Wr lvlclV]U VKu 1 L*A Vivr 1 

MDVVVSLVT1MLDTGLPCFRG/ 
QIKFLKHRFSPNMTEREA*NFIM 
KV1QSCFLSNRSRTYNMIQYYQ 
ND1PY 


22015 


52383 


A 


22143 


2 


6378 


SAGPAGPLQVQKLLCMCPVDF 

HGIFQLDERRRDAVIALGIFL1ES 

DLQHKDCVGPYLLRLLKGLPK 

VYWVEESTARKGRGALPVAES 

FSFCLVTLLSDVAYRDPSLRDET 

LEVLLQVLHVLLGMCQALEIQ 

DKEYLCKYAIPCLIGISRAFGRY 

SNMEESLLSKLFPKIPPHSLRVL 

EELEGVRRRSFNDFRSILPSNLL 

TVCQEGTLKRKTSSVSSISQVSP 

ERGMPPPSSPGGSAFHYFEASC 

LPDGTALEPE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22016 


52384 


A 


22144 


3 


398 


IHKAASGVPQQPDAGCPGTGEQ 
QGGQRCGQ*AGP/AQAPC*SRA 
GTR/PTCFF VLTSLRS WYRV DSP 
>jkfi n/tmpi UAP.Frp./fHrncr.nr 

IN IvLiVJlN r L, V Auf r vj/Url^O 

LRKCSSARDRAPDARPGLDLAQ 
GRCCHCNKACLHASETGVGTT 
SVL 


22017 


52385 


A 


22145 


344 


498 
















R1PSKGPSSTEPLHASTAVPPCQ 
GELGCSRASPASEKI/DLAGRLIS 
PCNSDTVSPGLGGFMTCAQSLI 
SRRPGGPIGPPGWLQGPHLG 


22019 


52387 


A 


22147 


3 


2058 


LSGSGAPPPGVGAQAAAAAEE 

EEREVVRVRVKVRLAVSRPSRR 

GKFRSFAVDPQITSLDVLQHIL1 

RAFDLSG*VGRCWGLLGRDRL 

GQEVYLSLLSDWDLSTAFATAS 

KPYLQLRVDIRPSEDSEYSVPPG 

AISPKDVIGSDVLLAEKRSSLTT 

AALPFTQSILTQVFSGTLGTQQ 

VLSWSYGEDVKPFKPPLSDAEF 

HTYLNHEGQLSRPEELRLRIYH 

GGVEPSLRKVSILSHLLVYPDG 

LTGRERMDYMKRKSREYEQLK 

SEWAQRANPEDLEFIRSTVLKD 

VLRTDRAHPYYAGPEDGPHLR 

A LH DLLTTYA VTHPQVSYCQG 

MSDLASPILAVMDHEGHAFVC 

FCG1MKRLAANFHPDGRAMAT 

KFAHLKLLLRHA\DPDFYQYLQ 

EAGADDLFFCYRWLLLELKREF 

AFDDALRMLEVTWSSLPPDPPE 

HEVELVGPPSQ V ADTG FGDHR 

GWVPVRQRHMLRPAGGGGSTF 

EDAVDHLATASQGPGGGGRLL 

RQASLDGLQQLRDNMGSRRDP 

LVQLPHPAALISSK\GLSEPLLN 

YPDPLLSSFSHPDSPSSSSPPSTQ 

EASPTGDMAVGSPLMQEVGSP 

KDPG KSLPPVPPMGLPPPQEFG 

RGNPFMLFLCLAILLEHRDHIM 

RNGLDYNELAMHFDRLVRKHH 

LGRVLRRARALFADYLQSEVW 


22020 


52388 


A 


22148 


130 


387 




22021 


52389 


A 


22149 


1 


279 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


22022 


52390 


A 


22150 


105 


499 


DMSDTSESGAGLTRFQAEASEK 
DSSSMMQTLLTV/TPEAREAPA 

T{~\ A CCTTYYT TTYTVkVI AAnXTI^Cl 

AADTKKQNADPQAVTMPATET 
KKVSHVADTKVNTKAQETEAA 
PSQAPADEPEPESAAAQSQENQ 
DTR 


22023 


52391 


A 


22151 


285 


984 


TSLSCYFSRTK.DSPKLGLLMVL 
LSI1FMNGNRSSEAVIWEVLRKL 
GLRPGYDWALSALAVRVVLW 
QERTVLGLHQSGGLVERVGCW 
TG*RAQGSDLGG*WVNGPELS 
APSLSVSWASMELPSCAGNLFS 

Tt CN/IDl PXC^IiT'l-ICT C*IVI PTVC 
ILClvlrLr 1 aUK.Uri3.LE, I Y Lrlir 

SFSSLRJHHSLFGDVKKLITDEF 

VKQKYLDYARVPNSNPPEYEFF 

WGLRSYYETSKMKVLKFGCKV 

QK\KDPKEWAAQYRE 


22024 


52392 


A 


22152 


259 


578 




22025 


52393 


A 


22153 


296 


2242 


NMSDTSESG\AGLTRFQA\EASE 

KDSSSMMQTLLTVTQNVEVPE 

TPKASKAIAEVSEDVKVSKASG 

VSKATEVSKTPEAREAPATQAS 

SYLLSLTDYTQVLAAYENKSLAA 

*HQGNRMVDPQAC*QLPAT\ET 

KKVSHVADYGRFNYKGFRRLR 

LAPS\QAPADEPEPESAAAQFSG 

RFRVFGPKVKAKKARKVKHLD 

GEKDGSSDQSQASGTTGG\RRV 

SKALMASMARRASRGPIAFWA 

RRASRTRLAA\WARRAFALPLE1 

TLKPRRAKGLRR\RVAKFQ\SSQ 

EPEAPPPRG\LALLQGRAN\DLV 

KYLLAKDQTKIPIKRSDMLKDII 

KEYTDVYPEI1\ERAGYSLE\KVF 

GIQLKEIDKNDHLYILLSTLEPT 

DAGILGTTKDSPKLGLLMVLLS 

1 1 F\MNGNRS\SE A VI WE\VLRKL\ 

GLRP\GIHHS\LLGDVK\KL1TDE 

F\VKQKYLGLCQKVPNSNPP\EY 

EFLLGACALY**EPAKMKSPQS 

FACK7VYQKEGSPRNWGSSVPP 

REGKGRMEADFEGCKLRLTLE 

AKAKGPRLEAPNGPLGLGSGE 

MLAGP\CNWDEA\DIGNPWAK 

ARIPRREQKLKAKAPKRSGSA\S 

TGA\STST\NNSAS\ASA\STSGGF 

\SAAASL\TATLHIWGSSAGLWL 

ELGCQHQSARSGAQGVSYK 



2844 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22026 


52394 


A 


22154 


1 


487 


EFRQPSFRRS1WP/YFLLTQA/VR 
TGNPAK.FNQVLDQFGEKFQAD 
GTYTLIIRLRHNVIKTGVRMISL 
SYSRISLADIAQKLQLDSPEDAE 
FIVAKAIRDGVIEASINHEKGYV 
QSKEMIDIYSTREPQLAFHQEG 
KDSSVYSFREWGTRTGMSWLV 
CFLKLRL 


22027 


52395 


A 


22155 


2 


429 
















GTRPQADGTYTLI1RLRHNVIKT 
GV/RSGSEGLLEEQKPGQGKPS 
GYPWASEGSVSTLPTPSLLPLPG 
VRMISLSYSRISLADIAQKLQLD 
SPEDADF1VAKVGLVQEPQ 


22029 


52397 


A 


22157 


138 


2206 


AVTPGAMKQEGSARRRGADK 

AKPPPGGGEQEPP\PAPAPQDVE 

MKEEAATGGGSTGEADGUCTA 

AAAA*SNFPAKSWDYSHLWKD 

IKEHRETS * RKA VSGKEPRF VLR 

ALRMLPSTSRRLNHYVLYKAV/ 

QG A FFTSNNAT\RDFLLPFLERA 

HGTQEADLLFRPRTGKAAG1AP 

LLPEVEAYLQLLVVIFMMNSKR 

YKEAQK1SDDLMQKISTQNRRA 

L\DLV\AAKCYYYHARVYEFL\D 

KL\DV VRI SLHG\RLRTATLRHD 

ADG QAT\LLN LLLRN YL\H YKL 

VPTSLRSLVSKSVFP/EEQAQQP 

NEWGQVTSYLHQGRIKAIQ\LE 

YSEARRTMTNALRKAPVQHTAV 

GFKQTVHKLLIVVELLLGEIPDR 

LQFRQPSLKRSLMPYFLLTQAV 

RTGN\LPRFTQVLDQFGEKFQA 

DGTYTL11RLRHNVIKTGVRMIS 

LSYSR1\SLADIAQKL\QLDSPE\D 

AEFI\VAKAIR\DGVIEASIN\HEK 

AYVQ\SKEMIDIYST\RDPQLAL 

H\QRJ SFCLDIHNMV WSRPM RV 

PSPKSYKQGSWSLQRNGRERR 

NKQDLE\FPKEMA\EDDDDSFPL 

KLGGWGGVRGKWGTRQLCPP 

WGYPLPQGTCPPFSPHTAHML 

AFRG RG WGC WEPATPDLPPGL 

LPSRVTLLVQPGRRVGRQPPRG 

RVLASSVADRRGRISLCTPFRE 

WGTRTWDVYGLLCFLKLRL 


22030 


52398 


A 


22158 


86 


348 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22031 


52399 


A 


22159 




356 


LPLSMDVRAPPAVMAAVDQAL 

IvorUivlL'l LllNLooiiLuLrrLK\ 

AAGNFLCPAGALSFNAFKTVM 
D1DTSGTFNVSRVLYEKFFRDH 
G G V 1 IN ITATLGNRGQALQ VH A 
G\SAKAAVD 




52400 


— 


22160 


- 


255 


GPWSCHAGA*GPGATQVSEDQ 
GLREPHGSRDLCSLG*KH*GAPI 
CAWPMSWDGPPAAHKVRPSVS 
APPVCINTLCYN LASAFS 


22033 


52401 


A 


22161 




360 




22034 


52402 


A 


22162 


240 


1356 


AGNPSGIPGTRVHRGQRGGFAS 
TWSGRGAGSTPLQNSPPRQPHR 
EKEFLRQVLEGGSHTGVFRPSA 
ARLVPNPHSLVSPDLL*LVSRA 
TvPHIFLAARKLAGATGRRCLPL 
SMDVRAPPAVMAAVDQALK.EF 
GR1DILINCESVLSEVGGFSQAP 
AAPAVSHSAGAAGNFLCPAGA 
L SFN AFKTVMDI DTSGTFN VSR 
VLYEKFFRDHGGVIVNITATLG 
N RGQALQVH AG SAKAA VDAM 
TRHLAVEWGPQNIRVNSLAPGP 

loO 1 n.ULr\JYLL'Aot^UlVlJ> W LnvVj 

EGAGSWGSRGLSLLLPS\GGPQ 
ASLSTKVTASPLQRLGNKTEIA 
IISVLYLASPLASYVTGAVLVA 
DGGAWLTFPNGVKGLPDFASF 


22035 


52403 


B 


22163 


214 


1647 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


22036 


52404 


A 


22164 


1765 


1910 


LSHPHSRTPPN RTPRRTRI PQRP 

AVMYSPLCLTQDEFHPFIEALLP 

HVRAFAYTWFNLRARKRKYFK 

KHEKRMSKEEERAVKDELLSE 

KPEVKQKWASRLLAKLRKD1R 

PEYREDFVLTVTGKKPPCCVLS 

NPDQKGKMRRIDCLRQADKV 

WRLDLVMVILFKGIP\LESTDGE 

RLVKSPQCSNPGLCVQPHHIGV 

SVKELDLYLXAYFVHAGRISSQS 

ESP\SQ\PSDADIKDQPENGTFGA 

SRDSFVT\SGVF\SVT*A*LRVSQ 

TPI\AAG\TGPNFSLSDLESSSYY 

SMSPGAMRRSLPSTSSTSSTKRL 

KSVEDEMDSPG\EEPFYTGQAR 

SPGKWTVSPSGLSVSWSQGMPS 

PTTLKKSEKSGFQQPLPFH RPPS 

LGNGFHTAFTDLFIYQGPQSKF 

HIATPSIIAHFPRHSPFFQQPGPY 

FSHPA1RYHPQETLKEFVQLVCP 

DAGQQAGQPNGSSQGKVHNPF 

LPTPM LPPPPPPPM ARPVPLPVP 

DTKPPTTSTEGGAASPTSPTTRS 

/PGRTRPQQPFL/SYGPP*PHFLR 

AG1HHL 


22037 


52405 


A 


22165 


63 


250 




22038 


52406 


A 


22166 


1 


817 


SRLGHPRKDMDDDTKATLISY 

MSLSFRHGYCFSEDPCVHTELG 

IQSGRGGRGDPDPPGNALE*LA 

HLGP/SSHLGP*AQDGLVDAAG 

RASPLAGTEGAGRFSHLQPI/GP 

RGPPE*GAAGERFPSGVAG/GPR 

GAHGLPCPEQLQLQPPPPS*MP 

KTGSTFVAHFPSPLAQGHSPPG 

GGAGWCSGCSPDRPPLLGVGS 

HGELLNPNSPAYEVGAG/RPAT 

GSSGTRAGPPSPSHSAPGRTPSV 

SLCD/RHQCLRASPTGSIGSLPA 

HWREGLAGPLMD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22039 


52407 


A 


22167 


240 


1790 


TAKNSYLESCPLHMENSIHQWP 
RQPFPPVRRQGADAACGAGSQ 
ALVPSHSDTDGVLPGAEWLGD 
GGPARVP/GAAGGRGPAPTS*A 
GP*LSL*APLCF\SGLSGNGKQL 
LGAAGRSSSHAQMHELHPAQ* 
HE*ATDHTGGQGPP/G*KQQNG 
PP/GPDNDLPAPESTPPTWNEDF 
LPDAIPLAHPVPRQRRPTGPAGP 
PGQTGPPGPAGPPGSKGDRGQT 
GEKGPAGPPGLLGPPGPRGLPG 
EMGRPGPPGPPGPAGNPG PSPN 
SPQGALYSLQPPTDKDNGVTQG 
WPLPSWTQCW/SGVPGPRGPPG 
PPGPPGPRGPPGPPGTPGSQGLA 
GERGTVGPSG/AGGAAAERGPE 
DPGRASPHPGAHDWDPRSPGLP 
RGRFWPGCCPESQPQDEEGWH 
PTRWGPCCPAWARPWTEERG/S 
RPAAGS/RGVSDISETPGRPIYPD 
DKSQSAVSVLCARSRLRAQLRP 
GAEQMNDCKGITGTRQDIHAV 
SFASEHNIQNWVSKHLQLSPPV 
TPATQAPLKVRVPQASTLVL 


22040 


52408 


A 


22168 


104 


271 


PSCTNPYGGGRRCDSVVPNQCF 
TKHMQSRLLG*GEKALEGGGG 
RGVKSLVTKRDF 


22041 


52409 


A 


22169 


494 


1074 


KGTTLCQKHWGGGYLHWGVHF 

EMMRLTrNXRSMDPKNMFAIWR 

VPSPFQ\PITRKSVGHRM\GGGK\ 

GA1*HYLTP\VKAGRLV\VEMG 

GRCEFARSAKVSLTQVALRSCP 

FASKRL*ACGTPREGCEQDQEE 

RERQQPRTPWTI*AE*PTAQHG 

WAYGKVPEPHMTLTPQGEILG 

ARFYMPKTCVVSVGDILY1GY 














NQRSGKKSQPW*STITPPSLIWL 
SNSSTTLSSSKMGQSYSSS*PSY 
NCSVSRMFGSNMVPAATASGA 
SLTCPLLWLSMTHFRRKVGGW 
A 


22043 


52411 


A 


22171 


21 


444 


STAQSISRSDLHYFLALLVYYW 

AADARFLPGRIPWLIHKELEKS 

HTEYCLVGSSQYTPLVQVFRSN 

TL VS VLSTKTI *NQRSGKKSQP 

W*STITPPSLIWLSNSSTTLSSSK 

MGQSYSSS*PSYNCSSRAKSPTL 

TVFQS 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22044 


52412 


A 


22172 


163 


1056 


LEKSDHRISWSPGKTA\SPKSMP 
ERWHR*WAQILKD\MG1T\EYEP 
R\VIN\QMLEF\AF\RYVTTIL\DD 
AKIYSSHAK\KATVD\ADDVPIG 
QSRCVRAGSSLFTSPPPKRF/LLL 
RYLARQKKSNPFCPLIKPY\SGP 
RLPPDRYC\LTAP\NYRLKSFTE 
KGHSTSAGKELTVPVRLSVGFRL 
LSRTKVLPTLGAHPTPQYTMSVF 

XTT IT *r , TDU\/DCDPnDrTC!TDr , DT 

j\\Jj\r A. V ivorl^rrOINl^o^rv^JN V 

L\INPIH*IGSQKHSYYPLNMMS 
S\QNTA\NESSNALKRKREDDD 
DG\DDDDDDYDNL 


22045 


52413 


A 


22173 


215 


344 




22046 


52414 


A 


22174 


302 


1330 


ACEQKRGGEGGNKNRERRKGE 

K AG RRQG TRQPCSRCMRRTKQ 

VEKNDDDQKIEQDG1KPEDKA 

HKAATKIQASFRGHITRKKLKG 

EKKDDVQA\AEAEA\NKKDEAP 

/VFADGVEK KGEGMTTARSSPQ 

PLAPKP\DEPGKLAGETS\SEEKM 

GEG *LLATEQGSPPRLLAS\SEE 

KAGSAETESATKASTDNSPSSK. 

AEDAPAK\EEPKQADVPA/AFG 

VFPNPLGALLLAATTPAAEDAA 

AKATAQPPTETGESSQAEENIE 

AVDE\TKPKESARQDEGKEEEP 

EAVDQEHAWNSGEMGFPHPHPP 

GCLACLSLPSSQLHSEVPSCPAH 

VCESVLSHPLALFLSVWANI 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22047 


52415 


A 


22175 




1577 


HGFRLPHPQPALRRLLDQRRPK 

TEDRCGHWDQILDLSI1KHLFS 

MSF1PVAEDSDFPIHNLPYGVFS 

TRGDPRPR1GVAIGDQ1LDLSIIK 

HLFTGPVLSKHQDVFNQPTLNS 

FMS\LGHAAWK.EARVFLQNLL/ 

SL*SQARLRDDTELRKCAFISQA 

SATMHLPAT1GDYTDFYSSRQH 

ATNVGIMFRDKENALMPNWLH 

LPVGXYHGRASSVVVSGTPIRRP 

MGQMK.PDDSKPPVYGACKLLD 

MELEMAFFVGPGNRLGEPIPISK 

AHEHIFGMVLMNDWSARDIQK 

WEYVPLGPFLGEEFWGPLSLP 

WGGCPWDAL\MPF\AVPNPKAV 

PQAPCRYLCHDEPYTFDINLSV 

N\LKG\EGM\SQAAT\ICKVQ1LK 

YMYWT\MLQQAHSPTLSNGC\N 

LRPGGPPGLSGTHQAGPEP/EKN 

FGSMVE\LSWKGTKP1\DLG\NG 

QT\RKFLLD\GDEVI1TAMATRD 

FKWYC\QG DG\ YR1G FG Q\C AGK 

VLPALLPIMRFSLLFWKQRAQS 

TPFQPCD WG SSPRA VGLVPPFQ 


22048 


52416 


A 


22176 


3 


623 


DSRNSSILPRRGALLKVNQELA 

GYTGGDVSF1KEDFELQLNKQL 

1FDSVFSASFWGGMLVPIGDKP 

SS1ADRFYLGGPTSIRGFSMHS1 

GPQSEGDYLGGEAYWAGGLHL 

YTPLPFRPGQGGFGELFRTHFFL 

NAGNLCNLNYGEGPKAHYIVK 

LAECIRWSYGAGIVALRLGNIAR 

LNELNYCVPMGVQTGDRICDGV 

QFGAG1RFL 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22049 


52417 


A 


22177 


352 


2397 


GPMSEGIASQGARRRRG1MGLR 

GLWASRADGRRGETEPEAKQEI 

LEN KDVSFLLKVLIELL VETFTS 

IHH * GDD VFKAKNL1EVG V VST 

WCAFPVSSEELVNVPM*NIDTC 

QGTYCGVVSL*FPFCPSEKSCFY 

GQNNTMVGNNEGSMVCYRLF 

TFLYWNLELGTFTL*LHSKETS 

YGLSFFKPRPGNFERK* EAQQI I 

EYTGLIEKLK*VAYL*KSAEYS 

VS\AFQSFPLGLGENRVAFSL1P 

KG S YLIQ* VSNG C WHLHCQPLL 

WGSYHRJLAELRVLIESTWPFE 

G*LCNGTSQAFSCGPCTPSRSSA 

RHGHSVCGQLLVADVPGVKG 

MLGENNHLFLKY* SMNG* FA/L 

YFPLDLFSCFL*ESFPLTAPSLEG 

SRLTLETMYLLCQGGFGELFRT 

HFFLNAGNLCNLNYGKTCAIQE 

TIVVQLFSCLKAQYTKIRLGNIA 

RLELNYCVPMGVQTGDRYVLG 

IIFHNH1PLSSNFILFWTWFASGD 

TAGAARLLRLPTDDRAFRDGG 

GCSFTNRQLPFPSTPLLFSTQSPS 

WKGCSHAGCMHVCLGAQLPG 

LGAQLGHGSESQVERLLACGG 

RWGARRQGCCWHDLPKAPHA 

GCFLAGEKKVGDDQEPCTKTA 

AVREGESVGCTAEGGCLGLSG 

GCQG WL APGLVELRS A A ARQE 

GSRRRRKRRRHLLRVHPQKVV 


22050 


52418 


A 


22178 


-j 


1017 




22051 


52419 


A 


22179 


1 


435 




22052 


52420 


A 


22180 


1 


1353 




22053 


52421 


A 


22181 


1 


834 




22054 


52422 


A 


22182 


2 


2675 





2851 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22055 


52423 


A 


22183 


72 


1339 


AMRGANAWAPLCLLLAAATQ 

LSRQQSPERPVFTCGG1LTGESG 

FIGSEGFPGVWVPPESKCTWKIT 

VPEGKVVVLNFRFIDLESDNLC 

RYDFVDVYNGHANGQRIGRFC 

G TFRPG AL VSSGNKMM VQMI S 

DANTAGNGFMAMFSAAEPNER 

GDQYCGGLLDRPSGSFfCTPN\W 

PDR\DYPAGVTCVWHIVAPKNQ 

LIELKFEKFDVERDNYCRYDYV 

AVFNGGEVNDARRIGKYCGDS 

PPAPIVSERNELLIQFLSDLSLTA 

DGFIGHYIFRPK.KL\PTT\TEQPV\ 

TTTFPVTTGLKPTV A LCQQKCR 

RTGTLEGN YCSSDFWL AGTV IT 

TITRDGSLHATVSIINIYKEGNL 

AIQQAGKNMSARLTVVCKQCP 

LLR\RGLNY1IMGPSRVKDGAR 

QNSWPNSFIMMFQTARNQKLLG 

CP*KISQC 


22056 


52424 


A 


22184 


49 


170 


HTVGDGRLLRRP*REFGASFL* 
CFLEARFGLKNWGHCWRH 


22057 


52425 


B 


22185 


597 


651 




22058 


52426 


A 


22186 


1 


791 




22059 


52427 


A 


22187 


2 


943 


TGACAEPRVGLLFRLKGRCRG 

GRNMELGSCIAYGFREAAEEEG 

EPEVKKRRLLCVEFASVASCDA 

AVNAQCFLAENDWEMERALNS 

YFEPPAEES\ALERRPET1 SEPKT 

YVDLTNEETTDSTTSKISPSEDT 

QQENG\SMFSL\ITWEYLMGL\D 

LKQSVQRRARGVCSYLAL*VLS 

LLFNSNVSYVYTERMNQLKMV 

LKKMQEAPESATV1FAGDTNLR 

DREVSDKVSLMFEDRLLLWRLI 

*VPFCQYTWDTQMNSNLGITA 

ACKLRFDRIFFRAAAEEGHIIPR 

SLDLLGLEKLDCGRFPSDHWGL 

LCNLDIIL 


22060 


52428 


A 


22188 


277 


534 





2852 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22061 


52429 


A 


22189 


29 

— 


1305 

— 


VGVVLRVECPLCPGPAPMSVPA 

FIDI\SEEDQAAELRAYLKSKGA\ 

E1SEENSEGGLHVDLAQIIEACD 

VCLKEDDKDWESVMNSVGIPY 

SW1L\EPDKQ\EAFDLKALCEKA 

GSKFPRR*TAPSLETCSFLSNLF 

H\GMG*GILPVKIHSVICSL\IKV\ 

AASCGVAIQYHPQLEPGIKFRK 

WDFLNWN\LTTGKKSTPLLKTT 

FMKALVE\CKKSDAASKGM\VE 

LLGSYP\EGNASQ\ARVDAHR\C 

IV\RALKDPN\AFLFD\HLLT\LKP 

VKFFGKASLFHCSFLTKFWSA* 

MGHHMSRFYPD*LRTFH*IPLG 

PVTMDPGIWPKMRLLF/TFMGN 

GQ*KNKEISF*PQCQQEPSRLGA 

D\DVESHLVIDA\VRN*KWVYC 

QN WSRPRRKV VVSHSTHR\TFG 

K\QQWQTTVLTHLNAW\KQNL 

NKWKN SLLSLF 


22Q62 


52430 


— 


22T90 










52431 


— 


22T91 





16(3 


F.VKFQWVI.SLG*SFSLPKSSFQ 
RCGAGGAVHWSTALFLLGAAS 
ASSYHQRPG 


22064 


52432 


A 


22192 


268 


473 




22065 


52433 


C 


22193 


93 


500 




22066 


52434 


A 


22194 


2 


398 


FFLRRSLALSPRPDCGLQWRNL 
G SLQAPLPGFTPFSCLSLPSS WD 
YRRPPPRPANFLYF * * RRGFTLL 
ARMVSIS*PHDPPASASQSAGIT 
GVSHRARPETYNFCSFIIISSLPV 
EPEARKMTKN SDIGEIW 


22067 


52435 


A 


22195 


972 


2180 


PRHCCASASSAPAPSRPASSSSP 
PAACPW* GSLLGPAATPATWR 
R 


22068 


52436 


A 


22196 


2271 


3074 


RDPSTPTVVRSLGVPLLSRRRFK 

MAPSVAATKLAERNETMVQTC 

WTETQSSSDGSTPRRVRISLAL 

WRPSLFFSMADTSLVLNFPRVS 

SSGVIRPSNKRPSLAILTR1SRTS 

SPKYM PLTIFSNSCFPGLRDPRSI 

SLSNSVRMSSNDPSSPKAPHS/G 

IDTHPPLVSFHQINVPQFLHVAS 

IGASADDQADFTVLVV1ATGHH 

GAHCVIHHSYDVGIIVPSLFDGF 

VKQFDHICSFHSARFKSLCPGD 

QDGLIYFGLLARKRKRESHR 



2853 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22069 


52437 


A 


22197 


1956 


2747 


FAFSPK*HSCLRCPCI*FSSGLLH 

EVL*LLPLCWP*THGWDPGSRE 

ANK.SPKLHAIRCVWVLEEENL 

WLSSNSQSLQTVKN*ESHIN*SC 

RSNL1/HH * FWNQVK*K*LLN 1 S 

GNCFFFLRWSL/DSVAQAGVY 

WRDLGSLQPPPPGFKRFSCLSLP 

SSWDYWHLPPCLAKFCIFSRDG 

/GFTIWARLVLNS*SCDLPASGS 

QSAG1TGVSHHTW\LQVTYFLK 

EMRSCYFSQVGWPQTPGLKQC 

SHLKLLSSWDYRHMSPHLA1SG 


22070 


52438 


C 


22198 


85 


228 




22071 


52439 


A 


22199 


2 


434 




22072 


52440 


A 


22200 


1 


1356 




22073 


52441 


A 


22201 


146 


1909 


1LHSLE1SALLSLMMLTIGDVIK 

QLIEAHEQGKDIDLNKVKTKTA 

AKYGLSAQPRLVDI1A\SVPPQY 

RKVLMPKLKAEPIK\TA\SGIVV 

VAVMCKPHRCPHISFTGNICVY 

CP/GVGPDSDFEYSTQSYTG\YE 

PTSMRS/1FRARYDPFLQTKDRI 

EQ*RQLGHSVDK.VEFIVMGGTF 

MALPEEYRDYFIRNLHDALSGH 

TSNN1YEAVKYSERSLTKCIGITI 

ETRPDYCMKRHLSDMLTYGCT 

RLEIGVQSVYEDVARDTNRGH 

TVKAVCESFHLAKDSGFKVVA 

HMMPDLPNVGLERD1EQNFTEFF 

EN PA FYRPDGLKAI YPTL VIRGTG 

LYELWKS\GRYKSYFS**PGLN 

WVARFLALVPPWTRVYRVQRD 

IPMPLVSSGVEHGNLRELALAR 

NEDLRIQCRDVRTREVGIQEIH 

HKVRP YQ VEL VRRDYV ANG G 

WETFLSYEDPDQDIL\IGLLR\LR 

KCSEETFRFELGGGVSIVRELH 

VYGSVVPVSSRDPTKFQHQGFG 

MLL\MEE AE Rl S* RRNMGLGKI 

AV1SGVGTR\NYY\GK.IGYRLPR 

PRTMVKMLEIMGHTQSHSFCSI 

LPWHEHRRIRISLNTQQRGL 


22074 


52442 


A 


22202 


1 


457 










22203 


2 


297 


CVMYRDYPLELFMAQCY/GNIS 
DLGKGRQMPVHYG/CKERHFV 
T1SSPLATQ/1PQAARGPGYGIM/ 
SIRVDGNDVFAVYNATK/EARR 
RA VAENQPFLI EARPT 



2854 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22076 


52444 


A 


22204 




1446 


DWLLAKMAEAIAAARWWRLN 

RGLSHAALLLLRQLGGSGD*AR 

SHPPRQQQQCSALDDKP\QFPG 

ASAGVIDKLEFJQ\PNVISGIPIYR 

VM\DPQGQIHQPQARDPHLAEG 

ERWLKL\YKS\MTLL*HPWDRIL 

**VFSGQGRILLLT*TNYWLRR 

GTHVG\SARRLGQTRTLVFGQY 

REVAGVLMYRDYPLELFMAQC 

YGNISDLGKGRQMPVNYG\CKE 

RHF VTI SS PLVATQDPSGRWG A A 

YAATGGANANRVR/VICYFRAR 

GAAS*GGDAHA\GF\NFRCHNL 

SCPIIFFCRNNGYAISTPTSEQYR 

GDGIAARGPG\YGIMSIRVDGN 

DVFAVYNATKEARRRAVAENQ 

PFSHQAHDSRVQAPSP\SDAS*T 

YRSVDEVNWWENKGPPILPGF 

GHYLFSQAGWWDEEQQKAWR 

KQSRRKDPGPVQPSWMEAFEQ 

AERK\PKPNP\NLL\FSDVYQNM 

PAPVRQPPESVLARHFKTYGNH 

YPWDHFDK 


22077 


52445 


A 


22205 


2 


292 





2855 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22078 


52446 


A 


22206 




1894 


QSLADLLQSQPSITLTSQ1WPSP 
A*GFWSWGNLSVTTPSK\PATP 
TRTIAATPIQTLPQSQTAPKRID 
TPSLEEPSDLEELEQFAKTFKQR 
RIILGFTxQGDAGLAMVKLYGN 
DFS PTTI FRFE ALNLSFKNMCKL 
KPLLEKWLNDAENLSSDSSLSS 
PSALNSPGIEGLSRRRKKRTSIE 
TNIRVALEKSFLENQKPTSEEIT 
MIADQLNMEKEVIRVWFCNRR 
QKEKR1NPPSSGGTSSSPIKAIFP 
SPTSLVATTPSLVTSSAATTLTV 
SPVLPLTSAAVTNLSVTASTSEA 
SSASETSTTQTTSTPLSSPLGTSQ 
VMVTASGLQTAAAAALQGAA 
QLPANASLAAMAAAAGLNPSL 
MAPSQFAAGGALLSLNPGTLSG 
ALSPALMSNSTLATIQALASGG 
SLPITSLDATGNLVFANAGGAP 
NIVTAPLFLNPQNLSLLTSNPPG 
GFTIEISNNNSTMVMTGMRIQIG 
TQAIERAPSYIEIFGRTMQLNLS 
RSRWFDFPFTREEALQADKKLN 
LFTVRKFQNIRHTLFKCENKNT 
FQQCLLLEQDSSCGTGFCSMTT 
YPVMLLSSEQPVQSLSVRQCV1 
LLDAAAVISGGMGAVCLLLTH 
LCPLCYAGLLSEITDPESFVKDL 
LYSVP 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22079 


52447 


A 


22207 


1 


2417 


MRVRTSSLPSTMLRVQNYARA 

KAGPEYAFVDSTECSPQWMVS 

PLKRGTQTNGLDFQKQPVPVG 

GAISTAQAQAFLGHLHQVQLA 

GTSLQAAAQSLNVQSKSNEESG 

DSQQPSQPSQQPSVQAAIPQTQ 

LMLAGGQITGLTLTPAQQQLLL 

QQAQAQAQLLAAAVQQHSAS 

QQHSAAGATISASAATPMTQIP 

LSQPIQIAQDLQQLQQLQQQNL 

NLQQFVLVHPTTNLQPA\QFIIS 

QTPQGQQGLLQA\QNLLTQLPR 

QSQANLLQSQPRIYTLTSQPATP 

TCT1AATPIQTLPQSQSTPKRJDT 

PSLEEP\SDLEELEQFAKTFKQR 

R1KLGFTQGDVGLAMGK.LYGN 

DFSQTTISRFEALNLSFKNMCK 

LKPLLEKWLNDAENLSSDSSLS 

SPSALNSPGIEGLSRRRKKRTSI 

EA\NIRVALEKSFLEN\QKPTSEE 

1TMIADQLNMEKGV1RVWFCN 

RRQKEKRINPPSSGG\TSSSPIKA 

IFPSPTSLVATTPSPVTSSATTTL 

TVSPVLPLTSAAVTNLSVTGTS 

DTTSNNTATVISTAPPASSAVTS 

PSLSPSPSASASTSEASSASEYTS 

TTQ\TTSTPLSSPLGTSQVMVTA 

SGLQTA/AQLLPFKGAAQLPAN\ 

ASLAVAMAAAAGLNPSLMAPS 

QFAAGGALLSLNPGTLSGALSP 

ALMSK\STLA\TIQTLASGGSLS 

K*TSLECKLGTLVICPMREEPPD 


22080 


52448 


A 


22208 


3 


114 




22081 


52449 


A 


22209 




505 


NLGVDLLPGYQDPYSGRTLTK 

GEVGCFLSHYSIWEEVVARGLA 

RVLVFEDDVRFESNFRGRLERL 

MEDVEAEKLSWXYSYWTLAYA 

LRLAGARKLLASQPLRRMLPV 

DEFLPIMFDQHPNEQYKAHFWP 

RDLVAFSAQPLLAAPTHYAGD 

AEWLSDTETSSPWDDDSGR 


22082 


52450 


A 


22210 


3 


626 


RAARAAPLLHLLLLLGPWLEA 
AGVAESPLPAEVLAILARNAEH 
SLPHYLGALERLDYPRARMAL 
WCATDHNVDNTTEMLQEWLA 
AEGDDYAAVVWRPEGEPRFYP 
DEEGPKHWTKERHQFLMELKQ 
EALTFARNWGADYI/LGATLGL 
WQDHSVNSLGGCSPGRAGACD 
VPSSKFADTDNILTNNQTLRJLL 
MGQGLPVVAPMLDSQTNV 



2857 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22083 


52451 


A 


22211 




2004 


MRAARAAPLLQLLLLLGPWLE 

AAGVAESPLPAVVLAILARNAE 

HSLPHYLGALERLDYPRARMA 

LCLQGPAQPQWDLWLAGFEEE 

QTGTSEVHWGPTWQGSTTLEA 

SGHRCATDHNVDNTTEMLQE 

WLAAVG DDY AA A V WRPEGEP 

RFYPDEEGPKHWTKERHQFLM 

ELKQEALTFARNWGADYILFA 

DTDNILTNNQTLRLLMGQGLPE 

VAPMLDSQTYYSNFWCGITPQ 

GYYRRTAEYFPTKNRQRRGCL 

RVPMVHSTFLASLRVAEGADQL 

AFYPPHPNYTWPFDDIIVFAYA 

CQAAGVSVHVCNEHRYGYMN 

VPVKSHQG\LEDERVNFIH\LILE 

ALVDGPRMQASAHVTRPSUCRP 

SKIGF\DEVFV1SLG\RRPDRRER 

MLASLWEMEISGRVVDAVDG 

WMLQQQVPFRNLRP*DLLPGL/ 

YKDPYFGPHS*PRAEVGLLSSD 

HYS1W\EEVVSQGAWPR\VLVV 

*RNDVAPLRTNFQGGGLERL\M 

EXDVEGKRNLSWEKPPFRILPLG 

R\KQVEPLRRET\AVEGLPG\LV 

VAG*LPNW\TLA\YALRLAGGP 

ASLLALQPFAPHCCPVERISLPI 

HCFDQ\HPNEASTKAHFWPRD\ 

LVAFSAQ\PLLAAPTHYAG\DAE 

WILLSRRHHSPWDDDSGRLISW 

SGSQKTLRSPRLDLTGSSGHSL 


22084 


52452 


A 


22212 


1 


468 


ELSHNAKAKVMVASHNEDT/V 
LFALRRMEELGLHPADHQVYF 
GQLLGMCDQASFPLGQAGYPIL 
TQIHLFSPHTCRAAGGEVRCLP 
A LPR V WALRCGPNLIPA WDSH 
WKLLGTLLELCAQGPHLCDPH 
VLGPRGLSTFCQGQPTQPEPLG 
EQWPGWG 


22085 


52453 


A 


22213 


1 


1893 





2858 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22086 


52454 


A 


22214 


390 


2005 


INRDVETACTYILRNTEDVMLE 
FVMREWKKSRICLLGQRLFNKL 
MKMTFYGHFVAGEDQES1QPL 
LRHYRAFGVSAILDYGVEEDLS 
PEEAEHKEMESCSSAAERDGSG 
TNKRDKQYQAHRAFGDRRNG 
VI SA RTYF YANEAKCDSHMETF 
LRCIEASGRVSDDGFIAIKLTAL 
GRPQFLLQFSEVLAKWRCFFHQ 
MAVEQGQAGLAAMDTKLEVA 
VLQES VAKLG I ASRAE1 EDWFT 
AETLGVSGTMDLLDWSSLIDSR 
TKLSKHF/V*VPNAQTGQLEPLL 
SRFTEEEELQMTRMLQRMDVL 
AKKATEMGVRLMVDAEQTYF 
QPAISRLTLEMQRKFNVEKPLIF 
NTYQCYLKDAHDNV\TLD\VDL 
SPREGWCFGAKPVRGAYLAQE 
RACAAEIGYEDP1NPMYEATNT 
MYHRCLDYVLEELKHNAKAK 
VMVASHNEDTVRFALRRMEEL 
GLHPADHQVYFGQLI .GMCDQI 
SFPLG\QAGYPVYKYVPYGPVM 
EVLPYLS\RRALE\NSSLMKGTH 
\RER\QLLWLELLRRLRTGNLFH 


22087 


52455 


A 


22215 


3 


303 




22088 


52456 


A 


22216 


798 


2250 


VPRAPQGML*GPRKDAGTPER 

RAGPPGGRGTADGGGCGALAG 

SGS/DDPRLC1 WTFLVTDQLLLP 

TGPGRPRGSVAAAATGPGVGA 

LRAPARAQPRGAVDGRPLLPQ 

VLPHRRLEVSLGKSPKECVLW/ 

RHLLSESEKRPFVEEAERLRVQ 

H KKDHPD YKYQPRRRKS AKAG 

HSDSDSGAELGPHPGGGAVYK 

AEAGLGDGHHHGDHTG QTHGP 

PTPLTTPKTELQQAGAKPELKL 

EGRRPVDSGRQMDFSNVDISEL 

SSEVMGTMDAFDVHEFDQYLP 

LGGPAPPEPGQAYGGAYFHAG 

ASPVWAHKSAPSASASPTETGP 

PRPHIKTEQPSPGHYGDQPRGSP 

DYGSCSGQSSATPAAPAGPFAG 

SQGDYGDLQASSYYGAYPGYA 

PGLYQYPCFHSPRRPYASPLLN 

GLALPPAHSPTSHWDQPRRNGS 

TAQGPKEGVAGALQGAVRSKA 

GLGAEKPLHSRPHSLDNGCTGC 

PGSGVSVRRLG 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22089 


52457 


A 


22217 


299 


1631 


LLEPHCGGKCFKRHWFPCSCEA 

SC\PSAAPQRW*HTG/SPEVPAA 

PGAQGREPSM/RDGEGAVRGGS 

CMEAGPMGLQCVDKKHQGVH 

N/RGEARVFLQSQVGAILPRPW 

PNPAPSEP/VQSPLASSTGP*VFP 

SRPGQQASGPA/RRHPGAEPGQ 

RGDAVQLLPRPQTSPHGPQDA 

ALSSAPHPWRQL/MASPGLQEA 

PLHPFCGHRSPCPVPWQLSPTD 

P1QSRPPARGWAPANQGRPSHP 

RCRGGGGAFCGHGF/SYTQPLT 

FRLASMVLSIHPKPPKETLRFRP 

NMVVAAEPGVPAMSQRRPRGC 

TRFSHTDK A PLDTCTDMNA YT 

CARRHSSTYSDHITLQGAFACT 

HTWAQSCTCQPPPTPAAKCLDR 

GQSSGMLHAGCVGWGGGTHV 

RVDLSSQLNRRVRPHLCMLRC 

WSSCHRASVSCTHPSLHTTGPV 

LISARTGADHTWYTAGTY 


22090 


52458 


A 


22218 


383 


762 


RHQGNQKRKELSLK/CQKSRQF 
SPRAEENPKWREGKKETSESSV 
QKAGRAAAAQAGAAASRVPG 
LSGSNLAPCNKGRLSAREDVSN 
SKLKILSSGRKHTEHV1MLKAW 
GLGRQSLRCRLFDLIPSHKV 


22091 


52459 


A 


22219 


325 


945 


QPSPLAPKADLS AREG RFQLKV 
RCRLQQYQQQR\RKF\A AA FLA 
FHFSLLGSCGILAEAGVKKEKPE 
KKWKKSDCGRJGSWSVCVAPP 
SGDCGLGHHGRATRT*\AECKQ 
\TMKTQRCK1PCNWEGRQFGRG 
SAKLPSFQAWGECDLDT\ALKT\ 
KTGSLKRALHKSPNAQKTVTIS/ 
KSPCGKLTKPQNLQAES\KKKK 
KEGKKPEGRLRD 



2860 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22092 


52460 


A 


22220 


1 


1908 


MKYIQDFQREKQEFERNLARFR 

EDHPDLIQNAKKSDIPEKPKTPQ 

QLWYTHEKKVYLKVRPDATTK 

EVKDSLGKQWSQLSDK.KRLK 

WIHKALEQRKEYEEIMRDYIQK 

HPELNISEEGITKSTLTKAERQL 

KDKFDGRPTKPPPNSYSLYCAE 

LMANMKDVPSTERMVLCSQQ 

WKLLSQKEKD A YHKKCDQKK 

KDYEVELLRFLESLPEEEQQRV 

LGEEKMLNINKKQATSPASKK.P 

AQEGGKGGSEKPKRPVSAMFIF 

SEEKRRQLQEERPELSESELTRL 

LARMWNDLSEKKKAKYKARE 

AALKAQSERKPGGEREERGKLP 

ESPKRAEEIWQQSVIGDYLARF 

KNDRVKALKAMEMTWNNME 

KKEKLMW1KKAAEDQKRYERE 

LSEMRAPPA ATNSSKKM KFQG 

EPKKPPMNGYQKFSQELLSNGE 

LNHLPLKERMVE1GSRWQRISQ 

SQKEH YKKLAEEQQKQ YK VH L 

DLWVKSLSPQDRAAYKEYISN 

KRKSMTKLRGPNPKSSRTTLQS 

KSESEEDDEEDEDDEDEDEEEE 

DDENGDSSEDGGDSSESSSEDE 

SEDGD/EGGADRAQWEGRGVL 

PGGPPGDSTSFLTPQNEEDDED 

EDDDEDDDEDEDNESEGSSSSS 

SSSGDSSDSDSN 


22093 


52461 


A 


22221 


129 


2365 




22094 


52462 


A 


22222 


5 


2730 


PSLRFAISGFVWRLAAPASAAA 
ELRLDCSARRAPRCPRPALPSTR 
SAEGAVLCAFRREEQQAAATA 
AAAAAAATAAAAAAPAPPPRP 
EEEPLPPREGAAAVPGRAGEGA 
ATQSQGGSRWSGKPGGRAAPA 
RPRRWLDSWRMNGEADCPTDL 
EMAAPKGQDRWSQEDMLTLLE 
CMKNNLPSNDSSKFKTTESHM 
DWEKVAFKDFSGDMCKLKWV 
EISNEVRKFRTLTELILDAQ\*HF 
KNPYKG\KKLKKHPDFPK 


22095 


52463 


A 


22223 


1 


446 


RPSPPTSSM/PGLWGYSRPCSSG 
VPASALQA*SPAFSPASQRPPTT 
SWWEVP*EEGRA\PVWEGRIRA 
VGPAPAS*PSDLPAWSCRSWRE 
TRG\SPAEDAMLLRAVEPLEGC 
QRPLLDSEPP/SPARTSAPAASA 
SPPAPGGPPCLARPLPR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22096 


52464 


A 


22224 


582 


1175 


THTHVPAGTHPHTQTTSHSHLI 
GRALTVPESPKCPCLLPSAC*PR 
PGRAQPAGPAWSK.KEASNPGS 
E/PPQH SL * RRM APPEYP VPARA 
VHTCRCLSSAPPGARLPLDPER 
RAPQSPRSPPPSAQPPPPPPPPPP 
PPPGRRGPSQQSWRPSPPPPRTR 
SRSPRRSRVRGPRAPALAAPPPP 
GARPGPCAAACGSPTGCS 


22097 


52465 


A 


22225 


609 


5241 


GPQTTWCGRPTMCQHCGPAVS 
SWKQPSHDPCCRGGENRRQPG 
TPA RATQGRLRRRPEG ARVPS A 
RRGRPR A R WRDKERNNTC V A 
ML * Q VTN STANYAPQNNPE VDS 
IMAELKVEAPASVDWQKRCLT 
LETQLFRFRLQASK1RELLADK 
GHGTYISPFSLAKQMQELEQRL 
LEAEQRAENAETQVGVMEEKV 
KLSNLKNVDSEGSLHRKYQELL 
K A I KG KDEL1 SQLE AQLEKQKQ 
MRAEEAKTVQEKAAKIKEW 


22098 


52466 


A 


22226 


2 


205 




22099 


52467 


A 


22227 


1 


6186 




22100 


52468 


A 


22228 


96 


1584 


DLGSGITASPPRPEPEHPVFPPA 

PHTPSKMGKEKTH INI VVUGHV 

\DSGKSTTTGHLIYKCGGIDKRT 

1EKFEKEAAEMGKGSFKYAWV 

LDKLKAEREPG\ITIDISLW\KFE\ 

TTKYYITIIDYAPGHRDFIKNMIT 

G\TSQADCAVL1VAAGVGEFEA 

GISKNGQTREHALLAYTLGVK 

QLIVGVNKMDSTEPAYSEKRY 

DEIVKEVSAYIKKIGYNPATVPF 

VP1SGWHGANMLEPSPNMPWF 

KGWKVERKEGNASGVSLLEAV 

LDTILPPTRPTDKPLRLPLQDW 

Y K 1\GG IGTVPVGRVETGILRPG 

MVVTFAPVNITTEVKSVEMHH 

EALSEALPGDNVGFNVKNVSV 

KDIRRGNVCGDSKSDPPQEAAQ 

FTSQV1ILNHPGQISAGYSPVIDC 

HTAHIACKFAELKEKIDRRSTK 

KLEDNPKSLKSGDAAIVEMVPG 

KPMCVESFS\Q*PVIG/RTPVRD 

MRQTAAYVGVIKNVQKKSVGA 

GKVTKSAQKAQKAGK 


22101 


52469 


A 


22229 


1 


1023 




22102 


52470 


A 


22230 


1 


396 




22103 


52471 


A 


22231 


2 


1259 




22104 


52472 


A 


22232 


1 


2514 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oriast 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22105 


52473 


A 


22233 




2027 


EESDCLTEYEEDAGPDCSRDEG 

GSPEGASPSTASEMDVSLHFVL 

WGCLHVYQRM1DKAEDVCLFV 

AQPGELVGQLAVLTGEPL1FTL 

RAQRDCTFLRISKSDFYEYDSP 

KLECGWHSEDPNPWTSPSTGL 

NPLFLELCRHMVFQRLGQGDY 

VFRPGQPDASIYVVQDGLLELC 

LPGPDGKECVVKJEVVPGDSVN 

SLLSILDVITGHQHPQRTVSARA 

ARDSTVLRLPVEAFSAVFTKSA 

RTITGCVWRYVRASASYCPYLP 

PLCDPKDGHLLVDGCYVNNVP 

GSLWRYVRASMTXRRATCPRCA 

TPRTGTYSWMAATSTICQASGR 

PHHPHTQAPPAPHTRTRRTSPA 

AWVPKRSSPLTWGARMRRTSA 

PTGTACPAGGCCGSG*IPGLTR* 

RFQTWLKSSPAWPTCPVCGS*R 

LSSPAPTASTCARPSTASRPWTL 

G SSTRSILRTTRRMSTA VTTTAT 

PAP1 1TPST* GTNGTGC APQIRPA 

EPSPGARTSWNPSLSATFAPEEF 

VASP*LDVP1CRMGQCCSLPGG 

ATLP*GPCGPQCMPGNVVPPER 

TAARYRQTTAYQTPACPTPPRG 

QRPT/CVPTVSSLQAGLQGGPRS 

DFDMAYERGR1SVSLQEEASGG 

SLAAPAREPREQPAGACEYSYC 

EDESATGGCPFGPYQGRQTSSIF 

EAAKQELAKLMRIE 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22106 


52474 


A 


22234 


281 


1832 


NDSGLPDRPSSWNQPMEAPLQ 

TGMVLGVM1GAGVAVVVTAV 

LILLVVRRLRVPKTPAPDGPRY 

RFRKRDKVLFYGRKIMRKVSQS 

TSSLVDTSVSATSRPRMRKKLK 

MLN1AKXILRIQKETPTLQRKEP 

PPAVLEADLTEGDLANSHLPSE 

VLYMLKNVRVLG\HFEKPLFLE 

LCRHMVFQRLG/QGDYVFRPG 

QPDASIYVVQDGLLELCLPGPD 

GKECVVKEVVPGDSVNSLLSIL 

DVITGHQHPQRTVSARAARDST 

VLRLPVEAFSAVFTKYPESLVR 

VVQPGPPSGPAPYPAPSYGHAP 

RALQIIMVRLQRVTFLALHNYL 

GLTNELFSHE1QPLRLFPSPGLPT 

RTSP VRG SKRM V STS ATDEPRE 

TPGRPPDPTG APLPGPTGLQG G 

PRSDFDMAYERGR1SVSLQEEA 

SGGSLAAPAREPREQPAGACEY 

SYCEDESATGGCPFGPYQGRQT 

SSIFEAAKQELAKLMRIEDPSLL 

NSRVLLHHAKAGTIIARQGDQ 

MEEVKVPAFAVIVD 


22107 


52475 


A 


22235 


50 


4287 


PGRKSPGAEDRALWGPACRLL 
TDSGLPDRPSSWNQPMEAPLQT 
GMVLGVMIGAGVAVVVTAVLI 
LLVVRRLRVPKTPAPDGPRYRF 
RKRDKVLFYGRKIMRKVSQSTS 
SLVDTSVSATSRPRMRKKLKM 
LNIAKK1LR1QKETPTLQRKEPP 

DA VI P A ni TPP.ni AMCUI PCCV 

LYMLKNVRVLGHFEKPLFLELC 
RHMVFQRLGQGDYVFRPGQPD 
AVSIYVVQDGLLELCLPGPDGKE 
CVVKEVVPGD\SVNS 


22108 


52476 


A 


22236 


283 


403 


TCLSLVSGCGHCEKMNSEENW 
*IPIQWASSNPGRRRKNIR 


22109 


52477 


A 


22237 


33 


222 


NGPM\CFVKQLEIPQYGYRNNV 
PTTTPRSNLAKELEKYSKTSFEY 
TINDNHTYGGLGCMRPRLV 


22110 


52478 


B 


22238 


1 


1860 




22111 


52479 


A 


22239 


303 


672 


GITACVFFSMAEGRTRAERSCD 

WQGAGYSPLGACGHKARLWIP 
WRRSWSGEKGARGCRGTGKK 
LGHQG WRWETPG RPGGAG PA 
GFPDPVVMGCEKEASRV 


22112 


52480 


A 


22240 


1 


1377 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22113 


52481 


A 


22241 


1 


2232 


MQDTEKDDNNNDEYDNYDEL 

VAKSLLNLGKIAEDAAYRARTE 

SEMN SNTSN SLEDDSDKNEN LG 

RKSELSLDLDSDVVRETVDSLK. 

LLAQGHGVVLSENMNDRNYA 

DSMSQQDSRNMNYVMLGKPM 

NNGLMEKMVEESDEEVCLSSL 

ECLRNQCFDLARKLSETNPQER 

NPQQNMN IRQHVRPEEDFPGRT 

PDRNYSDMLNLMRLEEQLSPRS 

RVFASCAKEDGCHERDDDTTS 

VN SDRSEE VFDMTKGNLTL LE 

KA 1 ALETERAKAMREKM A M E A 

GRR DNMRS YEDQSPRQLPGED 

RKPKSSDSHVKKPYYGKDPSRT 

EKKESKCPTPGCDGTGHVTGL 

YPHHRSLSGCPHKDRVPPEILA 

MHESVLKCPTPGCTGRGHVNS 

NRNSHRRDIQVFNLQKQEMIDR 

LESLSGCPIAAAEKLAKAQEKH 

QSCDVSKSSQASDRVLRPMCFV 

KQLEIPQYGYRNNVPTTTPRSN 

LAKELEKYSKTSFEYNSYDNHT 

YGKRAIAPKVQTRD1SPKGYDD 

ANGYCKDPSPSSSSTSSYAPSSS 

SNLSCGGGSSASSTCSKSSFDYT 

HDMEAAHMAATAILNLSTRCR 

EMPQNLSTKPQDLCATRNPDM 

EVDENGTLDLSMNKQRPRDSC 

CPILTPLEPM SPQQQ AVMKNRC 

FQLGEGDCWDL P V D YTKMKPR 

\R1DEDESKDITPEDLDPFQEALE 


22114 


52482 


A 


22242 


727 


4372 


LWACVLPGVTLPPFLGEKTSCK 
M E V DTEEKRHRTRSKG VR VP V 
EPA1QELFSCPTPGCDGSGHVSG 
KYARHRSVYGCPLAKKRKTQD 
KQPQEPAPKRKPFAVKADSSSV 
DECDDSDGTEDMDEK.EEDEGE 
EYSEDNDEPGDEDEEDEEGDRE 
EEEEIEEEDEDDDEDGEDVEDE 
EEEEEEEEEEEEEEENEDHQMN 
CHNTRIMQDTD\LDDNNNDEY 
DNYDELVAKSLLNLGKIAEDA 
AYRARTESEMNSNTSNS 
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SEQ ID 

NO: 


SEQ II) NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22115 


52483 


A 


22243 


34 


1558 


PASEEFNSLHGRTPRRDLECRN 

QQSTTEERRRHDCVQQASEHN 

EGKWDFAFSAQSQPKP*KPFDV 

PC*DSRPACP*EHTAGTSGSTSS 

ETCFFQSSEWPYGELGAYNIFT 

GPKSTLSSLVTGVSNSSSLS*LP 

SPKNTITNWFHTRDHSSYSEIHS 

KACANP*APSQPSR*ASW\IATG 

SFRRAGLAT*PCCTGSKLLPAW 

VLANHRWDRTRDGIQKQGNSE 

*PSSPGTRAFEGNSSSPAPAASIT 

SMLSPSFTPTSVIRKMYESKEKS 

KEEPASGKAALGDSKEDTQKA 

SEENLLSSSSVPSADRDYFSHY 

KFQTVRHYRGSSCSVPHLSQGQP 

FTPKEQDYSDLKGNWGRKNTH 

FGHSPVSLQHFFFRPVPPSSPLSP 

MVPNG*GLLTKLHPGFGTEDA 

GPGSTSTASSKFAPNWCASSWD 

GLESFTGNIWPHPGSALLPFN*S 

LVHPLLNPRPGNTSASGNGATA 

ANSAQ\SCILQALVSHGSSCSAF 

QDNPSETCPAGQACPHALP 


22116 


52484 


A 


22244 


1502 


2657 


EGKVPLAFIVLTSLLNAVMSPSF 
FSCRLLVTALKVSSRCSAMK.GV 
EFFTCWSTFKPFRPASTSSTEST 
TPECELSLSFSLFAERLERRGFK 
STLAFCSISKISTLFSAWSSNGIG 
AK*FPEFCPGDRMACSRPASLSS 
SSCG/S*PKTAGSAS*SARVREPP 
TEPTGRD* PFSQ\TSS1IEAKHGT 
LSRLKNSLKSKSPGDCSGKTAS 
LGTS*SAAGSCARMTSTSSSSAT 
PPLHSTIPSFTEAVRRLVLFLPL* 
SSSSILSSKPVSSMVSD*LVGPA 
ENHSGSSSV*ESFLLRSPKTRLL 
SPNSLLKRLSLKSLSRSLSLKSR 
RSLSLVSGDPSQRSGQRLSSHCQ 
SYVHQADEAHHYLSLMDFLSA 
GS*QRLSRGSPLQSSVSEG 


22117 


52485 


A 


22245 


324 


391 




22118 


52486 


A 


22246 


42 


274 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22119 


52487 


A 


22247 




835 


MCAGNLCSWEERWAVDEKEA 
TDKKPHVGGFGQGAPAPAAPA 
AAMSGRSVRAVTRSRF*DDIKK 
VMAAIEKVRKWEKK.WVTVGD 
TSLRIFKWVPVTDSKEKEKSKS 
NSSAAREPNGFPSDASANSSLL 
LEFQDENS\NQS\SVSDVYQLKV 
DSSTNSSPKPPKQSESLSPAHTS 
DFRTD\DSQPPTLGQGDPGRSPP 
LP\SSEVADEPPTLTKGRTSFHL 
ETQVVEE\EEDSGAPPLKRFCV\ 
DQPTVPQTG SEKLAPSRPS AFW 
ALPLFIAFWFWPRRVCWG 
















22121 


52489 


B 


22249 


271 


711 




22122 


52490 


B 


22250 


73 


200 




22123 


52491 


A 


22251 


885 


975 


GSTWWPAD*AQL*LHLPTRCM 
AECWEIPA 


22124 


52492 


A 


22252 


102 


909 


PGGRHGRQNDFAAPGGRLEARI 

HGTVSAPLYHRVLCRLLGSRPA 

SAAGPAARGGDLAPGEHSFCE 

DGNYARVESVDRSAINRAMQN 

PRKSTASVCWTFTASDLPAQGV 

\PRTSSTRTLREDPFPPSAEKWL 

RAVLHHFVNEKLQQ1F1ELTLKP 

SRRSMSGRHPLDSNPVLQQQGR 

CDLIENKLSPPG1MSVLDDVCPP 

CTPRAGEQTRHCCRTAGGCGD 

PRAFQQLERRFV1HHYAGKTHR 

PLPGLTPTGNSTNARN1VMDTQ 

QRTGNN 


22125 


52493 


A 


22253 


48 


112 




22126 


52494 


A 


22254 


1243 


1615 


YSPSSWFSNLYQPSTGALSSSET 
PKDMAPMKSLREVRSQSHTSTL 
SRRSTSPGFRLNTKVSFHTGFSV 
AFTVRVFCFVRFRGSGMSFSFT* 
GSERPLGSIGIRLRASPTVTWISS 
AVGARISSC 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22127 


52495 


A 


22255 


468 


1431 


SVSTTRSFSVDSSAKTAAMPVT 
VTRTTHHNHPDVIFGAWGPP*S 
WGPLWALTQPLGLL\RLLQL\V 
STCVAFSLVASVGAWTGSMGN 
WSMFTWCFCFSVTL1ILIVELCG 
APGPFPPWSWR\NFPI\TFACYA 
ALFCLSASIIYPTTYVQFLSHGR\ 
SRDHAIAATFFSCIACGCYYATE 
V A WTRARPGEITG YM ATVPGL 
LKVLETFVACI1FAFISDPNLYQ 
H\QPALEWCVAVYAICFILAAIA 
1LLNLGECTNVLPIPFPSFLSALA 
\FCLSSSMPPPLFSGPSTSSMRSM 
AASLGAREM*AAAAGMPTTW 
VPGTADWLRPS 


22128 


52496 




22256 


98 


414 


CTRVSVAEKTSVCLFGLYWESL 
S1SSSCESSAKWPFSTIRSASSTT 
RHLSCRRFLK* *CFSLINSHSRP 
GVATT1SGRRFS1LCCFCVD1PPT 
KIAVLIPVNLAT 


22129 


52497 


A 


22257 


2 


224 










22258 


2 


1 15 




22131 


52499 


A 


22259 


2 


118 




22132 


52500 


A 


22260 


472 


648 


GPGGRSFTV WWN W* RRM AQC 
P\PAEGVQRPECLGPHRAVPAP 
AHVGLHQEPSRLLPALH 


22133 


52501 


A 


22261 


540 


1893 


GRCATPRPRWRGHQCDPPPGD 
VCVAWREMQLRNKKRRR\DLG 
NLIK\RFLTAPNSLPD/AVVLTTE 
EAV1FWCNVLAQQ1FGL/PLEM 
MNEQPLEGAVREKALHTMREQ 
TQRMEGLVKQL/LTLSKIEAAPT 
HLLNEKVDVPM/MLRVVEREA 
QTLVYNAVNHTPEGTHITVRW 
QRVPHG AEFS VEE* SEGWPVPV 
PKPHRAVVGANAHISFCPPQEL 
SKRFTA IRKTKGDGNCF YRALG 
YSYLESLL PDA FQPLLPPQ A WV 
SPGESQGAGIRDPLWPVPVPKP 
HRAVVGANAHISFCPPQELSKR 
FTAIRKTKGDGNCFYRALGYSY 
LESLLPDAFQPLLPPQAWVSPG 
ESQGAGTRDPLWLWLFRLWLL 
RLLCLLLLLLGETAQSRLALTW 
GRHKQGRLARLSGILGFLALRK 
QWLGQQVAQLLLQNLHLLLLR 
WAGLGVIVFQVSNQPAWERTG 


22134 


52502 


A 


22262 


1 


1772 




22135 


52503 


A 


22263 


107 


294 


LHLLSFGYLTHQLLCLHLKWDS 
HTLHHSHHTIAR*AGCSEATWS 
PPRRLRAPRSRALCSGFR 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22136 


52504 


A 


22264 


1 


474 




22137 


52505 


A 


22265 


1 


148 


VKYHEFTCSFKKQITVPEDARL 
LK*DVRGRPSRLFLADPPPPHT 
VNREY 


22138 


52506 


A 


22266 


509 


2755 


YQSQSFDEDEMNQVTDWVDPS 

FDDFLECSGVSTITAATSLGVNN 

SSH RRKNGPSTL\ESSRFPARK\R 

GNLSSLEQIYGLENSKEYLSENE 

PWVDKYKPVETQHELAVHKKKl 

E\EVETWLKAQVLGRQPKQGG 

SILLITGPPGCGKTTTLKILSKEH 

GIQVQEWFNPVLPDFQKDDFKG 

MFNTESSFHMFPYQSQIAVFKE 

FLLRATKYNKLQMLGDDLRTD 

KK 1 1 L V EDLPNQF YRDSHTLHE 

VLRKYVR1GRCPLIFIISDSLSGD 

NNQRLLVPKE1QEEWSISNIRFN 

PWAPTIMMKFLN RI VTIEANKN 

GGKITVPDKTSLELLCQGCSGDI 

RSAFNSLQFSSSKGENNLRPRKK 

GMSLKSDAVLSKSKRRKKPDR 

VFENQEVQAIGGKDVSLFLFRA 

LGKILYCKRASLTELDSPRLPSH 

LSEYERDTLLVEPEEVVEMSHM 

PGDLFNLYLHQNYIDFFMEIDDI 

VRASEFLSFADILSGDWNTRSL 

LREYSTS1ATRGVMHSNKARGY 

AHCQGGGSSFRPLHKPQWFLIN 

KKYRENCLAAKALFPDFCLPAL 

CRQTQLLPYL A LLT1 PMRKSSFR 

FSFYSKDIGEGLPSGRRTLWGRI 

GKWEGPGLDRGTWDDTPDSG 

DEA\QLNG\GHSAEESLGEPTQA 

TVPETWSLPLSQNSASELPASQP 

QPFSAQGDMEENIIIVEDYESDG 

DIEASLLIRLLLHSFHFCFHFSGT 


22139 


52507 


A 


22267 


2 


161 




22140 


52508 


A 


22268 


1 


599 


VTRLFFQPGYGTLQPQRLLM PK 
KNR\IAIYE\LLFKAEGVMVPKK\ 
DVPIPKHPELAVDRNVPNLHVM 
KPMQ\SLKS\RGYVK\EQFAW\R 
HFYWYLTK*GYQGVSISSRDYL 
\H LPP\EIVPCHPYGRSPSRRL AR 
PSG*KVLEG*ANLRGLHKNGEA 
DKRLPTRRECLCHPGAVDKKAE 
AG/ALGSSNPNFQFRGGFGRGR 
GQ\PPQ 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22141 


52509 


A 


22269 




345 


KHPELADK1MVPNLHVMKAMQ 
SLKSRGYVKE\DYLHLPPEIVPA 
TLRRSRPETG/RPRPK.GLEGERP 
ARLTRGEADRDTYRRSAVPPG 
ADKKAE AG AG SATEFQFRGGF 
GRGRGQPPQ 


22142 


52510 


A 


22270 


2 


161 




22143 


52511 


A 


22271 


2 


641 


RRPQHRACSFFFSPGTGPCSRRR 
CLMPKKNRM A 1 Y E\LLFKEG\VM 
VAKKDVHMP\KHPE\LAD\KNG 
APTFHVMKGHAGLSKSPRATV 
KG TSF AWG DIF YW\YL\TN* G Y 
QGVS1SSRDYLSSCPREICCLAT 
ATA RSPSKJtLGKAFGLKRSWE 
GLRRPG EDFTRGGKFDRGYLT 
GRIAVATLVADKKAEAG/ALGS 
SNPNFQFRGGFGRGRGQVPPQ 


22144 


52512 


A 


22272 


1 


1693 


MFNSVPVQNEDGSFNFEGVKA 

EFRPGTQTQEYIKGMEDSASEV 

TVNREVTTDNPYTISVTNKTLS 

A1RIKMFMPR\AYELKVTVTKM 

AFELSTRCSKRLM/DGSFETVLT 

DV 1 EGKTMSG YDRSRRVNLPNF 

NMQVIFRVVRKTPDSNDSNVV 

DA1QVRSYAEVIDAKFRYPLTG 

LLFVEFDSKMFPNQLPTISIRKR 

WKIVNVPSNYDPESRTYNGNW 

DGTFKKAWTNNPAWVLYDLM 

INQRYGLDQKELG I S V DKW AL 

YEAAQYCDQMVXLTAKAARNL 

ATFVT/CI1QSQTDAPREPAYIFT 

NDNVVNGDFSYT\SQARRACTR 

RAT*CLMMSKTCINRTLSQYSI/ 

V/EGHSTVR\NNVTSITAIG\AHV 

EA/KANRRGRWILKTNLRSTTV 

NFATGLEGMIPTIGDVVAISDNF 

WSSNLTMNLSGRLLEVSGSQIF 

LPFRVDARAGDFIIVNKPDGKP 

VKRTISSVSADGKT1EINIGFGFP 

VKPNTVFAIDRTDLALQQYVVT 

KIDKGDDDEEFT\SKSRRWSTIL 

ISTMKLITGLTSTTDRQASLSQI 

R/CPKPENVK\CPQSR£SSRG 
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SEQID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22145 


52513 


A 


22273 




1843 


MEDNLISINKIKILLSVSDGEIDE 

TFSLKQLMFNSVPVQNEDGSFN 

FEGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYTISVT 

NKTLSAIRIKMFMPRVAYELKVT 

V1KMAFELSTRCSKRLM/DGSFE 

TVLTDVIEGKTMSGYDRSRRV 

NLPNFNNQVIFRVVRKTPDSND 

SNVVDAIQVRSYAEVIDAKFRY 

PLTVLLFVEFDSKMFPNQLPTIS 

1RKRWKIVNVPSNYDPESRTYN 

GNWDGTFKKAWTNNPAWVLY 

DLM INQRYGLDQKELGISVDK 

WAL Y E A AQ YC DQM VVLTAKA 

ARNLATFVT/C 1 1 QSQTD A YK V V 

RD1CS1FRGMSFWNGPREPAYIF 

TNDNVVNGDFSYTASQARRACT 

RRAT*CLMMSKTCINRTLSQYS 

I/V/EGHSTVR\NNVTSITAIG\AH 

VEA/KANRRGRWILKTNLRSTT 

VNFATGLEGMIPTIGDVVAISD 

NFWSSNLTMNLSGRLLEVSGSQ 

IFLPFRVDARAGDFIIVNKPDGK 

PVKRTISSVSADGKT1EINIGFGF 

PVKPNTV FA I DRTDL ALQQ Y V V 

TKIDKGDDDEEFTVSKSRRWSTI 

LISTMKLITGLTSTTDRQASLSQ 

IR7CPKPENVK\CPQSRESSRG 


22146 


52514 


B 


22274 


1 


1452 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22147 


52515 


A 


22275 




1902 


M IQK VI SG SKGG SQKPHNP VEM 

EDNLISFNKIKILLAVSDGEIDET 

FSLKQLMFNSVPVQNEDGSFNF 

EGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYTISVT 

NKTLSAIRIKMFMPRVAYELKVT 

VIKMAFELSTRCSKRLM/DGSFE 

TVLTDVIEGKTMSGYDRSRRV 

NLPNFNNQV1FRVVRKTPDSND 

SNVVDAIQVRSYAEVIDAKFRY 

PLTGLLFVEFDSK.MFPNQLPTIS 

IRKRWKNVNAPSNYDPESRTY 

NGNWDGTFKKAWTNNPAWVL 

YDLMINQRYGLDQKELGFSVD 

KWALYEAAQYCDQMVYLTAK 

AARNLATFVT/CIIQSQTDAPRE 

PAYIFTNDNVVNGDFSYTXSQA 

RRACTRRAT*CLMMSKTC1NRT 

LSQYSI/V/EGHSTVR\NNVTSIT 

AIG\AHVEA/KANRRGRWILKT 

NLRSTTVNFATGLEGMIPT1GD 

VVAISDNFWSSNLTN4NLSGRLL 

EVSGSQ1FLPFRVDARAGDFIIV 

NKPDGKPVKRT1SSVSADGKTI 

E1NIGFGFPVKPNTVFAIDRTDL 

ALQQYVVTKIDKGDDDEEF'AS 

KSRRWST1LISTMKL1TGLTSTT 

DRQASEVKPVNFTSSRHQAQPE 

VGLIPPPLWPQGKG11AQTSKSS 


22148 


52516 


A 


22276 


1 


675 




22149 


52517 


A 


22277 


155 


700 


SGVLVGHALTARQPSSGRRLV 

VDHSANRRGRWILKTNLCSTT 

VNFATGLEGMIPTIGD/GDFIIVN 

K.PDGKPVKRTISSVSADGKTIEI 

NIGFGFPVKPNTVFA1DRTDLAL 

QQYVVTKIDKGDDDEEFT\SKS 

RRWSTILTSTMKLITGLTSTTDR 

QASLSQIR/CPKPENVKNCPQSRE 

SSRG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22150 


52518 


A 


22278 




1871 


MEDNLISINK.IK.ILLAVSDGEIDE 

TFSLKQLMFNSVPVQNEDGSFN 

FEGVKAEFRPGTQTQEYIKGME 

DSSSEVTVNREVTTDNPYTISVT 

NKTL S A I RI KMFMPRVA YELK VT 

VIKMAFELSTRCSKRLM/DGSFE 

TVLTDVIEGKTMSGYDRSRRV 

NLPNFNNQV1FRVVRKTPDSND 

SNVVDAIQVRSYAEVIDAKFRY 

PLTGLLFVEFDSKMFPNQLPTIS\ 

IRKRWKIVNVPSNYDPESRTYN 

GNWDGTFKKAWTNNPAWVLY 

DLMINQRYGLDQKELGISVDK 

WALYEAAQYCDQMV\LTAKA 

ARNLATFVT/CIIQSQTDAYKVV 

\RDICSIFRGMSFWNGESISVI1D 

RPREPAY1FTNDNVVNGDFSYTA 

SQ ARRACTRRAT* CLMM SKTCI 

NRTLSQYSW/EGHSTVR\NNVT 

S1TAIG\AHVEARPTDCGRWILK 

TNLRSTTVNFATGLEGMIPTIGD 

VVAISDNFWSSNLTMNLSGRLQ 

EVSGSQ1FLPFRVDARAGDFNIV 

NKLPDAKPVKRTISSVSADGKTI 

E IN IG FG FP VKPN T VF AI DRTDL 

A LQQY V VTKJ DKGDDDEEFT\S 

KSRRWST1LISTMKLITGLTSTT 

DRQASLSQIR/CPKPENVK\CPQS 

RESSRG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22151 


52519 


A 


22279 


3307 


5305 


CRSSQNTQETSPDRALLVNLRP 

SQGPLLALWVPAEGVGGKGHC 

LPPRSFFRMDNQLVPAVSDGEI 

DETFSLKQLMFNS VPVQN EDGS 

FNFEGVKAEFRPGTQTQEYIKG 

MEDSSSEVTVNREVTTDNPYTI 

SVTNKTLSAIRIKMFMPRVAYEL 

KVTVIKMAFELSTRCSKRLM/D 

GSFETVLTDV1EGKTMSGYDRS 

RRVNLPNFNNQVIFRVVRKTPD 

SNDSNVVDAIQVRSYAEV1DAK 

FRYPLTGLLFVEFDSKMFPNQL 

PT1SIRKRWKIVNVPSNYDPESR 

T YNGN WDGTFKKA WTNNPA W 

VLYDLMINQRYGLDQKELGISV 

DKWALYEAAQYCDQMVVLTA 

KAARNLATFVT/CIIQSQTDAYK 

VVRDICSIFRGMSFWNGESISV11 

DRPREPAYIFTNDNVVNGDFSY 

T\SQARRACTRRAT*CLMMSKT 

CINRTLSQYSI/V/EGHSTVR\NN 

VTS I TA IGVA H VE A/KANRRGR W 

I L KTN LRSTTVNF ATGLEGMIPT 

IGDVVA1SDNFWSSNLTMNLSG 

RLLEVSG SQI FLPFRVD ARAGD 

FIIVNKPDGK.PVKRTISSVSADG 

KTIEINIGFG FPVKPNTVFAIDRT 

DLALQQYVVTK1DKGDDDEEF 

T\SKSRRWSTIL1STMKLITGLTS 

TTDRQASLSQIR/CPKPENVK\CP 

QSRESSRG 


22152 


52520 


A 


22280 


3 


412 


PAAVA*VKTEPETPGPSCLSQE 
GQTAWKTEESSELGNYVIKIDH 
LETIQQL LTA V VKKIPLITAK\W 
QRAMTMRKVLQEILEKNPRFH 
HLTPLKTKHIAHWCRCHGYTPP 
DPESLRNDGDSIEDVLTQ1DSEP 


22153 


52521 


A 


22281 


2 


513 


1FACWGKQAWPACCNSLRGQA 
VKGNQLLPVSLVKRKTTLAPNT 
QTASPRALADSLMQLARQVSR 
LE/QRAKREPENEEE VDI LSLSE 
PVKINIKKEQEEKQEEVKFYLPP 
TPGSEF1GDVTQKRLEEVDSTFG 
DDLVQGFSGGISRRYGEKPGVQ 
DLEVEPDSVTEMLQFYD 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22154 


52522 


A 


22282 


1 


1197 


MAWPCISRLCCLARRWNQLDR 

SDVAVPLTLHGYSDLDSEEPGT 

GGAASRRGQPPAGARDSGRDV 

PLTQYQRDFGLWTTPAGPKDPP 

PGRGPGAGGRRGKSSAQSSAPP 

APGARGVYVLPIGDADAAAAV 

TTSYRYGLGRDRNESPPCGGRT 

RRPGARGMGWAAERRRLEPGS 

HATSELPAASEVTPVWSVGTA 

GGAFAAPCPETVLEHPRAGSAP 

LPSQPPSWGQPSEWPAFSRVGT 

GLPLTPTAGPSR A RGA RRPCPP 

ALPGHCLLDRTYTGLQTLGAET 

LLAVVN SAAMNVGVQVVDVE 

LHRHSLGEDCIYPQSSESDISDA 

PPSLPLTIPAPVKASSPIKQSHEP 

VPDTSVEKGS\PGSCPFHL*GPL 

SHLGSSPGFLLWRPPGLLSSVA 


22155 


52523 


A 


22283 


131 


677 


PSSLS/CDIFLRSP1STPSPSPLPRT 
PTSTPVHVKQGTAGSV1NNPYV 
IMDKQPGQVIGATTPSTGSPTN 
KISTASQISQGTGSPVPKIHGSSF 
VTSTVKVIIKQEPGEAPHVPAT 
GAASQSPLPQYVTVK.GGHMIA 
VSPQKQVITPGEGIAQSAKVQP 
SKVL/GQIG*CLPTLARADLLYS 


22156 


52524 


A 


22284 


3 


5128 


LLK1HSSQSSPQQAVLT1PSQLK 

PLSVNTSGGVQTILMPVNKVVQ 

SFSTSKPPAILPVAAPTPVVPSS 

APAAVAKGEDASCFSAKSVEQ 

YYGWNIGKRRAAEWQRAMTM 

RKVLQEILEKNPRFHHLTPLKT 

KH1AHWCRCHGYTPPDPESLRN 

DGDS1EDVLTQIDSEPDHGSLG 

DGKSSSVGPTAVVTLLACHLEC 

PSSFSSADNLCRKLEDLQQFQK 

REPENEEEVDILSLSEPVKINIKK 

EQEEKQEEVKFY 


22157 


52525 


A 


22285 


112 


651 


GGLCTMARTKADWPANRTGG 
KAP\RKQLAYKKPASQECGPLT 
GGVKKPHRYR\PGTVGGSVKFR 
R\YQKST\ELLIRKLPFQ/RRLVR 
E1AQGL*NK1LRFQSAAIG\ALQE 
GKWRPNLVWPFLKDTNLVC*S 
MAKRVTIIAKKTFQLAPPHTVE 
NRALRIHSWMGKHFISQKKKK 
NFSSSCYW 


22158 


52526 


A 


22286 


1 


339 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22159 


52527 


A 


22287 


2 


1369 


EPAPPARRSLSAAAAASGTTVD 

TASHSLVFSQQVLNMQREIGFRV 

NCTVAM*DVYFKAHRAVLAAF 

SNYFKMIFIHQTSEC1KIQPTDIQ 

PDIFSYLLHIMYTGKGPKQIVD 

HSRLEEGIRFLHADYLSH1ATE 

MNQVFSPETVQSSNLYGIQISTT 

QKTVVKQG L E V K.E A PSSNSGN 

RAAVQGDLPQLQLSLAIGLDDG 

TADQQRACPATQALEEHQKPP 

VSIKQERCDPESVISQSHPSPSSE 

VTGPTFTENSVKIHLCHYCGER 

FDSRSNLRQHLHTHVSGSLPFG 

VPASILESNDLGEVHPLNENSE 

ALECRRLSSFIVKENEQQPDHT 

NRGTTEPLQISQVSL1SKDTEPV 

ELNCNFSFSRKRKMSCTICGHK 

FPRKSQLLEHMYTHKGKSYRY 

NRCQRFGNALAQRFQPYCDSW 

SDVSLKSSRLSQEHLDLPCALES 

ELTQENVDTILVE 


22160 


52528 


A 


22288 


363 


947 


STARRGKSRSRPAVALQRQPSA 

ASRSPSSSRRRRGVSKEVSVPLA 

RTKQTARKSTN\GK\APRKQLA 

YKKPARKSA\PSTGGVKKPHRY 

RPGYCGRSVKFRR\YQKSH*DF* 

FRKLPFQAVWVRENLLKDF*K 

QILRF\QSRSYRVALQGGQVEA 

LSGVGLF*KTTNLLC*SMPKRV 

NNYCQKD1PAKHAR1PWRTVL 


22161 


52529 


A 


22289 


1 


92 




22162 


52530 


C 


22290 


10 


198 




22163 


52531 


B 


22291 


74 


205 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22164 


52532 


A 


22292 


2 


1914 


RGHCEPSRAAPSRADRHPASAL 
ARDPGRRRGPAGQAAPQPMEP 
ENIVANTVLLKAREGGGGNRK 
GKSKKWRQMLQFPHISQCEEL 
RLSLERDYHSLCERQPIGRL\LF* 
EFCATRPELSRCIAFQDGMAEY 
EATPDEKRKACGRRLMQNFLVS 
HTGPDLIPEVP\RQLVTOCTQRL 
EQGPCKELSQELTRVTHEYLSV 
APFADYLDSIYFNRFLNQGKGLE 
REAIVTKNTLRQYRVLGKGGFG 
EVCACQVRATGKMYACKKLE 
KKRJK.K.RKG E A\M SLNEKQ ILE 
KVN\SRFVVSLAYG\YETKD\AL 
CLVLTLMMGGDLKFHIYHMGQ 
AGFPEARAVFYAAEICCGUEDL 
HRERIVYRDLKPENILLDDHGH1 
RISDLGVLAVHVPEGQTIKGRVG 
\TVGYMAPECLKNERYTFSPDW 
WALGCLLYEMIAGQSPFQQRK 
KKIKRE\EVERLVKEVPEEYSER 
FSPQARSLCSQLLCKDPAERLG 
C RGGS ARE VKEH PLFKKLN FKR 
LG AGMLEPPFVKPDPQAIYC KD 
VLDIEQFSTV KG VELEPTDQTF 
YQKPA1AGSVPIPGKNEQMVET 
ECFQELNVFGLDGSVPPDLDW 
KGQPPAPPKKGLLQRLFSSPKD 
CCGNXCSDSEEELPYPPLAPSPRP 


22165 


52533 


A 


22293 


102 


403 




22166 


52534 


A 


22294 


1086 


1436 




22167 


52535 


A 


22295 


965 


1231 




22168 


52536 


A 


22296 


1434 


2215 


TPSFSLRTGVNK.EHWVLLGFST 
EDGRW\MFTRGGE\DCTARIWD 
LRSRNLQCQRIFQVNAPINCVC 
LHPN\QAELIVGDQSGAIH1WDL 
KTDHNEQLIPEPEVSITSAHIDP 
DASLHGQLFNSTGNCYVWD\LT 
GG\IGDEVTQFIPKTKIPAHTRY 
ALQCRFSPDSTLLATCSA*LRR/ 
CKIWRTSNFSLMTEL\S1KSGNP 
GE\SSRG\WMWGCALIGGTPSNI 
VTASSNNLARLWCVKTGEIKRE 
YGGHQKAVVCLPFNDSVLG 


22169 


52537 


B 


22297 


158 


385 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22170 


52538 


A 


22298 


145 


1232 


LPVRAEPTRAAAMSGDEMIFDP 

TMSK/NMKKKKKKPFMLDEEG 

DTQTEETQPSETKEVEPEPTED 

KDLEADEEDTRKKDASDDLDD 

LNFFNQKKKKKKATKKIFDIDEA 

\EKGVK.DL\KI*SDVQEPTEPED 

DLDIMLGHKKKKKKNVKFPDE 

DEILEKDEALEDEDNKKDDGIS 

FSNQTGPAWAGXSERDYTYEEL 

LNRWFNIMREKYNPGYWLPGG 

RKRKFGPWKPPQVWRVGTKKT 

FFCPLLQD1CKLLHRSAQSISFA 

FLLG*IGVPSGS1DG**PNL*SKG 

RF\QQKQIENVLRRYI\KEYVTC\ 

HTC\RSPDTUL\QKDTRLLFPYS 

AETC\HS\RCFCWPVFKTGLPQA 

VHGQSRGTAPVPKA 








22299 








22172 


52540 


A 


22300 


3 


235 


LLLYPLRSLPENPLRLVQQIYSF 
LKGSSEK*NDLPRVPLLELGVG 
LLPPNQYSCSRAKPCLTCGLTM 
SLDGAQQGFW 


22173 


52541 


A 


22301 


3 


2849 


WAK.PVARASPAAVPGRQCQIR 

GAWSWGEGRGQPGPAPSPAGS 

PATSEESLAPMAWRCPRMGRV 

PLAWCLALCGWACMAPKGTQA 

AEESPF VGNP\GN ITG ARG LTGT 

LRCQLQVQGEPPEVHWLRDGQ 

ILELADSTQTQVPLGEDEQDDW 

IVVSQLRJTSLQLSDTGQYQCLV 

FLGHQTFVSQPGYVGLEGLPYF 

LEEPEDRTVAANTPFNLSCQAQ 

GPPEPVDLLWLQDAVPLATAP 

GHGPQRSLHVPGLNKTS 


22174 


52542 


A 


22302 


3364 


3899 


LVFLFDDLGIVELVLPGNIVHGI 
MSVRPRVAAGLRVRLQPGRRW 
LRGPLQLGAPLGLDLLVDVPGS 
PRFVVGVELPLVV/EAPRPPTPP 
AAAQQARS*GLECPGRGAAAP 
REWLHLQTAHIHGPGPRGGPR 
ARPGLPGLCPP*T/FSCQEAKGE 
RGGAHSNGGSGSKWPPPPPPPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssible nucleotide 
deletion, \-possible nucleotide insertion) 


22175 


52543 


A 


22303 


1660 


4652 


PNPNTCLCNHVESGPCCPSTHT 
YTLTDLQPLFGVRVPTRPSGRG 
TQAEESPFVGNPGNITGARGLT 
GTLRCQLQVQGEPPEVH WLRD 
GQILELADSTQTQVPLGEDEQD 
DWIVVSQLRJTSLQLSDTGQYQ 
CLVFLGHQTFVSQPGYVGLEGL 
PYFLEEPEDRTVAANTPFNLSC 
QAQGPPEPVDLLWLQDAVPLA 
TAPGHGPQRSLHVPGAAVGAW 
EGGSRLWLRAPEAGRKRWGGE 
VPPVTHAGAGMLRSERD 


22[?6 


52544 


— 


22304 


— 


288 


SEAGQAQPAAAVGFVWTGRRA 
WETGEGYYSNSLSMELQL*RQ 
CI * DCFFSSSWRCS VPVYFKEEK 
YKGNLVCLLFFK 




5§i4l 









foT 












w 






22179 


52547 


A 


22307 


244 


424 


PSLFK.N1MTFYPNLHFLWCRGR 
LYLDVWRQ/VR*FVRNTNYQLP 
LVLHNLLSRFNTFDELV 


22180 


52548 


A 


22308 


1 


477 




22181 


52549 


A 


22309 


2 


418 


WYQHLLLMRASGSFQSWWKV 
KGEPAYHMANRP**SLISLRTK 
AKTGA*LFDYFVPHFIRKN*SLF 
TIAKAWNHPKCTSVTDWIK.KM 
WY1YTMEYYAVTRRNK1VSFA 
ET*MELEV11VSKLTQEQKTKHC 
MFSLTSGS 


22182 


52550 


A 


22310 


30 


199 




22183 


52551 


A 


22311 


547 


682 


LVFLTNQRLVSTHQGTWYWE*K 
*CQPVIPSL* FYFLRKFSVIVIW* 
*LLILP*HPMALK1/C/CCQAACS 
GHFTAGTGEITRPCSISSKVLKR 
LSRL*STSGS**LVFLTNQRLVS 
THQGTWMKLEAIILSKVTQEQK 
TKHH MLSLRSGS 


22184 


52552 


A 


22312 


2 


194 


CPSMIDWLKKMWHRYTMEYY 
AA\IKKNEIMS\FAGTWMKLEAI 
1LSKLTQEQKN\KHCMFSLITGS 


22185 


52553 


C 


22313 


1 


1845 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22186 


52554 


A 


22314 


1 


1384 


MRFQDRTWQVPYPSQCSWGSS 

RQGYVPQARGIVLDSQEAYPSP 

GGTTLCMHDPDKQAPG/PVRRP 

APGN\PNRLVVSVALQFLTFHES 

GITSALRVRPLPQSV\SFQGPGC 

TEA*RRASICRRRVS*HSTKLDL 

GAVAAQQQAWVAG\PRSPQRR 

CHQYS*AGPAWLGLQRGRGSH 

RPDTSPWHWFWALAGREEQVL 

PPESLL/RARTPGTHLAPGPGA* 

TRVQSGPGSWLTWAG*GTPQVI 

SS/PGAGAVGAPETTAVPTVSIA 

PRRSVEMWPETKEHLVAVARR 

KWVSAQEKRLSLRGCGSEKMG 

VSPGETRVYFPALTSVRCRRRCG 

RVSEPSPTASWAPAPSLGWAYQ 

LAGGRLVLRVGLSAGWRAACP 

QGGPISWLEGGLSSGVGLSAG 

WRAACPQGGPISWLEGGLSSST 

MRQPRAPQSSLPAPAPWGAPDP 

LAMLAAWIEARPGVWPTQPGP 

WQVSWVCV 


22187 


52555 


A 


22315 


1 1 


431 


RHLLAAPPPAPPAAAAAAALSH 
CLRSSGRLAPHTSRRLPRVVKR 
RVNALKNLQVK.CAQIEAKFYE 
EVHDLERKYAVLYQPLFDKRF 
EirNAIYEPTEEECEWKPDEEDEl 
SEELKEKAKIVDEKK\DEEKEDP 
KGIPEFW 


22188 


52556 


A 


22316 


64 


467 


PAAWLPILVAARQLTVQMMQN 

PQ1LAALQERLDGLVETPTGYIE 

SLPRVVKRRVNALKNLQVKCA 

QIEAKFY\EEVHDLQRKYAVLY 

QPLFDKRFE1INAIYEPTEEECE 

WKPDEEDE1SEELKEKAK1EDE 


22189 


52557 


A 


22317 


2 


177 




22190 


52558 


B 


22318 


228 


377 




22191 


52559 


A 


22319 


630 


767 


WRVKFKNTVKIQANF*KSRFIH 
LTV V PVTILSQ VTLQLTMSPKT 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.N ucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22192 


52560 


A 


22320 


80 


1362 


VTACAAPAAWLP1LVAD1WSSY 
NMAD1DNKEQSELDQDLDDVE 
EVEEEETGEETKLKA RSA * LFR 
MM\QNPQILA\ALQERLDG/LW 
VETPT\GYIESLP\RVVKRR\VNA 
LKNLQVKCAQKETQ\FYE\EVH 
DLERKYAVLYQPLFDKRFEIIN 
AIYEPTEEECEWKPDEEDEISEE 
LKXEKGQIEDEKKDEEKEDPKGI 
P*IW\LTVFK\NVDLLSDMVQEH 
DEPILKHLKDIKVKFSDAGQPM 
SFVLEFHFEPNE\YFTN\EVLTKT 
YRMRLEPEPDDSDHFSFDGQEI 
MGCTGCQIDWKKGKNVTLKTI 
RK*/RRNHKGRGT\VRTGH*NQ 
FPNDSFSNFFCPLLKSPESGDLD 
ED\AEAILAADFEIG\HFL\RERII 
PRSVLYFTGEAIEDDDDDYDEE 
GEEADEEGEEEGDEENDPDYXD 
PKK\DQNPAECKQQ 


22193 


52561 


A 


22321 


3 


425 


GCGCGGAAARGSPAPGRPAAS 
PPDCPLWLQGCYPPPSCDALSA 
TEADGCD*IYPPDTSRDGPHQA 
SLPGESSSFPGQPNDSYLPERGS 
ERSRQASYATPAAETQDPDEGL 
PQPGPEALPGGLQVPKSAAPFC 
GAQHAAGQ 








22322 


2 


285 


SRFEPRVRPTGGDRPHQASPPG 
DSSSFPGQPNDSRLPECGSECRG 
QASYATPAAETQDPE*RSSPTRS 
* SP\PGGFQ VPKSAAPFCGAQH A 
AGQ 


22195 


52563 


A 


22323 


85 


473 


FTMPAVALVPKELYLSSSLKDL 
NKKTEVKPEKISTK/QDYVHSIL 
GTANIKKA1EEAERLSESLKLRY 
KE AEVRK* LEEKDRQKEAQQL 
QQKRQETGRE\DGGTLAKVSLE 
NVLDYQDKTQKSNGEKSEKM 



2881 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


22196 


52564 


A 


22324 


1 


1449 


MMRAHMFVYKELKQIYKKKT 

HPHQKVGKGYKQTLLRGRHLR 

GQ ET YEKKLTH V YETTDFKQQ 

QYYFHS1LGPANIKKATGETER 

LSESLKLRYEEVEIWKKLEEKD 

RQGEAQWLQQKRQETGREDGS 

MLAKGSLEIVLDSKDKTQKSN 

GEKNEKCETKEKG AITA K.ELYT 

MMMDKNISLIIMDAQRMQDYQ 

DSCILHSLSVPEKAISPGVTASW 

IEAHLPDDS1DTWKKRGNVEY 

MVLLDWFSSAKDLQIGTTLWH 

LKDALFKWEKGGYKNWFLCY 

SQYTTNAKVTPPPQHQNEELSIS 

LDFTYPSLEESIPSKPAAEMPPP 

P1KVDEDIELISDQISDNDQNER 

TGPLN1 SIPVES VA A SKSD VSPII 

QPVPSIKNVPQ1DHTKKLAVKL 

PEEH11 KSESTNHEQQSPQNEKV 

IPDCSTKPVVSSPTLMLTDEEKA 

HIHAETALLMEKNKQEKELQE 

RQQGKQ/K/E K LRREEHEQKAK 


22197 


52565 


A 


22325 


185 


2983 


FIMPAVASVPKELYLSSSLKDL 
NKKTEVKPEKI STKSYVH SALK 
IFKTAEECRLDRDEERAYVLYM 
KYVTVYNLIKKRPDFKQQQAD 
CAYFLGQTVHILFQHRALLEKK 
YRAVGAITAKELYTMMTDKNI 
SL1IMDARRMQDYQDSC1LHSL 
SVPEEAISPGVTASWIEAHLPDD 
SKDTWKKRGNVEYVVLLDWF 
SSAKDLQIGTTLRSLKDALFKW 
ESKTVLRNEPLVLEGGYEN WL 
LC YPQ YTTNA K VTPPPR 


22198 


52566 


A 


22326 


313 


3720 


FIMPAVASVPKELYLSSSLKDL 

NKK\TEVKPEKISTKSYVHS/AP 

RKIFKTAEECRLDRDEERAYVL 

YMKYVTVYNLIKKRPDFKQQQ 

DYFHSILGPGN IKKA VEEAERLS 

ESLKLRYEEAEVRKKLEEKDRQ 

EEAQRLQQKRQETGREDGGTL 

AKGSLENVLDSKDKTQKSNGE 

KNEKCETKEKGAITAKELYTM 

MTDKNISLIIMDARRMQDYQDS 

CILHSLSVPEEAISPGVTASWIE 

AHLPDDSKDTWKKR 
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SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22199 


52567 


A 


22327 


46 


562 


LLQGPGFCGDSMPVEARPSAA 

WRGGRAPGWTPFSPPDRETWK 

PQ/RASQGESGQRRFGPCPRSGG 

RPPGPGSAAHSSRSQRWRKASR 

AWPAAPRKGLLPPAQAWPPTP 

AAGL*GFLAACKR/PPVGGRGP 

APAPCRPASSRCFL1CDSGPPCL 

CSASRAAWMGSAASSRVLFIEG 


22200 


52568 


B 


22328 


51 


445 














366 


CQWNTQTQVCYKQDVQSITAL 
GSAAQCTCLSSPR* SGKFKLLFS 
PGLPGTLVPSTIPATSAPRA/SHR 
AGEAWVGEPGRALAALQNSS\P 
DWAGYQGLPCKPSIRAA 


22202 


52570 


A 


22330 


257 


916 


SPSGSNLETHLRAPDLGGPCPP 

GPRWWA * TPQPG HPQTRPS PA A 

QPCPFPPQCQQL1HCPC/SPAPGT 

VAAPPAPVPTPASQCLLCPWTSA 

PVCSPAPTFPCPMAPVMAFMLP 

S YSFP/PGTPN LPQA FFPSQPQFP 

SHPTLTSEMASASQP\GSPAGPR 

SPDSH VL VQPPG PPHHRPWVGP 

PHRSFSPAAARPCSSTCCSWRK 

PLRVALEPWGPQGPQRQQL 


22203 


52571 


A 


22331 


151 


1232 


GRLGDARGPQGPEAPGGEEAA 

RADSTRACRSCGLLLGGRRGCR 

PSLKNAELLELTVRRVQCVLRG 

RAREREQLQAEARRALRCRLHP 

VACTKVHTFVSTCQAIDATVA 

AELLNHLLESMPLREG SSFQDL 

LGDALAGPPRAPGRSGWPAGG 

APGSPIPSPPG PG DDLCSDLEEA 

PEAELSQA/PC*GARLGARSPGQ 

PDHSPNCPGVSGGLGDQCQPES 

C RGG ARPSLGSPPLLPG VQM W 

WG*GPGSLPGSSLPPLMDGLQG 

QPLVTSPAQRPSPVS*KNF*GPC 

SSGSGWREGATGRRKNFVELP 

ALSQVSPSPAFNPRLCGLWGQR 

WQKLVLGTSVPGSPGLNKSLN 

LPLQRGDERQVH \ 


22204 


52572 


A 


22332 


1 


1524 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22205 


52573 


A 


22333 


3 


8875 


EDGSLLQEVGIICLARGPGCGPE 

TPLYSPATGLALQLQGPAAMG 

ALWSWWILWAGATLLW\GKSG 

EDWISGPTTVFSQPGLTQEASV 

DLKNTGREEFLTAFLQNYQLA 

YSKAYPRLLISSLSESPASVSILS 

QADNTSKKVTVRPGESVMVNI 

SAKAEMIGSKIFQHAVVIHSDY 

AISVQALNAKPDTAELTLLRPIQ 

ALGTEYFVLTPPGTSARNVKEF 

AVVAGAAGASVSVTLK.GSVTF 

NGKFYPAGDVLRVT 


22206 


52574 


A 


22334 


2 


2214 


ISATDGPLAPCHGLVPPAQYFQ 

GCLLDACQVQGHPGGLCPAVA 

TYVAACQAAGAQLGEWRRPDF 

CPLQCPAHSHYELCGDSCPVSC 

PSLSAPEGCESACREGCVCDAG 

FVLSGDTCVPVGQCGCLHDGR 

YYPLGEVFYPGPECERRCECGP 

GGHVTCQEGAACGPHEECRLE 

DGVQACHATGCGRCLANGGIH 

Y1TLDGRVYDLHGSCSYVLAQ 

VCHPKPGDEDFSIVLEKNAAGD 

LQRLLVTVAGQVVSLAQGQQV 

TVDGEAVALPVAVGRVRVTAE 

GRNMVLQTTKGLRLLFDGDAH 

LLMS1PSPFRGRLCGLCGNFNG 

N WSDDFVLPNGS AASSVETFG 

AAWRAPGSSKGCGEGCGPQGC 

P VC L A EETAPYESNEACGQLRN 

PQGPFATCQAVLSPSEYFRQCV 

YDLCAQKGDKAFLCRSLAAYT 

AACQAAGVAVKPWRTDSFCPL 

HCPAHSHYSICTRTCQGSCAAL 

SGLTGCTTRCFEGCECDDRFLL 

SQGVCIPVQDCGCTHNGRYLPV 

NSSLLTSDCSERCSCSSSSGLTC 

Q\A AG CP\PG\R VC E V KAE AR\N 

C W\ATRGL\C VLS VGVAN L\TTF 

DGARGATTSPGVYELSSRCPGL 

QNTI PWYRVVAEVQICHGKTE 

AVGQVHIFFQDGMVTLTPNKG 

VWVNGLRVDLPAEKLASVSVS 

RTPDG SLL VRQKAG VQ V WLG A 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22207 


52575 


A 


22335 


3 


7639 


ITCPENSHYEVCGPPCPASCPSP 

APLTTPAVCEGPCVEGCQCDA 

GFVLSADRCVPLNNGCGCWAN 

GTYHEAGSEFWADGTCSQWCR 

CGPGGGSLVCTPASCGLGEVCG 

LLPSGQHGCQPVSTAECQAWG 

DPHYVTLDGHRFDFQGTCEYL 

LSAPCHGPPLGAENFTVTVANE 

HRGSQAVSYTRSVTLQIYNHSL 

TLSARWPRKLQVDGVFVTLPF 

QLDSLLHAHLSGADVVVTTTS 

GLSLAFDGDSFVRLRVPAA 


22208 


52576 


A 


22336 


2 


224 


HCYMVVQLWKPRSLRRKSDQL 
WSSWNQLNTSELSSF1SAEMQT 
EAFDCGSMAGRM*GQGRYLLA 
ALWDSSVPLS*PQAEPWSGVGP 
AHLTE/LLSPSRFVSISDLLAPKD 
LGTESQVSMEV*KDMGRFHWE 
D1PP*A*VFVIFVFQIFISRTY\DA 
TTHFETTCDDIKNLL*R*QGRYL 
LAALWDSSVPLS 


22209 


52577 


A 


22337 


2 


206 


LSSSYLDQPCYETINRIKLYSES 
LARYGKSPYLYPLYGLGELPQG 
FAR*EPVFKTSV1QNL1FNIMCI 


22210 


52578 


A 


22338 


2 


457 




22211 


52579 


A 


22339 


2 


1556 


FVFPSEVAVGLALSPAS1FLSFSS 

PFLRAQERLPSLLWWARSPCAF 

SLLGSCVRACPAMNEEYDVM 

LGTG\LTECILSGIMSVNGKKVL 

HMVDRNPYYGGESAS1TALEDL 

YKRFKIPGSPPRVKWGEERDW 

NVDL\1PKFLKAMG\QLVKMLL 

YTEVTRYLDFKVTEGSFVYKG 

GKIYKVPSTEAEALASSLMGLF 

EKVRRFKEFLVYV AN FD\EKDPR 

TF\EGIDPKKTTMRDVYKKFDL 

GQDVIDFTGHALA\LYRTDDYL\ 

DQPCYETINRIKLYSESLARYG 

KSPYLYPLYGLGELPQGFARLR 

CYLWEGTYMLNKP1E\EIIVQE 

WGKVIGCKPREEIARCMQLIC 

DPSYVKDRVEKVGQVITVICIP 

QPPPSKNTNDANSC\QITIPQNQ\ 

VNRKSDI YVC\M 1 S F A\HN V A AQ 

GKSIAIVSTTVET\KEPEKEIRPA 

L\ELL\EPIGTEILVSISDLL\VPKD 

LG\TESQ1FIS\RTYDATTHFETTS 

D\DIKN I YKR\MTG SEFDFEEMK 


22212 


52580 


A 


22340 


66 


420 




22213 


52581 


A 


22341 


64 


140 




22214 


52582 


A 


22342 


2 


254 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22215 


52583 


A 


22343 


82 


3530 


H L I V AMPEPTKKEEN EVP A PAP 
PPEEPSKEKEAGTTPAKDWTLV 
ETPPG EEQAKQN AN SQLSILFIE 
KPQGGTVKVGEDITFIAKVKAE 
DLSEKPTI/KWF/K/GKWMDLAS 
KAGKHLQLKETFERHSRVYTFE 
MQIIKAKDNFAGNYRCEVTYK 
DKFDSCSFDLEVHESTGTTPNTD 
IRSAFKRSGEGQEDAGELDFSG 
LLKRREVKQQEEEPQVDVWEL 
LKNTKPSE YEKI AFQ Y/ GITDIAR 
GMLKRLKRSI 


22216 


52584 


A 


22344 


66 


358 


TWVRGNPKPKITWMKNKVAIV 
DDPRYRMFSNQGVCTLEIRKPS 
PYDGGTYCCKAVNDLGTVE1E 
CKLVEVKVIYQGVNTPGQPVFL 
EGQQQSLHNKDF 


22217 


52585 


A 


22345 


67 


3515 


HLIVAMPEPTKKEENEVPAPAP 

PPEEPSKEKEAGTTPAKDWTLV 

ETPPGEEQAKQNANSQLS1LFIE 

KPQGGTVKVGEDITFIAKVKAE 

DLLRKPTIKWFKGKWMDLASK 

AGKHLQLKETFERHSRVYTFE 

MQIIKAKDNFAGNYRCEVTYK 

DKFDSCSFDLEVHESTGTTPNID 

IRSAFKRSGEGQEDAGELDFSG 

LLKRREVKQQEEEPQVDVW\EL 

LKNAKPSEYEK1AFQYGITDLR 

GMLKRLKRMRREEK 


22218 


52586 


A 


22346 


2 


39 


FQFCVSLFVYIQLNSDVLPE*PR 
HKKKPPTLSHWFLK*NLHL*N* 
NTKALKYRKLV*LTSQKH*QM 
TYPFCNYLKTN*VTTNTKVK*T 
EGY*TAKTQKLYPDKVVMATN 
KPLKTRSPK\PAKYGSPHDTAT 
WTGSGLGLEAS*HSA 


22219 


52587 


A 


22347 


1 


113 




22220 


52588 


C 


22348 


47 


337 




22221 


52589 


A 


22349 


1 


2292 




22222 


52590 


A 


22350 


2 


441 


LRHAKWFQARANGLKSCVIVIR 

VLRDLWTRVPTWGPLRGWPLE 

LLCEKSIGTANRPMGAGEALRR 

VLECLASGIVMP/QHALRLAAF 

GQLHKVLGMDPLPSKMPKKPK 

NENPVDYTVQIPPSTTYAITPM 

KRPMEEDGEEKSPSKKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oT peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22223 


52591 


A 


22351 


45 


402 


HALAALEKLFPDTPLALDANK 
KKRAPWPVRGGPKFAAKPHNP 
GFGMGGPMHNEVPPPPNLRGR 
GRGGSIRGRGRGRGFGGANHG 
GYMNAGAGYGSYGYGGNSAT 
QGYK*LFHKTAYGYS 


22224 


52592 


A 


22352 


243 


3113 


FPDTTEEVKMRPMRIFVNDDRH 

VMAKHSSVYPTQEELEAVQNM 

VSHTERALKAVSDWIDEQEKG 

SSEQAESDNMDVPPEDDSKEG 

AGEQKTEHMTRTLRGWMRWG 

LVAK\CLLLKGDLVDL\ELVLLC\ 

KEKPTT\ALL\DKVADNLAI\QL 

AAVTEDKFEILQSVDDAAIVIK\ 

NTKEPPLS\LT1HLTSPVVREE\M 

EKVLAGETLSWNGPPGNVLDR 

SRIAFAAFRGSLPETQRWFQVAR 

ANGLK\SCV 


22225 


52593 


A 


22353 


139 


245 




22226 


52594 


A 


22354 


875 


2019 


NPNSQMPKMTRSTKQLTNKSG 

QIDGCPGCRVVPTWCRLGHLSH 

YWAVWASILRFWEVWKYWLG 

NMGRKSSEFPILKLNGVRTMGD 

*VLPFHMYV\QPVV\HPQLYPHS 

VTELTGDYFKPWWDGQPSLQQ 

VL\ERVDEWM\AKEGLL\DPNV 

QVQFLFTLWEDWGLKKSVLPG\ 

QCQ*LGAWPVGGFTSKQWD*S 

*KKAYSF\AMGCWPKNGLLDM 

NKGLSLQHIGRPHSG1DDCKNI 

ANIMKTLAYGGF1FKQTSKPVLI 

GRGQDGAGQGSLVGPPQNPPL 

PHQRGKRESGHKLCCPKVVPSA 

SLWGSMPLGRGLCCPLQGALA 

TWPFLEARHFCAPPSPTPQSQPS 

ISPSHCGPGLRGTPGTHRLLPW 

YNRLLWGHQDPRCAPSHP 


22227 


52595 


A 


22355 


507 


916 


RKKNEKEGTKPPRNMGICEKT 

K.PTFDWCT*K*RGEWNQVGKY 

TSGYYTGELPQSSKTGQHSNSG 

NTENTTKILLEKSNPKTrfNW*! 

HQG*NEGKTVKGSQREK*GYP 

QREAHQTNSRSLCRNPTRQKRV 

GVNIKHS 


22228 


52596 


B 


22356 


72 


359 





2887 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22229 


52597 


A 


22357 


1236 


1987 


GNSSPPGLPCKSSSSPPPPPSLTG 

APARRAAAAPPRPASRPRPPLA\ 

GGGVPQLFATRPP/PGPTRARRP 

TWR*GPRGSPEETPRRRREWTR 

RPEPGCRAQGSRRPARPPSGSS 

AVRSASPASSPAPAASAPLGPRS 

RWS*RPPSRPRR/SPPPPPPGRSR 

SDRER/GRRKEASPPLTLAEAPA 

Y/RQDQAPPPGSPHLGFQSAAG 

PSRTASSAP/RSGIGGRGANTPA 

PAAIFPPSLRPPRAGPVGDLRAS 

GVDAAA 


22230 


52598 


A 


22358 


287 


2082 


LKTETSEEKARRYKDRPSQLNA 
VFQEQKKMIQAQES1TLEDVAV 
DFTWEEWQLLGAAQKDLYRD 
VMLENYSNLVAVGYQASKPDA 
LFKLEQGEQLWTIEDGIHSGAC 
SDIWKVDHVLERLQSESLVNRR 
KPCHEHDAFENIVHCSKSQFLL 
GQNHDIFDLRGKSLKSNLTLVN 
QSKGYEIKNSVEFTGNGDSFLH 
ANHERLHTAIKFPASQKLISTKS 
QF1SPKHQKTRKLEKHHVCSEC 
GKAFIKKSWLTDHQVMHTGEK 
PHRCSLCEKAFSRKFMLTEHQR 
THTGEKPYECPECGKAFLKKSR 
LNIHQKTHTGEK.PYICSECGK.G 
F1QKGNLIVHQRIHTGEKPYICN 
ECGKGFIQKTCL1AHQRFHTGK 
TPFVCSECGKSCSQKSGLIKHQ 
RIHTGEKPFECSECGKAFSTKQ 
KLIVHQRTHTGERPYGCNECGK 
AFAYMSCLVKHKRIHTREKQE/ 
CSQGGKSSCREAQL1THQ*CHA 
GEKLC* RGDYTSAFCGPSDI I KH 
QRP/H SQNRN/CS PCGTA SGQM 
CSLRR*QW1CTGQKPCECSECG 
CAFRDQLCLILCYRKPIGRK\PD 
LCGKGLSKNL*FIMWPKSIHCE 


22231 


52599 


C 


22359 


90 


344 




22232 


52600 


A 


22360 




543 




22233 


52601 


A 


22361 


373 


490 




22234 


52602 


A 


22362 


111 


396 


GAPPGIWCLSLWACRALSPLSS 
AAQHRKRPSALSPATPAGSRPL 
RRCAPGFAATKTQRVQRRPPRR 
*G A A AGAGGS* RPLCG VVIHS V 
LHNTPE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22235 


52603 


A 


22363 


1902 


3474 


VPQRSTGSGRARSARRPLRAPD 
PCAAAPRVSPQPRPSECSGGRR 
GGSKTWAKRNAGKELTDRNW 
DQEDEAEEVGTFSMASEEVLK 
NRAIKKAKR\RNVGFESDTGGA 
FKGFKRFGGYPSEEERFSGFG\S 
G AGGKPLEGL\SNGNN I1AS APP 
FASAKAAADP\KVAFGK*LPSPS 
RLLVDKNVSNPKTNGDSQQPSS 
SGLASSKACVGNAYHKQLAAL 
DCSVRDWMVKHANTNSLCDL 
TPIFK\DYEK\YLANIETANTGN\ 
SGRNSESESNKVAAETQSPSLF 
GSTKLQQESTFLFHGNKTEDTP 
DKKMEVASEKKTDPSSLGATS 
ASFNFGKKVDSSVLGSLSSVPL 
TGFSFSPGNSSLFGKDTTQSKPV 
SSPFPTKPLEGQAEGDSGECKG 
GDEEENDEPPK.VVVTEVKEED 
AFYSKKCKLFYKKDNEFKEKGI 
GTLHLKPTANQKTQLLVRADT\ 
NLGNILLNVL1PP\NMPCTRTGK 
NNVLIVCVPNPP1DEKNA\TMP\ 
VTMLI\RVKTSEDADELHK.ILLE 


22236 


52604 


C 


22364 


65 


283 




22237 


52605 


A 


22365 


3 


419 




22238 


52606 


A 


22366 


1 


512 


CGRPPWKTGQRSQPSCPPGSSG 
SGRG1P\PAAWHEGEGPEAVLQ 
GHRAGRGDPACRGLCCLPSQL 
GGPTSPTSAASRACGSRGAATL 
VVKVKWFYHP/CRRPSWARGS 
ATARMRCTSPATRMRTTCRPSP 
TSARS WRASSMSRWPGAASAR 
TGRTSTTGGHLRPHHRAPGDG 


22239 


52607 


A 


22367 


1 


2940 


MRRRRKVAA1HAGPRPRSAAA 
SSEQRGRGPGAARRAGGAEAA 
ASGVTGGGGGGAGQHAGGLG 
FSAGGRAPSQRPLCGSMPARLF 
SKQEVDYCGLPAPPASSLRSRG 
HRQRIYSLNQLLQEALRTGRAR 
PGEGPGWLVTDKGGLGWGSSH 
SQAQGPDSQAAWGRAPPAHGS 
SPAFLQVLDVRPQSSRYLPPGT 
RVCAYWSQKSRCLYPGNVVRA 
PPPCFGRLLGVPAASSGVPSTG 
ASGDEDEDLDSVVVEFDDGD 


22240 


52608 


B 


22368 


215 


356 




22241 


52609 


A 


22369 


282 


499 


YLLHCLPSDPPSFTNSPDGRGRR 
RRRQRRRRSDPPGRGRTKSSTR 
VPGSNRFV*FHQR*GRLKEWM 
ANQDTN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


jij 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22242 


52610 


A 




105 


619 


ACQASSHSGPVWGPGERTTPG 
A*ASARREPSRNQHPNLWVTE 
Q/I*IASPRTVANPLVPARTPTGP 
RTNKPKHLIKQGRGQPRQPLSG 
STGGAGESPASGCAGGQPAHR 
VWIAPAARGCGQHTPWKAPAG 
NGQSPRPASATRMIGPSPSLSPP 
APPAVVGVAALGSRNRCIL 


22243 


52611 


A 


22371 


1 


441 




22244 


52612 


A 


22372 


10 


621 


LRQLERGLAKGQPSTPVDRPLG 

PDPSAPGTLAGAALPPLEPPAPC 

LCQDPQEDSVEDEEPPGSLGLP 

PPQAGVQPAAAAVSGTTQPLG 

TGPRVSLSPHSPLLSPKVASMD 

AKDLALQILPPCQVPPPSGPQSP 

AGPQGLSAPEQQEDEDSLEEDS 

PRALGSGQHSDSHGESSAELDE 

QDILAPQTVQCPAQAPAGGSEE 

T*LRQLERGLAKGQPSTPVDRP 

LGPDPSAPGTLAGAALPPLEPP 

APCLCQDPQEDSVEDEEPPGSL 

GLPPPQAGVQPAAAAVSGTTQP 

LGTGPRVSLSPHSPLLSPKVAS 

MDAKDLALQ1LPPCQVPPPSGP 

QSPAGPQGLSAPEQQEDEDSLE 

EDSPRALGSGQHSDSHGESSAE 

LDEQDILAPQTVQCPAQAPAGG 

SEET1AKA 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22245 


52613 


A 


22373 


1 


2271 


MPGELLAPSCCCRGGPTRDRTD 

LSCDAAAATTILGGDRREPCAL 

TPGPSHLALTFLPSKPGARPQPE 

GASWDAGPG\LSTEAPLPATLE 

PRIVMGEETCQALLSPRAARTA 

LRDQEGWGL/SPQGSMVDEREL 

HPAGTPEPPSSESSLSADSSSSW 

GQEGHFFDLDFLANDPMIPAAL 

LPFQG SLIFQVEAV E VTPL SPEE 

EEEEAVADPDPDSASYAEADDE 

RLYSGEPHAQATLLQDSVQKTE 

EESGGLRYDTASAPTRHRSLVS 

PKACSCSHDCAP\AG*RGPHLTP 

GLRYDTASAPTRHRSLISPKAC 

GCSHDCVPAG*RGPHLTPGLRY 

DTASAPTRHRSLVSPK.ACSCSH 

ACVPAG*RGPHLTPGLRYDSTS 

ASARHRPHLRSRASGCGHPSNL 

AGRSRLCPRDRACGHHGSAGS/ 

SAWTGSMSGSA\RHR*WG*A*L 

TPKGDPGG * EPAGRRPEGVTGT 

GTWTQPQGGLHGCQRPGLADL 

AALPSASSLWAPEPSWPS/SALS 

PRAARG*GQPGGRLASGPGLGP 

AFG*PRGVISRAGRAGHLGSSD 

RAVSSPGAQSREEGPSRRQ*GD 

HRQSQAESQ*EEGPKGNVKAG 

LAADSGSHQDHHPEVQEHPLC 

HRQA*CLQGDPASAHLCG\FWR 

GQ\T*GP\CPASAQSRS*EV*GAL 

R\DLSLGP*VST\QGPG*A*VQG 

KGKG\GGGKGGPGGAGTA*HL 


22246 


52614 


A 


22374 




211 




22247 


52615 


A 




43 


241 




22248 


52616 


A 


22376 


184 


332 




22249 


52617 


A 


22377 


1292 


1923 


KAGARGNQEGTMASSSGVTQK 
VLTIPRGC YQ*K* SKETLP*CSG 
WPNDAR\EAVVNC\CTEF1\HLIS 
SEANEICNKSEKKTISPEHVIQA 
LESLGFGSYISEVKEVLQECKT 
VALK\RRKASSRFGKPLGIPEEE\ 
LFGDQANKELFGKSLDQQQAE\ 
LAQQ\EW\LQMQQAA\HQA\QL 
AAASAKC1*SRRGSFSGMEEDG 
GWISE1PPAEFLFLL 


22250 


52618 


B 


22378 


1 


1701 




22251 


52619 


A 


22379 


1 


147 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possih!e nucleotide 
deletion, \=possible nucleotide insertion) 


22252 


52620 


A 

— 


22380 


1 

- 


484 


IRHEGRGQRGKMELVQYVLKRG 
LQQITGHGG/LFRGYLRVFF\RT 
NDAKVGTLVGEDKYGN K.YYE 
DNKQFFGRHRWVVYTTEMNG 
KNTFWDVDGSMVPPEWHRWL 
HSMTDDPPTTKPL TA\RKFHLG 
RNH* 1 STWTGAPQEQY VPYSTT 
RKAK.IQEWIPPSTPYK 


22253 


52621 




22381 




258 


DMAAQ1AEGMAFIEERNY1HRD 
LRAAN1LVSDTLSCK1ADFGLA 
RLIED\FTIKSDVWSFGILLTEIV 
THGR1PYPGMTNPEVIQN 


22254 


52622 


A 


22382 


1 


738 




22255 


52623 


A 


22383 


233 


1898 


GAGPTGYLRRLPGWAGTMGC 

GCSSHPEDDWMENIDVCENCH 

YPIVPLDGKGTLLIRNGSEVRDP 

LVTYEGSNPPASPLQDNLVIVAL 

HSYEPSHDGDLGFEKGEQLRIL 

EQSV\EWWKAQSLTTGQEGFIP 

FNFVAKANSLEPEPWFFKNLSR 

KDAERQLLAPGNTHGSFLIRES 

ESTAGSFSLSVRDFDQNQGEVV 

KHYKIRNLDNGGFYISPRITFPG 

LHELASAITPIASDGLCTRVLSRP 

CQTQKPQKPQKPWWEDEWEV 

PRETLKLVERLGAGQFGVRCGW 

GTTTGTTKVAVKSLKQGSMSA 

GRLP\AEANLMKQLQ\HQRL\VR 

LYAVVTAQEPIY11TEYMENGSL 

VDFLKTPSG1KLTINKLLDMAA 

QIAEGMAFIEERNY1HRDLRAA 

NILVSDTLSCKIADFGLARLIED 

NEYTAREGAKFPIKWTAPEAPS 

RGNSPPRSDVWSF\GDLLPEIFT\ 

HGRIP^PQGIPNPELIQKLERGY 

RMVRP\SNCPEKLYQL\MRLCW 

KERPED\RPTFDYLRSVLEDFFK 

RHRRASNQPQALREPLRKPLCF 


22256 


52624 


A 


22384 


3 


203 




22257 


52625 


A 


22385 


2 


467 




22258 


52626 


A 


22386 


1 


468 




22259 


52627 


A 


22387 


1 


645 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22260 


52628 


A 


22388 


821 


2637 


AAASAWRATHSTTAAGRRTAL 

FRSPEPGNTRDTRRRRRATAPD 

CCRPATSPRALDWTSLHTRRHP 

VQNYLQWSYWQVLVSRW1AF 

AGLAMADYLISGGTGYVPEDG 

LTAQQLFASADDLTYNDFLILP 

GFIDFIADEVDLTSALTRK.ITLK 

TPLISSPMDTVTEADMAIAMAL 

MGGIGFIHHNCTPEFQANEVRK 

VKNFEQGFITDPVVLSPSHTVG\ 

DVLEGKMRHGFSGUPITETGTM 

GSKLVGIVTSRDIDFLAEKDHT 

TLLSEVMTPRIELVVAPAGVTL 

KE AN EI LQRSKKGKLPI VN DCD 

ELVAIIARTDLKKSRDYPLASK 

DSQPQLLCGAAVDTREEDKYR 

LDLLTQAGVDVIVLDSSQGNSV 

YQY\ARVLYFKQKYPHLQV\LG 

GNVVTAAQAKNLIDAGVDGLR 

VG M G CG SICITQYE VM ACGRPQ 

GTCCVTR*AEYARRFGVPIIAD 

GGIQTVGHVVKALALGASTVM 

MGSLLAATTEAPGEYFFSDGVR 

LKKYRGMGSLDAMEKSSSSQK 

RYFSEGDKVKIAQGVSGS1QDK 

GSIQKFVPYLIAG1QHGCQD1GA 

RSLSVLRSMMYSGELKFEKRT 

MSPQIEGGVHGLHSYEKRLY 


22261 


52629 


A 


22389 


2 


332 




22262 


52630 


A 


22390 


3 


608 


MTAVHAGHLNLKWDPKSLE1R 
TLAAERLVTQVTTLVNTNSKGP 
SDK.K.RG H SKKVHVLA A S VEQ A 
AENFLEKEDKIVKESQF\L*E*LL 
AAVEYVRKQ/GKECLRPSLEEH 
LEGIISGAALMGDSSCKHDDHR 
ERIAAECNTVLQ\ACRTCF/SEY 
MGNAGCKERSNSLNSA1DKMT 
KKTRDLRRQLHKAVMDHVSDS 
FLETNVPLL 


22263 


52631 


A 


22391 


2 


2864 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


22264 


52632 


A 


22392 


14 


2897 


PDWRETKQRPSASGLWNLALA 
QLAAEMTAVHAGHLNLKWDP 
KSLEIRTALAVERLLEPLVTQVT 
TLVNTNSKGPSDKKRGHSKKV 
HVLAASVEQAAENFLEKEDKIV 
KESQF\L*E*LLAAVEDVRKQG 
DLMKAAARRRSHDDPCSSVEQ 
GNM VQAA*TLLSA VTCLL ILA\ 
DMGNVYK.LLVQLKVVEDGILK 
LRNAGNEQDLGIQYKALKPEV 
DKLNIMAAKRQQELKDVGHRD 
QMAAARGILQKNVPILYTAS 


22265 


52633 


A 


22393 


1 


1584 




22266 


52634 


A 


22394 


1 


3519 




22267 


52635 


A 


22395 


3 


673 




22268 


52636 


A 


22396 


1 


1574 


DVPRDLEVVAATPTSLLISWDA 

PAVTVRYYR1TYGETGGNSPVQ 

EFTVPGSKSTATISGLKPGVDYT 

ITVYAVTGRGDSPASSKPISINY 

RTEIDKPSQMQVTDVQDMSISV 

KWLPSSSPVTGYRVTTTPKNGP 

GPTKTKTAGPDQTEMTIEGLQP 

TVEYVVSVYAQ\NPSGESQPLV 

QWAVPTIPAPTDLKFTQVTPTS 

LSAQWALPNVQLTGYRVRVTP 

KERTGPMKEINLAPDSSSVVVS 

GLMVATKYEVSVYALKDTLTS 

GPAQGVVTTLENVSPPRRARVT 

DATETT1TISWRTKTET1TGFQV 

DAVPANGQT\PIQRT1KPDVRSY 

TITGLQPGTDYK1YLYTLNDNA 

RSSPVVIDASTAIDAPSNLRFLA 

TTPNSLLVSWQPPRARITGYIIK 

YEKPGSPPREVVPRPRPGVTEA 

TITGLEPGTEYTIYVIALKNNQK 

SEPLIGRKKTVQKTPFVTHPGY 

DTGNGIQLPGTSGQQPSVGQQ 

MIFEEHGFRRTTPPTTATPIRHR 

PRPYPPNVGQEALS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


22269 


52637 


A 


22397 




2382 


QTEMT1EGLQPTVEYVVSVYAQ 

NPSGESQPLVQTAVTNIDRPKG 

LAFTDVDVDSIKIAWESPQGQV 

SRYRVTYSSPEDGIHELFPAPDG 

EEDTAELQGLRPGSEYTVSVVA 

LHDDMESQPLIGTQSTAIPAPTD 

LKFTQVTPTSLSAQWTPPNVQL 

TGYRVRVTPKEKTGPMKEINLA 

PDSSSVVVSGLMVATKYEVSV 

YALKDTLTSRPAQGVVTTLEN 

VSPPRRARVTDATETTITISWRT 

KTETITGFQVDAVPANGQTPIQ 

RTIKPDVRSYTITGLQPGTDYKI 

YLYTLNDNARSSPVVIDASTAI 

DAPSNLRFLATTPNSLLVSWQP 

PRAR1TGYIIICYEKPGSPPREVV 

PRPRPGVTEATITGLEPGTEYTI 

YV1ALKNMQKSEPL1GRKKTDE 

LPQLVTLPHPNLHGPEILDVPST 

VQKTPFVTHPGYDTGNGIQLPG 

TSGQQPSVGQQMIFEEHGFRRT 

TPPTTATPIRHRPRPYPPNVGEEI 

QIGHIPREDVDYHLYPHGPGLN 

PN A STG QE A LSQTTI SWAPFQD 

TSE YII SC H PVGTDEEPLQFRVP 

GTS\TSATLTGLTRGATYNIIVE 

ALKDQQRHK.VREEVVTVGNSV 

NEGLNQPTDDSCFDPYTVSHYA 

VGDEWERMSESGFKLLCQCLG 

FGSGHFRCDSSRWCHDNGVNY 

KIGEKWDRQGENGQMMSCTCL 

GNGKGEFKCDPHEATCYDDGK 


22270 


52638 


A 


22398 


48 


7500 


GATMACCAAQGEERVTPCASG 
KRGPAATTSLVLWIPSVPPPVPF 
PTLWPPPSWRRQPPGGIRRDFS 
RRLRREANLVATCLPVRASLPH 
RLNMLKGPGPGLLLLAVLCLG 
TAVPSTGASKSKRQAQQMVQP 
QSPVAVSQSKPGCYDNGKHYQ 
INQQWERTY LGN V L VCTC YGG 
SRGFNCESKPEAEETCFDKYTG 
NTYRVGDTYERPKDSMIWDCT 
CIGAGRGRISCTIANRCHEGGQS 
YKIGDTWRRPHETGGYM 


22271 


52639 


A 


22399 


1 


403 


NSTNKRRGFCFITFKEVEMEKKY 
HNVGLSKCEIKVAMSKEQYQQ 
QQQWGSRGGFAGRARGRGGG 
PSQNWNQGYSNYWNQGYGNY 
GYNSQGYGGYGGYDYTGYNN 
YYGYGDYSNQQSGYGKVSRRG 
GHQNSYKPY 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22272 


52640 


C 


22400 


36 


214 




22273 


52641 


A 


22401 


3 


182 




22274 


52642 


A 


22402 


223 


452 


LESMT1FPYSDDKRAQYIFIQKD 
LLKKPVRHYYIMTLSHWAFNT 
RLALQYWGKGHKTQIDSEA*Q 
LRNKTMKANFF 


22275 


52643 


A 


22403 


1 


1037 


MSEEQFGGDGAAAAATAAVG 

GSAGEQEGAMVAATQGAAAA 

AGSGAGTGGGTASGGTEGGSA 

ESEGAKIDASKNEEDEGHSNSS 

PRHSEAATAQREEWKMFIGGLS 

WDTTKKDLKDYFSKFGEVVDC 

TLKLDPITGRSRGFGFVLFKESE 

SVDKVMDQKEHKLNGKV1DPK 

RAKAMKTKEPVKKIFVGGLSP 

DTPEEK1REYFGGFGEVESIELP 

MDNKTNKRRGFCFITFKEEEPV 

KKIMEKKYHNVGLSKCELKWA 

\MSKEQYQQ\Q\QQWDSRGGCA 

GRA\RGRGGDQAE\GYGKGIQA 

RWAIKNSYKPYLNYSICQPYPP 

TAGTSLQALCRADFRFSQARSM 


22276 


52644 


A 


22404 


299 


1508 


HYVGGSSSGGDGAAARAT/AR 
AVGGSAGEQ\F,GA\MVAATHG 
ARGGVWEADAATGGGTASGG 
T\EGGSAE\SEG\AKIYASKNEED 
EGHSNSSPRHSEAATAQRGRM\ 
KMV1GGLSWDT\TKKDLKDYFS 
KFGEVVDCTLKLDPITG\QSRGF 
GFV\LFKESESV\DKVMDQKEH 
K\LNG\KVNDPKRAKAM\KTKE 
PVKKIFVGGLSPDTPE\EKIREYF 
GGFGE\VES1ELPMD\NKTN*RG 
RGF\CF\ITFKEEEPVKK1\MEKK 
YHNVGLSKCEIKVVLLNEQYQ 
QQQQW* SIGGF AGI ALVIGGGP 
SQNWNQGYSNYWNQGYGNYG 
YSS\QGYG\GYGGYDYTGY\NN 
Y\YGYGDYSNQQSGYGKVS\RR 
GGHQ\NSYKPHTKFIPICNLFPN 
RWLKQYFPNLKIQFERGSCHLL 


22277 


52645 


A 


22405 


3 


189 


EESEPERKRARTDEVLVPEEAAP 
RRKMRTTRTTCPVSRY\AAP\QL 
LLQKLLQRRRKGSCSRG 


22278 


52646 


B 


22406 


1 


1356 




22279 


52647 


C 


22407 


135 


260 




22280 


52648 


A 


22408 


1 


1740 




22281 


52649 


B 


22409 


80 


371 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22282 


52650 


A 


22410 


257 


1200 


ISWCCMEQKKRLP\FSKREG\PY 
EFIICPSEDSSPLLRCAFCIGGMS 
VKEQMETIRHPLQTTRGPGPGP 
LFTDGPDPI PEAFLHGLLSIREM 
VSTEKVKPVGQESEPRVKPLEL 
DDSASGGVHMMVATPGRLMD 
LLQKKM V SLNICRY L ALDEAD 
RMIDMGFEGDIRTIFSYFKHTSA 
AAIGLQLALDGGTGSGQKGKC 
EEFPSSMSAVSTGLEASACCLS 
VTMDPLETLSRMASSTSSMSSL 
ARAWLSPEPGDSPGMVGGLPR 
ELPGMAPLECGEFQRPESLCAD 
RNELGSQSPEFPGQEEEDEDED 
DEEEDEDE 


22283 


52651 


A 


22411 


107 


2069 


GGVSPWRACVQQRMEESEPER 

KRARTDEV\LPEEAAPRRKMRT 

TRTTCPMCRYGSAGSLLLQKLL 

QRVRRKGAAEEEQQDSGSEPRG 

DEDDIPLGPOASNVSLLDQHQHL 

\KEKAESAAKESCQGRKQLEGK 

KEKILGRIVCRRAE\LDVK*KAD 

WLKGITVL1DPIKTQLGLPPR/Y 

MFLSMSEERHERVRK.KYHILVE 

GDGIPPPIKSFKEMKFPAAILRG 

LKKKGIHHPTP1Q1QGIPTILSCR 

DMIGIAFTGSGKTLVFTLPVIMF 

CLEQEKRLPFSKREGPYGLIICP 

SRELARQTHGILEYYCRLLQED 

SSPLLRC\ALCIGGMSVK\EQ\ME 

TIRQG V H MM VATPG/RALMDL 

LQKKMVSLDICRYLALDEADR 

M1DMGFEGD1RT1FSYFKGQRQ 

TLLFS ATMPKKIQN F A\KS AL VK 

PVTINVGRAGAASLDVIQEVEY 

VKEEAKMVYLLECLQKTPPPV 

LIFAEKKADVDAIHEYLLLKGV 

EAVAIHGGKDQEERTKAMEAFR 

EGKKDVLVATVDVASKGLVFPA 

IQHV1NYDMPEEIENYVHR1GRT 

GR\SGNTGIATTFrNKACDESFLI 

D\LKALLVRKPKQKVPPVL\QV 

L\HCGGWSPMLDIGRSSRGCAF 

CGG\LGH\R1TDCPKL\EA\MQTK 

QVSNIGRKDYLAHSSMDF 


22284 


52652 


A 


22412 


435 


1428 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22285 


52653 


A 


22413 




597 


HKMAPYSPLVTRLQKALGVRQ 
YHVASVLCQRAKMAMSHFEPN 
EY1HYDLLEKNIMVCKRLNWP 
LTLLEKIVYGHLDDPASQEIEQ 
GK/S/YLWLWPDHVAMLQF1SK1 
GATTSVFPYNHRMRRYLSK/TG 
RTDIANLADEFQDHLVPDPGCH 
YDQLIEIN LSELKPH INGPFTPD 
QAHPVAEVGKVAEKEGWPLDI 
RVGLT 


22286 


52654 


A 


22414 


29 


512 




22287 


52655 


A 


22415 


1 


543 




22288 


52656 


B 


22416 


271 


719 




22289 


52657 


A 


22417 


1 


2438 


SVHKMAPYSLLVTRL*KALGV 

RQYHVGSVLCQRARWAMSHF 

EPNEY1HYDLLEKS1NIVRKRLN 

RPLTLSEKIVYGHLDDPASQEIE 

RGKSYLRLRPDRVAMQDAYTA 

QMAMLQFISSGLSKVAVPSTIH 

CDHLIEAQVGGEE\DL\RRAKDI 

NQEVYNFLATAGAKYGVGFW 

KPGSGIIHQIILENYCVPWLSF*L 

GPDFHTPNGGG\LGG1\CIGSCG 

WPNAWEWNGLGIPWELKCPK 

V1GVKLTGSLSGWPSPKDVILK 

VAGILTVKGGTGAIVEYQGPGV 

DSISCTGMATICNMGAEIGATT 

SVFPYNHRMKKYLSKTGREDIA 

NLADEFKDHLVPDPGCHYDQLI 

EINLSELKPHINGPFTPDLAHPV 

AEVGKVAEKEGWPLDIRWGLU 

GSCTNFKLWKIWGRSAAVAKQ 

ALAHG\LKCKSQF\T1TPGFPRQI\ 

RATFE\RDGYAQ1LRDLGG\IVL 

ANACGPC1GQWDRKDIKKGEK 

NTIVTSYNRNFTG\RNDANPET 

HAFVTSPEIVTALAIAGTLKF\N 

PETD YLTGHGWARSFRLGG SR 1 

AD*VFPKGEF*PRGRDTYQHPP 

KADSSGAACWDLSPTSQRLQLL 

EPFDKWDGKDLEDLQILIKVKG 

KCTTDHISAAGPWLKFRGHLD 

NISNNLL1GAINIENGKANSVG\ 

NPVTQEFGPAPD\LARYYKKHG 

1\RWVVIGDENYGEG\SSREHAA 


22290 


52658 


A 


22418 


14 


260 


RLCIGDAGVSPVCGP/CSAGGGP 
R*LNLEGGEESSSVPRGG/CCSP 
VTATTAPGPCFPK* SDGSGCAE 
APDSGE/CS*ALGPHCGD 



2898 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22291 


52659 


A 


22419 


160 


460 


RLCIGDAGVSPVCGPLSAGGGP 
R*LNL*GGEESSSVPRGG/CCSP 
VTATTAPGPCFPK*SDGSGCAE 
APDSGNCGAFCALRSPHRHPGP 
KPARERLLLTGL 


22292 


52660 


A 


22420 


43 


418 


SLGCAEQN/FPA1AIQPGMAQEE 
RLSRYQQFKDFQRRILVATNLF 
GRGMDIERVNIVFNYDMPEDS 
DTYLHRVARAGRFGTKGLAITF 
VSDENDAK1LNDVQDRFEVNV 
AELPEE1D1STY1EQSR 


22293 


52661 


A 


22421 


1 


592 


RFSKYMPSVK.VSVFSRGLSIKK 

DEEVLKKNCPHVVVRTRARILA 

LVRNRSFSLQNVKHFVLDECD 

KMLEQLDM RRD VQEIFRLTPHE 

KQCMMF/ERLSRYQQFKDFQRR 

ILVATNLFGRGMDIERVNIVFN 

YDMPEDSDTYLHRVARAGRFG 

TKG L A 1 TF V S DEND A K 1 LN D VQ 

DRFEVNVAELPEE1DISTYIEQS 


22294 


52662 


A 


22422 


2 


575 




22295 


52663 


B 


22423 


100 


412 




22296 


52664 


A 


22424 


2 


441 




22297 


52665 


A 


22425 


682 


1032 




22298 


52666 


A 


22426 


1 


1324 


MAEQDVENDLLDYDEEEEPQA 

PQESTPAPPKKD1KGSYVSIHSS 

GFRDFLLKPELLRAIVDCGFEHP 

SEVQHECIPQAILGMDVLCQAK 

SGMGKTAVFVLATLQQ1EPVN 

GQSGQVHIFGLH1GARALVISEH 

1LKDEGAVEGCGVVQCLMARV 

TVLVMCHTRELAFQISKEYERF 

SK.YMPSVKVSVFFGGLSIKKDE 

EVLKKNCPHVVVGTPGRILALV 

RNRSFSLKNVKHFVLDECDKM 

LEQLDMRRVDVQEIFRLDTTPR 

KQCMMFSATL\SKD1\RPV\CRK 

FMQDPMEVF\VDDETKLTLHG\ 

LQQ YY V K.LKTS EKNRSL FDLL\ 

DV\LEFNQV\IIFVKSVQRCMAL 

AQLLWEQNFPAIXAIHRGMAQE 

ERLSRYQQFKDFQRRILVATNL 

FGRGMDIERVNIVFNYDMPEDS 

DTYLHRVARAGRFGTKGLAITF 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22299 


52667 


A 


22427 


9 


1535 


EAQQLVSERPAENRSWKCLLA 
ARGEERGASIMAEQDVENDLL 
DYDEEEEPQAPQESTPAPP\KKD 
IKGSYWSIHSSGFRDF/LCLKPE 
LLRAIGGLVAFEHPSEVQHE\CI 
PQGHPGAWDVLLPGQSPGMGK 
TAVFRCWPPLQQI\EPVNGQVT\ 
VLVM\CHTRELAFQISKEYERFS 
KYMPSVKVSVFFGGLSIKKD\E 
EVMKK.NCPHVVVGTPGR1LAL 
VRNRSFSLKNVKHFVLDECDK 
MLEQLDMRRDVQEIFRLTPHEK 
QCMMFSATLSKDIRPVCRKFM 
QDPMEVFVDDETKLTLHGLQQ 
YYVKLKDSE\KTRKVFDLWD\V 
LEFNQVDILRQGQCKRCMAIAA 
QLL\VEQNFPAQWPI\HRGNGPQ 
KERPVNAYQASSKDFPSGRDPL 
VATQ1LFG\RGMD1EAKSN1\VFN 
Y\DMP*GLGTPYL\HRV\ARRGR 
FGTKRP*PFTFVSDG\NDA\KILN 
DVNQDRF* S*MWAEL\PEEIDIST 
YIEQSRLNHQLARAGPPGAAPH 
AASPPLSRRHC 


22300 


52668 


A 


22428 


3 


290 




22301 


52669 


A 


22429 


1 


690 


MNQTSEKEIISKEQGNVKAAGA 
SDVVLYK1DVPANRYDLLCLEG 
LVRGLQVFKERNFFLTVLEVEK 
SKTKVEQ1QCLCSQED1ADKLG 
V Dl S ATFCA VH I SN PKTAEFQ V A 
RTTLLPGLLKTIAANRKMPLPL 
KLFE1SDIV1KDSNTDVGAKNYR 
HLCAVYYNKNPGFEIIHGLLDRI 
MQLLDVPPGEDKGGYV/IQSVG 
KLGVLHPDVITKFELTMPCSSL 
E1NIGPFL 



2900 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID ISO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


22302 


52670 


A 


22430 


2 


1834 


GTRPTVSVKRDLLFQALGRTYT 

DEEFDE\LCFEFGLELDEITSEKE 

IISKEQGNVKAAGASDVVLYKI 

D V L ATRYDLLCLEG LVRGLQ V 

FKERIKA.PVYKRVMPDGKIQKL 

I1TEETAK1RPFAGAAVLRNIKFT 

KD\RYDSFIELQEKLHQNICRKR 

ALVAIGTHDLDTLSGPFTYTAK 

RPSDIKFKPLNKTKEYTACELM 

NIYKTDNHLKHYLHIIENKPLYP 

VIYDSNGWVLSMPPI1NGDHSRI 

TVlslTRNI Fl ECTGTDFTKAKI VL 

Dl 1 VTMFSEYCENQFTVEAAE V 

VFPNGKSHTFPELAYRKEMVR 

ADLINKK VG 1RETPEN LA KLLT 

RMYLKSEV1GDGNQIE1EIPPTR 

ADIIHACDIV\EDAAIAYG\YNNI 

\QMHSPENFTP*ANQFPLNK\LT 

ELLRHDMA\A AGFH* STLPLAL 

CSQGRYWLDKLGVGYLWQQR 

A VH 1 SN\PKTAEFQ V ARTTLLPG 

PP*RP*AANRKV\PLPL\KLFEIS\ 

DI V I K\DSNT\DVG AKKTTRQSL 

VAGLLPTKNPG\FEINSWGCWD 

RIMAVCSDV\PPGGRQGGDM*F 

KASEGPAFFPGAMCRDSFARGQ 

SL\GKLG\VLHPD VIHQI WS* PLP 

CSSLE1XNIGPFL 


22303 


52671 


A 


22431 


1 


304 




22304 


52672 


A 


22432 


1 


642 




22305 


52673 


B 


22433 


1 


423 




22306 


52674 


A 


22434 


1 


525 


LHEHPVTESPMNCSVTLQLSLY 
MKSVA/GIGQTGKIEPVVLPLL 
WFAESGAMEGETLHTFYTQLV 
LMPKVMHYAQYVLLALGCVL 
LLVPVICQIRSQ/DRCWPEGSPG 
*QPFAFPPA*TD1ILWTEPATLM 
AEVSACCAPELPPPPHRVPQIIG 
AQAEVNEPGGPAFRALLDPGA 


22307 


52675 


A 


22435 


3 


483 


VRGSGNSHGEVSKGRMCLAGA 
LPLPGACAALVLLLVILPEPLRC 
PLHTLYGGRDPVDSIRLWRQA 
G E FRHKSNITFNNNDT V SFLE Y 
RTF\QFQPSKSHGSESDY IVMPN 
ILVLNKPRSTWISVCFVHGC1PA 
SRTGPRTESMHSKSLWKAWLA 
APGLPLL 



2901 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22308 


52676 


A 


22436 




1623 


RRRPRLLPGAEPCEPRVGPRRA 

DMGCSAKARWAAGALGVAGL 

LCAVLGAVMIVMVPSLIKQQV 

LK.NVR1DPSSLSFNMWKE1PIPF 

YLSVYFFDVMNPSEILKGEKPQ 

VRERGPYVYK/ESSRHKSNITFN 

NNDTVSFLEYRTFQFQPSKSHG 

SESDYIVMPNILVLGVNAVMME 

NKPMTLKLIMTL\AFTTLG\ERA 

FHGTALWGEVVMWGYKDPLVN 

LINKYFPGMFPFKGGFGVFAEL 

NNSDSGLFTVFTGVQNISRIHLV 

DKWNGLSKVDFWHSDQCNMI 

NGTSGQMWPPFMTPESSLEFYS 

PEACRSMKLMYKAESGVFEGIP 

TYRF V APKTLF ANG SI YPPNEGF 

CPCLESGIQNVSTCRFSAPLFLS 

HPHFLNADPVLAEAVTGLHPN 

QEAHSLFLDIHPVTI1PMNCSVK 

LQLSLYMK.SVAGIGQTGKIEPV 

VLPLLWFAESGAMEGETLHTF\ 

YTQLVL\MPKVMH\YAQYVPS 

WALGNCVLLLVPV/LSCQIRSQE 

KCYLFWSSSKKGSKDKEAIQA 

GSE*SLMTSAPKGS\VLQEAKL 


22309 


52677 


A 


22437 


198 


1062 


STCVEMPRNLLYSLLSSHLSPHF 

STSVTSAKVAVNGVQLHYQXHF 

GEGDHAVVLLLPGMLGSGETDF 

GPQLKNLNKKLFTVVAWDP\R 

GYGHSRPPDRDFPADFFERDAK 

DAVDLMKALKFKKVSLLGWS 

DGGITALIAAAKYPSYIHKMWI 

WG\ANAYVT\DERPAG*YEGHP 

RMVSQMGVEGKKESL*EALYG 

YDYFARTCEKWVDGIR\QFKHL 

PDGNICRHLLP\RVQ\CPPPLIVH 

G\EKDPLVPRFHADFIHKHVKG 

SRLHLMPEGKHNLHLRFADEF 

NKLAVEDFLQ 


22310 


52678 


A 


22438 


223 


393 


AQASPPLLPP**ERSNVPCPIS 



2902 



WO 01/075067 



PCT/US01/08631 



SEQ II) 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22311 


52679 


A 


22439 


524 


1516 


FILEDITGYVMAPIDGLLCREPR 

RGLYLEGTKPMTLFQIQFLNSV 

GDLLDLIPSLSPTKNGSLKVFKR 

WDMGHCSAL1KVLPGFENILFA 

HSSWYTYAAMLRIYKHWDFNII 

DKDTSSSRLSFSSYPGFLESLDD 

FYILSSGLILLQTTNSVFNKTLL 

KQVIPETLLSWQRVRVANMMA 

DSGKRWADIFSKYNSGTYNNQ 

YMVLGPEESKAEPQSLTKGT/P 

VTLWEQIPTY/VRNISGTNLMFL 

RGKGFWANSYNVPFHEKIYNWS 

GLSHC*FRKLGLGPTPYDFRPH 

EPK1FRRDPR/DK*LIRHPMKYI 

MRYN\NYKE\DPYSRGDPPVNT 


22312 


52680 


A 


22440 




306 




22313 


52681 


A 


22441 


698 


1613 


FQFFQIFPEYKNNDFYVTGESY 

AGKYVPAIAHL1HSLNPVREVKI 

NLNGIAIGDGYSDPESIIGGYAE 

FL YQIG LLDEKQKK\ YFQKQCH 

ECIEHIRKQNWFEAFEIL\DKLL\ 

DGDLTSDPFLTSQNVTGCS\NY 

YNFLRCTEPEDQLYYVKFLSLP 

E VRPAH PTLGN\QTFN\DG PI V * 

KVPCGEDTSTSPVKPW\LTE1\M 

NMYRVL1Y\NG\QLGHPSVAAAP 

DQSAPLMG\MDWXGSP\EYKK 

AEKK\VWK1FKS\DSEVA\GY1\R 

QVGDF\HQVI1RGGGHILPYDQP 

LRAFDMINRFIYGKGWDPYVG 


22314 


52682 


A 


22442 




258 




22315 


52683 


A 


22443 


366 


848 




22316 


52684 


A 


22444 


1 


585 


ECLCVSTAVRIRHELKTMLTEL 
LRGGSFEFKDMRVPSALVTLH 
MLLCSIPLSGRLDSDEQK1QND1 
ID1LLTFTQGVNEKLTISEETLA 
NNTWSLMLKEVLSSILKVPEGF 
FSGLILLSELLPLPLPMQTTQVS 
LPYNMHLINDCSNTF* KASDSV 
KKQKPSSPFLPKRHKITG*GGD 
KTETS WSLRKYGG KNFK 



2903 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22317 


52685 


A 


22445 


625 


2700 


YIRGHSTPRKLWSMHLHVQAK 

LLQEIVRSFSGTTCQPIQHMLRR 

ICVQLCDLASPTALLIMRTVLD 

LIVEDLQSTSEDKEKQYTSQTT 

RLLALLDALASHKACKJL A I LHL 

INGTIKGDERYAEIFQDLLALVR 

SPGDSVIRQQCVEYVTSILQSLC 

DQDIALILPSSSEGSISELEQLSN 

SLPNKELMTSICDCLLATLANS 

ESSYNCLLTCVRTMMFLAEHD 

YGLFHLKSSLRKNSSALHKLLK 

RVVSTFSKDTGELASSFLEFMR 

QILNSDTIG\CCG\DDNG\LMGSR 

RGAHTSRTMSINAAELNQLLQS 

TEESPEDLFLELEKLDLEHSKD 

DDNLYSLLD**RGLKQMLESSG 

DPLPLSDQDVEPVLSAPESLQN 

LFNNRTAYVLADVM\DDQLKS 

MWFTPFQAE\E1GTDLDLVKVD 

LIELSEKCCSDFDLHSE\LERSFL 

SEPSSPG RTKTTKGFKLG KH KH 

ETFITSSGKSEYIEPAKKEFMLC 

PPPRGRGRGGFGQGIRPHDIFRA 

QRKQNTSRPP\SMHVDDF\VAA 

E\SKEVVPQDGI/PSHPNRPLKVS 

QRISSRVGFSGNRGGRGAFHSQ 

N RFFTPP A S K.GN Y SRREG TRGS 

SWSAQNTPRGNYNESRGGQSN 

FNRGPLPQL\RPLKFPTG*PAPK 

SLGTRAS*MVRGG\LGTFPGLS 

AKLAASGGSRGKFVSGG\SGRG 


22318 


52686 


A 


22446 


2487 


3161 


TWWLHISI11PGGKKSYSPRLGR 
GKRFATFVLLVGGELCLTSYAP 
PSIHPILRSEAECLNYSIFSKFLA 
PAGEFALPRSFDNCPRVRLRAL 
RLALLILLTFILCWTPYYLLGM 
WYWFSPH\MLTEVPPSLSHILFL 
LGLLNAPLDPSPSYGAFTLGCR 
RGHQELSIDSSKEGSGRMLQEEI 
HAFRQLEVQKTVTSRRAGETK 
GISITSI*S*QSM*EQNSKSLVP 


22319 


52687 


A 


22447 


232 


337 




22320 


52688 


A 


22448 


1 


1449 




22321 


52689 


A 


22449 


1 


2004 





2904 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22322 


52690 


A 


22450 




1558 


APARDRAGGGRRALPRLPAAS 
ARARGLTRALSRAMACRQEPQ 
PQGPPPAAGAVASYDYLV1GGG 
SGGLASARRAAELGARAAVVE 
SHKLGGTCVNVGCVPKKVMW 
NTAVHSEFMHDHADYGFPSCE 
GKFNWRV1KEKRDAYVSRLNA 
IYQNNLTKSHIEIIRGHAFFYTSD 
PKPTIEVSG KKYTAPHILIATGG/ 
MVPSTPH *EPRSRGASL*1TSDG 
FFQLEEIVPAAASLVGARLPLSV 
EM AG ILAS ALG SKTSLM IRHD\K 
VLRSFDSMISTNCTEELENAGV 
EVLKFSQVKEVKKALNSGLEAS 
MVTAVPGRLPVMPMIPDVDCL 
LWAIGGVPNTKDLSLNKLGIQT 
DDKGH1IVDEFQNTNVKGIYAV 
GDVCGKALLTPVAIAAGRKLA 
HRLFEYKEDSKLDYNNIPTVVF 
SHPP1GTVGLTEDEA1HKYG1EN 
VKTYSTSFTPMYHAVTKRK.TK 
CVMKMVCANKEEKVVGIHMQ 
GLGCDEMLQGFAVAVKMGAT 
KADFDNTVA1HPTSSEELVTLR 


22323 


52691 


A 


22451 


51 


464 




22324 


52692 


B 


22452 


103 


1184 




22325 


52693 


A 


22453 


52 


148 




22326 


52694 


A 


22454 


1 


3282 




22327 


52695 


A 


22455 


145 


436 




22328 


52696 


A 


22456 


1 


3622 


MPGYRAGPFEEAFDREDERQ1E 
CQGRGVDRKITGEHTTFSGRSG 
PDHELTLDSGKGCTRSMVPASA 
ASEDRRKLPIIVEDEGGPTRSRA 
CSSPARGSRPPPSAIGCSPVAQA 
SDSAAGPARRTALQSLSSWLGY 
QIDRHSVPVYVFKSPLFSVIMAP 
KHKSSDAGNLDRPKRSRKVLPL 
SEKV K. VLDLIRKDKKS Y AE V A 
KIYGKNESSIREIVKKEKEIRASF 
AVSPPTAKVTATVRDKCLVKM 
EQALHLWVEE 


22329 


52697 


A 


22457 


3 


422 


VVELRCQDKEGNPAPEYTWFK 
DGIRLLENPRLGSQSTNSSYTM 
NTKTGTLQFNTVSKLDTGEYSC 
EARNSVGY/PQVPGKRMQVDD 
LNISG 1 1 A A VCGLG VCY AQRKG 
YFSKETSFQKSNSSSKATTMSE 
NDFKHTKSFII 


22330 


52698 


A 


22458 


1 


208 




22331 


52699 


A 


22459 


122 


321 





2905 
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PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offirst 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22332 


52700 


A 


22460 


2 


1169 


HTPKTEQTPIPGL EDPPLGSQLR 

RRPGEGETD1PSRAVPPLPPLPT 

LCSFPAPEVQGPPASCAPAAGT 

LDLLRAAGCRPGKMARRSRHR 

LLLLLLRYLVVALGYHKAYGF 

SAPKDQQVVTAVEYQEAILAC 

KTPKKTVSSRLEWKKLGRSVSF 

VYYQQTLQGDFKNRAEMIDFNI 

RIKNVTRSDAGKYRCEVSAPSE 

QGQKPG\EDTVTLEVLGDVHVL 

APAVPSCEVPSSALSGTVVELR 

CQDKEGNPAPEYTWFKDGIRLL 

ENPRLGSQSTNSSYTMNTKTGT 

LQFNTVSKLDTGEYSCEAVRNS 

VG*SEGPCETNASR*SQHKVGII 

GSRS*LWALVDFPFVGLVYSYG 

SEGKATFSKETSFQKSNSSSKAT 

TMSENDFKHTKSFII 


22333 


52701 


B 


22461 


57 


168 




22334 


52702 


A 


22462 


1 


682 




22335 


52703 


A 


22463 


398 


1465 


GTFPPSGL1TGKKRKALLGACD 
CTQIVKPSGVHLKLVLRFSDFG 
KAMFKPMRQQRDEETPVDFFY 
FIDFQRHNAEIAAFHLDRILDFR 
RVPPTVGR1VNVTKEILEVTKN 
EILQSVFFVSPASNVCFFAKCPY 
MCKTEYAVCGKPHLLEGSLSA 
FLPSLNLAPRLSVPNPW1RSYTL 
AGKEEWEVNPLYCDTVKQ1YP 
YNNSQRLLNV1DMA IFDFLIGN 
MDRHHYEMFTKFGDDGFL1HL 
DNA\RGFGRHSH\DEIP1LSLLSQ 
CGM1KKNTLLHLQ\LLAQADYR 
LS\DVMRESLLEDQL\SPVLTEP 
HLLAL\DRRLQTILRTV\EGCIV\ 
AHG\QQSVH*FDGPSGNSSGPR 


22336 


52704 


A 


22464 


2 


424 


GRVGVSAVIVRAWITHKYSGR 
DWNVKWEENLLHAVAKNYTL 
LQT1PPFERPFKDHQVCLEWNM 
GYIWNLRANRIPQCPLEN/DFRE 
DFHYNDTAGYFIIGGSRYVAGI 
EGFFGPLKYYRLRSLHPAQIFNP 
LLEKQLAEQIS 


22337 


52705 


A 


22465 


23 


323 














287 


LSVQMYAQAALDGDSQGFFNL 
ALLIEEGIAYERCWSHSNEESFS 
PCSLAWLYLHLRLLWGA1LHSA 
LIYFLGTFLLSILIAWTVQYFQS 
VSGKDL 


22339 


52707 


A 


22467 


1 


348 




22340 


52708 


A 


22468 


1 


738 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22341 


52709 


A 


22469 


1 


507 




22342 


52710 


A 


22470 


187 


3682 


SILCLLSPCVVQFGKPVVSILSS 

RSRHSPCTKKG WEG MRKHLHT 

RQGHK*VHV\KFP\SIMGLQGM 

DYFHPDISIFCNLAVIVRAWUTH 

KYRGRDWNVKWEENLLHAVA 

KXNYTLLQTIPPFERPFKDHQVC 

LEWNMGYIWNLRANRIPQCPL 

ENDV VALLGFPYASSGENTG 1 V 

KKFPRFRNRELEATRRQRM D Y P 

VFTVSLWLYLLHYCKANLCGIL 

YFVDSNEMYGTPSVFLTEEGYL 

HIQMHLVKGEDLA 


22343 


52711 


A 


22471 


3 


153 




22344 


52712 


A 


22472 


1 


408 


TEPEFPGRRFRPRMAVMAP\RT 
LVLLLSGALALTQTWAGSHSM 
RYFSTSVSRPGRGEPRFIAVGYV 
DDTQFVRFDSDAASQRMEPRA 
PWIEQEGPEYWDEETGKVKAH 
SQTDRENLRIALRYYNQSEAGS 
HTLFPR 


22345 


52713 


A 


22473 


1 


823 


MAVVAPRTLLLLLSGALALTQT 

WAGSHSMRYFSTSVSRPGSGEP 

RFSAVGYVDDTQFVRFDSDAA 

SQRMEPRAPWMEQEEPEYWDR 

QTE1SKTNAQIDLESLRJALRYY 

NQSED/GPPPKTHMTHHP1SDHE 

ATLRCWALSFYPAEITLTWQRD 

GEDQTQDTELVETRPAGDGTF 

QKWASVVVPSGQEQRYTCHVQ 

HEGLPKPLTLRWEPSSQPTIPIV 

GILAGLVLFGAVIAGAVVAAV 

MWRRKSSDRKGGSYSQAASSD 

SAQGSDVSLTACKV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22346 


52714 


A 


22474 


1 


1162 


NSRVDDFVAVMAPRTL\LLLLS 

GALALTQTWAGSHSMRDVFFTS 

VSRPG\R*EPRFIAVGYVDDTQF 

VRRDSDAASQRMEPRAPWIEQ 

EGPEYWDQETRNMKA\HSQTD 

RENLRIALPLTYNQSEAGS\HTL 

QMMFGCERGGSDGALSFRGLP 

PVTAY\DGKGFTFALNE\DLRS 

WTAAADMAAQITQRKWETPPM 

WRS/EQEEAYLEG\QCV\DGLRR 

YLVENGKEDAAAQRTPPKTHMT 

HHP1S*P*RPL*RCW\AL\AFYPC 

GDHT*PWQRDG\EDQTQ\DTEL 

V\ETRPAGDGTF\HKWAAVVVP 

SGEESEITPANVQQ*RVLPKPLT 

LKM/WEPSSPAHPSPIVGHHLLA 

LVL/LLGAFDHLKLWVAAVML 

KEGTAQVGKG*KIEKGGSYSSR 

LPSQ 


22347 


52715 


A 


22475 


9 


316 


1PAMGLETEKADVQLFMDDDS 

YSHHSGLEYADPEKFADSDQD 

RDPHRLNSHLKAILMPFVKTCL 

MVLPSVQTIWK.SVTDVIIAPLCT 

SVGRCFSSVSLQLSQD 


22348 


52716 


A 


22476 


3 


606 


RPRTKAAMGLETEKADVQLFM 
DDDSYSHHSGLEYADPEKFADS 
DQDRDPHRLNSHLKLGFE\DVI 
AEPVTT\HSFDKVW\ICSHALFEI 
\SKYRM\YRSLT\VFLGHSPWAFI 
CGEFSFATL\SCLAHLGF*WPFV 
\KTCLM/VFLPSVQTIWEEC*QM 
V/I SLAPLC\TSVG\RCFLFLFSLA 
TEPRNGILGPQVWRLGYCNTSF 
VIIT 


22349 


52717 


A 


22477 


101 


432 


ATRDQLKAKPENLLGSISRDSG 
RTQEGIPARVPYPPPP/PTREPPQ 
ST* PGRNGLLGCLGGG APRPG 
WLDSEAGGAPAFHCPG*CPRRH 
RRGGTRLKQLPPPPTTVHDQPL 


22350 


52718 


A 


22478 


794 


1209 


VKVDEVTVKHLGCQRCQWSRC 
PPSCSGTCLCCGAEAPCAAQPA 
WPPPPAAPPPTPPAPPSDVNSSCT 
Q* PTPRCGT* DKDKG I FTLPKG H 
P*V*SLEHGFLKLGSCP\PPPPHA 
LVRPPQVRFNTPHGAEPQRDQL 
PQST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22351 


52719 


A 


22479 


3 


1041 


GSNCPLRQADPGPPRHTLFMDF 
VAGAIGGVCGVAVGYPLDTVK 
VRIQTEPKYTGIWHCVRDTYHR 
ERVWGFYRGLSLPVCTVSLVSS 
VSFGTYRHCLAH1CRLRYGNPD 
AKPTKADITLLGCGLRTRPRVP 
DVAH*GGQSPLADADTGFLSSS 
GGFRLSALLAAPPMCPVPPACP 
EPKYRGPLHCLATVAQ\EEGLC 
GLYKGSLALVLRDGHSFATYFL 
SYAVLCEWLSPAGHFRPDVPG 
VLVAGGCAGVLAWAVATPM\D 
GIKSRLEANGQGQYNGYRGLLH 
CMVTSVREEGPRVLFKGLVLN 
CCRAFPVNMVVFVAYEAVLRL 
R PG S A HH SR SPTPRG ATHQQL V 


22352 


52720 


A 


22480 


38 


453 




22353 


52721 


A 


22481 


287 


413 


DMDYRRGGWTV1HRKIGGR1D 
FQRVR*DYLHGYADLLREFWL 


22354 


52722 


A 


22482 


1 


393 


MPKLLKWNYEGGACWGNLW 

KLPNVERLCFSEATVFRSAAQC 

LVVGLGLLLVSRACSHEDAIEW 

RGDSSVVNIVEDGSNAKDESKS 

NDTVCKEDCEESCDVKTKITRE 

EKHFMCIFHNVQSLGTVCGEK 

GIDVN*NYTRRKTFHVYLPQCS 

VTGNSLRGERH 


22355 


52723 


A 


22483 


505 


854 




22356 


52724 


A 


22484 


584 


1009 


FTQKDLFIPFEVMCDMDYRGG 
GWTVIQKRIDGI1DFQRLWCDY 
LDGFGDLLGDAFL\FL*KEDNQ 
NAMPFSTSDVDNDGCRPACLV 
NGQSVKSCSHLHNKTGWWFN 
KCGLANLNGIHHFSGKLLATGI 
QWGTGNQKQLTWQE 


22357 


52725 


A 


22485 


1 


3123 


MSHRARPCPAPFLFWMLGVKT 

EPAGQDRRKKARSRCCIFRVHA 

SGL WGLRFPS V E WGKPSRDKA 

QLSESPPQSVYLFAETALSAIVP 

GDGVAGGGGTGDGGPGAPYPG 

AVADMEELTIWEQHTATLSKD 

PRRGFGIAISGGRDRPGGSMVV 

SDVVPGG PAEGRLQTGDHI VM 

VNGVSMENATSAFAIQILKTCT 

KMANITVKRPRRIHLPATKASP 

SSPGRQDSDEDDG PQRVEEVD 

QGRGYDGDSSSGSGRSWD 


22358 


52726 


A 


22486 


191 


267 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22359 


52727 


A 


22487 


2 


609 


PPPRSSEDPAKMAEVEHEEGSG 
PFRKFTLPAAVDL\DQ\RLDISY 
DQLEQPMQAVPVARPAAGGLN 
PGACGRKQ\HSPA*KRLLQGPS 
KGGAAPCHKPEAGEDATLRD\ 
MII\LPEMWGS\MVGVYH\GKTF 
\NQVEDQGVCGRPCRLGWAGV 
A*CRRDQLTPSFALGLPQPEMI 
GHYLGEFSITYKPVKHGRPGIG 
ATHSSRFIPLK 


22360 


52728 


A 


22488 


3 


461 


STISLYCGLKTCPKLTCAFPVSV 
PDSCCRVCRGDGELSWEHSDG 
DFFRQPATREASHSCHRSHYDP 
PPSRQAGG LSRFPG ARSH RG AL 
MDSQQ A SGTI VRF VLNN K.H K.H 
GQVCVSNGRTYSHGESWHPNL 
RA FG1 VEC VLCTPTP1D\WPQGD 
*GKCRHGCPTLHYVD*LPLEKQ 
V 1 LATALTM1LHQADRLEVCPA 
FLGPEVTGELLWIPSKHQEPLC 
DLSSITNTSMDKCVFPMEGPIL 
M ASPGTQTSGLLA L WS VC Y VL 
PPPS1VPQGD 


22361 


52729 


A 


22489 


656 


1495 


TGDGELSWEHSDGDIFRQPANR 

EARHSYHRSHYDPPPSRQAGGL 

SRFPGARSHRGALMDSQQASG 

TIVQIV1NNKHKHGQVCVSNGK 

TYSHGESWHPNLRAFG1VECVL 

CTCNVTKQECKK1HCPNRYPCK 

Y PQKIDGKC * QN STCFLIPEELP 

GQSFDNKGYFCGEETMPVYES 

VFMEDG ETTRK I AL ETERPPQVI 

CSTFCL A\QG I LQHFHIEKISKR 

MFEELPHGHFAFVCLLGQWKIF 

TEGEAQISQMCSSRVCRTELED 

LVKVLYLERSEKGHC 


22362 


52730 


A 


22490 


1 


477 




22363 


52731 


A 


22491 


1 


294 




22364 


52732 


A 


22492 


56 


4042 


VFFTSMGEHLQKLIPASPACLA* 
1PQACQP*PPTPPAWQCRNLR/L 
AASRHQEPRGEVGGPLGHGAE 
RILAVPVRTDAQGRLVSHVVSA 
ATSRAGVRARRAAPVRTPSFPG 
GNEEEPGSHLFYNVTVFGRDLH 
LRLRPNARLVAPGATMEWQGE 
KGTTRVEPLLGSCLYVGDVAG 
LAEASSVALSNCDGLAGL1RME 
EEEFFIEPLEKGLAAQEAEQGR 
VHVVYRRPPTSPPLGGPQALDT 
GASLDSLDSLSRAL 



2910 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22365 


52733 


A 


22493 


173 


1148 


QALGLPSLLAVLALSTTDRASF 
SAVISRSPQRTVSSTRKEQRPLV 
FAFSALRLGTNACKMDGFCSTF 
LGAPGIRLKLLTPAGTHKSERD 
RTATPTRHHEKRLFCSSLSIGRQ 
AEEAWRADHPLPESRLFGLVPL 
GGAAWCRLAGSFCVCSLRLPRP 
IELVRAASGALLGAVRRRNHGP 
PHCFSTATLLCKAYRGGHLTIR 
LALG\GAPNRPFYRIVAAQNKC 
PRDGPFP*SKLGPPYDP/LLPPNS 
HGEKTPCPLN\LDRI\RHW1G\CG 
APPLLSPMEKLLGLAGFFP\LHP\ 
MMITNAERLRRKRAREVLLAS 
QKTDAEATDTEATET 


22366 


52734 


A 


22494 


2 


4985 


AGATTALELPGQPSVTGVPELP 
GLPSATRALELSGQPVATGALE 
LPGPLMAAGALEFSGQSGAAG 
ALELLGQPLATGVLELPGQPGA 
PELPGQPVATVALE1SVQSVVT 
TSELSTMTVSQSLEVPSTTALES 
YN/DERSMMSSYERSMMSYER 
SMMSPMAERSMMSAYERSMM 
SAYERSMMSPMAERSMMSAYF. 
RSMMSAYERSMMSPMADRSM 
MSMGADRSMMSSYSAADRSM 
MSSYSAADRSMMSSYTADRSM 


22367 


52735 , 


A 


22495 


18 


174 


ALIKKHFIF*IAAAKPTPPKSQV 
TLTKEFPVSSGSQHRKKEADSV 
YGEWVL 


22368 


52736 


A 


22496 


3 


595 


1KKHFIF*1AAAKPTPPKSQVTLT 

KEFPVS\SGPQHRKKEADSVYG 

EWVPVEKNGEENKDDDNVFSS 

NLPSEVSRRNIMYFSFF1PESAH 

F1VMLCLIWDSVSLFLRAGVKR 

QGRV*DGQM\KQPAASH\LTVT 

RM/CNSLCG\TKATKWKRLRFA 

ENSVI\TSLPMGPSLHLWEGSP 

WYSIPFSFPSLLLLKVGEVEFKR 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22369 


52737 


A 


22497 


3 


5618 


SSELPGPSVTPVPQLSQELPGLP 

APSMGLEPPQEVPEPPVMAQEL 

PGLPLVTAAVELPEQPAVTVA 

MELTEQPVTTTELEQPVGMTTV 

EHPGHPEVTTATGLLGQPEATM 

VLELPGQPVATTALELPGQPSV 

TGVPELPGLPSATRALELSGQP 

V ATG ALELPG PLMAAGALEFS 

GQSGAAGALELLGQPLATGVL 

ELPGQPG APELPGQP VATV A L E 

ISVQSVVTTSELSTMTVSQSLEV 

PSTTALESYNTVAQ 


22370 


52738 


A 


22498 


1 


4685 


MAPESH1LASNTMETHILASNT 
MDSQMLASNTMDSQMLASNT 
MDSQMLASSTMDSQMLATSSM 
DSQMLASNTMDSQMLASNTM 
DSQMLASSTMDSQMLATSSMD 
SQMLATSSMDSQMLATSTMDS 
QMLATSSMDSQMLATSSMDSQ 
MLATSSMDSQMLATSSMDSQM 
LATSTMDSQMLATSTMDSQML 
ATSSMDSQMLASGTMDSQMLA 
SGTMDAQMLASGTMDAQMLA 
SSTQDSAMLGSKSPDPYRLAQD 
PYRL 


22371 


52739 


A 


22499 


291 


7655 


KRAPEKVDAYLYKQILLMKLP 

TKKSKKHKKHKNKKKKKKKE 

K.EKKYKRQPEESESKTKSHDD 

GNIDLESDSFLKFDSEPSAVALE 

LPTRAFGPSETNESPAVVLEPPV 

VSMEVSEPHILETLKPATKTAE 

LSVVSTSVISEQSEQSVAVMPEP 

SMTKILDSFAAAPVPTTTLVLK 

SSEPVVTMSVEYQMKSVLKSV 

ESTSPEPSKIMLVEPPVAKVLEP 

SETLVVSSETPTEVYPEPSTSTT 

MDFPESSAIEALR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22372 


52740 


A 


22500 


90 


2166 


SQHFGRLRRVDYLRTSKMQTSS 

SRSVHLSEWQKNYFAITSGICT 

GPKADAYRAQILRIQYAWANS 

EISQVCATKLFKKYAEKYSAIID 

SDNVESGLNNYAENILTLAGSQ 

QTDSDKWQSGLSINNVFKMSS 

VQKMMQAGKKFKDSLLEPALA 

SVVIHKEATVFDLPKFSVCGSS 

QESDSLPNSAHDRDRTQDFPES 

NRLKLLQNAQPPMVTNTARTC 

PTFSAPVGESATAKFHVTPLFG 

NVK.KENHSSAKENIGLNVFLSN 

QSCFPAACENPQRKSFYGSGTI 

DALSNPILN KAC SKTEDNG PKE 

DSSLPTFKTAK.EQLWVDQQKK 

YHQPQRASGSSYGGVKKSLGA 

SRSRG1LGKFVPPIPKQDGGEQN 

GGMQCKPYGAGPTEPAHPVDE 

RLKNLEPKMIELIMNEIMDHGP 

PVNWED1AGVEFAKATIK.EIVV 

WPMLRPDIFTGLRGPPKG1LLFG 

PPGTGKTLIGKCIASQSGATFFSI 

SASSLTSKWVGEGEKMVRALF 

AVARCQQPAVIF1DEIDSLLSQR 

GDGEHESSRRIKTEFLVQLDGA 

TTSSEDRILVVGATNRPQEIDEA 

ARRRLVKRLY I PLPEA S A RKQI 

VINLMSKEQCCLSEEEIEQIVQQ 

SDAFSGADMTQLCREASLGPIS 

AV/SQTADIATITPDQVRPIAY1D 

FENAFITVRPIVSPKDL*LYENW 


22373 


52741 


A 


22501 


3 


523 


FFFFFPAFKMSKRG\RGWVPSG 
CRKFPDFPLGLP\VGTL*SNWCL 
TNT\GAQKTLYI\ISREGGIKGTG 
LTRLPRLPGVGVDMVMAHSSRK 
ANPELQKKGYIPAWVIRQRKVI 
TVGKRWRCFFIFED\NAGVIGD\ 
N KGVEMKGF AITGVPRAKEC AD 
LWPRDCIQMLGSIAWFSQYIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22374 


52742 


A 


22502 


3 


946 


GPSASVSFWLWSQQHSPRIRHP 
RPGERRRLLHG I PHPTAEKQPA 
PLRPERRGGRRRRPAGRRGCA* 
/GGARPCSSRSS*PASTPAPRAA 
PPCRSPCSARPRTGPRTGAGRPR 
AP/HDGPPCATPDPRDQAS\PLPP 
RGPRPRVAPGSP\PEGHPRELPS 
EGSPGPRAPGQRHVRPPRAVLR 
PRGLRGGGCPGPAHPAPRLQRR 
RAPGEAAAPGPRWPGRPGRGR 
AQALVPAARSRCFWKLWEAVF 
CLPVAAAPTRRFGARQRPQLW 
LHGHKGGQVGEVSSHSAGEEH 
LVPHAAPKRAREPHGRSGSPGG 
IASSWQDGS 


22375 


52743 


A 


22503 


34 


823 




22376 


52744 


A 


22504 


424 


2339 


LLRGTLQSYAWTSVIPDTATELR 

DAPEKTLACMGLAIHQVTICLM 

HTFVTFLMFAHTCTPCLTMVN 

VPH1HAR*GI*CIKVLLRMGH*R 

PFKNENAHRGTVVRVSNIKPLC 

TKMAFLCAACGEIQSFPLPDGK 

YSLPTKVIRSLTASLFILVKKAN 

QNTEN1SRQSIK*AIRLLHKRQA 

LDVTLLRKSIILLHDLVDSCVPG 

DTVTITGIVKVSNAEEGRVQLF 

SLFVSQ**FINVHLF*DAPPHILV 

VGDPGLGKSQMLQVDNQSFSV 

CSFACKMR**FTSEFSPLSKDSS 

SGDFALEAGALVLGDQGERPK 

GI1SDSGTF* KAFSFSVNFLSISL 

AKAGVVCSLPARTSIIAAANPV 

GGHYNKAKTVSENLK*VSSNIY 

TFNVLNHFNSIRKRNSSHLLSEH 

VIAIRAGKQRTISSATVARMNS 

QDSNTSVLEVVSEKPLSERLKV 

*MFLLLIQFGSV*MSKFSVWLIV 

DVYPRLSTEAARVLQDFYLELR 

KQSQRLNSSPITTRQLESLIRLTE 

VCFFLWSCFFWLKGEGCALTSL 

LKYR*DKNFKLF*MKYQLSSHL 

KLGNRPNRSTAKRFISALNNVA 

ERTYNNIFQFHQLRQIAKELNIQ 

VADFENFIGSLNDVQGYLLKKG 

PKVY\QLQTM 


22377 


52745 


A 


22505 


73 


214 




22378 


52746 


A 


22506 


1 


503 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22379 


52747 


A 


22507 


3 


1000 


ESKLEGKAAQDIKDEEPGDLGR 

PKPECEGYDPNALYCICRQPHN 

NRFMICCDRCEEWFHGDCVGIS 

E ARGRLLERNGEDYICPNCTI L 

QVQDETHSETADQQEAKWRPG 

DADGTDCTSIGTIEQKSSEDQGI 

K.GRIEKAANPSGKKKLKIFQPG 

PGPVPTQLPVLWQVLEIAVSRSI 

SAFTLLHCISCKVIEAPGASKCI 

GPG\CCHVAQP\DSVYC\SNDCIL 

KHAAXATMKFLSSGKEQKPKPK 

EKMKMKPEKPSLPKCGAQAGI 

KISSVHK.RPAPEKKETTVKKAV 

VVPARSEALGKEAACESSTP\S 

W A S\DHN YN A\ VKPEKT A APSP 

VTVV 


22380 


52748 


A 


22508 




2330 


MAAAEGKERAGGRASGRGRSE 

PPRPGARASDAGPGGLREVEGT 

GEHSVVAAGTVPRVGVGAAAR 

GEERRAGLGECGPGLGGCVAG 

LISGKSVQAFSVGAGRWPLLRV 

FGGNVTFCSVVSWSLCAYTLPL 

GMDDKGDPSNEEAPKAIKPTSK 

EFRKTWGFRRTTIAK.REGAGD 

AEADPLEPPPPQQQLGLSLRRS 

GRQPKRTERVEQFLTIARRRGR 

RSMPVSLEDSGEPTSCPATDAE 

TASEGSVESASETRSGPQSASTA 

VKERPASSEKVKGGDDHDDTS 

DSDSDGLTLKELQNRLRRKREQ 

EPTERPLKGIQSRLRKKRREEGP 

AETVGSEASDTVEGVLPSKQEP 

ENDQGVVSQAGKDDRESKLEG 

KAAQD1KDEEPGD\LGRPKPEC 

EGYDPNALYC1CRQPHNNRFMI 

CCDRCEEWFHGDCVGISEARG 

RLLERNGEDYICPNCTILQVQD 

ETHSETADQQE A *MG DLG DA\D 

GTDFYTSIGNIRSRSLSRRPK.GLK. 

GRIEKAANPSGKKELKIF\QPVL 

EIAVSRSISAFTLLHC1SCKV1EA 

PGASKCIGPGCCHVAQPDSVYC 

SNDCILKHAAATMKFLSSGKEQ 

KPKPKEKMKMRPEKPSLPKCG 

AQPVQWLLLLSSWQLGTSSGL 

QVTLCQPPFTEHKWLKFSVLHG 

ETAGPPRAHRIRKLNKYWGAC 

HHCMPLRPLPCLPGWPRSSPSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22381 


52749 


A 


22509 


149 


2001 


IQPPDPRNMTLAAYKEKMKELP 

LVSLFCSCFLADPLNKSSYKYE\ 

AGVGDSVGGRMKASGKTVLT 

GRERRAQADTV\DLNWCV1SD 

MEVIELNKCTSGQSFEVILKPPS 

FDGVPEFNASLPRRRDPSLEEIQ 

KKLEAAEERRKRGPDLVIYEIH 

SPASLPFHSSDASVLGD1PPTTY 

SN1SNSNQELLLMGGSPAPEQP 

HYEANILERSETTSYDNGSDAA 

QSFKVDGRCVFYINIPIPSNEGK 

VLWKAPEIATAKEPTWSPLGST 

GPRPCQILVVKSPVVHGKGPVL 

SGCGLDLLEQPTFALCFLVAGA 

VTITFLSCSGEEAREESAPKAMS 

ERQARRGGAEKQGAEGRGLQA 

VTTPELPYRMGLGAAFLLKERS 

GVLPGSFICEDFTAALKQDEEIG 

TMKGKIREAYFKSFVPTPVAFS 

GGVMLPTGGTLEMCGNNFGGH 

KEQAGTVLPAFAIALRVTPSAS 

LVLRPLNLDQAMLQGSLGLQL 

ADGLFWDLASIMDWTASRIQPS 

VSSSMKICQAFPGRPLAILLAQC 

AYVYGTWMKLEAI1LTKLTQE 

QKTKHHLFSLPCCMPADISYRQ 

RCLGEPPHCTVWNRHLESLVM 

MSNSTTSPCSELL1FEVPPVAPE 


22382 


52750 


A 


22510 


373 


990 


IQPPDPRNMTLAAYKEKMKELP 
LVSLFCSCFLADPLNKSSYKYE 
ADTVDLNWCVIFRHWKVIEVLN 
KCT/SGANSFEVILKPPSFDGVP 
EFNASLPRRARP1PWEEIPVRKL 
GRRLRERREVTREADP*KQLAE 
KR\EHEERGDSKRAFRETTTFIK 
M A K/EKN L AQ KM E SN REN RE A 
HLAAMLERLQEK\DKHAEEVR 
KNKELKEEASR 


22383 


52751 


A 


22511 


524 


1107 


LCSPKVLGLNASCQKNFLKQK 
KSIKTLSTSQ/YSVSGYSLARSE 
NAHPEFRMAMKDGELVIWDSV 
HPCYTVFHEQTETFSSLWSEYH 
DDFRQFLHIYSQDVACYGENLA 
YFPKGFIENMFFVSANPWVSFT 
SFDLNVANMDNFFAPVFTMGK 
YYTQGDKVLMPLAIQVHHAVC 
DGFHVGRMLNELQQYCDEWQ 


22384 


52752 


A 


22512 


1 


1413 




22385 


52753 


B 


22513 


1 


2787 




22386 


52754 


A 


22514 


1 


1638 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22387 


52755 


A 


22515 


71 


2421 


YTVCYFLQAAEEDETQNQHDD 

SSSDSGTPSGPDFNYILNMSLW 

S LTKEK V E E L I KQRD A KG RE\ V 

NDLKRK\SPSDLW\KEDLAGIC 

WRDWDKV/ENSPRNEEDVLAG 

MSGKSNLKGKVGKP\KVKKLQ 

LEETMPSPYGRRI1PE1TAMKAD 

ASKKLLKKK/KGVDLDTAAVKX 

VEFDEEFSGAPYVEGAGEEGIDS 

HQFPINK\GPKP\RREKKEPGS\R 

VRKTPTSSGKPSAKKVKKRNP 

WSDDESKSE SDLEETEP V VI PR 

DSLLRRAADIHRLGGEGFDAGL 

TVFAPLFASPFPPRGAPYLKAA 

CQTPRSGIGATAISGEALKGAV 

SSGVDPRWASHLRVKLLEKSFS 

LQEIQSTEKVLSQQAKTLSLLG 

EPKLSKQLTGTCIYRKTNLALC 

RGPAAAKSLFQGAVRNDRNKK 

KKETSKQECTESYEMTAELDDL 

TEKI PvKAHQETFPSLCQLGKYT 

TSLQKGMQRCQ1LDLSSVRPIV 

DVRPPELQDSKLVLVQAAKCA 

PLADHCSKPVLLKEGPEDQKD 

QHDVGDCWNPECQTLFDQNN 

AAKKEESETANKNDSSKKLSVE 

RVYHIKTQLEH1LLRPDTY1GSV 

EPLSKVAEEGPAAVGGWKGWF 

GTESRKDPKPTGTEEVERGVW 

LSGREGRLLSPSVVTTMVLAEN 

SAIRFVGGKPSSDTVPKPKRAP 

KQKKVVEAVNSDSDSEFGIPKK 


22388 


52756 


A 


22516 


1424 


4860 


GRDRYGVFPLRGKILNVREASH 
KQIMENAE1NNIIKIVGLQYKKS 
YDDAESLKTLRYGKIMIMTDQ 
DQDGSHIKGLLINFIHHNWPSLL 
KHGFLEEFITPIVKASKNKQELS 
FYSIPEFDEWKKHIENQKAWKI 
KYYKGLG\TSTAKEAKEYFA\D 
MERHRILFRYAGPEDDAAITLA 
FSKKKIDDRKEWLTNFMEDRR 
QRRLHGLPEQFLYGTATKHLTY 
NDFINKELILFSNSDNERSIPSLV 
DGFKPGQRKV 


22389 


52757 


A 


22517 


87 


292 




22390 


52758 


A 


22518 


1 


903 




22391 


52759 


A 


22519 


3 


311 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22392 


52760 


A 


22520 




1087 


MPSAAWKRPVEGPATLRRPLGI 

AAASQCPSSPQPGCLIGAVNLK 

SSNRTPVVQEFESVELSC1ITDS 

QTSDPRIEWKKIQDEQTTYVFF 

DNKIQGDLAGRAEILGKTSLKI 

WNVTRRDSALYRCEVVARNDR 

KEIDEIAIEVTYVQVKPVTPVCR 

VPKAVPVGKMATLHCQGE*GP 

PPAVHYSWYRNDVPLPTDSRAN 

PRFRNSSFHLNSETGTLVFTAV 

HKDDSGQYYC1ASNDAGSARC 

EEQEMEVCHTDK.RGGFPWSW 

AAPHLWFLQDTALLPAALTGW 

CSVSVAFPGAQCKLSVDLSFWG 

LEDGGPLLTAPLGSTPVGTLCR 

GSDPTFPFCTALADDLYESPTPA 

ANFCLDIQAFSYIL 


22393 


52761 


A 


22521 


628 


1117 


FF1SV1NGQVSSVQRLSGVGPAC 

LSCGSANPGPPPGTSPGAGAQR 

R*\PRADGSGSPQWPRGARVGG 

GRLGTGGRGRPGWRQVPRRLS 

PGFGR*GGTGPGPVGTSGKRGP 

SRRRAPANDKAACWPRPPGQP 

AS* TGFRGERG VKGFSS WGSG 

WRAWEDGGTVH 


22394 


52762 


A 


22522 


2 


238 




22395 


52763 


A 


22523 


131 


2891 




22396 


52764 


A 


22524 


131 


3103 


LVSFLLFQDALPEGDASPLGPY 
LLPSG APERG SPGKEHPEERVV 
TAPPSSSQSAEVLGELVLDGTA 
PSAHHD1PALSPLLPEEARPKHA 
LPPKKKLPSLKQVNSARKQLRP 
KATSAATVQRAGSQPASQGLD 
LLSSSTEKPGPPGDPDPIVASEE 
ASEVPLWLDRKESAVPTTPAPL 
Q1SPFTSQPYVAHTLPQRPEPGE 
PGPDMAQEAPQEDTSPMALMD 
KGENELTGSASEESQETTTSTIIT 
TTVITTEQAP 
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SEQ ID 

NO: 


SEQ ID NO: 
uf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22397 


52765 


A 


22525 


474 


2527 


SASPLGPYLLPSGAPERGSPGK.E 

HPEERVVTAPPSSSQSAEVLGE 

LVLDGTAPSAHHDIPALSPLLPE 

EARPKHALPPKKKLPSLKQVNS 

ARKQLRPKATSAATVQRAGSQ 

PASQGLDLLSSSTEKPGPPGDPD 

P1VASEEASEVPLWLDRKESAV 

PTTPAPLQISPFTSQPYVAHTLP 

QRPEPGEPGPDMAQEAPQEDTS 

PMALMDKGENELTGSASEESQ 

ETTTSTIITTTVITTEQAPGMQPP 

TPMGEGPPIVKHTWILDKCNVA 

TLQST*ALGPNEGY1DSSDYPLL 

PLNNFLECTYNVTVYTGYGVE 

LQVTPGEYPDGELLSIRGVDGP 

TLTVLANQTLLVEGQVIRSPTN 

TISVYFRTFQDDGLGTFQLHYQ 

GRVRPRLFPRRPDSGDVTVMDL 

HSGGVAHFHCHLGYELQGAK 

MLTC1NASKPHWSSQEPICSGM 

LQPQPHNAT1GRVLSPSYPENT 

NGSQFCIWT1EAPEGQKLHLHF 

ERLLLHDKDR*SSEGPQTNKSA 

LLYDSLQTESVPFEGLLSEGNTI 

RJEFTSDQARAASTFNIRFEGEG 

PWELYEPYIQNGNFTTSDPTYNI 

GTIVEFTCDPGHSLEQGPAIIECI 

NVRDPYWNDTEPLCRGERIHN 

ASAVAGVVLSPNWPEPYVEGE 

DCIWKIHVGEEKRJFLDIQ/FVS 

V*NGSVFSQEKVRPTPEWW 


22398 


52766 


A 


22526 


131 


3125 


LVSFLLFQDALPEGDASPLGPY 
LLPSGAPERGSPGKEHPEERVV 
TAPPSSSQSAEVLGELVLDGTA 
PSAHHDIPALSPLLPEEARPKHA 
LPPKKKLPSLKQVNSARKQLRP 
KATSAATVQRAGSQPASQGLD 
LLSSSTEKPGPPGDPDPIVASEE 
A S E VPL WLDRKE S A VPTTP APL 
QISPFTSQPYVAHTLPQRPEPGE 
PGPDMAQEAPQEDTSPMALMD 
KGENELTGSASEESQETTTSTI1T 
TTVITTEQAP 


22399 


52767 


C 


22527 


161 


352 




22400 


52768 


A 


22528 


2 


368 


LGSTHASVRINILSVDVLYFIFY 
RRDDNKDIDSEKEAAMEAEIKA 
A RERAIVPLEARMKQFKDM LL 
ERGVRKQSLGEIFLFCISN1NMS 
C*KVKSKVSAFSTWEKELHKIV 
FDPRYLLLNLI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22401 


52769 


A 


22529 


2 


614 


KDHRWESGSLLEREEKEKLFNE 
HIEALTKK.KREHFRQLLDETSAI 
TLTSTWK.EVKKIIKEDPRCIKFS 
SSDRKKQREFEEYIRDKYITAK 
ADFRTLLKETKFITYS*FSERCE 
SESL*KMLGLAAPQTEVLCSST 
E\RSKKLIQESDQHLKDVEKILQ 
NDKRYLVLDCVPEERRKLIVAY 
V D D L D RRG PPPPPTA SEPTRRST 


22402 


52770 


B 


22530 


201 


296 




22403 


52771 


B 


22531 


1 


1290 




22404 


52772 


A 


22532 




3369 


SSSVMAERGGVGGESERFNPGE 

\LRMAQQQALRFRGPAPPP\NA 

AMRGPPPLMRPPPPFGMMRGPP 

PPPRPPFGRPPFDPNMPPMPPPG 

GIPPPMGPPHLQRPPFMPPPMSS 

MPPPPGMMFPPGMPPVTAPGTP 

ALPPTEE1WVENKTPDGKVYYY 

NARTRESAWTKPDGVKV1QQS 

ELTPMLAAQAQVQAQAQAQA 

QAQAQAQAQAQAQAQAQAQA 

QAQAQAQAQAQAQAQAQAQA 

QAQAQAQAQAQVQAQVQA 


22405 


52773 


A 


22533 


43 


347 




22406 


52774 


A 


22534 




1776 




22407 


52775 


A 


22535 


3 


433 


PLAPNHLGGGAVVLGAESHAS 
KDVA1DMMDSRTSQQLQLIDE 
QDSY1QSRADTMQNIESTIVELG 
S1FQQLAHMVKEQEETIQR*DR 
VNSAHPWDPVHLLPSTQQVFIE 
HLFM 


22408 


52776 


A 


22536 


304 


1403 


SRGNATGLRTRIRVSTWVSQRH 

RSCPLQLLAVAAATSSPLPPPVT 

LVPPPPDTMSCRDRTQEFLSAC 

KFAARPVKNGI\QTN*GQLLRW 

LVRQRSEIHPSLAKRHLGKDLS 

NTFAKLEKLTILAKRVKPLFDDK 

AGEIEELTYIIKQDINSLIKQIAQ 

LQ\DFVRAKG\SQSGRHLQTHS 

NTIVWSLQSKLAASMSNDFKSV 

L\EVRDRGTLKQ\QREPEERQFS 

RAPV\SALPLSPTHRAGGA\VVL 

GAESHASKDV\AIDMM\DSRTS 

QQLQLIDEQDSYIQSRADTMQN 

IESTIV\ELGSIFQQLAHMVKEQ/ 

ERETIQRIDENVLGAQLDVE\AA 

HSE1LKYFQSVTSNRWLMDK1F 

LIL1VFFIIFVVFLA 


22409 


52777 


B 


22537 


147 


506 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22410 


52778 


A 


22538 


2 


1397 


AAPGNGLSPSSWRSELACEFQH 

ECTAEVRFGAVVCRGARSHSFY 

LEREILQ/PPGMSL/PENPVTPML 

RHLMYK1KSTGPITVAEYMKEV 

LTNPAK.GYYVYRDMLGEKGDF 

ITSPEISQIFGELLGIWFISEWMA 

TGKSTAFQLVELGPGRGTLVGD 

ILRVFTQLGSVLKNCDISVHLVE 

VSQKLSEIQALTLTKEKVPLER 

N AGSPVYMKG VTKSGIPIS W* S 

RJCTD\VPKGYSFYLAHEF\LDV 

LP VH KFQKTPQG WRE VF VD1 DP 

QVSDKLRFVLAPSATPAEAFIQ 

HDETRDHVEVCPDAGVIIEELS 

QRIALTGGAALVADYGHDGTK 

TDTFRGFCDHKLHDVLIAPGYT 

ADLTADVDFSYLRRMAQGKVA 

SLGPIKQHTFLKNMGIDVR/L*R 

FF*rNQMRPSVRQQLLQGYDML 

MNPKKMGERFNFFALLPHQRL 

QGGRYQRNARQSKPFASVVAG 

FSF.I.AWQ 


22411 


52779 


A 


22539 


2 


377 




22412 


52780 


A 


22540 


2 


1427 




22413 


52781 


A 


22541 


2 


568 


CSSPSN/T1LGVQKLNSQWRLA 

QDFRLINEAVIPLYPVVPNPYTL 

LSQIPEEAESFTVLDLKDAFFCIP 

LHSDSQFLFAFEDPTDHNSQLT 

WMVLPQGFRDSPHLFGQAQAQ 

DLVHFSSPGTLVVQYMDDLLL 

ATSSEASCQQATLDLLNFLANQ 

GCKRVG1ALGV LTQTHGTTPQP 

VAYLSKETDVAAK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22414 


52782 


A 


22542 


1 


1230 


GPRGTGPKGKARSEKGCSLSHG 
PQTNKPLVVQKGQKMEQANHP 
VGLVISVVYKDILKKIVQRETS 
HPLIHVRYAEAITGRRTAPEDK 
GSLGRDMLAKAGAIIYMNMGN 
KLPIWCHLLEEGIYLEVWALEG 
QFGRAKNACPVQIRLKDPTTFP 
YQRQYPLRPEAHKGLQDIVKH 
VKAQGLVKKCSSPCNTP1LGVQ 
KPNGQWSLVQDLRLISEAVIPL 
YPVVPNPYTLLSQIPEEAEWFP 
VLDLKDAEFCIPLHYDSHDSQF 
LFAFEDPTDHTSQLIWTVLPQG 
FRDSPHLFGQALAQDLGHFSSP 
GTLVLQYVDDLLLATSSEASCQ 
QATLDLLNFLANQGYKASRSK 
AQLCLQQVKYLGLILARGTRTL 
GKERIQPI LA YPHPKTLKQL WG 
FLQIT/GFCQLW1PR*SKI 


22415 


52783 


A 


22543 


! 


211 




22416 


52784 


A 


22544 


1 


472 




22417 


52785 


A 


22545 


1 


393 




22418 


52786 


A 


22546 


59 


411 


SWPSDKQTLVVQRGQKMEQA 
NHPDPTDHMSQLMWT/VLPQG 
FRDSPHLFGQALAQDLGHFSSP 
GTLVLQYVDDLLLATSSEASCQ 
QATLALLNFLANQGYK/LSRSK 
AQLCLQQVKYLCL 


22419 


52787 


A 


22547 


43 


236 


TSSLLRKEDSAPSQGKSVVFTL 
TSQG*VPLWRTLQLQGPFFTPSS 
RK*LELSSANSQQHLGCPV 


22420 


52788 


A 


22548 




1446 




22421 


52789 


A 


22549 




1521 




22422 


52790 


A 


22550 


2 


689 




22423 


52791 


A 


22551 


1 


64 




22424 


52792 


A 


22552 


636 


1586 


SNDRTEDDCGKHPFMSSPPVTEP 
WVCL1IEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVT1QGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRDILAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQDIV 
KHLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKDAFFCIPLHSDSQFLF 
AFEDPTDHTSQLMWMVLPQRF 
RDSPHLFGQAQAQDLGHFSSPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22425 


52793 


A 


22553 


292 


1493 


SNDRTEDDCG K H PFM SSPPVTEP 
WVCLIIEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVTIQGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRDILAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQDIV 
KHLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKDAFFCIPLHSDSQFLF 
AFEDPTDHTSQLMWMVLPQRF 
RDSPHLFGQAQAQDLGHFSSPG 
TLVLQYSEIAK.TLYTLIKEMER 
ANTHLVEWEPEAETAFETLKQ 
ALVQAPALSLPTGQNFALYVIE 
RAGIALGVLTQTHRTTPQPVAY 


22426 


52794 


A 


22554 


2 


307 




22427 


52795 


A 


22555 


3 


400 




22428 


52796 


A 


22556 


2 


78 




22429 


52797 


A 


22557 


395 


1336 


SNNRTEG ASSCI 1\PLTEPQ VCLT 

IEGQE1DFLLDTGTAFSVLISCPA 

WGTGQDSVSKKNEKKRKEKA 

KGNHQANAEAK.IAARWNPSLE 

1PTEGPLVWNNPLQEIKPQYSLT 

ETE WGLSQG H SFLPLG WLMTE 

EVKVLIPEASQWK1LKTLHQTF 

QMGIENTQQMAKSLFTGPNLL 

WTIRHVVKACEVCQRNNPLVH 

HKAPLGEQRIGHYPGEDWQLD 

FTHMPKSKGFQYLLVCVDTFT 

NWIEAFPCKIEKAQEVNKVLIH 

ETIPRFGLPQSLQSDNDPAFKA 

MITQGIFQGAKDTISPSLCLEATI 

LREGREGN 


22430 


52798 


A 


22558 


244 


638 


GPLNPTFLGPPCGLGGKLVFLL 

LRQ*VQLFRSAGSRDRCGFLDR 

ERNKTNQNCGKQAKKSPKDHK 

NPRAVGYVPFNL*QEGNLAQP 

G YMSPSPSLI * SRSRQTWGS FQ 

MILIGTKRNRPKRKSEIRERLQP 


22431 


52799 


A 


22559 


210 


600 


RGKRTWRERRNGWSRGFCPLP 
LTGSWLISRESPRLACLGEGLG 
VPGM*DLPHAWPTTLMCPELV 
GSWSH*LQE*SHGPSQ*VLQLL 
RWCVWSLFLLMFGCVWSFFLL 
VSSWSRWLRSEATDLCGECYSS 
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SEQID 
NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22432 


52800 


A 


22560 


2746 


5211 


ETSCPLVRVHYAEAITGRCTAP 

EDEGSLGQKPPARRSNNRTEGA 

WGKRQLMSSP/STEPRVCLT1EG 

QEIDFLLDTGAAFSVLISCPGRL 

SSTSVTIQGILGQPVTRYFSHLL 

SCNWETLLFSHAFLLMPERPTG 

LLGRDILAKAGAIIYMNMGNKL 

PICCP\LLVEGINPEVWALEGQF 

GRAKNARPLQ1RL1CDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRL1SEAV1PLYP 

VVPNPYTLLSQIPEEAEWSWAL 

TFKDAFFC1PLHSDSQFLFAFED 

PTDHTSQLTGTVLPQGFRDSPH 

LFGQALAQDLGHFSNPGTLVLQ 

YVDDLLLATSSEASCEQATPDL 

LNFLTNQGYKVSRLKAQLCLQ 

EVKYLGLILARGTRALSKE* IQP 

I L A YPHPKTLKQLRGFLEITGFC 

* L Wl PG Y SKI ARPL YTLIKETQR 

ATMTHLVEWEPEAETTFKTLKQ 

ALVQAPALSLPTGQNFSLYVRE 

RARIALGVLTQTHGTTPQPVAY 

LSK.EIDVVAKGWPHCLRVVAA 

VAVLASEAIK1IQGKDLTV*TTY 

DVNG1LGAKGSLWLSDNCLLR 

YQALLLEGPVLQICTCMALNPA 

TFLPEDGEPIKI IDCQQII VQTY A 

ARDDLLEVPLTNPDLNLYTDGS 

SFVENGI/RKVSDVTILESKPLPP 

GTSAQLAELVALTWALELGKG 


22433 


52801 


A 


22561 


903 


4440 


DHPGH I H SSPCHERPNN VSTLPF 
LPGEQHPILLPPRNCPGDKILEE 
NFRYNNYKRTMMSFKERLENT 
VERCAHINGNRPRQSRGFGELL 
STAKQDLVLEEQSPSSSNSLENS 
LVKDYIHYNGDFNAKSVNGCV 
PSPSDAKSISSEDDLRNPDSPSS 
NELIHYRPRTFNVGDLVWGQIK 
G LTS WPGKL VREDD VHN SCQQ 
SPEEGKVEPEKLKTLTEGLEAY 
SRVRKRNRNGIKVPPRSPRSTIG 
SPRPSMPSSPS 


22434 


52802 


A 


22562 


1 


501 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22435 


52803 


A 


22563 


1688 


2038 


SATHGLSDSCYWLVVSRAIGRN 

NLSPASPASIIHALVFLAEPQLF 

QPRILGLIDEESGHEGGRPAAKT 

RKLSGPWSRPAAFMSTLL1NQP 

QYAWLKELGLREENEGVYNGS 

WGGRGEVITTYCPANNEPIARV 

RQA\SVADYEETVKKAREAWKI 

WADIP\APKPKEKLVRQIG\DAL 

REEDSKLLRKPWCPLEDWGKIL 

LEGVGEVQEYVDICDYAVGLS 

RMIGGPILPSERSGHALIEQWNP 

VGLVGI1TAFNFPVAVYGWNN 

AIAMICGNVCLWKGAPTTSLIS 

VAVTKIIAKVLE\DNK\LPGAICS 

LTCGGAD1GTAMAKDERVNLL 

SFTGSTQVGKQVGLMVQERFG\ 

RHYQNWRSLLELGGNNAIIAFE 

DADLSLVVPSALFACCGEQLGQ 

RCTTVSRGRLFYYMES1HDEVFK 

QTLKRAYGTRSRVG\NPW\DPN 

VLYGA1SHQGRQLSMFLGAVEE 

AKKERLAQWVYGGKVMDRPG 

N\YVEPTNVTS\LDHDASIAHTE 

TFAP\ILYVFK\FKNEEEVFAWE* 

WK*NRGLSS*HSLPKDLGAESF 

RW\LGP\KGTQTCG\IVKCQPFPT 

KWGLRLGGA\FGGEKAHLVVA 

RESGQ*C/WGKQYMRKVYLVL 

FNYS\KDLPSGPQG\IKFQ 


22436 


52804 


B 


22564 


1 


1434 




22437 


52805 


B 


22565 


1 


1185 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22438 


52806 


A 


22566 


1 


2450 


GQACHASSSPLKGSRGSPPNFEI 

LYGPIFEDSLAPD*PKVIAGQ\IT 

LRDAVTGPISSPNEAGKIYQLKP 

NPAVLICRVRGLHLPEKHVTW 

RGEAIPGSLFDFALYFFHNYQA 

LLAKGSGPYFYLPKTQSWQEA 

AWWSEVFSYAEDRFNLPRGTIK 

ATLLI ETLPA VFQM DE I L H ALR 

DHIVGLNCGRWDYIFSYIKTLK 

NYPDRVLPDRQAVTMDKPFLN 

AYSRLLIKTCHKRGAFAMGGM 

AAFIPSKDEEHNNQVLNKVKA 

DKSLE ANNG H DGTWI AHPGL A 

DTAMAVFNDILGSRK.NQLEVM 

REQHAP1TADQLLAPCDGERTE 

RKFNALMESEKGQSQNLWKFA 

VYSGLRHGELAALAWEDVDLE 

KGIVNVRRNLTILDMFGPPKTN 

AGIRTVTLLQPALEALKEQYK.L 

TGHHRKSEITFYHREYGRTEKQ 

KLHFVFMPRVCNGKQKPYYSV 

SSLGARWNAAVKRAGIRRRNP 

YHTRHTFACWLLTAGANPAFIA 

SQMGHETAQMVYE1YGMW1D 

DMSDEQIAMLNARVMVYDVA 

SGNALFISELGPLPENVTWLSPE 

GEFQK.WNGTAWVKDTEAEK.L 

FRIRE AEETKMNLM Q V A S EH1 A 

PLQD A ADLEI ATEEEI SLL E A W 

KKYRSIPLCSKVVTMMFDDRP 

GCPVGFPMWGRGGFDRMPPG 

WGGRPMPPSRRDMSPHRGPPPP 


22439 


52807 


A 


22567 


1 


941 


MIPNVQGPMRGLEGPNYIFIKIS 

KTMRRYTMAVTSVGLASSLCRV 

VRPCRAPAGVVSRGSPDDEWL 

FCPQARIQQQQDID/NGTLPDFIS 

ETASIRDA/DWKIRGIPADLEDR 

RV/EITGPVERKMVINALNAI\F 

MADFEDSLAPDW/NKVIDGQIN 

LRDAVNG/TISYTNEAGKIYQL 

KPN/PA VLICRVRGLHLPEK.H/V 

TWRGEAIPGSLFDLA/LYFFHNY 

QALLAKGSGP/YFYLPKTQSWQ 

EAAWWS/EVFSYAEDRFNLPRG 

T/IKATLLD*TLAGGFQMVDPSA 

LGG*TGPWDHLRYIKVENIPKV 

GEEGDAETTGGTAV 


22440 


52808 


A 


22568 


2 


393 




22441 


52809 


A 


22569 


1066 


1824 




22442 


52810 


A 


22570 


2 


165 




22443 


52811 


A 


22571 


3 


902 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22444 


52812 


A 


22572 


1 


2034 




22445 


52813 


A 


22573 


176 


873 


RLFGEMSKLN/HNLSEVMSKLE 
KQHSSKVFVVKRLSSSSRRSLVI 
SPPVRTSTVSSPLTSPTSPSTLSS 
KSKSESVSATEDLAPDAAQGED 
NSEIKELLEDEE1GKEGSEASSS 
EEEEPLLTCNGPSQAQPSP1 IES A 
RSQEEVPPSSPALSPGGALSPSG 
HPLSSAAEVVLRTRTAVPQAKG 
NNVVITSYMTNRGFFEDKKATF 
APSFLMNIKGNKTSVVKNSILE 
QGQLTVN 


22446 


52814 


A 


22574 


1 


1890 




22447 


52815 


A 


22575 


2 


1279 


LSVFPRVRNFTTQAECH/KLFK 

VLKNFLIAGGGVHESSKRAS*T 

LQFIYY\SEWYGHEELKAIVWN 

N DLL WED YEEKL ADQA VRTM 

EIYVAQFSEIKERIAKRGRKLVD 

YDSARHHLEAVQNATKKDEAK 

TAKAEEEFNKAQTVFEDLNQEL 

LEELPILYNSRIGCYVTIFQN1SN 

LRDVFYREMSKLNHNLYEVMS 

KLEKQHSNKVFVVKGLSSPSTL 

SLKSESESVSATEDLAPDAAQG 

EDNSEIKELLEEEEIEKEGSEASS 

SEEDEPLPACNGPAQAQPSPTT 

ERAKSQEEVLPSSTTPSPGGALS 

PSGQPSSSATEVVLRTRTASEGS 

EQPKKRASIQRTSAPPKPPEKPV 

RTPEAKENEN1HNQNPEELCTSP 

TLMTSQVASEPGEAKKMEDKE 

KDNKLISANSSEKYIFQRPSVLI 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22448 


52816 


A 


22576 


1 


1791 


MPGARTSSSGASENHRARGQG 

GGPQGVGRMAEGKAGGAAGL 

FAKQVQKKFSRAQEKAL*KLG 

KAVETKDERFEQSASNFYQQQ 

AEGHKLYKDLKNFLSAVKVMH 

ESSKRVSETLQEIYSSEWDGHE 

E LKA I V WNNDLL WED YEEKL\ 

ADQAVRTMEIYVAQFSEIKE\RJ 

AKRGRKLVDYDSARHHLEAVQ 

NAKKKDEAKTAKAEEEFNKAQ 

TVFEDLNQELLEELPILYNSRIG 

CYVT1FQNISNLRDVFYREMSK 

LNHNLYEVMSKLEKQHSNKVF 

VVKGLSSSSRRSLVISPPVRTAT 

VSSPLTSPTSPSTLSLKSESESVS 

ATEDLAPDAAQGEDNSEIKELL 

EEEEIEKEGSEASSSEEDEPLPA 

CNGPAQAQPSPTTERAK\SQEE 

VLPSSTTPSPGGALSPSGQLSSS 

ATEVVLRTRTASEGSE\RPKKT 

AS1QRTSAPPRRPPPPRATASPRP 

CSGNIPSSPTASGGGSA\TSPRAS 

LGTGTASPRTSLEI\*PNPE\PPEK 

PVRTPEAKENENIHNQNPEELC 

TSPTLMTSQVA SEPGEAKKME 

DKEKDNKL1SADSSEGQDQLQV 

SMVPENNNLTAPEPQEEVSTSE 


22449 


52817 


A 


22577 


2216 


2568 


RPSLGLGM/C/TIWQ/TSLA/GKH 
RRTIETHTDDYRISLEQGTPGLE 
PPLNALTAISKKIGCNGFFPFQIR 
PGKNETDGRMFSPAIGIVEDPV 
TGNANGPMGAWLVHHNVLPH 
DGNVLRVKGH 


22450 


52818 


A 


22578 


108 


532 


WGSKGN LLYSHQTHS VSHQFS 
LVACCLELEYSPFSFPYACLLSS 
LMRLEKHQELNLWPAHQRSMR 
HPQDTLVVFS/HHGRVLL*DKT 
SRGTIRQQHSRFTKICCSAATAA 
VTQANRVWSGPLANSNRPAAE 
GPVLAAFMGWL 


22451 


52819 


A 


22579 


1 


1125 





2928 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID ISO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22452 


52820 


A 


22580 


1 


985 


MCARGSLWGCYSGLERK.CEAA 

LPDRVVSSKSACGAVSQDLLQ 

AQGRRAGPPSWLYADPVHTGT 

1ECGGHWCLNAALLDFQSPQRL 

LTYLHCGLQRPMESDPPELAPM 

VHHQEG1YLNIRKAMYDKPTA 

NKLN WDKSN V S SLITGTRQEET 

TANGTTFATIHLQFF1QIPAVPR 

KTLLNRADYYFPEHNPSLTLVI 

NRRITKFSEPNWEAPPSRGRLTP 

HTAGYSSETKIPEERSDSSIRGS 

RKSAVLQPLLLDSQANRVWSG 

PLANSNRPAAEGPVC*LWWVT 

LHGPLKATMQVCQQPLW 


22453 


52821 


A 


22581 


294 


934 


YPPSPAELTVCRLRQLQLRDVL 
YCIAYPSGPGVKPFRGNSA/G/V 
VFPADNLSEAQMQLI/ARELGH 
SETAFLLHSD/DSDVRI/RFTPTV 
EVP1/CGHATVAAHYVRAKVL/ 
GLGNCTIWQTSLAGKHR/VTIE 
KHNDDYR1SLNALTAIS/KKIGC 
NGFFPFQIRPG/T<.NETDGRMFSP 
AIG 1 VE/DP VTGN ANGPMG A WL 
VH/HNVLPHDGNVLRVRQ*GPR 


22454 


52822 


B 


22582 


1163 


5585 




22455 


52823 


A 


22583 


2 


429 


AACAAAMSLV1PEKFQHILRVL 
NTN1DGRRKIAFA1TASSSSSSSS 
SSSSSSSSSSSSSSSSSSSSSSSSSS 
SSSSSSSSSVNLLSNGLYL/VKG 
VGRRYAHVVLRKAD1DLTKRA 
GELTEDEVERV1TIMQNPRQYKI 
PDWFL 


22456 


52824 


A 


22584 


84 


424 


GVHAASDKPCW1TTSQTPDVQ 
HRW/WLLISSML*TAPNRRSDK 
AFTPHPTNHAGSQLRKHPTCSI 
DGVIDIFHAVNTFVQHHMEETL 
KAFHVTGHHILIARHGLGVGKE 
NTEHAANVVNDQRNSGFFCRF 
QQTFCQTCCQL1QRFVNARLRD 
F1SC 


22457 


52825 


A 


22585 


88 


381 


IQVLANGLDNKLREDLERLKKI 
RAHRGLRHFWG*VGGLISLPTS 
TQHSSYSLFFFPNLLFLLCMTCD 
SSLFTCSLRVRGQHTKTTGRRG 
RTVGVSKKK 


22458 


52826 


A 


22586 


355 


699 


FIDTTEAGSHFLYALVRFAATIT 
TITDDGARRLRTLFQRQQADLV 
SVSKSGFFTADCTHTNALIDVV 
RTIFNNAVF*NPGFV1ARLKIEIA 
IIKATFGQLTEDREQVLMFQAV 
RR 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=IJnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






22459 


52827 


A 


22587 


1389 


1532 


SVLPGRPDARQYRQTRQSW*R 














WSLRLRGSYPVAGRSLSRRHRQ 














TERF 


22460 


52828 


A 


22588 


1 


427 


LVHQQWIQTKKKSLIYPFCHSP 














SQRVVEVAALDQWLAMLYPR 














VEHQAVLAVVVVVVGPLVVRP 














YHTRRDAVRLLRQPAVF1VAV 














DIVRILRDAV1RPHCECTVRV\R 














SGSGSRLPAGSVAYGMRMSRS 














GARVRTLS1LPVAL 


22461 


52829 


A 


22589 


1 


915 






52830 


A 


22590 


1 166 


1321 




22463 


52831 


A 


22591 


813 


977 




22464 


52832 


A 


22592 


3485 


4237 




22465 


52833 


A 


22593 


1 


499 


ARAAACAAAMSLVIPEKFQHIL 














RWLNTN1DGRRKIAFAITA1 KG 














VGRRYAHVVLRKADIDLTK.RA 














GELTEDEVERV1TIMQNPTAQYK 














IPDWFLNRQKDVKDGKAFQPGS 














*ANGLSTTKL\RENLKPLKEDSG 














P1KGLRQLP/WGLRVRGQHTKT 














TGRRGRTVGVSKKK 


22466 


52831 


^ — 


22594 


1 


1 197 




22467 


52835 


A 


22595 


1 


1905 




22468 


52836 


A 


22596 


37 


514 


WTWWLRCYENRHRHCHLLQQ 














LPTSPHQHAVATPTTVAVPTAP 














AATPPVVVAVVVAPVVVVVVP 














VVPVVASVPFVEPGSDV1VCAE 














MDEQWGYVGAKSRQRWLFYA 














YDSLRKTVVAHVFGERTFDVVI 














WMTDGWP\LYESRPAFTGRDC 














VDDAFFAVAGV 


22469 


52837 


A 


22597 


1 


471 




22470 


52838 


A 


22598 


2 


323 


SRIQPGSDV1VCAEMDEQWGY 














VGAKSRQRWLFYAYDSLRKTV 














VAHV/FGERTIRTLTRRLFRCLR 














SSHDLVSSPVSHRRRRAGSRQR 














HRRARGGENVEYQWGALRHG 


22471 


52839 


A 


22599 


2033 


2310 


ARYVGNAGCTGGALFGRSQTI 














REAVG/ERRLAESRDVAALDTP 














CDPEIKMAEWMQTLKETGSTS 














GHIVTRRISVRISHVTPGPASQD 














GPDVQQR 


22472 


52840 


B 


22600 


1 


4891 




22473 


52841 


B 


22601 


7 


1233 




22474 


52842 


A 


22602 


193 


492 




22475 


52843 


A 


22603 




486 
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SEQ ID 

ISO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22476 


52844 


A 


22604 


62 


443 


RSDRLLIHGFSFPAMGFRLRKT 
VVAHVFGERTMATLGRLMSLL 
SPFDVVIWMTDGWPLYESRLK 
GKLHVISKRYYTQRIERHNLNLR 
QHLARLGRKSLSFSKSGTACCG 
HCLTRD1PMLHHQGNQLF 


22477 


52845 


A 


22605 


971 


1444 


SMGSG DMRSSPSRAAALRQLPR 
PFRQLAVRMEMISRFRSAKEQT 
KSLRK WRKA KSIF*SVAQTGFN 
VLVCTTIIETGIDSRQPTLLSLNA 
R1TSVCAAAPVTRSRRTFASSGY 
AWLLTPHPKAMTTDAKNVLKQ 
LPRWK.ISGQVRAGTARSGDSRR 
W 


22478 


52846 


A 


22606 


1 


1047 




22479 


52847 


A 


22607 


318 


598 


LTGFRRLCDLRFGGGAVRSVLA 
RSREF1LQH * FRRI VTGSMGRSL 
VPSAPLR/PS1VLVLFRKAW*LV 
KTQRKMHVVSIVQKJCASCWYP 
LLGCL 


22480 


52848 


A 


22608 




2652 




22481 


52849 


A 


22609 




852 




22482 


52850 


A 


22610 




807 




22483 


52851 


A 


22611 




1740 




22484 


52852 


A 


22612 




3144 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


22485 


52853 


A 


22613 


173 


1983 


PVQNGSSPLGALPGAPLIFGPSV 
PAISRPGSCSPEWPTLDTSGYSA 
PR/WLFTAYAGSEAVFAHVFGD 
ALGDAGLLMSLLSPFDVVIWM 
TDGWPLYESRLKGKLHVISKRY 
TQRIERHNLN LRQHL ARLG RKS 
LSFSKSVEQHDKLESLPGQIDKS 
LDEASLSLRAGSLRTITHILLPLL 
RPA1LSALIYSFVRAITTVSA1VF 
LVTPDTRVATAY1LNRVEDGEY 
GVA1AYGS1L1VVMLAIIFIFDWL 
IGESLLSRFEKTVDDHSQSRLPA 
EGSILSQD1SGVKLFSLLTPARG 
YVPIRAPCPFLCASYRFFCVARQ 
QGLDAALIDAPLAVDALTPLSE 
LLSHVGQAPCSVPVVDEDQQY 
VGIISKGMLLRALDREGGVRVP 
VDYILNGFHPLLLGMPAPLAIIV 
FALIACRFPGSNGRIRRSRRIRH 
LHKMPDATLSASYQAYVRHQT 
NVTALVLRSSHRFRKDRHCWG 
FVFLQQP1LRATGQFEIQTFRYL 
SVFSVQRHKTNGKTALMSGNV 
ADKAVNRATGPTACVWLFSLR 
NSSMVTTRFCGLCEWADQQGA 
RPARISENGKRGYSYLYDVHM 
GAQSGETRGRQGEYASKPPSRE 


22486 


52854 


B 


22614 


1 


2149 




22487 


52855 


A 


22615 


1 


1815 




22488 


52856 


A 


22616 


2014 


3411 




22489 


52857 


A 


22617 


1 


922 


MV1CQP1NGGWQWPPSTGTDP 

APYFR1FN PTTQGEKFDHEGEFI 

RQWLPELRDV PGKV VHEPWK 

WAQKAAAPPQTRLHSTPTTIPH 

RVPGHTPNLKPIWEVDLPKFSH 

KATSHATDKPSDTTQNDQIV1A 

YMEPPEIVHETTTSSTHPSLYIIL 

KRQTRELRPQSVTSRIQPGSDVI 

VCAEMDEQWGYVGAKSRQRW 

LFYAYDSLRKTVVAHVFGERT 

MATLGRLMSLLSPFDVV1WMT 

DGWPLYESRLKGKLHVISKRYT 

QRIERHNLNLRQHLARLGRKSL 

SFSKSVELHDKVIGH\YLNIKHY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22490 


52858 


A 


22618 


1458 


2185 


YGHEWRWMPGNRPHWGRWP 
QHDFPPFKKLRPQSVTSRIQPGS 
DV1VCAEMDEQWGYVGAKSR 
QHWLFYAYDRLRKTVVAHVF\ 
GERTM ATLGRLM SLL SPFD V VI 
WMTDG WPL Y E SRLKG K. LH V I S 
KRYTQR1ERHNLNLRQHLARLG 
RKSLSFSKSVEKITSG PTTN ATP 
GTQKTATDKRGGKKLPIQI PIGP 
ISR1ASGAAINTISIGLRKFLVTA 
GVMLSTQRSIYDRHQV1TSAGIT 


22491 


52859 


A 


22619 


493 


1518 




22492 


52860 


A 


22620 


963 


1597 




22493 


52861 


A 


22621 


1 


3052 


MATDSVGLNCTPAPHARDVLL 
WRPSSLPVSTSCVFPLGRJGDVS 
DESDDKTEAPTPHRLEKAREEG 
QI PRSRELTSLLILLVG VSV 1 WF 
GGVSLARRLSGMLSAGLHFDH 
SIINDPNLILGQIILL1REAMLAL 
LPLISGVVLVALISPVMLGGLVF 
SGKSLQPKFSKLNPLPGIKRMFS 
AQTGAELLKAILKTILVGSVTG 
FFLWHHWPQMMRLMAESPITA 
MGNAMDLVGLCALLVVLGVIP 
MVGFDVFFQ1F 


22494 


52862 


A 


22622 


1 


1233 


MANDLPHSNSGDGQKPSSPDLF 
TAPLLADPTVGFLPNDAEELF1F 
LTE1TEITIPCRVTDPQLVVTLHE 
KKGDVALPVPYDHQRGFSG1FE 
DRSYICKTTIGDREVDSDAYYV 
YRLQAVPPVQLLTGWCVTAKA 
PPDISAISALTAVKHGNCSSLTP 
LLNPPGSDV1VCAEMDEQWGY 
VGAKSRQRWLFYAYVDSLRAR 
RVVAHVFG\*RTMATLGRLMSL 
LSPFDVVI WMTDG WPLY ES RL 
KG KLH VI S KR YTQRIXERHN LN L 
RQHLARLGRKSLSFSKSVELHD 
KPSPQHREGVKDVMRFNEPMY 
PLESRPRLYVCHLRNGAQASGR 
RCQLPMGCACHPVSQRNDRPN 
RRPERHATRKTTTRQRQQNSRQ 
HKQTQKKAK.PNKRRATERGKG 
PQQKAERPKRHTHCFLKLQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22495 


52863 


A 


22623 


3 


1386 


HEASSPLAMASLTVKAYLLGK 

EDAAREIRRFSFCCSPEPEAEAE 

AAAGPGPCERLLSRVAALFPAL 

RPGGFQAHYRDEDGDLVAFSS 

DEELTMAMSYVKDDIFRI*IKE 

KKECRRDHRPP\CAQEAPRNMV 

HPNVICDGCNGPVVGTRYKCS 

VCPYY\DLCSVCEGKGLHRGHT 

KLAFP\SPFGHL\SEGF\SH SRWL\ 

RKV\KHGHF\GWPGW\EMGPPG\ 

NWEPTFLPRAG\EARPGP\TAES 

ASGPSEDPSVNFLK\NVGESVA\ 

AAFSPLYNFEVDIDVEHGGKRSR 

LTPVSPESSSTEEKS\SSQPSSCC 

SDPSKPGGNVEGATQSLAEQM 

RK1ALESEGRPEEQMESDNCSG 

GDDDWTHLSSKEVDPSTGELQ 

SLQMPESEGPSSLDPSQGGNPQ 

G WKEAAL YPHLP\PE VEPA A * F 

ESLSQMVVPWGFS*LKGGWVH 

QG SCRPRNYDI\G AAL\DTIPVIQ 


22496 


52864 


A 


22624 


1032 


1127 


F Y AKAEAGDRTVA* PI IKPKMF 
LSIHHRVAKI 


22497 


52865 


A 


22625 


121 


561 


VFPGPLG SLVDICGPSRVPFPWV 

VPAVLPVQFVQRLPRFFRCPPV 

LVTSVIRSISTLIQALGSSPFARR 

YWGNLG*FLFLGVLRCFSSTGS 

PH*PMNSVNDSVSKHT/EVTPF 

GNVPGNNG S YHLTD A Y RRL ARP 

SSPLT\PGHPPLYG 


22498 


52866 


A 


22626 


243 


454 


ATAGCPSCSATEGVVRNGKST 
AGHQRYLCSPCRKTWQLQFTY 
TASQP/GARIMGVGLNTVLRHL 
KNSGRSR 


22499 


52867 


A 


22627 


3 


640 




22500 


52868 


A 


22628 


236 


410 




22501 


52869 


A 


22629 


116 


359 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22502 


52870 


A 


22630 


276 


1905 


LFLYSSHGQYGCPSCSATDGVV 

RNGKSTAGHQRYLCSHCRKTW 

QLQFTYTASQPAGQ*RTAIATVI 

CCNNCQRRHTNSRCHTDNCRR 

ADSASSHATSGSSSRGCAGSGR 

CGASSTRRCLGPVCCFRGSK.RS 

WRRQHEGHKDCRKLVFHNFSFI 

H RM DNTAVPPVQLLTGWCVTA 

KAPPDISAISALTAVKHGNCSSL 

TPLLNPPG SDVI VC AEMDEQW 

GYVGAKSRQRWLFYAYDSLRK 

T V VAH VFG ERTM ATLGRLMSL 

LSPFDVVIWMTDGWPLYESRL 

KGKLHVISKRYTQRIERKNLNL 

RQHLARLGRKSLSFSKSVELHD 

KQQGLDAALIDAPLAVDAQTP 

LSELLSHVGQAPCAVPVVDED 

QQ Y VG 1 1 S K.GMLLRALDREGG V 

RVPV1YPK.RFRTTDVCMPLSLG 

TCIREIEAEFPDP1FRRSVVYICE 

HNTNGAMGIIVNKPLENLKIEGI 

LEKLKITPEPRDESIRLDKPVML 

GGPLAEDRGFILHTPASN FASSI 

R1SDNTVMTTSRDVLETLGTDK 

QPSDVLVALG YA S WEKGQLEQ 

E1LDNAWLTAPADLNILFKTPIA 

DRWREAAKLIGVDILTMPAQD 

GTPDWNIIERLLKEWQPDE11VG 

LPLNMDGTEQPLTARARKFAN 

RJHGRFGVEVKLHDERLSTVEA 

RSGLFEQGGYRALNKGKVDSA 

SAVIILESYFEQGY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22503 


52871 


A 


22631 


399 


2337 


PEVQGLQQAGAAARRPGVGLA 

APRVVCEGRLRGSGLQSRLCPG 

ASV*ATDGVVRNGKSTAGHQR 

YLCSHCRKTWQLQFTYTASQP 

AGQ*REKEEK.EEVEEEEEEEKK 

KRRREGEKEEKEEKEKEKKKK 

F rCKKKKKKKKKKKKKKKKKK 

KKKKKKKQLSLVTVMSQQCQL 

WRNEARTTGACLPSPTVSAAAP 

PIVSTTVTAFAAATLAKGDLRS 

RASSKQVPLLVVLVWVWPHPG 

WFVKAGSVALGSSPGCVLELL 

CKLLTGWCVTAKAPPDISAISA 

LTAVKHGNCSSLTPLLNPPGSD 

V1VCAEMDEQWGYVGAKSRQ 

RWLFYAYDSLRKTVVAHVFGE 

RTMATLGRLMSLLSPFDVVIW 

MTDGWPLYESRLKGKLHTQER 

KARSKQQKDAD FAPPIQVGTQ 

TPQTVHAARDTRQASPRASKIS 

QHRQADGDKRQTRH A E AQAT 

RTHTGRRKTIKETATQQAYADE 

QTRRTARTHRRTARHTAAHTH 

RTRVAARQTTEKDNEQSDTQPP 

TQKTPSATATAHTPRRTETTTNI 

VQARHTSARERNHTRQHQATR 

RETTTNAHTNTPHYHAEHTQSR 

SQQQTTSTERPTTDSSTTINNNN 

HTPRTVRDERRMTQHKHPSRA 

STTTNRTTTTGAYQHTQRDTRD 

TRRDTH EDTTTQQPHTTTPTAN 

EAAYTAHTTKTDDHRHTADDT 


22504 


52872 


A 


22632 


103 


313 


ATAGCPSCSATEGVVRNGKST 
AGHQRYLCSPCRKTWQLQFTY 
TASQP/GARIMGVGLNTVLRHL 
KNSGRSR ! 


22505 


52873 


A 


22633 


620 


832 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22506 


52874 


A 


22634 


453 


1047 


AADDRGHLRPTDGLLRNGKST 
AGHQRYLCSHCRKTWQLQFTY 
TASQPAGQ*RVTGTSERREQIIQ 
RLRQQGSVQVNDLSALYGVST 
VTIRNDLAFLEKQGIAVRAYGG 
ALICDSTTPSVEPSVEDKSALNT 
AMKRSVAKAAVELIQPGHRVIL 
DSGTTTFEIARLMRKHTDVIAM 
TNGMNVANALLEAEGVELLMT 
AGICALLTGCCVTAKAPPDI S AI 
SALTAVKHGNCSSLTPLLNPPG 
SDVPVCAEMDEQWGYVGAKS 
RQRWLFYAYDSLRKTVVAHVF 
GERTMATLGRLMSLLSPFDVVI 
WMTDG WPLYESRLKGKLH VIS 
KRYTQRIERHNLNLRQH LA RLG 
RKSLSFSKSVELHDKVIGHYLN 
GDFLQSTLREAPLIPHTREHP 


22507 


52875 


A 


22635 


1089 


1686 


TSPGYWRANSTDPDGRYCRTG 
TSGGVCHALSSLRCPSCSATDG 
VVRNGK.STAGHQRYLCSHCRK 
TWQLQFTYTASQPAGQ*RFLSK 
QEKTLLINQLASEEQQKVTSRL 
SDALRNGRVWQLAI1YLTIQVA 
VYGLIFFLPTQVAALLGTKVGF 
TASVVTA1PWVAALFGTWLIPR 
YSDKTGERRNVAALTLLAAGIG 
1GLSGLLSPVMA1VALCVAAIGF 
1AVQPVFWTMPTQLLSGTALAA 
G1GFVNLFGAVGGFIAPILRVKA 
ETLFASDAAGLLTLAAVAV1DR 
RGTSLN RLRNTMI ALLSNPFKE 
RLRKGEVQIGLWLSSTTAYMA 
EIAATSG YDWLLI DGEHAPNTI 
QDLYHQLQAVAPYASQPVIRPV 
EGSKPLIKQVLDIGAQTLLIPMV 
DTAEQARQVVSATRYPPYAVH 
PVQLLTGWCVTAKAPPD1SATS 
ALTAVKHGNCSSLTPLLNPPGS 
DVIVCAEMDEQWGYVGAKSR 
QRWLFYAYDSLRKTVVAHVFG 
ERTMATLGRLMSLLSPFDVVIW 
MTDGWPLYESRLKGKLHVISK 
RYTQRIERHNLN LRQHTGTG W 
DGSRCRSQKSGGAA 


22508 


52876 


A 


22636 


91 


200 


SGI1AFQYLLMTLKVLPVASVS1 
SCPS\CSATDGVVRNGKSTAGH 
QRYLCSHCRKTWQLQFTYTAS 
QPAGQ*RGGA 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oftlrst 
codon Tor peptide 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22509 


52877 


A 


22637 


2649 


3270 


GAPVASVSISCPSCSATDGVVR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTYTASQPAGQ*RTIGRAML 

KNKHMTITEFVAQRMRDAQQK 

GEISPDINTAMTSRLLLDLTYGV 

LADIEAEDLARKRRJLLRITRDD 

WRYLNRIL1LSLFRRAGDNCAR 

VSYQTPTREIKKLDGLWAFSLD 

RENCGIDQRWWESALQESRAIA 

VPGSFN DQFADADIRNYAGNV 

WYQREVFIPKGWAGQRIVLRF 

DAVTHYGK.VWVNNQEV 


22510 


52878 


A 


22638 


1 


2470 


MNADTDYSIAEAAFNKGETAM 
TINGPWAWSNIDTSKVNYGVT 
VLPTFKGQPSKPFVGVLSAGIN 
AASPNKELAKEFLENYLLTDEG 
LEAVNKDKPLGAVALKSYEEE 
LAKDPRJAATMENAQKGEIMP 
NIPQMSAFWYAVRTAVINAAS 
GRQTVDEALKDAQTRJTNCCR1 
RRESL1RPGMRKNPMDVIKKKH 
WWQSDALKWSVLGLLGLLVG 
YLVVLMYAQGEYLFAITTLILS 
SAGLYIFANRKAYAWRYVYPG 
MAGMGLFVLFPLVCT1AIGFNN 
YRRTKQVAGMPAKSSSLRSSQ 
DREMRPGAKAERTRYDSPGSY 
G V AG PGFLG SRGGSPFGG PGK Y 
NNTITKYALNIAPSAQNQSPHG 
PKLNRRQETQHALDWLDAGYT 
FTYSEDQALTPYFKLAYVYDDS 
NNDNDVNGDSIDNGTEGSAVR 
VGLGTQFSFTKNFSAYTDANYL 
GGGDVDQDWSANDLTGITAKD 
AQMLSVVKPLQEFGKLDKCLS 
RYGTRFEFNNEKQVIFSSDVNN 
EDTFVILEGVISLRREENVLIGIT 
QAPYIMGLADGLMKNDIPYKLI 
SEGNCTGYHLPAKQTITLIEQN 
QLWRDAFYWLAWHNRILELRD 
VQLIGHNSYEQFAHIIFMIAAM 
QMGSVWGDDFSSGQHSVARKS 
QLHKPILRVKCHEGFTISANPNS 
SPRYPTIIEQAEQPRIVDFSIVRF 


22511 


52879 


A 


22639 


1 


852 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22512 


52880 


A 


22640 


1 


747 


MIIIDPRYTDTGAGREDEWIPIR 

PGTDAALVNGLAYVMITENLV 

DQAFLDKYCVGYDEKTLPASA 

PKNGHYKAYILATD/GVVRTAK 

STAGHQRYLCSHCRKTWQLQF 

TYTASQPAGQ* RYTDTGAGRE 

DEW1P1RPGTDAALVNGLAYV 

MITENLVDQAFLDKYCVGYDE 

KTLPASAPKNGHYKAYILATDG 

WCVPPKAPPDISAISALTAVKH 

GNCSSLTPLLNPPGSDVIVCAE 

MDEQWGYVGAKSRQRWLFYA 

YDSLRKTVVAHVFGERTMATL 

GRLMSLLSPFDVV1WMTDGWP 

LYESRLKGKLHVISKRYTQRJE 

RHNLNLRQHLARLGRKSLSFSK 

SVELHDKVIGHYLNIKHYQ 


22513 


52881 


A 


22641 


1722 


2463 


NPRL AG SEG SCPSCSATDG V VR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTYTASQPAGQ*RKLTPGCL 

FVALKGERFDAHDFADQAKAG 

GAGALLVSRPLD1DLPQLIVKD 

TRLAFGELAAWVRQQVPARVV 

ALTGSSGKTSVKEMTAA1LSQC 

GNTLYTAGNLNNDIGVPMTLL 

RLTPEYDYAVIELGANHQGEIA 

WTVTHPPRFVTKQWLCFLPDG 

LLLFAEARFVIWQMQPAVMAV 

DVAAFAHLFNQQQYQRFTGRP 

PDSSK.LPWK1TCNGECVTFHW 

WLLGVAVR1SRLLPVRVMTAL 

EGNYNGTEGISALPFNGIILAHS 

NESEWVTFRNNKNNEAFLDRV 

YIVKVPYCLRISEEIK1YEKLLN 

HIFECWQHFLNNPESLQCYIWA 

ANADFREARQVIFKTFFTVGVE 

EELG I RQTRTNDFL VTGDNLLRI 

FRFDVGNEDKVRQQFAVVRIH 

REVFLVTFHGVNQRFSRHREEF 

LFEFCVSVTANLTRCFFG1GFNL 

RLTFFVIGDDFPTLTQNFRILIGV 

IDGEFRLAHK.AVAANHAIGLNA 

QNGCRNDFVAHAAGSRALAAD 

GRSLEHAPTVETVVAGPLCESG 

DVFTQQEGGNVETRALPEVKA 

AVPPVQLLTGWCVTAKALPDIS 

AISALTAVKHGNCSSLTPLLNPP 

GSDVIVCAEMDEQWGYVGAKS 

RQRWLFYA YDRLRKTV VAHRL 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22514 


52882 


A 


22642 


90 


1254 


KGLCSHSEMVVPSYSATDGVV 

RNGKSTAGHQRYLCSHCRKTW 

QLQFTYTASQPAGQ*RDIVLTK 

LMMVWHSQSGYEKAYAHIQR 

WWYRAILLLTGWCVTAKALPD 

ISAISALTAVKHGNCSSLTPLLN 

PPGSDV1VCAEMDEQWGYVGA 

KSRQRWLFYAYDRLRKTVVAH 

VFGERTMATLGRLMSLLSPFDV 

VIWMTDGWPLYESRLKGKLHV 

ISKRYTQRIERHNLNLSSTSILVL 

LNGATQFQDLGDLNKELEETY 

TDSKNHISCVGNDFGFNDIFSR 

YVEAVGREGDVLLGISTSGNSA 

NVIKA1AAAREKGMKVITLTGK 

DGGKMAGTAD1EIRVPHFGYA 

DR1 QE I H 1 K V I HILIQLIEKEM VN 

FTGLVQRGGGTGPHKDGWGIT 

FYEVAFEDVAVNFTQEEWALL 

DPWQKKLYRDVMLETYRNLAS 

VGDDDNIPSLREQVAHQRYFKT 

WHVEREYFSK 


22515 


52883 


A 


22643 


690 


1233 


RLQSLHYQGRGKPVPMRSYSLS 

FLFTISNSAGVFRCPSCSATDGV 

VRNGKSTAGHQRYLCSHCRKT 

WQLQFTYTASQPAGQ*RLLGP 

K.N RPREQN WLLWCERGVMSRL 

QALYLREQGFNNVKVDNFQTK 

VDSCTRPLAGQQFYPC1PDDAL 

VQPLFGGNFVFQRREAGHITNR 

EDIVRHQHGGWRGANSRDDTP 

GTVELFNGFNQQSAIAKTLRAF 

NATRQHDHVIFAISHFDQRRIR 

QQLHAARAGNRQVTIAGDAGS 

GDFDTAANQQIDSGDGFSLFTT 

RG E ANQCRCAHIHSPFFLPFQT 

VRVFSAVPPVQLLTGWCVTAK 

APPDISAISALTAVKHGNCSSLT 

PLLNPPG SDVIVCAEMDEQWG 

YVGAKSRQRWLFYAYDSLRKT 

VVAHVFAVKPYWDTGGGFHC 

RWIYMQQEKELLQLSLQQGKY 

NQKRAAELLGLTYHQFRALLK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22516 


52884 


A 


22644 


1314 


1483 


R1QRYCGKTGCPSCSATDGVVR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTAYTASQPAGQ* RMFNADG 

SEVAQCGNGARCFARFVRLKG 

LTNKRD1RVSTANGRMVLTVT 

DDDLVRVNMGEPNFEPSAVPF 

RANKAEKTYIMRAAEQTILCGV 

VSMGNPHC VIQ VDDVDTA AVE 

TLGPVLESHERFPERANIGFMQ 

VVKREHIRLRVYERGAGETQA 

CGSGACAAVAVGIQQGLLAEE 

VRVELPGGRLDIAWKGEELQET 

LTELDDRAVVDYLIKNPEFFIRN 

ARAVEAIRVPHPVRGTVSLVE 

WHMARARNHIHVLEENMALL 

MEQAIANEGLFYRLLYLQRSLT 

AASSLDDMLMRFHRWARDLG 

LAVAMPVT1NKGNQIIENQLDT 

ETIT1SYEF1LCQHL1ANTEFSYL 

ALPEN YN RLCLPNSKNQTNNRF 

KTLNSKA IG RLLAAGG VYNGNI 

EGFRDTAEKLAVPPVQLLTGW 

CVTAKALPDISAISALTAVKHG 

NCSSLYTASQPAGQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22517 


52885 


A 


22645 


1479 


1793 


TRYRSCPSCSATDGVVRNGKST 

AGHQRYLCSHCRKTWQLQFTY 

TASQPAGQ*RRNACQYRTPAV 

VASRQKRWHGDLGMIGSRDV 

MLFISDSVGAKELDLIIPRLEDK 

S1ALLAMTGKPTSPLGLAAKAV 

LD1SVEREACPMHLAPTSSTVN 

TLMMGDALAMAVMQARGFNE 

EDFARSHPAGALGARLLNKVH 

HLMRRDDAIPQVALTASVMDA 

MLELSRTGLGLVAVCDAQQQV 

QGVFTDGDLRRWLVGGGALTT 

PVNEAMTVGGTTLQSQSRAIDA 

KEILMKRKITAAPVVDENGKLT 

GAIKLQDFYQGRGLFNPSIPRVS 

TADAGLANRARRNWVGSSWK 

QVGQIILQGGPQNAEKSGQRYT 

VSHDRHRDAERQRVKSGLPRY 

AECSTYPSCPVALDLAFASHGI 

HMHAPGEALRMLVTAMDKAA 

DARTKLARLLATKGITHEIQIPD 

I STKEKA QQPIG LNMEQIKPEKQ 

DFIKPVIPQAGKHNGVNMSVLR 

SLLTAGVLASGLLWSLNGITAT 

PAAQASDDRYEVTQQRNPDAA 

CLDCHKPDTEAVPPVQLLTGW 

CVTAKAPPDISAISALTAVKHG 

NCSSLTPLLNPPGSDVIVCAELD 

EQWGYVGAKSRQRWLFYAYA 

QSPRTTRCCARIRLHALWRRW 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22518 


52886 


A 


22646 


807 


1350 


NRGCPSCSATDGVVRNGKSTA 
GHQRYLCSHCRKTWQLQFTYT 
ASQPAGQ* RLLNRLIEPTRGQ V 
LIDGVDIAKISDAELREVRRKKI 
AMVFQSFALMPHMTVLDNTA F 
GMELAGINAEERREKALDALR 
QVGLENYAHSYPDELSGGMRQ 
RVGLARAINPDILLMDEAFSAL 
DPLIRTEMQDELVKLQAKHQR 
TIVFISHDLDEAMR1GDRIA1MQ 
NGEVVQVGTPDEILNNPANDY 
VRTFFRGVDISQVFSAKDIARRT 
PNGLIRKTPGFGPRSALKLLQD 
EDREYGYV1ERGNKFVGAVSID 
SLKTAAVPPVQLLTGWCVTAK 
APPDISAISALTAVKHGNCSSLT 
PLLNPPGSDVIVCAEMDEQWG 
YVGAKSRQRWLFYAYDSLRKT 
VVAHVFGERTMATLGRLMSLL 
SPFDVVIWMTDGWPLYESRLK 
GKLHV1SKRYTQRIERHNLNLR 
QHLARLGRKSLSFSKSVELHDK 
VIGHYLNIKHYQ 


22519 


52887 


A 


22647 


1 


1270 


MTAATEQLNASRGLSTREMER 

QAELAK1TTDYINSGGSEGDEK 

LQNMIKAQNDYYAAEDAKRA 

DWLAGAESAFADYGDSAMDM 

YGNVNEIASSALNGMTDMMV 

QFLTTGKANFADFAKNIISMI1K 

MIAQMV1FNTSLRNDGRSVSSG 

GAAVSLAAAAGSVATSGFNAS 

NSAPKVVTIREVERSVDVSGME 

ASSTSW1TIRSFTAETSTFGPTM 

TASMTFLPTYCSIIASLLSSFKLA 

AATDGVVRNGKSTAGHQRYLC 

SHCRKTWQLQFTYTASQPALA 

RNPNRDITIYWGGREEQHLYDL 

CELEALSLKHPGLQVVPVVEQP 

EAGWRGRTGTVLTAVLQDHAT 

DGVVRNGKSTAGHQRYLCSHC 

RKTWQLQFTYTASQPGTHQK.il 

DMAMNGVGCRATARMMGVGL 

NTIFRHLKNSGRSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22520 


52888 


A 


22648 


381 


945 


GAPVASVSISCPSCSATDGVVR 
NGKSTAGHQRYLCSHCRKTWQ 
LQFTYTASQPAGQ* RTENQTPH 
VLTHKWELNYENPWTQGGEHL 
TMGLVVGWRGLQEGDPARTN 
LSYYQANVGSGQHRENKGPIN 
LGNVGKSNGERGGKSLYRCKIF 
LESSVTMKDRELPPVYDGVFEV 
LQWLLFLSAVPPVQLLTGWCV 
TAKAPPDISAISALTAVKHGNC 
SSLTPLLN PPGSDVI VCAEMDE 
QWGYVGAKSRQRWLFYAYDS 
LRKT V V AH VFGERTM ATLG RL 
MSLLSPFDVVIWMTDGWPLYE 
SRLKGKLHV1SKRYTQRIERHN 
LNLRQHLARLGRKSLSFSKSVE 
LHDKV1GHYLNIKHYQ 


22521 


52889 


A 


22649 


354 


1119 


RRWRRGAHEAATGGTGRGPAE 

EAAPGEPAAGRAAPKSGGKRL 

GGVLGRGGVGRRSGSPDRSGA 

H S A APRRC RQLPG RCPSCS ATD 

GVVRNGKSTAGHQRYLCSHCR 

KTWQLQFTYTASQPAGQ*RSK 

GAIGEGPPDPRGIVEQNLGGDIS 

IPCYNGPRPRRSAQKTTLGPLN 

QPRIPSAQCAGAFPRVAAAGAG 

GGGGGGSGGSGFCLGWRLRRR 

RQRRRRWRRGEGEGDGDAGH 

MRPRPAGRAEARRRRRLRGNP 

PPGARLPNREGNGSGVSWAAE 

VSGDGRGARTEAARTRRRPGG 

ADNYPGAVPPVQLLTGWCVTA 

KAPPDI S A I S A LT A V KHGNC SSL 

TPLLNPPGSDVIVCAEMDEQW 

GYVGAKSRQRWLFYAYDSLRK 

TVVAHVFGERTMATLGRLMSL 

LSPFDVV1WMTDGWPLYESRL 

KGKLH VI S KRYTQRIERHNLNL 

RQHLARLGRKSLSFSKSVELHD 

KV1GHYLNIKHYQ 


22522 


52890 


A 


22650 


23 


658 


V1SRPGSSIQVRGLLLSRHGLAL 
GSAPDLWK.LPWVNLVQGMGQ 
QSQGSSCREGCSRPQCPSAAPC 
GAAPAHFCSAATFWESEVQSIP 
R/CRATDGVVRNGKS/TAGHQR 
YLCSHCRKTWQ/LQFTYTASQP 
EVIRSSPTSAPRSDGTKTVPPLM 
GISP*SAHHRLATSDPSLCLSES 
LCSREPAAVPRASNQQPQGVK 
DVHHQFTARTSRYPSKC 


22523 


52891 


A 


22651 


926 


1093 





2944 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22524 


52892 


A 


22652 


343 


817 


GGARSRQNPRCGPCMVVVPGQ 
SGRSVSADSSTEFREQGGS\AI\S 
FPKS IN RAGPELFRFMENPFN S V 
♦YRKNVRELTPAIMAVLPVEFR 
TRLAPQNDTMSLIASAMKECSE 
AKQAVLLNA PEHQKMKE V SEG 
IASLFRLMPEQVGPLMTMVTS 
MLGVI 


22525 


52893 


A 


22653 


115 


425 




22526 


52894 


A 


22654 


747 


1173 




22527 


52895 


A 


22655 




2709 




22528 


52896 


A 


22656 


1 


2583 




22529 


52897 


A 


22657 


636 


1029 


APSDQKRDFLVPHGADSAMAK 
SG*CESGNDLLSSSHMNQLR/A/ 
ESIPEDVIAGASALVLTFIIKFVI 
AENPQWWQQFLKDHVSILAMN 
EDEAEALTGESDPLLASDKALD 
WVDLVLCTAGPIGLYMAGGGD 
VN 


22530 


52898 


A 


22658 


1611 


3300 


QSAWANRHRLVDCGRPGNGSD 

AGVAARSGRNDGTGRCGLCHS 

CSRYGDHHRQSDR1YRHYDAG 

RSPSGAVDYGTQRGNRFSRAV 

YPVGA/RRWR*GLPLV/QQFQPE 

NETSAAWWVGrNQPLVDIEAK 

VDDEFIERYGLSAGHSLVIEDD 

VAEALYQDVQQKNLITHQSAG 

GT1GNTMHNYSVLADDRSVLL 

GVMCSNIEIGSYAYRYLCNTSS 

RTDLNYLQGVDGPIGRCFTLIG 

ESGERTFA1SPGHMNQLRAESIP 

EDVIAGASALVLTSYLVRCKPG 

EPMPEATMKA1EYAKKYNVPV 

VLTLGTKFVIAKNPQWWQQFL 

KDHVSILAMNEDEAEALTGESD 

PLL AS DKALD WVDL VLCT AG PI 

GLYMAGFTEDEAKRKTQHPLL 

PGAIAEFNQYEFSRAMRHKDC 

QNPLRVYSHIAPYMGGPEKCNI 

LGRSG WLL YGRGLDK.QRLTQ Y 

QSKLGAAMVIVAAWCVEDYQ 

VIRLAGSLTARATRLAHEAQLD 

VAPLGKIPHLRTPGLLVMDMDS 

TAIQIEC1DEI AKL AGTG EM V AE 

VTRTGDARRTRFYRQPAQPCG 


22531 


52899 


A 


22659 


430 


586 




22532 


52900 


A 


22660 


1 


131 





2945 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22533 


52901 


A 


22661 


1 


1282 


MLPAHLDACVTTLQKIRWTLS 
VVDPTLALRVPLPALSIRDDPPL 
RAYLPGRGALKVIRFDDMDFA 
TIDGINRMLVDIDTNYLFLPRVT 
SST1 RC LS VPTRRTV PA VTA SG R 
SVKYYPPDFDPSKIPKLKLPKD 
RQYVVRLMAPFNMRCKTCGEY 
IYKGKKF\NARKETVQNEVYLG 
\LPI\FRFY1K\CTRCLGRDSPFKT 
DPVENTDYTM/ESLGATRNFQG* 
E A S WEEEEKRV\QK\ERE DE/ES 
LNN PMK VLENRTKDSKLEM E V 
LENLQELKDLNQRQAHVDFEG\ 
MLRQHRLSEEERRSQQQEEFEQ 
KTAALLEEARKRRLLEDSDSED 
EAAPSPLQPALRPNPTATLDEA 
PKPKRKVEVWEQSVGSLGSRPP 
LSRLVVVKKAKADPDCSNGQP 
QAAPHPRSPAEQEGGQPYTPDA 
WRVLPEPTGC1PGQ 


22534 


52902 


A 


22662 


1 


412 




22535 


52903 


A 


22663 


298 


532 


MGSWSLPGRTLWKEK.VRFLKS 
KERTNPGSNFFSFPGSQHTREER 
SQECLSLPVLPSYLATRLSLPDS 
CPLKGRKAH*QRHSEI*LMGFE 
PGWPGKL*GWIELAFLLGCLHL 
TLPLPCPTPLPPKSTKSGCFSLSI 
ALCFNKQFAVTK 


22536 


52904 


A 


22664 


1 


193 




22537 


52905 


B 


22665 


55 


281 




22538 


52906 


A 


22666 


86 


159 




22539 


52907 


A 


22667 


63 


1036 


VRGGLAAGRGRGSAGAAPVVV 

AAMLGAWAVEGTAVALLRLL 

LLLLPPAIRGPGLGVAGVAGAA 

GAGLPESVIWAVNAGGEAHVD 

VHGIHFRKCIPL*GRVGRALYY 

GMKLPILRSNPEDQSCYQTE\RS 

NVEETFGYESPIQREGGLTCWSL 

KFAEWYFAQSQQKVFDVRLNG 

HVVVKDLDIFDRVGHSTAHDEI 

IPMSIRKGKLSVQGEV\STVFTQG 

KLLPLSFSKGYL*PIPKVCAL\Y1 

MAGVTVDDVPKASAFNPGLEK 

KEEEEEEEEYDEGSNLKKQTNK 

NRVQS\GPRTPNPYALDNSSLM 

FPILVVAFGVFIPTLFCLCRL 


22540 


52908 


A 


22668 


1570 


1773 





2946 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22541 


52909 


A 


22669 


62 


454 


NKQLNKKRRRTM1ALIQRVTRA 
S/VTVEGEVTGEIGAGLLV/LLG 
VEKDDDEQKAN/RDAEGQM/N 
LNVQQAGGSVLVVSQF/TLAAD 
TERGMRPSFSQGHHR1RAQAFY 
DYFVES/CRQQR*YAQGGLSAE 
FRLLNS 


22542 


52910 


A 


22670 


1 


1930 


M AG KPE YDKTISTS I VLN ALN A 
LGVSAEASGRNDLVVKTVEGD 
RK.VSGSAYRETKDRGFHHGTL 
LLNADLSRLANYLNPDKKKLA 
AKG1TSVRSRVTNLTELLPGITH 
EQVCEAITEAFFAHYGERVEAE 
IISPNKTPDLPNFAETFARQSSW 
EWNFGQAPAFSHLLDERFTWG 
GVELHFDVEKGHITRAQVFTDS 
LN PAPLE ALAGRLQGCLFSLYN 
SDLNTVIDNVLRIFPLLLSWISF 
WLLYS1VPT1RVPNRDA1VGAFV 
A A LLFE AG KKG F AL YITMFPS Y 
QLIYGVLAVIPILFVWVYWTCV 
TVEGEVTGEIGAGLLVLLGVEK 
DDDEQKANRLCERVLGYRIFSD 
AEG\KMNLNVQQAGGSVLVVS 
QFTLAADTERGMRPSFSKGVID 
DI G FNTEI SQTRFHQ A SHLFKRK 
G 1 Y RLHF ARRRCQQI ORRQRRR 
RFMQRTAVAITHQQRMKQGIL 
RLWRNWLLWLLILLLRRNRLL 
RLLILLLWRNRLLRLLILWLRR 
NRLLWLLILRLRRNWLLRLLIL 
LLRCN RLLRLLY RFNN WRKQR 
FVWTIIQQRFHWRK.FKIIQRERI 
RPSRLFAG1TLLLSLRKLTSQFS 
LCRSICIFCVYGHIMLILFAIALL 
LCLGELTCQFILLHRIDFIIVVLI 


22543 


52911 


A 


22671 


377 


463 


QTISQTTVQSN*NSGLRISPKTA 
QLHGD 


22544 


52912 


A 


22672 


129 


615 


KARQKSCQPVTTDTQCRHTSSS 
IGKRLAFCQNLTQIHTESTMKP 
WILLLVMFISGVVMLLPVLGSF 
WNKDPFLDM IRETEQC WVQPP 
YKYCEKRCTKIMTCVRPNHTC 
CWTYCGNICLD/IRRAP*/HQC* 
TPRFYWPITTVG*RMTIWSKKS 
AAYFLLGTPTWL 


22545 


52913 


A 


22673 


3 


412 




22546 


52914 


A 


22674 


2 


390 





2947 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22547 


52915 


A 


22675 


180 


507 


CCGGRARSELCLLNLCIKGAD*I 

QAW*KFCQWPCERADGRGCRK 

AER\CPCPKGAYSL/YCRESVCC 

LPSFVNKNSSSLCVAHNWGRH 

CYLWTAADVKQFISSHMFPVE 

HL 


22548 


52916 


A 


22676 


5 


227 


GGGRARSELCLLNLCIKGAD*I 
QAW*KFCQWPCERADGRGS*F 
DRGAEVCNQTDWQSIRSSQGG 
RDQRFSTERA 


22549 


52917 


A 


22677 


567 


842 




22550 


52918 


A 


22678 


1 


1400 


MGWGQGPDVQLMNGHERSPS 

HSPREAKKSGSPLPTD1HCFSPQ 

SQPAMVITGVPTAPAGASAKM 

GLCATPITGACPLWLRGFRGWR 

CEDRCEQGTYGNDCHQRCQCQ 

NGATCDHVTGECRCPPGYTGA 

FCEDLCPPGKHG PQCEQRCPCQ 

NGGVCHHVTGECSCPSGWMLS 

FPGWRPI*FSKSL*MQGTVCGQ 

PCPEGRFGKNCSQECQCHNGGT 

CDAATGQCHCSPGYTGERAAV 

PDVRK\CQDECPVGTYGVLCAE 

TCQCVNGGKCYHVSGACLCEA 

GFAGERCEARLCPEGLYGIKCD 

KRCPCHLENTHRGDDREKAEF 

GHLLIALEVQYTE1SNCIEKSQE 

ASCYDIRMLKQPYGETNTEEEL 

AVNYVYSIYASK.EQIRYKHGRS 

FANGHVKELMEGPSRRIAGSGG 

EKYKRDEEKNTLLRGQNRGGR 

GKNPKKTKAWVKIQGQNKIE1S 

GVGADRKRFFREK 



2948 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22551 


52919 


A 


22679 




2210 


MEQKGEFKNDTLIYEFFHIVAK 

PHPLPIKSSTYTTFQSARVTRFF 

LDAEKECRCQEGQVEAALIAM 

GGTCQGTQRLSTAGESESATH 

MREPAVQCRRDSQCVSVLAGR 

RRFFQGAASPLHPASVALTQLH 

VRWASTATIGQVSGFPGKIRVS 

PTTNLGDSDYI FTASH WG LGHY 

GPAVHVHSQGG1DERGSNDSG 

RLYVTNPCGNVPSWTPNIDRLA 

EDGVK.LTQHISAASLCTPSRAA 

FLTGRYPVRSGMVSSIGYRVLQ 

WTGASGGLPTNETTFAKILKEK 

GYATGLIGKWHLGLNCESASD 

HCHHPLHHGFDHFYGMPFSLM 

GDCARWELSEKRVNLEQKLNF 

LFQVLALVALTLVAGKLTHLIP 

VSWMPVIWSALSAVLLLASSYF 

VGALIVHADCFLMRNHTITEQP 

MCFQRTTPLILQEVASFLKRNK 

HGPFLLFVSFLHVHIPLITMENF 

LGKSLHGLYGDNVEEMDWMV 

GRILDTLDVEGLSNSTLIYFTSD 

HGGSLENQLGNTQYGGWNG1Y 

KGGKGMGGWEGG1RVPGIFRW 

PGVLPAGRVIGEPTSLMDVFPT 

VVRLAGGEVPQDRVIDGQDLL 

PLLLGTAQHSDHEFLM H\YCER 

VLHAARWHQRDRGTMWKVHF 

VTPVFQPEGAGACYGRKVCPCF 

GEKVVHHDPPLLFDLSRDPSET 

H1LTPASEPVFYQVMERVQQAV 



2949 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Srop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22552 


52920 


A 


22680 


185 


2091 


GSTERDNMLHLHHSCVCFRSW 
LPAMLAVLLSLAPSASSDISASR 
PNILLLMAVDDHGVGDIGCYGN 
NTMRTPNIDRLAEDGVKLTQHI 
S AASLCTPSRA AFLTG RYPVRS 
GMVSSIGYRVLQWTGASAGFT 
TN\ETTFAKILKEKGYATGLIGK 
WHLGLNCESASDHCHHPLHHG 
FEHFYGMPFSLMGDCARWELS 
EKRVNLEQKLNFLFQVLALVA 
LTLVAGKLTHL1PVSWMPVIWS 
ALSAVLLLASSYFVGALIVHAD 
CFLMRNHTITEQPMCFQRTTPLI 
LQEVASFLKRNKHGPFLLFVSF 
LHVHIPL1TMENFLGKSLHGLY 
GDN VEEM D WM VGRILDTLDV 
EGLSNSTLIYFTSDHGGSLENQL 
GNTQYGGWNGIYKGGKGMGG 
WEGGIRVPG1FRWPGVLPAGRV 
IGEPTSLMDVFPTVVRLAGGEV 
PQDRV1DGQDLLPLLLGTAQHS 
DHEFLMHYCERFL\HAARWHQ 
RDRGTMWESPTL*PPCVSSQEG 
AGACVYGRKWCPCFGEKWVHH 
DP\PLL\FDLSRDPSETHILTPASE 
PVFY\QVMER\VQQAVWEHQR 
TLSPVPMQLDRLGNIWRPWMQ 
PCCGPFPLCWCLREDDPQINVC 
SEKLEPRFLNFVTQIETNQLAM 


22553 


52921 


A 


22681 


209 


392 




22554 


52922 


A 


22682 




513 




22555 


52923 


A 


22683 




613 




22556 


52924 


A 


22684 


1 


2115 





2950 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22557 


52925 


A 


22685 


53 


1966 


VGQPRGLRTLEKLTASVAGGA 

ANFFGDIERDLGPRDTSRGIRG 

GNLGDRGCSSAEMAYASWQR 

WSPVE WA RWMWTAVTSSG DS 

SLLVLQGDSGKRSSDSEEAFET 

PESTTPVKAPPAPPPPPPEV 1 PEP 

EVSTQPPPEEPGWGSETVPVPD 

GPRSDSVEGSPFRTQAHSFSGVF 

DEDQPIASTGTDILDFDNIELVD 

TFQTLEPRASDAKNQEGKVNT 

RRKSTDSVPISKSTLSRSLSLQA 

SDFDGASSSGNPEAVALAPDAY 

STESAKRVVPPASGGGRVQNSP 

PVGRKTLPLTTAPEAGEVTPSD 

SGGQEDSPAKGLSVRLEFDYSE 

DKSSWDNQQENPPPTKKIGKKP 

V A KMPL RRPKMKKTPEKLDNT 

PA SPPRSPA EPN DIPI AKGTYTF 

DIDKWDDPNFNPFSSTSKMQES 

PKLPQQSYNFDPDTCDESVDPF 

KTSSKTPSSPSKSPASFEIPASA 

MEANAV\DGDGLNKPAKKKKT 

PLKTMVEDVMSVCSLFDTFRV 

K K SPKRSPLSDPPSQDPTP A ATP 

ETPPVISAVVHATDEEKLAVTN 

QKWTCMTVDLEADKQDYPQPS 

DLSTFVNETKFSSPTEELDYRNF 

YEIEYMEK1GSSLPQDDDAPKK 

QALYLMFDTSQESPVKSSTVR 



2951 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22558 


52926 


A 


22686 


662 


2927 


HLRRK.RNLPRREGLSPALLEET 

PLEPAVGPKAACPLDSESAEGV 

VPPASGGKRCLFTTAPEAGEVT 

PSDSGGQEDSPAKGLSVRLEFD 

YSEDKSSWDNQQENPPPTKKIG 

KKPVAKMPLRRPKMKKTPEK.L 

DNTPASPPRSPAEPNDIP1AKGT 

YTFDIDKWDDPNFNPFSSTSKM 

QESPKLPQQSYNFDPDTCDESV 

DPFKTSSKTPSSPSKSPASFEIPA 

SAMEANGVDGDGLNKPAKKK 

KTPLKTDTFRVKKSPKRSPLSD 

PPSQDPTPAATPETPPVISAVVH 

ATDEEKLAVTNQKWTCMTVD 

LEADKQDYPQPSDLSTFVNETK 

FSSPTEELDYRNSYEIEYMEKIG 

SSLPQDDDAPKKQALYLMFDT 

SQESPVKSSPVRMSESPTPCSGS\ 

SFEETG SPLRNTAA\KNQ\HPVP 

TRDWAP*PRSSHLAGCQRKSSQ 

E/VELGGPWG LGH PFQEGDLKF 

TASPRGSFASADALLSRLAHPV 

FSL/CGALDYL\EPNFRQKRNPP 

LFAQKLQREA\VHPTDVSI\SKT 

ALYSRIRTTEVEKPAGLLFQQP 

DL\DSALQIARAEII\TKEREVSE 

WKDKYEESR\REVMEMRK1\LA 

EYEK. riAQMlEDEQREKSVS\HQ 

TVQQLVLEKEQA\LADLNSVEK 

\SLADLFRRY EKMKE VLESFRK 

NEEVLKRCAQEYLSRVKKEEQ 

RYQA\LKVHA\EEKLDRANAE\I 


22559 


52927 


A 


22687 


374 


1268 


AETNMVWYDWMRPSHAQLHS 

DYMQPLTEAKAKSKNKVRGV 

QQLIQRLRLIKSPAEIERMQIAG 

KLTSQAFIETMFTSKAPVEEAFL 

Y AKFEFEC RARG ADIL A YPP V V 

AGGNRSNTLHYVK.NNQLIKDG 

EMVLLDGGCESSCYVSDITRTW 

PVNGRFTAPQAELYEAVLE1QR 

DCLALCFPGTSLENIYSMMLTLI 

GQKLKDLGIMKNTQGK*CL/RR 

LLE/QYCPHHVGHYLGMDVHD 

TPDMPRSLPLQPGMVITIEPGIYI 

PEDDKDAPEKFRGLGVRIEDDV 

VVTQDSPL1LSADCP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22560 


52928 


A 


22688 


329 


1389 


RIWKTQMMRMKKMMMMMM 

MMMRTTLFFQQESQEAIFFPFD 

LFPMCPFGCQCYSRVVHCSDLG 

LTSVPTNIPFDTRMLDLQNNKI 

KEIKENDFKGLTSLYGLILNNN 

KLTKIHPKAFLTTKKLRRLYLS 

HNQLSEIPLNLPKSLAELRJHEN 

KV KKIQKDTFKGMN ALH V L EM 

SANPL**/SMGIEPGAF*RG*RCS 

/YIRIAEAKLTSVVPKGLVPPTLLE 

LHLDYNKISTVELEDFKRYKEL 

QRLGLGNN K.ITDIENGSLANIPR 

VR\EIHLGNIK.LKKIPSGLPELKY 

LQIIFLHSN SI ARVG VNDFC PTV 

PKMKKSLYSAISLFNNPVKYWE 

MQPATFRCVLSRMSVQLGNFG 


22561 


52929 


A 


22689 


1 


4608 




22562 


52930 


A 


22690 


1 


465 




22563 


52931 


A 


22691 




1542 




22564 


52932 


A 


22692 




4226 


EAVLCSSRGRPDSSMPDCCRNA 

ALEARSCQSMTSLFSNTVSPTQ 

DGTSSLPRRQSSFAKPPLRALY 

DLLIAPMEGGVVESTEPLGTSR 

SGFASGTALFWLG DNGKA ASP 

PGVSVSSLENEDDNTQCNRLEQ 

GYREAAVPDWTQDLALCLLPT 

LQSLKARTAPHLC VPSSC Y KA 

WYTLAV SKVSGMVEGKAW1IL 

LLLAASTHALLQRPQEGD1TPL 

AGSRAAAVSCQARPFSTFSGLM 

HSSGPVGRHRQL1LVLE 


22565 


52933 


A 


22693 


2 


4197 


ALDFPGRRFRPTASFIWASVLFE 
TIRHEAEVSTDYKLSLFDLQTSS 
YQALQRVLVSLGHHDEALAVA 
ERGRTRAFADLLVERQTGQQD 
SDPYSPVTIDQILEMVNGQRGL 
VLYYSLAAGYLYSWLLAPGAG 
IVKFHEHYLGENTVENSSDFQA 
SSSVTLPTATGSALEQHIASVRE 
A LG VESHYSRACA SS ETESE AG 
DIMDQQFEEMNNKLNSVTDPT 
GFLRMVRRNNLFNRSCQSMTS 
LFSNTVSPTQDGTSS 


22566 


52934 


A 


22694 


1 


618 




22567 


52935 


A 


22695 


1 


3528 





2953 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22568 


52936 


A 


22696 


85 


1193 


RPIEGQLGTCHPGSEPRTIRWRA 

PG KGLRL YTH PPTSDI AGRTG A 

AASFPAPLHLPREPRAGVDGTD 

AERILYPRRAAPAASGVGSRPA 

GEAVRADEAGAAGLGGFQSER 

NRSWGGESLGSRQPQKMPAFN 

RLFPLASLVLIY*VSVCFPVWGE 

WPLENGGRARANPMKLRCISC 

MKREEVEATTVVEWFYRPEGG 

KDFLIYEYRNGHQEVESPFQGR 

LQWNGSKDLQDVS1TVLNVTL 

NDSGLYTCNVSREFEFEAHRPF 

VKTTRLIPLRVTEEAGEDFTSV 

VSEIMMYILLVFLTLWLLIEMIY 

CYRQVSKAEEAAQENAPGNSL 

EGG SQGLQINSTQDGLVTGQQ 

DVGSHRAREHMPDFEEPPSAK 


22569 


52937 


A 


22697 


277 


527 


VRV S WE YFC APGPAG SPAGPG 
RGEEKQRLGLLIRDARSPAPPG 
PPVGSVRG/PK.PAPAGRVRAK.G 
RRA*GAACSLAAGAWVEPGI 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SCQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22570 


52938 


A 


22698 


226 


2268 


SV KNYTKCH VRNEQICNKLTSC 
KSCSLNLNCQWDQRQQECQAL 
PAHLCGEGWSHIGDACLRVNSS 
RENYDNAKLYCYNLSGNLASL 
TTSKEVEFVLDE1QKYTQQKVS 
PWVGLRKINISYWGWEDMSPF 
TNTTLQWLPGEPNDSGFCAYLE 
RAAVAGLKANPCTSMANGLVC 
EKPVVSPNQNARPCKKPCSLRT 
SCS7MCTSNGMECMWCSSTKRC 
VDSNAYIISFPYGQCLEWQTAT 
CSPQNCSGLRTCGQCLEQPGCG 
WCNDPSNTGRGHCIEGSSRGPM 
KL1GMHHNEMVLDTNLCPKEK 
NYEWSFIQCPACQCNGHSTCIN 
NN VCEQCKN LTTGKQCQDCMP 
GYYGDPTNGGQCTACTCSGHA 
NICHLHTGKCFCTTKGIKGDQC 
QLCDSENRYVGNPLRGTCYYK. 
T\LIDYQFTF\SLLQEDDRHHTA1 
YFIVNPKQSNKNLHISINASNMF 
NLN1TWPC*STAGTISGEETYIV 
SKNN1LEYRJDSFSYEKFNFRSNP 
NITFYVYVSNFSWPIKIQTAFSQ 
HNTIMDLVQFFVTFFSCFLSLLL 
EAAVVWKIKQTCWASRRREQL 
LRERQQMASRPFASVDVALEV 
GAEQTEFLRGPLEGAPKPIA1EP 
C AGNRA A V LTVFLCLPRGSSG A 
PPPGQSGLAIASALID1SQQKAS 
DSKDKTSGVRNRKHLSTRQGT 


22571 


52939 


B 


22699 


252 


360 




22572 


52940 


A 


22700 


1 


84 




22573 


52941 


A 


22701 


1 


404 




22574 


52942 


A 


22702 


86 


292 


NPEMRCREFCLPSCRPELALE* 
G*SVRDVA*AQMCSVVWAGRP 
LGFAA* S*GSGHSCGRCSIWGE 
CWG 


22575 


52943 


A 


22703 


82 


379 


HTLQPFISMG SLTKMFK V I S EG P 
MD*RPHPKVRPMT*HSTPAPAN 
FMGHFFWKIMICTDRTEVATLV 
AGVVSGASVGGKSPPYRKWNS 
PEPDVKGPRVL 


22576 


52944 


A 


22704 


2 


382 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22577 


52945 


A 


22705 


1 

u 


479 


HMPSGETAPLRJVDTGTGTGTV 
\AYAPTE\LGLHEMHIKYMASHI 
LESPLRF Y VTTPT VPS V SA YG PG 
L V YG V AN/NTATFTI VTED AG E 
GGLDLAIEGPSKAEEPRPRLSRA 
PGVDGAGASPGLGEDTGPQAP 
GLQVLTERIPGPSAPTPEFLSVG 
VSAVC 


22578 


52946 


A 


22706 




590 




22579 


52947 


A 


22707 


171 


406 




22580 


52948 


A 


22708 


269 


2477 




22581 


52949 


B 


22709 


167 


7472 




22582 


52950 


A 


22710 




520 




22583 


52951 


A 


22711 


2218 


2472 




22584 


52952 


A 


22712 


722 


1555 


SRMWYEALNNTWGREDICVVD 
GWQSFRRQDYAFLQERGSGGD 
LWSSTLAQAMTLVESRHPRHQ 
ALSTQLLDAIMPYCGNTLRLGV 
TGTPGAGKSTFLEAFGMLLIRE 
GLKVAVIAVDPSSPVTGGS1LG 
DKTRMNDLARAEAAF1RPVPSS 
GHLGGASQRARELMLLCEAAG 
YDVVIVETVGVGQ\SETEVARM 
VDCF1SLQIAGGADDLQGIKKG 
LMEVADLIVINKDDGDNHTNV 
A I A RH M/YES ALH1 LRRPPMH R 
VPRNPKVNLLPGTAMANLLS 


22585 


52953 


B 


22713 


381 


425 




22586 


52954 


A 


22714 




1185 




22587 


52955 


A 


22715 




3009 




22588 


52956 


A 


22716 


22 


527 


YEGIVMKPL1IVNPADC1GC\RT 
CEWACVVAHPSEQELNADVFL 
PRLKVQRLDSISAPVMCHQCEN 
APCVGACPVGALTMGEQVVQT 
NSARCIGCQSCVSACPFGMITIQ 
SLPGDTRQQIVKCDLCEQR*EG 
PACVESCPTQALQLLIERELRRV 
RQQRIVVTGENPL 


22589 


52957 


A 


22717 


187 


325 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22590 


52958 


A 


22718 


1 


2240 


MRSDPDTSVNEIETKLSALLGS 

ETTGEILFDLLCANGPEWNRFV 

TLEM K YG RIML DT AKIIDEQD V 

PTH1LSKLTFTLRNHPEGVVMK 

NFEVLQPLQNSLSGLPLWVSER 

I LQQINQLTH YEP V IG1MGKTG A 

GKSSLCNALFAGEVSPVSDVAA 

CTRDPLRFRLQIGEHFMTIVDLP 

GVGESGVRDTEYAALYREQLP 

RLDLILWLIKADDRALATDEHF 

YRQVIGEAYRHKMLFVISQSDK 

AEPTSGGNILSTEQKQNISRKIC 

LLHELFQPVHPVCAVSVRLHPV 

VALLQQFRTDDERTHRYHYDS 

QHRLVDYTRTQYEEPLVESRYL 

YDPLGRRVAKRVWRRERDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRSRJQTIYQPGSFTPLIR 

VETATG ELAKTQRRSLADALQ 

QSGGEDGGSVVFPPVLVQMLD 

RLESEILADRVSEESRRWLASC 

GLTVEQMQNQMDPYTEGTTAW 

Y/AEYDEWGNLLNEENPHQLQ 

QLIRLPGQQ YDE ESG L Y YN RHR 

YYDPLQGRYITQDPIGLKGGW 

NFYQYPLNPISDIDPLGLSMWE 

VARQMNAIASKLPEGFHIGINFS 

ASH1ISPTFVDECLNFRDSFTRR 

DLNLVLEVTERDLLNVDESLVQ 

RLNILHENGFVIALDDFGTGYS 

GLSYLH DLH1DYIKIDHSFVGRV 

NADPESTR1LDCVLDLARKLSIS 



2957 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22591 


52959 


A 


22719 




2301 


MALTSGVHTGEKPYKCAQCEE 
AFSRKSELIIHQIIHTGEKPYECT 
ECGKTFSRKSQLI1HQRTHTGEK 
PYKCTKCGKSFCQQSHLIGHQR 
IHTGEQPYLGLSVAERPKEYED 
DRALKMAAPCGNSSREQPCCFL 
NKASEDAERAKPPS*EPGRLRT 
P*VAQPH*VPHFMATWVRKHP 
VHDRQFRLHGQIRELNWDVVR 
PEQFTGVATNCSGITYPQGGWL 
CPAELTRNVLELAQQQGLQIYY 
QYQLQNLSRKDDCWLLNFAGD 
QQATHSVVVLANGHQISRFSQT 
STLPVYSVAGQVSHIPTTPELAE 
LKQVLCYDGYLTPQNPANQHH 
CIGASYHRGSEDTAYSEDDQQQ 
NRQRLIDCFPQAQWAKEVDVS 
DKEARCGVRCATRDHLPMVGN 
VPDYEATLVEYASLAEQKDEA 
VSAPVFDDLFMFAALGSRGLCS 
APLCAE1LAAQMSDEPIPMDAS 
TL A A LN PN RLWVRKLLKGKA V 
KAG 


22592 


52960 


A 


22720 


1021 


1734 




22593 


52961 


A 


22721 


1247 


2412 


RRSHHAANLD1R1RMPQTRQVT 
LPDPELHPDSTLSMWPD/NRIAR 
DAHYLYRYDRHGRLTEKTDLIP 
EGVIRTDDERTHRYHYDSQHRL 
VHYTRTQYEEPLVESRYLYDPL 
G RR V AKRV WRRERDLTG WMS 
LSRKPQVTWYGWDGDRLTTIQ 
NDRTR1QT1YQPGSFTPLIRVET 
ATGELAKTQRRSLADALQQSG 
GEDGGSVVFPPVLVQMLDRLE 
SE1LADRVSEESRRWLASCGLT 
VEQMQNQMDPVYTPARKIHLY 
HCDHRGLPLALISKEGTTEWCA 
EYDEWGNLLNEENPHQLQQLI 
RLPGQQYDEESGLYYNRHRYY 
DPLQGRYITQDPIGLKGGWNFY 
Q YPLNP VTNTDPLGLEV FPRPFP 
LPI PWPKSPAQQQQWYPTFCC 


22594 


52962 


A 


22722 


1 


4767 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54Q,217 


Nucleotide 
location of first 
codon lor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22595 


52963 


A 


22723 


668 


1922 


YPHADSPECWLSSSSERGKSSV 
TADLSRPRRLRPIPTCHGKPIAC 
TTTKAKNAFRPIAGASATGRLA 
NSPIIILPNAAIRQEFGITLDPEEV 
FTFQGVKLYEYRYFPDCVRSRN 
EAGILVEQILSTLFSVGEHFSLK 
RAPFFK VPSLRS F Y AFGG LTTG 
VVRRNGNHGVNTPARKIHLYH 
CDHRGLPLALISKEGTTEWCAE 
YDEWGNLLNEENPHQLQQLIR 
LPGQQYDEESGLYYNRHRYYD 
PLQGRYITQDP1GLK\GGWNFY 
QYPLNPVQYIDSMGLASKYGH 
LNNGGYGARPNKPPTPDPSKLP 
DIAKQLRLPYPIDQASSAHNVF 
K.TFFRALSPYDYTLYCRKWVK 
PNLTCTPQDDSQYPGMDTKTA 
SDYLPQTN/WPVPSSIVSCTTGV 
VP*VVCQWVFAWPPD1SHRRTG 


22596 


52964 


A 


22724 


25 


510 


RJTDFGVK.KIIRVGSCGAVLPHV 
KLRDV/V 1/GMG AC/TDSKVNRI 
RFKGQAFGG1ADFAMGRTAVD 
PGKALG IN ARVGN LVSADLFYS 
PDGEMFDVMEKYGILGVEMEA 
AGIYGVAAEFGAKALTICTVSD 
HIRTHEQTTAAERQTTFNDMIKI 
ALESVLLGDKE 


22597 


52965 


A 


22725 


415 


759 


HRRRJVIDDTGIFRPRNTAQQLR 
QRP1AMSASGVVQI1LEGHWRT 
HSLRNGFHRGFRL*SSPKVGMQ 
HG SRQV DHRTQRALRFFRQPGI 
DFLRPVFTPRRQRLAATNHFSR 
FVEH 



2959 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22598 


52966 


A 


22726 


2 


2329 


GTLPGCGAMHTCPSGPATHLV 

RRRIVRLPACVVTRANVPTPSR 

PVNATIGAFHSG*MASQGRRLS 

AQYPWSPFQYAVARPVPTVPGR 

LVFTGTSKAPKISVMGPGMGIP 

SCSISAKELITDFGVKKI1RVGSC 

GAVLPHVKLRDVVIGMGACTD 

SKVTRIRFKDHAFAAIADFDMV 

RNAVDAAKALGIDARVGNLFS 

ADLFYSPDGEMFDVMEKYG1L 

GVEMEAAGIYGVAAEFGAKAL 

TICTVSDHIRTH EQTTAAESQTT 

FNDMIKIALESVLLGDKEEDRVI 

RFGKARATRYALLRPYRGIER1P 

VWRVDDTG KA HKFADIRLC WP 

QGSCLDVAKAREVIRGSQPLPA 

WCENWAQEVDARLTKEAQSA 

LRPVINLTGTVLHTNLGRALQA 

EAAVEAVAQAMRSPVTLEYDL 

DDAGRGHRDRALAQLLCRITG 

AEDACIVNKNAAAVLLMLAAT 

ASGKEVVVSRGELVEIGGAFRI 

PDVMRQAGCTLHEVGTTNRTH 

ANDYRQADFQFDDFVMAFTQN 

INGPTQNTRALHGGHKRPDFLP 

LLGAFHGAIDILAPGGLHGYSL 

PSSFFHALALSAAFPGK.RCKLS 

VHLPFWGLKDGGPLLTAPLGG 

ALVGIVGGVGGSNLTFPFHTNF 

LN VRF V 1 RR1 SHRHHHF YRJ A KL 

LMNGAQGSNMLIAAVAGVPHQ 

NGHFPFTVADRFAIVLSEGS1RV 


22599 


52967 


A 


22727 


1 


702 




22600 


52968 


A 


22728 


876 


1318 


RCHL AN A SPAAGSHAPSPDSLS/ 
K1R/QEVG/PPLP/PLLAPLIATPP 
RTSQPLSPLISSSSPSSPASPVGQ 
VSPFRETPVPPAMSPWPEDPRR 
ASPPDPSPSPSAASASERVVPSP 
LQFCAATPKHALPVPGRLPPCA 
SGHAMPCWRAKIK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22601 


52969 


A 


22729 


485 


1455 


PVVQRARNASSCQPFSTSVWA1 

PSISATSVPMCGATHSILSPKKS 

TVSDRIGSMQISFFPLSRSAEK* 

ESPCSSDAFHA1FSVLSGLALHS 

TTTSLCSSTSGQLVCC* *TSLPPT 

TYGMIACAAPVE*SPRCPV*PPA 

SA1*RCNNVEALCSTPFERQP*E 

PAK\SMPDHKPHECVYVVGE*D 

PAPHPNSREQIHPAHECLAGFP 

VTQESLFAPLEIVPAYCCEPGRE 

PRSARSFPFAPRELT*VQLELGT 

GL*RETLDLVVSAGWA*ARRIS 

GA VTATPETG TLCQLDSGAECH 

YRETGVELP*RSPRPVGHGSSR 

HSRRWRT 


22602 


52970 


A 


22730 


814 


5001 


PENSSHRPKPIIPM1ASTL1NANQ 
N S V SP YKRTFTRLTALM 1 1 KKA 
AAQIHVGTSGNQYWRKLDFNS 
PGGSSPVENSDCSTNSRLSFSPE 
NILIQNQDIVREAAVQGDGQKQ 
RQPQATDLDSSGTHGSEMLPAT 
EVTVSGGFSVEETSCGDTGRSG 
GEALAVANDSTSTPQNANGLW 
KLKSTTPGGALPECFGTTDTTFS 
SAFCRKHGETQDTSQSSLPGTL 
HCYTGIREGGDDTEVESEAFSC 
SEGSEQQDAPD 


22603 


52971 


A 


22731 


34 


102 




22604 


52972 


A 


22732 


584 


893 


QKLLPNRMGHPVFVKSSQDPV 
LLSR1AWKDASTVTWVIEQDPV 
LRRRRRRTRRRRTRMRRRRGR* 
*/SKRRRMR/GRRGRR*CRRRRR 
RSSRSRPTRRQRNRNQV 


22605 


52973 


A 


22733 


2 


269 


IGKLYWFMPPSANLALRELGIV 
LFLSVVGLKSGLSWIGYGALIT 
AVPLITVGILARMLAKMNYLT 
MCGMLAGSMTDPPA* PRFQTN 
DREEQHDPQLPQREVGAWRHK 
PVQLAD 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22606 


52974 


A 


22734 


3 


958 


RCYSLLSRAPHPGIYISIAERV/*I 

RLNSANFTLNSLLPAEKKLAEE 

FAVSRMTIRKAIDLLVAWGLV 

VRRHGSGTYLVRKDVLHQTAS 

LTGLGEVLKRQG KT VTSQ V L IF 

EIMPA PPAI ASQLRJQINEQI YFS 

RRVRFV\EGIPLMLEDSYMPVK 

LFRNLSLQHL EG SKFE Y IEQECG 

ILIGGNYESLTPVLADRLLARQ 

MKVAEHTPLLRITSLSYSESGEF 

LNYSVMFRNATQIQGWRSHFR 

R\LHPKKSLTVPPERAPPVFGGL 

1 MRKNH SQR1 DSG VRERRRTAG 

WMK1ISKRQRRRIGHGTCQHPA 

HGQVIHFG 


22607 


52975 


A 


22735 


2 


285 


G DEMTTSTLQK A I DL VTKATEE 
DKAKN YEEALRLYQH PVEYFL 
HAUKYEAHSDKAKESIRAKCV 
QYLDRAEKLKDYLRSKEKHGK 
LCLKDRVT 


22608 


52976 


A 


22736 


545 


791 




22609 


52977 


A 


22737 


249 


1574 


NIIKAIDLVTKATEEDKAKNYE 

EALRLYQHAVEYFLHAIKYEA 

HSDKA KESI RAKC VQYLYRAE 

KLKDYLRSKEK.HGKKPVKENQ 

SEGKGSDSDSEGDNPEKKKLQE 

QLMGAVVMEKPVNIRWNDVAG 

LEGAKEALKEAV1LPIKFPHLFT 

GKJITPWRGALLFRPPGTAGNSN 

RPKAGAPKATNSTFFSVSS\SDV 

K SK RLG ETEKL V*NLF\EL ARQ 

HK\PS 1 1 FIDEVDSLCGSRNENES\ 

QAARRIQNGSSLVQIAGGLGIN 

NDGDSGFFGATNIP\WVLD\SAI 

R\RKV*KTKFYIPLPEKACPRPD 

VSRLHLGSTPHN\LRVATFHKL 

ARKTEGYSGADISIIVRDSLMQP 

VRKVQSATHFKKVCGPSRTNPS 

MMIDDLLTPCSPGDPRAMEMT 

WMDVPGDKLLEPVVCMSDML 

RSL ATTRPT VN ADDL LAKVKKF 

SEDFGQES 


22610 


52978 


A 


22738 


52 


567 




22611 


52979 


B 


22739 


1 


1293 




22612 


52980 j 


A 


22740 


443 


1027 




22613 


52981 


A 


22741 


2077 


2430 




22614 


52982 


A 


22742 


1 


504 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22615 


52983 


A 


22743 


3244 


3947 


RNEITPFRAMMIIRRMAHRFQT 
EE1KRISFIKRRVGNKDEINPGA 
RWRRFHDDGITFLRLLDAGLTI 
PSGKTIVHPLARQRRGLVKIQFL 
R* LL A KLTRQPLLPLQP VTA RL 
CLNPRLRRQRK1RMPAGTKWQ 
RLCPLIGDR*RHRQRSAVYALS 
VRHNPVHHILRKNGDMYSFPIT 
IGNNVWIESHVVINPGVTIGDNS 
VIGAGSIVTKD1PPNVVAAGVP 
CRVILE1NDRDK 


22616 


52984 


A 


22744 


742 


1158 




22617 


52985 


A 


22745 


439 


2882 


PDWQAFQSPPFPASLI1HPKPAK 
LPGWLCIVQWSLLAITRTPTPV 
RWAQQTTETVGLVVGDVSDPF 
FGAMVKAVEQVAYHTGNFLLI 
GNGYHNEQKERQAIEQLIRHRC 
AALVVHAKMIPDADLASLMKQ 
MPADKQCESIPDQNNQTGTQY 
PRGKEPKLLRRLMHMNRKVGP 
RGPRRMLLRYLDVEFLSVALA 

V VHLGPQGTCSRLFL VARA L V 
VAVSEMDK.SLSAQAQIYFASSN 
GPVPDLAYQVDFPRLEIGL*F\E 

Y VDTG AETTLV PG D V L Y VPAG 
GWNFPQWQAPATTFSVLFGKQ 
QLGF/SAVVQWDGKQYQNLAK 
QH VARRG PRIGS FLLQTLNEMQ 
MQPQEQQTARL1VASLLNHCR 
DLLGSQIQTASRSQALFEA1RDY 
IDERYASALTRESVAQAFYISPN 
YLSHLFQKTGA1GFNENLSHTR 
LGHA*TLLKGYDLKVK£VAHA 
CGFVDSNYFCRLFRKNTERSPS 
EYRRHRRLHDNRICQFK.TPTDN 
PENPDRYLTFRRIDKETSSLPKK 
VAPSCKRLSVSRSSPKPSIS1RRC 
MRLMLIEGRRSSFIHPDKDVDG 
FHPYNVGRLCQRAPRLRPCTPR 
GIVTLLERYNIDTFGLNAVVIGA 
SNIVGRPMSMELLLAGCTTTVT 
HRFTKNLRHHVENADLLIVAV 
GKPGFIPGDWIKEGAIVMMSGI 
NRGVATDASCFPLVPFANRVSG 


22618 


52986 


A 


22746 


2 


126 




22619 


52987 


A 


22747 


1 


465 




22620 


52988 


C 


22748 


78 


308 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22621 


52989 


A 


22749 


1 


2797 


MEHPPVLAVQRVALPSRSSEPE 
LFLNPPTDEETEAHRGMYLDQ 
GPRTKDWIPVAPGVREPSPLGP 
GPSSLWLLVVGGTVEEGSRKH 
RPTCKKDFTKSKT V DQ APTLC A 
RHQMLNIQFLISDRDPQCNLHC 
SRTQPKPICASDGRSYESMCEY 
QRAKCRDPTLGVVHRGRCKDA 
GQSKCRLERAQALEQAKKPQE 
AVFVPECGEDGSFTQNTSCIHSS 
VYQIGENSSLTFLEKREESGHL 
QRDWFPLWFPRKARVI 


22622 


52990 


A 


22750 




5295 


MNLNQEEIPDLPEKEFRRLVIKL 
1REGLEKGKAQCKEIQKMIQEV 
KREIFQEIESLKKKPPKIQKTLDI 
LLKMQNALESLSDRTEQAEEIN 
SELEDKVFKLTQSNKDKEKITR 
KYEQSLQEVWSYVKRPNLRIIG 
VPEEEENTKSLENILGGIIEENFP 
SFARDLDIQIPEAQRTTGKL1AK 
RSLLRH1VFRLSKVKMK.ERILR 
AVRQKHQATVSQKNKAGGITL 
PDFKLYYKATVSQKNKAGG1TL 
PDFKLYYK 


22623 


52991 


A 


22751 


1 


891 


GSPFEVMPRDDVFFIVDVKI*DI 
GVYSCTAQNSAGSISANATLTV 
LETPSFLRPLLDRTVTKGETAV 
LQCIAGGSPPPKLNWTKDDSPL 
VVTERHFFAAGNQLL11GDSDV 
SDAGKYTCEMSNTLGTERGNV 
RLSV1PTPTCDSPQMTVL/HLLD 
DDGWGHCGLYVIIAVVCCVVG 
TSLVWVVIIYHTRRRNEDCSITN 
TDETNLPAD1PSYLSSQGTLADR 
QDGYVSSESGSHHQFVTSSGAG 
FFLPQHDSSGTCHIDNSSEADVE 
AATDLFLCPFLGSTGPYVFEGK 
CVWAQNPF 


22624 


52992 


A 


22752 


1 


2947 


MSAPSLRARAAGLGLLLCAVL 
GRAGRSDSGGRGELGQPSGVA 
AERPCPTTCRCLGDLLDCSRKR 
LARLPEPLPSWVARLDLSHNRL 
SFIKASSMSHLQSLREVAGNRFV 
EILPEHLKEFQSLETLDLSSNMS 
ELQTAFPALQLKYLELNRNKIK 
NVDGLTFQGLGALKSLKMQRN 
GVTKLMDGAFWGLSNME1LQL 
DHNNLTEITKG WL YGLLM LQE 
LHLSQNAINRISPDAWEFCQKL 
SELDLTFNHLSRLDD 


22625 


52993 


A 


22753 


2 


417 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22626 


52994 


A 


22754 


1 


262 


VLDIGS/SLTVPDEFSKQE/RAD 
GMWWKQLVAGAVAGAVS/RT 
GTAPLDRLKVFMQIKRAILGQQ 
ETLMCRSASWLAPWLVPQPNH 
HLPYG 


22627 


52995 


A 


22755 


1 


762 




22628 


52996 


A 


22756 


1 


1527 


RLAAAGADPAGSRGGRGSREA 

PTEAARCRASPPPRAGAMRGSP 

G D A ERRQRWGRLFEELDSNKD 

GRVDVHELRQGLARLGGGNPD 

PGAQQGISSEGDADPNGGLDLE 

EFSRYLQEREQRLLLMFHSLDR 

NQDGHIDVSEIQQSFRALGISIL 

LEQAEKNFAQA/VDRDGTMTID 

WQEWRDHFLLHSLENVEDVLY 

FWKHSTVLDIGECLTVPDEFSK 

QEKLTGMWWKQLAAGAVAG 

AVSRTGTVPLDRLKVFMQVHA 

SKTNRLNILGGL*SMVLEGGIRS 

LWRGNGINVLKIAPESAIKFMA 

YEQIKRAIPG\E*ETLPVLERFVA 

GSLAGATAQTII\YPMEVLKTRL 

TLRRTGQYKGLAGLRRGGILER 

EGPRAFYRGYLPNVLGIIPYAGI 

DLAVYETLKNWWLQQYSHDS 

ADPG ILVLLACGTISSTCGQIAS 

YPL AL VRTRMQAQA S I EGG PK.L 

SMLGLLRHILSQEGMRGLYRG1 

APNFMKVIPAVSISYVVYENM1C 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22629 


52997 


A 


22757 


1 


2127 


MDQSGLLALRAAVGAVVGSTL 

AVDIGILVKDWHPRPLGGKHC 

QLLGAFRCRQHRRGKEERRGE 

TKEKKGERENERGKRRRIEGER 

DKYVKENEKQTCVQKERHSCT 

GNSPNHMATVQAERGALDSHG 

GWHPWDYCAVQQGRYHQLLL 

TKEEIEVQRSKKMCLLQAFLIC 

CQKSHFLGPGCTRSMVPASASG 

ESLKLLPLMVEDEGEPVTERE\R 

KREGERERGRERERRRRRKRK 

RRRKRRRKRRRRRRRRG * EFLS 

LG*NERGKRRRJEGERDKYVKE 

NEKQTCVQKERHSCTGNSPNH 

MATVQAERGALDSHGGWHPW 

DYCAVQQGRYHQLLLTKEEIE 

VQRSKKMCLLQAFLICCQKSHF 

LGPGCTRSMVPASASGESLKLL 

PLMVEDEGEPVTEREQEEGGGE 

RERERERKKEKEKEK.EKEKEEK 

EKEKEK.EEERJRVPLPRVELRLT 

NIAAKQVGNTILDVAAPADHPS 

ESSCVYVRFVIKIPVAASFRFKK 

SYVTNNVESCEDGIHYFWKSH 

MHSENSCSCKLPCPPHLPAAER 

LGDALEPLLPTMRRQRQCQNT 

GDCDGRRQIGTRETEMHRDTSL 

VAVKTQVDTSREGMGEVEPNS 

CFWRDTHMASGVGAAFEELPH 

DGTCDECEPDEAPGAEEVCREC 

GFCYCRRHAEAHRQKFLSHHL 

AEYVHGSQAWTPPADGEGAGK 


22630 


52998 


A 


22758 


348 


881 


WRQPRWPHHQACLWQRAGSS 
YSQHKDPHFTSFSTPRAVQNFD 
GFPCPFLRETTTLVLIPSVPLTDP 
GSFYRAWSFQCGPRSPRPLLGR 
TLSQKFLLRLRG RPRRPYMSTL 
TPF* STRIFERAFCQ VMGAESGG 
RIEKTTLCKRSLGPLMEPRV 


22631 


52999 


A 


22759 


1 


347 


MVPASASGESLKLLPLMVEDER 

EPVTERE/REKGRGREREGERE 

KEREGERERERERGERKGERER 

RRG*QPPFHNRFSEGQGRSFLCS 

RRPRVSRRGHTSRGPARVKAAE 

RRGLG 


22632 


53000 


A 


22760 


145 


258 


PENGLIGLS*KIVLSLNIPVNEN 
DMKVDEVLYEDSSTA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of iirst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22633 


53001 


A 


22761 


1 


1479 


MALKEIFCPVRETETCTINCGTR 

ISPSILHVGLPYPSTPNVKPERE 

GCGGGVSGNSKQPGALETAESI 

GKKEGRREEGSRPESASSLSLLL 

SLAYDVDKSAQ1CTR1HSSVPLE 

AVYPGYIHQSIINQADLSALAPY 

DPCVCQIHKYHGAYNCLQYSV 

QNTLYSPTTEQYKRCQAPWVL 

PAIFT1PASGAAASAVPVRAQA 

QGGQAAGQRRRLATAPLTGEG 

EPDHGDRTRAGSQGPEARPRIH 

LGAARGGDRTRGRPGRRGRDW 

TRLGREMAAAAVSSAKRSLRG 

ELK.QRLRAMSAEERLRQSRVLS 

QKYVI AHSEYQKSKRI SIFLSMQ 

DEI ETEEI I KD\ICQRGK\ICF I PP V 

RFSRA1TMDMVRIGSP\EGNFFN 

FPKTSWEYSLRLGEGVDVREEG 

LVPPGGL/E1L1LPCPQALGLDQ 

NHGQPRLG\RGQGAYL*CLS*K 

RLFCSHSGKLKPPTPPGGWLFK 

EQICPPRSPVNENDMKWDEVL 


22634 


53002 


A 


22762 




813 




22635 


53003 


A 


22763 




368 




22636 


53004 


A 


22764 


327 


4281 


SASASRCDPGSGSRREREEELQ 
WRRRRRRRRRRRRRRRQRQRA 
AAPAAPAGGIEAVNMASASYH1 
SNLLEKMTSSDKDFRFMATND 
LMTELQKDSIKLDDDSERKVV 
KMILKLLEDKNGEVQNLAVKC 
LGPLVSKVKEYQVETIVDTLCT 
NMLSDKEQLRDISS1GLKTVIGE 
LPPASSGSALAANVCK.KITGRL 
TSA1AKQEDVSVQLEALD1MAD 
MLSRQGGLLVNFHPS1LTCLLP 
QLTSPRLAVRKRTIIA 


22637 


53005 


A 


22765 


2 


271 




22638 


53006 


A 


22766 


299 


451 


IVALFRSLVRHLRGTMAMESTA 
TAAVAAEL/VSADKIEDAPAPST 
SADKVES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


22639 


53007 


A 


22767 


1 


1122 


MATESTATAAIAAELVSANKIE 

DVPAPSTSADKVERIENGVLGN 

TLDGVHVEEEEGEKTEDESLVE 

NNDSIDEEARKELREQVYDSM 

GEKEEAKKTEDKSFAKPETDKE 

QDCEMEK.GGREDMDISESAEEP 

QEKVDLTLGWLTEISEGAKGG 

GAPEGPNEAEVTSGKPEQEVPD 

VEEEKSVSETDVQKECREKGG 

WEKHREVIVSIEEKPKEVSEEQP 

VVILEKQGTAVEVAAESLDPTV 

KPVDVGGDEPEEK/GTVPGSLR 

PSPCRDPLPAGLGLWVQLSV** 

GSGTVQQ1Y*SH*EENGCTKRA 

GEGG*RIVC*IQERN*GTEGTAT 

RNYRKDRRCKGVSDYWECS*T 

GSESYSGGELYFRFHS*WRRLF 


22640 


53008 


A 


22768 


223 


339 




22641 


53009 


B 


22769 


341 


496 




22642 


53010 


A 


22770 


12 


1099 


VSGVPNCLFFSQALFRSLVRHL 
RGTMAMESTATAAVAAELVSA 
DKIEDVPAP\STS\ADKVESLDV 
DSEAKKLLGLGQK\HLVMGDIP 
A A VN A FQE A A SLLGKK YG ETA 
NECGEAFFFYGXKSLLELARME 
NGVLGNA\LEGVHVEEEEGEKT 
EDESLVENNDNI/D*N*RLGRG* 
*RK**D*RNAK.*FSP*KQVSSRK 
*GGGDWEPRACLGYAGFSKDH 
F*KARNKRSTALCCPGTS*TRRS 
*C*I*\KLCASC\GGVPVLP*PTGP 
VPGSPRPSPCRDPLPAGLGLWV 
QLSV**GSGTVQQIY*SH*EQNG 
CTKRAGEGG*RIVC*IQERN*GT 
KGTATRN*REDRRCKGVSA*W 
ECS*TGSESYS 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22643 


5301 1 


A 


22771 


11 


2485 


VSGVPNCLFFSQALFRSLVRHL 

RGTMAMESTATAAVAADVVS 

ADKIEDVPAPSTSADKVESLDV 

DSEAKKLLGLGQKHLVMGGIP 

AAV\NAFQGAA\SLL\GKKYGET 

ANE\CGEAFFFYG\KSLLELARM 

ENGVLGNALEGVHVEEEEG\EK 

TEDESLVENNDNUDEEAREELR 

EQVYDAMGEKEEAKKTEDKSL 

AKPETDKEQDSEMEKGGREDM 

DISKSAEEPQEKVDLTLDWLTE 

TSEEAKGGAAPEGPNEAEVTSG 

KPGQAEVPDAEEEKSVSGTDVQ 

EECREKGGQEKQGEV1VSIEEK 

PKEVSEEQPVVTLEKQGTAVEV 

EAESLDPTVKPVDVGGDEPEEK 

VVTSENEAGKAVLEQLVGQEV 

PPAEESPEVQTEAAEASAVEAG 

SEVSEKPGQEAPVLPKDGAVN 

GPSVVGDQTPIEPQTSIERLTET 

KDGSGLEEKVRAKLVPSQEETK 

LSVEESEAAGDGVDTKVAQGA 

TEKSPEDKVQI A AN EETQEREE 

QMKEGEETEGSEEDDKENDKT 

EEMPNDSVLENKSLQENEEEEI 

GNLELAWDMLDLAKIIFKRQET 

KEAQLYAAQAHLKLGEVSVES 

ENYVQAVEEFQSCLNLQEQYL 

EAHDRLLAETHYQLGLAYGYN 

SQYDEAVAQFSKSIEVIENRMA 

VLNEQVKEAEGSSAEYKKEIEE 

LKELLP\EIREKI EN AKE\SQR\SG 


22644 


53012 


A 


22772 


52 


161 


FQNPTGLY/CDTEYN\RLQKQQ 
TEKTKQKKTQFHPICN 


22645 


53013 


A 


22773 


3 


115 


FFQNPTGLY/CDTEYNXRLQKQQ 
TEKTKQKKTQFHPICN 


22646 


53014 


A 


22774 


229 


358 




22647 


53015 


A 


22775 


257 


386 




22648 


53016 


A 


22776 


259 


294 




22649 


53017 


A 


22777 


217 


398 


KAWWNLLRKSEPKSCGS*GGL 
STSRERLVECSSPLGLGYCG* *L 
CHLQEPHYGSLHRMSS 


22650 


53018 


A 


22778 


1 


3386 





2969 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22651 


53019 


A 


22779 


391 


2100 


srrtagvrldilckdpimwvsa 

dghsyqpqypkakratefhff 

nfkallaraavgaargihihrc 

gltkrpdarrrrvagaqgrep 

aislpgdraagaratrtrgpgp 

apkmpaiavlaaaaaaywcfl 

qvesrhldal aggag pnhgynf 

l\dndq\wlstvsqydrdky\w 

nrfrdeveddyfrnwynpnkpf 

dqal\dpskdpclkvkcsphkv\ 

cvtq\dyqtal\cvsrkhllpr 

qkewgtwaqkh wgldl* il v 

k:\ckpcsrgrssamglagsdgp 

lltafqvanlefhacstgqk/s 

fatlcdg\pcpcssqsleppkhk 

grkgvpctdkelrnlasrlkd 

wfgalhedanrvikptssntaq 

grfdts1lpickdslgwmfnkl 

dmnydllldpseinaiyldkye 

pcikplfnscdsfkdgkpflnne 

wcllpsqnpgglp/caqnemnr 

iq\klskgksllgafiprcneeg 

YYKATQCHGSTGQCWCVDKY 
GNELAGSRKQGAVSCEEEQETS 
G DFG SGGSV VLLDDLE YERELG 
PKDKEGKLRVHTRAVTEDDED 
EDDDKEDEVGYIW 


22652 


53020 


A 


22780 


2 


441 


HGVQGAGCGEVAAVS1ELGAG 
GPVWRAAPRACSRLQLLRGFG 
LEGQWFGESCCRRGAS*EGSTR 
*PPPRRQPWPEWVMSWVPPET 
REPAR1SPAPAKQN*PPPAPKSP 
AAPA\PQAAVAATPSPPGEISEA 
WDSLESFSKPAFFSQ 


22653 


53021 


A 


22781 


3 


121 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22654 


53022 


A 


22782 


2 


1488 


FVNNMADGEEPEKKRRRIEELL 

AEKMAVDGGCGDTETWKDRA 

WNHVKK\FLERSGPFTHPDFEP\ 

STESLQFLLDTCK\VLVIGAGG\ 

LGCELLKNLALS\GFRQIHVID\ 

MDTI\DVSNS*IRQFLFRPKDIGR 

PKAEVAAEFLNDRV\PNCYNVV 

PH F\N K\IQDFN\DTF Y\RQFH I\I V 

CGTGTLSCARRWINGMLISLALN 

YERMVS*DPSSIVPLID\GGTEGF 

\KENARVIL\PG MTACIECTLEL 

YPPQVNFPMCT1ASMPRLPEHCI 

\EYVGMLQWPKEQPFGEG\VPL 

DGDDP\EHIQWIFQKSLERASQY 

NIRGVTYRLTQGVVKRIIPAVA 

STNAV1AAVCAT*/EVFKIATSA 

YIPL* I IT WVFND V\DGL YTYTFE 

GRKGK\ENCPAC\SQLPQNISVF 

LHQAKLQ\EVLG1ILTNSASLQN 

EILPAITATLGGEKIGTLYLQSV 

TSAEERNRANFFQTIERNWGLL 

DGPKTGRLLDVTTP\QTVLFQTS 

ILLLKGKSPT 


22655 


53023 


A 


22783 


1 


1719 




22656 


53024 


B 


22784 


199 


460 




22657 


53025 


A 


22785 


226 


1620 


NGSGLALATGNRDPGLCPLSAP 

SCPWR*KSAGASTQQAYSSQSQ 

/HPAYHRJTPTALTNFALRLYKEL 

AADAPGNIFFSPVSIS\TTLCLLC 

LG\AQANNSAL1LEGLGFNLTET 

PEADIHQGFRSLLHTLVLPSPKL 

ELKVGNSLFLDKRLKPRQHYFD 

SIKELYRAFAFSAHFTDSVTTGR 

Q1NDYL*RRTYWPGVDLPFRS/L 

A RDTFM VL AYNFILF S K A K V K A 

TLSSRVPDPKSRPVFLVDERTSF 

\QVPMMHQKEMHRFLYDQDLA 

CTVLQIEXYRGNALALLVLPDPG 

KMKQVEAALQPQTLRKWGQL 

LLPSLLDLHLPRFS1SGTYNLEDI 

LSPNWFSPTYTLNKITSLQSVG 

G*LNKSISKVSHKSMVDMNEK 

GDQRPGLLQASSPSPHL*/YTMS 

DPHAHFNRPFLLLLWEVTTQSL 

LFLGKVVNPVVWVTMVGGQE 

LSYLILDQTDRPEPACILGLLCG 


22658 


53026 


A 


22786 


64 


288 




22659 


53027 


A 


22787 


1 


1923 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


22660 


53028 


A 


22788 


309 


2286 


CAVCHISFQDTPVLVSSNVTMQ 
FGSKPLFENISVKFGGGNRYGLA 
IGANGSGKSTFMK1LGGDLEPT 
LGNGSLDPNER\IGKLRQ\DQFA 
FEEFTVLDTVIMGHKELWVKVK 
QERDRIYALPEMSEEDGYKVA 
DLEVKYGEMAGYSAEARAGEL 
LLGWGIPVEQHYGPMSEVAPG 
WKLRVLLAQALFADPD1LLLDE 
PTNMLDIDTIRWLEQVLNENNS 
T\M1IISHDRHFLNMVCTHMAD 
LDYGELRVYPGNYDEYMTAAT 
QARERLLADNAKKKAQIAELQ 
SFIDKIKLEEVKASSRQNPFIRFE 
QDKKLFRNALEVEGLTKGFDN 
GPLFKNLNLLLEVGEKLAVLGT 
NGVGKSTL\LKTLVGNLQPDSG 
TVKWSENARIGYYAQDHEYEF 
ENDLPVFEWMSQCKQ*GDDEQ 
AVRSIFGRLLFSQDVIKKPAKVL 
SAPFCKDSILEAIDAGIKLIITITE 
GIPTLDMLTVKVKLDEAGVRMI 
GPNCPGVITPGECKIGIQPGH1H 
KPGTGELN1TTGGIVKARDTQIA 
LNDKSKGDVRVDGQNSLLETF 
NMYVGTSGTGTLTLTNNGTLN 
VEGGEVYLGVFEPAVGTLNIGA 
AHGEAAADAGFITNATKVEFG 
LGEGVFVFNHTNNSDAGYQVD 
MLITGDDKDGKVIHDARHTVF 


22661 


53029 


A 


22789 




553 




22662 


53030 


A 


22790 


1633 


2207 


ILFFDKGMPAQTPSLQKRWEK 

M*LVLW*GDREGIKAI/ISEESW 

GARAPIFLLR/MMEDQGLYSIR 

MGGARGLPGKSLAL*GAGRGF 

YSGERTWTLSLPSGNCAPWQR 

GGWWYHACA\HSNLNGVWHH 

GGHYRSRYQDGVYWAEFRGG 

AYSLRKAAMPHLAPEAVTLCSF 

GPLGPRGHWSAGAPSCSGHTFF 


22663 


53031 


A 


22791 


34 


210 


AAADPLRHLRRGAF1KAGRHA 
G/PSLPVCLQ ATA\H * MDL ARL A 
LVLVVRTSASTKSSTRE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22664 


53032 


A 


22792 


397 


1168 


LLSRISKVSSKLPVRGGAGSLCT 

GDQRK\RRXFL\ETVELQISLKN 

YDPQEGQSAFSGHPSRL*V\PSP 

PLSSLVCVLGGPSKHL*RRLRP 

VGYPPTMD1EGA*KKLNQELKN 

LVKKAGPRKYDCVFWPQESLD 

SSKIPPNPSGPGFK*RAGKVPFP 

CLTFTNGKHGLAQSGIEVEVPTF/ 

LSFQMKKGVYVWAVAVWSRE 

R*QTNELVYNIHLACQLSWVSL 

LKEKNWQ\NVPGPYIIKSTMGQ 

SPSSH1LRH1R1NS1TS 


22665 


53033 


A 


22793 


1 


377 


SVSRVPTRSLRTSTWRLAQDQT 
QDTQLITVDEKLDITTLTGVPEE 
H 1 K.TRK V RJ F VPA RNN MQ SG VN 
NTKKWKMEFDTRERWENPLM 
GWAST\WSYDIEERKVPK.PKSK. 
SYGANFSWNKRTRVSTK 


22666 


53034 


A 


22794 


183 


368 




22667 


53035 


A 


22795 


3 


623 


ILAFACSKMAAVSMSVWLRQT 
LWRRRAVAVAAL\SVSRVPT/R 
RS LRTST WR\L AHVDQTQDTQLI 
TS * * KIG I SLTFN W PFPEEHIKNL 
EKSG1FVPCSPITCQSGVNNTK\ 
KWK\MEFDT\RER\WEN\PLMG\ 
W A STG LIPLS\NM V LN LPVLKE 
DA V S\F AEKYNG WE L WTLEERK\ 
VPKPKSQVFMGANFSXWNKRTR 
VSTK1GLALTISPA 


22668 


53036 


A 


22796 


1 


798 


MNK VN PTQQDKEDHPEL1 ITS 1 G 
DKRQLTLEAASGVCHRGTQTR 
VKEESKKFLISMSFRGGKPVHK 
VVERACVCTCLHHTSVPATHN 
TQRRHTTPTTRKNGRKRRGKK 
ERE KRKDRErlNTG RRTKRKKT 
RN1GGQRTQQKQKQSEDKARR 
EPGGGRKQGRGREDGTRQRRG 
GRTRNREEGAQRGRNGR/RGEG 
RRTEEETHMA*APDITATQQTE 
QQGHGTRQRDTTLRRHTAEDA 
QPSEHASADQAHTKKTE*SVSR 
TNGQYLLT 


22669 


53037 


B 


22797 


85 


322 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22670 


53038 


A 


22798 


165 


4733 


AATALLTHGQEEGQVEGQDED 
IPPITCVQNGLRYHDRDVWKPE 
PCRICVCDNGK.VLCDDVICDET 
KNCPGAEVPEGECCPVCPDGSR 
VTHRPKKPPGVEGPKGDTGPPR 
PKGTAPGPPGRDGIPGQPGLPGP 
PGPPGPPGPPGLGGKLLLPKLSY 
GYDEK.STGGISVPGPMGPSGPR 
GLPGPPGAPVSIQDVF1CLLGLW 
SFGGKTGMRAGEMLRDLLGPQ 
GFQGPPGEPGEPGASGPMGPRG 
PPGPPGKNGDDG 


22671 


53039 


C 


22799 


88 


392 




22672 


53040 


A 


22800 


37 


293 




22673 


53041 


A 


22801 


55 


1917 


GGGGVRRRRGTRRSEPGDSRSA 

MAP1GLKAVVGEK1MHDVIKK 

VKKKGEWKVLVVDQLSMRML 

SSCCKMTD1MTEG1TIVEDINKR 

REPLPSLEAVYLITPSEKSVHSLI 

SDFKDPPTAKYRAAHVFFTDSC 

PDALFNELVKSRAAKVIKTLTEI 

NIAFLPYESQVYSLDSADSFQSF 

YSPHKAQMKNPILERLAEQIAT 

LCAT\LKEYPA\VRYRGEYKDN 

ALLAQLIQDKLDAYKADDPTM 

GEGPDKARSQLLILDRGFDPSSP 

VLP*I*LFQGMSY*SCLPI\ENDV\ 

YKYETSGIGGGHGVKGGASGT 

EDDDLW\1ALR\HKHIAEV\SQ\E 

VTRSLKDFSSSKRMNTGEKTT 

MRDLSQMLKKMPQYQKELSK 

YSTHLULAEDCMKHYQGTVDK 

LCRVEQDLAMGTDAEGEKIKD 

PMRAIVPILLDANVSTYDKIRIIL 

LYIFLKNGITEENLNKLIQHAQI 

PPEDSEI1TNMAHLGVP1VTDST 

LRRRSKPERKERISEQTYQLSR 

WTPIIKDIMEDTIEDKLDNKXHY 

P\YISTRSSASFSTTAV\SARYGH 

WP*GTRPPGEYRSGP/RVFIIFHP 

LGGVSLNEMRCALRR*PRANG 

KWGGA**GSTH1LQPHRNLPGH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22674 


53042 


A 


22802 


46 


1931 


GGGGVRMLCGTRRSEPGDSRS 

AMAPIGLIAVVGEKIMHDVML 

NDLNMGEWKALLVDQLSMRM 

LSYCCLMTDIMTEGITIVEDINK 

RR* PLPSLEAVYL1TPSEKSVHS 

LISDFK.DPPTAKYRAAHVFFTD 

SCPDALFNELVKSRA AKVI KTL 

TEIN1AFLPYESRVYSLDSADSF 

QSF YSPHK AQMKNP1 LERL A EQ 

IATLCATLKEYPAVRYRGEYKD 

NALLAQLIQDKLDAYKADDPT 

MGEGPDKARSQLLILDRGFDPS 

SPVLHELTFQAMSYDLLPIEND 

VYKYETSGIGEARVKEVLLDED 

DDLWIALRHKHIAEVSQEVTRS 

LKDFSSSKRMNTGEKTTMRDL 

SQMLKKMPQYQKELSKYSTHL 

APCLRTCMKHYQGTVDKL\CR 

V\EQDLAMG\TDAEG\EKI\KDP 

MRA1VP1LLDANVQTY*QIRJILL 

YIFLKNGITEENLNKLIQHAQIP 

PEDSEIITNMAHLGVP1VTDSTL 

RRRSKPERKER] SEQTYQLSRW 

TPIIKDIMEDTIEDKLDTKHYPYI 

STRSSASFSTTAVSARYGHWHK 

NKAPG E YRSGPRL1 IF1LGG VSL 

NEMRCAYEVTQANGKWEVLIG 

STHILTPTK.FLMDLRHPDFRESS 

R V SFEDQAPTME 


22675 


53043 


A 


22803 


2 


51 




22676 


53044 


A 


22804 


236 


451 


LHLPLFLGAIRSGQYGLWNLFR 
VLGWTCSLGIYLGWRVS*NFG 
RGTKALKVLSTIS/E*RNHHCHP 
♦NNIFVY 



2975 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22677 


53045 


A 


22805 


3 


1173 


GAGAPAAGQAGLTSTSAVRAR 
PVSPARQSQDPAASLSLHLSLPP 
APGAGCARWRRRGPQAAMAA 
GAGAGSAPRWLRALSEPLSAA 
QLRRLEEHRYSAAGVSLLEPPL 
QLYWTWLLQWIPLWMAPNSIT 
LLGLAVNVVTTLVLISYCLTAT 
EEAPYWTYLLCALGLFIYQPLD 
AIDGKQARRTNSCSPLGELFDH 
GCDSLSTVFMAVGASIAARLGT 
YPDWFFSRSFYLGCLVFYCVAH 
WQTYVS\GMLRFGKVDVTEIQI 
AL\VIVFVL\SAFG\GATM/WGD 
YT1PILEIKLKILPVLGFLGGV1FS 
CS\NYSHVILH\GGVGKNG\STIA 
GTSVLSPGTPH/MGLIIILVAIMIY 
*KVRQLMVF*KSIPCL*YPQCLG 
CVFVAKVSQK1SGSSHDQK 


22678 


53046 


A 


22806 


2 


1091 


CPGRRRRRRPGRSRARATALPT 
PGPRKRGGPAGRKRERPERCSS 
SSGGSSSSGDEDGLELDGAPGR 
GKRAAQPVAAGKVGGAAVVV 
AEPEHTKKHVKLETLLITTEGK 
LWSWGRNEKAQLGHGDTKRV 
EAPRLTEGLSHEVIVQTCARNH 
TLALTETGSVFAFGENKMGQL 
GLGN*TDAVPSPVQIMYNSLPIT 
KMA/CG YG WLG YTEQKDEM V 
PRLVKLFDFPGHGASQ1YAGYT 
CSFAVSEVGGLFFWGATNTSHE 
STMYPKAVQDLCSWRIWSLAC 
GKSS1IVAADESTISWGPSPTFG 
ELGYRDHKPKSSTAAQEVKTL 
HGIFSEPVAMGYSHSLVIARDE 
SETEKEKI KKLPE YSPQTL 



2976 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oftirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22679 


53047 


A 


22807 


1 


1409 


MSLGLASERLWAGLGLPALPL 

ADEGGECGETLFVWRSQKLEG 

SKCKGQLLIFGATNWDLIGRKE 

VPKQQAAYRNLGQNLWGPHR 

YGCLAGVRVRTVVSGSCAAHS 

LLITTEGKLWSWGRNEKGQLG 

HGDTKRVEAPRLIEGLSHEVIVS 

AACGRNHTLALTETGSVFAFGE 

NKMGQLGLGNQTDAVPSPAQI 

MYNGQPITKMACGAEFSMIMG 

LQRKPLFLWGALNMGQLGTQL 

RMGKFHSPGAQRIEYDCELVPR 

RVA1 FIEKTKDGQILPVPN VVVR 

DVACGANHTLVLDSQKRVFSW 

GFGGYGRLGHAEQKDEMVPRL 

VKLFDFPGRGASQ1/SCWL/HTC 

SLCCQ*NGWSVFLGGHQHLP*I 

YHVPQKQCRTSAAGESGTLAC 

GKSSIIVAADESTISWGPSPTFG 

ELGYGDHKPKSS TAAQEVKTL 

DG 1 FSEQVAMG YSHSLVIARDE 

SETEKEKIKKLPEYNPRTL 


22680 


53048 


C 


22808 


277 


518 




22681 


53049 


A 


22809 


2 


192 




22682 


53050 


A 


22810 


1 


2946 


MAEAGLRGWLLWALLLRLAQ 
SEPYTTIHQPGYCAFYDECGKN 
PELSGSLMTLSNVSCLSNTPAR 
K1TG DHL 1 LLQKICPRL YTGPNT 
QACCSAKQLVSLEASLSITKAL 
LTRCPACSDNFVNLHCHNTCSP 
NQSLFINVTRVAQLGAGQLPAV 
VAYEAFYQHSFAEQSYDSCSRV 
RVPAAATLAVGTMCGVYGSAL 
CNAQRWLNFQGDTGNGLAPLD 
ITFHLLEPGQAVGSGIQPLNEGV 
ARCNESQGDDVATCS 


22683 


53051 


A 


22811 


258 


362 




22684 


53052 


A 


22812 


1 


4038 


MAEAGLRGWLLWALLLRLAQ 
SEPYTTIHQPGYCAFYDECGKN 
PELSGSLMTLSNVSCLSNTPAR 
KITGDHLILLQKICPRL YTGPNT 
QACCSAKQLVSLEASLSITKAL 
LTRCPACSDNFVNLHCHNTCSP 
NQSLFINVTRVAQLGAGQLPAV 
VAYEAFYQHSFAEQSYDSCSRV 
RVPAAATLAVGTMCGVYGSAL 
CNAQRWLNFQGDTGNGLAPLD 
ITFHLLEPGQAVGSGIQPLNEGV 
ARCNESQGDDVATCS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22685 


53053 


A 


22813 


198 


380 


ASSESDSTPCR*MAYSWPPNSN 
SSHCIKELPLFMGKIPAAS*DGG 
PQGLAIFPPGVIVG1 


22686 


53054 


A 


22814 




154 




22687 


53055 


A 


22815 


35 


486 


PARRGRDEC*VLAPFRATRPPS 
RRTR* SKATYPTPSNDQTRTI RT 
SRERASMPRSAEPKRPTIPRLHP 
SPRGIVTVSS/RPRSHALPVSHIH 
SCHSRTAISDNQVPAFLQVYGE 
EVRKRAGEVTQAITGFPRYRLF 
FKMLRCH RS1QVTAST 


22688 


53056 


A 


22816 


212 


365 


RCRSGPAPRSAPGARPASPSPPA 
AGTCR*RPAGHCPAGAAGLLSL 
CPRCST 


22689 


53057 


A 


22817 


293 


618 


QQNPTNCLPPASR*SKT*RARST 
AGPTRPHLHHPAAPAPGSPACA 
GEGRLQR/HSPNPLYFNWKKQR 
F A AKPHFRRPQSSLN PQQWLLA 
GLLQEESSSLGTDTAPLHSLG 


22690 


53058 


A 


22818 




1129 


FCLDDLSSAINEHLSARGRRRRS 
IVKVSLHPAVIGLKSKFLKKPD 
QLRKLFMGGLSFETTDESLRSHF 
EQ\WGTLTDCVVMRDPNTKRS 
RG\FGFVTYATVEEVDAAMNA 
RPHKVD\GRVV\EPKRAVSREDS 
QRPGA\HLTV\KK.1FVGGIKEDT 
EEHHLRDYFEEI1LNSMGKLEV 
VEIH*LDR\GQWPRKRGFAFVT 
FDGHDSVDK1V1QKYHTVNG\H 
NCE V RKA LSKQEM A S A SS\SQR 
G\RVGSGNFWCGRT\NGFGGND 
NFG\RGGN FSWSV V AFGG\SRG 
GVWIWVAVGDGYNGFG\NDGS 
HFG\GGGSY\NDFGDFH\NQSSK 
FWTP*RGGNLGGQKLWPPMGG 
GG\QYFAKPTKPKVAYGRFPAA 
ASSYGKWPEDFN 


22691 


53059 


A 


22819 


1 


568 


MGKMSPGHVRDFHGSCHHNRP 
GGPGGKSGFMGQALGPG/GCV 
QPRDLVLCVSATPAMAERGQC 
GAQAVASEGGSPRPWQLPCGV 
EPADFRRYMETPGCPGRNL/PA 
GAGPL*RTSAGAVWKGNVRSE 
SP/PQSLYWGTASGAVRRGPPSS 
RNQNGRSTDSLHCMPGKDTQ\P 
NP*KQPGGRLHPAKPQGRSCP 


22692 


53060 


A 


22820 


232 


389 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22693 


53061 


A 


22821 




401 


VGVCEKRGAPG\PPLAPGPARG 
PVAAAVPP/GPGASPvARP*DAA 
AAAGGRGPPEQ*T*KAWGLHP 
GTGSL/RGHPAPM*PLLRAFPRS 
PLHPLPPPHPLPRRAA\SNPGTS 
KCRTAAGTRQWGGRQSQLQRC 
QCLR 


22694 


53062 


A 


22822 


1 


410 


MGKMSPGHVRDFHGRPSHHRP 
RGPGGKSGFVGKVQGPHAVCS 
LGTWCLVSQPLHP\G*KGPMYS 
SGWASEGGSPKPWQLPRGVEP 
MGAQKSRTEVWEPLPRFQKIY 
GNTWMPRIPMCCARDPGGAKG 
GCSNPSQRR 


22695 


53063 


A 


22823 


264 


979 


GPRHADPANFSARNLSRP* DAP 

GRVQDPRPQAPQLAPPGLGAPSR 

VRRPPPRRP V DRTLPG GPRPPA 

AAA\GPTGGRGS\PRAGGTAAA 

TGPRAGPGARGAAGSAPFLTDP 

N MVGRPPPPATTTPPG A AT APGP 

REEAPGKFRVSPPGPSGAGGPP 

TRASPTPTAAGGGGGDSEGEGP 

ILLVADAG\PDSARSPPGLPGCV 

LSAAPRSRRDPDAVGGLAASA 

AARRLNTTWKLPQLGASTL 


22696 


53064 


A 


22824 


271 


426 




22697 


53065 


A 


22825 


546 


1296 


KMVDCLANSEANTRRJS1VENC 

FGAAGQPLT1PGRVLIGEGVLT 

KL\CRKKPKARQFFLRNDIVV* 

GNIVIQKKKYIKQHI1PLENVT1D 

SIKDEGDLRNGWVIKTPTKSFVA 

VYAATATEKSEWMNHINKCVT 

DLLSKSGKTPSNEHAAVWVPD 

SEATVCMRCQKAKFTPVNRRH 

HCRKCGFVVCGPCSEKRFLLPS 

QSSKPVRICDFCYDLLSAGDMA 

TCQPARSDSYSQSLKSPLNDMS 

DDDDDDDMQ 


22698 


53066 


A 


22826 


1219 


2370 




22699 


53067 


A 


22827 


164 


601 


DRTN1MVGYHQTNQKTDTGKT 
PTRRPVLVDH\NRLPEGSRGRL 
AVAVAGDHPAAVQVTMTLVN 
DTGFDPVFSGSIAESWGQHSGT 
PSYC*DWEAATMLRAFPLAKK 
GETKDLRQFPNIDNAYMELGT 
N RADA VLHDTPN I L YFMQF 


22700 


53068 


A 


22828 


2 


91 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22701 


53069 


A 


22829 


1 


1188 


MGAEPSLLTSLGTLWSGERFQC 

MRAKIWERSRKGRRFSTDV1SP 

TKDSFAGPFQPISDTLVQHQRIY 

GLKVCVLPDPCKIRILKPNPQC 

VGKWEEEVAENEIQVFGGERF 

DINKYSKSPPPPTPQPLYLTAGF 

ASCRNHRKSEELREGKGESPGK 

SKPFHLQANFTVALVTTLQGDK 

HSQEAFIRPVAKAKTTCTYLSN 

VCEMKDFKR1NCPDPFHKMAP 

KAKKEA\PAPP\KAEAKAKGFK 

GPRRQVLK\GVHNHKKRKRKK 

ERSRTFTHLSRRPGRPLR1\RRQP 

\KYPSGRAAPRRNKLD\HYAIIK 

FPLT\TESA\MKK1EDNNTL\VFI\ 

VELLKATTKNQIKQGC*RSLYD 

I\D VG QG STPWI S A WMGEKKGI 

CSE>LAPDLPIAFGMFANKIWGFI 


22702 


53070 


A 


22830 


1413 


2197 


RVEWRWYNVLPCLDVHSGPVD 
RRSHVMTAAEKPPFCPAWGQA 
VSQQSCALEPRTGEEGGKGIQG 
PASGLFPTGEEISVVPNRWLDA 
SLSPVILGVQG\GSQCLSCGVGQ 
EPTLTLEVRLGASSLGTQPQML 
SLLKPGSPQPWCCGTP*QDSVD 
G SF AS SLRILAKALLCGPGFCPS 
LTLPSFCRKPVTIMEVLYLGAKE 
S\K SFTF Y RRDM G\LT\SSFESAA\ 
YPG WFLCTEPE\ADQPVRLTQL 
PENGGWNAPITDFYFQQ\CD 


22703 


53071 


A 


22831 


100 


177 


KRDHF*SRLQQVSRSVRWSSSA 
TDSR 


22704 


53072 


A 


22832 


610 


1080 




22705 


53073 


A 


22833 


1169 


1308 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


22706 


53074 


A 


22834 


I 


1889 


ACRRRAGTWTPPRPRGSGSRA 

MAGNCGARGALSAHTLLFDLP 

PALLGELCAVLDSCDGALGWR 

GLAERLSSSWLDVRHIEKYVDQ 

GKSGTRELLWSWAQKNKT1GD 

LLQVLQEMGHRRAIHLITNYGA 

VLSPSEKSYQEGGFPNILFKETA 

NVTVDNVLIPEHNEKGVLLKSS 

ISFQNIIE\GTRNFHKDFLIGERG 

E/IFGGYQEGKIQTLTYAVKLFK 

QEKKMQCKKHWKRFLSELEVL 

LLFHHPNILELAAYFTETVEKFC 

LIYPYMRNGTLFDRLQCVGDT 

APLPWHIR1 G I LIG I SKTIH YLHN 

VQPCSVICGSISSANILL\DDQFH 

PKLTDFSMAHFRSP\LEHQSCCI 

NMPSS\SRKHLWY\MPEEYIRQ 

GKLSJKTDVYSFGIVIMEVLTGC 

RVVLDDPKHIQLRDLLRELMEK 

RGLDSCLSFLDKKVPPCPRNFS 

AKLFCLAGRCAATRAKLRPSM 

DE\V*RALESTQASLYF\AGDPP 

TSLKA LRG P\SPLF\LEK VT\SI PV 

\EDDE\KPNNNLLPS* * KALRMK 

RWPQK\TPF\ECSQP\EVWFLSLE 

QKAREARENEEACNMPSSS\CE 

ESWFPKY\IVPS\QDLRPL*GK*K 

ILSSQA\SGHSC\RTKPVESSCSS 

KFSWDEYEQYKKE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hi st 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22707 


53075 


A 


22835 


1 


1560 


RWERGGKRFRAADPMSALRRS 

GYGPSDGPSYGRYYGPGGGDV 

PVHPPPPLYPLRPEPPQPPISWR 

VRGGGPAETTWLGEGGGGDG 

YYPSGGAWPEPGRAGGSHQEQ 

PPYPSYNSNYWNSTARSRAPYP 

STYPVRPE\LQGQSLNSYTNGA 

YGPT YPPG PG ANTA S Y SG A Y Y 

APGYTQTSYSTEVPSTYRSSGN 

SPTPVSRGIYPQQDCQTEAPPLR 

GQVPGYPPSQNPGMTLPHYPY 

GDGN RSVPQSGPTVRPQEDA W 

ASPGAYGMGGRYPWPSSAPSA 

PPGN LY MTESTSPWPSSGSPQSP 

PSPPVQQPKDSSYPYSQSDQSM 

NRHNFP/CASVHQYESLGDQT 

MDDSRILLDSPSPSIVPEPSACM 

GNAHPVTHPYNNQDQSSSLPEE 

CVPSDESTPPS1KKI1HVLEK.VQ 

YLEQEVEEFVGKKTDKAYWLL 

EEMLTKELLELDSVETGGQDSV 

RQARKEAVCKIQAILEKLEKKR 

IMKGFITKWKPVTNLTKEHLIW 

LITLFLK.CLLMTRSNTFQLFL 


22708 


53076 


A 


22836 


8 


207 


TPVPRALRSPAGLEGSHLSSIST 
MMPAVMSVGKVTENGGSPQGI 
KSPSKPPG PNR1G *RNQVSVHT 


22709 


53077 


A 


22837 


459 


5520 


RQVRPAGLEGSDLSSINTMMSA 
VMSVGKVTENGGSPQGIKSPSK 
PPGPNR1GRRNQETKEEKSSYN 
CPLCEKICTTQHQLTMH1RQHN 
TDTGGADHSCSICGKSLSSASSL 
DRHMLVHSGERPYKCTVCGQS 
FTTN GN MHRHMKI HEKDPTS A 
TATAPGRGDFASAKSSKRKLSH 
DAESEREDPAPAKKMVEDGQS 
GDLEKKADEVFHCPVCFKEFV 
CKYGLETHMETHSDNPLRCD1C 
CVTFRTHRGLLRHNAL 


22710 


53078 


A 


22838 


164 


434 




22711 


53079 


A 


22839 




242 




22712 


53080 


A 


22840 


187 


325 




22713 


53081 


A 


22841 


1 


130 


NCPMCWPGQSPRVPST*GRRNP 
PPKRRSVSAES*RHWPQSPSP 


22714 


53082 


A 


22842 


614 


774 


QEPMRMCTMLANSSPSSSQATP 
PGL*SWNQPSLPARTLSRHEWT 
SCLGSSANL 


22715 


53083 


A 


22843 


396 


560 


LFPHDG1KHK.GKENP/PKGPPPP 
THPQTPPRPADAPLVATKSTLD 
QA WALLA VATS 


22716 


53084 


B 


22844 


124 


205 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22717 


53085 


A 


22845 


1 


2355 


MVGSRRISGVIPLPFTRRAG1FS 

DPRANMQPLWAPVPPATFVPTS 

LPPVPTARPPTSASCHCQQVPC 

AGLEVALPGNRTICWLSLWPS 

WQLDEDAQSPALESSSIRQFPT 

APRSGYPGTLCPSFLFGPRPRTC 

EYHSKPVLCAPSSRASPSSATTL 

STRTLWGPGAGSHPFGVHNTR 

LSPDLCPGKIVLRALKESGAGM 

PEQHKDPRVQENPDDQRTVPE 

VTGDARSAFWPLRDNGGPSPFV 

PRPGPLQTDLHAQSSEIRYNHTS 

QTSWTSSSTKRNAISSSYSSTGG 

LPGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSLGHTRCEKG 

ADTAPGQTIAPTASRPHINTSLH 

VEDKAISDCRPSRPSHTLSSLAT 

GASGGPPVSKAPTMDAQQDRP 

KSQDCLGLVAPLASAAEVPAT 

APVSGKKHRPPGPLFSSSDPLPA 

NSSHSRDSAQVTSM1PAPFTAA 

SRDAGMRRTRSAPAAAAAAPP 

PSTLNPTSGSLLN\EWMEAPHIS 

WPQPQLQHVPRGQ/NVRYNQR 

SQTSRTRS/CPQTKCQLQLPQLY 

GRPPGSKAEEG\PASSHCQLALS 

SSNTVSEDGPQAVSSGHRCENK 

AGTAPGQTLA PRGGSPRSQA SR 

PHINTALHVEDK.A 1 SDCRPSRPS 

HTLSSLATGASGGPPVSKAPTM 

DAQQDRPKSQDSLGLLAPLASA 

AEVPSTAPVSGKKHRPPGPLFSS 


22718 


53086 


A 


22846 




1200 


M PEQDKDPRVQENPDDQRRVP 

EVTGDARSAFRPLRDNGGLS/PP 

FVPGPGPLQTDLHTQRVLGYRV 

TVEDLDREKE A A FQRIN S A LQ V 

EDKAISDCRLSRPSHTLSSLATG 

TSGLPAVSKAPSMDAQQERHK 

SQDCLGLLAPLAPAAEVPSTAP 

MSGKKHRPPG PLFSSSDPLPATS 

SHSQDSAQVTSLIPAPFPAASM 

DAGMRRTSPGTSAPAAAAAPPP 

STLNPTLGSLLEWIEALHISGPQ 

PQLQQVPRGQNQRSQTSRTSSC 

PKRK/CHLQLLQLYGRPPGTKA 

E EG\P A SSHCQLTLSS SNT V S ED 

GPQAVSSGHTHCEKTADTAPG 

QTLAPRGGFPRSQASRPCRHKF 

PLLPRRRGEPLMLPPPLELGYR 

VTAEDLDREKEVAFQRIKSALQ 

VEDKAT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last an 
of peptide seque 


in of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22719 


53087 


A 


22847 


2 


1762 


YHSKPVLCAPSSRASPSSATTLS 

TRTLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQHKDPRVQENPDDQRTVPEV 

TGDARSAFWPLRDNGGPSPFVP 

RPGPLQTDLHAQSSEIRYNHTS 

QTSWTSSSTKRN A 1 SSS YSSTGG 

LPGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSLGHTRCEKG 

ADTAPGQTIAPTASRPHINTSLH 

VEDKAISDCRPSRPSHTLSSLAT 

GASGGPPVSKAPTMDAQQDRP 

KSQDCLGLVAPLASAAEVPAT 

APVSGKKHRPPGPLFSSSDPLPA 

NSSHSRDSAQVTSMIPAPFTAA 

SRDAGMRRTRSAPAAAAAAPP 

PSTLNPTSGSLLNXEWMEAPHIS 

WPQPQLQHVPRGQ/NVRYNQR 

SQTSRTRS/CPQTKCQLQLPQLY 

GRPPGSKAEEGVPASSHCQLALS 

SSNTVSEDGPQAVSSGHRCENK. 

AGTAPGQTLAPRGGSPRSQASR 

PHINTALHVEDKA1SDCRPSRPS 

HTLSSLATGASGGPPVSKAPTM 

DAQQDRPKSQDSLGLLAPLASA 

AEVPSTAPVSGKKHRPPGPLFSS 

SDPLPATSYHSRDTAQ 
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SEQID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22720 


53088 


A 


22848 


292 


2053 


GSVAWSPFSPSPSSLCLWDLPV 

APTLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQDKDLRVQENPDDQRRVPEV 

TGDARSA/FLAPAGQWSPLSLC 

AQSRASAD1PPCPEVRNQI*PDIP 

DHLDELMHQPKCHLQLLQLCG 

RLAGAKVEEGASGAKEQGRDA 

* A GQGTPESQQN PDDQRT VPE V 

TGDARSTVRPLRDSGGLSPFVP 

RPGPLQTDLHAQSSEIRYNQTS 

QTSWTSSSTKRNAISSSYSS.TGG 

LLGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSSGHTRCEKA 

ADTAPGQTLAPRGGSPRSQGSR 

PRRRKIALLPHR*GELQVEDKAI 

LDCRPSWPSHTLSSLATGASGE 

PPVSKAPTMDAQQDRPKSQDC 

LGLVAPLASAAE1PSTAPVSGK 

KHRPPGPLFSSSDPLPATSSHSR 

DSAQVTSLIPAAFTAASMDVG 

MRRTRPGTSAPAAAAAAPPPST 

LN PTSG SLLN\E WME ALHI SGPQ 

PQLQQVPRGQ/NVRYNQRSQTS 

RTRS/CPQTKCQLELPQLYGRPP 

GTK.GCRHEKNVLCSKLFEGFGF 

1FVGFFFFAYMGILQLLII 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22721 


53089 


A 


22849 


146 


1789 


RQPSTSGSSRSCPCARRSWWAR 

TARSGWWWELLGARRSPQTLH 

CPQATLITLPCPRPSSTTSGSAM 

T*RGPWRSPGCTTSFCPTSR/PV 

ERNIDQTDLHAQRSEIRYNQTS 

Q1SWTSSCTNRNA1SSSYSSTGG 

LPGLKRRRGPASSHCQLTLSSS 

KT VN SDKFD ANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSDDT 

LKINGVEDHKTIFDGDGKTYQN 

VQQFIDEGNYTSGDNHTLRDPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELNNDYTLKKVMKPLITR 

GSSRPSIREDENGRSQKPVHPEG 

DMTMNIKKIVNQATVLTFTTAL 

LAGGATQAFAKENNQKAYKET 

YGVSHITRHDMLQIPKQQQNEK 

YQVPQFDQST1KN1ESAKGLDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTS1YMFY 

QKVGDNSIDSWKMAGRVFKDS 

DKFDANDPII.KDQTQRWRGF.A 


22722 


53090 


A 


22850 


500 


1034 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22723 


53091 


A 


22851 




2396 


MDKYLLHGPPRPPPA1ASRCLA 

RVPGCAYSSIMVALSLVPLCAH 

MPTPSGLEVALPGNRTICWLSL 

WPSWQLDEDAQSPALESSSIRQ 

FPTAPRSGISPLCAPHSCLGQGR 

GPASHPTSTQTLDISGVKTTPRR 

FSV1LQDLCSILGDSCLQFHLHR 

VPQQVSAVLLRVSGASPSPATT 

LSTRTLWGPGAGSHPFGVHNT 

RLSPDLCPGK.IVLRALKESRAG 

MPEQDKDPRVQENPDDQRTV P 

EVTGDARSAFWPLRDNGGPSPF 

VPRPGPLQTDLHAQSSEIRYNH 

TSQTSWTSSNTKRNAISSSYSST 

GGLPGLKQRRGPASSRCQLTLS 

YSKTVSEDRPQAVSSGHTRCEK 

GADTSPGQTIAPTGGSPRSQDS 

RPRRRKIPLLPRRRGEPLMLPPP 

LELGYRVTAEDLHLEKETAFQR 

INSALHVEDKAIPDCRPSQPSHT 

LSSLATGASGGPPVSKAHTMD 

AQQHRPKSQDCLGLLAPLASA 

AEVPSTAPVSGKKHRPPGPLFSS 

SDPLPATSYHSRDSAQVTSLIPA 

PFTAASSDAGMRRTRPGTSAPA 

AAAAAPPPSTLNPTSGSLLN\EW 

MEAPHISWPQPQLQHVSRGQ/N 

VRYNQRSQTSRTRS/CPPRKCQL 

QLPQLYGRPPATKAEEGVPASSH 

CQLAHSSSNTVSEDGPQAVSSG 

IITRCEKKAGAS/RWASRF*STH 

YGCTAGQTQVPRLPGPTGPPSI 


22724 


53092 


A 


22852 


1 


3392 


MDKYLLHDPPRPPPA1ASRCLA 

RVPGCAYSSIMVALSLVPLCAH 

MPTPSGLEVALPGNRTICWLSL 

WPSWQLDEDAQSPALESSSIRQ 

FPTAPRSGYPGTLCPSFLFGPRP 

RTCEYHSKPVLCAPSSRASPSSA 

TTLSTRTLWGPGAGSHPFGVHN 

TRLSPDLCPGKIVLRALKESGA 

GMPEQDKDPRVQENPDDQRTV 

PEVTGDARSAFWPLRDNGGPSP 

FVPRPGPLQTDLHAQSSEIRYN 

HTSQTSWTSSST 


22725 


53093 


A 


22853 


40 


409 


WKMRH ETRYN VLVSRG VGCH 
RLFFLNG VFEH LGRA FVQRRKV 
DTEHQLLRAAVPANQEHRGLT 
QSQHVDGHSLLLLTLPNSFLCQI 
QEPSLG\SGSGALSGNVRIRPQA 
QEAPEEPSVLTLLW 


22726 


53094 


A 


22857 


3 


220 
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SEQ ID 

NO: 


SEQ 10 NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22727 


53095 


A 


22858 


1 


356 


MAGPVKDREAFQRLNFVYQVS 
LRQGPHGDGARRPRVTAPLPQ 
AAHCVLAQDPENQALARFYLVH 
TERTIAKRLVLRRDPSVKLEELL 
CRGCSSLLVPGLTCTPAPRDRC 
RGQRWTGTDLP 


22728 


53096 


A 


22859 


2 


270 




22729 


53097 


A 


22860 


2 


364 


IFSALPAPRRKVGLNLAPVTEPR 
DQPWAMIIDVF\SRYSGSRGQPR 
QT\LT\KGELK V LM E KELPG\FL 
Q SG KDKD A VDKLAL KDPGRPM 
GDAQGGTFSEVHPCSVAAmSA 
CHK\YFE\KAGLK 


22730 


53098 


A 


22861 


282 


469 


DCGSELQAPPPPSLPGPLCPSIM 
P A/PP Y ASPPMMPMMG PPFRGM 
MPVGLAPGPMLLQYNTCS 


22731 


53099 


A 


22862 


7 


522 


SVWWNSNGLQSNMPKFYCDY 
CDTYYLTHDSPSVRKTHCSGRK 
HKENVKDYYQKWMEEQAQSL1 
DKTTAAFQQGKIPPTPFSAPPPA 
GAM1PPPPSLPGPPRPGMMPAP 
HMGGPPMMPMMGPPPPGMMP 
VGPAPGMRPPMGGHMPMMPG 
PPMMRPPARPMMVPTRPGMTR 
PDR 


22732 


53100 


A 


22863 


3 


455 


WFL IHDRTHTGEKPYKCNEC V 
KAFHRSTCLHAHKRTHTGEKP 
YECNQ*GKAFNSSHSFQ1HERT 
HTGEKPY ECKECGKAFKG PSSV 
RRHERTHSTKKPYECKHCGKA 
LSYLTSFHNHLGMHTGEISHTC 
KICGKAFYSPSV\IQTHE*THT 


22733 


53101 


A 


22864 


1 


1665 




22734 


53102 


A 


22865 


1 


2650 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22735 


53103 


A 


22866 


107 


2384 


MFGVHGTFLGIESRPPLLSLSPS 

LLYTCEMFQDPVACEDVAVNF 

TQEEWALLDISQRKLYREVML 

ETFRNLTSIGKKWSDQNIEYEY 

QNPRRSFRSLIEKKVNEIKDDSH 

CGETFTQVPDDRLNFQEKKASP 

EVK.SCDSFVCAEVGIGNSSFNM 

SIRG DTGHKA YEYQE YGPKPY 

KCQQPKNKKAFRYRPSIRTQER 

DHTGEKP Y ACKECGKTFI S H SG 

IRRHMVMHSGDGPYKCKFCGK 

AVHCLRLYLIHERTHTGEKPYE 

CK.QCGKSFTYSATHRIHERTHT 

GEKPYECQQCGK.AFHSSSSFQA 

HKRTHTGGKPYECKQCGKSFS 

WCHSFQIHERTHTGEKPCECSK 

CNKAFRSYRSYLRHKRSHTGEK 

PYQCK EC RKAFTYPSSLRRH ER 

THSAKKPYE/CSFQYHERTHTG 

EK.PYECKQCGKAFRCAPHLRR 

HGRTH/S/AEKPYECKECGKAFR 

SASHLQIHERTQTHIRIHSGERP 

YKCKTCGKGFYSPKSFQRHEKT 

HTAEKPYECKQCGKAFSSSSSF 

PYHERTHTGEKPYECKQCGKA 

FRSASILQMHAGTHPEEKPYEC 

KQCGKAFRSAPHLRIHGRTHTG 

EKPYECKECGKAFRSAKNLRIH 

ERTQTH V RMHS VERP Y KCKIC 

GKGFYSAKSFQIHEKSYTGGKP 

YECGLQLPRTAAESVDSEKLQG 

PGKQETHVQLLSLYCLRRVLDC 


22736 


53104 


A 


22867 


1 


391 


MKEHIERNPVTIKNVVKPSINT 

V PL EDMKAHTG EKPYERQKCE 

LNQRLRDYAFQYHESNSGVVS 

ADSETKSGHSGCLIKEMKNATK 

THNGITGG IIFNANH WRETNTIY 

TRIHI/GEKSCDYKKCGKAFNQ 

YSSLRRHESVHTGEKPYERQKC 

ELNQRLRDYAFQYHESNSGVV 

SADSETK.SGHSGCLIKEMKNAT 

KTHNGITGG1IFNANHWRETNTI 

YTR1HINKQEKYQATHVSYAAN 


22737 


53105 


C 


22868 


179 


289 




22738 


53106 


A 


22869 


3 


206 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22739 


53107 


A 


22870 


1 


855 


MPRAEPRATLGEQEKAGLPLG 

AWRLYLLRHFRKQTELRRSGSR 

DVTGALLVAAAVASEAVGSLR 

VAEGGPNTLLLQVLR\SW\PWC 

NKELKTMEERKVKRRSPKSFSA 

HCTQVVNVQKKMSIPVSK\ST\G 

FSNPASQVNFTSRPKVKKEVM 

KVEKTKPQGLEEGQRHSSQLP1Q 

HSFLT\DVSRCSRKMERGLLSL\ 

LNDFHSWKTFKHFGN\ECSI\EQ 

MEH VSG ELQEKLARLNLEL YG 

ELEELPEDKRKTASDSNLDRLL 

SDLEELNSSIQKLHLAXDAQDVP 


22740 


53108 


A 


22871 


67 


598 


SIRRHCGQRCLVR1RIWPLKLPP 
RLAVREGLRCGTLRDVMPPSM 
SGVVVGPPGP\PPGPCGDTTSGP 
APGTFGQASAPVSPPRRGHGEY 
LCSSPTPVFFPGLWQPPRAGFTA 
PERSWSCRGPRWQLRAAWAGR 
LSSSPVSALLTFKVIILSTGLLFG 
PLGGWKILSSLPEIFANLAT 


22741 


53109 


A 


22872 




372 




22742 


53110 


A 


22873 


1 


3961 


FALAPEAGFYSLGQQPSTRISGS 
GCVHPVRVWPFS1EPA1GTLNV 
GESMQLEVEFEPQSVGDHSGRL 
1VCYDTGEKVFVSLYGAAIDMN 
IRLDKN SLTIEKTYI SL ANQRTIT 
1HNRSNIIAHFLWKVFATQQEE 
DREKYSKVTAVFSIAASSNSRF 
ALYESSYNSQRSPSEWACDDL1 
KEEKDETDEFFEEC1TDPLLREH 
LSVLSRTFANQRRLVQGDSKLF 
FNN VFT VEPLG WSERKEMAEIR 
DVQKKDTKV 


22743 


53111 


A 


22874 


1248 


1716 


WYAEQSAHEATAQLSTPMAIR 
RAVVMPPEQRNRTKKEY/SLRI 
PFGLPGDRMCFFTHRNDD/PTG 
NEVTPPSLAADLGQQFGGDAT 
DRQP WMIHQM L [ HQG SEQLCF 
VEHG1NMLRLGEILHLAATRHE 
AHFLAFRQFFNHQRSCFALNLA 
RQDRITDF 


22744 


53112 


A 


22875 


478 


663 




22745 


53113 


A 


22876 


508 


884 


RQRHPDQRPGRSLFHGHGMCP 
TTPLQQQVDSQHNGDNNSESA 
P*QRRADSIHRSSLHIKKRPPSE 
D V SRCFLC 1 DL AFRQGFTFNKK 
GIRVRIPFGLPGDRMCFFTHRN 
DDRPAMKLLPFAGNKV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22746 


53114 


A 


22877 


1 


506 


AFCRFSILVGSAFISETDMCLLC 
PFPIGKAISVRLQYFKHETKQSI 
CLGNQKSPLVCPFFGEQGLDSS 
SSLDLPSSPNPAPTLCPCVQPPR 
GPVSVSVPVSVMGSRLAPLLSA 
♦LFVSVILGRMVILKNPGVLGQ 
RQAGPSPGAPGLPSPSVRAPLG 
HKCSERSPSAT 


22747 


53115 


A 


22878 


621 


877 


RRRRRRKQRRKQPWSSPARGA 
♦PGPRRPSLRAAGTRRRRKRRA 
SWTRCSNTCPGRCRTCSRSNQA 
SCPSLLHLLLLLFGSFFSFY 


22748 


53116 


A 


22879 


1 


1339 


MPSYKGCGETQRHATNGTAAP 

PRRSSCRGDAIKLPHAEKKEGR 

PPASTSYPLRLGTRSARSSSHC 

WCTSWEDPPEATAGEEKRI 1PK 

SPAVCCGEGTVLTASTVTWRA 

EPARGEIWARLCPRDRPGSRAA 

AV1WERPCCDRLIADRTGPPNSS 

EPHCRAATIPLPTWPLPEGQTLT 

LKALAKMAAPALLLLALLLPV 

GAWPGLPRRPCVHCCRPAWP/L 

WTLCPGEKGEAGVRGRAGRSG 

KEGAA\GCPGPAGPQSARRGSV 

GPPGAACRRAYAAFSVGRREG 

LHSSDHFQAVPFDTELVNLDGA 

FDLAAGRFLCTVPGVYFLSLNV 

HTWNYKETYLH1MLNR/QAA/V 

VLYAQPSERSVMQAQSLMLLL\ 

RRATPVWSVPEELPAVLPGQDE 

LGSLQLHAHHPLADGLVRHEL 

QPGLAGSSRTGHLVFRTDHGLR 

QHASHGCPVGPLHVPG 


22749 


53117 


A 


22880 


532 


783 


VGSTRG1VEGLIFILGEGGECYY 
PRSLFTVANFTVGKRVXKTLNC 
PSTDKWINKMCH I HTVEYYSDI 
KRNE1PMRATCRQTLKA 


22750 


53118 


A 


22881 


275 


720 


TPIHNCFKENKIPRNPTYKEHEG 

PLQGELQTTSQGNKRGYKQME 

EHSMLMG\GR1NIMKMAILPKVI 

YRFTIP1 K.L PMTFFTEL EKTTSKF 

1WNQKRARJAKSILSRKNKAG/ 

AHHAT*LQTILQGYSNQNSMVL 

VPKQRYRPMEQSPQK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22751 


53119 


A 


22882 


1 


609 


MGRNQSRKAENSKNQSASSTP 
KDHSASPATEQSWMGNDFDEL 
TELGFRKSVMTNFSQLKEDVRT 
HHKEAKNLEKRLDKWLTRINSI 
EETLNDLMELKTMARELRDTC 
TSFSSRFDQVEEGEIQTTIREYY 
EHLYANKLENLEEMDKFLDTY 
TLPRLNQEEVESLNRPITGSEIE 
AIINSLPTKKIPGPDRFTA*RRP* 
MT* WS * KPWHEN Y VTHAQ AS V 
ADSIKWKKGKYK\HHQRIL*TP 
LRK*TRKSRRNG*IPGHIHSPKT 
KPGRS*IPE*TNNRF*N*GNN**P 
TNQKNSRARQIHSQILPEVQRG 


22752 


53120 


A 


22883 


191 


564 


PNARKLRTLKKDHSPD**RRKL 
RK1K*MQ*KM1KGISQ\RSHRNT 
NYHQRTL*TPLHK*TGKSRRNG 
*IPGHIHPPKSKPGRSQIPEYTNN 
KI*N*GSN**PINQKKSRTGRIHS 
QILPEVQRGA 


22753 


53121 


A 


22884 


337 


589 


TRRSRRNG*IPGHIHPPKTKPGR 
SRIPE*TNNRL*N*GSS**PTNQK 
KPRTRETDSRILPEVQRGAGTIP 
SETIPNNRKRGTPP 


22754 


53122 


A 


22885 


162 


539 


TRKSRRNG * IPGHIHPSKTKPGR 
S*1PEETNNKF*N*GSN**PTNQK 
KPRTRQVHSR1LPEPISHGMGKS 
WK.QSL*KPAQDKAVPSLIAPIQ 
HIIGSSGQGNQARERNKGYSNR 
KRGSQIVSVCR 


22755 


53123 


A 


22886 


329 


459 


NDDTFRKPHRLSPKSP*AADKQ 
LQQSLR1QNQCAKLRSIPIHH 


22756 


53124 


A 


22887 


58 


440 


GLSRQFSPHSVNKAAGEVPTGR 
G PPQL SKAN V ARLPL SIPPL W A 
GHLWKKGGSPSQGI1DKTL1SLG 
QST*GKGQLWVQLQRT*AFLPA 
GSEESSGSPSTA\PNSAKGQTPS 
SSGSLTRASSSSLYLW i 


22757 


53125 


A 


22888 


219 


332 


NEGKNLKGSQRERNTNYHQRT 
Q*TPLHK*TRKSRRNG 


22758 


53126 


A 


22889 


1295 


1435 


QNQRQKPHDYLNRCRK/W/HFD 
K1QQPSMLKTLNKLGNDGTYL 
RI1RDI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22759 


53127 


A 


22890 


2 


648 


YRFSGPT1RSIQNHTTHNQGRK 

WHKKGIK.KPRAQRYESLKGPE 

V*PSGQGVTCLLRADWLSPLLG 

SGTYWGPKFLRNTRFAKKHNK 

KGLKK.MQANNVAKAMSARAE 

AIKALVKPKEVKPKIPKGCS/RR 

KLRFDFAYIAHPKLWGRRCFVA 

RFCQGASGCSGPKGKAKVPKA 

KVKVS/PKAKAKAKAKDQTKA 

QAAAPALNAPAQAPKRTQAPTK 

ASE 


22760 


53128 


A 


22891 


3 


370 


QMYCVFNRNEDACRY/GS/AIG 
VLAFLASAFFLVVDAYFPQISN 
ATDRKYLVIGDLLFSGWLASLA 
YQRYKAGVDDFIQNYVDPTPD 
PNTAYASYPGASVDNYQQPPFT 
QNAETTEGYQPPPVY 


22761 


53129 


A 


22892 


1 


297 




22762 


53130 


A 


22893 




713 


GGGSGGDGDMESGAYGAAKA 

G G SFNLRRFLTQPQ V\V ARA VV 

LWFALIVFSC1YGEGYSNAHES 

KQMYCVFNRNEDACRYGSAUG 

VLAFLA\SA\FFLVVDAYFPQISN 

ATDRKYL\VIGDLLF\SALW\TFL 

WFR/VGFCFLTNQWAVTK\PKT 

VLVGADSVRAAITFSFFSIFSWG 

VLASLG\YQRYKAGVDDF1QNY 

VDPTPDPNTAYASYPGASVDN 

YQQPPFATQNAETTEGYQPPPV 


22763 


53131 


A 


22894 


3 


219 




22764 


53132 


A 


22895 


1445 


1777 


PVHLGSTCHQCRQKTIDTKTNC 
RNPRLLGA/CRGQFCGPCLQNR 
YGEEVRDALLDPNWHCP\HCR 
G I CN C SFCRQRDGRC ATG VL V Y 
LAKYHGFGNVHAYLKSLKQEF 
EMQA 


22765 


53133 


A 


22896 


3 


337 




22766 


53134 


A 


22897 


425 


1209 


TMSSTQFNKGPSYQLFAEIKNQ 
LLFKCDPQKQAALCSWIEGLTR 
LSFSPDFQKSLKEGIVLCTLMN 
KLGSVPKI/NRLMQNWHQLENL 
SNFIKAMVGYDMNPMDLFEAN 
DLFESRNMTQNR1L/P/PLDHSTI 
SLQMGANKRSSQAVGMTAPGTP 
QHIYNTKLGAHKCDNSSMSLH 
MGDTQSANHSVQGFGLGQQ1Y 
YPKYCPQ/GPAASGAPLDAGNC 
PG PG E APEDPPCS QEE ATTE A PE 
HAGSLHHRPVWVWGIFLYFRL 
SFFFL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22767 


53135 


A 


22898 


156 


559 


QH IRETPGAQVHSCG KWN PQ A 
LWRTAWQLLT/DTKHTLGKPPS 
/MPHLVIYPLEISCVHTKTCTRML 
IASFFIITKTWKRPRCPSVDKWK 
NKPWCIHTGLLSSTVPPGEPGC 
PIPELSGLLMGLQTTSSRCSVRQ 
VW 


22768 


53136 


A 


22899 


161 


359 




22769 


53137 


A 


22900 


151 


383 




22770 


53138 


A 


22901 


238 


546 


PQEHIMEHLEGVINKPRGRRCR 
PQELQLHYLQKCMDYDGNNLL 
DGFRTLPQPSTHVVHKEEGSEQ 
APLMSEDELMN I IDG VLRDDDK 
NNDGYUDYAEFAKSLQ 


22771 


53139 


A 


22902 




819 


MAAEDKLLLPQLPELFETSKQL 
LDDVEVVTEPAGSRIVQKKVFK 
GLDLLEKAAEMLSQL/DLVAEL 
ELPKTKNSAEYNHTANFSMAYP 
SLIAMASQRQAKRERHKQKEL 
EHRLSA1KSAVETGQADDERVR 
EYYLLHLQSLEE1ES1DQEIKILR 
ERDSSREASTSNSSRQERPPVKP 
F1LTRNMAQVKVFGAGYPSLAT 
MTVSDWYKQHWKYGALPDQG 
1 A K.ATPEEFRK A AQQQEGQEEK 
EEEDDEQTLYRVREWDDWKGI 
HPRDYGSQQSMG 


22772 


53140 


B 


22903 


238 


410 




22773 


53141 


A 


22904 


1 


638 


VAELELPKTK.NSAE\NHTANFS 
MAYPSLIAMASQRQAKRERHK 
QKELEHRLSA1KSAVETGQADD 
ERVREYYLLHLQSLEEIESIDQE 
1KILRERDSSREASTSNSSRQERP 
PVKPFILTRNMAQVKVFGAGYP 
SLATMTVSDWYKQHWKYGAL 
PDQG1AKATPEEFRKAAQQQEG 
QEEKEEEDDEQTLYRVREWDD 
WKGIHPRDYGSQQSMG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22774 


53142 


A 


22905 




1083 


RGNSRLRYSHEDELQLPRLPEL 
F\ETGRQLLDEVEVAT\DPAGFR 
\IVQEK\VFKG\LDLLE\RAAEML 
\SQSTLFGRECRFWKDLSPTHLI 
TFWGP\AFQGA\LPLKQVNPSKR 
LRI1LQR\AREHFI\NYLT\QCH\C 
YHVGQSFEL\PKT\MNNSAENH 
TANSSMAYPMLGAMVASQRQA 
KIQRYK.QKKELEHRLSAMKSA 
VESGQADDERVREYYLLHLQR 
WWD1SLEEIESIDQEIKILRERDS 
SREASTSNSSRQERPPAKPFILT 
RNMAQAKVFGAGYPSLP/TLW 
TVSDWYEQHRKYGSITGFRGIA 
KSAPEGISGKAAQQQEEQEEKE 
EEDDEPNNFHRAREW\DDWKD 
TPSLGAYGNRQNMG 


22775 


53143 


A 


22906 


30 


457 




22776 


53144 


A 


22907 


401 


1509 


MWKMNCSLLQSKQMCNQLPP 
GSTRDG S WKFRQDPRLG KNA/C 
DCDSC1ASEFGVRGYPTIKLLKG 
DLAYNYRGPRTKDDIIEFAHRV 
SGALIRPLPSQQMFEHMQKRHR 
VFFVYVGGESPLKYVTLKEMP 
AVLVFKDETYFVYDEYEDGDL 
SSWINRERFQNYLAMDGFLLYE 
LGDTDLNASSLRERKL1LPEDIP 
LYVGKLVALAV1DEK.NTSVEHT 
SELTVPTVVVLNTSNQQYFLLD 
RQIKNVEDMVQFINNILDGTVE 
AQGGDSILQRLKRjVFDAKSTIV 
SIFKSSPLMGCFLFGLPLGVISIM 
CYGIYTADTDGGYIEERYEVSK 
SENENQEQIEESKEQQEPSSGGS 
VVPTVQEPKDVLEKKKD 


22777 


53145 


A 


22908 


53 


543 


LPISSLRTQTLFSSPLFPQHFEHY 
LALVSVLPFQLGRGRTAPAKKG 
GEK/RKGHSAINEVVIQEYTIN1 
HKRIHGVRFKKRAPRALREIPK 
FAIKEVETLSVRIDSRFNKALCA 
KG I RN VP YRIR VQL S RKRN EDE 
DSPNKRYTLVTYVPVSTFKNVQ 
TVHVHEN 


22778 


53146 


A 


22909 


106 


491 


1GKGTNELMYGEK/RKGHSAIN 
EV VIQEYTINIHKRI HGVRFKKR 
APRALREIPKFAIKEVETLSVRJ 
DSRFNKALCAKGIRNVPYRIRV 
QLSRKRNEDEDSPNKRYTLVTY 
VPVSTFKNVQTVHVHEN 


22779 


53147 


A 


22910 




321 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22780 


53148 


A 


22911 


313 


402 


R*GGEKKKGRSA1"NEVVTREYT 
INIHKRIHGVGFKKRAPRALKEI 
RKFAMKEMGTPDVRIDTRLNK 
AVWAKGIRNVPYRIRVRLSRKR 
NEDEDSPNKLYTLVTYVPVTTF 
KNLQTVNVDEN 


22781 


53149 


A 


22912 


1 


3801 




22782 


53150 


A 


22913 


2 


535 


G GGM A DTVLFEFLHTEM V A EL 
WAHDPDPGPGVSAGLRGEEAG 
ATKGQKMSLSVLEGMGFRVGQ 
ALGERLPRETL A FREELD VLKF 
LCK.DLWVAVFQK.QMDSLRTN 
HQGTYVUQDNSFPLLLPMGSG 
LQ V/Y LEE APKFL AFTCG LLRS A 
L YTLGI ES VVTAS VAALPVCKF 
QVVJPKS 


22783 


53151 


A 


22914 


1 


201 


GDLPWEINPLSSCSLLHEKDPPT 
TSGPQT/DQPKKHHTNFKSGP\T 
GNRTVQLTWQPLPEPLELWPK 
AL 


22784 


53152 


B 


22915 


226 


522 




22785 


53153 


c 


22916 


1 


705 




22786 


53154 


C 


22917 


1 


462 




22787 


53155 


c 


22918 


I 


505 




22788 


53156 


B 


22919 




1059 




22789 


53157 


c 


22920 


1 


411 




22790 


53 1 58 


A 


22921 


1 


212 


LTSFLHCCLSHH YHGAQI HPRH 
FLHLICRCHCHQYCHHAYLDPC 
PQDSHHL H WCWQPLPEPLELRP 
YRLSD 


22791 


53159 


B 


22922 




864 




22792 


53160 


B 


22923 




635 




22793 


53161 


B 


22924 


1 


874 




22794 


53162 


A 


22925 


1 


566 


MPSVRTGDPIILHAHTLNPAVW 
LAWAVEGEGSLTLNIWICPWQI 
EPLRHLAYTPGSDATSLTVPTR 
VISPLCVDSWLFTDPLMKTHAP 
ERTFLSFPAAAKRQAHLCVLAS 
NCDK.PMYVKLVKAHCAEHQIN 
LIKGDDNKKLGEWEGPCTIDRE 
GKPCKVVGCSCAVVKDY/GKE 
SQAKDVIEQYFKCKK 


22795 


53163 


A 


22926 


59 


602 


PTAMVEEGIAAGGVMDVNTAV 

QE VLKTA LIHDGL ARG I RE A AK 

ALDKYVYQSQYCGFLQPEQNC 

HPREEGMEFMVLAQKF*MASV 

LPET*EK\RQAHLCVLASNCDEP 

MYVKLVEALCAEHQINLIKVD 

DNKKLGEWVGL\CKIDREGKPR 

KVVGCSCVVVKDYGKESQAK 

DVIEEYFKCKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22796 


53164 


c 


22927 


135 


293 




22797 


53165 


B 


22928 


20 


325 




22798 


53166 


A 


22929 


677 


1031 


TPTMCLRSHPLPLALVSVILSFP 
QPSFSSSLINSSWSSPRSSLSSSSS 
RSPSSGRVNLHPPQTPSSH*SHL 
SSRSCCSAPLLTYHSSSLLLVCS 
VPFPFFPGFPGENPLFVLSGSAP 


22799 


53167 


A 


22930 


1 


1011 


MCLRVI FTIGA VSVILSFLSLFFII 
LDQLQLVIPQSSLSSSSNLEDPY 
SESYYAAARRPDSASTEPPPAG 
KSSAEYRAHFLAVSTEAERIRA 
DL VLRARPLGPAHPRTL WPTPP 
AGPFCRMVAHNQVAVADNAVS 
TAAEPRRRPEP/SPSSSSSSPAAT 
ARPRPC PA V\P AP APGDTHFRTF 
RSHADYRRITRASALLDA\LGF 
YWGPLSVHG\AHEPLRAEPVGT 
FPVRDS\RQRNCFFALSVKMAS 
GPTSIRVHFQAGRFHLDG\SRES 
FDCLFELLEHYRGGSRADLLGA 
TALRQRRVRPLQELCRQRI RRPP 
VG\R£N\LAPJPLNPVLRDY\LSS 
FPFQI 


22800 


53168 


B 


22931 


180 


1466 




22801 


53169 


A 


22932 


1 


207 




22802 


53170 


A 


22933 


408 


3758 


CLQQGPGGNQHCSHREEAPAV 
AACQEPPGHSEPESVLPLGAPP\ 
SEEDGRQQVGSSRLRH1MAEMI 
ATEREYIRCLGYVIDNYFPEME 
RMDLPQGLRGKHHVIFGNLEK 
LHDFHQQHFLRELERCQHCPLA 
VGRSFLRHLIGQKQFPESPSGER 
PGLTSSHAPCPWMPHYLPEGPA 
CPVLRI PCEAFNWKHVECTDPV 
VSPPKQSPLLFQEEQFGMYVIY 
SKNKPQSDALLSSHGNAFFKVI 
PLGPPPTACPALS 


22803 


53171 


A 


22934 


3 


355 


EAAELDAMCTATRQWSRAGQ 
G VTG RPCQGRLPRCGLRSTITP 
KPIPGG H RKKPLLG AL\GKHTLS 
YVERWHWEGHSGPTRDRQNF 
ERRLTVPPSRQPFAPTDETRCG 
DDRISFCNYV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIUNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22804 


53172 


A 


22935 


1928 


5312 


CLQQGPGGNQHCSHREEAPAV 
AACQEPPGHSEPESVLPLGAPP\ 
SEEDGRQQVGSSRLRHIMAEMI 
ATEREYIRCLGYVIDNYFPEME 
RMDLPQGLRGKHHV1FGNLEK 
LHDFHQQHFLRELERCQHCPLA 
VGRSFLRHLIGQKQFPESPSG ER 
PGLTSSHAPCPWMPHYLPEGPA 
CPVLRIPCEAFNWKHVECTDPV 
VSPPKQSPLLFQEEQFGMYVIY 
SKNKPQSDALLSSHGNAFFKDK 
QRELGDKMDLASY 


22805 


53173 


A 


22936 


3 


306 




22806 


53174 


A 


22937 


3 


460 


LQRQRQHPAAAPAVPVRCFTFC 
FTD1V1MPKRKSPENTEGKDGS 
KVTKQEPTRRSARLSAKPAPPK 
PEPKPRKTSAKKEPGAKISRGA 
KGKKEEKQEAGKEGTAPSENG 
ETVKAEEIHISRSTVNVSTSRGTP 
PSTLSVKGQIETVRVKGTEN 


22807 


53175 


A 


22938 




285 


SSCPAREQLQRQRQHPAAAPAV 
PVRCFTFCFTD1VIMPKRKSPEN 
TEGKDGSKVTKQEPTRRSARLS 
/AVFV*FKLSLQKPAPPKPEPKP 
RKTSA 


22808 


53176 


A 


22939 


1 


413 




22809 


53177 


A 


22940 


2 


454 


AEVQVEEAGLRRALRVSSCSGR 
GS1QRRFYAVPVRCFTFCFTDIV 
IMPKRKSPENTEG1DGS\KVTKQ 
EPTRRSARLSAKPAPPNPEPQPR 
KTSAKKEPG\AKISRGAKGKKE 
EKQEAGK\EGTAPAENDETKAE 
EAQKTESVDNEGRMNCP 


22810 


53178 


B 


22941 


55 


186 




22811 


53179 


A 


22942 




397 




22812 


53180 


B 


22943 


339 


470 




22813 


53181 


A 


22944 


1 


139 




22814 


53182 


A 


22945 


1 


416 


MPLLYHLSRCAYVQQCNFANP 
VVSALCTCLVKPVVEKCTPYA 
V LLE AL ALRN VRQLEDL V I EA V 
YADVLRGSMDQRNQRLEVDYS 
IGRDIQRQDLSAIARTLQEWG/C 
HQHLLSLRSAASQRQQCGYHK 
LHDKQRLLRG 


22815 


53183 


A 


22946 


315 


570 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22816 


53184 


A 


22947 


933 


1841 


RPAEPDPGSGHPEPKSPTLSAV 

MSAEVKVTGRNQEQFLLLAKS 

A\KGAVLATLIHQVLE\APGVY 

VFGELLDMPN VREL AESDF AST 

FRLLTVFAYGTYADYLAEARN 

LPPLTEA\QKNKLSDTFSVV\TL 

AAKVKC1PYAVLLEALAL\R\NV 

RQLEDLVIEAVYADVLRGSLDQ 

RNKRL\EV\DYSIGRDIQRQDLS 

A1ARTLQEWCVGCEVVLSGIEE 

QVSRANQHKEQQL\GLKHQ1ES 

EVANLKKTIKVTTAAAYAAATS 

QDPEQHLTELREPAPGVTNQRQ 

P\SKKA SKGKGLRGS AKIVASKS 


22817 


53185 


A. 


22948 


1 


1319 




22818 


53186 


A 


22949 


365 


1331 


RAGGGAPWRFTGTFATVAPET 

AADLSLHRHLLSRTTSAWGTA 

CITVP1EPPTWPTWAVPIQWGG 

SATCIQEDKLRQGILYGYSQQV 

NQAMDSGLRPWVDSVNAIRVP 

QDYVTQSVPLREMNGSLGVLA 

QQLQNAKLQADAAHSALKQSD 

DLKPVFDQAFTKVVTTPADAL 

QPLIPAAQTFTQQLVMVGDYIA 

QQGTQECGKTFSRASYLVQHS 

RIHIGKK PYECKECGKAFSSGS 

YLVQHQR1HTGEKPYECNKCG 

KAFTVYGQLIGHQSVHTGEKPF 

ECKECGKAFRLNSFLTEHQRVH 

TGEKPFKCKKCGKTFRYSSAP 


22819 


53187 


A 


22950 


2 


206 


GGGQGATSFGRPESGFIRHQPPP 
PCRRSSTPTRSKL YTL\SAPE* RS 
VPTSAPGPQDRPPGSVSKKSW 


22820 


53188 


A 


22951 


571 


1102 


MGSVSLGNPQGPFQFTRLPLAN 
VIHPTFFWETGPRGADSLGAKG 
RKWQPTFTSRCNLKVYLGRAG 
SQA ATGGPS PSLPNLH V K.KLRP 
RKAEAWPGRRNTGKVSGR/LA 
ALRAPYGESFARAAGPRDAPS/ 
QQPRPQPEHAPTLISLGSNFGG 
M VEES WCRMNPDSG RPKE V AP 
WPPPSTK 


22821 


53189 


A 


22952 


' 


591 


MGPHWKDFKE1DVKKYIDALSI 
HTYTHTHTHTHADITDGDHGG 
G ALLELEIN S HLK VQFRELN 1TA 
AKETEDGGGGKAIIIFVPFPQLK 
SFQKIQVWLRRILPKPTRKSCTv 
QNMHWPPRSRTLKAMRDSIPE 
DLVF\PSEIMCMR1HVKLDGSRL 
IKAHLDKAQQYHVERNAETFS 
GVYMKLTGKDINVEFPEFQL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22822 


53190 


A 


22953 


2 


508 


APPFELPRAAGIRHEGKFSQEK 

AMFSSSAKIVKPNGEKPDEFES 

G1SQALLELEMNSDLKAQLREL 

N1TAAK.EIEVGGGRKAIIIFVPVP 

QLKSFQKIQVRLVRELEKKFSG 

KHVVFIAHRR1LPKPTRKSRTK 

NKQKYRPRSRTLTAVHDAIPEDL 

VFPSEIVGKRNR 


22823 


53191 


A 


22954 


145 


395 




22824 


53192 


A 


22955 


536 


717 




22825 


53193 


A 


22956 


1 


729 




22826 


53194 


A 


22957 


1 


1158 




22827 


53195 


A 


22958 


1 


2869 


MAHLRSCCSSLYQPGHLLPPHN 

PIQDHPLTAPSLTHLTRRAYFTD 

EKTKGGQSAYAVSLLRECVKL 

RPSDPTVPLMAAKVCIGSLRW 

MAAKHLAGVLLHSLSEECYWS 

PLSHPLPEFMGKEESSFATQAL 

RKPHLYEGDNLYCPKDNIEEAL 

LLLLISESMLANKLLLLEMERV 

QSPGVESGVDRQLSPYSDTNVN 

AQNAQIVPVAAKSAQNEVPGY 

PEETEKSRVQSNLLTQFQDLRL 

LLAAPECLPPRMSPPS 


22828 


53196 


B 


22959 


28 


139 




22829 


53197 


A 


22960 


60 


812 


LASPFPVPLHRCSAGSQPPGPVP 
EGL1RIYSMRFCPYSHRTRLVLK 
AKD1RHEVVN1NLRNKPEWYY 
TKHPFG\H1PVLKTSKCQL1YES 
V1ACEYLDDAYP\GRKLFPYDP 
YERVRQKMLLELFGKVPHLPK 
EFPG S V ED VGEN APNLKA ALR\ 
QEFSNLEE1LEYQNTTFFG\GTCI 
SMIDYLPL/WPWFER\L\ECMGY 
WNCVSHT\PALRLWISAMKWD 
PTVCVALLMDK EH F\QGFLNP YF 
QNN PN AFDFGLC 


22830 


53198 


A 


22961 


2 


251 


ILLDFKPWDDETDMAQLEACV 
CSIQLEELV*GASKLVPMGYGI 
RKLQIQCVVEDDKVGTDLLEEI 
TK.FEEHVQSVD1AAFNKI 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22831 


53199 


A 


22962 


353 


1071 


APLWPRAERKFYKQMNGPVAS 
ASRQSSAPG/NDHSELVLQIASL 
EVENQSLRGVVQELQQAVSNL 
EAWLNURRREKSSPGH/RSTVP 
QTQHVSPMRQVERPSPRPPYYD 
PGQEAEDNEDDDIDLDNKEED 
KEARRLREERLRLYAKKAKNP 
SLVAKSS1LLDIKPWDNKTDMT 
QLEACVRSIQLDGLVSGASKLA 
SVGYGIRKMQIQCVVEDDKVG 
TDLLEEEITKFEEHVQSVDIAAL 


22832 


53200 


A 


22963 




482 


PWANEAPAKK/PATPAEG/DAR 
DDDIDLF\GSDNEE\EDKQAGHS 
CGEER\LR\HYAGEEGPRKPAL/ 
VWPKSLPSLLDVKAPWDDDDGP 
WPSLEACVR\SIQLDGLVWGGF 
PSLVPVG\YG1RK\LQ\IQCVV\ED 
DKVGTDFPWRREITMCFEEARA 
RSVD1ASFSTRS 


22833 


53201 


A 


22964 


1 


2835 




22834 


53202 


B 


22965 


571 


1337 




22835 


53203 


A 


22966 




489 




22836 


53204 


A 


22967 




618 




22837 


53205 


A 


22968 


3 


5227 


SWSRVRPRTRPEGLRQLKMRT 
GWATPRRPAGLLMLLFWFFDL 
AEPSGRAVN\DPLTIFHGNTGKC 
IKPGYGWIVADHCDETEDKLW 
KWVPQHRLFHLHSQKCLGLDIT 
KSVNELRMFSCDSSAMLWWKC 
EHHSLYGAARYRLALKDGHGT 
AISNASDVWKKGGSEESLCDQP 
YHE1 YTRDGN S YGRPCEFPFLI D 
GTWHHDC1LDEDHNGPWCATT 
LNYEYDRKWGICLKPENGCED 
N WEKN EQFGRCYQFNTQT 


22838 


53206 


A 


22969 


3 


453 


GQSP1LVIYHETKRPSGISERFSG 
STSGNTATLTITGTQAMDEADY 
YCQAGRDFGGGTKLTVLGQPK 
AAPSVTLFPPSSEELQANKATL 
VCLISDFYPGAVTVAWKAHSN 
P V KAG VETTTPSKQSNNK Y AA 
SSYLSLTPEQ*KSHRSYSC 


22839 


53207 A 


22970 


2 


354 




22840 


53208 jA 


22971 


1 


315 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22841 


53209 


A 


22972 


1 


712 


MAWTLLFLTLLTQGTGSWAQS 
ALTQPASVSGSPGQSITISCIGTS 
SDIGAYYFVSWYQQYPGKAPK 
LLIFDVSGRPSGISSRFSGSKSGN 
TASLTISGLQAEDEADYYCASY 
ARSSTVVFGGGTSVTVLGQPK.A 
APSVTLVFPPSSEELQANKATLV 
CLI SDF YPGA VKVA WKADGSP 
VNAGVETTTPSKQSNNKYAAS 
SXYYLSLTPEQWKSHRSYSCQV 
THEGSTVEKTVAPTECS 


22842 


53210 


A 


22973 


1 


1779 




22843 


53211 


A 


22975 


1 


2001 




22844 


53212 


A 


22976 


292 


1497 


TGQLNGFHEAFIEEGTFLFTSES 

VGEGHP\DKI\CDQIS\DAVLDA 

HLQQDPDAKVA\CETVAKTGMI 

LL\AGEITSRAAV\DLPRKVVRE 

SCLNTLE YDDSSKGF * LQ RL VN 

VLVALEQQSPD1AQGVHLDRNE 

EDIGAGDQGLMFGYATDETEE 

CMPLTIVLAHKLMAKLAELRRN 

GTLPWLRPDSKTQVTVQYMQD 

RGAVLPIRVHTIV1SVQHDEEVC 

LDEMRDALKEKVIKAVVPAKY 

LDEDTIYHLQPSG/RTFVIGGPQ 

GDAGLTAGRKIIWDTYGGWGA 

HGG\G AFSG KDYTKVDRS A AY 

AARWVAKSLVKGGLCRRVLV 

QVSYAIGVSHPLS1SIFHYGTSQ 

KSERELL*IVKKNFDLRPGV1VR 

DLDLKKPIYQRTAAYGHFGRDS 

FPWEVPKKL1Y 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22845 


53213 


A 


22977 


67 


1579 


FF VRSLSHTDTNMNGQLNG FH 
EALIEEGTFLFTSKADGEGHPD 
KICDQISEAVLDAHLHQDPDAK 
VACETVAKTGMILLAGEITSRA 
AVDYQKVVREAVKH1GYDDSS 
KGFDWKTCNVLVALEQQSPDI 
AQGVHLDRNEEDIGAGDQGLM 
FGYATDETEECMPLTIVLAHKL 
NAKLAELRRNGTLPWLRPDSK 
TQVTVQYMQDRGAVLPIRVHTI 
V1SVQHDEEVCLDEMRDALKE 
KVIKAVVPAKYLDEDTIYHLQP 
SG\RF VIGG PQGDAGLTGRIII VD 
PYDGWGAHEEGAF SG KD YTK V 
\SRSAAYGARWVARSLVKGGL 
CRRVLVQVPGPPKKPDEDLYLE 
CEPDPVLALTQTLSFQVLMPSG 
PLPRTSVVPREQQMLPLKDSDL 
LTQPWYSGNCDRYAVESALLH 
LQKDGAYTVRPSSGPHGSQPFT 
LAVLLRGRVFNIP1RRLDGGRH 
YALGREGRNREELFSSVAAMV 
QHFMWHPLPLVDRHSGSRELT 


22846 


53214 


A 


22978 


3 


325 




22847 


53215 


A 


22979 


15 


1014 




22848 


53216 


A 


22980 


7 


592 


LLCSGRHSLQGVMGILSFLPVL 

ATESDWADCKSPQPWGHMLL 

WTAVLSLAPVAGTPAAPPKAV 

LKLEPQ WIN V LQEDS VTLTCRG 

THSPESDSIQWFHNGNLIPTHTQ 

PSYRFKANNNDSGEYTCQTGQ 

TSLSDPVHLTVLSGQWRKAPG 

WTWEGQDG *NLLSGRGLQERG 

VACLLGSIAVSCLSTYQWLFLP 


22849 


53217 


A 


22981 


32 


1150 


EKAVTAVLWAPARLQGVMGIL 
SFLPVLATESDWADCKSPQPW 
GHM\LLW\TAVLFLAPVAGTPA 
APPKAVLKL\EPQW\INGGSRED 
SVTL\TC\RGTHSP\ESDSIQWFH 
NG\NL\[PTHTQPSLQVSRANNN\ 
DSGE\YTCQTGQTSLSDPVHL\T 
VLSEWLVLQTPHLEFQEGE1AIV 
LRCHS\WRDKP\LVKVTFF\HNG 
KSKKFSRSDPNFSIPQANHSHSG 
DYH\CTG\NIG\YTLLFIPRLLTIT 
VQAPSSSPMGIIVAVVTGTAVA 
A1VAAVVALIYCRKK.RISANPT 
NPDEADKVG\AE\NTITYFTSQW 
HPGWLWEEPDDQNRILVSIVLA 
LGIWRRNSEREDLVFPGLKFPL 
GEDTGRCCQFPKEKVFLPGV1L 



3003 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22850 


53218 


A 


22982 


1 


471 


MKSSFQGHNKEKREKKGPSLFS 
A AYGGGSCLLLSIMAALRPL VK 
PKIVKXRTKEFIWHQSDQHVKI 
KCNWRKPRG\QILMPNTGHGSN 
/KKTKHMLPSGFRKFLVPSVKE 
LEVLMCNKSPCAE1AHSVSSKYN 
K.TIVERAAQ/LAVRVTNPNARL 
RSEENE 


22851 


53219 


A 


22983 


103 


564 


GIFRGIMAALRPLVKPKIVKKR 
TKKF1RHQSDRYVKIKRNWRKP 
RGIDNRVRRRFKGQIVLMPNIGY 
G\SNKK.TK\HMLPKWLSGKFLG 
SHQRSREL/EKLLA*CCNKFFTC 
CPRFVSHCFSFQGTGKGLRGER 
SLPNWAFRVTNPNARLRSEENE 


22852 


53220 


A 


22984 


3 


177 




22853 


53221 


A 


22985 


74 


735 


RFAGAGAIPEARARPPDVQAAE 
EEKEMDLPDSASRVF/CGDASS 
NMGEHRMNVNAIILYAQKNML 
DVRFEKTANEMLLNFNNLSSARL 
ASRLSERFLHHTRTLVEMKRDL 
\DSIFRR1RTLKGKLARQHPEAF 
SH1PEASFLEEED\EDPIPTQAPT 
TTIATSE\QSTG\SC\DTSPDTV\S 
PSLEPLASEDLSHVQALASPAI\ 
NGPQPDQ1DEEMTGRIALPARC 














MR I'VAEKVDAVRIVHIHSVIML 
RRSDKRKDRVEISPEQLSAAST 
EA ERL AELTGRPMRV VG WYHS 
HPHITVWPSHVGKYHGVAMFI 
VFRN 


22855 


53223 


A 


22987 


1 


886 


AKMAVQVVQAVQAVHLESDA 
FLVCLNHALSTEKEEVMGLCIG 
ELNDDTRSDSKFAYTGTEMRT 
VAEKVDAVRIVHIHSVIILRRSD 
KRKDRVEISPEQLSAASTEAER 
LAELTGRPMRVVGWYHSHPHI 
TVWPSHVDVRTQAMYQMMDQ 
GFVGLIFSCFIEDKNTKTGRVLY 
TCFQSIQAQKSSEYERIEIPMHIV 
PHVTIGKVCLESAVELPKILCP/ 
QEEQDAYRRIHSLTHLDSVTKI 
HNGSVFTKNLCSQMSAVSGPLL 
QWLEDRLEQNQQHLQELVHQE 
KEELMQELSSLE 



3004 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22856 


53224 


A 


22988 


10 


988 


LKAMSWAKMAVQVVQAVQA 

VHLESDAFLVCLNHALSTEKEE 

VMGLC1GELNDDTSRSDSKLFAY 

TGTEMRTV AEKV DAVRJVHIH S 

VIILARRSDKRKDQVEISPGQLSA 

ASTEAEKLAELTGHPMRVVGW 

YHSHPHITVWPSHVDVRTQAM 

YQMMDQGFVGLIFSCFIEDKNT 

RAGRVLYTCFQSIQAQKSSESL 

HGPQDFWSSSQH1SIEGQKEEER 

YERIEIPIH1VPHVT1GKACLESA 

VELPKILCQEEQDAYWRIHSLT 

HLDSVTKIHNGSVFTKNLCSQM 

SAVSGPLLQWLEDRLEQNQQH 

LQELQQEKEELMQELSSLE 








22989 


1 


1362 




22858 


53226 


A 


22990 


284 


542 


KLFQKKNKKSSCI SDNFFFLL AI 
MVNLLQIVRDHWWHWLVPM 
GFV1GCYLDRKSDERLTAFRNK 
SMLFKSFPHRELQPSEEVTWK 


22859 


53227 


A 


22991 


272 


1241 


FPGGAACD1CWVKEENGSLMS 

MKMGWKAKSCLPVTVHPRCL 

TPYSARLSSTFPL*NS1TTGP*QS 

PACKRPF*LTTC*GGSRRNSNR 

KAA*GPCSPPPPSPPPSPAT\LPR 

GPAGLQPPGVPVLPPLRPRKHY 

APGGLP\PPASLLEDDDDTFCTS 

QAMQPTAPTKLSPPALLPEKDS 

FSSALDE1EELCPTSTSTEAATA 

ATDSVKGTSSEAGTQKLDGPQE 

SRADDSKLMDSLPGNFEITTST 

GFLTDLTLDD1LFADIDTSMYDF 

DPCTSSSGTASKMAPVSADDLL 

KTLAPYSSQPVTPSQPFKMDLT 

ELDH 1MEVLVGS 


22860 


53228 


A 


22992 


1 


3234 


MELKC VCLKN RSPSAEEQPSLL 
PEPSAQESHGGHPRSALYGRER 
LTGQPPSSPHPNPAPWASCPAVI 
DPVPIYSSVAEAYDSGTEGIPTV 
PGLR\HVESGSLRATAQRLPPER 
RV/QQRTTAPPPRQPPRRPLRAS 
LSAAPPEPREPVVAAGPEPGSL 
QRPARTALPNRPEPQAASPGTL 
VEKYAAPVATQDLLDENPCTS 
RLGVVDLQAVLTLRKLENLRS 
GAQTPLEGGQSGRVGPHALRW 
NRGEEEGERLLC 


22861 


53229 


A 


22993 


307 


1906 




22862 


53230 


A 


22994 


1 


1752 




22863 


53231 


A 


22995 


588 


704 





3005 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22g64 


g3232 




22996 


3219 


3407 


DQVVWTKRLQDAILVLV*EFRL 
HSPALRLCVMKQVGMSQGELE 
WGQFLKLSSRNRKRSGERI 


22865 


53233 


A 


22997 


1 


588 




22866 


53234 


A 


22998 


1 


917 




22867 


53235 


A 


22999 




1692 




22868 


53236 


A 


23000 


1 


2266 


MKR1RDYYERSHANNLDNLEE 

MDELLETHNLPGLNHEETENLN 

KPITTSLSPLAGVSSTKKNTKNE 

LSIVLPFTGSILPVGFATRPRGL 

ASSNPILLHMVAFLFANGTEEL 

PVPLMTPTRQKJCVIPLIPLMVG 

LGVSASTIALGTGITGISTSVTTF 

RSLSNDFSASITDISQTLSVLQA 

LVDSSAAVVLQGQLRGLDLLT 

AEKGGLCIFLNEECCFYLNQSG 

L V YDN 1 KKLKDRAQKL ANQAR 

QNLDSMLHGTGMKSDSDQKKS 

ENGVTLAPEDTLPFLKCYCSGH 

CPDDAINNTCITNGHCFAI1EED 

DQGETTLASGCMKYEGSDFQC 

KDSPKAHVRRTIECCRTNLCNQ 

YLQPTLPPVVIGPFFDGSIRWLV 

LLISMAVCIIA\MIISSSCFCYKH 

YCKSISSRRRYNRDLEQDEAFIP 

VGESLKDL1DQSQSSGSGSGLPL 

LVQRTIAKQIQMVRQVGK.GRY 

GEVWMGKWRGEKVAVKVFFT 

TEEASWFRETEIYQTVLMRHEN 

ILGFIAAD1KGTGSWTQLYL1TD 

YHENGSLYDFLKCATLDTRALL 

KL A YSA ACGLCH LHTEI YGTQG 

KPAIAHRDLKSKNILIKKNGSCC 

1ADLGLAVKFN\SDTNEVDVP\L 

NTRVGTKARYMAPEVLDESLNK 

NHFQPYIMADIYSFGLIIWEMA 

RRCITGGIVEEYQLPYYNMVPS 

DPSYEDMREVVCVKRLRPIVSN 


22869 


53237 


A 


23001 


68 


636 


G VTSNPKA LLGALIA PAFASLPE 
GRGKRIQALNMFRPKNSWRLG 
LKYPPSSKEKTQVPKTLISGLPE 
RKSTTRVGEKLQSAHKMPLSPG 
LLLLLFSGATATA/APLPLEGGP 
TG\RDSEHMQEAAGIRKSSLLTF 
L A W WFE WTS\Q A S AG PL I G K.E A 
REVARRQEGAPP\QQSARRDRM 
PCRNFFWKTFSSCK 


22870 


53238 


A 


23002 


1 


144 


GIRLPSSADWQKTEAQKRREQL 
\LLDELVA L VNKRD A L V RDLD A 
QEKQ 



3006 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22871 


53239 


A 


23003 


2 


667 


RWNSSDPDADRTTLNHADHSS 
KIVQHRLLSRQEELKERARVLL 
EQARRDAALKAGNKHNTNTAT 
PFCNRQLSDQQDEERRRQLRER 
ARQLIAEARSGVKMSELPPWG 
EMAAEKLKERSKASGEQNSKL 
VDLKLKKLLEVQPQVANSPSSA 
AQKAVTESSEQDMKSGTEDLR 
TERLQKTTERFRN P V VFSKDST 
VRKTQLQSFSQYIENRPEMKRQ 
RSIQED 


22872 


53240 


A 


23004 


1 


1437 




22873 


53241 


A 


23005 


1 


2009 


M AKPY L YKK YGNQQG V A A IPD 

VPAAWEAEPSPIPSPVLGRKPN 

A SQSLL V WCKE VTKN YRG VKI 

TNFTTSWRNGLSFCAILHHFRP 

DLIDYKSLNPQDIKENNKKAYD 

GFASIGISRLLEPSDMVLLAIPD 

KLTVMTYLYQIRAHFSGQELN 

VVQIEENSSKSTYKVGNYETDT 

NSSVDQEKFYAELSDLKREPEL 

QQPI SG A VDFLSQDDSVF VNDS 

GVGESESEHQTPDDHLSPSTAS 

PYCRRTKSDTEPQKSQQSSGRT 

SGSDDPGICSNTDSTQAQVLLG 

K.KRLL KAETLELSDL Y V SDK.K 

KDMSPPFICEETDEQKLQTLD1G 

SNLEKEKLENSRSLECRSDPESP 

IKKTSLSPTSKLGYSYSRDLDLA 

KK KHA SL RQTESDPDADRTTL 

NHADHASSKIVQQDEERRRQLR 

ERARQLIAEARSGVKMSELPSY 

GEMAAEKLKERSKASGDENDN 

1EIDTNEEIPEGFVVGGGDELTN 

LENDLDTPEQNSKLVDLKLKKL 

LEVQPQVANSPSSAAQKAVTES 

SEQDMKSGTEDLRTERLQKTTE 

RFRNPVVFSKDSTVRKTQLQSF 

SQYIENRPEMKRQRSIQEDTKK 

GNEEKAAITETQRKPSEDEKGF 

KDTSQYVVGELAALENEQKQI 

DTRAALVEKRLRYLMDTGQNL 



3007 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO. 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22874 


53242 


A 


23006 


145 


3217 


LDEYEARLTLANLDDFEEDNED 
DDENRVNQEEKAAKITELINKL 
NFLDEAEKJDLATVNSNPFDDPD 
AAELNPFGDPDSEEPITETASPRA 
KTEDSFYNNSYNPFKEWQTPQ 
YLNPFDEPEAFVTIKDSPPQSTK 
RKNIRPVDMSKYLYADSSKTEE 
EELDESNPFYEPK STPPPNNL VN 
P VQEL ETERRVKRKAPA PP VLS 
PKTGVLNENTVSAGKDLSTSPK 
PSPI PSP V LGRKPN ASQSLLVWC 
KEVTKNYR 


22875 


53243 


A 


23007 


1 


165 


RPAAPRHERRPAADHGHHRPEP 
GRGTGQKACSELPSDEACS/GIA 
IG*SLLCSACSVRSRKRQW 


22876 


53244 


B 


23008 


26 


625 




22877 


53245 


A 


23009 


325 


526 




22878 


53246 


A 


23010 


1946 


2224 


LLQWRH GLLNPIN SPYN SPI LPV 
QKPDKPYRLVQHLCLIYQIVLPI 
HPMVPNPYTLLSSIPFTTHYSVL 
DLKH AF FT1 PL YPS SQPLF AFT W 
TDPDTHQAQQ1TLAVLPQCFIDS 
PHYFSQAQISSSSVTYLGIILMK 
THIGLGAVEQGVVLVGEARAA 
QEPMEWVGGSGMVGCRSRALP 
RGKAAKARRE1ERSAVTIVPVL 
DFNPAFHIIPDTTPDHHDCISLIH 
LTFTPFPHISFFPVPHLEHTWFID 
GSSTR 


22879 


53247 


A 


23011 




1479 


MEEN Fl R VFFTTTTMLLL1 AL1K 

QGELCESFDGKSLDGRDERVVI 

CFDAAAGLHRACSIRGEQQNL 

GTHYFTWQRLFAEVIKLGGLM 

KPKARNASSLWKEKTKNGFFS 

LETPEERQTSDLHKYQLAFRLF 

FIKYKNPAQFMAHLATTLRHFT 

ALDPESSHNFQNLFSSSHLMHIL 

SAPRLLRLYSRFVESPTVTIVPG 

PDFNPASNIIPDTTPDPHDCISLI 

HLAFTPFPYISFFPVPHPDHTWF 

I DGSSTRPNCHTPAKAG YAI VSS 

TSI1EATALPPSTTSRQAELIALT 

QALTLAKGLRINIYTD/SHILHH 

HAVLWA/E/RGFLTMQGSSIINA 

SLIKTLLQAALLPKEAEVIHCKG 

HQKASDPITQGNAYADKVPSL 

AHAPTLTLAPVLQCPLREVAGT 

EDDNGKA VLE1PSN 1 RKSAH VP 

VQTWKGWDPTNLLGGWFSNL 

GGFKTLVGTVIFIIGFLLFLPCVI 

PRIIKAIKTLVETTVSRQIIQTILL 



3008 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22880 


53248 


A 


23012 


854 


1777 




22881 


53249 




23013 


27 


496 




22882 


53250 


A 


23014 


1 17 


210 




22883 


53251 


A 


23015 


124 


414 




22884 


53252 


A 


23016 




627 




22885 


53253 


A 


23017 


1 


567 




22886 


53254 


A 


23018 


44 


551 


GGGRRSAPLQLGFMSRQAKDD 
FLRHYTVSDPRTHPKGYTEYKV 
TAQFISKKDPEDVKEVVVWKR 
YSD\FRK\LHGD\LAYTHRNLF\R 
RLEEFPAFP\RAQ\VFGRF\EASV 
DSRERVRKG A EDLLRFTV H1PAL 
NNSPQLKEFFRGGEVTRP\LEVS 
RDLH 1 LPPPL1PTPPPG 


22887 


53255 


A 


23019 


25 


488 




22888 


53256 


C 


23020 


9 


119 




22889 


53257 


A 


23021 


52 


241 




22890 


53258 


B 


23022 


4 


402 




22891 


53259 


A 


23023 


249 


984 


GSTMYKMN 1CNKPSN KTAPEK 
SVWTAPAQPSGPSPELQGQRSR 
RNGWSWPPHPLQIVAWLLYLF 
FAVIGFG1LVPLLPHHWVPAGY 
AVSLGKRRAGPWNPFLSVSAET 
ILPQCMGAIFAGHLVVHLTAVS 
IDPADANVRDKSYAGPLPIFNR 
SQHAHV1EDLHCNLCNVDVSA 
RSKHCSACNKCVCGFDHHCK.W 
LNNCVGERNYRLFLHSVASALL 
GVLLLV/LGGHICLRGVLCQPH 
ASAHQPTL 


22892 


53260 


A 


23024 


2 


224 




22893 


53261 


A 


23025 


111 


1368 


QQPSGSGALARGSGLPPRPGRL 

PARSPVQKRKGGWPKGKKRNP 

PRDLAV\RVPTTGYMIFLNEQRS 

QLRATH PDLPFTEI MKML A VQ 

WAQLSQDKKGRKYAGKALGV 

TPPPSALTPVALIEEPKQLDIQSL 

PFQPILDRLKIKDKRQLVPSYLG 

GMHTVTEGLAGRQVLLQQVQ 

GGAWESAFLTCPWAMAAAAP 

GPTLTMLQPSISAVGFSQMAMG 

PHVQGRASKLSIYVNPRRQLST 

TTAMGDELNDLYCGTSRQLFSS 

LCNKKEPAAKAAPAAPLSSPGP 

PALGHAGHGRQLLLERSLTLFH 

LYELLKYPRASPGLWPPRVWM 

PHSLTCGTFWVPMIMMRFCAH 

VASGLLRPPFNQVFAHLSPAQG 

RHPGENGIIVLTSRAAVRJRCSS 

CSRSLTGNLKK1LPRTQSTWSL 

WRKRRDK 



3009 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22894 


53262 


A 


23026 


2 


405 




22895 


53263 


A 


23027 


1 


391 




22896 


53264 


A 


23028 


3 


463 




22897 


53265 


A 


23029 


74 


466 


FAFNMPEPAKSAPAPKKGSKK 
AVTKAQKKDGKKRKRSRXESY 
SVYVYKVLKQVHPDTGISSKA 
MGIMNSFVNDIFERIAGEASRL 
AHYNKRSTITSREIQTAVRLLLP 
G\EL\AKHAVSEGTK\AVTKYHQ 


22898 


53266 


A 


23030 


168 


597 


KEETDFLFWFCHYCFIMPELAK 
SAPAPKKGSKKAVTKAQKKDG 
KKRKRSRKESYSVYVYKVLKQ 
VHYPDTG ISSKAMG I MNSF VTTF 
FEVRIAGEASRLAHYNKRSTITS 
REIQTAVRLLLPGELAKHAWSE 
GTNAWTKYTSSK 


22899 


53267 




23031 


18 


321 


FTATWLNQEVGIVGKYRTRYG 
VSLQKMVKKIE1SQYAKY1CSFL 
WQNSKMKRRAVGIWCCG/SCM 
KTVKVSSSRNH1VWTYNTTSAV 
TVKSTIRRLKQLK.DQ 


22900 


53268 


A 


23032 


12 


445 


FTCRSHVSEVEERCVEAPGLLG 
SRSITGFSLHSKQAKRTKKVGIV 
\GKYGN PLWGPSLRVKM VKKU E 
1SQHAQVHFALFCGKTKMKRR 
AVG1WHCGSCMKTV\AGGAWT 
\YNTT\SAVTVKSA1RRLKEFERP 
SRTLLYSLRTSLGL 


22901 


53269 


A 


23033 


3 


l! 75 




22902 


53270 


C 


23034 


378 


434 




22903 


53271 


A 


23035 


1 


578 


MVRCVRLVEAGSVVRYLSTSIC 
RPVVDAGSRALCLQEWADSQQ 
VKEKQYSSRDVQRAAALNIYRI 
PPSSRKPALCPTPRDRLEYDEDR 
LEHIAYVRARELHTLEVTGLET 
VAQSKAHVASLEGLIPEDKVVL 
LAGSPLQNEATLGQCGVEALTT 
LEVVGRRLGASL/HTSASKHTM 
VRALTYCSSREETFTAI 


22904 


53272 


C 


23037 


236 


379 




22905 


53273 


A 


23038 


178 


534 


VVQK.TEPRLCFAVSPPFSCSLPL 
PSLFPHSPLLGRPKRQAKPAAD 
EGFWDCSVCTFRNSAEAFKCSI 
CDVRKGTSTRYLKICVTWVVV 
VI * Q VFIEHTA I CALG VQ WYKD 
RPGPCSYGA 



3010 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22906 


53274 


A 


23039 


44 


1012 


VGGGGVQPSMTMGDKKSPTRP 
KRQAKPAADEGFWDCSVCTFR 
NSAEAFKCSICDWRKGTSTRKP 
RTNSQLVAQQVAQQYATPPPPK 
KEKKEKVEKAGQKRKPEKRPR 
KFSP/SVVTKKNTNKKTKPKSD\ 
ILKDPPSVEANSIQSANATTKTSE 
TNHTASRPRLEKRGTGGIAQQFG 
QLTVG\NVTVI1TDFK\EKTRSSS\ 
TSSSTVTS\SAGS\EQQNQRQLR 
GFRGATDKGSLPVPPNPKGRPC 
QAVNDESFLKLAHGNCGKLWN 
SGVWKFQNLPPAHACLHPWEN 
LSCGTSTSLVDCCQDNFLLCHG 
HSWPPRDFRHPDDYSGHF 


22907 


53275 


A 


23040 


1 


626 


MAGCRNPCKAESHRSKSLLSEA 
ESLFREAESQHDRGSKNAGHR 
DESVEVWLSLLSSSQTRAEIER 
QSRGKQWLRHLLRDTEGPKET 
VRPELATRAAMDVAEVEFLAE 
KELVTIIPNFSLDKSYLIGVDNIP 
KADE1RTLVKDIWDTRIAKLRV 
S ADSF V RQQEA H AKPDNLTLM 
EINPSGTFLTQA LNHTYK/LRTN 
LQPSESTQSQDF 


22908 


53276 


A 


23041 


1 


951 


MDAAEVEFLAEKELVTIIPNFSL 

DKI YLIGT WELKY RE1RWLSQG 

PHGKPHADPGSSILQNSSGPSG 

VRTNGKSKPWEPFVAEEFAHQ 

FHESVLQSTQKALQKHKGSVA 

VLS A EQNHK VDTSVH YNIPELQ 

SSSRAPPPQHNGQQEPPTARKG 

PPTQELDRDSEQEQEEDDEDGE 

DEEEVPKRKWQGIEAVFEAYQ 

EHIEERTLERNRSSTAADKAQL 

LAANRQGHGQPTDPASDNIPKA 

DEIRTLVKDMWDTRIAKLRVS 

ADSFWRQQEA HAKL\DNLTYLM 

EIHTSG\TFLTQALNHMYKLRT 

NLQPLESTQSQDF 


22909 


53277 


A 


23042 




626 


MAGCRNPCKAESHRSKSLLSEA 
ESLFREAESQHDRGSKNAGHR 
DESVEVWLSLLSSSQTRAEIER 
QSRGKQWLRHLLRDTEGPKET 
VRPELATRAAMDVAEVEFLAE 
KELVTIIPNFSLDKSYLIGVDNIP 
KADEIRTLVKDIWDTRIAKLRV 
SADSFVRQQEAHAKPDNLTLM 
EINPSGTFLTQALNHTYK/LRTN 
LQPSESTQSQDF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22910 


53278 


A 


23043 


2 


642 


RPRRLLRDAEGPEETVRLWPAA 
RAAMDAAEVEFLAEKELVTIIP 
NFSLDK1YLIGGDLGPFNPGLPV 
EVPLWLAFNLKQRQKCRLLPPE 
WMDVEKLEKMRDHE\RKEETF 
TPMPKPFTTLELTAKLLLNHASD 
NIPKQDEIRTLVKDMWDTRIAK 
LRVSADSFWRQQEAHAKLADN 
LT\LMEIHTSG\TFLTQA LNHM Y 
KLRTNLQPLESTQSQDF 


2291 1 


53279 


A 


23044 


3 


1038 


TSSMAAGCSEAPRPAAGXSDGS 

LVGQAGVLPCLELPTYAAACA 

LVNSRYSCLVAGPHQRHIALSP 

RYLNRKRTGIREQLDAELLRYS 

ESLLGVPIAYDNIKVVGELGD1Y 

DDQGH1HLNIEADFVIFCPEPGQ 

KLMGIVNKVSSSHIGCLVHGCF 

NASIPKPE\QLSAEQWQTMEIN 

MGDELEFEVFRLDSDAAGVFC1 

RGKLNITSLQFKRSEVSEEVTEN 

GTEEAAKKPKKKKKKKDPETY 

E V DSGTTKL ADD ADDTPM EES 

ALQNTNNANG1WEEEPKKKKK 

KKKH\QEVSRTQDPCFSQGQLT 

S\SGYQSDHKKKKKKRKHSEEA 

EFTPPLKCSPKRKGKSNFL 


22912 


53280 


B 


23045 


82 


323 





3012 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22913 


53281 


A 


23046 




1624 


QLE1RAPTADEIHVTVGEARNLI 

PMDPNGLSDPYVKLKLIPDPRN 

LTKQKTRTVKATLNPVWNETF 

VFNLKPGDVERRLSVEVWDWD 

RTSRNDFMGAMSFGVSELLKA 

PVDGWYKLLNQEEGEYYNVPV 

ADADNCSLLQKFEACNYPLEL 

YERVRMGPSSSPIPSPSPSPTDPK 

RCFFGASPGRLHISDFSFLMVLG 

KGSFGKVMLAERRGSDELYAI 

KILKKDVIVQDDDVDCTLVEKR 

VLALGGRGPGGRPHFLTQLHST 

FQTPDRL Y F VME Y VTG GDLM Y 

H 1QQLG KFKEPHA AF Y A A EI A I 

GLFFLHNQGI1YRDLKLDNVML 

DAEGH1K1TDFGMCKENVFPGT 

TTRTFCGTPDYIAPEIIAYQPYG 

KSVDWWSFGVLLYEMLAGQPP 

FDGEDEEELFQAIMEQTVTYPK. 

SLSRE A VAICKGFLTKHPGEA P 

GASGP*WGNLTIRAHGFFPLGF 

DWERLERLEIPASFSRPRPCGRS 

GENFDKFFTRAAPALTPPDRLV 

LASIDQADFQGFTYVNPDFVHP 

DARSPTSPVPVPVM 


22914 


53282 


A 


23047 


! 


1522 


MLRAPRQA 1RDHHFAH1D1VQV 

TCFRYLRRSALAPAPAMPSPVR 

VDRGSFPPVAGGNHTRRRGGTP 

QEGVTRJEALAFFDVVATTGAE 

M1V1WSNFFLQEENRRRGAAGRR 

RAHGQGRSGLTPEREGKVKLA 

LLLAAWAPRWRCCPWAPSSG 

WTQHLQGQRQRRVRSGPTWG 

CGRRAPSGCGRRTCPWTGTPA 

APRSCPEASERNSEHPALICTLP 

QPHMLKRRARRAPGSMAPPLP 

RPPQAASVPVFPPDWEPLESRA 

RSKSPLHSQHRPAQETGRHSRP 

RTSTRKRQQKHSTEKATHTPER 

APKPQTRENNPKGRAQGSPAPR 

DHNPASRHQKTSNDKRSTHDT 

HKTRKDSQTRRKKTRNNEKQQ 

PDR/IGPQI 1 A YQP/YGKSVD WW 

SFGVLLYE/MLAGQPP/FDGEDE 

EELFQAIMEQ/TVTYPKSLSREA 

VAIC/KGCGRSGENFDK/FFTRA 

APALTPPDRLV/LASIDQADFQG 

FTYVNP/DFVHPDARSPTSPVPV 

PASSPTRPQLLENKFGC 



3013 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22915 


53283 


A 


23048 


505 


2345 


SIWGMVMMNPTPSSITLRRMM 

SLFPASLTTKYGGFYINSGTLQF 

RQASESEDDFIKEKKKKSPKKR 

KLKEGGEK1KKKKKDDTYDKE 

KKSKKSKFSKAGFTALNASKEK 

KKKKYSGALSVKEMLKKFQKE 

KE AQKKREEEH KP V A VPS A EA 

QGLRELEGASDPLLSLFGSTSD 

NDLLQAATAMDSLTDLDLEHL 

LSESPEGSPFRDMDDGSDSLGV 

GLDQEFRQPSSLPEGLPAPLEKR 

VKELAQAARAAEGESRQKFFT 

QDING 1 LLDIE AQTRELSSQ VRS 

GVYAYLASFLPCSKDALLKRA 

RKLHLYEQGGRLKEPLQKLKE 

A IGRAM PEQM AKYQDECQAHT 

QAKVAKMLEEEKDKEQRDRIC 

S DEEEDEE KG G RR1 M G PRKKFQ 

WNDE1RELLCQVVK1KLESQDL\ 

ERNNKAOAA WEDC VKG FLD AE 

VKPLWPRGWMQARTLFKESRR 

GHGHLTSILAKKKVMAPSKIKV 

KESSTKPDKKVSVPSGQTGGPIA 

LPSDHQTGGLS1GASSRELPSQA 

SGGLANPPPVNLEDSLDEDLIR 

NPASSVEAVSKELAALNSRAAG 

N SEFTLPAPSKAPAEK VGG V LC 

TEEKRNFAKPSPSAPPPASSLQS 


22916 


53284 


A 


23049 


1 


379 


AYRNFTSASDVWSYG1VMWEV 
MSYGERPYWDMSNQD\PNTAL 
LDPASPEFSAVVSVGDWLQAIK 
MDRYKDNFTAAGYTTLEAVVH 
VNQEDLAR1GITAITHQNKILSS 
VQAMRTQMQQMHGRMVPV 


22917 


53285 


A 


23050 


1 


123 




22918 


53286 


A 


23051 


3 


221 




22919 


53287 


C 


23052 


80 


379 




22920 


53288 


A 


23053 


71 


924 


AFSVNSSNSWEKA*SQKCLQV 

NYLSLSSASYLP/CMTCPPSAPL 

NLISNVNETSVNLEWSSPQNTG 

GRQDISYNVVCKKCGAGDPSK 

CRPCGSGVHYTPQQNGLKTTK 

VS1TDLLAHTNYTFEIWAVNGV 

SKYNPNPDQSVSVTVTTNQAAP 

SSIALVQAKEVTRYSVALAWLE 

PDRPNGVILEYEVKYYEKDQNE 

RSYRIVRTAARNTDIKGLNPLTS 

YVFHVRARTAAGYGDFSEPLE 

VTTNTGNKDH PDS VTSEA IFII Q 

LNP1TVKSKELS V1FGS ADI LLQ 



3014 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22921 


53289 


A 


23054 


1 


1102 


MRWLLKWERKYTLYSSGVLK 
HKNLLESLLGQFLGPPAQRFDS 
AGGVRPKNDGRFTVIQLVGML 
RGIGSGMKYLSDMSYVHRDLA 
ARNILVNSNLVCKVSDFGMSR 
VLEDDPEA AYTTRGGKIPI RWT 
APEAIAYRKFTSA\SDVWSYGIV 
MWEWMSYGERPYWDMSNQD 
VIKAIEEGYRLPPPMDCPIALHQ 
LMLDCWQKERSDRPKFGQIVN 
MLDKLIRN PNSLKRTGTESSRP 
NTALLDPSSPEFSAVVSVGDWL 
Q A I KMDR YK DNFT A AG YTTL E 
AVVHVNQ/EVSTQRCNTKGDL 
AR1GITAITHQNKILS\SVQAMR 
TQMQQVMHGRM VPRLSTVLN K 
LKTLEI SLPHPCTL I EELHFFN F V 


22922 


53290 


A 


23055 


148 


3229 


NAFRFHLLNPAGESHDRLQDLL 
S A VRSPTKRQEQRWH RRTMAG 
1FYFALFSCLFGICDAVTGSRVY 
PANEVTLLDSRSVQGELGWIAS 
PL EG G WEEVSI MDEKNTPIRTY 
QVCNVMEPSQNNWLRTDWITR 
EGAQRVYIE1KFTLRDCNSLPG 
VMGTCKETFNLYYYESDNDKE 
RFIRENQFVKIDTIAADESFTQV 
DIGDR1MKLNTE1RDVGPLSKK 
GFYLAFQDVGACIALVSVRVFY 
KKCPLTVRNLAQFP 


22923 


53291 


A 


23056 


57 


450 


VGDCLTSRGMSWVQATLLAR/ 
ALCRAWGGT/CRGALTGTSISQ 
VPRLAP\RGLHCSA/ASVSSEQS 
LVPSPPEPRQR/PPGGERDKASF 
LQTVQKFADTSVVDSGHIDFIY 
LALRKMREYGVERDLAVYNQL 
LNIFP 



3015 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22924 


53292 


A 


23057 


89 


1502 


VGDCLTSRGMSWVQATLLARG 

LCRAWGGTCGAAL/SQEPPSLR 

SLASLPRGLHCSAAAHSSEQV\L 

VPSPPEPRQEGPPRLLVPFEGPV 

LGQGAGLG ERGQGR AFL/LDGC 

RNLRTTS V RKRGPH/VDL F YL A 

LRKMREWGVERG/DLAVYNQL 

LN I FPKE VFRPRNIIQRIF VH YPR 

QQECGIAVLEQMENHGVMPNK 

ETEFLLIQIFGRKSYPMLKLVRL 

KLWFPRFMNVNPFPVPRDLPQD 

PVELAMFGLRHMEPDLSARVTI 

YQVPLPKDSTGASKIPPKPHIVG 

HRACMSPHQESKKSRSSKAAL\ 

ARHNPS\RPVF\VEGPFSLWLRN 

K\CVYY\HILRA\DLLPPEEEGK 

WKRTPEEWE\LYYP\RQLDLEY 

VRSG\WDNYEFDINEVEEGPVF 

AMCMAGAHDQ\ATM\VKWI\Q 

GPAGDQPQTLAQNPPWSFRLRR 

VQPGELPDILLQGWRSP/HPAR 

GPPRKKTTTCKRQQQGPELV 


22925 


53293 


A 


23058 


1 


2517 




22926 


53294 


A 


23059 


1 


927 


I1VVEFVSRGLARAPSGPAVFSH 
LAMARLPLRGVRWGCLLTAVH 
PEPPTACREKQYLINSQCCSLCQ 
PGQKLVSDCTEFTETECLPCGE 
SEFLDTWNRETHCHQHKYCDP 
NLGLRVQQKGTSETDTICTCEE 
GWHCTSEACESCVLHRSCSPGF 
GVKQIATGVSDTICEPCPVGFFS 
NVSSAFEKCHPWTSCETKDLW 
VQQAGTN KTDV VCGPQDRLRA 
LWV1PI1FGILFA1LLWLVF1KKV 
ArCKPTNKAPHPK\Q\EPQEINFP 
DDLPG/SSNTAAPVAGRIFTWG 
GQPV\TQEDGQRESHFSCRERQ 


22927 


53295 


B 


23060 


24 


439 






MP — 












mil — 






23062 


1 


2607 




22930 


53298 


A 


23063 


248 


430 


ATNYTREQDSMWNCVR*GRTT 
ATTHSVTQRTDERQRRADTAL 
TLADYRNTSVTGVFAGLF 


22931 


53299 


A 


23064 


776 


1426 




22932 


53300 










VFRLLRGQKSEPGKSRPKAL*N 
KPANTPVQSHISLYAAGIINSDS 
KVR*SCRQSSARQSGSYL*TSPR 
SPQNRQQTGEITATVIAFGRTRR 
TAPDITPHPASAR 


22933 


53301 


A 


23066 


3139 


3792 





3016 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22934 


53302 


A 


23067 


2 


830 


GVPNMAAPQDVHVRICNQE1V 
KFDLEVKALIQDIRDCSGPLSAL 
TELNTKVKEKFQQLRHRJQPVL 
YQRAFIWTASTFFFKLTYSLTDF 
SSTQHDFNSPTTPVTFSDLAEQL 
AKEQDKESENQLLLQEVENHK 
KQMLSNQASWRKANLTCKIAI 
DNLEKAELLQGGDLLRQRKTT 
KESLAQTSSTITESLMG1SRMM 
AQQVQQSEEAMQSLVTSSRT1L 
DANEEFKSMSGTIQLGRKLITK. 
YNR\RELTDKLLIFLALRLFLAT 
VLYIVKKRLFPFL 


22935 


53303 


A 


23068 


1231 


1458 




22936 


53304 


B 


23069 


1 


2133 




22937 


53305 


A 


23070 


722 


957 


VFRLLRGQKSEPGQKQAKSTLE 
QTSEYPSNRGIPIIRQSECSIRTPL 
PFVRALRD*VRGCGCAPLSSVD 
SFFCCTEAL 


22938 


53306 


A 


23071 


2 


1137 


VPNMAAPQDVHVRICNQEIVKF 

DL\EVKAPIQD1RD\CSGPLS\AL 

TELNPKVKEKFQQLRHRPTGP/ 

VEQLAKEQDKESEKQLLLQ\EV 

EN HKKAQM LQQFRPS WEGKLN 

SSPGK1CNSDNLEKAELLQGGD 

LLRQRKTTKE\SLAQTSSTIT\ES 

LMG/ISGRMMAQQVQQSEEAM 

QSLVTSSRTILDANEEFKSMSGT 

MQLGRKL1TKYNRRELTDK.LLIF 

LALALFLATV\LYIVKKRLFP1F 

VRFPKVPVLAPFNSLFSG1CPWF 

PEAPRLPKAEAHTPLRFAPQLP 

CRLGWEHQCPPLFLQSSWLVK 

GEQSPWEEGPGIGMPPLGTYEP 

PPSHHCALWEAAAAWSTLKSE 

PPRTRMPLLSPAPiVPLNARSGG 

GKREER 


22939 


53307 


A 


23072 


64 


665 


RVRGGEAELAMAAAEEE\SGAP 

NVPNRERGGAGRPKTPFECNIC 

LETAREAVVSVCGHLYCWPCL 

HQWLETR\PERQECP\VCKAGIS 

REKVVP\LYGRGSQEAPRIPELK 

TPPPPPRGQR\PAPESRGGF\QPF 

GDTGGFHF\SFGVGAFPF\GFFT 

TVF\NAHEPFRRGTGVDLG\QG 

HPSLQLGKEFPLPGFSAIFFLFW 



3017 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22940 


53308 


A 


23073 


1 


416 


MQRRRRRRLLLLPPRRQTDRAL 
PPPPSPGSMPPPLPPPP/PPARGG 
GLRPGDGLYPK/PSPARRGSGA 
RTS WCTMC APPSTS APRA SRR P 
RPSSCATRPPTSKPPPA\GHAPH 
PPPRDLGGGLDSGVQSDGVLQ 
HLQRPGH 


22941 


53309 


A 


23074 




1713 




22942 


53310 


A 


23075 


1305 


1538 


LKVKRNCTSS*SPTIGHD*QSNL 

slppsdfakppfpfsllrcsk.fr 

KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22943 


53311 


A 


23076 


49 


355 




22944 


53312 


D 


23077 


253 


471 




22945 


53313 


A 


23078 


1267 


1497 


LKVKRNCTSS*SPTIGHD*QSNL 
SLPPSDFAKPPFPFSLLRCSKFR 
KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22946 


53314 


A 


23079 


3 


1237 


HEVAGAVPGA1MDEDYYGSAA 
EWGDEADGGQQEDDSGEGED 
DAEVQQECLHKFSTRDYIMEPS 
IFNTLKRYFQAGGSPENVIQLLS 
ENYTAVAQ\AVNLLAE\WLIQT 
GVEPVQVQDTVEYHLKSLLIKH 
FDPRJADSMFTEEGETPAWLE\Q 
MIAHTTWRDLF YKLA EAHPDC 
LMLNFTVKL1SDAGYQGE1TSV 
STACQQLEVFSRVLRTSLAT1LD 
GGEENLEKNLPEFAKMVCHGE 
HTYLFAQAMMSVLAQEEQGGS 
AVRR1DQEVQRFAQEKTVLTQE 
AIITVKGVSLSSYLEGLMASTIS 
SNASKT1VAAMSNLVPPVELAN 
PENQFRVDYILSVMNVPDFDFP 
PEFYEHAKALWEDEGVRACYE 
RSNEYQLIDCAQYIFVLEMQVP 
CCEEAQSHPGQHGGVQVGRN 


22947 


53315 


A 


23080 


1358 


1589 


LKVKRNCTSS*SPTIGHD*QSNL 
SLPPSDFAKPPFPFSLLRCSKFR 
KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22948 


53316 


A 


23081 


33 


458 


GITGSTDASGVTMKFNPFVFSD 
RRKNRKRHVNAPSHVRRKIMS 
SPLSKELRQKYNVRSMPIRKDD 
EVQVVRGHYKGQQIGKVVHV 
YRKKYVIYIERVQREKANG/DK 
DRKKILERKAKSRQVGKEKGK 
YKEELIGKMQEYIEP 


22949 


53317 


A 


23082 


1 


576 




22950 


53318 


B 


23083 


37 


276 





3018 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22951 


53319 


A 


23084 


124 


549 


NNSLSSPVQADVYFPRLIVPFCG 
H1KGGMRPGKKVGVMGIVDLN 
PKSFArNLTCGDSEDPPADGAIE 
LKAVFTDRQLLRNSCISGERGE 
EQVSNPLLSIHSTTMPFRVEILC 
EH\HCFR\VFVDGHQLFDFYHPH 
SNRYLAI 


22952 


53320 


A 


23085 


1 


215 


QGFIKPPLKEENFTLPPPGKFGP 
PKGSLNSPPS/PSSP*SPGGGILLL 
VYYLYRALFQKGCKEAAWLEY 
PLT 


22953 


53321 


A 


23086 


533 


983 


PWGPGCNKRWPCLAKDPPPTP 
QSSGVGQPFGGAEPAGAYIRTG 
PHLGPPPPPPPDSSTNLHSPNPS 
DDGADTPLAQSDEEEERGDGG 
AEP\G\PAASSGPLAYRPDPAGY 
SPTSRPPGPSPEPLG/AEDPDSLL 
ASRAPRGGNGWWDCGTLS 


22954 


53322 


A 


23087 


1422 


1670 


NRYIDKTGWAWWLTPVIRHFR 
RPRWVDCLRLGVREQPGQHSKI 
KSLQKNAKMSQAWWHAPVDP 
AT WKAD AGG SLEPGSLRLQ 


22955 


53323 


A 


23088 


2 


663 


VLLDERSAALDGAKRDGTLAL 
AAGALCREARAAQVFFLKGGY 
EAFSASCPELCSKQ/INVSANCP 
NHFEGHYQYKSILCGMTTHKA 
DISSWFNEAIDFIDS1KNAGGRV 
FVHCQAGISRSATICLAYLMRT 
NRVKLDEAFEFVKQRRSIISPNF 
SFMGQLLQLESQVLAPHCSAEA 
GSPAMAVLDRGTSTTTVFNFPV 
S1PDHSTNSALSYLQSLITTSSHC 


22956 


53324 


A 


23089 


3 


206 





3019 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22957 


53325 


A 


23090 


982 


2252 


LFLEKRRPALGPENRQRAPQGR 
STLGALRPAMVMEVGTLADAG 
GLRALVLGERAAQLPACLDCRS 
FF\AFNAGHIAGSVNVRFSTIVR\ 
RRAKG\A1GALE\HIVPNAELR\G 
RLLAGAYHAVVLLDERSAGVLD 
GAKRDGTLALAAGRA/LCREA 
RAAQVFF/LSKGGYEA\FSASCP\ 
ELCSKQSTPMGLSVLSLSTSVPD 
SAESGC\SSCSTP\LYD\QGGPVE 
ILPFLYLGSAYHASRKD\MLDA 
LGHRLPW1NVLSQ1VPNHF\EGH 
\YQYKSIPVEDNHKADISFWFN\ 
EA1DFIDSIKNAGGRVFVHCQA 
G1SRSA1AICLAYLMRTNRVKLD 
EA\FEFVKQRRSI1SP\NFQLHGA 
SLLQFEFPRMLGPALFRAEAGK 
PRQMAVL\DRGTASTTTVFNFPV 
SIPVHSTNSALSVPFRAPLTDLS 
QLVERPTGR 


22958 


53326 


A 


23091 


13 


287 




22959 


53327 


A 


23092 


1 


492 




22960 


53328 


A 


23093 


1 


636 




22961 


53329 


A 


23094 


1 


506 


PTRTWTRGRJPRLSAQPSRGAR 
GTMADPRVRQIKIKTGVWKRL 
V\KEKVLYEKEPKQ\QEEKIEKM 
RAEDGENYD1KKQAEIL\QES\R 
MM IP\D\CQRR\LEA A YLDLQRI 
LENEKDL/EKEAEEYKEARVLVL 
DSVKLESLKLFSYGVVFALKPR 
GP1LQS1IFDHVLCVQV 


22962 


53330 


A 


23095 


1 


786 




22963 


53331 


A 


23096 


183 


1059 


VLGAF1WQGLDPSPETAFTDHR 
ATEWGTNDQSLCLNSP*\DAPS 
AKHEYQASVSGSVSSKPEIDLQ 
LYDEVRDQDVPVKRNFARIVV 
NVSDTNDHAPWFTASSYKGRV 
YESAAVGSVVLQVTALDKDKG 
KNAEVLYSIESGSHPPYKTAAD 
VLLKAPPPGWRPTNTKPVHSTE 
AQP I QNQRTQQKHNQGASRSP 
RH SF ATSTRAG AG 1CGCKTRRW 
MTRWMEESRGSLQTLPSTRLEP 
GSSAAWLDPEEQAQSLQFSSQE 
APFLGEGGENHIKGVPHGTKES 
QQQPLNHRSSL 


22964 


53332 


A 


23097 


1 


1224 




22965 


53333 


A 


23098 


1 


660 





3020 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22966 


53334 


A 


23099 


129 


595 


LFPRLLSCLTTPPHCSFSICFVIC 

SRTL1LKGSSLMYVFCLPNTAIV 

MALSPRGWRSK.FGMPWHSKPT 

WIMTL*FPLEKTGALSLTSDTS 

MFTVVVLTLGGLPLSEA*T/GG 

NYDSHFDVDKGTGTIIVAKPLD 

AEQKSNYNLTVEATDGTTTILT 


22967 


53335 


A 


23100 


1 


1782 


MAARIEVIHELSIRLLLMKTDL 

DAATAALLNVQPAKSGDNTSG 

APFPGKISQTLLKDPHNGYHVV 

F AL AGS PKD ADDTSI YMF YQK 

VGDNSIDSWKNAGRVFKDSDK 

FDANDPILKDQTQEWSGSATFT 

SDG K1RLF YTDYSGKH YG KQSL 

TTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTFEKSNEAADHFKHGGGATIK 

GRVADNGKPQLSSLTYIDIRVIE 

ESIYPPAILPLEIF1TASGEEYSGG 

VIGKIHATDQDVYDTLTYSLDP 

QMDNLFSVSSTGGKLIAHKKLD 

IGQYLLNVSVTDGKFTTVADIT 

VH I RQVTQEM LNHT1 AIRF AN L 

TPEEFVGDYWRNFQRALRYN1L 

GVRRNDIQ1VSLQSSEPHPHLDV 

LLFVEKPGSAQ1 STK.QLLHK1N S 

SVTDIEE1IGVRILNVFQKLCAG 

LDCPWKFCDEKVSVDESVMST 

HSTARLSFVTPRHHRAARQQ\R 

GPPLFfN PA DT* TTARK YNCDKR 


22968 


53336 


A 


23101 


184 


13958 


AMGRHLALLLLLLLLFQHFGDS 
DGSQRLEQTPLQFTHLEYNVTV 
QENSA AKTYVGH PVKMG V YIT 
HPA WE V RYKI VSG DSENLFKA E 
EYILGDFCFLRIRTKGGNTAILN 
REV K.DH YTL 1 VKALE KN TN VE 
ARTKVRVQVLDTNDLRPLFSPT 
SYSVSLPENTAIRTSIARVSATD 
ADIGTNGEFYYSFKDRTDMFAI 
HPTSGVIVLTGRLDYLETKLYE 
ME1LAADRGMKLYGSSGISSMA 
K.LT VH I EQANEC A 


22969 


53337 


C 


23102 


56 


331 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22970 


53338 


A 


23103 


2249 


2680 


GEFLKTREFSIYFLEKYTTFPGE 
NLEHGFWDSSTSPPVLLHPGIPA 
SRI/PVSSIFTKVPPK.KSATKP/PV 
S1WGAPPLGPPGFWGCCPTGEQ 
RGVCHPSEPHPPVVDFRKKPPF 
LCVSLSLINIFKSNKFLLTTCNL 
VIFYTCSL 


22971 


53339 


A 


23104 


739 


1672 


CQEAASEFGGPLHTPAMFLRRL 
GGWLPRPWGRRKPMRPDPPYP 
EPRRVDSSSENSGSDWDSAPET 
MEDVGHPKTKDSGALRVSRAA 
SEPSKEEPQVEQLGSKRMDSLK 
WDQP1SSTQESGRLEAGGASPK 
LRWDHVDSGGTRRPGVSPEGG 
LAGVPGPGAPLEKPGRREKLLG 
WLRGEPGAPSRYLGGPEECLQ1 
STNLTLHLLELLASALLALCSRP 
LRAALDTLGLRGPLGLWLHGL 
LSFLAALHGLHAVLSLLTAHPL 
HFACLFGLLQALVLAVSLREPN 
GDEAATDWESEGLEREGEEQR 
GDPGKGL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22972 


53340 


A 


23105 


122 


2437 


RLELKLPLWTMRFTEMELLGH 

LS1FKJTGKQKQLTRTAPGPSGQ 

LRSNQTTGNSLEPSG QPRS SQTT 

GNSLEPSGQPRSSQTTGNSLEPS 

GQPRSSQTTGNSLEPSGQPRSSQ 

TTGNSLEPSGQPRSSQTTGNSLE 

PSGQPRSSQTTGDSLEPSGQLRS 

NQTTGDSVQPNNREQPGTVRS 

APLQPNNREQPGTVRSAPLQPN 

NRGQRPTKQQGTTWNRQVSSA 

PTKQQGTARVPSGQPRSNQTTG 

NSLEPSSQLRSNQTTGDSVQPN 

NREQPGTVRSAPLQPNNRGQRP 

TKQQGTAR\PSGQPCSNQTTGN 

SLEPSSQLRSNQTTGDSVQPNN 

REQPGT1RSAPLQPNNRGQRWD 

RQVSSAPTKQGTALGPSG\SSAP 

TKQQGTALEPSSQLRSNQTTGN 

SLEPSGQPRSNQTTGNSREPSSQ 

LCSNQTIGNSQDRQVSSAP/IQT 

TGNSQDRQVSPAPTKQQGTAG 

NRQVSST/PIQTGNSVQPNNREQ 

PGTVSGAM/VWVATPVKGPAR 

VETSAHKVSAAGLPKKKT/QPG 

VTGGAPRLTLNTVLPKHSRTPS 

RHEAGSTQALYHNGQAQYALS 

FPHE A APMA A F Y V VTGIE VTTA 

LTLEEAPCTVE1TTALTLEEPPC 

TVF WN KTERNTRTL VQDKGSN 

TKGFVQTATCCFRADCKASRPS 

PHPPSPHREWTSDLRHKQVSKF 

PGAHRLPGHPELPIQEAWDRGE 


22973 


53341 


A 


23106 


605 


813 


LF V FINFREN PALLRWXA Y AR\TI 
NVYP\NFRPTPKNSLMGALCGF 
GPLIFIYYIIKTERVSIQTRCLVF 


22974 


53342 


A 


23108 


273 


936 


AYSNKVPSWNQKA\PSPTKPAG 
TLIFDFPAVKTVRNKFVFFINYP 
VSGYTEDLKKFLKPYTLEEQKN 
LTVCPDGALFEQKGPVYVACQ 
SPISLLQACRGMNDLDFGYSQR 
NPCILVKMNRIIGLKSEGVPRID 
CVSKNEDIPNVAVYPHNGIIDL 
KYFPYYGEKLHVGYLQPLVAV 
QVSFAPNDTGKEVTVECKIDGS 
ANLKSQDDRDKFLGRVMFKIT 


22975 


53343 


A 


23109 


104 


478 


ETEVGG LVEASMSHNCTTALQ 

PGQHSQKENLQNKPIPGREKY* 

V SI EFELI YFPA^YCQ VG YLQPL 

VAVQVSFAPNNTGKEVTVECKI 

\DGSANLKSQ\DDRDKFLG\RV 

MFQNHSTVHSMSRVSSTE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22976 


53344 


A 


23110 


3 


903 


LLSPVRAHTMTKNEKKSLNQSL 

A E\ WKLF I YN PTTGEFLGRTA AS 

WGLILLFYLVFYGFLAAALFSFT 

MWVMLQTLNDEVPKYRDQ1PS 

PGLMVFPKPWTALEYTFSRSDP 

TS Y AG Y I EDLKKFL KP YTALEEQ 

KNLTV\CPDG\ALFEQKGPVYV 

ACQFPUSLLQACSGMNDPDFG 

YSQGNPCILVKLNRIIGVLKPEG 

VPR I DLCFKRMKDIPN V A V Y S\ 

HNGMIDLKYFPYYGKKTAMF/ 

VG1YQPIGLLVQVSFAP*QPLGK 

EVTVE/CAKIDGSSQPKKVQDD\ 

RDKVFGDEFMFQIHSTVH 


22977 


53345 


A 


23111 


467 


931 


SRDSRRGTPLAGGRGRDFAGQ 

MGHRVQGRHG SRGRLPSGDAR 

VNAERAEPVGAGAGGPGGGSS 

VRGFCGRSWSEA/RGRRRAGG 

GVH\1EP\RYRQFP\QLTQIPRCSQ 

SEF\FSGLMWFW1F\WRFWHDP 

K\KVLGHFPV/YPDPSQWTD\EE 

UGIPPDD 


22978 


53346 


A 


23112 


1 


390 


VTIPTSLAE1 ,QGLPH 1RVFLDNN 
PWVCDCHMADMVTWLKETEV 
VQGKDRLTCAYPEKMRNRVLL 
ELNSADLDCDPILPPSLQTSYVF 
LG1G*ALIGA1FLHYRNNGPLTIS 
SEGGLASLLCKDSRGVPLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22979 


53347 


A 


23113 




1653 


PQRIQRGVPTRGEEVAPGRRQE 

EEREQERGAERPDPPCVLSGGK 

GRGNRPLREAPGGEGVSQVPA 

AAPLPRFHERKVFFFQTLPPAR 

ALRAQPPEPSERAPSQPSSGETR 

AAMPGGCSRGPAAGDGRLRLA 

RLALVLLGWVSSSSPTSSASSFS 

SSAPFLASAVSAQPPLPDQCPAL 

/ C ACRSE A A RT VKC VXNRNLTE 

VPTDLPAYVRNLFLTGNQLAVL 

PAGAFARRPPLAELAALNLSGS 

RLDEVRAGAFEHLPSLRQLDLS 

HNPLADLSPFAFSGSNASVSAPS 

PLVELILNHIVPPEDERQNRSFE 

GMVVAALLAGRALQGLRRLEL 

ASNHFLYLPRDVLAQLPSLRHL 

DLSNNSLVSLTYVSFRNLTHLE 

SLH LEDN ALK V LHNGTL AE LQ 

GLPH IRVFLDNN PWVCDCHM A 

DMVTWLKETEVVQGKDRLTC 

AYPEKMRNRVLLELNSADLDC 

DPILPPSLQTSYVFLGIVLALIGA 

IFLLVLYLNRKGIKKWMHN1RD 

ACRDHMEGYHYRYEINADPRL 

TNLSSNSGCLEEILEDRPRTTLH 


22980 


53348 


A 


23114 


288 


877 


ASRLSLPTRTSMRSSSSTSPSSSS 
SSSSLCRFLLNSRVTDAAFNFLL 
VWYYCTLTIRESILINNGSRWG 
RAGPEGGEHGMGCQGPSGKGR 
EQGAGG*WWVFCSRV\KGWW 
VFHHYVSTFLSGVMLTWPDGL 
MYQKFRNQFLSFSMYQSFVQF 
LQYYYQSGCLYRLRALGERHT 
MDLTVGESGVALASGHSPFLPS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22981 


53349 


A 


23115 


1 


1273 


MAPLHSILGNRVGLCQASVRA 

CPGATVSSQCRASLRSRLAWRG 

SELPANRGRTWPGPGGLRLQA 

APRLAYLGRATLLVLTPYYDLP 

PNVRFTSMPASPHTYFLVLGAPI 

FLLLRSTWSYYHACRFEYATPN 

DRNTTYLAISGPTRRTYDVATF 

AYKDEYEKFKLYLTIILILISFTC 

RFLLNSRVTDAAFNFLLVWYY 

CTLTIRES1LINNGSRPDGLMYQ 

KFRNQFLSFSMYQSFVQFL\QY 

YYQSGCL\YRLRALG\ERHTM\D 

LTVEGFQSWVMWRGLTFLLPFL 

FLW/YNSGQLFNALTLFKPGPR 

DPQLQGVGRCLCCGFPFLL\LFL 

GNFFTTLRVVHHKFHSQRHGS 

KKDLRLGLSPCRPRRGFLVPVC 

FWEGDWEGAPSSVRVSGGLFY 

SPLGFMGRCGPGKEDPGPSCPQ 


22982 


53350 


A 


23116 


238 


398 




22983 


53351 


A 


23117 




386 




22984 


53352 


A 


23118 


13 


580 




22985 


53353 


B 


23119 


39 


1171 




22986 


53354 


A 


23120 


381 


795 


PPSSKAPSSKGPAKIVCIYWAL1 
LQSNEVTITEDKFNNLIKAAAV 
TVEPFWPSFFAKALASVNIGSLL 
CNAGVG/SMAPAACTAQAGGP 
ATSTTA A S ASFRN H N PR1 APKF R 
GVLAHEQYLSERATWVWAPNP 
NPKSLF 


22987 


53355 


A 


23121 




960 




22988 


53356 


A 


23122 


2 


3952 




22989 


53357 


A 


23123 


1058 


1494 


KSVRLVVN/YLRTQKAVVRVSP 
EVPLQNILPVICAKCEVSPEHVV 
LLRDNIAGEELELSK.SLNELGIK. 
ELYAWDNRRVPSAVPMQGPWP 
AEHFLQVNEQPPAGSPSPCPSSS 
SSSSGLRGGMQTANGPACALTP 
TCAQTDCPCPTSH 


22990 


53358 


A 


23124 


195 


398 


TDSSSALQPQHRGRPALRQRTP 
PRRSP/SPGLSPPRGASPAS\SGA 
PARGVAFGGDEPPIGAEAMYSK 
P 


22991 


53359 


A 


23125 


2 


155 




22992 


53360 


A 


23126 


1 


339 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22993 


53361 


A 


23127 


150 


1017 


LGRWRQDQVPHGLECRSQSEW 
SCTDSRQHSSSWSDSRRQEIGK 
MRYVSVRDFKGKVLIDIREYW 
MDLKRLPRKPRTGEAGSGSLSS 
PGADTPVEAAVTWRLGLGSVD 
VGSFRAWQRGKSAAVGHTVSP 
RWPRWQGGDSSALSMASLSTL 
TCSWGLRYSALSPTTSAQREEG 
SALYRHLSPPSLRFYPTVKWAT 
LAITRPRPPAPRSH SHHPQPRA L 
CPVWVLFQHPKTHGENLGDRW 
KEGSALVSSKGTPAKLSSGRIR 
NALQNTLGEVSVARIQTHRGIF 
VETTEARL 


22994 


53362 


A 


23128 


1 


584 


APIECGGIPSLPVLCQSRANDQE 
GVRLLEPSEAMPKSKELVSSSSS 
GSDSDSEVDKKLKRKKASLL/P 
ENPVKK\QKTGETS\RALSSF*TE 
PASSRDDNMFQIGKM\RYVSV\ 
RDFKGKS A * FD1RE Y WMDPEG E 
MKPERKG1SLNP\QQWEPSLKE 
Q1SGPLIDASKKTCK1SEPILIKPC 
TVPVVLICLVTVAVCF 


22995 


53363 


A 


23129 


186 


687 


LLWARGLGRAKSAVPTVSTML 
GLPWKGGLSWALLLLLLGSQIL 
LIYAWHFHEQRDCDEHNVMAR 
YLPATVEFAVHTFNQQSK.DYY 
AYRLGHIFNSWKEQVESKTV\F 
SMELLLGRTRVWEYLKTTIDNC 
HFQESTELNNTFTCFFTISTRPW 
MTQFSLLNKTCLEGFH 


22996 


53364 


A 


23130 


232 


402 


LFKAWECFFLIFLQVVITRLKLD 
KDRKKILERKAKSRQVGKEKG 
KYKEETREKMQE 


22997 


53365 


A 


23131 


637 


758 


NVEEKNRKK1LERKAKSCQI\K 
KEKGEYKEETIGTMRECGL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22998 


53366 


A 


23132 


1 


1095 


1VFLLYLETCLEVMDDKPNPEA 
LSDSSERLFSFGV1ADVQFADLE 
DGFNFQGTRRRYYRHSLLHLQ 
GA I EDWNNESSMPCC VLQLGDI 
IDGYNAQYNASKKSLELVLW\Q 
FKRRK.GPVHHTWGNHEFYNFS 
REYLTHSKLNTKFLEDQIVHHP 
ETMPSEDYYAYHFVPFPKFWFI 
LLDAYDLS/ALGAWDQSSPKYG 
GSVWKILEGSHNP\NTGNWNSS 
SRDFSEA/RSLFQFNGRVSAQEQ 
LNWLNEVLTFSDTNQEKVVIVS 
HLP\LYPGPPFDNVCLAWNYRD 
ALA VI WSHECVVG VSLLGHTHD 
GGYSEDPFGVYHG\NLEGVIET 
APDSQRFGTVHVYPDKMMLKG 
RGRVPDRIYELQGKEEPSHC 


22999 


53367 


c 


23133 


235 


382 




23000 


53368 


B 


23134 


63 


293 




23001 


53369 


A 


23135 


160 


330 




23002 


53370 


B 


23136 


1 


870 




23003 


53371 


A 


23137 


2 


1013 




23004 


53372 


A 


23138 




1552 




23005 


53373 


B 


23139 


120 


1034 




23006 


53374 


A 


23140 


1 


584 


RTRGRRSLAFLLLAERGAAAA 
VLWSGCRRFRARLGCLPGGLR 
VLVQTGHRSLTSCIDPSMGLNE 
EQKEFQNAAFDFAAREMAPNM 
AEWDQKELFPVDVMRKAAQL 
GFGGVYIQTDVGGSGHVRLDT 
SVIFEALA\TGCTSTTAY\IRHPQ 
CPQSQHSFVQEGGTHYKAGHL 
CCRQWGPRACLPPGRPCHRGA 


23007 


53375 


A 


23141 


2 


412 




23008 


53376 


A 


23142 


47 


487 




23009 


53377 


A 


23143 


77 


459 


GWKGIEHTLGRCLEAQGVINY 

RMLLSWRRWLVAHPVF*SFSCE 

VGPVGQS*RMTMLHCRHSDPV 

AKRLSCRRGDFASVVVLCPPPQ 

RLRTLKHFLFFGGLPLSIDFVMT 

VDFCCHLHLTDFSSNFGF 


23010 


53378 


A 


23144 


1 


304 


KVAGSPSPTPAGQQVLDVNSCL 
DSSVLDSSFLTFSGLHAE/AEGS 
TGGPAALAYLGLKTLCTSQQAF 
AGQMKSDLFLDDSKSDLEEPW 
ELRKEGAPRSRDRE 


23011 


53379 


A 


23145 


1 


207 




23012 


53380 


A 


23146 


1 


3009 




23013 


53381 


A 


23147 


3 


298 




23014 


53382 


A 


23148 


1 


636 




23015 


53383 


A 


23149 


1 


795 





3028 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23016 


53384 


A 


23150 


125 


1527 


SSPRQQTQLARVHP/DGRAQ/LA 
PSCLPGLGLCPLPVCPPVCNCPA 
CPCHEHCGEAP*GVA\AKRGAL 
RVHPHPSCGGPRAMTVTLHGQ 
DVLMLPGDLVGLQHDAGPGAL 
LHCSPAPGHPGPQAPYLSANAS 
SWLPHLPAQLKGTWACPACAL 
RLLAATEQLTVLLGLRPNLGLR 
LPGRYEVRAEVANGVSRHNLS 
CSFDVVSPVAGLRVIYPAPRDG 
RLYVPTNGSALVLQVDSGANA 
TATARWPGGSVSARFENVCPA 
LVATFVPGCPWETNDTLFSVVA 
LPWLSEGEHVVDVVVENSASR 
ANLSLRVTAEEPICGLRATPSPE 
ARVLQGVLVVLLAGSSGYLVG 
FKFLESHGSDSGSANSFHCLISQ 
NEFKTLLPDLTRAPRYSPVVEA 
GSDMVFRWT1NDK.QSLTFQNV 
VFNVIYQSAAVFKLSLSADSAP 
RPRWRLQSPRVGRLSPDPGFFG 
SPGPCQPRLQAFLI 


23017 


53385 


A 


23151 


648 


1387 


ASTQSLI.AWCPAWLS1PSTWPS 

SFSSGCPG/CKAQPVYEVSRSSY 

VYLEGRCLNCSSGSKRGGYTFT 

LTWLGRSGEEEGCASIPLSPNRP 

PLGGSCRLFPLGAVHALTTK.VH 

FECMGWHDAEDAGAPLVYAL 

LLQRCRQGHCEEFCVYKGSLSG 

YGAVLPPGFRPQFEVGLAVVV 

QDQLGAAVVALNRSLAITLPEP 

NGSAMGLTVWLHGLTASVLPG 

LLRQADPQLVIEYSLALVTVLN 

ETYTESL 


23018 


53386 


A 


23152 


2 


654 


DKH1WLSIWDRPPRSCFTRIQRA 
TCCVLLICLFLGANAVWYGAV 
GDSAYSTGHVSRLSPLSVDTV\ 
AVGLVSSVVVYPVYLAILFLFW 
MSRSKVVAGSPSPTPAGQQVLDI 
DSCLDSSVLDSSFLTFSGLHAEV 
INTLADHQHRGTDFGGSPSVLII 
TVSLRSYKFAISLCTTYLWVINT 
LADHRHRGTDFGGSPWLLIITV 
FLRSYKFAISLCTTYLC 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23019 


53387 


A 


23153 


2 


4072 


SRDPAGSYHLNLSSHFRWSALQ 
VSVGLYTSLCQYFSEEDMVWR 
TEGLLPLEETSPRQAVCLTRHL 
TAFGASLFVPPSHVRFVFPEPTA 
DVNYIVMLTCAVCLVTYMVM 
AAILHKLDQLDASRGRAIPFCG 
QRGRFKYEILVKTGWGRGSGT 
TAHVGIMLYGVDSRSGHRHLD 
GDRAFHRNSLDIFRIATPH\SLG 
SVWKIRVWHDNKGLSLALGFL 
Q\HVIVRDLQTA\QSTFFLVNDW 
LSVETEANGGLVEKE 


23020 


53388 


A 


23154 




10922 


MPPAAPARLALALGLGLWLGA 
LAGGPGRGCGPCEPPCLCGPAP 
GA ACRVNCSGRGLRTLGPA LRI 
PADATALTAMAKADGDVKKY 
GSKRG AL ALTHG HSLLRDVSH 
NLLRALDVGLLANLSALAELDI 
SNNKISTLEEGIFANLFNLSEINL 
SGNPFECDCGLAWLPRWAEEQ 
QVRVVQPEAATCAGPGSLAGQ 
PLLGIPLLDSGCGATLVGPHGPL 
ASGQLAAFHIAAPLPVTATRWD 
FGDGSAEVDAAGPAAS 


23021 


53389 


A 


23155 


3887 


14184 


HVLCAWVTYMVMAAILHKLD 
QLDASRGCA1PFCGQRGRFKYE 
ILVKTGWGRGSGTTAHVGIHA 
VWGGQPERPPAPGTATEPSTAT 
VWDI FQIRHPAQPG V ACWKI RV 
FGTTTKGSALPRFPCSTSSSGTC 
RRHAAPSSWSMTGFRWRRRPT 
GAWWRRRCWPRVRPRSVFPLR 
HAALLRJFRRLLGAELQRGFFDK 
H1WLSIWDRPPRSYFTHIQRATC 
CVLLICLFLGANAVWYGAVGD 
SAYSTGRVSRLNPLSVY 


23022 


53390 


A 


23156 


1 


442 


GGASGMGG1T\ASTVNQ\SLLSP 

LVLEVDP\NIQAVRTQEKEQIK\ 

TLNNKFASF1DKVRFLEQQNKM 

L ETK WSLLQQQKTARSN MDN 

MFESYINNLRRQLETLGQEK.LK 

LEAEFTTWGPPLPMPPATKQFN 

CFFFLVQNKTSASSANVK 


23023 


53391 


A 


23157 


1 


497 




23024 


53392 


C 


23158 


208 


422 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


23025 


53393 


A 


23159 


81 


1339 


ELSSPRSSFSAPSRJSAWFGPPAS 
TPASTMSIRGTQKSYKGSTSGP 
RAFKQAAS*QRSGPGFRISSSSF 
SRVGSSNFRGGLG\GGYGGASG 
\MGGITAVTVNQ/SRALLSPLVL 
EVDPNIQAVRTQEKEQIKTLNN 
KFAS\FI\DEVGFLEQQNKMLGT 
KWSLLDQQKTA\RSNM\DNMF\ 
ESYINNLRRQLETLAQEKLKLE 
AELGNMQGLVEDFKNNYED\EI 
NKSTETENEFVLIKKDVDEAYI 
NELYEEEIRELQSQ1SDTSVVLSI 
DNSRSLDTDSIIAEVKTE1SEMN 
RN1SWLQAETEGLKGGRISLEA 
G1ADAEQRRELVIKDANAKLSE 
LEAALQQTKKLLE\MENMSIHT 
KTTSGYAGGVSLAYGGLTGSG 
LSYGLSSSSRSGAGSSSFSRTSST 
RAMVVKK1KTRDGKLLTLSLR 


23026 


53394 


A 


23160 


1 


651 


MTAFNSGKVD1VA1NDPFIDLN 

YMVYMFLYDSTHGKFHGTVK 

AENGTLV1NGNPI1MFQDQDPS 

KIK.WAP/LAKVIHDNFGIIEGFM 

TTVHTITATQTINGPSGKLSRDG 

CRALQDIIPVSTGAAKPVGKVIP 

ELNGKLTGMAFHVPTANVSVA 

DLTCRLEKPA/KYDDIKK\NTHS 

STFDAGAAIVLKDHSVKLISWY 

DNEFGYSNRVVHLMAHNASK.E 


23027 


53395 


B 


23161 


1 


382 




23028 


53396 


A 


23162 


3 


1151 


ASAHASAVRQSAAIFFCVASRA 

HIAETPLGK.VKVGVNGFGR1GR 

LVTRAAFNSGKVDIVAINDPFID 

LNYMVYMFQYDSTHGKFHGTA 

VKAENGKLV1NGNPITI\FQE\RE> 

PSKIKWGVDAGAEYRRGSPLGV 

FNQPWRKAGGSICKGGSQKGSS 

ISAPSAECPPCFVMGCEPMKKY 

DKQAFKI\ISN\ASCTNQLL*HPL 

AKG * FHDNFGNSLEGLHDH KS 

MAITANPRKTVD\GPSRGKLWP 

LMGRGAL\QNIIPASTG\AAKAV 

GKVIPELNGKLTGMAFRVPTAN 

VSVVDLTCRLEKPAKYDDIKK 

VVKQASEGPLKGILGYTEHQV 

VSSDFNSDTHSSTFDAGA\GIAL\ 

NDHFVKL1S WYXDNEFG YSNRV 

V\DLMVlHMGFQGS 


23029 


53397 


A 


23163 


160 


236 




23030 


53398 


A 


23164 


931 


1124 




23031 


53399 


A 


23165 


132 


303 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 












171 




23033 


53401 


A 


23167 


1008 


1262 


HELQCSLLPVRHATAGHTNGQ 
NRLHWGHVAHSNYGAALKTN 
GVEVR*FTAA!ARCDGNPYESF 
RKD VR ADFQTRI D AI VRCLPK 


23Q34 


53402 


— 


23168 


732 


1 162 


RCHEKGRKGHQAPTGSTRPDG 
TLSACRSCQQGQGMPASAGVP 
ARQMGSTGNLPHLV*PYFLGLS 
SKAQHTG*LHKKR 


23035 


53403 


A 


23169 


2 


1093 




23036 


53404 


A 


23170 


236 


496 












22 


3084 




23Q38 


5§406 




23172 


305 

— 


522 


LRDGRGSMSSSSPNSASGSAICP 
ASSVMPETVSVSRVMPNVTKP 
A/MTAKQTR1RNQMVAITYIES 
DAWNRSYQ 


23Q39 


53407 


— 


23T73 




386 




23040 


53408 


A 


23174 


3 


200 


GAVAPMHPLAHPVPGAAAQPP 
PA*QPATPCHQPA*GQPAPPDV 
PGEPSAGRSLHHAHICLAPNEQ 


23041 


53409 


A 


23175 


171 


535 












190 


505 


VPTDRIRTRLTSVCKRRCEVHQ 
LEDRPFEVYQVA/PRRD*SFETS 
VWNHMRKQ/PPLDVRQLAS*N 
VLHRQLD1MDSAVASMYSIHLS 
IKMG1GFSGVTTVVKGTPK 


23043 


53411 


A 


23177 


349 


1272 




23044 


53412 


A 


23178 


518 


1451 


VSSSIIMFGPLSQFPRQQVGSSV 
KRPSNVVCPGLMFSFFSSAA*IP 
**PLI*QPGV 


23045 


53413 


A 


23179 


2436 


2894 


TSPDVLRAGPRVPSVQGTSPSQ 
SCPGQRPHGPNSKAYGR/LSVM 
AQYYCNVIPVLE/VPPSAFTPPP 
KVDSAVV/RLVPHATMPHFVK 
DVRVLSRITTEAFNQRRKTIRNS 
LGNLFS VE VLTGMGI DPAMRA 
ENISVAQYCQMANYLAENAPL 


23046 


53414 


A 


23180 


1846 


2557 


IPVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTF\S 

YPLDLLLKEHDERVLVAFGQR 

GRHPEWGHAVLVArNGMDVNG 

RYTAD\GKKVLEYLG\NP\ANYP 

V\SYLFAQPRL\TSNDKLMLA L 

MFHSLFA1GSQACLP\EQGKPQG 

IENAWKTDTFKLH\CYQTLT\GI 

KFVVLADPRQAGIDSLLRKIYEI 

YSDFALKNPFYSLEMPIRCELFD 

QNLKLALEVAEKAGTFGPGS 


23047 


53415 


C 


23181 


34 


225 




23048 


53416 


B 


23182 


105 


381 




23049 


53417 


A 


23183 


1 


837 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23050 


53418 


A 


23184 




744 


HEASCRSERRRQMADFDTYDD 
RAYSSFGGGRGSRGSYAGGHGS 
RSQKELPTEPPYTAYVGNLPFYN 
TVQGDIDAIFKDLSIRSVRNLVR 
DKVTGKFK\GFCYVEFDEV\DSL 
K\EALTYD\GALLGDRSL\RVDF 
AKGRKTKIRVAFGFYRKGGPDD 
R\G FRDDFVLG G RGG S RPG D\RR 
TGPPMGSR\FRD\GPPLRG\SN\M 
DFREPTEEERAQRPRIQALKPRT 
VWRPLNQVANPNSAIFGGARPR 
EEVVQKEQE 


23051 


53419 


C 


23185 


1 


1038 




23052 


53420 


A 


23186 




1486 


MGRNQSRKAENSKJHESTYSPP 

KDHSSSQAMEQSWTENGFEKL 

GFRRKEALYYLDLTASCQSQEL 

FQLYAGMSVVGTSMPVQAVCP 

YCGNRIITVTTFVPGALTWLLC 

TTLFLFGYVLGCCFLAFCIRSLM 

DVKHSCPVCQRELFYYHRLRQ 

MELASSA RTVVA PSRPC AGREG 

RGDANGKNSSPTAGSAMSSEPP 

PPPQPPTHQA\GVGLLDTPRSRE 

RSPSP\LRGNVVP\SPLPTRRTRT 

FS\ATVR\ASQGPVYKGV\CKCF 

CRSKG/HIGFNYPPAGWAGPDIF 

PGTSLDVGRGSYWPSGKGDEV 

TLLKCAPIPTPKNE\KLAGPWEV 

VHHSPWHPGT\KHET\WSG\HVI 

SFLGGLVESTPLSLCFVGDFAG 

RRQQTLEDDILPHETGLQRGNG 

PSQVSPGGKGYGGAGVGCGVF 

PAISTAYGPLQQPLHHLKSIKSH 

LKRRGAHWWLSGGSNPIPGSGS 

RVGISSQLAQTHGLNPQNPSSS 

WSWRPQIPRSGPLAA 


23053 


53421 


A 


23187 


2 


617 




23054 


53422 


A 


23188 


1 


993 




23055 


53423 


A 


23189 


779 


1210 


AAAGSEAGRRRGADPTRGPHV 
LPGSRQRRP/PIFPSLDLSGFFLF 
CSEFCPEIKSTNPGISIGDVAKE 
KKKLGEMWNSLNDSEKQPYFT 
KAAKLKEKYEKDVADYKSKG 
KFDGAKGPAKVARKKVEEEDE 
QEEEEEEEEEEEEDE 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23056 


53424 


A 


23190 


116 


522 


KAPYSTNSLSLPPFPILFMGSGY 
RKG PTFQEPKPLPGAAARGPGC 
DPTQPPRHSAPRDHGPP\SPRCS 
PRPARPRASPAWLPPRAPTPPSP 
PAPA A APRSCRG HARASSGRSG 
TTATPRRRRGGLWNQSPMD1K 
G 


23057 


53425 


A 


23191 


1 


152 




23058 


53426 


A 


23192 


1 


676 


M WSAGRGG AAWPVLLG LLLA 
LLVPGGGAAKTGAELVTCGSV 
LKLLNTHHRVRLHS\HDI\TYGS 
GSGQQVSVTGVEASDDANSYW 
RIRGGSEGGCPRGSPVRCGQAV 
RLTHVLTGKNLHTHHFPSPLSN 
NQEV\SAFGE\EGEGDDPGTLW 
TVRCSGTA/HWEREAAVRFQH 
VGTFWFLSVTGEQYGSPIRGQH 
EVHGMPQCQVQHNTWKAMEGI 
FIKPSVEPSAGHDEL 


23059 


53427 


A 


23193 


1 


1044 




23060 


53428 


A 


23194 


1 


1083 


MTATLAAAADIATMVSGSSGL 
AAARLLSR\SFLLPHNGIRHCAY 
TA/SLRQHLYVDKNTKIICQGFT 
GKQG/TPFHSQQALEYGTKLVG 
GTTPGKGGQTHLGLPVFNTVK 
E AKEQTG ATG\S VI Y VPPPF A A A 
AINEAIE\AE1PLVVC\YPRGIPQP 
GLGHSSSHKTCGPGKDKAYWG 
PNCPGVMNPGECKIGIMPG/HIF 
HKKGRIGIVSTSGTLTYEAGH/Q 
TTQKLGLGQSLCVGIGGDP\FN 
GTDF1D\CLEILFERFLPQEGI1LI 
G\EIGGNA\EENAAEILEPLYSGS 
KF/ARPVVS\FIAGLTAPPGRRN 
G V MPG All SGREKVG A KRERSS 
ALQSAGVVV\SMSPCTAGEPRF 
YKEFEKREDRL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23061 


53429 


A 


23195 


1173 


2110 


FFTELEETILKFIWNQKRACISK 
ARVNTNDKSGGITLPDFKLYNE 
AIVAKTTWYWYKSRHIDQEKR 
REEKKE*KKDPSVPETLKKKQR 
N FTELK1QCLSKKFAQKMLQTA 
RRKLIYEKVKHCHKEYRKMYR 
TEI RM ARM ATKAGNF Y VPAEP 
KLAFVIR1RGINGVSPKVRKVLQ 
LFLLYQIFNGAFVKLNKASINM 
LRIVEPYIA7WRYPNLKSVNELI 
YKCGYGKINKK*IALTDNALTA 
RSLGKYG 11CREDLIHEI YTVG K 
CFKEANNFLWPF/K/LSSPRGGM 
K KKTTHF VEGGDA GKRE VQIN 
RLIRRMN 


23062 


53430 


A 


23196 


3 


571 


GTMEGVEEKKKEVPAVPETLK 
KKRRNFAELKIKRLRKKFAQK 
MLRKARRKL1YEKAKHYHKEY 
RQMYRT\E1RMA\RMARK\AGN 
FYYVPARTQIWRFVIRMRGINGS 
EPQRFRKVLQLLRPFVKIFNG/T 
PFVKLQQGFRFNMLRDCRSHIL 
AWG\YPN\LKSVNELIYK\RGYG 
QNQFDLHFPTEKRSHPGSQ 


23063 


53431 


A 


23197 


2 


340 


PRVRPRVRDSKMASVGEVSGP 
QY PVKDKKLL\EVQTGGSFPS W 
\ILMRGPSSPSGIFG\AFQRGLLR 
GTYNKYI\NVKKGSDLGGFTMV 
L\ACY\VLFSYSFSYKHLKH\ER\ 
LRKYH 


23064 


53432 


A 


23198 


2 


48 


PRVRLRC*MVDEYCGCEWGK* 
LNGGRVLWM | 


23065 


53433 


A 


23199 


123 


693 


QACIMREYKLVVLGSGGVGKS 

ALTVQFVQGIFVEKYDPTIEDS 

YRK.QVEVDAQQCMLEILDTVAG 

TEQFTAMRDLYMKNGQGFALV 

YSITAQSTFN\DLQDLREQILRV 

KDTDDVPMILVGNKCDLEDER 

V VGKEQGQNL ARQ WNNC A FL 

ESSAKSKIYVNEIFYDLVRQINR 

KTP\VPG\KAPQKSPSCQLL 


23066 


53434 


A 


23200 


461 


1422 


SPHGEPLLGQCRREMWGWSLH 
TESPLG\QWGSQILKLQNDLL 


23067 


53435 


A 


23201 


232 


331 


TPL*KWLRGVMAVTVVTPQTG 
IIAIPDPHHEWGSTGYPRLPA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23068 


53436 


A 


23202 


5 


1223 


GLDSGPESGLRAQPGLLAGKRK 

MSVLRRMMRVSNRSLLAFIFFF 

SLSSSCLYF1YVAPGIANTYLFM 

VQARGIMLRENVKT1GHMIRLY 

TNKNSTLNGTDYPEGNNSSDYL 

VQTTTYLPENFTYSPYLPCPEKL 

PYMRGFLNVNVSEVSFDE1HQL 

FSKDLDIEPGGHWRPKDCKPR 

WKVAVL1PFRNRHEHLPIFFLHL 

1PMLQKQRLEFAFYVVEQTGTQ 

PFNRAMLFNVGFKEAMKDSV 

WDCVIFHDVDHLPENDRNYYG 

CGEMPRHFAAKLDKYMYILPY 

KEFFGGVSGLTVEQFRK1NGFP 

NAFWG\WGGEDDDLW\NRV\H 

YAGY\NV\TRPEGDLGKYKSIPH 

HHRGE VQFLGRYK LLRYSKER 

QYIDGLNNLIYRPKILVDRLYT 

NISVNLMPELAPIEDY 


23069 


53437 


A 


23203 


78 


495 


CTFEKAPPFQLGRGRMVPAKK 
GG EKKTGR\AINE V VTREYTINI 
HKR1HGVGFKJCRAPWALKEIR 
KFAMKEMGTPDVRIDTRLNKA 
VWAKG1RNVLYRIHVRLSRKR 
NEDEDSPNKLYTLVTYVTVTTF 
KNLQTVNVDEN 


23070 


53438 


A 


23204 


138 


360 


KNQKRQLSGGHCADQTSLVLA 
RLAPLF\PTTMSDKPDMAE1EKF 
DKSKLKKTETQEKNPLPSKETT 
EQEKQAGKS 


23071 


53439 


A 


23205 


145 


728 


KRQPTSAMKDPSRSSTSPSHNE 
D V 1 1NGH SH EDDNPFA\E YM WD 
GKM EGRNFNR\QIGRREL WGR 
KD\FLNRCFPKE\MLGEEGKEG 
ALNWVLFPSFE1LPHQTMGPNP 
RTSFNDPCLSSDGSFSWEDLVV 
KS\NLNPNAKEFVPGGEVRKYL 
SRRGPLLVDVAQFPHCEGSIRR 
LNCKSSLGHCVTLYAIAQSFC 


23072 


53440 


A 


23206 


530 


707 




23073 


53441 


A 


23207 


1 


515 


MDFSKVPPHAAFRAQPPPALT 

WGLAKGSGRGAGEGGERPDRR 

R/PA ARTGTPA WRP AGRRRLPP 

RSPPPAPVPVRPALPHPVRPGKE 

TGKTRRRRHYSPGRPLRGAAA 

AAAAAAVAQTASPSWAEGGRS 

GAGGSAESPAFSSPALPCPEGLL 

CPSAVPVPSKQSVSEVLA1F 


23074 


53442 


A 


23208 


3 


713 




23075 


53443 


A 


23209 


1 


704 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=TJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23076 


53444 


A 


23210 


2 


1631 


GLPRRPTRPPTRSGVSPPWPGPH 

SGVLFPLLLHCTGSLSQAVLTQ 

PSSLSASPGUSVKLTCTLRSDIN 

VGSPFIYWYQQKPGSPPQFLLR 

YKSDSDNQQGSGVPSRFSGSKD 

ASANAGILLISGLQSEWRDDYY 

CQAWDSSTAHSDTGRCGIVGRP 

PVRQCWPLLLLGLAMVAHGLL 

RPMVAPQSGDPDPGASVGSSRS 

SLRSLWG RLLLQPSPQRADPRC 

WPRGFWSEPQSLCYVFGTGTK 

VTVLGQPKANPTVTLFPPSSEEL 

QANKATLVCLISDFYPGAVTVA 

WKADG SPVKAG VETTKPSKQS 

NNKYAASSYLSLTPEQWKSHR 

SYSCQLQWGLGLGASQGGFLY 

EPVSQCVVFGGGTKLTVLGQP 

KAAPSVTLFPPSSEELQANKAT 

LVCLISDFYPGAVTVAWKADSS 

PVKAGVETTTPSKQSKNKYAA 

SSYLSLTPEQWKSHRSYSCQKP 

NHASHGTSRMPSVSAPVSGLKS 

CWSGTGDRSALGQMPGPCHGI 

PDPMQQASDSGQPKAAPLGSL 

CSKPSSEELSGQQGPHWCVS 


23077 


53445 


A 


2321 1 




959 


VFLLLYLVAMPDPAKSAPAPK 
KG SKKA VTKAQKKDGKKRK.R 
SRKESYSVYVYKVLKQVHPDT 
GISS\KAMGIMNSFVMDIFERI\A 
GEASRLAHYNKRST1TSREIQTA 
VRLLLPGELAKHAVFIENLLNY 
RKYLVKSSEKDRNYPCPLPGLK 
SKVD1CTPYCLLLLPQPRHYPG 
KDTKEETEDFPN SPPPIN REEDK 
RYTTVMGPCLRQAALEGELLA 
CPVMEDQQANWVHEPITFNTF 
KEIRKSIRENGPASPFTRGLIEV1 
ADSSDLV ASTQKLTQPKETPSA 
PYNDISDLTNQDSWFIGFPPIWN 
AGETDLSNNKTT 


23078 


53446 


A 


23212 


3 


463 




23079 


53447 


A 


23213 


74 


464 




23080 


53448 


A 


23214 


41 


490 




23081 


53449 


A 


23215 


2 


369 


PDPAANAPAAAKPAAAKALPV 
FLLLLSGGAGPAHPMRAPGC*G 
ELGYTEQLFQFLQATAQEEGIF 
EYTDPKLA ISA V WTFRDLG VLQ 
QTPSPAGPRLHLSPTFASLDNQE 
KLEQFIRQF1CS 


23082 


53450 


A 


23216 


124 


301 





3037 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23083 


53451 


A 


23217 


3 


2426 


PGVLSTATFRESGLSPCSKLKHP 

GPRGRLQYSPPTAGQGRLENG 

AGHPQSTGPVATLSVAEYGTQ 

GGASGPARIPIGSRGCLLAGRA 

EASLWSSGFGMKLEAVTPFLG 

KYRPFVGRCCQTCTPKSWESLF 

HRSITDLGFCNVILVKEENTRLF 

SWALLRVLKLLFLNVQLHKGQ 

MKMVQKAAQQVGQVGTSLWL 

SPEQGLPLVLLSTHKTLLDGILL 

PFMLLSQGLGVLRVAWDSRAC 

SPALRALLRKLGGLFLPPEASLS 

LDSSEGLLARAVVQAVIEQLLV 

SGQPLL1FLEEPPGALGPRLSAL 

GQAWVGFVVQAVQVGIVPDAL 

LVPVAVTYDLVPDAPCDIDHAS 

APLGLWTGALAVLRSLWSRWG 

CSHRICSRVHLAQPFSLQEYIVS 

ARSCWGGRQTLEQLLQPIVLGQ 

CTAVPDTEKEQEWTPITGPLLA 

LKEEDQLLVRRLSCHVLSASVG 

SSAVMSTAIMATLLLFK.HQK.G 

VFLSQLLGEFSWLTEEILVRGFD 

VGFSGQLRSLLQHSLSLLRAHV 

ALLR1RQGDLLVVPQPGPGLTH 

LAQLSAELLPVFLSEAVGACAV 

RGLLAGRVPPQGPWELQGILLL 

SQNELYRQ1LLLMHLLPQDLLL 

LKPCQSSYCYCQEVLDRL1QCG 

LLVAEETPGSRPACDTG RQRLS 

RKLLWKPSGDFTDSDSDDFGE 

ADGRYFRLSQQSHCPDFFLFLC 


23084 


53452 


A 


23218 


169 


955 


ASSQLPCSMAQCCATWAPLK.M 
RWLCSTAWSTSSLSLPPSWSSL 
QASQPSCCHATSLAPPCAGQCL 
A R A WPVLSFLCTC A LG LLASI A 
MTFATQGKALLA ACTFG SSELL 
ALAPYCPFDPTRIYSSSLCLWGI 
ALRCSAWAENVFAVRCAQLTH 
QLLELRP\WWGKKQPTHMMRE 
NPELVEG\RDLLSCT\SSE\PLTL 
CRDDVLPRP\DGQLRTLQATLL 
CDPGPGFLGAGLRGLKWTLGG 
P\SGAFQPSSPTTPAHLHLKIETL 
F 


23085 


53453 


A 


23219 


1 


344 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23086 


53454 


A 


23220 


214 


1355 


FCSSWLRSLADSSLSWKMFLVG 

LTGGIASGKSSVIQVFQQLGCA 

V1DVDVTARHVVQPGYPAHRRJ 

VEVFGTEVLLENGDINRKVLGD 

L1FNQPDRRES\LNAITHPEIRKE 

MMKETFKYFLRGYRYVILDIPL 

LFETKKLLKYMKHTVVVYCDR 

DTQLARLMRRNSLNRKDAEAR 

INAQLSLTDKARMARHVLDNS 

GEWSVTKRQVILLHTELERSLE 

YLPLRFGVLTGLAAIASLLYLLT 

HY LLPY A YTAS A1PPSGA ASRG 

PGARCSAIRKRAPARPTSAVSPP 

GAPRSPARGLRA1DRAAGTRNL 

NATLPPPGPPAPPSPPSPPSSITL 

HVFHQLQPDITRGREGTDFQWE 

KFPGRVLVADSRRALRCLAPAP 

TWLV 


23087 


53455 


A 


23221 


2 


1231 


TPLFLRKGTADGSARTTVIHLG 
FTKGKQRCVETQAAAVAGDVG 
RTAAGGRVGKESGVISSDDRPG 
LPVGQSQPEGGEQEATDTVSVH 
ATTSQAWPGGADSKELSSKAE 
ERETGKDQQTELPLCLPLRDFP 
DSAPVMSSDSGHATESLHLASS 
DSKPPMPTPNEGPGSTVGHAGP 
PRTVKADLCTEPQLALRGLQVS 
LPRLHLVGVIYAEHQASGLEGC 
GHAGSCSPDGSPRAPGATLCLS 
KPLSFRTKRCLPCWLPASAPVGI 
PGAPVHIPGAPVCIPGAPACISN 
APVHIPGAPVGIPGAPVCIPGAA 
VCVPNTPMCIPSAPMCIPNTPVC 
1PNTPVC1PNTPVCIPGAAVCILG 
A/PRAHPWCSSCVHPGAPECYL 
GCGLTQADRLEPAVLDAGLQE 
PLFALCGQALPS 


23088 


53456 


A 


23222 


2 


408 




23089 


53457 


A 


23223 


62 


251 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23090 


53458 


A 


23224 


2111 


3003 


TQKAICMCLGLCKK1HHLLSLQ 

CLISQIKM I MG AG WQ/SSGFTDE 

KETSKIKADPEKLKKLQESLLE 

EDSEEEGDLCRICQIAGGSPSNP 

LLEPCGCVGSLQFVHQECLKK 

WLKVKITSGADLGAVKTCEMC 

KQGLL VDLGDFNM I EF YQKHQ 

QSQIKTEATVVEHKDIYNVTET 

QLVPEARSVLLVGAGQMLLTG 

ANRALNSDYSSMRPKVKAQNE 

LMNSGLYLVLLLHLYEQRFAEL 

MRLNHNQVERERVRVTRVLGG 

LSPNVSCGVVSGVGSFQWVRG 

LTDLKNEASDLHAQ1PAE 


23091 


53459 


A 


23225 


1 


594 


MIAAFNPGKVDTVTTNGPFIDL 
NYMVYMFHYDPTHGKFHDVP 
MFVMGIvrNHKHENKLTVISNAS 
CTTNCLDPLAKVIHDNFGIREG 
LMTTVHS1 1 ATQKTVDGPSRK.L 
WHDSHGAFQNTIPASTGAAKM 
KK VVRQA/SQG PLKG ILG YTEH 
QV V PLEFKSNTRPSTFEAGAGI 
A VN DH F V KLI S WYGNEF A YSN 
KVIKPM 


23092 


53460 


A 


23226 


3 


232 




23093 


53461 


A 


23227 


1078 


2221 


QQTLQPAALPCPFPPPTHPPEVL 
PTAMNTTSSAAPPSLGVEFISLL 
AIILLSVALAVGLPGNSFVVWSI 
LKRMQKRSVTALMVLNLALAD 
LAVLLTAPFFLHFLAQGTWSFG 
LAGCRLCHYVCGVSMYASVLL 
ITAMSLDRSLAVARPFVSQKLR 
TKAMARRVLAGIWVLSFLLAT 
PVLAYRTVVPWKTNMSLCFPR 
YPSEG H RAFHLIFE A VTGFLLPF 
LAVVASYSD1GRRLQARRFRRS 
RRTGRLVVLIILTFAAFWLPYH 
VVNLAEAGRALAGQAAGLGLV 
GKRLSLARNVLIALAFLSSSVNP 
VL\YACAGGG\LLRSAGVGFF\A 
KLLEG\TGSEASSTP\RGGSLGQ 
TV\K.SGPAALEPGPSESLTASSP 
LKL\NELN 


23094 


53462 


A 


23228 


6125 


6319 


ASVVPVTSALAMCSPKSGIGDG 
FAVLRVEDVAQK***KAALGV 
A SSPA WQQTREREHVQGNSPL 


23095 


53463 


A 


23229 


1 


1347 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23096 


53464 


A 


23230 


1 


1124 


MRECISIHVGQAGVQIGNACWE 
LYCLEHG1QPDGQMPSDKTIGG 
GDDSFNTFFSETGAGKHVPRAV 
FVDLEPTVVDEVRTGTYRQLFH 
PEQLITGKEDA ASN Y ARG HYTI 
GKEIVDLVLDRIRKIAFGGGTGS 
GFASLLMERLSVDYSKKSKLEF 
AIYPVAPQVSTAVVEPYNSILTT 
HTTLEHSDCAFMVDNEAIYDIC 
RRNLDIERPTYTNLNRLIGQIVS 
SITASLRFDGALNVDLTEFQTN 
LVPYPRIHFPLATYAPVISAEKA 
YHEQLSVAE1TNACFEPANQMV 
KCDPRHG KYMACCML Y\RG D V 
WPKDVNAAIATIKTKRT1QFVD 
WCPTGFKV*LGDMEAFQQAAD 
AQNNTGLEGPHPLGRLSLFHGL 


23097 


53465 


A 


23231 




2918 


MDVYCAHESLRHTKSPEATGQ 

TSGQRPEALQAFWPAFGSSPVT 

GSSPVTEVTTKGRWSSSRQVL 

WDRI PLAKSRPA 1 SNRQSQRTNI 

PWWESCPPILNLEREQPPRFAQP 

GTYASRWKALEEMEKQQREQ 

VDRNIREAKEKLEAEMEAARH 

EHQLMLMRQDPGLALVSCMQ 

QGQSMSRSPKKVFKHLYELNL 

TKLQSLGSRSRLRWKDSPFWGE 

EAGGKRPPLVSLALH RSPSLLL 

LF VPKHPSKG RPDCTVQRS 


23098 


53466 


A 


23232 


1 


158 




23099 


53467 


A 


23233 


1 


414 


LGGLKGTWGETKPAMAAAEEE 
DGGPEGPNRERGGAGATKTLL 
YTGNHLFSPQWLETRPERQECP 
VCKAG 1 SREK V VGEKSLLTFSL 
HFLRLKTPQICRLPV*LFLPP*GF 
QPFGDTGGFHFSFGVGAFPFGF 
FNSPSY 


23100 


53468 


A 


23234 


1 


663 




23101 


53469 


A 


23235 


2 


667 


SWAGGGFWFVGACVCVFGGTE 

GYVGRNK.TGHGSSRRRRSGAP 

NVPNRERGGAGRPKTPFECNIC 

LETARELVLSVLANLYFWTISH 

QV\LE\TRPE\RQECP\VCKAGISR 

E K V V P\L YGRGSQEAPRIPRLKT 

PPPPPRGQR\PAPE\SRGGF\QPFG 

DTGG FHF\SFG VG AFPFGFFTTV 

F\N A H EPFRRGTG VDLG\QGHP 

A\SSW\QD\SLLLFLAIFFFF\WLL 


23102 


53470 


A 


23236 


363 


476 




23103 


53471 


B 


23237 


224 


364 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23104 


53472 


A 


23238 


1 


1324 


MRQRRAELLSKDKRVRTDGNN 
KCSPSAIGKRKERGTNDWIEGD 
NNQESQGLNCSDTLNRDLG PN 
TRGFLYAGLSGLDPDPSLPTPD 
MSSEVLEDNLDTLSLYSGKDSD 
SVKLLEEYADSESQASLQGRSR 
CWQHPHPAPLSYPPAASGSQLS 
LQGKFPSAKPPLLGGYTCTAQR 
TQWALTKRSLRATRESVSRQQ 
GVYGLVGRKRTRHHRGVLGLL 
GIPSARPERPGTGSEAGPTRLPG 
A A V ARRRPARP VRG RLGDPAP 
TAAQTSGPASLPPPPPPRSYGDP 
HQNGYPDPDPAPSASPDLPPAA 
GDTRGSGGRRKKRRTGTARLN 
TPGRKAVPKQKAAAGRKGRAH 
QP A PRTPEPQRRRPI RPPN QT DR 
LRHPHRRAGRGPPPGGAGGTA 
NPSTGANGGAATARRTAGART 
RGARGASERAGRHGSRPASWL 
TATPPPGT 


23105 


53473 


A 


23239 


1 


433 


PTRPSSPEETDGPWDPEGHPGG 
PLTDPPNAPVLALPPAIPGLSLS 
MADGSSDAAREPRPAPAP1RRR 
SSNYRAYATELQDLCRQLHAR 
V DKVDEERYDIE A KWTKN 1TEI 
ADLTQKIFDLRGKFKRPTLRRV 
RJSADAMMQALL 


23106 


53474 


A 


23240 


2 


409 




23107 


53475 


A 


23241 


3 


490 


SSPEETVGPWDPEGHPGGPLTD 
PPNAPVLALPPAIPGLSLIMADG 
SSDAVRAAG*GVAGTPRARAR 
EPRPAPAP1RRRSSNYRAYATEP 
HAKKKSK1SASRKLQLKTLLLQ 
IAK.QELEREAEERRGEKGRALS 
TRCQPLELAGLGFAELQDLCRQ 
LHARVDK 


23108 


53476 


A 


23242 


149 


846 


VSAWRNGSSDAAREPRPAPAPI 
RRRSSNYRAYATEPHAKKKSKI 
S\A SRKLQLKTLLLQI A KQE\LE 
REAEERRGREGARSLAPRC\QP\ 
LELAGVLGFADLPGLCCRQFHA 
RV\DKVDEERYDIEAKVSKNITE 
IAN\LT\QKIFDLRSKFKRPTL\RR 
VR1SADAMMQALLGARAKESL 
DLRAHLKQVKKEDPEKEN RE V 
GDWRKNIDALSGMEGRMKKW 
RELSLPAYCPCPEEGH 


23109 


53477 


A 


23243 


1 


487 




23110 


53478 


A 


23244 


80 


511 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23111 


53479 


A 

— 


23245 


427 


1417 


KTMWKVEFGVRFSITRLLLEHQ 

PKQTMYIPLPK/PPLWPEEPKTE 

APKQTPRAPPKPKTSPRPRIPQT 

QPEETDQSTQEPFTTKIPRTTEL 

AKTTQGLEMLSCLIHNPKMHK 

DSTNEQ1AASLQACYYEQLLM 

YIRVTDVDSVGPGNGKEAVTA 

PQAPTLFWLNHKAQLAKDWA 

GKDVNITPTFATSKKENKPPNN 

LQICNVSKIHQRAKVAGKPEIK 

DKH1QKEMPLDAIEASKINLVK1 

FNEFLKAWKCRLSFEYRIPENQ 

GHKGSFYLLVGSSRTSWLLTEK 

IGSSKRVLRMPPMDILK.TTQILL 

SFL WSIN LTPRGKNNH L V APAH 


2- 112 


5^480 




5324(5 




ToTi 




23113 


53481 


A 


23247 


2 


334 


PIQSFFLVLKK.PPLRKGVYLSSK 
SLSRWFFKVQAN*RSQPQKAFS 
RLSCHC 


23114 


53482 


A 


23248 


1 


642 
















KEDTNKWKN1PCSWLGRIN1VK 
MAIMPKVNL*IQCHPHQATNDF 
SSQNWKKTTLKFIWEPKKEPAL 
PSQS*AKRAKLGGITLPDFQTIT 
YKATVTKTA 


23116 


53484 


A 


23250 


1754 


2393 


PSN RREFGES WPETQA PGALRP 

LLPAPGTPRARERPAGWPARPM 

EVYIPSFRYEESDLERGYTVFKI 

E VLMNGRKH F VEKRYSEFH AL 

HKKLKKCIKTPE1PSKHVRNWV 

PKVLEQRRQGLETYLQVAVILE 

NEELPKLFLDFLNVRHLPSLPK 

AESCGSFDETESEESSKLSHQPV 

LLFLRDPYVLPAASDFPNVVIE 

G VLHGI FYPHLQPR 


23117 


53485 










AGNRLRFQLELEFVQCLANPNY 
LN/ WYPQCLH MLELLQ YEH FR 
KEL VNAQCAKFI DEQQILHWQ 
HYSRKRMRLQQAL\AKQQQQN 
NTSGK 


23118 


53486 


A 


23252 


1 


987 




23119 


53487 


A 


23253 


1 


491 


RGFRNFARVSGLLLCQAGGVL 

VSSFVMAAAVAMETDDAGNR 

LRFQLELEFVQCYANHNTLIFLP 

QR\GYF\KDKAFVNYLKYLLYW 

\KDPEYAKYLKYPQCLHMLGA 

APNMEHFRKEAGWNAQCVAKF 

IGWNRQVSTLGKHYS\RKRM\R 

LQQ ALA EQQQQNNTSGK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23120 


53488 


A 


23254 


73 


355 


HEGQVHVLLASAHVDVA1VLG 
AGSMVEGEARPEQAAQHHQGI 
APLHLDAPGPSWTQSRSPRNRA 
NQNHTCSEAT*SHPEQLPQTLW 
ECHAPRSP 


23121 


53489 


B 


23255 


1 


441 




23122 


53490 


A 


23256 


528 


698 


I IGQRFLHGPV/H/HHSHYDN/PH 
HSLHHHRCLHHCHLHHHRHHL 
HHHPLHCYHHHPGQNG 


23123 


53491 


A 


23257 


1 


403 




23124 


53492 


A 


23258 


509 


4547 


LYLTTSRREEHLKSLVVETQDL 
ASPVLRSVSICTKVEEAFRQAH 
VIVVLDDSTNKEVFTLEDCLRS 
RVPLCRLYGYLIEKNAHESVRV 
IVGGRTFVNLKTVLLMRYAPRI 
AHNIIAVALGVEGEAKAILARK 
LKTAPSYIKDVI1WGNISGNNYV 
DLRKTRVYRYESA1WGPLHYSR 
PVLNLI FDSEWVKREFV AILKN 
LTTTGRQFGGILAAHSIATTLKY 
WYHGSPPGEIVSLGILSEGQFGI 
PKGIVFSMPV 


23125 


53493 


A 


23259 


56 


290 




23126 


53494 


A 


23260 


468 


993 


VLLACFWPGSDFWPRSRRKTY 
GTAPQSCYSFYVALDCGGVSRL 
VIFVSWRNPQVAPTSAHQNRPS 
RNPVSRPPNTQRVARRKHYAL 
ADGYTERRWTNAPCRAESSFPP 
NCPSAAPIPDSYDK*PSRATLFT 
SHLTVEAFPVWSYLYPGETPRL 
H PRAHTRTVPA AIRYPDRQTPN 
GLRGANTMHSQMDTLNGDGR 
TH L AGQRA RSPRTARPQRQ YRI 
HTTSDLPG LV RKYASGCCLRI W 
YCCAWIERALSLQVGGGVFGD 
PLSEGQAECDHGST 


23127 


53495 


A 


23261 


1 


3114 




23128 


53496 


A 


23262 


3 


401 


TSSLSLSGKSGRYIVFLRRSVGI 
QSPSAVATVRLLLAGSDRRFAA 
GSAGCAVLSRAERS*EPGCCYR 
IRRSAFRLRAGSIGNRDKPVAW 
PDTGSGDNTEVYFRAHQAGILP 
DTVLAGPAQRVAVSGGTPVDW 


23129 


53497 


A 


23263 


2874 


3062 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iS ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23130 


53498 


A 


23264 


2766 


3323 


MPDLVEGREKSDKGAQPQPRT 

QSRSARTNGSGVRILHSLWRI1G 

IPLLLGYSLVCSRVLLACFWPG 

SDFWPRSRRKTYGTAPQSCYSF 

YVALDCGGVSRLVIFVSWRNP 

QVAPTSAHQNRPSRNPVSRPPN 

TQRVARRKHYALADGYTERR 

WTDAPCRAESSFPPNCPL*RQY 

RIHIVDASVCGP 


23131 


53499 


A 


23265 


968 


1440 




23132 


53500 


A 


23266 


3 


640 


LSVVRSRIHMGVGVGVGCPVR 
YRNQDDHELQITHGNKILCGIV 
CDKGAQPQPRTQSRSARTNGSG 
VRILHSLWR1IGIPLLLGYSLVCS 
RVLLACFWPGSDFWPRSRRKT 
YGTVPQSCYSFYVALDCGGVS 
RLVIFVSWRNPQVAPTSAHQNR 
PRRNPVSRPPNTQRVARRKHYA 
PYADGYTERRWT1APCRAESSFP 
PNCPSAAPIPDSYDK 


23133 


53501 


A 


23267 


1 


3140 


MVYKMRYRSQHPYS1KEKQMK 

SEVLSVKEKIGYGMGDAASHII 

FDNVMLYMMFFYTDIFGIPAGF 

VGTMFLVARALDAISDPCMGL 

LADRTRSRWGKFRPWVLFGAL 

PFGIVCVLAYSTPDLSMNGKMI 

Y A A1TYTLLTLL YT V VN I PYCA 

LGGVITNDPTQRISLQSWRFVL 

ATAGGMLSTVLMMPLVNL1GG 

DNKPLGFQGDLSPMFSTPEEIA 

RPGPYENDVHVVGASSLAAGH 

KTL1PELVRSAEQHMGTR 1 


23134 


53502 


A 


23268 


750 


1340 


1LHAPAPPFSASASHEQPEWSD 

KGAQPQPRTQSRSARTNGSGVR 

ILHSLWRIIG1PLLLGYSLVCSRV 

LLACFWPGSDFWPRSRRKTYG 

TAPQSCYSFYVALDCGGVSRLV 

IFVSWRNPQVAPTSAHQNRPSR 

NPVSRPPNTQRVARRKHYALA 

DGYTERRWTNAPCRAESSFPPN 

CPF AAPIPDS YDK* PFRI VS 


23135 


53503 


A 


23269 


93 


699 


RASVQQKKLSTDDKGAQPQPR 
TQSRSARTNGSGVRILHSLWRII 
GIPLLLGYSLVCSRVLLACFWP 
GSDFWPRSRRKTYGTAPQSCYS 
FYVALDCGGVSRVRSYLYPGET 
PRVAPTSAHQNRPSRKPG\TRPP 
NTQRVARRKHYALADGYTER\ 
SATNAPCRAESSFPPELPVPQVP 
NTGFIRQVTFRDCFVNTPQAAA 
SGFW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23136 


53504 


A 


23270 


1000 


1530 


QRYSDNPPNDKGAQPQPRTQSR 

SARTNGSGVRILHSLWR1IG1PL 

LLGYSLVCSRVLLACFWPGSDF 

WPRSRRKTYGTAPQSCYSFYV 

ALDCGGVSRLVIFVSWRNPQV 

APTSAHQNRPSRNPVSRPPNTQ 

RVARRKHYALADGYTERJRWT 

NAPCRA/VEPFPPNCPWEAQYR1 


23137 


53505 


A 


23271 


242 


711 


LKQKRDKEDRSSRVSAVLLIK/ 

HRRPLPLP1GLKACHCSCTAKC 

LGGCESPRKGGQLLIFEGHVKI 

DLEIFTKSLWLTRQLIVKKETEK 

AVKHASNIC1MRTGLTFQSHKIE 

DGLFGLLVIATEAEWSYVCQST 

NPVDVYPLTAVPACCIISASDVP 


23138 


53506 


A 


23272 


2 


459 


CVNSQIGRGHK1TTYPFSPRKSG 
RKGMAQSQGWVKRYIKAFCK 
GFFVAVPVAVTFLDRVACVAR 
VEGASMQPSLNPGGSQSSDVVL 
LNHWKVRNFEVHRGDIVSLVS 
AKNPEQKIIKRVIALEGDIVRFP 
*DFCMPMPHISCGPQSAGRNW 


23139 


53507 


A 


23273 


1 


474 




23140 


53508 


A 


23274 


358 


948 


PLTPFSPRKSGRKGMAQSQG W 
VKRYIKAFCKGFFVAVPVAVTL 
LDRVACVARVEGASMQPSLNP 
GGEPV/ASDVVLLNHWKVTEF/ 
SEVHRGDIVFIGVAPKNPEQKIIK 
RVICSLKGDIFQNHRTQKP\DVK 
VPRGSHLGLEGDHSWDTVFDS 
NSFGPVSLGLLHAHATH1LWPP 
ERWQKLESVLPPERLPGTERRG 
MTA 


23141 


53509 


A 


23275 


90 


664 


NKYRLQPSPPRLALWDRASDPP 
APPEDPETAPAMEEDQELERKI 
SGLKT\SMVEG\ERKTT\LELV\Q 
AAG\TDRP\CVTFVLHEEDHTLG 
YNFLRYYM I MKNP/EKVEFCG YT 
YG/HPSFQRAK.LNLPHSRFRGYP 
FPAVEPISREALNELM\NVC\QP 
CAFTSFRASIKDYKESKSKQEM 
ESTFLVLLWQFYKGGTVL 


23142 


53510 


C 


23276 


108 


320 




23143 


53511 


B 


23277 


446 


625 




23144 


53512 


A 


23278 




3042 




23145 


53513 


A 


23279 


1 


3156 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23146 


53514 


A 


23280 


518 


2076 


QQRR*MCQNLMTH\QNQRSGR 

SQNDF*RRRKNISERSAVYR*R 

QL Y1RRQP YAERPS\H VEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDGINSNDIYMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 

VTFTYSHFAVPQAKGNNVVITS 

YMTNRG FFEDKKATF APSFLM 

NIKGNKTSVVKNSILEQGQLTW 

LQVAKRAGLGGGQSGRTVLRE 

RVRIEIA STH 1ALAVECVS VRV 

WKVPRLPSRQKYAKHASQLVS 

NQKSEEEEYMKTFNISQQDLEL 

VEVATEK1TMLYEDNKHHVGA 

A1RTKTGE11SAVH1EAY1GRVTV 

CAEA1AIGSAVSNGQKDFDTIV 

AVRHPYSDEVDRS1RVIPTYGT 

DEWEQWWNAFNEENLFCSEE 

MPSSDDEATADSQHSTPPKKKR 

KYIYVLVIAITMVMRFWQYING 


23147 


53515 


A 


23281 


299 


457 




23148 


53516 


A 


23282 


584 


1185 


QQRR*MCQNLMTH\QNQRSGR 
SQNDF*RRRKN1SERSAVYR*R 
QLYIRRQPYAERPS\H VEDKGH 
KYL VFEANTGTENG YQG EESLF 
NKAYYGGGTNFFRKESQKLQQ 
SAKKRDAELANGALGIIELNND 
YTSEKSNEAADHFKHVPQAKG 
NNVVITSYMTNRGFFEDKKATF 
APSFLMNIKGNKTSVVKNSILE 
QGQLTVN 


23149 


53517 


A 


23283 


1 


3618 




23150 


53518 


A 


23284 


191 


819 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGFITFFNV*SLFNSM1 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23151 


53519 


A 


23285 




2556 


wrkiyqan/gktkjcagvailvs 
dktdfkptkhcrdkeghyimvk 
gsiqqeeltilniyapntgapr.fi 
kqvlsdlqrdldsytiimgdfn 

TPLSTLDRSMRQKVNKNTQEL 

NSALHQADLIDIYRTLHPKSTEC 

TFFSAPHHMYSKIDH1VGCKAL 

LSKFKRTEI ITNCLSDHS AIKLEL 

R1KKLTQNCSTTWKLNNLLLND 

YWVHNEMKAEIKMFFETNENK 

DTTYQNLWDTFKAVCRGKFIA 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKASRRQEITKVRA 

ELKEIETQKTLQKINEFRSWFFE 

RINTIDRPLARLIKKKREKNQID 

A I KNDKG D I TTDPTETQTTIRE Y 

YKHLYANKLENLEEMDKFLDT 

YTLPRLNQEEVESLNRPITGSG1 

VAI1NSLPTKKSPGPDGFTAEFY 

QRYKEEL VPFLLKLFQSIEEEG I 

LPNSFYEASI1LIPKLGRDIAKKE 

NFRPISLMNIDAKILNK1LAHRI 

QQHIKKLIHHDQVGF1PGMQG 

WFD1RKSINVIQHINRTKDKNH 

M11SIDAEKAFDKIQQPFMLKTL 

NKLVLEVLVRA1RQEK.E1KC1QL 

GKEEVKLSLFADDMIVYVENPI 

VSAQNLLKLISNFSKVSGYK1N 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKSIKYLGIQLTRHVKD 

LFKDNYKPALNEIKEDTNKWK 

NIPCSWIGRJNIVKELEKTTLNFI 


23152 


53520 


A 


23286 


1 


3087 




23153 


53521 


A 


23287 


1 


741 


MLGKKKPVCEVGGDSGVPKKE 

FQEGRQVLFKLWRGQANKVG 

DNS1DSWKNAGRVFKDSDKFD 

ANDPILKDQTQEWSGSATFTSD 

GKIRLFYTDYSGKHYGKQSLTT 

AQ VKVSK.S/V * HTQNQRSGRSQ 

NDF*RRRKNIS*RSAVYR*RQL 

YIRRQPYAERPS\HVEDKGHKY 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRJCESQKLQQSA 

KKRDAELANGALGIIELNNDYT 

LKKVVKPLITSN 



3048 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23154 


53522 


A 


23288 


849 


1688 


QQRR*MCQNLMTH\QNQPSGR 

SQNDF* RRRKN 1 S ERS A V YR* R 

QLYIRRQPYAERPSXHVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDGINSNDIYMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 

VTFTYSHFAVPQAKGNNVVITS 

YMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVK.NSILEPGQLAV 


23155 


53523 


A 


23289 




3171 


MVKGSIQQEELTILNIYAPNTG 

APRF1KQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSK.1DHIL 

GSKALLSKCKRIE11TNYLSDHS 

AIKLELR1KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKTE1KMFF 

ETN ENKDTTYQNLWDA FKAVC 

RGKFIALNAYK.RKEERSKIDTL 

TSQLKELEKQEQRHSKPSRRQE 

ITKMRAELKEIETQ 


23156 


53524 


A 


23290 


1 


3255 




23157 


53525 


A 


23291 


1 


3924 




23158 


53526 


A 


23292 




3139 




23159 


53527 


A 


23293 




3210 


M VKG SI QQEELTI LN 1 Y APNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDH1VGSK 

ALLSKCKRTEI1TNCLSDHSA1K 

LELR1KNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAE1KMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FI ALN AHKRKQERSKI DTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


23160 


53528 


B 


23294 


1 


3127 




23161 


53529 


A 


23295 


1 


3325 




23162 


53530 


A 


23296 


1 


3145 





3049 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23163 


53531 


A 


23297 


191 


819 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGF1TFFNV*SLFNSM1 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23164 


53532 


A 


23298 


1 


3352 




23165 


53533 


A 


23299 


1841 


2679 


QQRR*MCQNLMTH\QNQRSGR 

SQNDF*RRRKNISERSAVYR*R 

QLYIRRQPYAERPS\HVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SA KKRD A EL ANG A LG IIELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDGINSND1YMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 

VTFTYSHFAVPQAKGNNVVITS 

YMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTV 












1533 


YVHCKPSGWTVRTFDKPRKRF1 
AFFIAG1LFRAIKNHFLPRETLQ 
CLPYILTGFRRGQSEYFSIFSNM 
DLADTVMFL*GAIRFSDLVNEQ 
IQHTFLIPGETICRLSEVV 


23167 


53535 


A 


23301 


1 


3253 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQGDLID1YRTLH 
PKSTEYTFFS APHHTYSK1 DHIV 
GSKALLSKWKRTEIITNYLSDH 
SAIKLELRJKNLTQSRSTTWKLN 
NLLLN DY WVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDTIK.NDK 


23168 


53536 


A 


23302 


1 


3095 




23169 


53537 


A 


23303 


2 


2678 





3050 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of Inst 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23170 


53538 


A 


23304 


1 


3335 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQ'NLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 


23171 


53539 


B 


23305 


1 


2293 




23172 


53540 


A 


23306 


1 


3810 




23173 


53541 


A 


23307 


255 


1215 


CVGQLAAAKR*RNSS*IQRLSR 
CVCSCGKPERR* * HINLH VLSK. 
GRRQLN/QTAGKTRAVSLKTAI 
SSTPTIRS*KIRRKNGPVLQPLH 
LTEKSVYSTLTIPTKAINTLYSK 
PTREQKTDTKAKNLYLTKRTT 
AAARTSSVK.KARSFSRALKNA 
MLS*RTAPSVS*S*1MITH*KK** 
SR/CITSNTVTDEIERANVFKMN 
GKWYLFTDSRGSKMTIDGINSN 
DFNMLGYVSNSLTGPYKPLNKT 
GLVLQMGLDPNDVTLTNSHFA 
VPQAKGNNVVITSYMTNRGFF 
EDKKATFAPSFLMNIKGNKTSV 
VKNS1LEQGQLTVN 


2 „ 174 


53542 


— 


23308 




4539 




23175 


53543 


A 


23309 




3229 




23176 


53544 


B 


23310 




3552 




23177 


53545 


A 


23311 




3139 




23178 


53546 


A 


23312 




3057 




23179 


53547 


A 


23313 




3215 


MGK.KQNRKTGNSKTQSASPPP 
KERSSSPATEQSWMENDFDELR 
EEGFRRSNYSELREDTQTKGKE 
VENFEKNLEECITRITNTEKCLK 
ELMELKTKARELREECRSLRSR 
CDQLEERVSAMEDEMNEMKRE 
GKFREKRIKRNEQSLQEIWDYV 
KRPNLRLIGVPESDVENGTKLE 
NTLRDIIQENFPNLARQANVQIQ 
EIQRTPQRYSSRRATPRHIIVRFT 
KVEMKEKMLRAAREKDRSTRQ 
KVNKDTQELNSA 



3051 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23180 


53548 


A 


23314 


1 


1921 


M VKGSIQQEELTI LNTY AAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHH1YSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSAIK 

LEL WIKN LTQNH STT WELNNLL 

LND YWV HNEMKAE1 KMFFETN 

EN KDTT YHN LWDTFKA VCRGK 

FIPLNAHKRKQERSKIDTLTSQL 

KELEKQEQTN\HSKASRRQEITK 

IRAELKEIETQKTL*KINESRSW 

FFERINKI DRLL A RLIKKKREKN 

QIDAIKNDKGDITTDPTEIQTTIR 

EYCKHLYANKLENLEEMDKFL 

DT YTLPRLN QEE VE SLNRPITG 

AEIVAIINSLPTKKSPGPDGFTA 

KFYQRYKEELVPFLLKLFQS1EK 

EGILPNSFYEASIILIPKPGRDTT 

KKENFRPISLMNIDAKILNKKL 

AKR1QQHIKKL1HHDQVGF1PG 

MQGWFNIRKSrNVJQHINRAKD 

KNHMI1SIDAEKAFDKIQQPFML 

KTLNKL\GIKYLGIHLTRDVKDL 

FKENYKPLLKEIKEDTNKWKN1 

PCSWVGRINIVKMA1LPKMCL* 

RRWTPLCLLTAAASLNRE*ERL 

VQPLLWRQMYCGPRHCRQVPQ 

HRRLNWSPSLRLS 


23181 


53549 


B 


23315 


1 


2907 




23182 


53550 


A 


23316 


584 


1278 


QQRR*MCQNLMTH\QNQRSGR 

SQNDF*RRRKN1SERSAVYR*R 

QLY IRRQPY AERPS\H VEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALG1IELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDVPQAKGNNVVITSYMTN 

RGFFEDKKATFAPSFLMNIKGN 

KTSVVKNS1LEQGQLTVN 


23183 


53551 


A 


23317 


1 


3345 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23184 


53552 


A 


23318 


2 


3366 


WRKIYQANGKQKKAGVAILVS 
DKTDFKPTK1KRDKEGHYIMVK 
GSIQQEELTILN1YAPNTGAPTFI 
QQVLSDLQRDLDSHTLIIGDFN 
TPL STS DRSTRQK.V N KDTQELN 
SALHQADLIDIYRTLHPKSTEYT 
FFSAPHHTYSKIDHILGSKALLS 
KCKRTEIITNYLSDHSAIKLELM 
IKNLTQNHST1WKLNNLLLNDY 
WVHKEMKAEI K.MFFETN EN K.D 
TTAYQNLWDTFKAVCRGKFIAL 
NAHKRK\QER 


23185 


53553 


A 


23319 




2611 


MGDFNTPLSTLDRSTRQKANK 

DTQELNSALHQVDLIDIYRTLH 

PKSTEYTFFSAPHHTYSTTDHIL 

GSKALLSKCRRTEIITNYLSDHS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLNDYGVHNEMKAE1K.MFF 

ETNEN KDTTYQNL WDTFK A VC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITK1RAELKE1ETQKTLQKMNES 

RSWFFERINKIDRPLARLIKKKR 

EKNQIDAIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLHTYTLPRLNQEEVESLNR 

PITGSE1VAHNSLPTKKSPGPDG 

FTAEFDQRYKEELVPFLLKLFQ 

SIEKEG1LPNSFYEASI1LIRKPGR 

DTTKKENFRPISLMNTDAKILN 

KIL A K R IQQHIK K L IHHDQ VGFI 

PGMQGWFNIHKSINVIQfflNRA 

K.DKNHMI1SIDAEKAFDKIQQPF 

MLKTLSKLGIDGTYFKIIRAIYD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKE1KLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSQLPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDTNKWKNIPCS 

WVGRINIMKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTFKFIWN 

QKRARITKSILSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 



3053 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23186 


53554 


A 


23320 




3099 


MGELITPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRIKNLTQNRSTTWKLNN 

LLLNDYWIHNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

G KFI ALN AHKRK QERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRAELKEIETQKTLQKINESR 

SWFFERJNKIDRPLARL1KKKRE 

KNQIDTIKNDK 


23187 


53555 


A 


23321 


911 


1539 


VNVTSFGSRP1CSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGFITFFNV*SLFNSMI 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAF1DKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23 1 88 


53556 


A 


23322 


191 


820 


VNVTSFGSRP1CSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGFITFFNV*SLFNSM1 

PRAPF ANS ASRFL ALC* SF WLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCI1AFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23189 


53557 


A 


23323 


965 


5050 


TWKGTTSTSRCKIMPKYRSTRQ 
K VN KDTQELNSALHQA DL1DIY 
RTLHTKSTEY/TFFSAPHHTYSK 
1DH1VGSKALLSKCKRTEI1TNY 
LSDHSAIKLELR1KNLNQSRSTT 
WKLNNLLLNDYWVHNEMKAE 
I KMFFETK\ENK\DTTYQNL WD 
AFKAVCRGKFIALNAHKRKQE 
RSKIDTLTSQLKELEKQEQTHS 
KASRRQEITKIRAELKEIETQKT 
LQKINESRSWFFERINK1DRPLA 
RLIKKKREENQ 


23190 


53558 


A 


23324 


1 


2787 




23191 


53559 


A 


23325 


1 


902 




23192 


53560 


A 


23326 


1 


3640 





3054 
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SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23193 


53561 


A 


23327 


1 


3686 


M H I V VET ALS A SWQN KAKPPA 

RV LLQV VPNV WFLV A V V WEL 

YPSLDLMDRS1ECSSSPATEQS 

WTENDYDKLREEGFRRSNYSE 

LQED1QTKGKDVENFEKNLEEC 

ITRITNTQKCLKELMELKTKAR 

ELREECRSLRSRCDQLEERVSV 

MEDEMNEMKQEGK.FREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLKNTLQD1IQENF 

PNLARQAKVQIQEIQRMPQRYS 

LTRATPRHIIVRFTKVE 


23194 


53562 


A 


23328 


1 


3433 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRTEIITNYLSDHS 
Al KLELRIKNLTQNRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKFIALNAHK.RKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIETQKTLQKINESR 
SWFFER1NKIDRPLARLIKKKRE 
KNQIDA1KNDK 


23195 


53563 


A 


23329 


1 


3070 


MEGEMNEMKREGKFREKRIKR 
NEQSLQEIWDYVKRPNLRLIGV 
PESDGENGTKLENTLQDIIQEN F 
PNLARQANVQIQEIQRTPQRYS 
SRRATPRH1IVRFTKVEMKEKM 
LRAAREKDRSTRQKVNK.DTQE 
LNSALHQADLIDIYRTLHLKSTE 
YTFFSAPHHTYSKIDHILGSKAL 
LSKCKRTEIITNYLSDHSAIKLE 
LRIKNLTQNRSTT WKLNNL L LN 
DYWVHNKMKAEIKMFFETNEN 
\KDTTYQNLWDA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23196 


53564 


A 


23330 


3 


2372 


TTNCLSDHSA1KLELRIKKLTEN 

HTTTWKLNN LLLNDYWVDNE 

M KA E I KM F F E1N EKKADTTSQN L 

WDTFKAVCRGKLIALNAHKRK 

QERSKIDTLTSQLKKALEKQEQR 

NSKASRKQE1TKIRAELKE1ETQ 

KKTLQKINESRSWFFEK1NKIDG 

PL A RLIKKKREKNQVD A IKNDK 

GDI 1TDPTEMQTTIREY YKYLY 

ANKLENLEEMDKFLNTYTLQR 

LNQEGIESLNRP1TGSEIEAIINSL 

PTKKSPG PDGFT AKF YQRYKEE 

LVYPEPRSESECLSN1REFLRGC 

GASLRLESIREDRNGRSQKTVH 

TEGDMNMNIKK1VKQATVLTF 

TTALLAGGATQAFAKENNQKA 

YKETYG VSH ITRHDMLQI PK.QQ 

QNEKYQVPQFDQSTIKNIESAK 

GLDVWDSWPLQNADGTVAEY 

NGYHVVFALAGSPKDADDTSI 

YMFYQKVGDNSIDSWKNAGR 

VFKDSDKFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSDDT 

LKINGVEDHKTIFDGDGKTYQN 

VQQFIDEGNYTSGDNHTLRDPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELNNDYTLKKVMKPLITSN 

TVTDEIERANVFKMNGKWYLF 

TDSRGSKMTIDGINSNDIYMLG 


23197 


53565 


A 


23331 


2 


2987 


APRFIKQVLSDLQRDLDSHTIIM 
GDFNTPLSTLDRSTRQKVHKDT 
QELNSALHQADLIDIYRTLHPK 
STEYTCFSAPHHTYSKIDHIVGS 
KALLSfCCKRSEIITNCLSDHSAI 
KLELRIKKLTQNRSTTWKLNNL 
LLNDYWVHNEMKAEIRMFFET 
NENKDTTYQNLWDTF1CAVCRG 
KFIALNAHKRKQERSKIDTLTS 
QLKELEKQEQTHSKASRRQEIT 
K1RAELKEIETQKTL\QKINE\SR 
SWFF\ERINK 


23198 


53566 


A 


23332 


339 


701 


PDKEGNEIWVDMYTVKPSGWT 
VRTFDKPRKRFIAFFIAGILFRAI 
KNHFLPRETLQCLPYILTGFRRG 
QSEYFSIFSNMDLADTVMFL*G 
A I RFSDLVN EQIQHTFLIPGETIC 
RLSEVV 


23199 


53567 


A 


23333 


190 


502 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /=possible nucleotide 
deletion, '-possible nucleotide insertion) 


23200 


53568 


A 


23334 


4472 


8032 


KKSGNNRLMRVHGKKRFLWQ 
KQGVCEVEIQAQRESARDGTD 
REDAESPHAEVTVPRGTRTEILT 
LWASRDRPASACGVTVPKGST 
THPGGMDRVCGVDTAVLHWM 
KQVQGISNLEVETGPRRRDMD 
EAGSRHSQQTNIGTENQTPHVL 
THKWQLNRNSACDKLHKPHSV 
PGG VAAGD VGGKTI SN PG VCAI 
EYQVDGSPHIWEDVNKGVY1EE 
DRAPLMERSSSPAMEQSWMEN 
DFDELREEGFRRSNYSELRED 


23201 


53569 


A 


23335 


1 


2374 


MVSISDLVICPPRHPKVLGLQGP 

PGLDSISDPSAGAGFLDWGEIG 

MPGPGRAGHQALCKCDCQCLE 

KTTTKA PGKMPKSTRSGPVRV 

RLADGPNRCAGRLECGMPDAG 

EQCVMTTGTSGRHCGLLGTGL 

WKG YTDLTI I PPGPGTPPQERTC 

QGDYHSGGTWTHSPLETTRRP 

GSSSPAIRRLPAQMLLLPARPPH 

PRSSSPEAMDPPPPKAPPFPKAE 

GPSSTPSSAAGPRPPRLGRHLLI 

DAN/GVYPYTYTVQLEEEPRGP 

PQREAPPGEPGPRKGYSCPECA 

RVFASPLRLQSHRVSHSDLKPF 

TCGACGKAFKRSSHLSRHRATH 

RARAGPPHTCPLCPRRFQDAAE 

LAQHSWGTPRGPLLAAACNCE 

VARGRLESPGPERLLHGYGGRE 

EEGGWGRAAGGLDRVEGFISS 

KAHHYLLIDTQGVPYTVLVTRS 

HRGSQGPVGLQARKVLQLPRV 

LKGLRVHVHLQRHSITHSEVPQ 

DFAGSLDSFQTPGESLRLVFRA 

LDTTQSSRISKAEPCLKEEPLSL 

GDLPYMHTTLCFCRKRRASPGP 

GTLQRGALAWPDWASPRALPV 

PSLSSTTRSPAAPLFAVPLSGRT 

TQAMAFDGIIFQGQSQRSAGLT 

TTSRFLACQRPLRLCAWWASRS 

PRCTLRRPVGLRPGVHPRPRLV 

YRDLKPENVMASGQPRDRPQP 

WFAWPPRPTRFCGGCWTLTPK 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23202 


53570 


A 


23336 


853 


1602 


PGAAWSRPDLRGCCTEPQPALR 

MLVLASPCPQPLAFSSVETMEG 

PPRRTCRSPEPGPSSS1GSPQASS 

PPRPNHYLLIDTQGVPWTVAW 

LDEESQREPGASGAPGQKKCYS 

CPVCSRVFEYMSYLQRHXRFSH 

SEVKPFE\CDICGK\AFKRSQHL/ 

SARHHS1HLGGWVGGPTACRFC 

PRRFVRDAGELAQHSRVHSGER 

PVSVSTLPSPLYGAEHTAETHA 

VEASHEAGLPGAPGTHRTLQG 

ALDSCPDTW 


23203 


53571 


A 


23337 


1 


1144 


MGHHLMIDKLVALGGLYYAIQ 

RHYATKCSVLKNDQILVIGLFM 

IQNV1YRKHFANPLSALFLQQGI 

ELFAAI AEIHITTVA ERNHAITQ1 

RLEAQT1 FDSLKEWHNAIRKSL 

DYEALQAFEFRVGATDRGFPAL 

SSEALVRVLVLDANDNSPFVLY 

PLQNGSAPCTELVPRAAEPGYL 

VTKVVAVDGDSGQNAWLSYQ 

LLKATEPGLFGVWAHNGEVRT 

ARL L SERD V A K.HRL V VL VKDN 

GEPPRSATATLQVLLVDGFSQP 

YLPLPRAAPAQAQADSLTVYL 

VVALASVSSLFLFSVLLFVAVR\ 

LCRRSRAAPVGRCSVPECPFPG 

HLVDVSGTGTLSQSYQYEVCLT 

GGSGANEFKFLKPVIPNLLSRDS 


23204 


53572 


A 


23338 


1 


1260 


MVCYIQENLPFLLKPSVENFYIL 

ITEGALDRE1RAEYNITITVTDL 

GTPRLKTEHNITVLVSDVNDNA 

PAFTQTSYTLFVRENNSPALHIG 

SVSATDRDSGTNAQVTYSLLPP 

QDPHLPLASLVSINADNGHLFA 

LRSLDYEALQAFEFRVGATDRG 

SPALSREALVRVLVLDANDNLA 

PFVLYPLQNGSAPCTELVPRAA 

EPGYLVTKVVAVDGDSGQNA 

WLSYQLLKATEPGLFGVWAHN 

GEVRTARLLSERDAAKHRLVV 

LVKDNGEPPRSATATLHVLLVD 

GFSQPYLPLPEAAPAQAQAEAD 

LLTVYLVVALASVSSLFLLSVL 

LFVAVRLC\RRSRAASVGRCSM 

PEGPFPGRLVDWSGTGTLFQSY 

QYEVCLTGGSETGEFKFLKPITP 

HLPPHRGGKEIEENSTLPNSFGF 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23205 


53573 


A 


23339 


123 


5794 


SSSDSGSLKGACTEVKMEPAGE 

RFPEQRQVLILLLLLEVTLAGW 

EPRRYSVMEETERGSFVANLAN 

DLGLGVGELAERGARVVSEDN 

EQGLQLDLQTGQL1LNEKLDRE 

KLCGPTEPCIMHFQVLLKKPLE 

VFRAELLVTDINDHSPEFPERE 

MTLKIPETSSLGTVFPLKKARD 

LDVGSNNVQNYN1SPNSHFHVS 

TRTRGDGRKYPELVLDTELDRE 

EQAELRLTLTAVDGGSPPRSGT 

VQIL1LVLDANDNA 


23206 


53574 


C 


23340 


20 


313 




23207 


53575 


A 


23341 


119 


247 


RSRC1SASPRRPASFRKSIPEEED 
ESLNPKGQVSILFFYIK 


23208 


53576 


B 


23342 


55 


288 




23209 


53577 


A 


23343 




3576 


MAFLFEFSDLVSLLSIGTMLAY 
SLVAFSVLVLRYQPDENFSKNE 
KPKEEVVEMNSVPKAESPACVP 
EASSTPASLWSPVST1PTPRWGR 
IVYGCAFLLVVLLSMLCLVLAH 
WPKRLFSGELIYIAAAVLLLVLI 
VGFTFTVWRQPQSNTPLYFKPP 
H1STSQNLSLPEHPMEYLLRTGI 
EPDVRGVLTVNALPAGPPVACS 
PLVSISAHVYLMMQMTTETWA 
QCGVWML1ALECPNLKLKKPP 
WLHMPLAMTMYA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23210 


53578 


A 


23344 




1762 


SVRPGPGHVRV\RFFSLSPLPLR 
PWPLCPAARRTMGSILSRRIAG 
VEDIDIQANSAYRYPPKSGNYF 
ASHFFMGGEKFDTPHPEGHLFG 
ENMDLNFLGSRPSQFPYVTPAP 
HEPVKTLRSLVNIRKDSLRLVR 
Y KDDADSPTEDGDKPRVLYSL 
EFTFDADARVA1TIYCQASEEFL 
NGRAVYSPKSPSLQSETVHYKR 
GVSQQVSLPSFKIDFSEWKDDE 
LNFDLDRGVFPVVIQAVVDEG/ 
DSVVEVTGHAHVLLAGFEKHM 
DG SFS VKPLKQKQI VDRVS YLL 
QEIYG1ENKNNQETKPSDDENS 
DNSNECVVCLSDLRDTLILPCR 
HLCLCTSCADTLRYQANNCPIC 
RLPFRALLQ1 RA VRKKPG ALSP 
VSFSPVLAQSLEHDEHSCPFKK 
SKPHPASLASKK.PKRETNSDSV 
PPGYEPISLLEALNGLRAVSPAI 
PSAPLYEEITYSGISDGLSQASC 
PLAA1DH1LDSSRQKGRPQSKAP 
DSTLRSPSSPIHEEDEEKLSEDV 
DAPPPLGGAELALRESSSPESFI 
TEEVDESSSPQQGTRAASIENVL 
QDSSPEHCGRGPPAD1YLPALG 


23211 


53579 


A 


23345 


35 


3134 


RPREGPTWPQLPGSSPRRLFPW 
SPGSSSRGLFPWSPGSSSRGLFP 
WSPGSSSRGLFPWSPGSSSRGLF 
PWSPGSSSRGLFPWSPGSSSRGL 
FPWSPGSSSRGLFPWSPGGSSR 
GSSRGHPGPPPGGSSRGHPGPPP 
GALPVVTRVLLPGLFPWSPGSS 
SRGLFPWSPGSSSRGLFPWSPGS 
SSRGLFPWSPGSSSRGSSRGHPG 
PPPGALPVVTRVLLPGLFPWSP 
GSSSR/RTLPVVTRLLLSGTLPV 
VTRVLL 


23212 


53580 


A 


23346 


3 


91 




23213 


53581 


A 


23347 


3 


174 




23214 


53582 


A 


23348 


3 


360 




23215 


53583 


B 


23349 


158 


368 





3060 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23216 


53584 


A 


23350 


3786 


4928 


PPPARTRPCASLTPEKAKWWRS 

KPGLTRAPARCGLSSPQTGSCS 

APASAG*VSGNSRSGTRRGLRP 

TRG*GPCGPSSRARAISSPRAS/L 

RMSQRELGL WDPNNFEEPV A L 

QEMDTSNGVLLPFYDPDSSIVY 

LCGKVLTAGQGEQGTGWRCG 

GPCPGAPLNRLILQGDSSIRYFEI 

TDEPPFVHYLNTFSSKEPQRGM 

GFMPKRGLDVSKCEIARFYKLH 

ERKCEP11MTVPRKSDLFQDDL 

YPDTPGPEPALEADEWLSGQD 

AEPVLISLRDGYVPPKHRELRV 

TKRNILDVRPPSGPRRSQSASDA 

PLSVRSALLHSGPIYISPNRPYTT 

RPLCPPPQQQHTLETLLEEIKAL 

RERVQAQEQR1TALENMLCELV 


23217 


53585 


A 


23351 


1 


1898 


MSRKGPRAEVCADCSAPVGPD 

FALAISELVSPDIFMQSHSENAIS 

VKEIVTEIESISQGVGQIQLKGDI 

LPNPCHTPKKNSIHELLLERAQT 

PENKPGHMEQDEDSCTAQPEL 

AKDSGMCNPEGCLTTHSSIADL 

EEGEQLRGNKSSRAQGCTQNS 

KNDSSVADLAPKGKSDEAPPEH 

SFVLKEPEMSKGKGK.YSGSEA 

GSLSHSEQNATVPAPRVLEFDH 

LPDPQEGPGPEASNGLKVSQKS 

EGSQPSSSRSPLEFLKEAGVPNQ 

TLSSGTPDPYFMALLGPKLNSR 

RPHLHPVSHTLDLGNSPPLPQQ 

FAKCQRGRKGPEGKYPLHYLV 

WHNRH RELEKE V RAGQTL1TQ 

TLSQANPTAITAEEYFNPNFELG 

N RDMGRPMELTTKTQKFKAKL 

WLCEEHPLSLCEQV API I DLMA 

VSNALFAKLRDF1TLQTP1FHILN 

ARJTFGNLNGCDEPVPSVRGSPS 

SETPSPGSDSSSVSSSSSTSEAPR 

ENACPSALPGVASCRGCEISPAL 

FEAPRGYSMMGGQREAATRDD 

DDDLLQFAIQQSLLEAGSEYDQ 

VT1WEALTNSKPGTHPMSYE/R 

SPTGQGQVPAATCSG/RYDEQL 

RLAMELSAQEQEERRRRARQE 

EEELERILRLSLTEQ 


23218 


53586 


A 


23352 


341 


711 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23219 


53587 


A 


23353 


57 


719 


TSDLMAEIIQER1EDRLPELEQL 

ERIGLFSH AEIKAI I KKASDLE Y 

KIQRRTLFKEDFINYVQRJGYSF 

KKDEIENS1VHRVQGVFQRASA 

KWKDDVQLWLSYVAFCKKWA 

TKTRLSKVFSAMLAIHSNKPAL 

WIMAAKWEMEDRLSSESARQL 

FLVRALRFHPECPKLYKEYFRM 

ELMHAGKTGGRRRKNLKKPV 

WMWRILIILKKSLRASWHGSST 










27 


352 


TESVVTIMSLLNKPKSEMTPEE\ 
REEEEFNTGPLSVLTQSVKNNT 
QVLINCRNNKKLLGRVKAFDR 
HCNMVLE\NVKEMLTEG/DRYI 
SKMFL\AGDPVIVVLRNPLIAGK 


23221 


53589 


A 


23355 


32 


575 


STRLDLPKCWDYRSLFNKPMCS 

EMTP\EELQKREE\EEFNT\GPTP 

LCLTQSWKNNTQSAQSTCYRNN 

KKLPGAA*RPFDRASPPCSPPGT 

CNMVL\ENVK\EMWT*GTQEV 

GKGKEGSSKPVVNKDRLTSSKM 

FPGGGGFSSFVVPCGNPFHSAG 

QIRGPPVLFDKNSHPLVLLKTA 

CHLVFENY 


23222 


53590 


A 


23356 


103 


713 


VTSGCGKKKVWLDPNETANEIA 
N ANFRSADPGRLI KDGLHRK.P V 
1AVHSRARLPEKTPLARCKGHG 
TLGIGKRKGTANA\RMPKEGHH 
GMRRMRILAPACSRRYRESKK.I 
D\RHMYHSLYLKVKG\NVFKNK 
ADFSWEH1HKAEGRARPRKEAS 
WLDQAEA\RRSKDQGKHGKRR 
EERLPGQRKEEINQRLYSKEGR 
RPRNKNLTL 


23223 


53591 


A 


23357 


1 


2847 




23224 


53592 


A 


23358 


1 


2823 




23225 


53593 


A 


23359 


3 


2858 


AMFGFQRRGLGTPRLQLWLLL 
LEFWEVGSGQLHYSVSEEAKH 
GTFVGRIAQDLGLELAELVQRL 
FRVASKTHGDLLEVNLQNGILF 
VNSRIDREELCGQSAECSIHLEV 
IVDRPLQVFHVNVEVKDINDNP 
PVFSLREQKLLIAESKQSDSRFP 
LEGASDADIEENALLTYRLSKN 
EYFSLDSPTNGKQIKRLSLILKK 
SLDREKTPELNLLLTATDGGKP 
ELTGTVRLL VQ VLDVN DNDPE 
FDKSEYKVSLMEN 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23226 


53594 


A 


23360 


194 


931 


NSPVVPVMASGQFVNKLQEEVI 
CPICLDILQKPVTIDCGHNFCPQ 
CITQ1GETSCGFFKCPLCKTSVR\ 
RDAIRFNSAVAEIWWEKIQALQ 
ASEVQSKRK\EAT\CPRHQEMF 
HYFCEDDGKFLCFVCRESKDH 
KSHNVSL1EEAAQNYQGQIQEQ 
IQVLQQKEKETVQVKAQGVHR 
VDVFTDQVEHEKQRILTEFELL 
HQVLEEEKNFLLSRIYWLGHEG 
TEAGKHYVEIPLMPTVERSQEA 


23227 


53595 


A 


23361 


2 


381 


A1NW TSARPVSQCWDP\CPPSQ 
VVCLAGLPP*RVCQNPVKGP\N 
CPLAHTSEPTGHCLLTRGMCF 
PSLCGQLCP*SGPPDCPSPRALH 
HTGFCPVALLVAESQVRARAC 
GPEPHRAGRASRWCLHAG 


23228 


53596 


A 


23362 


213 


574 


PQTHTGNHSERGRQPITRSPEKP 
EP\C PSKRAPQTQQP\P WAPSLC 
PPALGPCKGTRRPRVQVHRPTS 
SQKCPLPAWFHHLPLWPTSAAR 
SSSTETPTGQQMRKLRHPAAPR 
SANALSLGE 


23229 


53597 


A 


23363 


21 


456 




23230 


53598 


A 


23364 


2 


98 




23231 


53599 


A 


23365 


64 


241 


PWPLASNPRGCLP*PSTLN*PTP 
SSQPGMSLDSLDRHPP*TRETAS 
GIGGQRPGSDPARTPHFISQTQ 


23232 


53600 


A 


23366 


209 


353 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Impossible nucleotide insertion) 


23233 


5360! 


A 


23367 


1766 


3292 


SSCPTTRVLIMKGAGHPCYLDK 

PEEWHTGLLDFLQGLQLWLMH 

MQQLMSLAVVSGRLSRGQCGT 

ERPSRRAAAAAAAGQPQRGHF 

QH1EERLETNVQNCQSPDTLCP 

THCSPVLNEPCPEVSVVAVAPA 

SPDRMSGSDGGLEEEPELSITLT 

LRMLMHGKEVGSIIGKKGETV 

KRJREQSSARITISEGSCPER1TTI 

TGSTAAVFHAVSMIAFKLDEDL 

CAAPANGGNVSRPPVTLRLVIP 

ASQCGSLIGKAGTKIKEIRETTG 

AQVQVAGDLLPNSTERAVTVS 

GVPDAIILCVRQ1CAVILEGFSV 

QGQYGAVTPAEVTKLQQLSSH 

AVPFATPSVVPGLDPGTQTSSQ 

EFLVPNDVSRGWDGWRLIGCVI 

GRQG\TK.INEIRQMSGAHIK1GN 

Q\AEGAGERHV\TITGSPVSIALA 

QYL1TACLETAKSTSGGTPSSAP 

ADLPAPFSPPLTALPTASPLAC 

WAHPMPSPSPTLIGFKAHALLG 

FTTCFPRAAAGLGGLHRQDGSS 


23234 


53602 


B 


23368 


1 


363 




23235 


53603 


A 


23369 


486 


947 


LDGAGLLAPVKAHLQKKGPRL 
GTRGC AMPRLG STPFLKGQCL 
ANSRNTLEAVSLTESSASRVPP 
APVLGSRRPHSPSPWP/P/YYTP 
VPPPPRMALVPPNMHGQGTVG 
LTSVPLACTVAMLGSYKQAGA 
FGPLANCYGGLGHAQCWGQEF 
CPTQCP 


23236 


53604 


A 


23370 


38 


680 


GSRLRRLQAAAARPALPLPLPP 
WEWKHLPHVPEAKWWLTTAR 
HSAAYRADPLRVSSRDKLTEM 
AASSQGNFEGNFESLDLAEFAK 
KQPWWRKLFGQESGPSAEKYS 
VATQLFIGGVTGWCTGFIFQKV 
GKLAATAVGGGFFLLQLANHT 
G Yl K VD WQRVEKDMKKAKEQ 
LKIRKSNQ1PTEVRSKAEEVVSF 
VKKNVLVTAGGFFGGFLLGMAS 


23237 


53605 


C 


23371 


30 


200 




23238 


53606 


A 


23372 


14 


161 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23239 


53607 


A 


23373 


69 


715 


APALPGCEHMMAIRELKVCLL 
GDTGVGKSS1VWRFVQDHFDH 
NISPTIGVASFMTKTVPXWENDFT 
KFLIWDTAGQERFSFIGLPLYYS 
RLQLAAVYSCYGYLPSRDFIFIT 
LKE\WV\KRLKELGPE\NIVMAI 
AGNKCDLSD1\REVPPEGMLKE 
YVAESIGAIVVETSAKNA1NI\EE 
LFQG1S\RQIPPLDPPMKNGKQW 
DHQKLRSQPMQASRRCC 












293 


VTSTMAYRAQGQKV\QKVMV 
QP1NLIFRYLQNRSRIQVWLYEQ 
VNMRIEGCIIGFDEYMNLVLDD 
AEEI HSKTKSRKQLGRIMLKGD 
NITLLQSVSN 


23241 


53609 


A 


23375 


3 


393 


HESCSQRQRAGCALCENSHPW 
RSRGPGVQKSAEGLWCQP1CRT 
SSSRYL\QNRJAGFQVWLYEQV 
NM\RI\EGC11GF\DEYVNLVLDD 
AEEIHSKTKSRK\QLGR\IMLK\G 
DNITLLQTCLPPRMVHGSGEIV 


23242 


53610 


C 


23376 


129 


425 




23243 


53611 


A 


23377 


470 


635 


ENSSSHHIIKPFSSGCSIHGFSGH 
1NVTSVT1L*PIKSCHIRCHF*CA 
QYMVADN 


23244 


53612 


A 


23378 


71 


566 


PLFPPCLSPVVAGWARGHMLG 
QSHQQVAAPLK.HRP1TPTELCQ 
KCLSL1KKTKFLNAYITVSEEVA 
LKHAEESEKRYKNGQSLGDLD 
G I PI A EK DNFSTSG I ETT\C A SN M 
LKGYIPPYNATVDQKLLDQGA 
LLMGKTKLNDFAMGSGSTDGV 
FGPVKNPWSYSK 


23245 


53613 


A 


23379 


255 


1042 


1LAARMGKQNSKLRPEVMQDL 

LESTDFTEHEIQEWYKGFLRDC 

PSGHLSMEEFKKIYGNFFPYGVD 

ASKFAEH\VF\RTFDANGDG\TID 

FREF1IALSVTSRGKLEQKLKW 

AFSM YDLDGNG YI SKAEMLEIV 

QAIYK.MVSSVMKMPEDESTPE 

K.RTEKIFRQMDTNRDGTWVPH 

LAL1YRTAEGGFAVQRASVSFY 

PPPSAGNAMVNEAAVFLEIPLG 

SSPGQVSAVCHSGRKLSLEEFIR 

GAKSDPSIVRLLQCDPSSAGQF 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23246 


53614 


A 


23380 


1 


721 


MDGNLRKIRFEKHAITEEFRTT 
EPGLAALRLPSTWIRGVRTSES 
KREVGKGGQSQQYENRDTEGE 
GHVMTKARDWSKAAASQRLP 
ANHLKLRLCIDGFRSHSLPEEGP 
KKPCQHHAAQEEPCTRSGRLPQ 
AHEGSISDCCTSSEQGSMDIGSV 
EPGTGYNLLVCHLL/STLEKRSI 
WAGVSRFSRYHLSRLPLARKVG 
NPLTPCASQLLLPLPSTTQKRQS 
GHALYSFPYRPQPKNDNLVMP 


23247 


53615 


A 


23381 


80 


562 


DRAMWGDLWLLPPASANPGT 
GTEAEFEKAAEEVRHLKT/RSPS 
DEEMLFIYGHYKQATVGDINTE 
RPGM L DF\TG KA\K. WD\A WN EL 
KGTSKGDAVEA\YLNQV\EELK 
KKYGDMERLDLVTVPCVYPKP 
ETIPFFFSNTVDGWEFRENNPV 
K.PATQRL LTHTG S 


23248 


53616 


A 


23382 


380 


1041 


EVT1NSGFIF1MLFMEHPEHYT1 

MHKWILTW1LPTLLYRSCFHIIC 

L VGTI SL ACN D\MTPEQM ATN V 

NCSSPERHTRSYDYMEGGDIRV 

RRLFCRTQWYLRJDKRGKVKG 

TQEMKNNYN1MEIRTVAVGIVA 

1KGVESEF\YLAMNKEGKL\YA 

KKECN\ED\CNFKELILENHYNT 

YASAKL/WTHNGGEMFVALNQ 

KG1PVRGKKTKKEQKTAHFLP 

MAIT 


23249 


53617 


A 


23383 


127 


549 


SSPKMAATMKKAAAEDVNVTF 
EDQ\QKINKFARNTSR1TELKEEI 
EVKK\KQLQNL\EDACDDIMLA 
DDD\CL\MIPY\QLGDVFISHSQE 
ETQEMLEEAKKNLQEEIDALES 
RVESIQRVLADLKVQLYAKF\G 
SNINLEADES 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23250 


53618 


A 


23384 


1 


2050 


MEYESMVISFDDRVMEKTEYG 

P1FTVFAMGNRMTFVTEEEG1N 

VFLKSKKVDFELAVQNIVYRTA 

SIPKNVFLALHEKLYIMLKGKM 

GTVNLHQFTGQLTEELHEQLEN 

LGTHGTMDLNNLVRHLLYPVT 

VNMLFNKSLFSTNKKKIKEFHQ 

YFQVYDEDFEYGSQLPECLLRN 

WSKSKKWFLELFEKN1PDIKAC 

KSAKDNSMDSDEDPVNLQSRS 

ALVCEMLHVQRSSSDADAIGPH 

ADHSLSNRWEVILADEHGIIAD 

DMISRYALSEKSQVELSTQVIKS 

ASSKSVNKSDIDTSVFLNWYNP 

EKKM 1 RAY AT VI DG PE YF WCQ F 

ADTEKLQCLEVEVQTAGEQVA 

DRRNCIPCPY1GDPC1VRYREDG 

HYYRAL1TNICEDYLVSVRLVD 

FGNIEDC VDPKALWA I PSELLS 

VPMQAFPCCLSGFNISEGLCSQ 

EGNDYFYEIITEDVLEITILEIRR 

DVCDIPLAIVDLKSKGKSINEK 

MEKYSKTGIKSALPYENIDSEIK. 

QTLGSYNLDVGLKKLSNKAVQ 

NKIYMEQQTDELAEITEKDVNII 

GTKPSNFRDPKTDNICEGFENP 

CKDK1 DTEELEGVSQKAQESMC 

TEDMRKSSCVESFDDQRRMSL 

HLHGADCDPKTQNEMNICEEEF 

VEYKNRDAISALMPXFSLRKKA 

VMEASTIMVYQIISQLNYRTPTL 


23251 


53619 


A 


23385 


3 


602 


TRPPTRPGLSPDPTSPTEADRGV 
CERPHRCFLLPQITHPSSGRRCL 
CLLSPTSFDFSLLYESQSDRA1F 
GVGTEPDQEPPPPYHEQVPVSV 
YHPT\P\SQTWVATQLTEEEQIRI 
AQRIGLIQHLPKGVYXDPWRDG 
SEKKIRECVICMMDFVYGDPIR 
FLPC VHE WYH LDCIDD WLMRS 
FTCPSCMEPVDAALLSSYETN 


23252 


53620 


A 


23386 


33 


512 


TAARCQGGPTHVPAFVGTACP 
TRIPGHAPARQCREYYY*YYYD 
F/WKEPRRCHALLLPPWAGLEV 
GMPPSHTQLGMHPAPPPPHLEV 
KAQGVPSNRQRTDGCRWCSGR 
ASALGGGRQDSRLRERGGGYD 
H/HCPICRSLKIQLKCHPASGPQ 
TVGLGRLASVS 


23253 


53621 


A 


23387 


1 


1731 




23254 


53622 


B 


23388 


1 


706 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23255 


53623 


A 


23389 


1 


1986 


MG IGEGPTTSEGCRES VEYSHQ 

KSELPLSGDSQVPGPIGCNCDP 

QGSVSSQCDAAGQCQCKAQVE 

GLTCSHCRPHHFHLSASNPDGC 

LPCFCMGITQQCASSAYTRHLIS 

THFAP/GDFQ/GFA/LVNPQRNS 

RLTGEFT VEPVPEG AQLSFGN F 

AQLGHESFYWQLPETYQGDKG 

EAYFARMRRAHQNRTSLSEEQ 

LRA A VT AGRI PEPPEGRD WAQR 

ASQFSLSYEGFSLLPGSLYYWQ 

LPRAFLGDKVAAYGGKLRYTL 

SYTAGPQGSPLSDPDVQITGNNI 

MLVASQPALQGPERRSYEIMFR 

EEFWRRPDGQPATREHLLMAL 

ADLDELLIRATFSSVPLAASISA 

V SLE V AQPG PSNRPRA LEVEEC 

RCPPGYIGLSCQDCAPGYTRTG 

SGLYLGHCELCECNGHSDLCHP 

ETGACSQCQHNAAGEFCELCA 

PGYYGDATAGTPEDCQPCACP 

LTNPENMFSRTCESLGAGGYRC 

TACEPGYTGQYCEQCGPGYVG 

NPSVQGGQCLPESSELHFPSVQ 

PSDAGVY1CTCRNLHQSNTSRA 

ELLVTEAPSKPITVTVEEQRSQS 

VRPGADVTFICTAKSK.SPAYTL 

VWTRLHNGKLPTRAMDFNGIL 

TIRNVQLSDAGTYVCTGSNMF 

AMDQGTATLHVQGSAEAGERS 

MYSI SVLLKYTS 


23256 


53624 


A 


23390 


3 


13319 


PASGRLRAARSGRRGASERESG 

AGRAMGWRAPGALLLALLLH 

GRLLAVTHGLRAYDGLSLPEDI 

ETVTASQMRWTHSYLSDDEYM 

LADSISGDDLGSGDLGSGDFQM 

VYFRALVNFTRSIEYSPQLEDA 

GSREFREVSEAVVDTLESEYLKI 

PGDQVVSVVFIKELDGWVFVE 

LDVGSEGNADGAQ1QEMLLRVI 

SSGSVASYVTSPQGFQFRRLGT 

VPQFPRACTEAEFACHSYNECV 

A LEYRCDRRPDCRDMS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \- Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23257 


53625 


A 


23391 


41 


1323 


HYLVFFLPSLRRYTVSLSPNSTS 

YQLLVPGPSY/SALPISSAASLY 

AGA\GGSGSRMSVSHSTSLRDG 

1SSGGLA/TGMARGLGGMGG1Q 

NKKETTQSLNDSLAVRVRSLET 

ENRK.LESKIREHLEKKGPQVRD 

WSHYFKTIEDLRAQIFANTVDN 

VRJFLQIDNARLAADDFRVKYE 

TELAMRQSVESDIYGLHKVIDD 

TNVINGCSFFMKKNHGEEVKC 

LQAQIASSGLTMEVDAPKSQDL 

AK1TADISTRYDELARKNREEL 

DK Y WSQPIEESTTE VTMQS AK V 

RAAEMTFMELRRTVQSLEIDLD 

LMRNPKASLENSLREVEACYA 

LQMEQLNLDP/G1LLHLESELTQ 

TRAEGQLVQAQKYKALLNIKNK 

LEAEIATYCLLLEDGKDFNLGD 

TLDSSNPMQTIQKTTTSR1VDG 

KVVSETNDTKVWRH 


23258 


53626 


A 


23392 




771 




23259 


53627 


A 


23393 


732 


1656 


SCSWTSPAAWPPNASLHSCLKR 
RNQDHLLLWDWRFLDFPSSMA 
SKCQSPLLPQKK.KPRPLPALGP 
EKTSASAGLPKKGEKEQQETIE 
H1HEVQNEMDRLNEQAK\RSEL 
ISKIPDFWVTIFVNHPEVSALPG 
EEDEEALHY LTR V EMTDFDD I K. 
SGYR1DFYFDENPYFENNILAKE 
FHLNESGDPSSKSTE1KWKYGK 
DLMKRSSQTQNKAHRKRQHEE 
PESFFTWFTDHSDVGADELGEV 
IKDIWPNPLQYYLVPDMDNEEG 
EGEEDDDDDEEEEGLEDIDEEG 
DEDEGEEDEDEGEKGEEDEGE 


23260 


53628 


A 


23394 


3 


923 


ARRLVVWFWDFPNSMAPKRQS 
PLPPQKKKPRPPPALGPEETSAS 
AGLPKKGEKEQQEAIEHIDEVQ 
NEIDRLNEQASEEILKVEQKYN 
KLRQPFFQKRSK\LSAGIPNFWV 
TTF VN\HPQ VS\ALLG EEDEE A L\ 
HYLMRVEVTEFEDIKSGYRIDF 
YFDENPYFENKVLSKEFHLNE\S 
GDPSSKSTE1KWKSGKDLTKRS 
SQTQNKASRKRQHEEPESFFTW 
FTDHSDAGADELGEVIKDDIWP 
NPLQYYLVPDMDDEEGEGEED 
DDDDEEEEGLEDIDEEGDEDEG 
EEDEDDDEGEEGEEDEGEDD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hi st 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23261 


53629 


A 


23395 


732 


1656 


SCSWTSPAAWPPNASLHSCLKR 
RNQDHLLLWDWRFLDFPSSMA 
SKCQSPLLPQKKKPRPLPALGP 
EKTSASAGLPKKGEKEQQETIE 
HIHEVQNEMDRLNEQAK\RSEL 
ISK.IPDFWVTIFVNHPEVSALPG 
EEDEEALHYLTRVEMTDFDDIK 
SGYRIDFYFDENPYFENNILAKE 
FHLNESGDPSSKSTEIKWKYGK 
DLMKRSSQTQN KAHRKRQHEE 
PESFFTWFTDHSDVGADELGEV 
I KDI WPNPLQYYLVPDMDNEEG 
EGEEDDDDDEEEEGLEDIDEEG 
DEDEGEEDEDEGEKGEEDEGE 


23262 


53630 


A 


23396 


3 


924 


ARRLVVWFWDFPNSMAPKRQS 

PLPPQKKKPRPPPALGPEETSAS 

AGLPKKGEKEQQ\EAIEH1DEVQ 

NEIDRLNEQASEE1LKVEQK.YN 

KL\RQPFFQKRSK\LSAGIPNFW 

VTTFVN\HPQVS\ALLGEEDEEA 

L\HYL\TRVEVTEFEDIKSG YRI D 

FYFDENPYFENKVLSKEFHLNE\ 

SGDPSSKSTEIKWKSGK.DLTKR 

SSQTQNKASRKRQHEEPESFFT 

WFTDHSDAGADELGEVIKDDI 

WPNPLQYYLVPDMDDEEGEGE 

EDDDDDEEEEGLEDIDEEGDED 

EGEEDEDDDEGEEGEEDEGED 


23263 


53631 


A 


23397 


1 


1393 


MGKQKGGGPQAWEAEGLGRE 
WMRMPQEGKGSQRKSTQKQT 
KREIDAYIVQAKERSYETVLSF 
GKRGLNIAASPAVQAATKVLW 
APSPPAAP1PPLRPFGL1QLLCQG 
AQRWQPGSREVKGRLCQARLA 
ETSSIAGNLRVQSYERPVDPGV 
TMDPLLPGRTIVFAAGDHTLW 
RAPVSSCAQRSGVWSLDNMGV 
NSGSVPFHGVRIQASQLISLSFN 
FSFCEADLKTPLHGFLILPAGPK 
EEVTVKKEKRERDRDRQREGH 
GRG RG RPEVIQSH SIFEQG\PAE 
MMKKKGNWDKTVDVSDMGPS 
H1INIKKEKRETDEETKQILRML 
EKDDVDHHALSEHLVTTATFSI 
GSTGL V V YDYQQ VECGG HVRA 
DLKTQDLYSHAQFGDNNYPGG 
VDWYRAGGLQDSDTEDECWS 
DTE A VPRA PARPREKPLIRSQSL 
RVVKRKPPVREGTSRSLKVRTR 
KKTVPSDVDS 


23264 


53632 


A 


23398 


297 


584 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23265 


53633 


A 


23399 


2 


149 


CMKFGAVTP1GGPPLGDQSPVL 
LLFAL*KRSTYNLGSSDPPAQGI 


23266 


53631 


— 


23400 


1 


170 


PAGIRHEERSTYDLWSSDRPGQ 
GTSHQF*11RFQIPWNSGPRLSE* 
LLPRSSRLSS 


23267 


53635 


— 


23401 


- 


1077 




23268 


53636 


B 


23402 


289 


1359 










I3I0I 


^ 


2233 






5~3~rj3l 








1491 




23271 


53639 


B 


23405 


76 


511 




23272 


53640 


A 


23406 


1 


2706 




23273 


53641 


A 


23407 


273 


862 




23274 


53642 


A 


23408 


1 


1080 




23275 


53643 


A 


23409 


134 


675 


MHYFHSSVQIGLPLTRRSQVLIL 
PQPLLPNPIILLSPPLLTPVPAYS 
F1L/PTSPPPPARQFPLKKVAEAK 
G I VKQLKTDTA RSPRKPTG PSQ 
TLWVTLTVEDLKHAFFTIPLHP 
SSQPLFA FTWTDPDTHQAQQIT 
RAVLPQVFTDSPHYFSQAQISSS 
SVTYLGIIL1KTHVLSLLIMSG 


23276 


53644 


A 


23410 


1 


895 


MEVHKHPFNTLALRHESGCEL 
VWAEKHRNQIFPFPKSTASPKQ 
WDTGRHNSDAKQQEPGGREER 
NTM EMETKETHFIRGPKTLASV 
TDWEGSLPLVFNHCRGTSLIIHP 
RFKGVRPRRDACLGPSPLAASP 
AFLGKGQHALKGLKPVITRLLQ 
HGLLKPrNSPFPS\PILPVLKPDK 
AYKLVQNLRLrNQIVLPIHPVVP 
NPYTLLSSIPPSTTHYSVLDLKH 
AFFTIPLHPSSQPLFAFT*TDPDT 
H*AQQITWAVLPQGFTRQPPLL 
QLSPNFILICYLSRHNSHKNTRA 
LPADRV 


23277 


53645 


A 


23411 


1 


930 


MIQEHADKQVQRLQGVLLGSIP 
TAASRARLHPGEINNHVAHTEP 
VWWSLHMDAYEIWCRGSDRR 
TSLGRSIPLPPALCSLRRIHLRPQ 
VLRSTSPRN1SPI SNPGHLSDYTP 
TFQGCQTMQGRLPWSFTLSGK 
SRFSGEGATQRQYPIPQQALKG 
LMPAITRLLQHGLLKP1NSPYHS 
PILPVLKPDKPYKLVQDLRLINQ 
IVLPIHPMVPNPYTLLSSIPASTT 
HYSV\LYVKHAFFT1PLHPSSQP 
LSTFTWTDPDTHQAQQIT*AVL 
PQVFTDSPHYFSQAQISSSSVTY 
LGIILHENTRALPADHV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23278 


53646 


A 


23412 


299 


1028 


RLGSFSSNHPYLGQRQYPIPQQ 
ALKGLKPVITCLLQHVLLKPVN 
SPYNSPILPVQKLDMPYRLVQD 
LCL1NQIVLP1HAMVPNPYTLLT 
S I PPSTTH Y S V LDLK PA FFTIPLR 
LSFQPLFTFSWTDPDTHQAQQI 
TRAVLPQSFTDSPHYFSQAQ1S* 
RLGSFSSNHPYLGQRQYPIPQQ 
ALKGLKPVITCLLQHVLLKPVN 
SPYNSPILPVQKLDMPYRLVQD 
LCLINQIVLP1HAMVPNPYTLLT 
SIPPSTTHYSVLDLKPAFFTIPLR 
LSFQPLFTFSWTDPDTHQAQQI 
TRAVLPQSFTDSPHYFSQAQISS 
SS VTY LGIPGF AI LTKPLYKLTK 
GNLADPIDPKSFPHSSFRSLKTA 
LETAPILALPVSSQPFSLPTAEV 
WAAQSEFLHKNRDRTE 


23279 


53647 


A 


23413 


157 


202 


RSECARWMEK*CPWL 


23280 


53648 


A 


23414 


1 84 


482 


EGVSVFLLLSPYQGQPQVSRRC 
S/RQVSQRCPHRGRGPRCPQVS 
RSHGPSWVGHPGMPLYGS\EQF 
YCGAPGLAGPPNGSRGESLKIS 
VWIFPCRDFGNFN 


23281 


53649 


B 


23415 


13 


862 




23282 


53650 


A 


23416 




11342 


MATRWFYYGHPPRDARVPRIV 

AEAKEK.NLTPGKIIEVDVTIEAQ 

IRQEFLDAERDTGGFVKFFRITK 

KKLQEFFLGEEEEQVPHVSPVE 

LGAKPTAFNAFIANAVGKTLAV 

QHASLKAPEPEMTVTHERFYG 

NYAVWITDVDPRNHRIEVIHVI 

REISGRTSEYVNNLLAQPTPFK 

VFDWLTETQAKEFVRRLNNTQ 

GVISVYNKLEDGIPVKVAVKAT 

EPTNK EKLE AA STKLKAMG A V 

ATDAYEFHTDLNENE 


23283 


53651 


A 


23417 


7597 


7883 


LSSLAWVWQWNHRISVLFHSN 
SVRTNLVPQFNQLVITESNSCPE 
FFNQTSAFFKT* VESGCM/CLQD 
*GIEWFRLRLDVYNSRLVFLTG 
ATDYCTG 


23284 


53652 


A 


23418 


3 


1573 




23285 


53653 


A 


23419 


6692 


6793 


GASVAPSIGS*STGNAIPSCLFQ 
QNVIVPIPQS 


23286 


53654 


A 


23420 


1 


17727 




23287 


53655 


A 


23421 


6687 


6785 


VNTGNRTWWEPLFRK*KKTQR 
EDTTEKKTKGR 


23288 


53656 


A 


23422 


1 


2856 




23289 


53657 


A 


23423 


1 


7194 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23290 


53658 


A 


23424 


7460 


7561 


GAS V APSIGS* STGN AI PSCLFQ 
QNVIVPIPQS 


23291 


53659 


A 


23425 


1468 


1857 




23292 


53660 


A 


23426 




1985 


MEPVGIDI1AISW1GAPEYPDNV 

KRAINA K.VEATQ K.TLQREQE IQ 

QRVAEANMEREQAKGVADAIR 

LRGEALTENPNVMQLEAINKW 

NGLVPFITSSPGMGKSA1VRQIA 

EDFGLKLIDHRLSTSAPEDLSGL 

PRFKENGRAEFAPFDELFPLEG 

DA VPEG FNG WLL FLDEFN S AR 

KEIQAAAYKLVLDRMTGQKKL 

HPYVAIVCAGNKATDRAITNNL 

STAMQSRL1HLEMETDFDVFME 

DVAIPNKWDERVIAFLNANPNK 

LNDFEPDHQEK.TFCCSRTWEFV 

NK1VSILPPGP1NSEMTLLLAGTI 

TSGVATSFVQFTQVYSNMVSL 

NEILDNPKKARMPEDNNLLWA 

VVTSL1NNTDEDNHSKIFDYVE 

RMPFTFKVLYYRSRKTDMSMT 

DAQLTREYDRCQAKAFMGKTA 

AFFGSLLCSLKFRWVKDGCDT 

AQTDGEHLEWNPDWFESLLPE 

SRVTVLMHELWHVGLLHSVR 

MGSRDPEVWNYACDIYINNQLI 

QDGYSFIGIENCWKDPKYAGW 

AEEQIYHDLMSKHPRPPKASGA 

FGTGSGGDMKPSTSKASLKLSG 

GSLPGVLPGKMEEVITQFLKPV 

VPWQVLLERFFNDLQETYYSW 

QRPNRRYPDMYLPSSMDDDCR 

LEHLAYFL*NEADLTGLLVLK* 

TDDGQS VSGQN LLQSDEQLQI Y 


23293 


53661 


A 


23427 


2365 


2784 




23294 


53662 


A 


23428 


5789 


5980 


DQN MRFDNTFET Y Y WKPTII VII 
IRKLLMNDSSKDTLK*LRCWK 
NWLQI LKKHTIH FIMPLQL 


23295 


53663 


A 


23429 


1 


6819 




23296 


53664 


A 

- — 


23430 


376 


2052 


SKVCGNDGFADDLKHLLIFTGA 
QSGEDIVPFQLEDGHSLGEVVL 
LHGGSGVESGQR/CGRTSAGSC 
Y*SPGKICCCNLLVTKTEGFFAP 
VPIQLENTNQVTNCSDNW 


23297 


53665 




23431 


2 


2189 




23298 




- — 










23299 


53667 


A 


23433 


2142 


2242 


GASVAPSIGS*STGNA1PSCLFQ 
QNVIVPIPQS 


23300 


53668 


A 


23434 




1188 




23301 


53669 


A 


23435 


470 


862 




23302 


53670 


A 


23436 




1352 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


233Q3 




= 


2343? 




1955 


SKCSIGLYQRYPYSNGC*NSGCI 
CRVY*CCREHRGYVRN 


233Q4 


53672 


— 


23438 


— 


1565 


SKCSIGLYQMYPYSNGC*NSGC 
IC RV Y* CCREH RG Y V RN 


23305 


53673 


A 


23439 


773 


823 














1529 




23307 


53675 


A 


23441 




1794 




23308 


53676 




23442 


236 


427 


DQNMRFDNTFETYYWKPTIIVII 
IRKLLMNDSSKDTLK*LRCWK 
NWLQILKKHTIHF1MPLQL 














GASVAPS1GS*STGNAIPSCLFQ 
QNVIVPIPQS 


23310 


53678 


A 


23444 


516 


669 


ATSELKRKASLGLMEPDVSRK* 
ARCSSLPSSSIGDGRYISGYLRL 
GRCHE 


23311 


53679 


A 


23445 


410 


593 


FLNL1QPQGKRKLLLKRCRSLLP 
KN*CQHSKQHKLSISSVVILNIT 
NS*PNKVKLMPILAM 


23312 


53680 


B 


23446 


1 


2286 






53681 








1723 


CNTNIIFNCHFPTKLGCICKAMK 
VVSPLIHNS1VILLNQITIDFFSTL 
AQICTFICLTYSKQTTTR1ASFK 
KVIEEFLSLAPIEKVELKEHS*YI 
SISEKV 


23314 


53682 


B 


23448 


1 


6167 




23315 


53683 


A 


23449 


1 


3199 




233 |^ 


53684 








5733 










23451 


709 


1099 




23318 


53686 


A 


23452 


5039 


5230 


DQNMRFDNTFETYYWKPTIIVII 
IRKLLMNDSSKDTLK*LRCWK 
NWLQILKKHTIHFIMPLQL 


23319 


53687 


A 


23453 


664 


993 




23320 


53688 


A 


23454 




19859 


MASIDSIAVCNPRQVRKFVEHC 
IRSGLVPF1TSSPGMGK.SA1VRQI 
AEDFGLKLIDHRLSTSAPEDLSG 
LPRFKENGRAEFAPFDELFPLEG 
DAVPEGFNGWLLFLDEFNSAR 
KEIQAAAYKLVLDRMTGQKKL 
H P Y V AI VC AGNKATDRAITNN L 
STAMQSRLIHLEMETDFDVFME 
D V A IPNK. WDERV I AFLN AN PNK 
LNDFEPDHQEKTFCCSRTWEFV 
NK1VSILPPGPINSEMTLLLAGTI 
TSGVATSFV 


23321 


53689 


B 


23455 


74 


240 




23322 


53690 


A 


23456 


143 


384 




23323 


53691 


A 


23457 


1 


3267 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23324 


53692 


A 


23458 


2 


550 


KRSSEHIQRIDRDVSGTLRKHIF 
FRDRYGTKQRELLHILLAYEEY 
NPEVGYCRDLSHIAALFLLYLP 
EEDAFWALVQLLASERHSLQG 
FHSPNGGTVQGLQDQQEHVVA 
TSQPKTMGHQDKKDLCGQCSP 
LGCLI RILIDG 1SLGLTLR\LWDV 
YL VEG EQ AFM PITRI AFKVQQK 
RLTKTSR 


23325 


53693 


A 


23459 


72 


630 




23326 


53694 


A 


23460 


1 


2835 


MDALMLALGALMLALGLGDP 
KSAQVSDPDGAEPGPGRATGT 
DPLVQIHWKLGISEALSIPGGRL 
YRDLWSLTPVCLHIPGIAHHGP 
FTLGRMDVVEVAGSWWAQER 
EDIIMKYEKGHRAGLPEDKGPK 
SFGSYNNNVDHLGIVHETELPP 
LTAREVKQIRREISRKSKWVKM 
LGEWDTYKNSRKLIDRAYQGIP 
MMRGPMWSVLLNIEEIKLKNP 
GRYQVRSARAQPTGQAVSGAQ 
VSSWRERQDHPGELGVKI 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


23327 


53695 


A 


23461 




832 


MGWRARWLMPV1SALWEAED 

PIPPELTRLLQQSQDPLLMGLFP 

TNPKEKTQEEPPGQSRAPVLTV 

VSKFKVLAGLLHLGNIQFAASE 

DEAQPCQPMDDAKCEGQGVG 

WAGPVRKASLEQLLQVLHSTT 

PHYIRCIKPNSQGQAQTFLQEE 

AGAGRRRQRRRQKQQRRRRRQ 

LGGGGDGGNGSVGDDGATRGS 

RGCALEK.ECVATPRRGLLFSRP 

HK.LAFAVGGSVTSVGPKPRAP 

MDVVEVAGSWWAQEREDIIM 

KYEKGHRAGLPEDKGPKPFRS 

YNNMVDHLG1VQDFADFGTTIK 

QDFRLLGQTSVDRLLQLSQGQ 

AVKGNQLLPVSLVKRKTTLAP 

NTQTASPRALADSLMQLARQV 

SRLESGHFYDAHNPFLPPPSMS 

KQAKKTGVPSEGLCRPGGEGQ 

SAVARLTGEKKNHPGAQYANR 

LSPRVGRFINAAGTTGFPTGKR 

AVSATQLIGLQL1LLGEVLQKV 

LTASYPAQSSVPLTSGPVRQIM 

KEKGKRSSEHIQRIDRD1SGTLR 

KHM FFRDRY GTKQRELLH ILLA 

YEEYNPEVGYCMDLSHIAALFL 

LYLPEEDAFWALVQLLASERHS 

LQAAR APAAIG AHERADQAQI S 

LGLTLRLWDVYLVEGEQALMP 

1TRIAFKVQQKRLTKTSRCGPW 

ARFCNRFVDTWARDEDTVLKH 

LRASMKKLTRKQGDLPPPAKPE 


23328 


53696 


A 


23462 


3 


497 


SSECLTMAWIPLLLPLL1LCTVS 
VASYELTQPASVSVSPGQTASIT 
CSGDVLAKKKYARWFQQKPG 
QAPVLVIYKDSERPSGIPERFSG 
SSSGTTVTLTISGAQVEDEADY 
YCYSAADNNGWVFGGG\TKLT\ 
VLSQPKAAP\SVTLFP\PSSEELQ 
ANKAHTGVSQ 


23329 


53697 


A 


23463 


1 


393 


FRSGSELVKAGLRAFFENAAED 
LEKTSENLKLGKFTHSRTQIKG 
VSQNINYTTVALLPILTSIFEHV 
TQHQFGMDLLLGDVQISCYHIL 
CSLYSLGTGKNIYVE\ILGMPDT 
VEDMCPDIPQLECLMKEIN 


23330 


53698 


A 


23464 


319 


508 




23331 


53699 


C 


23465 


94 


222 




23332 


53700 


A 


23466 


1 


636 




23333 


53701 


A 


23467 


1 


483 




23334 


53702 


A 


23468 


1 


1797 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 


23335 


53703 


A 


23469 


1 


4275 




23336 


53704 


A 


23470 


1 


1848 




23337 


53705 


A 


23471 


122 


14928 


ARSWRRRWRTRTKRRRRKSAA 

AVSARRAAAGGSRGAGGWGT 

ADASGAMAEGGEGGEDEIQFL 

RTEDEVVLQCIATIHKEQRKFC 

LA AEGLGNRLCFL EPTSE AKY 1 P 

PDLCVCNFVLEQSLSVRALQEM 

LANTGENGGEGAAQGGGHRTL 

LYGHAVLLRHSFSGMYLTCLTT 

SRSQTDKLAFDVGLREHATGE 

ACWWTIHPASK.QRSEGEKVRIG 

DDLILVSVSSERYLHLSVSNGNI 

QVDASFMQTLWNVHPTC 


23338 


53706 


A 


23472 


134 


1063 


RPPGLTRSPSSPAPARSPTRRQS 

TRRRSGATTSCSQRLWATWNG 

CD/VCLNQSLREIPTDDKGFTAI 

HFAAQWGKLACLQVLVEEYKF 

PVDLLTNNSQTPLHLVIHRDNT 

TVALPCIYYLLEKGADLNAQTC 

NGSTPLHLAARDGLLDCVK.VL 

VQSGANVHAQDAMGYKP1DFC 

KIWNHRACAR.FLKDAMWKKD 

KKDFAREMTKM K.MFKSQLTL 

MEFINYLIEYQKEHKILREAA1R 

KWLHGKLHPGHSLVSNTKQAR 

ATALSKTPEQRESQRSRSFHPSV 

DARLQC 1 PQPTEMPK PI YRKPT V 

KRPHNVEC 


23339 


53707 


A 


23473 


1 


128.0 


MAGLGFWGHPAGPLLLLLLLV 

LPPRALPEGPLVFVALVFRHGD 

RAPLASYPMDPHKEVASTLWP 

RGLGQLTTEGVRQQLELGRFLR 

SRYEAFLSPEYRREEVYIRSTDF 

DRTLESAQANLAGLFPEAAPGS 

PEARWRPIPVHTVPVAEDKLLR 

FPMRSCPRYHELLREATEAAEY 

QEALEGWTGFLSRLENFTGLSL 

VGEPLRRAWKVLDTLMCQQA 

HGLPLPA WA SPD V LRTL AQ I S A 

LDIGAHVGPPRAAEKAQLTGGI 

LLNAILANFSRVQRLGLPLKMV 

MYSAHDSTLLA LQGALGLYDG 

HTPPYAACLGFEFRKHLGNPAK 

DGGNVTVSLFYRNDSAHLPLPL 

SLPGCPAP\CPLGRFYQLTAPAR 

PPAHGVTCHGPYEAAIPPAPVV 

PLLAGAVAVLVALSLGLGLLA 

WRPGCLRALGGPV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23340 


53708 


A 


23474 




672 


AVGWESGKWDSGRGQGGGQE 
QMWSCQSDMLYPPDQVGAWG 
LPGPTGPKGDAGSRGPMGMRG 
PPGECPQCCPTAPLAIPSTRWAL 
PCSWPPGPPGPPGPPAPVGPPHA 
\G SPSM VSPPGI PAGGGGGG VAI 
STVPATIKTRRQEVSPELPRP/PG 
PAPPPGPDVRPWLLRPPGPMGK 
LSPGQG 


23341 


53709 


A 


23475 


135 


677 


AVGWESGKWDSGWGQGGGQE 
QMWSCQSDMLYPPDQVGAWG 
LPGPTGPKGDAGSRGPMGMRG 
PPGECPQCCPTAPLAIPSTRWAL 
PCSGPPGPPGPPGPPAPVGPPHA 
\GSPSMVSPPG1PAGGGGGGVAI 
STVPATKKTRRQEVSPELPRP/P 
G PAPPPGPDVRP WLLGPPGPMG 
KLSPGQG 


23342 


53710 


A 


23476 


220 


745 


TVIQRTGLHSVGPGDPQQGLRE 
AKLGTMVRLVLLPTPRRTTEVR 
TGPERELSMVLEAILGSLLETAC 
DHRQTPPSSKPQA/GSSRLREGT 
SAGQPCS/LRLRLGPRAGGRRC 
CRDIERSSSSSVCGRKCKRKKR 
KRGMCQSRHK.HGCRRPQEGPR 
CNDGRALCSPRPQTTPGPLS1A 


23343 


5371 1 


A 


23477 


1 


2433 




23344 


53712 


A 


23478 


3 


803 


FPGRRFRVRACVAGGSHCLFNS 
CCCCTSASLPARERHEWPGPAA 
AAAAAAAAARRSQTQREGLFA 
GWGGGFAMSDDDSRASTSSSSS 
SSSNQQTEKETNTPKKKESKVS 
MSKNSKLL\SPRAKGIQKEL\AD 
1TLDPPPNCSAGPK.GDN1YEWR 
STILGPPGSVYEGGVFFLDITFTP 
EYPFKPPKVTFRTRIYHCNINSQ 
\GVICLDILKDNWSPALTISKVL 
LSICSLLTDCNPADPLVGSIATQ 
YMTNRAEHDRMARQWTKRYA 
T 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23345 


53713 


A 


23479 


372 


1839 


G E AGGTE AEPENG AGGPRVPG 

WWGWSSTSSPRGCWDSGRSAA 

AIMDFLWDKRTGLAARKMPHP 

RRYHSSERGSRGSYCEHYRS/R 

K/HKQRRSRSWSSSSDRTRRRR 

REDSYHVRRRCSRTFSRSSSQH 

SSRKAKSVEDDTEGHLIYHVGD 

WLQERYEIVSTLGKGTFGRVV 

QCVDHRRRGARVALKIIKNVE 

KYKEAARLEIKVLEK1NEKDPG 

KNLCVQMFDWFDYHGHMCISL 

ELLGLSTFDFLKDNNHLPYP1H 

QVHHMASQLCQAVKFLHDNK. 

LTHTDLKPENILFVNSDYELTY 

NLEKKRHERSVKSTAVRVGDF 

GSATFDHEHHSTIVSTRHYRAP 

EVI LELG WSQPCDVWSIGC1IFE 

Y Y VG FTLFQTH DNRQ HL ATME 

RILGPIPSRM1RKTRKQKYFYRG 

RLDWDENTSAGRYVRENCKPL 

RQYLTSEAEEDHQLFDLIESML 

EYEPAQRLTLGEA LQHPFFSRL 

WAEPPNKLWDSSQDISP 


23346 


53714 


A 


23480 


28 


941 


QSARPSLrCRARSQRGRPLPSRA 

LVFLFLFFFFFFNFLPIHTQPSAH 

KDMTTNAGPLHPYGPQHLVRLD 

NFVPN\DRPTWAYTGLGLFSVT 

GGLRSWTTWAVVQGRAAGCPI 

GDFGRATVPCCWVLQCVGFIH 

LVIEGLVPFSNYERPCFGDQSLL 

NLKLWAKEYGQGETARLHPGG 

DKFHSVALGTITSFA\WGEPFSL 

WV V I A\FLLQH PL\RFIL\QLV VS 

VG\QIYG\DVF\YFLKEHPRRDS 

KHGKPGPTPLLLPGFSFVFHEM 

PLWLVPAPGSPLCLDAWKAPS 

THAPEHAWNAKGPQKPKSKKN 



3079 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Ijnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23347 


53715 


A 


23481 


1 


1386 


MWRNLKLPRDLLNGFDQNADS 
DMDNEVQAEVVTDGDEELIGN 
WSKGHSCYILAKRLAAFFPCPK 
DLWKFELERDDLGYLAEEISSS 
EAFKSVSYEKAHAWNPLESTC 
RHASLALAVVLQRRDWENP\G 
VTQL\NRLAAHPPFASW\RNSEE 
ARTDRPSQQLRSLNGEWRLMR 
YFLLTHLCETLVKVKDAEDQL 
G ARVC VLERQ1 FDFLG YQWAPI 
LANFVHIUV1LGLFGTIQYRPRY 
ITGILSFPKHQESLSLKFTCLTEA 
ERDTDALLHLENACRESTATQR 
IQG FFLKDKKRKKQQPQQQKQ 
QQ WA KVQLGP WLQRVQAPSL 
GSFHGVLSLRVHRSKELRFRNC 
CLDFRGCMEMPGCPGRGVLQA 
QNPRG EPLLGQCRREMCGGSP 
YIVPTGALPSGAVRRRPPSSRPH 
NGRPTDSLHCVPGKAADTQHQ 
PLKAARRAAVPCKATGSELPK 


23348 


53716 


A 


23482 


3 


732 


SPLTPTATSGNPSKASSPGGLGS 
LVSTASSLPAGEKNSPRTGPGP 
RRAGVAGIPNSGPDTVEGPYNL 
CGRQGRWGGLIISLASEMKLQT 
LQTSVTTAKATLLELFVPLGGL 
VASLASEVRLQ1FPRGGHLQSA 
KCGLLLHFSLPTSRSGRRKANR 
PM A VT VLL VL I RDC ADLLA VK 
AVIHCYQDQWPLRGSSRPANTP 
PPKASVSRRPPGHRGVRRGSPL 
LQVGARRVGAEAPALLELQSPS 




fsTTi 




2^4^ 




^ 

















MLNLQGKEWLELEEDAQKAYI 
MGLLDRLEVVSRERRLKVARA 
VLYLAQDGEKFCPKRDCTNNS/ 
RY/NSI*MIQMMRFGTLELMRL 


23351 


53719 


A 


23485 




3333 




23352 


53720 


A 


23486 


1 


2661 




23353 


53721 


A 


23488 


3 


433 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23354 


53722 


A 


23489 


3 


990 


EKMNTADQARVGPADDGPAPS 

GEEEGEGGGEAGGKEPAADAA 

PGPSAAFRLMVTRREPAVKLQ 

YAVSGLEPLAWSEDHRVSVST 

ARSIAVLELICDVHNPGQDLVIH 

RTSVPAPLNSCLLKVGSKTEVA 

ECKEKFAASKDPTVSQTFMLDR 

VFNPEGKALPPMRGFKYTSWSP 

MGCDANGRCLLAALTMDNRL 

TIQANLNRLQWVQLVDLTEIYG 

ERLYETSYRLSK.NEAPEGNLGD 

FAEFQRRHSMQTPVRMEWSGI 

CTTQQVKHNNESRDVGSVLLA 

VLFENGNIAVWQFQLPFVGKES 

ISSCNTIESGITSPSVLFWWEYE 

HNNRKMSGL1VGSAFGPIK1LPV 

NLKAVKGYFTLRQPV1LWKEM 

DQLPVHSIKCVPLYHPYQKCSC 

SLVVAARGSYVFWRLLL1SKAG 

LNLHNSHVTGLHSLPIVSMTAD 

KQNGTVYTCSSDGKVRQVIPIF 

TDVALK.FEHQLIKLSDVFGSVR 

THGIAVKPCGAYLAIITTEGMIN 

GLHPVNKNYQVQFVTLKTFEE 

AAAQLLESSVQNLFK.QVDL1DL 

VRWKILKDKHIPQFLQEALEKK 

IESSGVTYFWRFKLFLLRJLYQS 

MQKTPSEALWKPTHEDSKILLV 

DSPG\MGN A DDEQQEEG TS SKQ 

VVKQGLQERSKEGDVEEPTD\D 

SLPTTG\DAG\GREPMGRRNSW 

GNSKGKIRSCWEMRLTREHMK 


23355 


53723 


A 


23490 


1218 


1446 


RCTDSQV\RSPTPLHLAAQACSL 
ETTVCLLCSKADYTLSEKRGW 
MP1HFAAFYDNVCIIIALCRKDP 
SLLEAEATAE 


23356 


53724 


A 


23491 


2 


632 


NMAKTYDYLFKLLLIGDSGVG 
KTCVLVFRFSEVDAFNSTFIFTIRI 
DFKIRTIELDGKRIKLQIWDTAG 
QERFRTITTAYYRGAMGIMLVY 
DITNEKSFDNIRNWIRNTEEHAS 
ADVEKMILGNKCDVNDKR.QVS 
KG S/G EN KL A LD YG 1 K.FMETS A 
KANIN VEN A FFTL ARDI KAKM D 
KKLDGNSPVQGSNQGVKITPDQ 
QKRSSFFRCVLL 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, y=possible nucleotide 


23357 


53725 


A 


23492 


1 


1018 


fvf V FY H VGQ AG LELLTSGPHCP 
DSQAADKAESATLLSRARLGA 
YCACASLERRWPHFPSGRECN 
MAK.TYDYLFKLLLMGDSGVGK 
TCVLFRFSEDAFNSTFISTIGIDF 
KIRTIELDGKR1K\LQIWDTAGQ 
ERFRTDHNRPTYRGAMG1\M\L 
VYDITNE\KSF\DNIRN\WI\RN1E 
EHASADWEKAMILGNKCDVND 
KRQVSKERGEKLALD\YGIKFM 
ETSAKANINVENAFFTLARDIK 
AK MDKKLG PARPHGTLLGKGE 
EFAGVAGASASGSASLGTLPKQ 
TRPCPVNPQASREHTAFSIPLKG 
QKDN MEGN SPQG SNQG VK1TP 
DQQKRSSFFRCVLL 


23358 


53726 


A 


23493 


1 


130 


















23360 


53728 


A 


23495 


445 


649 


YPSLTNSKLLVHH\FMELC\WD 
KCVEKPQGIALDSRTENCLS\SC 
\VDRFIDT\TLAITSRFAQIVQKG 
GQ 


23361 


53729 


A 


23496 


210 


397 


VIYAPGKKAQRTQK/APK.TKTK 
KPHLSPCPSP/WRSRSCQPMQQS 
WSGAQVHIPQPPHTTCITWA 


23362 


53730 


A 


23497 


55 


286 


QASSSPPISSVTCRKALPPGQTK 
K.GLVASGDPEPVSMGTSSPTPS 
LAPEHSSRASLEPSSSA* PSLAT* 
SRAGGSQA 


23363 


53731 


- — 


23491 


780 


1022 


QAMHGRSPGVTVRASGLRlvlEG 
DGPLGSVPTQARATGAPGHSAT 
PSPAWRAW\SSSSKAS/WLPDA 
AGPPTPPWSGPSPPTSW 


23364 


53732 


A 


23499 


1 


782 




23365 


53733 


A 


23500 


275 


688 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23366 


53734 


A 


23501 


1166 


2271 


LRCILTLISRWCS*VSTVANLPP 

GISKWGANWQRCEMKE*CWSP 

AVTWCITCAQRSG/IGDSSPYPG 

ATSFNEYVKANLTWRGPVEQH 

PLVNYLDHERGTLSNPTARHYL 

PVLYVLRAILWARTPLP1PGRTT 

VSKVKMKKRILRAMRQKQQVL 

PLLVGLGLDELSMSAPSIPAAK 

ARMAQLDSRECRKLLNQAMA 

CRTSLEVEHLLAQFRMTQQDA 

PLVTAEC1TLESDWRSKEEVLK 

GMTDNLLLAGRCRYPRKLEAD 

LWAREAVFSTGLGFSFAIPHSK 

SEH I EQSTIS V ARLQAPVRWGD 

DEAQFIIMLTLNKHAAGDQHM 

RIFSRLARPJMHEEFRNALVNA 

ASADAIASLLNMNWTVKEHHE 


23367 


53735 


A 


23502 


1 


2604 




23368 


53736 


A 


23503 


306 


468 


TRHCDRRQPRRGHRRAGT/CNQ 
PKGCCCVRTKQPLSSVLISPNF 
CPCSSFLKNS 


23369 


53737 


A 


23504 


102 


509 


AAQQGTMARSL1.LPLQILI.LSL 
ALETAGEEAQGDKI1DGAPCAR 
GSHPWQVALLSGNQLHCGGVL 
VNERWVLTAAHCKMNEYTVH 
LGSDTL/E/ADRKAQRIK.PSKSF 
RHPGYFTQTHVNDLMLVKLNS 
QARLSSMVK 


23370 


53738 


A 


23505 


1 


1032 


MMQATVGFEDGDAATSQVSPS 

VNK VH SSI YFLDFFEEYI VIAFKI 

LRRGPD1SCSQHNGEDCSPHSQP 

WQAALVMENE/LFCSGVLVHP 

QWVLSAAPVSRKYNRPLLAND 

LMLIKLDESVSESDTIRSISIASQ 

CPTAGNSCLVSGWGLLANDPT 

SR\LPPPLECRNPVPQLLLPPEKP 

RTAPDTLGSSPVPKSRTGSSGSS 

FLLPAPPSPFPRPHHGTPPTSCG 

QD VD VPA L AGG SLGSPAGE AL 

PRLAAPERLSRHHGKIPSPAPAD 

LTA1LALETAGEEVPFPLTSCA 

WMSSSSPPGLHEGLQGLTGKFH 

AVRWHPRLQEKRLQSVPSPDSR 

IPGARRPAAR 


23371 


53739 


A 


23506 


303 


393 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23372 


53740 


A 


23507 


391 


1170 


GSFFFFFKYFAYSPMPKNSKVV 
KRELDDDVTESVKDLLSNEDA 
ADDAFKTSELIVDGQEEKDTDV 
EG K\S E VEDERP A WNSKLQ Y 1 L 
AQVGFSVGLGNVWRFPYLCQK 
NGGVVEPECEQSSATTYYWYR 
EALNISSSISESGGLNWKMTICL 
LAAWVMVCLAMIKG1QSSGKV 
NTYDRVTMSATVLALQEQWQT 
FSPIRSGNGHLTGSGAQRTPCRI 
RRGGSQLRVCDGGKQQWWTV 
SQSSARAITNTDQKSVQLQDLIE 


23373 


53741 


A 


23508 


45 


546 


EGGGSRSLWFRELIGQPVQSFIE 
PVAAGGAVALNVQ/RSCGVVS 
AAPACL*SRPHSWRWGGPACW 
RTPGG/LASRSSSSASILMSSSRA 
SFTRSLSLLSTHKDQGLVCSGSS 
GATGAGSC/LWPPTSHTVKLMF 
LYSTVSTLKPMVGMVVTISPSL 
SL*RIVVFPAASRPT/YEDAHFFF 
CQKGP*RGSWSSLQHPGPP 


23374 


53742 


A 


23509 


1367 


2142 


VRRPQGCLGKRSLLSRVCALVP 

WGIWP/WSLAVGPQYSSLGSQP 

ILCASIPGLVPKQLRFCRNYVEI 

MPSVAEGIKIGIQECQHQFRGR 

RWNCTTVHDSLAIFGPVLDKG 

YFGYLETITVPSDSVVSTKAETP 

DKGVCGRELGFRGGWLPELQS 

LDEISMGWALCSRLQIKATRES 

AFVHA1ASAGVAFAVTRSCAEG 

TAAICGCSSRHQGSPGKGWKW 

GGCSEDIEFGGMVSREFADARE 

NRPDARSAMNRHNNEAGRQV 

GSPPARVLGKKEPPQQGVCPGS 

LGHMARSLAVGPQYSSLGSQPI 

LCASIPGLVPKQLRFCRNYVEI 

MPSVAEGIKIGIQECQHQFRGR 

RWNCTTVHDSLAI FGPVLDKG 

YFGYLETITVPSDSVVSTKAETP 

DKGVCGRELGFRGGWLPELQS 

LDEISMGWALCSRLQIKATRES 

AFVHAIASAGVAFAVTRSCAEG 

TAAICGCSSRHQGSPGKGWKW 

GGCSEDIEFGGMVSREFADARE 

NRPDARSAMNRHNNEAGRQ 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23375 


53743 


A 


23510 


2094 


2619 


ASPASPAPCSGIPRT*SPYPSPSR 
TQ\APRARGPAIHAHPGP/RGCT 
ALPRQGPPTPGSARAPPRIPAHR 
APTSPTLNFCLASSRQSMPPAPR 
PPPVPATNPVTPGCGRPPPTLGC 
RNPQTL RPPPGLPSPALLRRPLP 
PPARVGMPPHQPPLPTTPACWR 
PVDWARAEGAGRAVC 


23376 


53744 


A 


23511 


3050 


3317 


PARTSPSASGPP**DLISALWTPS 
QPRAPTRQSLNSLSSSAPSSSTIG 
PSPSPPAPGPAPPLPWLPPSPSSL 
PRLSQVSRRPHSHLHPQ 


23377 


53745 


A 


23512 


862 


2954 


AEHTLLVCFLNTSLTTTSTHVES 
FGGQLRGSQIGHPRRPNKMPYA 
WSIPQDPPLKPERDPGGPLGVS 
LSLPVNQYGESEEPMGDDDYD 
EYSKELNQYRRSKDSRGRGLSR 
G RG RG SRG RGK.GMGRGRG RG 
GSRGGMNKGGlvrNDDEDFYDE 
DMGDGGGGSYRSRDHDKPHQ 
QSDKKGKVICKYFVEGRCTWL 
YHTTGNCrNGDDCMFSHDPLTE 
ETRELLDK.VEMTGSSVFDYIHP 
GDHSEVLEQLGLRTPTPGPPTPP 
SVSSSSSSSSSLADTPE1EASLTK 
VPPSSLVQERSFFVRMKSTLTK 
RGLHVKASGYKVIHVTGRLRA 
HALGLVALGHTLPPAPLAELPL 
HGHMIVFRLSLGLTILACESRVS 
DHMDLGPSELVGRSCYQFVHG 
QDATRIRQSHVDCETHLHPPSL 
PTTPQTRASHSLVPG SPSSGLPT 
VPPAAPTAPGTPFS1GRAARRLS 
DASGLLDKGQVMTGYYRWLQ 
RAGGFVWLQS VATV AG SGKSP 
GEHHVLWVSHVLSQAEGGQTP 
LDAFQLPASVACEEASSPGPEPT 
EPEPPTEGKQAAPAENEAPQTQ 
GKRIKVEPGPRETKGSEDSGDE 
DPSSHPATPRPEFTSV1RAGVLK 
QDPVRPWGLAPPGDPPPTLLHA 
GFLPPVVRGLCTPGTIRYGPAEL 
GLVYPHLQRLGPG\PALPEAFYP 
PLGLPYPGPAGTRLPRKGD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


23378 


53746 


A 


23513 


1319 


2211 


GSKVYGSLFHINHGNPFNMEVL 
VDSWPEYQMVIIRPQ/ETVRGE 
EKVQGNDLTFHHPTQEMTDDM 
DSYTNVYRVFSKDPQKSQEVL 
KNSEIINWKQKLQIQGFQESLG 
EGIRAAAFSNSVKVEHSRALLF 
VTEDILKLYATNKSKLGSWAET 
GHPDDELESETPNFKYAQLNVS 
YSGLVNDNWKLGMNKRSLRYI 
KRCLGALPAACMLGPEGVPVS 
WVTMDPSCE1GMGYSVEKYRR 
RGNGTRLIMRCMKYLCQKNIPF 
YGSVLEENQGVIRKTSALGFLE 
ASCQWHQWNCYPQNLVPL 


23379 


53747 


A 


23514 


234 


858 


SVPLQESPLPPPPTHQADC* SPC 
GAQGGWVTLAVASASS*AHTA 
SPLPRSPQ AQGRAPS PAPPQIHL 
TTPSSFSSQGT/SHGGLGSTPGA 
DDPNTSSS\PPPGGSTPRWSAGD 
SAHSGGEVDGWS*SFP*SVPSY 
GT*SPFCPWPSSGQRSFHGIASG 
WEPDGIPDGSSRWEPCGKPQF.S 
ETGVEGRQHFPKQLCLGSCRA 
VASPRVARA 


23380 


53748 


A 


23515 


1 


3582 




23381 


53749 


A 


23516 


628 


4254 


RLPESRAHDVAGADERPWPVH 
AGIFKSPAAGAAM SPA AAA AG 
AGERRRPIASVRDGRGRGCGGP 
AGAALLGLSLVGLLLYLVPAA 
AALAWLAVGTTAAWWGLSRE 
PRGSRPLSSFVQKARHRRTLFA 
SPPAKSTANGNLLEPRTLLEGP 
DPAELLLMGSYLGKPGPPQPAP 
APEG QDLRNRPG RRPPARPAP R 
STPPSPPTHRVHHFYPSLPTPLL 
RPSGRPSPRDRGTLPDRFVITPR 
RRYPIHQTQYSCPGVL 


23382 


53750 


A 


23517 


1 


392 


KVHMNGLRYALYIMGPALTRG 

CHQVLIMLCCEVIERILT/VMM 

KEAYFGEVDIMDDLPTAGNISA 

NVTGRLYKCGVINHTVDLRRM 

K.T/EKWQNNLLPSRQFGF1VLTT 

SAG1MDHEEARRKHTGGKILGF 


23383 


53751 


A 


23518 


227 


352 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23384 


53752 


A 


23519 




507 


SFRAATMVRMNVLADALKSIN 
NAEK.RGKRQVLIRPCSKV1VRF 
LTVMMKHGYIGEFEIIDDHRAG 
KIVVNLTGRLNKVGVQWRDLG 
YCNLCLPGSSDSSASASLVAEIT 
\CGVISPRFDVQLKDLEKWQNN 
LLPSRQFGFIVLTTSAGIMDHEE 
ARRKHTGGKILGFFF 


23385 


53753 


A 


23520 


279 


653 


A RAQRFSSQVDVF YLIQSVIFCR 
LALAEFE1IDDPQSLGKLL*TLT 
GRLKQ/CLGV1SPRF\DVQLKRP 
WKKWHEIIL/PSNPAKFGFMVLT 
TSAGLHG/HHEGRQDRKHTGG 
KILG ILLYRDVIHIFT 


23386 


53754 


A 


23521 




392 


KVHMNGLRYALYIMGPALTRG 
CHQVLIMLCCEVIERILT/VMM 
KEAYFGEVDIMDDLPIAGNISA 
NVTGRLYKCGV1NHTVDL/PPY 
ENGKWQNNLLPSRQFGFIVLTT 
SAG1MDHEEARRKHTGGKILGF 


23387 


5^755 




23521 


To! 


371 


LSYIGKFEI1DDHRAGKIVVNLT 
GGLNKCGVISLRFDVQLKDLEK 
WQNNLLPSCQFGFIALTTSAGI 
MDHKEAR*KHTAGKILEFFF 


23388 


53756 


A 


23523 


252 


378 




23389 


53757 


A 


23524 


3 


518 


HASAFRAATMVRMNVLADAL 

KS1NNAEKRGKRQVLIRPCSKVI 

VRFLTVMMKHGYIGEFE1IDDH 

RAGKIVVNLTGRLNKVGVQWR 

DLGYCNLCLPGSSDSSASASLV 

AEIT\CGVISPRFDVQLKDLEK\ 

WQNNLLPSRQFGFIVLTTSAGI 

MDHEEARRKHTGGK1LGFFF 


23390 


53758 


A 


23525 


279 


709 


ARAQRFSSQVDVFYLIQSVIFCR 
LALAEF*NPLMTHQSLGKFVVN 
PHRAGLNKCGWISPQILTVQLQ 
RP WKK W AGLILLP\SRQ VLGFM 
VLTTSAGI\MDHEEARPKTPRR 
GKSWGFFFLGDVNYILFYKLKC 
LMDSGASTWSF 


23391 


53759 


A 


23526 


207 


564 


SMAKEA1SINRSLWAGPAKISSP 
AETEMESLISLFQKYVGKGGYN 
CTLSKTEFLSFMN A EL A A FTKN 
QKDPGVLHRMMKKLGTNNDG 
QLDFSEFLNLIGGLAMACHDSF 
LKAVPSQKRT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54(1,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


23392 


53760 


A 


23527 


1 


407 


FREKQSQELSQYGAMGAGQSF 
NSQFLQHGGPRGPSVPAGM"NP 
TG1GGVMGPSGLSPLAMNPTRA 
AGMTPLYAGQRLPQHGYPGPP 
QAQP/PAPTGGQENLL*GVSRA 
AVSARSLPGPFRAIPVSHLAGNP 
TPPMNPH 


23393 


53761 


A 


23528 




315 




23394 


53762 


A 


23529 




763 


DYEE1TIDPTCSWKPVPVKPDM 
H1KEEPDGPALKRCRTVSPAHV 
LMPSVMEMIAALGPGAAPFAPL 
QPPSVPAPSDYPGQGSSFLGPGT 
FPESF PPTTPSTPTL A EFTPGPPPI 
CYQSD1PSSLLTSEKST/SLPLQA 
RR/PPAGHLDPTHNPGTPGLHTS 
NLGAPPGPQLHHSNPPPASRQS 
LGQASLGPTGELAFSPATGVMG 
PPSMSGAGEAPEPALDLLPELT 
NPDELLSYLGPPDLPTNNNDDL 
LSLFENN 


23395 


53763 


A 


23530 


1 


2901 


MERRGPGAATARGRARPGGGP 

SVGLLATGSSLNPSFHGVARIVP 

GFIR1ARPRDGSFAYESVPWQQS 

ATQPAGSLSVVTTVWGVGNAT 

QSQVLGNPMGPAGSPSGSSMM 

PGVAGGSSALTSPQCLGQQAFA 

EGGANKGYVQQGVYSRGGYP 

r, 4 pr.FTTr, v a r,r,pr,r,i rsi p?h 

AARPSTDFTQAAAAAAVAAAA 

ATATATATATVAALQEKQSQE 

LSQYGAMGAGQSFNSQFLQHG 

GPRGPSVPAGMNPTGIGGVM 


23396 


53764 


A 


23531 


80 


412 


KPGNGACAGREWCDGGGAAW 
NWRDPGLPVGDSGVWDRVLLE 
LLGPRSPRPLDVGGPAAGTPGV 
LSR/HLPVDCGLGPEALLCSSAP 
AARRPSLCGGHGRVMRGFRLG 
CGFRP 


23397 


53765 


A 


23532 


1 


192 


RPLDVGGPAAGTPGVLSR/HLP 
VDCGLGPEALLCSSAPAARRPS 
LCGGHGRVMRGFRLGCGFRP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23398 


53766 


A 


23533 




2094 


RPLDVGGPAAGTPGVLSRPCPS 

TAALAPKPFCAAPRPQPDAPAC 

AGATGGSCADFDSGVDFVRRR 

SSGLWGPQPPLFPVKNYTEMFQ 

DPVAFKDVAVNFTQEEWALLD 

ISQKNLYREVMLDTFWNLTSIG 

KKWKDQNIEYEYQNPRRNFRS 

VTEEKVNEIKEDSHCGETFTPV 

PDDRLNFQKKKASPEVKSCDSF 

VCGEVGLGNSSFNMNIRGDIGH 

KAYEYQEYGPKPCKCQQPKKA 

FRYRPSFRTQERDHTGEKPYAL 

LKNDGKKPLFYHSSIQRHMVV 

HSGDGPYKCKFCGKAFHWLSL 

YLIHERTHTGEKPYECKQCGKS 

FSYSATHRJHERTHIGEKPYECQ 

ECGKAFHSPRSCHRHERSHMGE 

KAYQCKECGKAFMCPRYVRRH 

ERTHSRKKLYECKQCGKALSSL 

TSFQTHIR\MHSGERPYECKTCG 

KGFYSAKSFQRHEK.THSGEKPY 

KCKQCGKAFTRSGSFRYHERTH 

TGEKPYECKQCGKAHERTHTG 

EKPYECKLYGKALSRLI SFRRH 

MRMHTGERPHKCKICGKARSS 

PSSFQRHERSHTGEKPYKCKQC 

GKAFTCFHF\FQYHERTHTGEK 

PDGCKQCGKAFRSAKYIRJHGR 

THTGEKPYECKQCGKAFHWVS 

SFHRHERTHAGEKPYECKHCG 

KAFTCSIYIRIHERIHTGEKPYQ 

CKECGKAFIRSSYCRKHERTHTI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23399 


53767 


A 


23534 


48 


1317 


CGLMDELVHDLTSALEQTSEQ 

NKLGELWEEMALSPRQQRRQL 

RK.RRGRKRRSDFTHLAEHTCC 

YSEASESSLDEATKDCREVAPV 

TNFSDSDDTMVAKRHPALNAI 

VKSKQHSWHESDSFTENAPCRP 

LRRRRVKVKRVTSEVAASLQQK 

LKVSDWSYERGCRFKSAKKQR 

LSRWKENTPWTSSGHGLCESA 

ENRTFLSKTGRKERMECETDEQ 

KQGSDENMSECETSSVCSSSDT 

GLFTNDEGRQGDDEQSDWFYE 

GECVPGFTVPNLLPKWAPDHCS 

EVERMDSGLDKFSDSTFLLPSR 

PAQRGYHTRLNRLPGAAARCL 

RKGRRRLVGKETS1NTLGTERIS 

HIISDPRQKDFWLPSAGKRERN 

QFNPLSPLYSLDVLADASHRRC 

SPAHCSARQANVHWGPPCSRDI 

KQEAETSGHS1FV 


23400 


53768 


A 


23535 


225 


403 




23401 


53769 


A 

- — 


23536 


1 

- 


403 


REQEFLHMAPGEVTITVR\LIRS 
LEHR\NFKPVVYHGVNLDQTV 
KEFI VFLKQD1 PLRTNLPPPFRN 
YKYDALKIIHQAHKSKTNELVL 
SLEDDERLLLKEDSTLK A AG I A 
SETE1GIF\REEDYRNYKANP1SS 


234Q2 


5377Q 




23537 




239 




234Q3 


53771 


— 


23538 





214 




23404 


53772 


A 


23539 


1 


1341 




23405 


53773 


A 


23540 


1 


1677 




23406 


53774 


A 


23541 


1010 


1509 




23407 


53775 


A 


23542 




6355 




23408 


53776 


A 


23543 


223 


10504 


VKMPIGSKERPTFFEIFKTRCNK 
ADLGPISLNWFEELSSEAPPYNS 
EPAEESEHKNNNYEPNLFKTPQ 
RKPSYNQLASTPIIFKEQGLTLP 
LYQSPVKELDKFKLDLGRNVP 
NSRHKSLRTVKTKMDQADDVS 
CPLLNSCLS\ESPVVLQ\CTHVTP 
QRDKSVVCGSLFHTPKFVKGR 
QTPKHISESLGAEVDPDMSWSS 
SLATPPTLSSTVLIVRNEEASET 
VFPHDTTANVKSYFSNHDESLK 
KNDRFIASVT 


23409 


53777 


B 


23544 


137 


709 




23410 


53778 


A 


23545 


1 


1974 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2341! 


53779 


A 


23546 


207 


1622 


MACCLASDEVKESKRINAEIEKA 

AAAETRRDARREL/RRLLLLGT 

GESGKSTFIKAQMRIIHGAGYSE 

EDKRGFTKLVYQNIFTAMQAM 

1RAM\ETL\KILYKVRSRTRANA 

LALIRGGGTLEKVTTFGAFSYVQ 

LPLKDLFGRDPGIQE/CAYERQP 

RSYQLSDSAKYYLTDVDRIATL 

GYLPTQQ\DVPAGSRVPTT\GIIE 

YPFDLEMIF\RMVDVGG\QRS\E 

RRKW1HCFENVTSIMFLVALSE 

YDQVLVESDNENRMEESKALF 

RTIITYPWF\QNSSVILFLNKKDL 

LEDKRLYSHLVDYFPRSSMGPQ 

R\DAKAA REFILKMFVDLNPNS 

DKI1/YTSHFTCPHRHRRTSRFVF 

PAVKDTILQLNLEEYKPGLSAP 

GPGRRDGDTGQDLPSTEPAAA 

RAGGAAESGPGPLPAGGDFFFF 

IFLTNGFYFTVIRGCTSLPPYTSR 

TFSPFVNGKGSLFLALTYGSLFS 

KKKKKKKE 


23412 


53780 


A 


23547 




401 


KK.VPGRLSEMSFSLNFTLPANT 
TSSPVT\DCGPSLGLAAG1PLLV 
ATALLVALLFTLIHRRRSSIEAM 
EESDRPCEISEIDDNPKJSENPRR 
SPTHEKNTMGAQEAHIYVKTV 
AGSEEPVHDRYRPTIEMERRR 


23413 


53781 


A 


23548 


584 


1071 


PCR LPLHL1 L VEDLSFSLNFTLP 
ANTVSTAAPIHQAT/PEKTSAEF 
TDCGPSLGLAAGIPLLVATALL 
VALLFTL1HRRRSSIEAMEESDR 
PCEISE1DDNPKISENPRRSPTHE 
KNTMGAQEAHIYVKTVAGSEE 
PVHDRYRPTIEMERRRGLWWL 
VPRLSLE 


23414 


53782 


A 


23549 


25 


654 


LFLQMKDTSPIIFVRKELTIRQC 
TKKVPGRLSEMSFS\LNFTLPAN 
TTSSPVTGGKETDCGPSLGLAA 
G 1 PLL V ATALL VALLFTLIH RRR 
SSIEAMEESDRPCEISEIDDNPKI 
SENPRRSPTHEKNTMGAQEAHI 
YWKTVTAKSEEPVHDRYRPTIE 
MERRRGLWWLVPRLSLGMMP 
TSNQGSHQTWHLGTGLKTQGF 
VLGEERCQAAS 


23415 


53783 


A 


23550 


108 


413 


RRSGSMALWRAYQRALAAHP 
WKVQVLTA/GLLGRKAALLAP 
CQ*LYLPTQASWTEGHASCSSL 
QEATSCPSAFCA*NSKATKQLV 
ERRGLQEHQRGRTLTMVS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23416 


53784 


A 


23551 


1 


146 




23417 


53785 


A 


23552 


2 


442 


GREARRSRSMALWRAYQRALA 

AHPWKVQVLTA\ASGEEGSTA 

GPMPVAIPADPGLLD*RTRFLLL 

TPRSHFLPLCLLRMKLKSHKRS 

LMGLGDI1SQQLVERRGLQEHQ 

RGRTLTMVSLGCGFVGPVVGG 

WYKVLDRFIPGTTKVDA 


23418 


53786 


A 


23553 


3 


675 


RHSRFGAQGSMALWRAYQART 
LFVALPWKWQVLTAGSLMGLG 
D11SQQLVERRGLQEHQRGRTL 
E/TMVSLGCGFVGPVVGGWYK 
VLDRFIPGTTKVDALKKMLLD 
QGGFAPSFLGCFLPLVGALNGL 
SAQDNWGQTTAGELG/RDYPD 
ALITNYYLWPAVQUANFYLVP 
LHYRV\AVVQCVAVIWNSYLS 
WKAHRALSLPHS1VSTLQVMQ 
LDPWNGSDNPPQKWA 


23419 


53787 


A 


23554 


512 


1227 


LQGHLMGIMAASRPLSRFWEW 
GKNIVCVGRMYADHVREMRSA 
/VWLSEPVLFLKPSTGVRAQRA 
RPILMPAYTRNLHHELELVALVI 
GQ\RCRAVPE\AAAMDYVGG\Y 
ALCL\DMTAWDVQ\ASARKKG 
LAWDSGE/DAFTASCPVQRVSL 
PKEK1PDPSQ\LKALGFKVNGEL 
RQEGETSSMIF\S1PY1ISYVSKIIT 
LEEGD1ILTGTPKGVGPVKEND 
E1EAGHTRAGQYDHLKVEKAQ 


23420 


53788 


A 


23555 


192 


436 


RTSDHECFREGQICSVCLRERL 
NLNPEEACLLSQAPCMLFVLQY 
LNTV1PYEKJCASPPSV\EDLQML 
\TN1LFAMKEDNEKVP 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23421 


53789 


A 


23556 


94 


1252 


ARMEAPLVSLDEEFEDLRPSCS 

EDPEEK.PQCFYGSSPHHLEDPSL 

SELENFSSEIISFKSMEDLVNEF 

DEKLNVCFRNYNAKTENLAPV 

KNQLQIQEEEETLQDEEVWDA 

LTDN YIPSLSEDWRDPN IEALN 

GNCSDTEIHEKEEEEFNEKSEN 

DSGINEEPLLTADQVIEEIEEMM 

QNSPDPEEEEEVLEEEDGGETSS 

QADS VLLQEMQ ALTQTFNWJ W 

SYEGLRHMSGSELTELLDQVEG 

AIRDFWE\ELVQQLARRDELEF 

EKEVKNSFF\TVL\IEVQNKQK\E 

QRELMKKRRKEKGLSLQSSRIE 

KGNQMP\LKRFSMEGISNI LQSG 

IRQTFGSSGTDKQYLNTVIPYEK 

K\AYPPSVE\DLQMLTNILFA\M 

KEDNEKVPYFA 


23422 


53790 


A 


23557 


39! 


1169 


GSFFFFFKYFAYSPMPKNSKVV 
KRELDDDVTESVKDLLSNEDA 
ADDAFKTSELIVDGQEEKDTDV 
EG K\SE VEDERPA WN SKLQYIL 
AQVGFSVGLGNVWRFPYLCQK 
NGGVVEPECEQSSATTYYWYR 
EALNISSS1SESGGLNWK.MTICL 
LAAWVMVCLAMIKGIQSSGKV 
NTYDRVTMSATVLALQEQWQT 
FSPIRSGNGHLTG SG AQRTPCRI 
RRGGSQLRVCDGGKQQWWTV 
SQSSARAITOTDQKSVQLQDLIE 


23423 


53791 


A 


23558 


321 


568 


CLWCGASWPRRHSSPGRPAGD 
HRGDRP/EGPDTQG PGRPEPSTE 
PAFNPQSSLDQGGGPAAPAVD 
DDTRRGHGGVCGDGGAGEA 


23424 


53792 


A 


23559 


510 


690 


LRSPQ\RGVAAPPFLGSPVPFGG 
FRVQGGMAGQPSAPPALQTDD 
PYSKAHSVTPKSTPRVT 


23425 


53793 


A 


23560 


25 


480 




23426 


53794 


A 


23561 


84 


292 


VRAVQSLHFHFPWRR/ISCPSES 
TRS1HVDRLPRRNSASLSLSAFP 
VSAGALINGEAWVRMGQVP1P 
KAP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23427 


53795 


A 


23562 


1138 


1924 


CRSSATWTPWTTTGCRGDLTK 

TYSLEAYDNWFNCLSMLVATE 

VCRLLLSPGSAMLRSPATFQVV 

KKKHRTRMLEFFIDVARECFNI 

GNFNSMMAIISGMNLSPVARLK 

KTWSKVKTAKFDVLEHHMDPS 

SNFCNYRTALQGATQRSQMAN 

SSREK.IVIPVFNLFVKDIYFLPQ 

NP\SNH LPNGH INFKKF WEI SRQ 

1HEFMTWTQVECPFEKDKK1P\S 

YLLTAPHPTARKLSSSPSFESEG 

PENHMEKDSWKTLRTTLLNRA 


23428 


53796 


A 


23563 


3 


260 




23429 


53797 


A 


23564 


1 


1386 




23430 


53798 


A 


23565 


137 


611 


MKVNLGDSQNLACVFCRKHD 
DCPN K YGEKKTKEKWNLTVH 
YYCLLMSSGIWQRGKEEEGVY 
GFL1ED1RKEVNRASKLKCCVC 
KKNGAFIGCVAPRCKRSY\HFP 
CGLQRECIFQFTGNFASFCWDH 
RPVQIITSNMYRESLPWHHLLG 
NLFEP1PSY 














DPQGEAKGAAPAEGGGGPV*W 
N\GLQGPAGVPGRDGSPGANGI 
PGTPGIPGRDGFKGEKGECLRE 
SFEESWTPNYKQCSWSSLNYG1 
DLGK1AECTFTKMRS 














QYNGMCSPGPAGVPGR\EGSPG 
ANGIPGTPGIPGRDGFKGEKGE 
CLRESFEESWTPNYKQCSWSSL 
NYGIDLGKIAGRNCWHILAPVP 
N1VSLYFGS 


23433 


53801 


A 


23568 


91 


1170 


ISLHRRPGPTCSMESPASSQPAS 

MPQSKGKSKRKKDLRISCMSKP 

P APN PTPPRN LDSRTF I TI GD RN 

FEVEADDLVTISELGRGAYGVV 

EKVRHAQSGTIMAVKRIRATV 

NSQEQKRLLMDLDINMRTVDC 

FYTVTFYGALFREGDVWICME 

LMDTSLDKF YRKVLD KN MT1 P 

EDILGE1AVSIVRALEHLHSKLS 

V 1HRD VKPSN VL IN KEGHV K.M 

CDFGISGYLVDSVAKTINXAGCK 

VKHGHESLN\PDLNRKGCDVKS 

HVWSLGITMIEMAFLRFPYESW 

GTPFQQLKQVVEHPSPQLPAGR 

FSPEFVDFTAQCLRKNPAERMS 

YLELMEHPFFTLHKTKETDIAVA 

FVKEILGEDS 


23434 


53802 


B 


23569 


111 


193 





3094 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23435 


53803 


A 


23570 


312 


696 


RP*SAHPEPGDCPSPPHPPRCGG 
VAQTAQVPDAPAPV*AG\QHSR 
SYMEDHLKNKNRLEKEWEALC 
A YQ AEPN S SF V AQREEN VPKN 
RSLAVLTSQPTRNQCLPFLQHG 
PGD1CTPVSISSIVLCHRVT 


23436 


53804 


A 


23571 


1 


2974 


QAAGMGPPLPLLLLLLLLLPPR 
VLPAAPSSVPRGRQLPGRLGCL 
LEEGLCGASEACVNDGVFGRC 
QK.VPAMDFYRYEVSPVALQRL 
RVALQKLSGTGFTWQDDYTQY 
VMDQELADLPKTYLRRPEASSP 
ARPSKHSVGSERRYSREGGAAL 
ANALRRHLPFLEALSQAPASDV 
LARTHTAQDRPPAEGDDRFSES 
ILTYVAHTSALTYPPGPRTQLH 
EDLLPRTLGQLQPDELSPKVDS 
GVDRHHLMAALSAYAA 


23437 


53805 


A 


23572 


1 


3202 


ASRRLPRGHGLSAAGQAAGMG 

PPLPLLLLLLLLLPPRVLPAAPSS 

VPRGRQLPGRLGCLLEEGLCGA 

SEACVNDGVFGRCQKVPAMDF 

YRYEVSPVALQRLRVALQKLS 

GTGFTWQDDYTQYVMDQELA 

DLPKTYLRRPEASSPARPSKHS 

VGSERRYSREGGAALANALRR 

HLPFLEALSQAPASDVLARTHT 

AQDRPPAEGDDRFSES1LTYVA 

HTSALTYPPGSRTQLREDLLPR 

TLGQLQPDELSPKVDSG 



3095 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23438 


53806 


A 


23573 


1 


1459 


MPLTSQDVDQKTAAWVPTNRD 

STVPSDPWDCKRRPWPLLVLRP 

LAPGTKAPPGGQNGRGRQKGS 

PCSRRLLLEPAGPLGPASVRC1R 

TTTPQLLI1TTSLRFPSLEAAVGY 

GSNTCI FANACQMVFIMITWPY 

LQCIPYSVLLKDLEMRNLRELE 

DLIIEAVYTDI1QGKLDQRNQLL 

EVDFCIGRD1RKKD1NNIVKTLH 

EWCDGCEA\ALLGIEQQVLRAN 

QYKENHNR/TLQQQVEAEDVYI 

LPQSGNDCRGLRFVSSLIGGVR 

CVHLKHKGDAVVWEAIEEGEA 

LPGKYRLK.GGRSVWAAAVRA 

VCMDQVTNIKKTLKATASSSA 

QEMEQQLAERECPPHAEQRQP 

TKKMSKVKGLVSSSPLGPAGA 

AGTHQAWVRWGGDTKGPFPPL 

STCSEFQTCPSPHQRLPTLLVLF 

QKNCYSPSPTPSFPSCSLQTQGL 

HQCHPKTGSDTAQLPSRRFLSL 

CKGLVSLPVFLLLPRHFVRLVIK 


23439 


53807 


A 


23574 


2 


396 




23440 


53808 


A 


23575 


1 


1014 













no 












2~3577 




747 






53871 


— 


23578 


— 




GRAGKWHTQPE*SLRKAM*MF 
QILMMKMIVALARATSGTEAV 
AGRSWASGLRRSGRV 


23444 


53812 


A 


23579 


26 


229 




23445 


53813 


A 


23580 


1 


574 




23446 


53814 


A 


23581 


889 


1189 




23447 


53815 


A 


23582 


170 


625 


GAAVALVRPNGGTAASHVVCR 
EMRPLRPLQSRRCSRRRTG1SN 
MRALENDFFNSPPRKTVRFGGT 
VTEVLLKYKKGETNDFELLKN 
QLLDPDIKDD\QIINW>LLEFRSS 
VMYLTK\DFE\QLISIILRLP\WL 
NRSQ\TVVEEYLAFLGNLVSA 








23583 


166 


455 


RWKPSGTWPRNPMERPGH*ES 
VPKPGD*AKKSGGET\RGRKEG 
NEHRETFSQIPDCHLNKKSQTG 
VKPCKCSVCGKVFLRHSFLDRH 
MRAHAGHKRS 


23449 


53817 


A 


23584 


3 


3706 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23450 


53818 


A 


23585 


1 


1970 


MVTDRKAAAGTHGEARPCWG 

SGSRVHTYRGAGERAMRVHRP 

MPREDSERVREADGGKHEQRS 

FGDLHPTAAPAPAASGCGTQPG 

RVKQPGEWQHREAPQQRQPPV 

RPHGSHQLVTVRYERRPGGKE 

RARLRPGLGCPSGRTPQGRAPQ 

GTALPTAAAAAIFPSAALTSGQ 

RNASLPKFYFRGGTWGTSQSEA 

LCGKLSNQFLGEPLVPRIRL1LS 

CGTCSGCSSPRKDPGHPEAGNG 

PSRDFFQLPSEERDSVAFEDVA 

VN FTQEE WALLSPSQKNLYRD 

VTLETFRNLASVGIQWKDQDIE 

NLYQNLG1KLRSLVERLCGRKE 

GNEHRETFSQIPDCHLNKKSQT 

GVKPCKCSVCGK.VFLRHSFLDR 

HMRAHAGHKRSECGGEWRETP 

RKQKQHGKASISPSSGARRTVT 

PTSMRPYE\TKVCGICA\FIS\PIYF 

QIHQRTPTEKRSYKCREIVRAFT 

VSSFFRKHGKMHTGEKRYECK 

YCGKPIDYPSLFQ1HVRTHTGE 

KPYKCKQFGKAFISAGYLRTHE 

IRSHALEKSHQCQECGK.KLS\CS 

SSLHRHERTHSGGKLYECQKC 

AKVFRCPTSLQAHERAHTGERP 

YECNKCGKTFNYPSCFRRHKKT 

HSGEKPYECTRCGKAFGWCSSL 

RRHEMTHTGEKPFDCKQWVKS 














LGSGDLPWEINPLSSCSLLREKD 
PPTTSGPQIATSPRNISPISNPELA 
THAGNLATGPRNARSPGFLLSR 
VPS V WDPTEN RTVQLTWQPLP 
ELLELWPKVL 


23452 


53820 


A 


23587 


1 


502 


MLLTQSLFGGLFTRTHMKFGA 

VTQIRGPPLGDKSPVLLLFALER 

QRRHVLSMDPKLRCWSRTGKA 

AFPWCLIIAEMPDYSPTFQRCQ 

TTQGRLPWSFTLSSKSRFSGEG 

ARACYKCQKSDHQAKECPQPG 

1 PPKPCP1CAGP\TGNRTVQLTW 

QPLPEPLELWPKAL 


23453 


53821 


B 


23588 


1 


663 




23454 


53822 


A 


23589 


233 


496 




23455 


53823 


A 


23590 


2 


378 


ERQRRHVLSMDPK.LRCWSRTG 
KAAFPWCL11AEMPDYSPTFQR 
CQTTQGRLPWSFTLSSKSRFSG 
EGA RAC YKCQKSDHQ AKECPQ 
PGIPPKPCPICAGPYTGNRTVQLT 
WQPLPEPLELWPKAL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23456 


53824 


A 


23591 




452 


VRPRRDACLGPSPLAASPAFLG 
KGQVPQPLISLCPDPLFPHPNLIS 
LRPNPLCPHPDLVSLCPDPFPAF 
LEAHKNFQTPEPQQPGIPPEPPP 
PGACYKC/HEI*PPGQGMPAAQ 
DSS*AMS/LSVRDPTGNQTVQL 
TWQPLPEPLELWPKAL 












1540 











23593 


177 


383 


EAMEPWKGVPLGRVNTEQIAP 
FSEAEGPREIH*GSRKVRKAAQ 
GLNEGPRELFWQPLPEPLELWP 
KAL 


23459 


53827 


— 


23594 


7478 


1744 




23460 


53828 


A 


23595 


23 


178 


SCLEVCDEQGPEKYTRQRALRG 
VSSVTEDTLNICRLCWQPLPEPL 
ELWPKAL 


23461 


53829 


A 


23596 




282 




23462 


53830 


A 


23597 


34 


241 


SGDLPWEINPPSSCSLLREKDPP 
MTSGPQTXTSPRNISPISNPDPTG 
NRTVQLTWQPLPEPLELLPKAL 


23463 


53831 


A 


23598 


121 


286 


AASFYSSPTSLTIPQPLSPFNLGV 
TLQSLPSLNFNSFNLFWQPLPEPL 
ELWPKAL 


23464 


53832 


A 


23599 






GYE1WCRDSDQGTFPWEINPPS 
SCSLLREKDPPTTSGPQTATRPR 
NISPISNLVSGLFLLSSPPSLT1PQ 
PLSPFNLGATLQSLPSLNFNSFH 
FL VETKETRFI RG AKIP APVTD 


23465 


53833 


A 


23600 


471 


677 




23466 


53834 


B 


23601 


67 


555 




23467 


53835 


A 


23602 




1440 




23468 


53836 


A 


23603 


860 


1209 


1PGNCRDSSGVGIKERETNAGS 
QHMH/IKNSSVHGYPRLCVEDE 
DAY K.KQFSQ Y 1KNS VTPDM M E 
EMYKKAHAAVPENPVYEKKPK 
KEVKKKRWNRSKMSLAQKKD 
WVAQKKASFLRA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23469 


53837 


A 


23604 




966 


MGFVKVVKNKAYFKRYQVKF 

RRRREGKTDYYARKRLVIQDK 

NKYNTPKYRMIVRVTNRD\IICQ 

IANA\R1EG\DMIVCAP\YAHELP 

K I WV * R V G LTN Y A A A\ YCTGL L 

AGPAGFFHRFGMDQIYE\GQV\E 

LTGDEYNVESIDGQPGCLHPAY 

WDARPLPRTYPLAIKVFGCP*R 

GA\VDGGLVLFP\HSTKTIPPGY 

DSXESKAEFN AES/IHRKPH P WAQ 

NVARLHAPTLMEEDEDA/YTK 

KQFSQYIKNSVTPDMMEEMV/Y 

RKAHAAIRENP\VYEKKPKKEV\ 

KRKRWNRPKMSLAQKXDRVA 

PKKASFLQSSRSGLLESLTPAIFP 


23470 


53838 


A 


23605 


1 


644 


ANSSPVNPVVFFDVSIGGQEVG 
RMKIELFADVVPKTAENFRQFC 
TGEF/RVSFRCV*LLCLLQRGVL 
GLQ*GYR*TTCWP*MIAGDSDR 
RKDGVPIGYKG\STFH\RVIKDF 
MIQGGDFVNGDGTGVASIYRG 
PFADENFKLRHSAPGLLSMANS 
GPSTNGCQFFITCSKCDWLDGK 
HVVFGKIIDGLLVMRKIENVPT 
GPNNK.PKLP V VI SQCGEM 


23471 


53839 


A 


23606 


638 


1391 


CPAYKGAHG1QCVYCTLPPPLL 
QTTRR VRRN PTLPTS A SGSEP W 
RLANSSPVNPVVFFDVSIGGQE 
VGRMKIELFADVVPNTAENFR 
QFCTGEFRKDGVPIGYKGSTFH 
RVIKDFMIQGGDFVNGDGTGV 
ASIYRGPFADENFKLRHSAPGL 
LSMLTWPGKLTAG1FGFHQANS 
GPSTNGCQFFITCSKCDWLDGK 
HVVFGKIIDGLLVMRKIE\GMPC 
IFQPTWTHFLPVITTACSALGSM 
LAAERGTKN 


23472 


53840 


A 


23607 


2 


591 


ARAEFGTSRVGAMAVANSSPV 
NPWVFFDVSIGGQEVGRMKIEL 
FADVVPKTAENFRQFCTGEFRK 
DGVPIGYKGSTF\HRVIKGF\MI\ 
QGGDFV\NGDGTGSRPVFTRGP 
ILQMKIFKL\RHSAP\GLLSMAN 
SGP\STNGC\QFFITC\SKCDWA^ 
WDGKHVVFGKMIDGLLVMRKI 
E\NVPTGPNNKP\KLPVV1SQCG 


23473 


53841 


A 


23608 


6 


424 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Impossible nucleotide insertion) 


23474 


53842 


A 


23609 




470 


DAWVSGRLTELPSSCFFPPIFRQ 
LLPVMPEPSKSAPAPKKGSKKA 
VTKAQKKDGKKRKRSRKESYS 
VYVYKVLKQVH\PDTGISSKAM 
GIMNSF\VNDIFE\RIAGEASRLA 
HYNKRSTITSREIQTAVRLLLPG 
\ELCKHAV\SEGTNAWTKYTSS 


23475 


53843 


A 


23610 


93 


421 




23476 


53844 


A 


23611 


2 


1173 


DHAAPRRRSRASVATVTRAGR 

CPTMSVRVARVAWVRGLGASY 

RRGASSFPVPPPGAQGVAELLR 

DATGAEEEAPWAATERRMPGQ 

CSVLLFPGQGSQVVGMGRGLL 

N YPRV RELYA AARRVLG YDLL 

ELSLHGPQETLDRTSQVQSPGT 

GIPRRVRAHVLHLSPQVIENC/V 

VS/AGLAFSPSFCALIFPNALL/F 

WPGLYAVKIRAEAMQEASEAV 

PSGMLSVLGQPQSKFNFACLEA 

REHCKSLGPVNGQICKGGFLGH 

CSAETSFLPQALRFLQKNSSKF 

HFRRTRMLPVSGAFHTRLMEP 

AVEPLTQALKAVDIKKPLVSVY 

SNVHAHRYRHPGHIHKLLAQQ 

LVSPVKWEQTMHAIYERKKGR 

GFPQTFEVGPGRQLGAILKSCN 


23477 


53845 


A 


23612 


187 


425 




23478 


53846 


A 


23613 


1 


1258 


MKAYLLLGAAPPLPWFPGQAV 
FRPCPPPAGLWRTAQLVELEHG 
PVPREDLIPCSRPFS1SFLGPERV 
DG LAFPR1QALGI A A ARGMEPK 
GAPGKSDSGNSRSAGGRVLGC 
QGAALEVECSAGRGGPVRLAV 
GCVLLRAPERGWRRGEGAARG 
IPAGRSSESLGALSPQVGVRSDI 
G INGNI WHPG VQTDFSSLKRSQ 
GLYAVK1RAEAMQEASEAVPS 
GMLSVLGQPQSKFNFACLEARE 
HCKSLGIENPVCEVSNYLFPDC 
RVISGHQEALRFLQKNSSKFHF 
RRTRMLPVSGAFHTRLMEPAV\ 
EPLTQALKAVDIKKPLVSVYSN 
VHAHRJQGIPGHIHKLLVAQQLV 
SPVKWEQTMHAIYERKKGRGF 
PQTFEVGPGRQLGAILKSCNMQ 
AWKSYSAVDVLQTLEHVDLDP 
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SEQID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23479 


53847 


A 


23614 


2 


1050 


GRCPTMSVRVARVAWVRGLG 
ASYRRGASSFPVPPPGAQGVAE 
LLRDATGAEEEAPWAATERRM 
PGQCSVLLFPGQGSQVVGMGR 
GLLNYPRVRELYAAARRVLGY 
DLLELSLHGPQETLDRTVHCQP 
A1FVASLAAVEKLHHLQPSVIE 
NCVAAAGFSVGEFAALVFAGA 
MEFAEGVLRFLQKNSSKFHFRR 
TVRMLPVSGAFHTRLMEPAVEP 
LERKLLKAVDIKKPLVSVYSQR 
PTR1RLQAFPGNIQQSCLAQQLG 
LPK*KWEQ\TMHAIYERKKG/R 
RGFPQTFEVGP\GRQLG\AILKS 
CNMQAWKSYS\AVDVLQTLEH 
V\DLDPQEPPKMTGRGLKCNDP 
LCPPEERL 














QAPASGSPWLSGGPQQVEDAG 
AGYGFAPGQPPPPPRTQPRSAC 
SRRAAG/TPVPRAPPAPSAG\PK 
ARAPRSLGCGSLGRFSTGVRPD 
KCIFPPETENAAGCF 


23481 


53849 


A 


23616 


390 


722 


QAPASGSPWLSGGPQQVEDAG 
AGYGFAPGQPPPPPRTQPRSAC 
SRRAAG/TPVPRAPPAPSAG\PR 
AAAPRSLGCGSLGRFSTGVRPD 
KC 1FPPETEM SY LLFRNTVSRCR 
C 


23482 


53850 


A 


23617 


1 


673 


MGQVKGHKLCLDFTLLSPDGG 

A A EGRCLELG WQA KE VEETIE 

GMLLRLEEFCSLADLIRSDTSQ1 

LEEN1PVLKA\1CLTK\MRGIYAK 

VDRI1CAFVKMVGHHVAFLEAN 

VLQAERDHG A FPQALRRWLGS 

AGLPSFRNDPTAPLRQVFEASP 

DPRLARTVTIQTQQPVRVSGPL 

SGQRKEKSLQKGAQVFQTNVP 

ETLLEGAAISPAPACGGPLTSGD 

GFRHVRK 


23483 


53851 


A 


23618 




651 




23484 


53852 


A 


23619 


195 


497 


DQFLENTKKCDGLNQLSFDPA 
KNNKPLEFGRARGPLVTEGLIE 
NGGESSKKRRRTNSSSADNSRT 
LNVDSTAMTLPMSDPTAWATA 
M\NNFGMAPVRJVGH 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23485 


53853 


A 


23620 


241 


1823 


NDDRAKFTVEDHTMQRDFRW 

LWVYEIGYAADNSRTLNVDST 

AMTLPMSDPTAWATAMNNLG 

MAPLG1AGQPILPDFDPALGMM 

TGIPPITPMMPGLGIVPPPIPPDM 

PVVKEIIHCKSCTLFPPNPNLPPP 

ATRERPPGCKTVFVGGLPENGT 

EQIIVEVFEQCGE1IAIRKSKKNF 

CHIRFAEEYMVDKALYLSGNR 

ELKKFLNKEDNYFRKINLTALY 

KTVLEERCEKRRGGYRIRLGSS 

TDKKDTGRLHVDFAQARDDLY 

EWECKQRMLAREERHRRRMEE 

ERLRPPSPPPVVHYSDHECSIVA 

EKLKDDSKFSEAVQTLLTWIER 

GEVNRRSANNFYSMIQSANSH 

VRRLVNEKAAHEKDMEEAKEK 

FKQALSG1L1QFEQ1VAVYHSAS 

KQ KA WDH FTKAQRKN I S V WC 

KQAEEIRNIHNDE\LMGIRREEE 

MEMSDDEIEEMTETKETEESEL 

KKLEGIVDGSVEVSAEALRKLL 

NEYERQVKEEQKVGYRIWGTl 

HNKGEGKKEEFAEELEKSSSER 


23486 


53854 


A 


23621 


996 


1512 


RPVHLASPAKEQQGTRKGRRA 

PARLPVPTTGRGLEKGPESQAP 

PSFRQATGRFSRSGSSGGPTPSK. 

NSRDCSHTPQLPTPRGNPYVFPS 

PGHPEPSRPVEMPAPG\EPRTRQ 

LCRERTRKACPPKPRPPLGLPG 

DPTG PVTHH APP V SPTG ASGQE 

RRAEPGAVSYAHASATK 


23487 


53855 


A 


23622 


293 


1140 


PRGILHQDKNLVV1NK\PYGLPV 
HGWPWG\QLCITDVLPILAKML 
HGHKAEPLHLCHRLDKETTGV 
MVLAWDKDMAHQVQELFRTR 
QVVKKYWAITVHVPMPSAGVV 
DIPIVEKEAQGQQQHHKMTLSP 
SYRMDDGKMVKVRRSRNAQV 
AVTQYQVLSSTLSSALVELQPIT 
G1KHQLRVHLSFGLDCPILGDH 
KYSDWNRLAPQKLSVGTLKKL 
GLEQSKARY1PLHLHARQLILPA 
LGSGKEELNLVCKLPRFFVHSL 
H RLRLEM PNEDQNENNE AKCL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23488 


53856 


A 


23623 


1 


1328 


MAVDLGSHTPGSSGVTAATFR 

GRRLVNTREESVVLGAGGEVL 

SGVPGTWDALGPGASFG1KGM 

FPKGTVIMSTSPMCEGPVPRRK 

PCASSVGQQNSRSRKKAGRKTP 

TLAGRHVPVKIKKEAIQQKPLP 

ASSFSPALTRSGAIFGPCPALTS 

APVLEYPLQK.VVENEAFKVFN 

NRDEESKRQKQAEFRMLTSAIR 

GPAGPRGHSSTRKPPSNPPPPGA 

CFKCGNEGHRSRQCPNPGTTSQ 

EAELIALTRALTLAAGQQINIYS 

NSHYVFHIVHSHSSIWKERGILT 

AKNTPAINGSLINKLLKAARLP 

QKVAIIHCRGHQTPDNPILAGN 

VLADQVAKQVALQPVQGQFLS 

LSLFSPLYSSEEKEDFRAQNLQ 

KQGPW/LQSQGARLLVPAACAS 

KVAEAGRKPAGRHVPLKIQKE 

AIWSSPFSVPMATRAAASTSPT 


23489 


53857 


A 


23624 


475 


622 


IHSKVLFSASSSSC*NTNNSWFR 
ASIKKNPEKQNKNMQSAIPQHG 
LWKI 


23490 


53858 


A 


23625 


17 


992 


GRGEVLRGRGRGQLDAVLSRE 
HCGGSRQSEQPWSRRSSSSSSR 
RRLRSAAEPAMALSMPLNGLK 
EEDKEPLIELFVKAGSDGESIGN 
CPFSQG\LFMILWLKGV\VFSVT 
TVALKRKPADCQNLVPGTPPP\ 
LILFSSEVKTDVNKIEEFSEEVL\ 
CPPKYLKLSPKVHPRSNTAGMDI 
FAXKFSAYUKNSRPEANEALER 
GLLKTLQKLDEY\LNS\PLP\DEI 
DENSMEDIKFSTRKFLDGNEMT 
LA DCNLLPKLHI VKV V AKKYR 
NFDI PKEMTGI WRYLTN A YSRD 
EFTNTCPSDKEVEIVAYSDVAKR 
LHQVKSRLLKEVSFMSSP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23491 


53859 


A 


23626 


1 


1128 


MALASGEGLPVALSHGRRGNG 
QERVPYLKLRDTCAYRVAWRC 
N RL A RA K. V KRTS YRSGYGNGF 
EPGVEPDCVVLLALGVENDLV 
RJSSKAEK.YSLYEFSFPLRVSRE 
CEEECRKEPWFNPGQKPSVLIT 
SGQILGQEEQKTLLFPGLLSLVF 
QFNVENSDLRCLSLAENLEISAL 
LSLSCSSVIRLILrNLEVTISPPlTl 
LKHAPPLTSLEASSSSSGIEKKIH 
NNFRQGPFPSSATRSTFLMNHT 
SFDSYVVVSN1VPRLNLYPQVL 
DVLQSLHKIHQLASNAKWTIQG 
PAKPDLGLELGLHRYPDWEKE 
ERKKKRKRSVSPEKSITTHNKP 
TSSG IFY/RPRRCGCDLGRPPAP 
GPHPSSPPHSPPQPSRCPPV 














SLGKD1RPRSARAACKGVGLWS 
GCFGKMAGSGVRQVTSTASTF 
VKP1FSRDMNEAKRRVRELYRA 
WYREVPNTGER*RLVRPAVLK 
HSYVANRSF 


23493 


53861 


A 


23628 


3 


695 


PYASRRKFRVDPRVRAWSGCF 

DKMAGSGVRQATSYTASTFVKA 

HFSVGDMNEVAKREGARVLTAP 

WYR\EVPNT\VRVHQFQLDATV 

KMGRDKVREMFMKNAHV\TDP 

RVVDL\LVIKGK\IE\LEETIKVL 

KQ\RTHVMRFFH\ETEAPRPKDF 

LSKF\YV\GHDPLKSFSGKDAR 

WILFLGAQIKLTIQWSLCDR1PL 

MNQFSAASFCLSKWGPWVLHI 

TCSFPFSWKCGVCCKLD 


23494 


53862 


A 


23629 


82 


441 


SLPIN P VPTACTLQPAGLLRPPG 
SDVRTPMLPPSAPSQPSYPTSRP 
PLWPTWPAGPVFRRSQPLAQPN 
LPRSYHQQAPGGQTPVALGLEX 
CPKATNQPFGTLQRDPKSPAKV 
PPFEEFSL 


23495 


53863 


A 


23630 


3 


504 


DRSSSSTMSTGGDFGNPLRKFK 

LVFLGEQSVGKTSLITRFMYDS 

FDNTYQATIGIDFLSKTMYLED 

R/TNVNSFQQTTKWIDDVRTER 

GSDVIIMLVGNKTDLADKRQVS 

1EEGERKAKELNVMF1ETS/AKA 

GYNVKQLFRRVAAALPGIMPS 

VLFQI1PSQA LTRYLC 
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SEQ ID 

NO: 


SEO ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23496 


53864 


A 


23631 


416 


1239 


GGGRSSSSTMSTGGDFGNPLRK 
FKLVFLGEQSS\GKTSLITRFMY 
DSFDNTYQATIG1DFLSKTMYL 
EDRTIRLQLWDTAGQERFRSLIP 
SYIVRDSAAAVVVYDITNVNSFQ 
ANYKSGIDDVRTERG\SDVI\IM 
LVGNKTDLADKRQVSIEEGERK 
AK\ELNV\ILMETSAKAG\YNVK 
QLLSTCKQPALPGMESTQDRSR 
EDMIDIKLEKPQE\QPVSEGGLF 
LTNLPCHLQPFFQK.LTGFWPPY 
SFIDCSVN1GLMPFPFSNNVLRFI 
IAACPAWR 


23497 


53865 


A 


23632 


1 


493 


PKPATAPPPPSL/RARFLCPQRRP 
ERAR/PRARGASPRPEKTAGAR 
KRRRG SCERP H PG G/RPP A PG * I 
SSRPTLGFFWILNFFFLKKLGRI 
KDVPWQDSTKEHLSVCRGLRG 
TWSVPSASDPLHPAWRRTCFRV 
PPTTGAREWWLHLPPPALQRPP 
DSRQCHR1PVC 


23498 


53866 


A 


23633 


' 


560 


M ESI WA G L WTAQDTT V LA DDF 

EFILWTLKRRPERAR/PRARGAS 

PRPEK.TAGARKRRRGSCERPHP 

GGLRRLPGARDQRAPPRSDAG 

RSPGRLRRLPALLCAGPLSPGRE 

PRRWEPRAGVARPAGQQWGFF 

WPGNQQGAS1CSL1LWFLLECG 

SRSTGGPCSGTELGHFSRERPTV 

LLSRLGTVKRP 














LTQRLFGGLFTRTHMKFGALTR 
IG\DLPWE\INPLSS\CSLLPEKDP 
PMTSGPQTDQPKEHLTNFKSAA 
RRSSRTSSHRNLLHVLE1WQLD 
QGMPAARDF 


23500 


53868 


A 


23635 


2 


424 


LTPFSDSAHLHPGEINSPVAHTK 
PVGGLFTRMRVTFGAKTQDRS 
TP\QETS PL SSPSYP VTSGPQTNQ 
PKEHLTNFK.LGKQSFHSSHASL 
ATLQSSSLATLQSPCPSNSNSFS 
SLVETRRRPGAVARLQSQLSGR 
LRGGRIA 


23501 


53869 


A 


23636 


31 


246 


TALLLTQSLFGGLFTRTHMKFG 
AVTRIG\DLPWGINPLSSCSLLR 
EKDPLTISGPQTHQPKEHLTNF 
KSGPH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23502 


53870 


A 


23637 


125 


464 


TAVFLTQSLFGGLFTRTRMKFG 

HEKDPPTTSGPQTNQPKKHLTN 
FKSRKVERTKGLLKTHLTKLSH 
QLKKAWTILLPLSLLRIQACPR 


23503 


53871 


A 


23638 


1064 


1304 


TAMLLTQSLFGGLFTQMCMKF 
GAVTRIG\DLPWEINPLSSCSLL 
HEKDPPTTSGPQTDRPKEHLINF 


23504 


53872 


A 


23639 


539 


747 


TAMLLTQSLFGG LLTRTRMKF 
GALTRIGXDLPWEINPLSSCSLL 
HEKDPHTPSRKIHIRPQGNHESQ 


23505 


53873 


A 


23640 


709 


950 


TALLLTQSLFGGLFTRTHMKFG 
AVTQIGXDLPWENQSPVLLCSLL 
REKDPPTTSGPQTDQPKEHLTN 
FKSGKWSFHSSPAF 


23506 


53874 


A 


23641 


1 


1257 


MGKKVLG1ASQLLGAVRCEPD 

GRRVLPEDWPECLSLVTHGTW 

FTRQGDKN1QMADNSFSDGVPS 

DFVEAAKNASKTEKLTDQVMQ 

NPGVLAALQERLDNAPHTPSSY 

IETLPKAVKRRTNALKQIQVRC 

AH1EAKFYEEVHDLERKYAAL 

YQPLFDERREFITGDVEPTSDM 

ESEWHRENEEEEKLAGDRKNK 

V V1TEKA A ATAEEPNPKG 1 PEF 

WFTI FRN VDM LSEL VQE Y DEPI 

LKYLQDIKfHFQPNDCFANSVL 

TKTCKMKSEPDKADPFSFAGPE 

IMDCDGCTIDWKKGKNVTVKT 

I KJCKQKRKGPGTVRTITKQVSN 

ESFFNFFN PLKASG DGESLDKD 

SEF/ASDFEIGHFFRER\PQAVLY 

FAGEALKDDDNFDEGEEEEDEL 

EGDEEGEDEDEVEINPNKEPSQ 


23507 


53875 


A 


23642 


132 


1277 




23508 


53876 


A 


23643 


1 


515 


RVRHRSVSVGSTHASAHAYGE 
GSLRIIPVTRSPLVTMNHIVQTF 
SPVNSGQP\PNYEMLKEEQEVA 
MLGAPHNPAPPTSTAVIHAIRSET 
SV\PDHVV\WSLFNT\LFMNTCC 
LGFIAFAYSWKSRDRKMVGDV 
TGAQAYASTAKCLNIWALILGI 
FMTI\LLIIIPVLVVQAQR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23509 


53877 


A 


23644 


243 


643 


NHTVQTXFFSPVNSGQPPQRMR 
CIKEEHEVAVAGGVPHNPAPPTS 
T\VIHIRSETSVP\DHVVWSRVQ 
TPSSMNPC\C\LGFIAIRLTP* SLR 
DRKMVGDVT\GAQA\YAST\AK 
CLNMWAHDSGASVMTILLIVIPS 


23510 


53878 


A 


23645 


3 


1498 


RCNFLRSSRIRVHPTPAASTMPP 

KFDPNEIKVVYIARCTGGEVGA 

TSALAPKIGPLGLSPKKVGDDIA 

KAMGDWKGLR1TVKLTIQNRQ 

AQIEVVPSASAMIIKALKEPPRD 

RKKQKNIKHSGNITFDENGNIC 

STDMR/HRSLSRELSGTTKEILG 

TAQSVGCNVDGRHPHDIIDDIN 

SENDKQPRKSKMRTSFSPQIPG 

HEHFHYLLLLQHVHCQLALTL 

RARKEGSSTHHQKLSTYYFKEG 

NSKEPKK.1QRCRNTELRKEEGG 

GGSGKAPGSEIKLESPACSGASL 

GEMTAWTMGARGLDKRGSFF 

KGPLPNTCGHFWEMVWEQKSR 

GVVMLNRVMEKGSVVEFVTEL 

FFYVALPKMFPVHY1VILLASKL 

EEVTFNFPPPPDLCTPFLQNYLR 

VAFQEVNSGCTGKTLLVRPYIT 

TEDVCQICVEKFKVGDPEEYSL 

FLFVDETWQQLAEDTYPQKIKA 

ELHSRPQPHIFHFVYKRIKNDPY 

GIIFQNGEEDLTTS 


23511 


53879 


A 


23646 


361 


918 


GCTGSRGTVPLSALGPQRJGPP 

GSCLQIKSWVNDICQRQPGVDW 

KG P*GFTVKLTHSRTGQAPDCT 

RVP/VLPSCP*FIQSPSREPPKRPE 

KKPEKTFKHQLGIFTFLNEICST 

LLRQMR\HRSLSPEKLSWNPT* 

RDSWGIAQFSGAVNVDG\RH\P 

HDIMDDIQQWVLWKCPRQLST 

KENIFNKGII 


23512 


53880 


A 


23647 


1 


642 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


23513 


53881 


A 


23648 


894 


2438 


VETKR1QPQPPDEDGDHSDKED 

EQPQVVVLKKGDLSVEEVMKI 

KAEIKAAKADEEPTPADGRim 

RKPV\KHPSDEKYSGLTASSKK 

KKPNEDEVYQDSVKKNSQKLII 

NSSLLSFDNEDENDTEKSMENL 

TGKIRKLQLR1VDPTFLPKLSNK 

GKDPVAVARLETGKGNKGAFR 

VLRD1SRWATLCTSPQHSSSEA 

KN 1 1PYQ ATQFQN E VHKWYKK 

KGGLKJSKRKALFFLTQDIQKK 

LQKLALGPNTPTPDILKIASLVF 

YNQDQEEKERAQQNERQKEKL 

YWLSYKSASPFQVALRILSQET 

THKDELPTDLPNNPEVQAPGIP 

GNTIMAMPVAIQLKDPSSYPCR 

1IKVPEIASWIHRTQVKLWKSPE 

TSELEPTPSVIEYTREALEDLKF 

L F K.Q KDN SS A KT PG RA Y A A S PR 

DWTSIEAELH1FYQWDPNLKG 

MFKPASLLAKVKQDFPDIHKES 

PIFRAIFSNITLMGIAPICVTGKTI 

KKRTRQHHTTPKSNLREQASQ 

GSLNWEGN 


23514 


53882 


A 


23649 


200 


1727 


RTATSLDSVLYKSDYMTWKYR 

VSFFYILSCRLLKK/QCTDNEHV 

YMELSKKLYKYCPKEWKKEAS 

KVRQYEVTWVVSKRGKDYILK 

HIPNMHKDQFALTASEAHLKYI 

KEAVRLDDVAVHYYRLYKDK 

REIEASLTLGLTMRGIQ1FQNLD 

EEKQLLYDFPWTNVGKLVFVG 

KKEE1LPDGLPSARKLIYYTGCP 

MRSRHLLQLLSNSHRLYMNLQ 

PVLRH1RKLEENEEKKQYRESYI 

SDNLDLDMDQLEKRSRASGSS 

AGSMKHKRLSRHSTASHSSSHT 

SGIEADTKPRDTGPEDSYSSSAI 

HRKLKTCSSMTSHGSSHTSGVE 

SGGKDRLEEDLQDDEIEMLVD 

DPRDLEQMNEES LE VSPDMCI Y 

ITEDMLMSRKLNGHSGLIVKEI 

GSSTSSSSETVVKLRGQSTDSLP 

QTICRKPKTSTDRHSLSLDDIRL 

YQKDFLR1AGLCQDTAQSYTFG 

CGHELDEEGLYCNSCLAQQCIN 

IQDAFPVKRTSKYFSLDLTHDE 


23515 


53883 


A 


23650 


182 


423 


RLS1MASSLNEDPEGSRITYVKG 
DLFACPKT\DSLAHCISEDCRM 
GAGIAVLFKKKFGGVQELLNQ 
HYKEKGLRTSQLYG 



3108 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23516 


53884 


A 


23651 


1 


249 




23517 


53885 


A 


23652 


435 


494 




23518 


53886 


A 


23653 


163 


578 


RVTWLKKHLNSGNSDSVCMAS 
SLNEDPEGSRITYVKGS\LFEGP 
KTDFLAPCISEDCRMGAG1TWL 
FKKKF\GGVQELLNQQKKS\GE 
VVAVLKRRWGRLYIFTWITKRK 
RAFAQSPLYENLTEEFRGQLKS 
HLSEEWSH 


23519 


53887 


A 


23654 


1 


2238 




23520 


53888 


A 


23655 


26 


1941 


RDAGTKWQRLGHLSCHCRKQA 
AREIINMHFQAFWLCLGLLFISI 
NAEFMDDDVETEDFEENSEEID 
VNESELSSEIIYKTPQPIGEVYFA 
ETFDSGRLAGWVLSKAKAKVD 
MDEEISIYDGRWEIEELKENQV 
PGDRGLVLKSRAK.HHAISAVLA 
KPF1FADKPLIVQYEVNFQDGID 
CGGAYIKLLADTDDLILENFYD 
KTSY1IMFGPDKCGEDYKLHF1F 
RHKHPKTGVFEEKHAKPPDVD 
LKKFFTDRKTHLYTLVMNPDD 
TFEVLVDQTVVNKGSLLEDVV 
PPIKPPK.EIEDPNDKKPEEWDER 
AKJPDPSAVKPEDWDESEPAQI 
EDSSVVKPAGWLDDEPKFIPDP 
NAEKPDDWNEDTDGEWEA\PQ 
ILNPACR1GCGEWKPPMIDNPK 
YKGVW1PPLVDNPNYQGIWSPR 
Kl PNPDYFEDDHAPI LLTSFS ALG 
LELWSMTSDIYFDNF1ICSEKEV 
ADH WAADG WRWKI MI AN ANK 
PGVLKQLMAAAEGHPWLWLIY 
LVTAGVPIALITSFCWPTKVKD\ 
RHSDLEYIIPDICIPQTKGVLEQE 
EKVEKAALEKPM DLEEEKKQ\N 
DGEMLEKEEESEPEEKSEEEIEII 
EGQEESNQSNKSGSEDEMKEA 
DESTGSGDGP1KSLRKRRVRKD 


23521 


53889 


A 


23656 


297 


398 
















TAGARCSSRTSSPGSCFNCQKS 
GHWARYNARSPGFLLSRVPSVN 
WIHI 


23523 


53891 


A 


23658 


405 


524 


ARMSVACLPGLFFICLRGDFKQ 
NLTAYCWKCYQL*RSLGTHS 


23524 


53892 


A 


23659 


1 


657 
















ALKHFCLCSL1FSVTTMKFLAV 
LVLLGVSIFLVSAQNPMTAAPA 
DTVSSLLVLLMMKPLDAETTA 
AATTATTAAPTTATTAASTTAR 
K.DIPVLPKWVGDLPNR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23526 


53894 


A 


23661 


1 


270 




23527 


53895 


A 


23662 


1 


284 




23528 


53896 


A 


23663 


111 


281 




23529 


53897 


A 


23664 


229 


363 




23530 






23665 


250 


586 


PVRHGAFFQDKSSDKKVQTKG 
KRGAKGKQA\EVAN\QETICEDL 
PAENGETKTEESPVASDEAGEKE 
CQCLINNH1PCLISGPCLPSCTIQ 
RN1FINYFVNASFLVALETFLKK 


23531 


53899 


A 


23666 




478 


APAVGLSSSGGGRSGSGKAARF 
REGCRRAAARMQQAPGTRLPR 
RHPARAFPAATMPKRKVSSAE 
GAAKEEPKRRSARLST\KLPAK 
V\EAKPKKAAAKDKSSDKKV\Q 
TKGKRGAKGKQAVEVANQETKA 
EDLPVAENGETERLEEESSLLIEA 
GEKEKPKS 


23532 


53900 


— 


53667 





252 




23533 


53901 


A 


23668 


328 


414 




23534 


53902 


A 


23669 


1 


3156 




23535 


53903 


A 


23670 


1887 


2036 




23536 


53904 


A 


23671 


3 


212 




23537 


53905 


A 


23672 


22 


539 


YEGIVMKPLIIVNPADCIGC\RT 
CEWACVVAHPSEQELNADVFL 
PRLKVQPIWTAVSAAR*CCPFSS 
ENAP\CVGA\CPVGA\LTMGEQV 
VQTNSARCIGCQSCVSACPFGM 
ITIQSLPGDTRQQIVKCDLCEQR 
EEGPACVESCPTQALQLLTERK 
LRRVRQQR1VVSGENPL 


23538 


53906 


A 


23673 


135 


302 


PIHMK.TRQPRDQFSADCVFLQS 
TCPVPC*RNRL*TPGGYWRTRR 
DYLRCDRSVHV 


23539 


53907 


A 


23674 


175 


794 


LSTHSQPIADAADPPPHLHTGEL 

LCSAHQADFAVSAEPARPANN 

NAATTAPVHAVAITPPAYPDCF 

RTLPKSLSHQDSTQRLYGIARL 

LLRJSTSGPPPSRLKVQRLDSISA 

PV/MCHQCENAPCVGACP/VGA 

LTMGEQVVQTNSARC/IGCQSC 

VSACPFGMITI/QSLPGDTRQQI 

VKCDLCGALRDCVAVLRQRRN 

SRVVLDACTRA 


23540 


53908 


A 


23675 


2 


434 


L1SLPFPPDSLAHRPPSSAPTEPQ 
GLFTVAAPTPGAPSPPATLAHL 
LPTPAMYSLLETELKNPVGTPT 
QAAGTGGPAAPG/GRKMALEN 
PKMHNSEISKRLGADWKLLTD 
AEKRPFIDEAKRLRAVHMKEYP 
DYKYRPRRKTKTL 


23541 


53909 


A 


23676 




264 
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SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23542 


53910 


A 


23677 


1 


2377 


MDDTFLN YKYKN KCGPKHIKK 

KEEEEEEDNNSNDSKNKDKTLT 

TGSSGSAKIFLMRGGRRQLLLP 

TLSLCLLSVQRSPGSHESGPPQS 

MNPRLSPQGKYLKNDFLDVIG 

MCDIACHLVVELLVGNNGNFL 

AHAFAHVEVVAQQNQRENAA 

RPNGGSVMIGQGASLRTCQSRV 

LRVARGGPSPNPGESEQGLFTV 

AAPAPGAPSPPATLAHLLPAPA 

MYSLLETELKNPVGTPTQAAGT 

G GP A APG GAG KSSANA AGG AN 

SGGGSSGGASGGGGGTD\QDR 

VKRP\MNAFMVWSRGQRRKM 

APENPKMHNSEISKRLGADWK 

LLTDAEKRPF1DEAKRLRAVHM 

KEYPDYKYRPRRKT1CTLLKKD 

KYSLPSGLLPPGAAAAAAAAA 

AAAAAASSPVGVGQRLDTYTH 

VNGWANGAYSLVQEQLGYAQ 

PPSMSSPPPPPALPPMHRYDMA 

GLQYSPMMPPGAQSYMNVAA 

AAAAASGYGGMAPSATAAAA 

AAYGQQPATAAAAAAAAAAM 

SLGPMGSVVKSEPSSPPPAIASH 

SQRACLGDLRDMI S1TGRENIFV 

VGDPAACLLPIEMEETFLPWPL 

GFEDRLHLEGPRPVQEIPSFLRK 

VPNCGQWLLQTPSVEPADPWE 

NPQAFPPSLQQEQPCLSLIVGIF 

VEAFGGRGRWGSKGKKPKRYR 

TVE WM RIHQPS1 CCLQETHLTR 


23543 


53911 


A 


23678 


1 


399 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 


23544 


53912 


A 


23679 


3 


1216 


LGNKRAGLRRADGEAPSALPY 

CYFLQKDAEAPWLSKPAYDSA 

ECRHHAAEALRVAWCLEAASL 

SHPvPGPRSGLSVSSLRPTRKMA 

TTFLAHEK.1 WFDKFK YDDAERR 

FYEQMNGPVAGASRQENGAVT 

VILRD1ARARENIHKSLAGSSGP\ 

GAS\SGTSGDHGELVVRIASLEV 

ENQSLRGVVQELQQAISKLEAR 

LNVLGKELRLAHRGTAPQTQH 

VSPMR\QVEPP\AKKPATPAEDD 

EDDDID\LVGRDNE\EEDKEAA 

QL\REER\LR\HYAEKKAQESLP 

LGGQVPPSLLDVK\PWDDESDM 

AQLEACVRSIQ/LGTGRSWGAS 

QM VA VG YG\1 RKLQIQC V VEDD 

KVGTDLLEEEITKFEEARARSV 

DIASFSTRSEALK.CVYVAHVRE 

GPCTRSKDLRPAKKKKKK 


23545 


53913 


A 


23680 


1 


2066 


MAAALRAPTQVSAASSRPPLPS 

PPETEGRVKGFLQPGPHCPAQC 

LCSGDDGSNEDLEQKREVIFPR 

PHEAPVAEHRQQTVGLRELVAI 

PKRKEETTAI VQVF V A FED VAI 

YFSQEEWELLDEMQRLLYRDV 

MLENFAVMASLGCWCGAVDE 

GTPSAESVSVEELSQGRTPKAD 

TSTDKSHPCE1CTPVLRDILQMI 

ELHASPCGQKLYLGGASRDFW 

MSSNLHQLQKLDNGEKLFKVD 

GDQA SF MMNCRFH VSGKPFTF 

GEVGRDFSATSGLLQHQVTPTI 

ERPHSRIRHLRVPTGRKPLKYT 

ESRKSFREKSVFIQHQRADSGE 

RPYKCSECGKSFSQSSGFLRHR 

KAHGRTRTHECSECG\KSFSRK 

THLTQHQRVHTGERPYDCSEC 

GKSFRQVSVLIQHQRVHTGERP 

YECSECGKSFSHSTNLYRHRSA 

HTSTRPYECSECGKSFSHSTNLF 

RHWRVHTGVRPYECSECGKAF 

SCNIYLIHHQRFHTGERPYVCSE 

CGKSFGQKSVLIQHQRVHTGER 

PYECSECGKVFSQSSGLFRHRR 

AHTKTKPYECSECEKSFSCKTD 

LIRHQTVHTGERPYECSVCGKS 

FI RKTHLIRHQTVHTNERP YEC 

DECGK.SYSQSSALLQHRRVHT 

GERPYECRECGKSFTRKNHLIQ 

HKTVHTGERPYECSECGKSFSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23546 


53914 


A 


23681 


1 


468 


MAAQVGAVRVVRAVAAHEEP 
DKEGKEKPHAGVSPRGVKRQR 
RSSSGGSQEKRGRPSQEPPLAPP 
HRRRSQPPTSWAAAVNDM/PAP 
TVPGPVEPLLLPPPPPPSLAPAG 
PADDAPLPAPSTSGLFTFSPLTA 
SAAGPKHKGTQGAAQAPSPPRP 
RW 


23547 


53915 


A 


23682 


950 


1326 


RPESQRANGVDSGPNLKTVPQP 
DTRKGS VLK WI S KRGKPL A V EI 
EESHCL\CLPLRTECLGIKP\1VH 
LFSCTRPVIVPSLELNYDVDS1A 
HMFVADLLLMITLPSYDIPFYC 
LVFQNLLVLEFQYL 


23548 


53916 


A 


23683 


271 


918 


NQGLRDLGLCR1CLVNKMFTSS 
1LGKGHRHSLVSIKQEHSALRK 
AAG\PLPLKVGYC\QGFSPCDSL 
KYGVSWDEKDLTVPQPDTHKGS 
VLRWISKRGKPLAVEIEEG\HCL 
PELPPGELECPG/ILKHGLYHWS 
SSEMGE\NRPMVG\ARHVYSNA 
ALLFFTALR1FGQRRNINLGLRA 
HPGMVPPLELNYD1DSSAHM/FF 
LADLLLIITLPSYYIPFC 


23549 


53917 


A 


23684 


1 


942 




23550 


53918 


A 


23685 


346 


1753 


TWIPLSRTGRRFPVFSCSSSRYV 

AA1SFHKRWKEGRCFGRTRGE 

MGWEGRSRSLKELNTRNDWNP 

GERELDFWRKITRFKEAASWTL 

EALEEAGSTARRRVWLEDGRR 

TCE1LSVLCTSSLSSNCASLDCV 

TYKALSTTRLYDSVYWNKKPE 

RSSSPATEQSWTENDFDKLREE 

GFRRIVNYSELKEEARTHGKEVI 

NLEKK\LDERLTRJTNAEKSLKD 

LMELKTMARELRDECTSFSSQF 

DPLEERVSVMEDQMNEMKVQE 

EKFREKRIKRN/EKQSLQEIWDY 

VKRPNLHLIGVPESDRENGTKL 

ENTLQEIIQENFPNLARQAMQ1 

QEIQRTPQRYSSRGATPRHIIVR 

FTKVEMKEKMLRAAREKGRVT 

HKGKPIRLTADLLAETLQARRE 

WGPIFNILKEKNFQPRIAYPAKL 

SFISEGEIQYFADK.QMLRDFVTT 

RPALKELLKEALNMERNNWYQ 

PLQKHAKW 


23551 


53919 


A 


23686 


73 


327 


GALQPTAALWEPLSGLAKAAA 
RSLSLQGGVEGDARAGTGAAR 
GACGPAGVPGGRGLGGPALGA 
AGRPGP*LPSRGAGLGTAARHA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


^Wiim 

codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23552 


53920 


A 


23687 


322 


402 


DQEPTNSGHIGNLEQCLGHGYQ 
R*LFP 


23553 


53921 


B 


23688 


545 


3063 




23554 


53922 


A 


23689 


1 


579 


MKHEKRDRCAELTAILLNEQAS 
PMCTIVLGYTGTSTITLPRTSCH 
FAPRLSNSQQHSSYQVGHKPES 
YCVRNWWVLGLTDFKNEAAD 
PHNSGGQLASPSGSRTGAAGG\ 
VPASPAPCARTPQPLGGRWDW 
AP\GTGGGIRRGGSGCTGTHGG 
GGRLRHGGLQSGGLPRGKAAK. 
ARREIESSAGYSNSSSKCSII 


23555 


53923 


A 


23690 


399 


592 


KCIHFPGPTPKFVCGVIVVTAVP 
/TFGM*TVYV**LPFSILAQNVG 
♦RDDCDPG WK LNLFYA KKKK 














DRV/RPLRKNFQRNDQTAAFTV 
H ENPLLCSYRC WYPGKQEQKK 
IK.PQRGGKNRAEKLETLKSRAP 
LLFQRNAVPHQQRNKAGWRM 
TLTS 


23557 


53925 


A 


23692 


29 


484 


CSFFLVSMVFTFWHDFAAAGTS 
CSFPCLVLSFRSSFRAGLVVTKS 
LSICLSVKYFISSSLMKLSLAGY 
EIVG*KFFSLRMLNIGPHSLLAC 
RVSAERSAVSLMGFSLRVTRPF 
SLAALNIFSFISTLVNLTIMCLG 
VALLEKYLCGILCVS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23558 


53926 


A 


23693 


182 


2076 


MQEWLRLTARKTELSRDSRSC 
GQLKTSLL1SLLVESTQGRH*SF 
L/VWTQTHSGGDGWRVAKAW 
RPKYHDTQLGGEKEEPQGHHA 
SDCRWRAQPHCRTLSAAVVNV 
AGFTVTFELRCLTLMKMREKD 
HHLCDNDIVLFPPDTAFPLDCL 
LSCIHSTVHGLLRWNAIQYLAS 
RSESHPERSEGGTPDRNGHPAL 
SLASFNGAQQDRRTVQSLGEKP 
GLPEEMAAFMAGTEKEQNELG 
IEFFQLIIPASKRTHSENALFSHS 
GDDTECSRSGQGSPPSYSRGPP 
RRTFILATQPLCSKEAQTSPHEQ 
PTRTEKNRGSHLYHKSPCDHAS 
PGMSVTMSGMQQALPRQLTTL 
TFYPPAFRS1KIFRIMILKTEMLH 
THARSQEALLKDSSKTMLHSTL 
PSCVRKSNYHHRERKIKTKEAF 
PAK1HRSRNQGMKVEVAPLTIT 
SSDPLAEFLLPVTVTLCSASLEV 
LAPEGGMLSPGDATMIPLNWK 
LTLPPGHSGLLLPLSQQVKKRV 
PVLVGVIDLDYQDEIDYYSSMK 
ERSSSPATEQSWMENDFDELRE 
EGFRRSNYSELREE1QTKGKEV 
ENFEKNLEECITRITNTEKCLKE 
LMELKTKVRELREECRSLRSRC 
DQLEERV S AMEDEMNEMK 


23559 


53927 


A 


23694 


933 


1118 


RVERRRLQTIKLLRATGGNSNQ 
RQRS*KL*KKFRRMYN*NNQY 
REVLK.GADGAESQGSRTT 


2356Q 


53928 


— 


23691 





250 


WCHTKLDGLSLFGESVALEEA 
GGQTALWLMRFLSRKANYVD 
K1TTREVGHRE*LMSSRLHSR* 
WAASSVCSSSCVLLPSSHS 


23561 


53929 


A 


23696 


1017 


1230 




23562 


53930 


B 


23697 


62 


1069 




23563 


53931 


A 


23698 


216 


582 


1LVPTLFWLGEFLLRDPLLV*W 
ASI*G*PD/AFSLAALNIFSFISTL/ 
RESDNYVSWSCSSRGVSL*RSL 
YFLNLNVGLPCQIGEVLLDNIL 
QSVFQLGSILPVTFGYTNQMQI 
WFHFIHFIFHH 


23564 


53932 


A 


23699 


434 


681 


TLACLARLGKFSWIISCRVFSNL 
VPFSLSLSGTPIRRRFGLFT*SHI 
SWRLCSFLF1LFSLNFPSRFISFV 
SSSITDTLSSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23565 


53933 


A 


23700 


290 


1231 


RSFRAIGEVGSIRGWGGGYAAQ 

LQSPSRLPVLGGGKKGGSRGV 

GQGSSRAEVGLGSQRERSGTCG 

AEAAAAAAQLIAGTGSSLPYQG 

PGQNQTAIAPTCAPLSPCKAAA 

VIMGNIFGNLLKSL1GKKEMRIL 

MVGLDAAGKTTILYKLKLGEIV 

TTIPTI G FN VETVE YKNI SFT V W 

GCG VARDKM RPL\WRH\YFQN\T 

QGFDILWSDSN\DR\ERVNEA\R 

EELVMKNAGAETSLRJDAVLPFL/ 

FGN K.TDLRNAMNA AG\1QDKL 

G\LHSLRHRN WYI\QATCATRG 

N\G LY EGLH WL ANS VPKQE V ES 

RTALTKHPNRP 


23566 


53934 


c 


23701 


164 


208 




23567 


53935 


c 


23702 


1 


381 




23568 


53936 


c 


23703 


43 


276 




23569 


53937 


c 


23704 




462 




23570 


53938 


c 


23705 


38 


121 




23571 


53939 


A 


23706 


77 


202 


QKNYTQRPLPLHGLLELEVTCR 
CWSWQPLLEPLELRP\RLSD 


23572 


53940 


A 


23707 


123 


209 




23573 


53941 


C 


23708 


1 


411 




23574 


53942 


A 


23709 


1400 


1809 


SSNPLSRPPLPTPVTPCPLLRLSL 
LRACCCCLFLPLRFFSCPLLCFL 
LCFFFSVCSPAHKNFKMPKPQW 
SG1PTGPPPSGSCFKCQKSGHW 
A\RNACSPGFLLSHVPSVWDPT 
GNQTVQLAWQPLLEPLEL*P\R 
LSD 


23575 


53943 


B 


23710 


76 


358 




23576 


53944 


B 


23711 


1 


606 




23577 


53945 


c 


23712 


272 


388 




23578 


53946 


A 


23713 


1 


259 


PGVRGAQGGPSIPRQCEESAIGP 
KFAWIISSFHWKQGMFNMEAP 
SSLFFVNMCAVKKQTTWGRPD 
RGFIWQPLPEPLEL*P\RLSD 


23579 


53947 


A 


23714 


684 


917 


GDFGLRQWGFLNIQSCHLQTGT 
I*LPLFLIEYPLFLSPA*LPWPELP 
TLCC1GVVREGISVLCQFSKGM 
LPVFAHSV 


23580 


53948 


A 


23715 


618 


683 




23581 


53949 


A 


23716 


306 


710 


DRVSLLTPRLGVQWPDPGSLQP 
RPPGFKRFYCLSLPSS*DYRHEP 
LLPAYFFPYRIIGWSRL 


23582 


53950 


A 


23717 


2 


88 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, '^possible nucleotide insertion) 


23583 


53951 


A 


23718 


972 


1967 


FPPGRGRGPGRPAGCSRGRARA 
CPKPVDHVKRPMNAFMVWSR 
AQRRKMAQENP\QMHNSEISKR 
LGAEWKLLTESEKRPFMDEAKR 
LRAMHMKEHPDYKYRPRRKPK 
TLLKKDKFA FP VPYG LGG V AD 
AEHPALKAGAGLHAGAGGGLV 
PESLLAN PEKA A AAA AA A AAR 
VFFPQSAAAAAAAAAAAAAGS 
PYSLLDLGSKMAEISSSSSGLPV 
LNMPNMHINSLGKNLALNLFV 
YNDANSMLDLCYDGVDGKGP1 
CFCATQGYED1FKAGYGSVVD 
YYNDG SDLTTPLEI ATV I PTFSN 
HPLMSQRPSTWRQNPPLAKRLP 
LTEDSDGDDH 


23584 


53952 


A 


23719 


2 


144 


RPQRRP/LPPPTGSPLKHPGGAS 
GAAGAPIGEPQHPGAVVSVRA 
WSLCS 


23585 


53953 


A 


23720 


219 


897 


PGR AG GTLG LG SRRDGTREKG 

VEETPHRLH ARTDTT APGCCG S 

PI G A PA APE APPG CFEG\PRWVE 

G VKKA SPPLPA ELIG WL VNFPL 

ARPVRPPSLSPGPPRRPPEGVCG 

SWPGRSEGERGKAKNTAESTPR 

QNLHRKYTIIVTHYQRNRK.GQ 

MSFSLVCEFHPSLADWTTVTA 

LTWTSPKDNSLTEESWLREGN 

VHRGMDEYVRAQSFLILMTLE 

NSGGSVVSK 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23586 


53954 


A 


23721 


937 


2730 


TNPHCHDHYYHHHHHCHHCH 

HHHHHCHHHHYHHHHHCRDH 

H YH HHHHCHHCHHHHHHCHH 

HHYHHH YHHHCHDH HYHHHH 

HCHDHHYHYHHHHCHDHHYH 

HHHHCHDHHYHYHHHCHDHH 

YHHHHHCHDHHYHHHHHCHD 

HHYHHH HHCHDHH YHYHHHC 

HHHRYHHHHHCHHCHHHHH/P 

HHHHHHHHCHHHHYHHHHHC 

HHHHYHHHHHCHHHHYHYHC 

HHHHYYHHHHCHHCHHHHYH 

HHHHCHDHHYHHHCHHCHHH 

H YH HH HH YHDHHYHHHHHCH 

HCHHHHHHH\DHHHHHLHCHH 

HYYHHHHHHHHHHYHHHHHH 

HLHCHHH YYHHH HHHHHHHY 

HHHCHHCYHHHYHHHHYHCH 

HHYHHHHHYHPYHYHQHHHH 

YHPHHYHHHYYHCHHHHDYH 

HPHHCHHHHHYHQHHYYPITII 

TTT1TTITT1I1TVTTTTFTTTTNT 

TAPTTTPVTA ITTTTTTTTTITTT 

TPIT1TTITNITTTTVTTTVI1TTTF 

TTT1HPYHHHHHHHPVT1TTTIT 

TATIITTTTSITSITTITTTIVTTIII 

TTTAATHHHYHPYYHHYHHHH 

HHHHTHSYYHYHHHHHHHCF 

HYHHHHYHHH 


23587 


53955 


A 


23722 


2348 


2571 




23588 


53956 


A 


23723 


4919 


5142 




23589 


53957 


A 


23724 


2 


370 




23590 


53958 


A 


23725 


588 


701 




23591 


53959 


A 


23726 


295 


521 




23592 


53960 


A 


23727 


2837 


3061 




23593 


53961 


A 


23728 


272 


436 




23594 


53962 


A 


23729 


239 


514 




23595 


53963 


A 


23730 


105 


367 


TGRPPELLLHLRSLSPPLL/CSSP/ 
TPPPQLPPPPVSLASGYPLLHPL 
ARYPACPLPPRRARTEQRGGEQ 
PGVGASPLPIPGRWPGTEAT 


23596 


53964 


A 


23731 


999 


1145 




23597 


53965 


A 


23732 


1084 


1893 





3118 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23598 


53966 


A 


23733 


1605 


2296 


HSIHSSVDHPENRIYRRKIEELS 
KRFTAIRKTKGDGNCFYRALVAI 
PYLESLLGKSREIFKFK.ERVLQT 
PNDLLAAGFEEHKFRNFFNALR 
AGRAQFYSVVELVEKDGSVSSL 
LKVFNDP\GASDHIVQFLR/LCF 
TSAFIRNRADFFRHFIDEEMDIK 
DFCTHEVEPMATECDHIQMTA 
LLQALSIALQVEYVD\GWIPALT 
QH VFLEAATPS V YM LYKTSQY 
NILYAADKH 


23599 


53967 


A 


23734 


529 


1830 


AGYGDRTMLARKSIIPEEYVLA 
RIAAEMLRKPR1RDRLPKARFIA 
KSGACNLAHKNIREQGRFLQDI 
FTTLVDLKWRHTLVIFTMSFLC 
SWLLFA1MWWLVAFAHGD1YA 
YMEKSGMEKSGLESTVCVTNV 
RSFTSAFLFS1EVQVT1GFGGRM 
MTEECPLAITVLILQN1VGLIINA 
VMLGC1FM KTAQAH RRAETL IF 
SRHAVIAVRNGKLCFMFRVGD 
LRKSM1ISASVRJQVVKKTTTPE 
GEVVPIHQLD1PVDNPIESNN1FL 
VAPL1ICHV1DKRSPLYDISATDL 
ANQDLEVIVILEGVVETTGITTQ 
ARTSYIAEEIQWGHRFVS1VTEE 
EGVYSVDYSKFGNTVKVAAPR 
CSARELDEK.PLPSLFRPSQK.SEL 
SHQNS\LRKRNS\HRRNNFHRRN 
N\SIRRNN\SSLMVPKVQFMTPE 
GNQNTSES 


23600 


53968 


A 


23735 


968 


1243 




23601 


53969 


A 


23736 


541 


1010 


SVTSCLKVTSVCLTSAAASCRH 

RRSVEEYLVS*K.LPM/WSRRRK 

AAALTES/V/CIVFWLASWMMS 

RWLHYPDWVTIIAQQVLMNVV 

SVMQADCRMNLLEIFLRWLMR 

KIFHNILRHFSQLLNVP1TRPFS 

W1LRPF 


23602 


53970 


A 


23737 


766 


1910 


LLTARLTWVSARLMSYVLLMC 

*LFPRLLSCLTTPPHCSFSICFVI 

CSRTL1LKGSSLMYVFCLPNTA1 

G G SSRV DRCRA ATSRGSSRVDL 

TL*KYSLVGPSVPLVSSV**SDW 

PLKLLLMTMMS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23603 


53971 


A 


23738 


581 


1434 


KLPMGVAVVKLLHLPKVIIVFW 

LASWMMSRWLHYPDWVTI1AQ 

QVLMNVVSVMQADCRJVTNLLEI 

FLRWLMRRASDICSSIHGD*EPL 

L/YAVFGKQNTYIRLEPFK.1NVL 

EQITKHIEKLQCGGVVK.QLSRR 

GNNQHISSTYD1NRADTQVRRA 

VNNYDI I VMSNSFNGQSEHQV 

WIDRKAGECLLHEYEDLVP1RD 

TLRLFPGG RYLPRA KH V APSE P 

DPEQDEQKLRFCKRHLYGKQP 

RSPVERVWDHGPTR1VGLIISLG 

PRSHSYRRSDNQTGTTVPLVSS 


23604 


53972 


A 


23739 


515 


774 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTLILKGSSLMYVFCLPNTAIS 
GTTVPLVSSV*LLVWDHGPTRI 
VGLIIRLGPRSHSYRRS 


23605 


53973 


A 


23740 


322 


763 


CRMC*LFPRLLSCLTTPPHCSFSI 

CFVICSRTL1LKGSSLMYVFCLP 

NTAIVMALSPRGWRSK.FGMPV 

EDTSLSTPAAPMVDSLIARVGV 

MARGNAITLPVCGRDVKSTLE 

VLRGDSVEKTSRVWSGNERDQ 

ELLTEDALDDL 


23606 


53974 


A 


23741 


1 


127 


MKLMETLNQCFNAGHEMTKAI 
AIAQFNDDSPEARK1TRRWR1G 
EAADLVGVSSQAIRDAEK*RRL 
SPLHSLMMTARKRGK.*PGAGE 


23607 


53975 


A 


23742 


9 


437 


WLGLGNWKERLGTQTRMIWS 

QKTARRLCRTFSG1PAYSMCI/CI 

GMAERMWCDRNRERHTVSSSG 

GNRLPNPDWAPGPPR1VGLNIS 

LGPTVPTRIVGLIISLGPRSHSYR 

RSDNQTGTTVPTRIVGLILVLGP 

WSHSYRRSDY 


23608 


53976 


A 


23743 


766 


767 


LLTARLTWVSARLMSYVLLMC 

*LFPRLLSCLTTPPHCSFSICFVI 

CSRTLILKGSSLMYVFCLPNTAI 

GGSSRVDRCRAATSRGSSRVDL 

TL*KYSL VGPS VPLVSSV* * SD W 

PLKLLLMTMMS 


23609 


53977 


A 


23744 


573 


1085 


VCHQ1LTHLPALLSGARMMWD 
QLWRGRP*RRCQQPQCGG*WH 
CFWATAHHSPLDSTLNHLHCLP 
RGP 


23610 


53978 


A 


23745 


2 


379 


WLTRSSCSWRLPPRRKKKGAL 
V*PVWLPPGGVAVLLQLGCCV 
LQDVSCKRLCYNRKGQSEIVL 
MS*ITMWKLFPRPPLLPFSTCIC 
*KTCGKRGRSK*KVDILVLSIRF 
SAIKLEPLDCHENAWL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23611 


53979 


A 


23746 


575 


576 


TG I DSDQLNGRDWRRALSVSPA 
PDSGFPRCNGDEQAGI*LLGTG 
WAEKCHRLAFPPAGSTAGR 


23612 


53980 


A 


23747 




723 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVCSWKERPPGNSL 

NVSRMVWDHDPTRVVGLIIGL 

GPRSHLYCRSDYQQRSVTSVCG 

CMPAVDCCCVLLIHNILRTVM 

WTKYLVTQAVPAR*PGC1RCKC 


23613 


53981 


A 


23748 


1 


1 101 




23614 


53982 


A 


23749 


5 


205 


YCSSLSFTAAITSRAFLPDRR1TT 
PPATSPSPFSSAMPRRISGPIWTF 
ATSRR*TGTPFSLAFK.TM 


23615 


53983 


A 


23750 


1 


761 




23616 


53984 


B 


23751 


56 


2188 




23617 


53985 


A 


23752 


627 


1272 




23618 


53986 


A 


23753 


448 


2218 


VRRQRSDPERSDARMVRFCNL 
YI * RKN PFILH * LFR* TLRQTKPD 
NSAGKCVKI 


23619 


53987 


A 


23754 


171 


959 


AASRGPDAPGLEMAGNCSWEA 
HPGNRNKMCPGLSEAPELYRR 
GFLT1EQIAMLPPPAVMNYIFLL 
LCLCGLVGNGLVLWFFGFS1KR 
NPFSIYFLHLASADVGYLFSKA 
LFS1LNTGGFMGTFADYIRSVCR 
VLGLCMLLTGWLLMPAGWDE 
RGVRSERAWCTVETGRVHRSR 
VRVSRNTARDPANGLGHLLQS 
LGMPALEPGPTLG SALRWEFLQ 
TASPQLPVQPLHPAAATPQRSL 
RGRGRGPKARALGLGPRSTSYR 


23620 


53988 


A 


23755 


664 


838 




23621 


53989 


A 


23756 


2732 


3007 




23622 


53990 


A 


23757 


1522 


1706 


CHYFACMWSGCEVYS*SAPG** 
C*EDLSGLVRCRCLHSNAETPI* 
FAANADTSPRGPFLCR 


23623 


53991 


A 


23758 


537 


795 


ADCPLHMGRPCLID*GPCRTE*P 
RCAVVCLLWIAAVSCLSTT/SLR 
TGI/DGPKYLVTQAVPARYPGCI 
RCKCVAVDELASSDMRLPCS 


23624 


53992 


A 


23759 


2074 


2276 




23625 


53993 


A 


23760 


36 


206 


ECWIWCELGAELHHQP*ASSH 
WKSSYRQQSSLPRCRASQRTLH 
LLLQGWAVLGPLE 


23626 


53994 


A 


23761 


444 


725 




23627 


53995 


B 


23762 


1 


1212 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23628 


53996 


A 


23763 


11 


972 


RFSKSLLDSGVQLASPSGSRTG 

ATGGAAHSPARAPALHSPWAV 

DGTRGRLAGTAGLWSPRPAFH 

FKVSLSLPFSCVSSPFPGPPLGPS 

PRKHQMADDAGAGVGGRRPR 

GPRMG/NRGGFRRGFGSGIRHQ 

GCGCGQGQGQGRGVRGGKAE 

YKEWMTVTKLGHLVKDIKIKS 

LEEIYLFSFFKTSSSLKDEVLKI 

MLVQKQTHTSQCTRFKAFVAT 

GDYNGHISLGIKCSKEVATA1C 

GA1ILAKLSIVPACRGYWGNKIS 

KPHT1PCKVAGCCGSVLVCLIS 

VPRGTGIVLAPCEGDRGLRKSS 

PASLSPESCKDGSHSRSF 


23629 


53997 


A 


23764 


2 


260 


LLEECRSLRSRCDQLEERVSAM 
EDEMNEMK*EGKFREKRISPKR 
APERSAK.HGKEQPVPAAAKSC 
QN VNTI ETRKKLHQ LTSKITS 


23630 


53998 


A 


23765 


3 


1 150 




23631 


53999 


A 


23766 




1521 




23632 


54000 


A 


23767 




753 




23633 


54001 


A 


23768 




3351 




23634 


54002 


A 


23769 




1740 




23635 


54003 


A 


23770 




1353 




23636 


54004 


A 


23771 




1932 




23637 


54005 


A 


23772 




1221 




23638 


54006 


A 


23773 




1214 


MAKKQNRKTGNSKKQRASPPP 

KECSSSPATEENWTENDFDELR 

EEGFRQSNYSELWEDIQTKGKE 

VENFEKTLEECI TRI TNTEKCLK 

ELM ELKTKAQELRKECRSLRSR 

CDQQQERASVLEVLEVLAR\QL 

GRKRK*RVFN*EKRKSNCPCLQ 

TT*LYl*KTPLSQPKISLS**ATS 

AKSQDTKSMYKNHKHSYTPTT 

DKQRAKS*VNSHSQLLQRE*1MT 

*ESNLQES*NWISSLHLIQKSIQD 

GLKT*TLDLKPSKP*KKT*ALPF 

RT*AWARTSCLKHQKQWQQRT 

KLTNWI*LN*RASA/PAKESTV/S 

SEQATYNMGENFHNLLI*QRAN 

IQNLQ* TQTNLQEKNKQPHQKV 

GEGHQQTLLKRRHLCSQKTHE 

KMSIITGHQRNANQNHNEIPSH 

TSYNGNH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23639 


54007 


A 


23774 


1157 


2085 


QGRPTDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLIAAGTTGFPTGKRAVS 

ATQLMTQFSPAREQSWRKN/DF 

DELRK E/GFARSNYS\EKCLKEL 

MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRJKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQENFPNLARQANVQIQE 

1QRTSQRYSSRRATPRHI1VRFT 

KVEMKENMLRAAREKGWVTL 

KGKPIRLTADLVAETLQARRE 

WGPIFEEP 


23640 


54008 


A 


23775 




1707 




23641 


54009 


A 


23776 




1899 




23642 


54010 


A 


23777 




2781 




23643 


5401 1 




23778 




831 




23644 


54012 


A 


23779 




3264 




23645 


54013 


A 


23780 




882 




23646 


54014 


A 


23781 




1853 




23647 


54015 


A 


23782 




550 




23648 


54016 


A 


23783 




831 




23649 


54017 


B 


23784 


64 


3436 




23650 


54018 


A 


23785 




1422 




23651 


54019 


A 


23786 




773 


MGKKQSRKTGNSKKQSATPPP 
KERSSSPATEQSWTENDFDELR 
EEGFRRSNYSELQEETQTKGRE 
VENFEKNLDECITRTTNTEKCL 
KELMELKAKAWELREECRSLR 
SRCNQLEERVSVMEDEMNEMK 
REGKFREKRIKRNEQSPQV1RD 
YVKRPNLRL1GVPESDGKM3TK 
LENTLQDIIQENFPNLARQANIQ 
IQEIPRTS/QRYSSEEHSIIGLIGR 
FPS* RTDMFRAPKKREQKRNNR 
KIQKEEGGRTAPTGI 


23652 


54020 


A 


23787 


1 


2775 




23653 


54021 


A 


23788 




2712 




23654 


54022 


A 


23789 


1 


1590 




23655 


54023 


A 


23790 


1 


547 


MGKKQNRKTGNSKKQSASPPP 
KECSSSPATEQSWTENDFDELR 
EEGFRRSNYSELREDIQTKGKE 
VENFEKNLEECITRITNTEKCLK 
ELMELKTKARELREECRSLSSR 
CNQLEERVPAMEDEMN EMKE 
D/GNRYDDRRQ/RKEEIM1KSW 
RFCCRHL1 RVVRG WGPSKYLWI 
TMVVTLAGNPQ 


23656 


54024 


A 


23791 


1 


710 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23657 


54025 


A 


23792 


1 


895 




23658 


54026 


A 


23793 




1938 




23659 


54027 


A 


23794 


1 


1413 




23660 


54028 


A 


23795 


985 


1219 


LCSGSVERCTESYLHSSHCLVQ 
QAG VTGDEGGSCY*DPPSH HRS 
HPRKLKKLCEQEFSVTSAPWRK. 
CRSLHGRFPGLP 


23661 


54029 


A 


23796 


1 


3570 




23662 


54030 


A 


23797 


1 


634 




23663 


54031 


A 


23798 


1 


4551 




23664 


54032 


A 


23799 




4721 


MHPSQRTPYQSRSPAT1FATVST 

FKSH KSNLETKHPQQ VPLS SLG 

LAANISSEDIESEAEDNGKWES 

VDRTSFFPALTSFQQSMIHKKI 

MTVFKSVEPEDGLGRPTLAFHE 

DRCQLSIQNSLDAGGGCPSMA 

APPAEVHELASGLISAAALLLSP 

A A SGRVSK HQHIPTG FPDPPKA 

LHKGKLTTRK.DI YTEN PSVHHH 

HQRPKVDKTTKMGKKQNRKT 

GNSKTQSASPPPKECSSSPATEQ 

SWMENDFDELREE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


23665 


54033 


A 


23800 


1 


2152 


MD1LGWASRAHKWKGRATGT 

HVFNLMREYLISLQCCASEQAA 

SPEHGASFRVWKSLGFQKLILS 

LICPQCLQSLTRETWM RFKSKK 

TKGPDLRLVMDANKWEFRRH 

ALRPALTFPNEGGDLGVEALPV 

ALPPEAHVGGVVLPAALVRGA 

HGEQLPAIPGPEEFALPAVQAR 

AARPERQVVVIVVNEAGVDPA 

GVEGLAPVPVLPGVRLEATAPK 

QPPRLPARLRAPLPSGRKLNAK 

CPRLRWGFFVQDGDGTELACL 

SEG DGGCCQE APLDHRPRRLRG 

LAGSAGAREAREPRLRPGDWG 

NRIARVRAPEEAAAALSRPARV 

AAALAKTHRREHRARSQKLVM 

SSVQQGKLTTRKDIYTENPSVH 

HHHQRPKVDKTTKMGKKQNR 

KTGNSKKQSAF\PPPKECSSSPA 

MEQTWTVDNDFDELREEGFRGS 

NYSELREDIQTKGKEVENFEKD 

LEEC1TRITNTEKCLKERMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMNEMKREGKFREK 

RIKRNEQSLQEIWDYVKRPNLR 

L1GVPESDV ENG TKLEN TLQDI I 

QENFPNLARQANVQ1QEIERMP 

QRYSSRRATPRH11VRFTKVEM 

KEKMLRAAREKGRVTLKGKPI 

RLTAVLSAETLQARREWGPIFN 

1LKEKNFQPR1SYPAKLSFISEGE 

IKYFIEKQMLRDFVTTRPALKE 


23666 


54034 


A 


23801 


1 


2109 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23667 


54035 


A 


23802 




2544 


MSVHSWKPSWIRPIRSLSPKRPL 

GTQGTSEVPPDTHICQTKFHSLS 

SGPLLLS VHPVG KLS A V VGRVF 

IHILSQRERRRRR.VISAFPSEVPG 

SSHQGVPDSGCRSVGAHPVREP 

KQGEALPHSGSPREGKLTNRKD 

IHTKNPSVHHHHQRPKVDKTT 

KIG KKQN RKTGN SKTQS ASPPP 

KECSSSPATEQSWMENDFDELR 

EEGFRQSNYSELRKDIQTKGKE 

VENFEKNLEECKTRITNTEKCL 

KELMELKTKARELCEECRSLRS 

RCNQLEERVSVMEDEMNEMK 

REGKFREKARIKRNEQSLQEIWD 

YVK.RPNLRLIGVPESDVENGTK 

LENTLQDI1QENFPNLARQANV 

QIQEIQRTPQRYSSRRATPRHI1V 

RFTKVEMKEKMLRAAREKDRS 

TRQKVNKDTQELNSALHQADL 

1DIYRTLHPKSTEYTFFSAPHHT 

YSKIDHIVGSKALLSKCKRTEII 

TNYLSDIISAIKLELRIKNLTQSR 

STTWKLNNLLLNDYWVHNEM 

KAEIKMFFETNENKDTTYQNL 

WDALKAVCRGKFIALNAHKGK 

QERSEIDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELKEIETQ 

KTLQK1NESRSWFFERJNKIDRP 

LARLIKKKREKNQIDTIKNDKG 

DI TTDPTE1 QTTIRE Y YKHL YAN 

KLEN LEEMDTFLDT YTLPRLNQ 

EEVESLNRP1TG SEI VAIINSLPT 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23668 


54036 


A 


23803 


1 


1886 


MKENFKHRHVVAFISSQEAQE 

DSREEEDRLESRFYFLFLLELSY 

KTTGLNREPTVSLNSKSGTPMD 

QNEHSHWGPHAKGQCASRSEL 

RIILVGKTGTGKSAAGNSILRKQ 

AFESKLG SQTLTKTCSKSQG S W 

GNREIVIIDTPDMFSWKDHCEA 

LYKE VQRC YLLSAPG PHVLLLV 

TQLGRYTSQDQQAAQRVKEIF 

GEDAMGHTIVLFTHKEDLNGG 

SLMDYMHDSDNKALSKLVAA 

CGGR1CAFNNRAEGSNQDDQV 

KELMDCIEDLLMEKNGDHYTN 

GLYSLIQRSKCGPVGSDERVKE 

FKQSL1KYMETQRSYTALAEAN 

CLKGAL1KTQLPKVDKTTKIGK 

KQSRKTGNSKKQSTSPPPKERS 

SSPAM EQSWTENDFDELREEGF 

RRSHYSELPEDIQTEGREVENFE 

KSLEEC1TRJTHTEKCLKELMEL 

KTKARELREECRSLRSQCDQLE 

ERV S AM EDEMN EMKREG KFKE 

K\RIKRNEQSLQEIWDYVKRPN 

LRL1GVPESDAENGTKLENTLQ 

DRIQENFPNLARQANGFCRFRN 

HHQTGFSPAGANQRGPLAATLS 

GPGGEGQSAVARLTGEKKNHP 

GAQYANRLSPRVGRF1NRSWH 

DRFPDWKAGTGLKSA1FAWE 


23669 


54037 


A 


23804 


1 


4134 




23670 


54038 


A 


23805 


1815 


1849 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23671 


54039 


A 


23806 


1 


4016 


MGKKQNRKTGNS\KTQSAFP\P 
PKECSSSPATEQSWMENDFDKL 
REEGFRRSNYSELR\EDIQTKGK 
EVENFEK\NLEECIT\RITNTEKC 
LKELMELKTKGSRNYVKECR\S 
LRSRCDQLEERVSAMEDEMNE 
MK*EGKPREKRIKRNEQSLQEI 
W\DYVK\RPNLRP1GVSESDGEN 
GTKLENTLQDIIPENFPNLARQA 
NVQIQEIQRTPQRYSSRRATPRH 
I L VRFTK VE MKEKM LRA ARE K 
G Q VTLKGK PIRLT AD L S AETLQ 
ARRE WGP1FN ILKEKN FQPRJSY 
PAKLSF1SEGEIKYFIDKQMLRD 
FVTTRPALKELLKESLNMERNN 
WTSKQ11QEDGYSEEEGWLCRA 
V1YSHTLQAIMA1VKATGNLQT 
DFANPFHTDDARQQFAMSYTV 
VGQGALPEDLSRCHLQTEAVQ 
RH PESLGCPLDLLHGMPVSSCF 
GYPQDTSSTV 


23672 


54040 


A 


23807 


2059 


3153 




23673 


54041 


A 


23808 


6 


188 




23674 


54042 


A 


23809 


3 


1014 


VACRPLPRRRAQPATFIPRVAV 

KMALVASVRVPARVLLRAGAR 

LPGAAFGRTERAAGGGDGA\RP 

\FGSQRVLVEPDAGAGVAVMK 

FKNPPVNSLSLEFLTELVIS\LEK 

LENDKSFRDVILTSD\RPGVFSA 

GLD\LTEMCG\RSPAHYAWVLE 

RPVQELWLRLYQSQLWLVSAI 

NGA\CPAGG\CLVALTCDYTIL\ 

AGNPRYC1GLNE\TQ\LGIIAPF\ 

WLKDNPWRTPIGHRAAESA\LQ 

LGLPLPPPAEALQVGIVDQWVP 

\EEQVQSTALSAIAQWMAIPKP 

MAHK\LTKAIMRKGQGPPAWS 

RKGYADVQNFWSF1SKDSIQKS 

LQMYLERLKEEKG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23675 


54043 


A 


23810 


1 


2665 


MTTSIRQFTSSSSIKGSSGLGGG 

SSRTSCQLSGGLGAGSCRPGSA 

GGLGSALGGSSYSSCYSFGSGG 

GYGSSSFEGVDGLLVGGEKAT 

MQNLNDRLASYLDK.VRALEEA 

DTELEVKIRDWYQRQAPGPAR 

DYSQYYRJIEELQNKPPPSDDLT 

TLPSPLILTATVDNANILLQNDN 

AHLAAADFRTKFETEQALCLSV 

EADINGPCRVLDELTLARADPE 

MHIENLKEELAYLKKNHEEMN 

APRGQVGGE1NVEMGAAPGVD 

LSRILNEMREQYEKMAEKNRK 

DAEDWFFSKTEELNREVATNSE 

LVQSGK.SE1SELRCTMQALEIEL 

QSQLSMKASLEGNLAETENRY 

CMQLSQIQGL1GSVEERLAQLL 

CEMEQQNQEYKILLDMKMRLE 

LE1TTYHRLLEGEDAQTVQHTP 

GSPCVPEWAHDRCSLPAQLDE 

WSCQAQRGICGHRRENCWERIP 

SQSCFYRPTARSLTSLLGTMST 

CSHQFTSSRSMKGSCSIGGSIGG 

GSSRISSVLAGGSCHAPSTYGG 

ASCGLGGGYGGGFGSSSSFASG 

FGGGYGGGLGAGFGGGLGAGL 

G G GF AG GDGLL VG SEK. VTMQH 

LGDRLASYLDKVRALEEANAD 

LEVKIRDWYQRQRPSE1KDYSP 

Y FKT1EDLRHK 1 I A ATIEN AQPIL 

Q 1 DN ARLAADDF RTN YEH EL AL 

QQTVEAGVNGLCREMLALRGQ 






A 


2381 1 


222 


548 


TLPCGDHHHSQDPARLPSWHD 
LLQERSEKCGSQDWQRDSVQP 
GVSYQFCCVPWPAGRSPQPRH 
CWGCCGTEASYDSGPSLSTPG 
GGQLQGSV*GPDGAGLQNSHR 


23677 


54045 


A 


23812 


2 


165 




23678 


54046 


A 


23813 


1 


665 




23679 


54047 


B 


23814 


1 


1673 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23680 


54048 


A 


23815 


1 


331 


ARQLRTSAMTMPVNGAHKDA 
DLWSSHDKMLAQPLKDSDVEV 
YN1IKKESNRQRVGLELIASENF 
ASRAVLEALGSCLNNKYSEGYP 
GQRYYGGTEFIDELETLCQKRA 
LQAYKLDPQCWGVNVQPYSGS 
PAN FA VYTALV EPHGR1 MGLDL 
PDGGHLTHGFMTDKKKISATSI 
FFESMPYKVNPDTGYINYDQLE 
ENARLFHPKLIIAGTSCYSRNLE 
YARLRKIADENGAYLMADMA 
HISGLVAAGVVPSPFEHCHVVT 
TTTHKTLRGCRAGMIFYRKGV 
KSVDPK.TGKE1LYNLESL1NSAV 
FPG LQGG PHNH AI AG VAVALK 
QAMTLEFKVYQHQVVANCRA 
LSEALTELGYKIVTGGS/CVISG 
GAGKPG*FSHQDGTGTSQDGG 
RRPFLHHTLSY 


23681 


54049 


A 


23816 


3 


1709 


SHPTPRETPTGVEGQATPSVLG 

AAPA SQAKATPTLGRPHASDR 

GEVAQLDEWSCQAQRGICGHR 

RENCWERIPSQSCFYRPTARSLT 

SLLGTMSTCSHQFTSSRSMKGS 

CSIGGS1GGGSSR1SSVLAGGSC 

HAPSTY/GGGLCVSFSRFSFGGA 

CGLGGGYGGGFGSSTNFWS\GF 

GGGYGAGLGAGFGGGLGAGL 

GGGFAGGDGLLVGSEKVTMQH 

LGDRLASYLDKVRALEEANAD 

LEVK1RDWYQRQRPSEIKDYSP 

YFKTIEDLRHKIIAAT1ENAQPIL 

Q1DNARLAADDFRTKYE\HELA 

L RQTVE ADVNGLRRVLDELTL 

ARTDLEMQIEGLKEELAYLRKN 

HEEEMLALRGQTGGDVNVEM 

DAAPGVDLSRILNEMRDQYEQ 

MAEKNRRDAETWFLSKTEELN 

KEVASNSELVQSSRSEVTELRR 

VLQGLEIELQSQLSMKASLENQ 

L\EETKGRYCMQLSQIQGL1GSV 

EE\QLAQLRCEMEQQSQEYQIL 

LDVKTRLEQKYCHPTAALLEG 

EDAHLSSQQASGQSYSSREVFTA 

SSSSSSSRQTRPILKEQSSSSFSQ 


23682 


54050 


A 


23817 


2 


365 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23683 


54051 


A 


23818 


1 


464 


RRWRICSTWTRSFATAWLPPAP 
SANFPRTDRSQGDRGAPAGFAL 
APILEFFLWDTSSQKFLQKPHCF 
MHGRERAKMGRRAQQESAQA 
ENHLNGKNSSLTLTGETSSAKL 
PRCR/QGGWAGDSVKASKFRR 
KASEEIEDFRLRPQSLNGSDYG 
GDIP 


23684 


54052 


A 


23819 


384 


805 




23685 


54053 


A 


23820 


3 


392 


MKYSAIQTLDGEIDLKLLTKVL 
APEHEVR*VQWWQQFPGLSTL 
A IPINP AELPG LA LCLP*RPWNG 
REKVSLQLREKALSLSYPAKPF 
L\EDDVGWDWDHLFTEVSSEV 
LTE\WDPLQTEKEDPAGQARHT 


23686 


54054 


A 


23821 


63 


785 


GP1RGPWGPGFGGWGGATPPAP 

TSLRRLRAAGLAPRRRAKMGR 

RAQQESAQAENHLNGKNSSLT 

LTGETSSAKLPRCRQGGWAGD 

SVKASKFRRKASEEIE\DFR\LRP 

QSLNGS\DYGGDIPI\IPDLEEVQ 

EEDFVLQV\AAPPSI\QIKRVMT 

YRDL\DNDLM\KYSAIQTLDGE 

D/l DLKLLTQK/VLA PEHEVRER 

NPSWQDDVGLGTWGPICSTEV 

SLRRSFTEWDP\LQTEKEDPGG 

Q\ARHT 


23687 


54055 


A 


23822 




441 


MSFNCSTRNCSSRP1GGRCIVPV 
AQVTTTSTTDADCLGGICLPSSF 
QTGSWLLDHCQETC/CGCQPLG 
GISSVCQPVGGISTVCQPVGGV 
STVCQPACGVSRTYQQSCVSSC 
RR\PAKCVGASERIKTPRPASCF 
QDLPACCLSLNSSS 


23688 


54056 


A 


23823 


1 


538 


PTRPLQQATCSPLSDIMSFNCST 
RNCSSRPIGGRCIVPVAQVTTTS 
TTDADCLGG1CLPSSFQTGSWL 
LDHCQETCCEPTACQPTCYRRT 
SCVSNPCQVTCSRQTTC1SNPCS 
TAPTAGRSP/CVSSGSQPLGGISS 
VCQPVGGISTVCQPVGGVSTVC 
QPACGVSRTYQQSCVSSCRRTC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23689 


54057 


A 


23824 


832 


1885 


AEWDAADKAHVGPGRSPRQPL 
PHVGRRRAAHTTGRGRRTAGC 
APAPARTLCILSILGPWCVLPHL 
PTLCLGQAQAASCSQGAHGCF 
AGCSCT/GTSASHPV/CCKCPLH 
PVCTLADVHGCITSGFSVISLPQ 
TCAPWTSWRKWSLSDSWQVD 
ACPESCCEPPCCATSCCAPAPCL 
TLVCTPVSCVSSPCCQAACEPSP 
CQSGCTSSCTPSCCQQSSCQPA 
CCTSSPCQQACCVPVCCKPVCC 
VPVCCKPVCCKP1CCVPVCSGA 
SSSCCQQSSRQPACCTTSCCRPS 
SSVSLLCRPVCRSTCCVPIPSCC 
APASTCQPSCCRPASCVSLLCRP 
TCSRLSSACCGLSSGQKSSC 


23690 


54058 


A 


23825 




3097 


MDEKRTRLQPEEADVPAYPKV 
ATVPQSEKKPSKYPLCSADAAV 
STTPPGSPPPPPPLPEPPVLKVLS 
SLKPAAPSPATAATTAAAASTA 
ASSTASSASKTASPLEHILQTLF 
GKKKSFDPSAREPPGSTAGLPQ 
EPKTTAEDGVPAPPLLDPIVQQF 
GQFSKDKALEEEEDDRPYDPEE 
EYDPERAFDTQLVERGRRHEVE 
RAPEAAAAEREEVAYDPEDETI 
LEEAKVTVDDLPNRMCADVRR 
NSVERPAEPVA 


23691 


54059 


A 


23826 


67 


442 


VKFFCLYLQSNEKPMKNFKQG 
SNNQL LMRSF WLLCG 1 DYKKPP 
PPPAPGPESVAPALSGPPPPAHS 
RGPRAVVRAVPPPPGPRHRSPAE 
PPPPPGTEPSVATYSIKASKRVS 
QQDRCHNLMKSQE 


23692 


54060 


A 


23827 


3 


657 


GERSRRWGPACGPGAAEKTPP 

CDAG AAG A A PG APGH AGNPG L 

GSGPDYD\GEATCMHLHPDDPC 

PAGAGCCPGSFEVAFPDAAEK 

MKKSLHSLKKGCYSRVCDLPL 

DCPGCDSDSGRQAMFSCIVNFQ 

LPKEESPIPGSSQEESSGPSHSEC 

DSVGVDWRGQRVSRKLQAPNH 

SLVLLVTSLFQETTKSHLNRTN 

DAVSPRKFKRLGALYWGKVEA 


23693 


54061 


A 


23828 


141 


246 




23694 


54062 


A 


23829 




609 




23695 


54063 


A 


23830 


1619 


1752 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23696 


54064 


A 


23831 


54 


470 


CSTM1M PS EMQRI APPRRQRH RS 
RAPSAHKMNRMVMSEEQMKL 
PSTKKAEPPTWAQLK.KLTQLA 
KKKAL ENTK VTQTPEN M LL A AL 
KTVSTVSAGVPSSSEESDHRER 
AMMTTVVLSK.RRGKCGEKKEI 
SDCYCVYVERS 


23697 


54065 


A 


23832 


213 


572 


1QWYPYQDTIDFLHRIRKNFFKF 
HMEPKKSLHCQDNPKPKEQSW 
MHHTT*LQTMLQGYSNQKRMP 
PHLGSEERLCPAAPSGR*GAPLP 
GRCAIFQV*SDSLSAGVPNSSEE 
TATIENGP 


23698 


54066 


A 


23833 


296 


583 




23699 


54067 


A 


23834 


2452 


4557 




23700 


54068 


A 


23835 


3 


266 




23701 


54069 


A 


23836 


31 


499 


ARVTAAVSAAAVAKRVWRDG 
FDCSGYYSLTTILLVQPTKRPVE 
GRTYADYESWNECMEGVCKM 
YEEHLK\RMNP\NGPSI/THNTTS 
0LFDF1D\DLADLSCLVYRA\DT 
QTY\QPYN\KDWIKDEDPTVLLS 
SGKAQQARE1IVVGSHWGGWG 
GAWDTGV 


23702 


54070 


A 


23837 


3 


323 




23703 


54071 


A 


23838 


366 


892 


PCVYSQFPAGEQCLKLHSPAEA 
SPPALE A SEAQTRKAPECG SG V 
PEVAGGSCPCLLLCLPRHQAVP 
TQGPGTYSPCTSHQPHIFPRPAA 
PHHLGLLQNPHNAASCIQCLYP 
AGVATTMPRRKAEGDAEGD/K 
AKVKDEPQRRPAKLSAKPAPPN 
PEAKPKNAPGVTLSLRGTATRF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23704 


54072 


A 


23839 


201 


1412 


LWKSRLTFKLAMSRVPSPPPPA 

EMSSGPWAESWCYTQIKVVK.FA 

SYMWDPSITLAFCREEMG\EV\I 

KSSTFSSGANDKLK.WCVLRVNP 

KG\LDEESKDYLVTFTCYLVSC\ 

PKSEVRANFKFSILNAKGEETK 

AMESQRVAYRFVQGKDWGFKK 

FIRRDFLLDEANGL\LP\DDKLTL 

FCEVSVVQDSVN1SGQNTMNM 

VKVPECRLADELRGLWENS\RF 

TDCCLCVAGHEFQAHKAILAA 

RSPVFSAMFEHEMEESKKNPSL 

KSM DVVEPEVFKEVMMCFI YTG 

KAPNLTKMA\NDLLAAADKYA 

L\ERLKVMCEDALCSNPV/SVEN 

AAE1L1 L\ADLH\SADQLKTQAV 

DFINYHA\GDVLETSGWKSMVL 

SHP/HNLVAEAYRSLAS\KQCPF 

LGTPTQNALKQSLK.ILLCC 


23705 


54073 


A 


23840 


1 


575 


FRHRK1 1 Y * N LLKQEDS1N VTEM 
TSIRASVDIL1PDPPPKDDEMDT 
DKQEKKEVPKCGFLPGNEKVL 
SLLAMVKPEVWTLKEKCIVV1T 
WIQHLIPKIEDGNDFGVAIQEK 
VLERVNA VKTK VEA FQTT1S/K 
MDYRALVHERDEAAYGELRA 
MVLDLRAFYAELYHIISSNLEKI 
VNPKGEEK.PLMY PTRD 


23706 


54074 


A 


23841 


1 


1092 




23707 


54075 


A 


23842 


130 


397 


EGVHSQVNLFPIKGNQTHVPAS 
HGTDSALPPTLQMDYRALVHE 
PD*AAYGELRAMVLDLRAFYA 
ELYHIISSNLEKIVNPKGEEKPF 


23708 


54076 


A 


23843 


20 


334 


VRLPGSTHAGGDRSSMAKPCG 
VRLSGEARIQVEVLRQNLFQEA 
\EEFLYRFLPQKIIYLNQLLQEDS 
LNVADLTSLRAPLDMPIPDPPP 
KDDEMETDEQEKKEGK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23709 


54077 


A 


23844 


1 


898 


MKQKVAAEAGRGQ1LQAKVLP 

SGTLSRLAEALFGVQTYDQDA 

YGFLTPSAQSMKVFCCLWKLV 

CKQLEGDVAQGLAIDGDVK.K.H 

SGLEWQVET1QNLVDSYMAIV 

NKNMQDLMPKTIIHLMINNTKE 

FIFSELLANLYSRGEQNTLMGE 

SAEQAQGRNEMRRMHHVLRE 

APSIIGDIKTTIVSTPTGSPKSSPT 

TQCRLPAVPPARPGLRSPAPGPL 

PAASTLGEAPVVPSTPGASPDPL 

GPPP\QVPSRPSRGPQPQDRMPC 

GLAGDLTVGFLEPTLQAIIRWS 

LLLRPPANSPESQS 


23710 


54078 


A 


23845 


99 


429 


FSDAAAVARQPSFGKALGAPQP 
A DTQPTPSMPPRC PG G SETKPK 
KAAGKDKSSDK\KNKTKKQMK 
AEKGGKEKQAEVADQETKDLS 
AENGDTENKESPASDEATEKDT 
KSD 


23711 


54079 


A 


23846 


1 


390 


TWMF1AAVFR1ASTWK.QPRYFS 
VGKQDQKRTSRKLQQTCSRGA 
*WLEGKLTNRKE*HQYQRKGH 
PRKNT1 QRSPTLKTKAN I ILNGQ 
KLEAFPLKTGTRQRCPLSPLLFN 
MVLEVLARSIRQEKEIKVFK 


23712 


54080 


A 


23847 


522 


733 


ASAADTQANRVWSGPIVRK.LQ 
QTCS*GS*LLQGKLTNRKDIHT 
KTPSVHH HHQRPKTLNQQRSK 
ETKKAIT 


23713 


54081 


A 


23848 


46 


330 




23714 


54082 


A 


23849 


1 


873 


MAEKKDPTKEPEKKHLLAWM 

NKLLYELDPKYKNDSNTDGSA 

VVHK1IIACDKPVSPPPSAMIGSF 

PRPSSEADAGAMLCVQPARTKI 

LG1LGLKATSLQYLRLHTG K.PL 

LPKIDESTKMGRNQPK.KAENSK 

NQNASSPPKDHNSSPVREQNR 

MQN EFDELTE VGFRRDRSSKR 

NSVVIKALPRHLINQGRSQEWR 

LGIGARDSPKTSGRRGKSPAGP 

NRTTVPEDEQA/GSRPRPIPTRQ 

ADPRTPPPTRSEKE/AQLSLATD 

QMCPSL APLIK* PQES* * WKQRI 

SI*MEHL 


23715 


54083 


A 


23850 


1075 


1350 


AIITANVFKFVS1DRGLVCNMEL 
EGSNCFIDVCSWTSEMKSKGTS 
RR*KIT*GNSSGSLPRDTQRSGH 
RNSSLCCERSKYGGSRVDIRRK 
VF 



3135 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23716 


54084 


A 


23851 


1 


956 


MEVLARVFRQEKEMKGIHIGK 

EEHKLFLFADNMTLCLEKTKDS 

VKKLVEQPSSFGSVDWLCLSSC 

SGSTHTPRPADVSPGSLPGPGQ 

TFGTREPPQAVSTKEASSSNLH 

APERT V AGLTFTTEQ V RALEG V 

FRHHQYLGPLERNWLAREMQL 

SEVQIKTWFQNRRMKHKRQM 

QDSQLNGPLSGSLHGPPAFHSP 

SSGLANGLQLLCPWAPLPGS/L 

WLPLGSFWGLRQMDQEALASS 

WASCCGQPLAYHPPRPGSGAH 

KLGPALSTGPRGLCALPETGDA 

FEETPPTTCLPHKRSVQ1ASDAY 

PEDSAVLFTSWRHLSP 


23717 


54085 


A 


23852 


1 


846 


MEAFDANYTFQSGPSAAGLLV 
FAGGPLQALCAWVSAVEAAEQ 
W1LQPSSFGSVDWLCLSSCSGST 
HTPRP AD V SPG SLPG PGQTFGT 
REPPQAVSTKEASSSNLHAPER 
TVAGLTFTTEQVRALEGVFRHH 
QYLGPLERNWLAREMQLSEVQ 
IKTWFQNRRMKHKRQMQDSQ 
LNGPLMGSFPGAPWLSTHHFLA 
LAKGLQ\LLCPWA\PLPGSPGCP 
LG SF WGTP\QM DQEAL ASS WA 
GCCG\QPLAYHPPRPGSGIDLPK 
GTQLSLRLFQDISSTRGDHRSG 


23718 


54086 


A 


23853 


3 


239 




23719 


54087 


A 


23854 


10 


1154 


RRAGFGGVRASGAMGTPPGLQ 

TDCEALLSRFQETDSVRFEDFT 

ELWRNMKFGTIFCGRMRNLEK 

NMFTKEALALAWRYFLPPYTF 

QIRVGALYLLYGLYNTQLCQPK 

QKIRVALKDWDEVLKFQQDLV 

NAQHFDAAYIFRKLRLDRAFHF 

TAMPKLLSYRMKKKIHRAEVT 

EEFKDPSDRVMKLITSDVLEEM 

LNVHDHYQNMKHVISVDKSKP 

DKALSLIKDDFFDNIKNIVLEHQ 

QWHKDRKNPSLKSKTNDGEEK 

MEGNSQETERCERAESLAK1KS 

KA\FSVVIQASKSRRHRQVKLD 

SSPLDSASGQGQVKATRKKEK 

KERLKPAGRKMSLRNKGNVQN 

IHKEDKPLS L SMP V 1 TEEEENE S 

LSGTEFTASKKRRQH 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
cod on for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23720 


54088 


A 


23855 


16 


447 


VNCDKANCSTTCFNGGTCFYP 

GKCICPPGLEGEQCE1SKCPQPC 

RNGGKCIGKSKSVCEPGCGAH 

GTCHEPNKCQCQEGWHGRHCN 

KRYEASLIHALRP\AGAQLRQH 

TPSLKKAEERGDPPESNWIWVE 

LPTSGNVLSYTKFI 


23721 


54089 


B 


23856 


103 


1989 




23722 


54090 


A 


23857 




1295 


SGRGVSRHMADYLISGGTGYV 
PEDGLTAQQLFTGAAARDRLT 
YNNFLILPGFIDFIADKVDLTSA 
LTWKITLKMPLISSPMDAVTEA 
DMA1AMALMGGIGFIHHHCTPE 
FQANEVRKVKKFERGFIMDPV 
VLSPSHTVG\DVLEGK.MRIIGFS 
GUP1TETGTMG SKLDSHKQLLC 
GAAVGTREDDKYRLDLLTQVG 
VDVIVLDLSQGNSLYQMAMVY 
Y1KQKYPHLQV1GGNMVTAAQ 
AKNLIDAGVEGLHVGMGCSSIC 
ITQEVMAYSWPQGTAVYKVAE 
YARHFDHGEHGKALALGASTV 
MMGSLLAATTEVPSKYFFSDG 
VWLKKYRGMGSLDALEKSSGS 
QKQYFMEGDKLKIAQGVSSS1Q 
DKGS1QKFVSYLIAG1QHGCQD 
TGVCNLSVLLSMMYSGERKFE 
KWTMLAQIKGGVQGLHSYKK 


23723 


54091 


A 


23858 


770 


1008 


LAPSPCVRSKGRKESPDSR/RPL 
WLRPIAPALGPSGRRGLAPDSR 
LNPHRSLLGTGNYDVNVIMAA 
LQGLGLAAVWWDRRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23724 


54092 


A 


23859 




1489 


MTRWSSYLLGWTTFLLYSYESS 

GGMHEECVFPFTYKGSVYFTCT 

H1HSLSPWCA TRA V YNG Q WK Y 

CQSED YPRCI FPF1 YRG KA YN SC 

ISQGSFLGSLWCSVTSVFDEKQ 

QWKFCETNEYGGNSLRKPCIFP 

SIYRNNVVSDCMEDESNKLWC 

PTTENMDKDGKWSFCADTSNL 

GMGVGPTPRHHRRASTRHSRPP 

PADPDGGGERPRTADDRQDDA 

TEDDGTRCRGRQTRTQATNAN 

ANHKKSNRTKPPPRHKPNKAK 

RHTKKETPQNT/CGTQDKNPDS 

GRPKLFRRAC1TSTGTRGELWT 

RSREHPAK\QGRRSGKQRLRPW 

DRMLSPDWHRAQRIAQVWKPE 

QEDGLSIGFGDQPGPHSDTSSR 

QQVRRSKATEMHVGGRVDFD 

DFVELMTPKLLAETAGMIGVQ 

EMRDAFK.EFDTNGDGE1TLVEL 

QQAMQRLLGERLTPRE1SEVVR 

EADVNGDGTVDFEGDIDGAWG 

RHGTQGPHWPWGLGDVRGEPL 


23725 


54093 


A 


23860 


283 


490 


GDIWMGTQPKPYHS\PPGPSPN\ 
PCPPHFKNQSMPSPKSPPKVFNS 
FPALTQKVHTSKVSSETRQVPS 
HL 


23726 


54094 


C 


23861 


82 


222 




23727 


54095 


A 


23862 


27 


454 


VDGR1 AGEITRRG SRARPRPGPQ 
CPPGRPGTAM1KAILIFNNHGKP 
RLSKFYQPYSEDTQQQI1RETFH 
LVSKRDENVCNFLEGG/LVFVE 
TLDKCFENVCELDLIFHVDKVH 
NILAEMVMGGMVLETNMNEIV 
TQ1DAQNKL 


23728 


54096 


A 


23863 


1 


403 


RGSRARPRPG PQCPPGRPGTAM 
IKAILIFNNHGKPRLSKFYQPYS 
EDTQQQ1FRETF/HLGSKKEEKG 
WNFLKGGLLIGGSDNKLDYRH 
YATVYFVF\GGDFSKRELGFLN 
L1QEFGEPLDKCFEKVWELDLIF 


23729 


54097 


A 


23864 


215 


599 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23730 


54098 


A 


23865 


2 


683 


GRIAGEITRRGSRARPRPGPQCP 
PGRPGTAMIKAILIFNNHGKPRL 
SKFYQPYSEDTQQQIIRETFHLV 
SKRDENVCNFLEGGLLIGGSDN 
KVLIYRHYAT\LYFVFCVDSSE\S 
ELGILDL1QVFV\ETLDKCFGNV\ 
CEIADLI FHV\DK V\HML\AEMV 
MGGMVLETNMNEIVTPIDAQN 
KLEKSEAGLAGAPA\RA\VSAV 
KNMNLP\EIPRNINIG\DISIK\VP 


23731 


54099 


B 


23866 


94 


726 




23732 


54100 


B 


23867 


94 


1146 




23733 


54101 


B 


23868 


1 


360 




23734 


54102 


B 


23869 


1 


1371 




23735 


54103 


B 


23870 


1 


639 




23736 


54104 


B 


23871 


280 


2391 




23737 


54105 


A 


23872 


3 


244 




23738 


54106 


B 


23873 


103 


285 




23739 


54107 


A 


23874 


70 


378 


MPLRILLMHGEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE\ 
EEEEEEEEEEEEEEEEEILQIKTK 
HYTTKEQEKEEQGIKLVQGSNN 
D/QEQEKKGEYKNTGEKNSMK 


23740 


54108 


A 


23875 


5 


156 


RKK.GGG/EREEEGEGEEEEEEE 
EEEEEEEEEEEEEEEEEEEEVVL 
LTPGTGAFDFKKH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23741 


54109 


A 


23876 


1 


1808 


MEVLSIDNLAGHKVFYQKESHS 
WKQQKQDLMSGKRLSAANPLP 
ALLLPVLWTTGQAPSPGPGGDP 
ILQLWDDAQQMAGSPRTKKKG 
CTRNSQAARLSFQSRGGQGSLT 
EKMIFEQRFGGGKGESRKDAIA 
IIVVDIVTLQPCRTVEWVPTRPF 
RSLQGHFQGGLRRQQMMVME 
GVWVLSCAMDLTSPRDCLPFC 
VSLPVLLLSAPLCSCSTAGGSPV 
TSPHH FP VEGGLGRVRRC YINE 
PVVTTLGWESVCWVSFWLLLR 
IRYSTSGQAACHAESQELNPRG 
FGCLGHRNVTWVKCLLPALQP 
EGSVPFLELLEPFIFASASKTFV 
AANLVTWVACFLLVQAAFQLS 
E YRQG VG I PV ADRTGDAPTLGL 
S YE A DV AEG HGFFLDQES VIQI 1 
PEPLPQFYLCLLDAELTGVQGE 
PALPSMQIFSSPEAATGVHNDR 
GAEH FP V SRQPS AELGL RPMQA 
SQERK1NFPGPSPGFPPKRQNKT 
LSRREKKEEEKEEKEEEEEEE/E 
G EEEKEKEEEEEKEEEEEEEEEE 
GGEEEEEEEEEEEEEEEEEEEEE 
KWLYQYDPEDKAQSKQWLSR 
GGSGPVKAKADWWRAKEIHSL 
QPRQVIPGIPSM 


23742 


54110 


A 


23877 


459 


636 


IPGGSNGLEAEGPPPPPLPVAAV 
LA/AGSGGLAVASCAFTICALR 
WPGVPCSRVPIWTPS 


23743 


54111 


C 


23878 


183 


254 




23744 


54112 


A 


23879 


103 


335 


LGSGDLPWEINPLSSCSLLHEK 
DPPTTSGPQTDRPKEHLINFKSG 
ACYTCRKSGH*AK£CLQPGIPIK 
PHLICVGPH 


23745 


54113 


A 


23880 


159 


306 


LGSGNLP*E1NPLSSCSLFREEDP 
PTTSGPQTNQPKEHLTNFKSAA 
ED 


23746 


54114 


C 


23881 


80 


106 




23747 


54115 


A 


23882 


317 


427 




23748 


54116 


A 


23883 


353 


511 




23749 


54117 


B 


23884 


1 


320 




23750 


54118 


A 


23885 


1 


624 




23751 


54119 


A 


23886 


224 


355 




23752 


54120 


A 


23887 


872 


1003 




23753 


54121 


A 


23888 


1 


603 




23754 


54122 


A 


23889 


2 


214 




23755 


54123 


A 


23890 


459 


601 


DVDRHVRGSNFHUNEIRSLAAT 
PRAPGTLAQ/GLTDSFPDLLGLA 
AED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23756 


54124 


A 


23891 


2 


267 


QWDGWGARKGMEWEDDLPLE 
FG RPT A SLLSDRPQPNSSRGSDV 
PFLAPPSLPCHSSACLAATPRAPG 
TLAQGSLTDSFPDLLGLAAED 


23757 


54125 


A 


23892 




299 




23758 


54126 


B 


23893 


1 


1470 




23759 


54127 


A 


23894 


134 


1276 




23760 


54128 


A 


23895 


2 


847 


PPPPRVLRTGGGASLTAQAPGT 
PRRPQEGEPVTPGRSLGLRSSCQ 
ASVSLLLPVIVACASLEPGRGR 
A FRDEG A WNTRV S A AVI SSQA 
QLLSSILVNSRRLSFSAHHTAFG 
TVALGEYAFRMF\RLSARLFG\E 
VT\RPTNS/RSLMKVVKLFSE/IW 
PLAKKKETYDW\YPNHHTY/AL 
ELMAGRLRFLGTLTEDEAFRDF 
MGMEAKTDLKEAFVGKGGNP 
KEREKGKRAAKKGNSCLVPSR 
RGDFLSSVAERRKLHLLSFPHIG 
GDVIFLNGSLFGRNTSHLLGEI 


23761 


54129 


A 


23898 


3 


1224 


MRRNKPRQRGVREARPAGGAG 

PGWRGARCSGAGEGGGGERRG 

SPPAALALAPASGPRRNFPPDA 

RCL1YQQIHQGAFLLAGSASLS 

A VTG VPEG EARFTED YCPEEK 

MFGFHKPKMYRSIEGQCISGA 

KSSSSRFTDSKRYEK\DFQ\SCFG 

LHETRSGDI\CNACVLLVKRWK 

KLPAGSKK\NWNHVVDARAGP 

S\LKTTFEPK\KVKTLSG\NRIK\S 

TQ1SKLQKEFK\RSNSDAHSTTS 

SASPAQSPCYSNQSDDGSDTEM 

A SG SNRTP VFSFLDLTYWKRQK 

ICCG11YKGRFGEVLIDTHLFKP 

CCSN KKA A AEKPEEQGPEPLPI S 

TQEWTECPDLSLVVSWRPPLSS 

LPAGCSLHGLAADWTTDMITV 

TTSKCREPSCQQEGSFQRRKAF 

PKRLPKMAEVQVLVL 


23762 


54130 


A 


23900 


69 


355 




23763 


54131 


A 


23901 


316 


830 


VSLSQTLHPPMTLQLSRYSRGW 
GLSSDRPRGAKAKVPSCFGTAP 
R/GPEAAPRLLAHHLVPAGRGS/ 
ARAPAPGWRLGSP\GAGRKGR 
DFRLPASGLAVSGEWDPIPWGY 
VGEVGGCSCQWFSPGVQQKRR 
RRKVWLGQPQDLPGPSALADK 
GPALAKADGQRVNVASVGLQP 



3141 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23764 


54132 


A 


23902 


1 


1044 


MSYKVTQEISKELRWISAVLVT 
WDLRGETGTRVCIAMGVSRMQ 
YSIMAKI VGSGNN LELNPAA DK 
LDNLGAQCGLASVKVSARAAP 
PFAPATLVALLEARAAELPLPPP 
PGVSLRCVEAPDVRGRGRGGG 
EGSGVTRLLLPPPPPSGASFLQR 
GRPVTPALFQ AGWG RA A DRPG 
PADLAGGAGGRSGGRRMLPRS 
PGAALRDRSALEDGfVEGYGPL 
GEPEEGSRSSFLESKVAFNYCN 
KVAPLDFGNEAVEQCHTMSDR 
KAVIKNADMSEDMQQDAVDC 
A\TQA MEKYN 1EKD I A A Y IKKEF 
DKKYN PTWHC 1 VGRNF\G S Y\ V 
PHTEDKHFIYFYLGQVAILVLFK 


23765 


54133 


A 


23903 


33 


427 




23766 


54134 


A 


23904 


72 


777 


EWKQAGEGGGGQRRGSPPAVL 

ALAPASCPRREMSYLPTNPPGSI 

LICWLGVSLSSHRSAGGGSAIY 

G\SYYPEEKMFVFHKPKMYRS1 

EGYCICRAKSSSSRFTDSKRYEK. 

DFQSCFGLH ETRSGD1 CN ACVL 

L VKR WTCKLPAG SKKKTG I M CN 

QSDDGSDTEMASGSNRTPVFSF 

LDLTYWKRQK1CCGINYKGRF 

GEVLIDTHPFKPCCSNKKAAAE 

KPEEQGPEPLPI STQEW 


23767 


54135 


A 


23905 


234 


989 


PKTSDQAYYCPEEKMFGFHKP 
KMY\RS1EGC\CISGAKSSSSRFT 
DSKRYEK\DFQ\SCFGLHETR\SG 
DRCNACVLLVKRWKKLPAGSK. 
K\N WNH V V D ARAGPS LKTTLK 
PKKVKTL\SGNRIK\STQ1SKLQK 
/ENFKR\HNS\DAHSTHPQVPSP\ 
AQSPLFTVNQFRWTGSDTGVG 
FPGSNRNHPVFSFLDL\TYWKR 
QKICCGIMYKGRFGEVLIDTHLF 
KPCCSNKKA\AAEKPEEQGPEP 
LPISTQEWVTEVFM 


23768 


54136 


A 


23906 


3 


1059 





3142 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l!nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23769 


54137 


A 


23907 


1 


1697 


MRPCALCWRSAVTAAPERAVL 

ESRGGAPDTPRRLHSFTQTRSLS 

PQAHAGPHTRLHPRQGHAHMR 

GGGRVTDTRRHIPNADVPRYK 

LTCTGGVTTFVALYDYESRTET 

DLSFKKGER\LQ1VNNTKGDW 

WLAHSLSTGQTGYIPSNYVAPS 

DSIQAEEWYFGK1TRRESERLLL 

NAENPRGTFLVRESETTKGAYC 

LSVSDFDNAKGLNVKHYKIRK 

LDSGGFYITSRTQFNSLQQLVA 

YYSMSHCPPFSAAGWYGGGCP 

EEPQKHA DGLCHRLTTVCPTSK 

PQTQGLAK.DAWEIPRESLRLEV 

KLGQGCFGEVWMGTWNGTTR 

VAIKTLKPGTMSPEAFLQEAQV 

MKKLRHEKLVQLYAVVSEEPI 

YIVTEYMSKGSLLDFLK.GETGK 

YLRLPQLVDMAAQIASGMAYV 

ERMNYVHRDLRAANILVGENL 

VCKVADFGLARLIEDNEYTAR 

QGAKFPIKWTAPEAALYGRFTI 

KSDVWSFGILLTELTTKGRVPY 

PGMVNREVLDQVERGYRMPCP 

PECPESLH DLMCQC WRKEPEER 

PTFEYLQAFLEDYFTSTEPQYQP 


23770 


54138 


A 


23908 




736 


MDPGAALQRRAGGGGGLGAG 
SPALSGGQGRRRKQPPRPADFK 
LQVIIIGSRGVGKTSLMERFTDD 
TFCEACKSTVGV\DFKIKTVELR 
GKKIRLQIWDTAGQERFSSITSA 
YYRSAKGMILVYDITKKETFDD 
LPKWMKMIDKYA\SEDADLLL 
VGNKLDCETDREITRQQGEKFA 
QQITGMRFCEASA1CDNFNVDEI 
FLKLVDDILKKMPLDILRNELS 
NSILSLQPEPEIPPELPPPRPHVR 


23771 


54139 


B 


23909 


84 


441 




23772 


54140 


A 


23910 


6 


254 




23773 


54141 


A 


23911 


1 






23774 


54142 


A 


23912 




187 




23775 


54143 


A 


23913 


3 


143 




23776 


54144 


A 


23914 


3 


481 




inn 


54145 


A 


23915 


1 


711 




23718 


54146 


A 


23916 


55 


381 





3143 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23779 


54147 


A 


23917 


240 


875 


GLSAESTPTSIMSMTLGYWDIR 
GLAHAIRLLLEYTDSSYEEKKY 
TMGDAPDYDRSQWLANEKFKL 
GL\DFPNLPY\LIDGAHKMHPEA 
TPFLCYIVARKHNLLLGETGRRE 
K 1 SS WDIL\ENQAMDVSNQLAR 
VCYSPDFEKLKPEYLEELPTMM 
QHFSQFLGKRPWFVGDKITFVD 
FLAYDVLDLHRIFEPNCLDAFP 
NLKDFISRFEVSCGIM 


23780 


54148 


A 


23918 


64 


774 


CLSAESAPTSTMPMTLGYWDIR 
GLAHAIRLLLEYTD\SSYEEKKY 
TMGDAPXDYDRSQWLNEKFKL 
G L\DFPN LPYL1 DG AHKITQSNA 
ILRYI\ARK\HNLCGGDRRREKIS 
CWDILENQVM\DNHMELVRLC 
YDPDFEKLKPKYLEELPEKLKL 
YSEFLGKRPCFLGVDKITFVDFL 
VY\DVLETK\QVFEPK\CLDAF\Q 
NLKDFISRFEGL\EKISAYMKSS\ 
RFL\QELVFSKMA VWGN K 


23781 


54149 


A 


23919 


163 


317 


LSPNNYYRKLPQKVKLE*RYHR 
LALFSFPTKKLTPEKVSLCCRFL 
EMGYIF 


23782 


54150 


A 


23920 


62 


255 


VRLTAQKSLGPLTSTHSLWGSA 
\RARHREPVG S VCGCDPCEQLL 
LLVSQLRAPGVDSAAAGRPV 


23783 


54151 


A 


23921 


173 


467 


KSRFCFFGV VLKLPKKLHIR* WI 
GATL*NQP*TIFQTDGDCSHQSL 
GPLPACDLWDQLHLRSKQGGS 
VCGCDPCEQLLLLVSQLRAPGV 
DSAAAGRPV 


23784 


54152 


A 


23922 


35 


548 


PRSCPSLSPGLSCLLQ/RLVNYQI 

SIKCSNQFKLEVCLLNAENKVV 

DNQAGTQGQ\LPAVGQARWGS 

GCRGAHTW\PLAVIGAADCTG 

QRGWEGV*AFPGLTEPVSSLFC 

GQDGD/CSPHSM*VLSHVVLWL 

LNGLC\SLVLGSVCGCDPCEQL 

LLLVSQLRAPGVDSAAAGHPV 


23785 


54153 


A 


23923 


1 


599 


MSPAGLVNYQISVKCSNQFKLE 
VCLLNAENKVVDNQAGTQGQL 
KG RPDG AQA V/VG AHT WRFGC 
RRCG*LHRSHWGL*LLHTPCGR 
PHCARHREPVAHSLLCSRAISGS 
EPHFWQCSVQ*PQLCVPGRVAT 
PLGELDSGDGDCSHQSLGPLPA 
CDLWDQLHLRSRQGGSVCGCD 
PCEQLLLLVSQLRAPGVDSAAA 
GRPV 


23786 


54154 


A 


23924 


290 


528 





3144 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23787 


54155 


A 


23925 


274 


571 


KSRFCFFG VVLKLPKKLHIR* WI 
GATL*NQP*TIFQTDGDCSHQSL 
GPLPACDLWDQLHLHSRQGGS 
VCGCDPCEQLLLLWSQLQAPA I 
DSAAAGRPV 


23788 


54156 


B 


23926 


204 


410 




23789 


54157 


A 


23927 


29 


330 


YLGVELVKSAYPFFQIHLSFPSC 
MWLCGLFLLFYIDFLTLMCGD 
KPLICKKHQLSASTCA/CTIC*G 
ALTLLMEIEQGPCDLSCASREV 
STARSLAELFSGP 


23790 


54158 


A 


23928 


259 


699 


ETSHQVMDRSNPVKPALDYFL 
NRLVNYQISVKCSNQFKLEVCL 
LNAENKVVDNQAGTQGQLKV 
LGANLWWPYLMHEHPAYLYS 
WEDGDCSHQSLGPLPACDLWD 
QLH LRSRQGGS VCGCDPCEQLL 
LLVSQLRAPGWDSAAAGHPV 


23791 


54159 


A 


23929 


245 


695 




23792 


54160 


A 


23930 


302 


745 


ETSHQVMDRSNPVKPALDYFS 
NRLVNYQISVKCSNQFKLEVCL 
LNAENKVVDNQAGTQGQLKV 
LGANLWWPYLMHEHPAYLYS 
WEDGDCFTPKALDPLPACDLW 
DQLVHLRSRQGGSVCGCDPCEQ 
LLLLVSQLRAPGVDSAAAGRPV 


23793 


54161 


A 


23931 


2 


293 


VFCHTDLRKNLTVDEGTMKVE 
VLPALTDNYMYLV1DDETKEA 
AIVDPVQPQKVVDAARKHGW 
KLTTVLTTHHHWDHAGGNEKL 
VKLESADLG IRLF 


23794 


54162 


A 


23932 


1 


441 




23795 


54163 


A 


23933 




630 




23796 


54164 


A 


23934 


3 


265 




23797 


54165 


A 


23935 


3 


1062 


SAVQPGPVMVVGRGCSRRSLA 
ALGAACARRGLGPALLGVFCH 
TDLRKNLTVDEGTMKVEVLPA 
LTDNYMYLVIDDETKEAAIVDP 
VQPQKVVDAARKHGVKLTTVL 
TTHHHWDHAGGNEKLVKLESG 
LKVYGGDDRIGALTHKITHLST 
LQVG\SLNVKCLATP\CHTSGH I 
CYFVSKLGG\SEPFVVFTGDTLF 
V\ AG CGE VLMKGLRDEMCKAL 
LEV\LGRLPPDTVGSASLRAGR 
VYCG\HEYTIKQTSKFAR\HVET 
GNAVA I REK\LPWA\KEKYSIGEP 
TVPST\LAE\EFTYNP\FIKVREER 
RCKQHXAGETDPVTTMRPVRRE 
KDQ\FK\M PRDLRPPLHLQQDL 
GIKALLDRLF 



3145 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23798 


54166 


A 


23936 


107 


750 


SHLWSPVSEPLQACSFC/VIRDK 
YRYFACLMRARSEEHTNEKDM 
MKAIRLLKEAEEEFWYHQHPQ 
PCIFPDSPRGTSYVTHECYKVPE 
WCLDDWHPSEKAMYPDYFAK 
RKQWKKLRRESWKREVKQLQ 
EETPPAGKEECKLHEGMNYVV 
LTCIPGAIKQYLACSRYSKTPGP 
RDSCWEVQSDNQCWWWLDSG 
AHGLVTSFKGVMMTVEATTM 
AAVF 


23799 


54167 


A 


23937 




718 


PASTISCSVTRSRRAVSRLSARP 
GKVSAVMASLASGPYLTHQQK 
VLRLYKRALRHLESWCVQRDK 
YRYFACLMRARFEEHKNEQDM 
AKATQLLKEAEEEVFWYRQHPQ 
P\Y1FPDSPWGHPPYERY\DCYK 
VPVEWCLDDWH PSEKAAM YP\D 
YFAKREQWKKLRRESWEREV\ 
KQL\QEET\PPGGSF*LEALPPGP 
KRKVILPPLWW\YIVTRP\RERP 
MLERERPHLSCLQVKYVTEHG 


23800 


54168 


A 


23938 


269 


488 


TDGV1F1GLSWSPRRCGLGIQRD 
AER1FFALDQASCGFTIHPHIDA 
AETPRGLIAMHLCRRCQRGQSQ 
AEKLP 


23801 


54169 


A 


23939 


1 


1560 


MVHLGAPVMALNLQGKHLCD 

STASSLLPRRRESNSDDTARED 

ARQKRPANTDMRTQELQTRET 

GQGTARETEVATPLSGPSAGDS 

PPAASEMSCGQLVLALLLLFFL 

L V WNTGTKSGSG RVARL AQLA 

HDCDGGLALGLCYAVLDQRSV 

VQATPQAPKPGPVQPLTVQGL 

QPVHVAQESSGNEITARRQSAR 

SRPRG DRTAPS RRVTRRPKH A P 

ERAPIQQGNIVTVRAPTARKKW 

RPAVGTPTGAHPVCTAKGTGG 

RPTPTQAHTRYTERDPIRNSAEL 

TGSRPCTGRERSGVEACKAAV 

HNLL\AQTGSSGLIINYPLDD\Q 

DA1AVEAACTNVPALFLDVSDQ 

TPINSIIFSHEDDVWRTPLVAPT 

NLNTRSSQPARHHRAGAVRRH 

HMTVARSATAHARLRRHAKPQ 

GRERIKPSGAREGSEPLGGESGI 

RTPRGRERDPNPSGAKAGSEPG 

RJPETLPRCKGETEAKCWARGN 

FHTAQGSWPRGGRSRWEPLEA 

PALSQQAHGGELPLPAAARSHR 


23802 


54170 


B 


23940 


98 


229 





3146 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23803 


54171 


A 


23941 


1 


256 






54172 


A 


23942 


289 


433 


VLWSCAAEDFDWLVYRPIGSA 
LSCRLIGPWAIGMWETGFP*VL 
WSCAAEDFDWLVYRP1GSALSC 
RLIGPWAIGMWETGFPLLSSVS 
LS 


23805 


54173 


A 


23943 


450 


1260 


LCACVVGGEKRSGPRIGCAGA 

GKDPFWRAVGVAQKAAAVVA 

CGAASPYRNRADVSVSDHSQS 

RGPGGLSLSGGTVCDMGKKTK 

RTADSSSSEDEEEYVVEKVLDR 

RVVKGQVEYLLKWKGFSEEHN 

TWEPEK.NL\DCPELISEFMKKY 

KKMKEGGN\NKVREKSESSKR 

KSNFSDSAEDIKCKKKREQSND 

IARGFERGLEPEK1IGATDSCGD 

LMFLMKWKDTDEADLVLAKE 

ANVKCPQ1VIAFYEERLTWHAFV 

PEDAENKEKETAKS 


238Q6 


54T74 


— 


23944 


3 


267 


AMVGGGGVGGGLLENANPLIY 
QRSGERPVTAGEEDEQVPDSID 
AREI FDLI RS* A WPLTPQPA Y W 
YPGPSSCQGCYRCFLESLTMRN 


23807 


54175 


A 


23945 


1 


942 




23808 


54176 


A 


23946 


3 


470 


AMVGGGGVGGGLLENANPLIY 
QRSGERPVTAGEEDEQVPDSID 
AREIFDIRRCWARAGSGGLRW 
GEQ*YRAAGGAASQQGVPGRG 
F*VGKGAESLFLHFPQ\LIRFLN 
DP\EHSLTLEELNVVEQVRVQV 
SDPESTVAVAFTPTISHWSMGT 


23809 


54177 


A 


23947 


2 


604 


ARSHRISGGGSAMVGGGGVGG 

GLLENANPLIYQRFGE\RPVTAG 

EEDEQVPDSIDAREVF\DLIRSH 

QMTPEHP\LTLEELNV\AEQVR\ 

VQVSDP\ESTVAVGFPKPTHSGT 

CRHGPPLIGLS\IKVK\LLRSLPS 

AFSRWDVAHLLPGDPLPQEHA 

VEQATLQIKEAGWATALGRTH 

HLLEVVNVQCLSSPAPGTWAFV 


23810 


54178 


A 


23948 


1 


1002 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23811 


54179 


A 


23949 


89 


2587 


STSRDRJRLSKRSRTTMAAQPRG 

GDYRGSFLLSILLGTPWEAWAG 

R1LYSVSEETDKGSFVGDIAKDL 

GLEPRELAERGVRIISRGRTQLF 

ALNQRSGSLVTAGRIDREE1CA 

QSARCLVNFNILMEDK.MNLYPI 

DVEI 1 DINDN VPRFLTEE1NVKI 

MENTAPG VRFPLSEAG DPDVG 

TNSLQSYQLSPNRHFSLAVQSG 

DDETKYPELVLERVLDREEERV 

HHLVLTASDGGDPPRSSTAHIQ 

VTVVDVNDHTPVFSLPQYQVT 

VPENVPVGTRLLTVHAIDLDEG 

VNGEVTYSFRK1TPKLPKMFHL 

NSLTGEISTLEGLDYEETAFYE 

MEVQAQDGPGSLTKAKVLITV 

LDVNDNAPEVTMTSLSSSIPED 

TPLGTVIALFYLQDRDSGKNGE 

VTCTIPENLPFKLEKSIDNYYRL 

K\TTKNLDRETLSLYNITLKATD 

GGTPPLSRETHIFMQVADTNDN 

PPTFPHSSYSVYIAENNPRGASI 

FLVTAQDHDSEDNAQITYSLAE 

DTIQGAPVSSYVSFNSDTGVLY 

ALQSFDYEQLRELQLRVTAHDS 

GDPPLSSNMSLSLFVLDQNDNP 

PEILYPALPTDG STGMELAPRS A 

EPGYLVTKVVAVDKDSGQNA 

WLSYLLLKASEPGLFAVGLYTG 

EVRTARALLDRDALKQSLVVA 

VQDHGQPPLSATVTLTVAVAD 

SIPEVLADLGSLEPSDGPYNYDL 


23812 


54180 


B 


23950 


165 


335 




23813 


54181 


A 


23951 


217 


859 


GSAMAQQRALPQSKETLLQSY 
NKRLKDDIKSIMDNFTEIIKTAK 
IEDETQVSRAT\QGEQDNYEMH 
VRAANIVRAGESLMKLVSDLK 
QFLIL\NDFPSVNEAIDQRNQQL 
RTLQEECDRKLITLRDEISIDLY 
ELEEEYYSSSPGPSLVSQQLSEQ 
QLLSSAWTAWPKVTLSSLAPGP 
QYSVNGPAAIIAHPGTCASAGIS 
SSLLPEPVLLVPVF 


23814 


54182 


A 


23952 


1 


1263 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23815 


54183 


A 


23953 


70 


2530 


PGVSRLVSKLRRARGMGSGAG 

ELGRAERLPELFLFLLTLFCPAL 

CEQ1RYRIPEEMPKGSVVGNLA 

TDLGFSVQELPTRKLRVSSEKP 

YFTVSAESAELLVSSRLYREEIC 

GKKPACALEFEAVAENPLNFY 

HVNVEIEDINDHTPKFTQNSFEL 

QISESAQPGTRFILGSAHDADIG 

SNTLQNYQLSPSDHFSLINKEKS 

DGSKYPEMVLKTPLDREKQKS 

YHLTLTALDFGAPPLSSTAQIH 

VLVTDANDNAPVFSQDVYRVS 

LSENVYPGTTVLQVTATDQDE 

GVNAEITFSFSEASQ1TQFDLNS 

NTGEITVLNTLDFEEVKEYSIVL 

EARDGGGMIAQCTVEVEVIDE 

NDNAPEV1FQSLPNLIMEDAEL 

GTH1ALLKVRDKDSRHNGEVT 

CKLEGDVPFKILTSSRNTYKLV 

TD A V LDREQNPE YN I T VTATDR 

GKPPLSSSSS1TLHIGDVNDNAP 

VFSQSSY1VHVAENNPPGASISQ 

VRASDPDLGPNGQVSYC1MAS 

DLEQRELSSYVS1SAESGVVFA 

QRAFDHEQLRAFELTLQARDQ 

GSPALSANVSLRVLVDDRNDN 

APRVLYPALGPDGSALFDMVP 

HAAEPGYLVTKVVAVDADSGH 

NAWLSYHVLQASEPGLFSLGLR 

TGEVRTARALGDRDAVRQRLL 

VAVRDGGQPPLSATATLHLVF 

ADSLQEVLPD1TDRPDPSDLQA 


23816 


54184 


C 


23954 


75 


149 




23817 


54185 


A 


23955 


442 


618 


CQRLRSWVSQPFSFSFFPSFPTF* 
NILCLFVYLEVEFPSCCPGWSN 
NWAKSSGKALEAN 


23818 


54186 


A 


23956 


1 


245 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23819 


54187 


A 


23957 


30 


1079 


APCASFLTPLAAASVGKVWLG 
LRGAAPMASVLSYESLVHAVA 
GAVGSVTAMTVVVFPLDTAS1F 
DFSVDF\KRKSKTTHMVVLEIIK 
EEGLLAPYRGWFPVISSLCCSNF 
VYFYTFNSLKALWVKGQHSTT 
GKDLVVGFVAGVVNVLLTTPL 
WVVNTRLKLQGAQFRNEDIVP 
TNYKGIIDAFHQIIRDEGISALW 
NGTFPSLLL VFNPA IQFMFYEGL 
KRQLLTFAFQLSSLDVFIIGAVA 
KAIATTVTYPLQTVPLFPQFGR 
HRLNPENRTLGSLRNILYLLLQ1 
FRTPSEREPFYTSVTLSVLSSVA 
YPMMPLSNITSAYRIGVLEKGG 
GSGKSDNSDDDDDNDDGGV 


23820 


54188 


A 


23958 


1375 


2451 


VPRVPFA1NVLTHSRQRYRRNL 
RFYADDPT1RV/GGPTYHWVRE\ 
AEEERVVDNRMHDRFCELRTA 
AGHPVEGGRPLV1KG1THPAET 
ALQRFKFLMYQVVASDLDGTL 
LSPDHTLSPYAKETLKLLTARG1 
NFVFATGRHHVDVGQIRDNLEI 
KSYMITSNGARVHDLDGNLIFA 
HNLDRDI ASDLFG V VN DN PDIIT 
NVYRDDEWFMNRHRPEEMRFF 
KEAVFQYALYEPGLLEPEGETK 
ALLTPGKLKNFLVEKMRTLGT 
AACPPYHIAFVIGGTSAETNLKT 
VKLASAHYYDELPTEGNEHGQ 
GSAMSSWNRNCWKRPRNSVLA 
RSLAVNTSRTTFALSVCHVTAH 
PARSAWASPVR 


23821 


54189 


B 


23959 


1 


1386 




23822 


54190 


A 


23960 


1375 


1609 


VPRVPFAINVLTHSRQRYRRNL 
RFYADDPT1RV/GGPTYHWVRE 
S\EEERVVDNRMHDRFCELRTA 
AGHPVEGGRPLVIK 


23823 


54191 


A 


23961 


433 


741 




23824 


54192 


A 


23962 




224 




23825 


54193 


A 


23963 




2053 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23826 


54194 


A 


23964 


1 


2408 


MGGADIAGPRREHNAKHPTVG 

LG S A AQTTC LPGPKQKGDPTRH 

QPVDKRNDVGPRQHFWCWRV 

EIHKEKRMKTGPLNESELEWLD 

DILTKYNTDHA1LDVAELDGLL 

TAVLSSPQEIEPEQWLVAVWG 

GADYVPRWASEKEMTRFMNL 

AFQHMADTAERLNEFPEQFEPL 

FGLREVDGSELTIVVPPGGRTA 

TNALSCGSLFGEETSPRGPSADS 

TSQSIGGGSPHDCAKGIALVAA 

NGGDIRDYEGVDRSAKPQLPMI 

A1NTTAGTASEMTRFCIITDEAR 

HIKMAIVDKHVTPLLSVNDSSL 

MIGMPKSLTAATGMDALTHAI 

EAYVSIAATPITDACALKAVTM 

1AGISTFFASSRMALMQASAPSA 

SFLPVTFTPIAAAQSRRRAAAT 

GYRDRWLCHGDVLLQ1CANTQ 

DTVIHALRDIIKHNSCPDDCSVQ 

HDAV1DDGCDFIDYLGGSETVV 

ALNTPRADDYHPVMVLCAKTD 

KAHRNV1HTSKLCFITLTPEISQ 

RSHGKSSKRVFSCFPVFLLLKH 

RRJVAQKYAELAYDLFHLGFD 

VLI1DHRGQGRSGRLLADPHLG 

HVMRFNDYVDDLAAFWQQEV 

QPGPWRKRY1LAHSMGGA1STL 

FLQRHPGVCD\AIALTAPMFGIV 

I RMPSFM ARQI LNWA E AHPRFR 

DGYAIGTGRWRALPFAINVLTH 

SRQRYRRNLRFYADDPTIRVGG 


23827 


54195 


B 


23965 


1 


3357 




23828 


54196 


A 


23966 


14682 


14931 


EIGPGPRPLPSPLP*ATSTSVLAA 

SGRPERTR\HAGIKI VLEDI FTL 

WRQVETKVRAKIRKMKVTTKV 

NRHDK1NGKRKTAKEQSPLLQE 

SLFATGDVSHNLLRALDVGLLA 

NLSALAELDISNNK.ISTLEEGIF 

ANLFNLSEINLSGNPFECDCGL 

AWLPRWAEEQQVRV/AAARGS 

HVCWAWLPGWPASAWHPLAG 

QWLW*GVCRLPP*QQLRHRGS 

SVLFSCPRRPA/CSQRPAAPSAS 

PPARASQPSPSRA 



3151 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23829 


54197 


A 


23967 


1 


714 


MVK.LSIVLTPRFLSHDQGQLTK 
ELQQHVKSVTCPCEYLRKVrNT 
L A DHRH RGTDFGG SP WLLI1TV 
FLRSYKFAISLCTSYLCVSFLKTI 
FPSQNGHDGSTDVQQRARRSN 
RRRQEGIKIVLEDIFTLWRQVET 
KVRAKICKMKVTTKVNRHDKI 
NGKRKTAKEHLRKLSMKEREH 
GEK.ERQVSEAEENGKLDMKEI 
HTY/MITPSARKPLCNRVRMAA 
AEHRHSSGLPYWPYLTAETL 


23830 


54198 


A 


23968 


til 


216 


ALLFPISTWSTPLGTQQAPQCV* 
PTPMPMRPVPS 


23831 


54199 


A 


23969 


1 


4710 




23832 


54200 


A 


23970 


3544 


3723 


RSHRSPPRCPPSRAPAPRRSAAA 
PPRR*PPRAPAAPRPGPP/CMAR 
PPPARPTAGSRVPPL 


23833 


54201 


A 


23971 


3 


1119 


EFGTSHRHRGTDFGGSPWLLI1T 
VFLRS YKFA ISLCTTYLWVINTL 
ADHRHRGTDFGGSPWLLIITVF 
LRSYKFAISLCTTYLCWSFLKTI 
FPSQNGHDGSTDVQQRARRSN 
CRRQEGIKIVL\EDIFTLWRQVE 
TKVRAKIRKMKVTTKVATRLTK 
1KERRKTAQDHWRKLSMKERE 
HREEERQVSEAEENGKLDMKEI 
HTYMEMFQRAQALR\RRAED\Y 
YRCKITPSARKPLCNRVRMAAA 
EHRHSSGLPYWPYLTAETLKNR 
MGHQPPPPTQQHSIIDNSLSLKT 
PPECLLTPLPPSALPSADDNLKT 
PAECLLYPLPPSADDNLKTPPEC 
LLTPLPPSAPPSADDNLKTPPKC 
VCSLPFHPQRMIISRN J 


23834 


54202 


A 


23972 


1 


1149 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23835 


54203 


A 


23973 


93 


1165 


HRRSAAEAPAAAVMPFPFGKS 

HKSPADIVKNLKESMAVLEKQ 

DISDKKAEKATEEVSKNLVAM 

KEILYGTNEKDPQTEAGAQLAQ 

ELYNSGLLITLVADLQLIDFEGK 

KDVAQIFNN1LRRQIGT\RTPTV 

EY1CTQ\QNI\LFMLLKGYESP\EI 

ALNNCGIMLRECIRHEPLGKIIL 

WSEQFYDFFRYVEMSTFDIASD 

A\FATFKGLLTRHKLLSAEFLEQ 

H Y DRFF SE YEKLLH S EN Y VTK.R 

QSLKLLGELLLDRHN FTIMTKY 

ISKPV\NLK\LMMNLLRDKSRN1 

QFEAFHVFKA\FVANPNKTQPIL 

DILLKNQAKLIEFLSKFQNDRTE 

DEQFNDEKTYLVKQIRDLKRPA 

QQEA 


23836 


54204 


A 


23974 




158 




23837 


54205 


A 


23975 


3 


1071 


GVRASGRAVPRAVFAGMKRPC 

EETTSESDMDETIDVGSENNYS 

GQSTSSWl RLNSPTTTSQIMAR 

KKRRGIIEKR\RRDR]NNSLSELR 

RLVPTAFEKQGSAKLEKAEILQ 

MTVDHLKMLQATGGKGYFD\A 

HALAMDFMS1GF\RECLTEAAR 

YLSSVEGLDSSDPLRVRLVSHL 

STCATQREAAAMTSSMAHHHH 

PLHPHH W AA AFHHLPAALLQP 

NGLHASESTPCRLSTTSEVPPAH 

GSALLTATFAHADSALRMP\ST 

GSVAPCVPLLSTSLLSLSATVVH 

AAAATATAAAHSFPLSFAGAFP 

MLPPNAAAAVAAATAISPPLSV 

SATSSPQQTSSGTNNKPYRPWG 

TEVGAF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23838 


54206 


A 


23976 


1 


1416 


MPGNLTRKESSSPLTDRHCHTS 

SQFSHRFNAISPFPPAELGCDHV 

ASAAADPLGVPGVATQWAGGL 

SAALAAPRRPHSCRRLQVLGAL 

GILK.SAGRVNFRCFGPLSIRGKP 

KTPLWEQEKPKLQTGSAGSQQ 

K.RVMLKPSRGADRVLGRGSQR 

PAETDRETTDLRQRKRMKJEGK 

ERTLRAARGETRRSNGNLARQ 

TVPEGCRSQTQALQVVRNART 

PPCIPNLDRPPEACSSGSTGGM 

MPLRVAPSPVASGESSHLSSGR 

GDRGLVRCKVEELRFQPVAFPE 

FIPPPTSPRADSESGDWCCTVLA 

NPSKTGSGGWEQRKTEC\PQGR 

TQNPQQRGS/RNLVLLTAGQES 

TPRRSQLTRSPAAERRTEEQGE 

DRKNRALGCNLFPRVPRHARD 

SQRALRASTQAPKKSTFAFPGI 

HSGAVCSKRRICGVQGEPFPLPF 

ASQCSSCLK1LPSPGPTKELTSY 

LLHSGCGFLDK.LRV 


23839 


54207 


A 


23977 


3 


139 




23840 


54208 


A 


23978 


141 


734 


G SQLRRPAFG VRV ALEESKG LI 

RKDSCRGRACAGANACARRRR 

PPTMSGAAWRGTPLALVRSSRT 

RGVWAWQWSATRSPSDSCFPG 

VARDKEDGEPKTKHLREEEEE 

GEKHRELRLRNYVPEDEDLKK 

RRVPQAKPVAVEEKVKEQLEA 

A\SPEPV1EEVDLANLAPRKPDW 

DLKRD V A KKLEK LKKRTQRA I 

GRLDP 


23841 


54209 


A 


23979 


3 


585 


GTVGGVCGPRRSSSASPQEQDQ 
DRRKDWGHVELLEVLQARALF 
TAVPLSEEDRATVLKAVHKVK 
PTFSLPLQLPPPVNTSKLLRDVY 
AKDGRVS YPKLH LPLKTLQCLF 
EKQLHVELASRMCVVSVEKPT 
LPSKEVTHARKIALKTLRDQWE 
KALCRELRETKNRLERQVYEG 
RFSLYPFLCLLDECEVVRMLLQ 
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SEQID 
NO: 


SEQID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon For peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23842 


54210 


A 


23980 


1 


3778 


MRRRGPVGWPGAACVMSALC 
WGRGAAGLKRALRPCGRPGLP 
GKEGTAGGVCGPRRSSSASPQE 
QDQDRRKDWGHVELLEVLQA 
RVRQLQAESVSEVVVNRVDVA 
RLPECGSGDGSLQPPRKVQMG 
AKDATPVPCGRWAKILEKDKR 
TQQMRMQRLKAKLQMPFQSG 
EFKALTRRLQVEPRLLSKQ\MG 
GCLEDCTRQAPESPWEEQLARL 
LQEAPGKLSLDVEQAPSGQHSQ 
AQLSGQQQRLLAFFKCCLLTDQ 


23843 


54211 


A 


23981 


101 


805 


HMYTSMKPSSQPRSWISTPHPK 
ACSSLSFPLSLDNWMNINLREVI 
CTSRDGDKFWRMPECY1RGSTI 
KYLR1PDEIIDMVKEEVVAKPR 
GRGGLQQQKQQKGRGMGGAG 
RVGSPLSSGWPGAGRQPHVAS 
LLLGVALAALPRRLPNLPGPPS 
CPLAMNRGPGRGAPRHGTQPSS 
QCASWRSSGH1KSPPQAPVSPM 
RGNGGAHLSRPLATTLGTLRGS 
IQSQGRPPPPEMMNWH 


23844 


54212 


A 


23982 


133 


1069 


RIAWGQDRSCLQGGPFATYVP 

GLILCSLQGWYGVQAGQDLQG 

LPRSQGWARRPGGKL1TCSPSP 

QDGDKFWRMPECYIRGSTIKYL 

RIPDEIIDMVKEE\VVAKGR\GR 

EGPCQQAESQQK/GVRGMGGA\ 

GRCVFGGRGRGMGSPITG\RCH 

PDKKPGRQAGQTVSAHPDRLL 

RPLLARVGDFRSTVSERNLLQK 

GRGRPPRGEPPFRVLVTPSLFKV 

KAPFFLPKNRQILRVRKCLLCCF 

FGFCETGPSQKLGWNPLERVLC 

LKAIFSSPFASGFSRASHFPRRG 

LFLHFLGSLSEASNQTGRFLILK 


23845 


54213 


A 


23983 


1 


326 


P VS LECYT VPPEDN LALLQLYF 
RTLVTGA/LRPRWCPVLYAVTL 
WPHVNSFIFSQRPRIVDIDGKM 
GTLSCIQPFNRCLARRRTLCPNG 
RQETKEQKACLPGSRLFELF 


23846 


54214 


A 


23984 


2 


341 
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SEQ ID 

NO: 


SEQ ID NO: 
ol peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location. of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23847 


54215 


A 


23985 


114 


712 


DLISALMIWFHV1VIHTPYVCIYI 

PTLPLSTSFPLSQLPVSLECYTV 

PPEDNL ALLQL Y FRTL VTG A LR 

PRWCPVLYAVAVAHVNSFIFSQ 

DPQSSVSYISIFRGRKGASN*AA 

SGPAGEEVSVKQGQWWVPAL 

G S VPPLPVLLIADE VKA A RRSM 

LQKTWLLADEGLRQHLLHYKL 

PNSTLPEGFELYSQMPPLRQHY 


23848 


54216 


A 


23986 


357 


2771 


FESSCPPVGSPVGAGPTPSLYKV 

PCATAMKLLRVLASAGRNIAA 

RLLSSFDLRSRLCRIIAEAPQEL 

ALPPEEAEMLSTEALRLWAVA 

ASYGQGGYLYRELYPVLMRAL 

QVVPRELSTHPPQPLSMQRIASL 

LTLLTQLTLAAGSTPAETISDSA 

EASLSATPSLVTWTQVSGLQPL 

VEPCLRQTLKLLSRPEMWRAV 

GPVPAACLLFLGAYYQAWSQQ 

PSSCPEDWLQDMERLSEELLLP 

LLSQPTLGSLWDSLRHCSLLCN 

PLSCVPALEAPPSLVSLGCSGGC 

PRLSLAGSASPFPFLTALLSLLN 

TLAQIH K.GLCGQL AAI LAAPGL 

QNYFLQCVAPGAAPHLTPFSA 

WALRHEYHLQYLALALAQKA 

AALQPL PATH A AL YHGM AL AL 

LSRLLPGSEYLTHELLLSCVFRL 

EFLPERTSGGPEAADFSDQLSL 

GSSRVPRCGQGTULAQACQDL 

PSIRNCYLTHCSPARASLLASQA 

LHRG ELQRV PTLLLPMPTEPLL 

PTDWPFLPLIRLYHRASNTPSGX 

LSPTDTMG\TAM\RVLQWVLVL 

ESWRPQALWAVPPAARLARLM 

CVFLVDSELFRESPVQHLVVAAL 

LAQLCQPQVLPNLNLDCGLRG 

LTSFPDLYANFLDHYEAVSFGD 

HLFGAMVLLPLQRRFSVTLRLA 

LFGEHVGALRA LSLPLTQLPVS 

LECYTVPPEDNLALLQLYFRTL 


23849 


54217 


A 


23987 


291 


454 


KAETGSLPYTLCKNQFKMD*RL 
TC*T*NHKNPRRKPR*YHSGHR 
HGQRLHDENT 


23850 


54218 


A 


23988 


1 


613 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23851 


54219 


A 


23989 


807 


1345 


RCEERLLPLNLAVIALPSGLER 

WSFFAVYTslGHPGSQVAKYCCE 

HLLDHIADMQ/DFTGSAGAPSLE 

NVKNGIRTG/CPEPEVHDTERSE 

EDDHFIILACDSIWDVMGNEEL 

CDFVRSRLEV1 DDPEKVYNEIV 

DTCLHKGSQDNMCVIF\LWFPN 

APKVSPEAAKKEAELGKYRLN 

SILSDQ 


23852 


54220 


A 


23990 


344 


636 


SSLSLLDIWVGSKSLLL*1VPQ*T 

YVCMCLYSSMIYSPLGIYPVMG 

WLGQMVFLVLDPSGIATLTST 

MVELVYSPTNSVKVFLFLRILSS 

TCCFLTF 


23853 


54221 


A 


23991 


1 


2793 




23854 


54222 


A 


23992 


18 


409 


SSVVEFVDPRVAPALLPQLPLES 
SSHGSVLPTMAVCLDKGHKMT 
KNMSKPRHSCRRGRLTKHXKFM 
WDM1REVCGFAPYERHAMVLL 
K.VSKDKRALKFIKKRVGTHIRT 
KRRQEELSNVPAIMRKADAKK 
D 


23855 


54223 


A 


23993 


1 


609 


MHPRGPPPPAQEESHTDESPGID 

HQSLARRAGRVGRTGGFSQLL 

AQTNTSMLSSSPASCTSPSPDGE 

NPCKKVHWASGRRRTSSTDSES 

KSHPDSSK1PRSRRPSRLTVKYD 

RGQLQRWLEMEQWVDAQVQE 

LFQDQATPSEPEIDLEALMDLST 

EEQKTQLEAILGNCP\RPTEAFIS 

ELLSQLKETPETQPASE1SLRDH 


23856 


54224 


A 


23994 


1 


204 




23857 


54225 


A 


23995 


1 


418 


MWNRLCNWVTSIGWKSLEGSE 
EDRKSSQWGTLPSGAVRRGPPS 
SRSKNGRSNSSLHPVPGKATGT 
QLEPMRAVMGDESCKATGTEL 
LHALGAHPLHRLLKQHSHMMF 
QKVQVEPLRK\EPHH WQRL* PF 
SSE*NHGPSR 


23858 


54226 


A 


23996 


104 


253 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23859 


54227 


A 


23997 


666 


1436 


WRPCFWLQAKKEAPAP\PKAK 
AKVKAL\KAKKAVLKDVHSHK 
KKKD\RKSPTFRG\PKTLCTR\KP 
PKCLQKTAPRKNKLDHCAITKF 
PLTTKSTTKKIEDNNTLVFIVDV 
KANKHQFKQAVKKLYDTDVA 
KNITKRWDVTSIITSCY1HLRLA 
SRLALEDLLAGLMNCLKGTFW 
NEESGERVETRPESRFKQQSKLI 
YTIKNPGRKKYGAEEKRAFWC 
HTDLLLHDHDEQ VN HFSSPSST 
FTKCKRRKPFLLREFVWIK 


23860 


54228 


A 


23998 


2 


301 




23861 


54229 


A 


23999 


1 


242 


MGMVRKQALERTEWALVCRQ 

AWSSRMGYSTTVSPTQCQYTC 

SRGLLDSQLQLYKCTQALPEIH 

SLGHVCPSLITVKYSHYVLAAA 

TLFIWDNMESLRTGLLSVSTCK 

SGTRDFMR1SGMVSLTSEVDNV 

EVFHYFPLHIQGKKFWAVGA1 

MT1FV1SIYYEPGAHWHHMWK 

LLKV Y SLESQKREEDISKRLPN F 

LKSSRRPWEDLILMLRKSPEMS 

KEYRASPLSLSAALRSKDRQSR 

HRCVTSTFHIREVRCCKSQGLP 

LCMHETAAHICP*TEGQQKGSG 

GLLYIP*TSPEIFSASESDPPMAC 


23862 


54230 


A 


24000 


2 


948 


CGTPTVVPGTGTSRRVRTATVE 

PTWKCRAAQQPPPPP/PPLWVK 

LPPPDTSTKPELQLEELDADSS 

WMPLHGSCPTGKLAVDARSSL 

FTEPAFPYWKKMKHTFQNILS 

WSKFTNLTYSVTQLWLLVVMA 

QTSYPHSLVGRKQVILHSSCLY 

SLDNKTSLAGDDHDDDDHDDN 

DSSPAEKGPPPITK.SLDKADEQS 

HLRLAVLELGFYKPVNLLLVA 

MTGCLLQLMMKKEQCGTHGG 

EGSTLEGSRPDVPQDLFSPTLGF 

YGSTSLSADLGENVILKLYLPSF 

PLQESEPSAEHGENLWALYVGF 

EERRSEASLAKAP 


23863 


54231 


A 


24001 


265 


513 




23864 


54232 


A 


24002 


513 


796 


TGTAWTPPPPPLTTGAPCTPPPR 
CTARGRT/PGDSHLGGGPAATA 
GGPRTSPMSSGGPSAPGMRPPA 
SSPKRNTTSLLNSGLEPTFSFRIT 
FGFM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23865 


54233 


A 


24003 


1268 


2097 


TPELTGAISLSTLGDPSPFRQPSS 
AQMGHLLSTSLSTPPTTSNSETT 
QPAFATVTPSSSSVLPGLPQTSF 
SGMGPSAELMASTSPKQQLPQF 
SAAFGHQLSSHSGIPKDLQPSHS 
SIAPPTGFTVTGVKLQTFAVSVT 
VLKATCLELFVPPGGFVVSLAS 
GVKLQTVTPLHFSGNHPSAFYY 
YRLSFEMDKGKXRQFGVEKEK 
CGSLGGFVMLGNEEMIRRAVT 
L1AWTKIPFLGIREAKNPGSENI 
RLATILEAP\PPSWELWEQGPPG 
APYYQP 


23866 


54234 


A 


24004 


3 


1163 


GEVTSWNRGRGLRJWRYFLFGP 

VQKTMRLLLSRLTYCWLEQDG 

RVSWRLGLE1GSLPTPVPVRLCP 

ANRSPPMVCGTTGRSSSNSSTE 

KRMCTCSSRAALHFLKGPEGG 

TLMEEIRALIKEPPESSLTPSTRG 

GHSEKAPSKNHQAATVNTTTLS 

RJSHISHTHLL1HCTGKEQHEPY 

EDAATRSRPEADLSRHERLTCR 

HLDLGLPDMQNRQCVPGSQGL 

RPVGGLEGPRHWCLVRSSRLG 

VLPRRPQGCEDDAGGLQRQDC 

GQWRELVQLPTPP/VCPGGASP 

H PKPLPDLPDPPG SSRCFCLLPG 

TCPAAPPAGSPSPCSQSPGCLPP 

VPTPSVLECCTQVLLEDSKPQS 

HRNSAPHLQPGIWSHIPGSHPW 

CLVLAAEGSTSSV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23867 


54235 


A 


24005 




2502 


MEARVERAVQKRQVLFLCVFL 

GMSWAGAEPLRYFVAEETERG 

TFLTNLAKDLGLGVGELRARG 

TRIVSDQNMQILLLSSLTGDLLL 

N EKLDREELCG PREPC VL PFQL 

LLEKPFQIFRAELWVRDINDHA 

S V F LDREI SLKILESTTPG A AFLL 

ESAQDSDVGTNSLSNYTISPNA 

YFHrNVHDSGEGNIYPELVLNQ 

VLDREEIPEFSLTLTALDGGSPP 

RSGTALVRILVLDVNDNAPDFV 

RSLYKVQVPENSPVGSMVVSV 

SARDLDTGSNGEIAYAFSYATE 

RILKTFQrNPTSGSLHLKAQLDY 

EAIQTYTLTIQAKDGGGLSGK.C 

TVVVDVTDINDNRPELLLSSLT 

SPIAENSPETVVAVFRIRDRDSG 

NNGKTVCSIQDDLPF1LKPSVEN 

FYTLVTEKPLDRERNTEYNITIT 

VTDLGTPRLKTEHNITVLVSDV 

NDNAPAFTQTSYTLFVRENNSP 

ALPIGSVSATDRDSGTNAQVIY 

SLLPSQDPHLPLASLVSINADNG 

HLFALSPWTTMPLRAFEFRNNS 

PALHIGSVSTAETNIQVTYSLLP 

PRNPHLPLASLVS1MTDNGHLF 

ALRSLDYEALQEFEFRVGASDR 

GSTALSSEALVRVLVLDANDSS 

LF VLFPLQNG S APCTELMPRA\A 

AEPGYLVTKNAWLS*QLLKAT 

EPGLFGVWAHN/GTDRLLSERD 

TAKHRLMVLVKDNGEPPRSAT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23868 


54236 


A 


24006 


1 


1960 


MEARVERAVQKRQVLFLCVFL 

GMSWAGAEPLRYFVAEETERG 

TFLTNLAKDLG LGVGELRARG 

TR1VSDQNMQILLLSSLTGDLLL 

NEK.LDREELCGPREPCVLPFQL 

LLEKPFQIFRAELWVRDINDHA 

SVFLDRE1SLKILESTTPGAAFLL 

ESAQDSDVGTNSLSNYTISPNA 

YFH1NVHDSGEGNIYPELVLNQ 

VLDREEIPEFSLTLTALDGGSPP 

RSGTALVRILVLDVNDNAPDFV 

RSLYKVQVPENSPVGSMVVSV 

SARDLDTGSNGEIAYAFSYATE 

R1LKTFQ1NPTSGSLHLKAQLDY 

EAIQTYTLTIQAKDGGGLSGKC 

TVVVDVTDINDNRPELLLSSLT 

SP1 A EN SPETV V A VFRI RDRDSG 

NNGKTVCSIQDDLPFILKPSVEN 

F YTL VTEKPLD RERNTE YNITIT 

VTDLGTPRLK.TEHNITV LVSDV 

NDNAPAFTQTSYTLFVRENNSP 

ALP1GSVSATDRDSGTNAQVIY 

SLLPSQDPHLPLASLVSINADNG 

HLFALSPWTTMPLRAFEFRNNS 

PALHIGSVSTAETNIQVTYSLLP 

PRNPHLPLASLVSrNTDNGHLF 

ALRSLDYEALQEFEFRVGASDR 

GSTALSSEALVRVLVLDANDSS 

LFVLFPLQNGSAPCTELMPRAVA 


23869 


54237 


A 


24007 


1 


966 


MGHHLMIDKLVALGGLYYAIQ 

RHYATKCSVLKNDQILVIGLFM 

IQNVIYRKHFANPLSALFLQQGI 

ELFAAIAEIHITTVAERNHAITQI 

RLEAQTIFDSLKEWHNAIRKSL 

DYEALQAFEFRVGATDRGFPAL 

SSEALVRVLVLDANDNSPFVLY 

PLQNG SAPCTEL VPRA AEPG YL 

VTKVVAVDGDSGQNAWLSYQ 

LLKATEPGLFGVWAHNGEVRT 

ARLLSERDVAKHRLVVLVKDN 

GEPPRSATATLQVLLVDGFSQP 

YLPLPRAAPAQAQADSLTVYL 

VVALASVSSLFLFSVLLFVAVRV 

LCRRSRAAPVGRCSVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23870 


54238 


A 


24008 




2673 


MEVMGNMGSKILITGITSTKRK 

VALLAKKRERKIISQRKDVTDS 

RAKRQSEEKSIGKETVVIGIGLI 

SKDSAAAICESRWRLSESHFER 

LIQRRMEARVERAVQKRQVLF 

LCVFLGMSWAGAEPLRYFVAE 

ETERGTFLTNLAKDLGLGVGEL 

RARGTRIVSDQNMQILLLSSLT 

GDLLLNEKLDREELCGPREPCV 

LPFQLLLEKPFQIFRAELWVRD1 

NDH AP VFLDREI SLK1 LESTTPG 

AAFLLESAQDSDVGTNSLSNYT 

1SPNAYFHINVHDSGEGNIYPEL 

VLNQVLDREEIPEFSLTLTALDG 

GSPPRSGTALVRILVLDVNDNA 

PDFVRSLYKVQVPENSPVGSM 

VVSVSARDLDTGSNGEIAYAFS 

YATERILKTFQFNPTSGSLHLKA 

QLDYEAIQTYTLTIQAKDGGGL 

SGKCTVVVDVTDINDNRPELLL 

SSLTSP1AENSPETVVAVFRJRD 

RDSGNNGKTVCSIQDDVPFILK 

PSVENFYTLVTEKPLDRERNTE 

YNITITVTDLGTPRLKTEHNITV 

LVSDVNDNAPAFTQTSYTLFVR 

ENNSPALPIGSVSATDRDSGTN 

AQVIYSLLPSQDPHLPLASLVSI 

NADNGHLFALRSLDYEALQAF 

EFRVGATDRGSPALSSEALVRV 

LVLDANDNL\PFVLYPLQNGSA 

PCTELVPRAAEPGYLVTKVVA 

VDGDSGQNAWLSYQLLKATEP 


23871 


54239 


B 


24009 


] 


993 




23872 


54240 


B 


24010 


1 


4056 




23873 


54241 


B 


24011 




906 




23874 


54242 


B 


24012 


1 


4318 




23875 


54243 


B 


24013 


41 


1935 




23876 


54244 


A 


24014 


3 


328 


GWQSGPVLGGLCGTAGQSCGD 
GDGIWWAQAAQAGDPAHLRL 
LTHGQPSSVPEAPVRAHQPALP 
QPRSAAARECGR/AGRSTTNSL 
RKRVASESYMIVAPPMPSSWSS 
SG 


23877 


54245 


A 


24015 


114 


567 


VKKPHSAEWVPLWGLQPGWR 
QPFRCNSGSEKELRRPVSNSQEI 
LSPVTMRKPAVSVCCDLTLREA 
APPFQRHERTYTGEKPYKCKQC 
GKAFSGFCYTQILEKAQTGKQP 
YE/AHERTHWKQNHDCTQFGK 
AFSFSSSLCIHEKIHTGEKLYE 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 








24016 


170 


491 


PAQHQRGLWQSPTHQALTLML 
SVHREDWKPVLTINSI1YGLQYL 
FLESKNRWLGLERLGFCPSGLIT 
PPTCTGHRSP/NPEDPLNKEAAE 
VLQNNRRLFEQNVQRSMR 


23879 


54247 


A 


24017 


1 


1062 




23880 


54248 


A 


24018 


2 


700 


RRPTRPGGGSGGGGGRMIKLFS 
LKQQKKEEESAGGTKGSSKKA 
SAAQLRMQKDINELNLPKTCDIS 
FSRSQTTLLNFKALVICPDEGFY 
KSGKFVFSFKWGQGYPHDPPK 
VKCETMVYHPNIDLEGNV\CLN 
ILRGDWEASPLRLNSIIYGLQY\ 
LFLAE PNPEDP\LNKE A AEVVLQN 
NRR/VCFEQNVQRSMRGGLHPA 
PPTFERCLKIGLAHTHPPPRPQA 
LASPAKYLLGAMG 


23881 


54249 


A 


24019 


302 


884 


PMAPLSSQQPTLFPNTLTQAQQ 
VQLTKGLRKWMVQHGGDGW 
V V EENRTTVPG APSQTCF VTSF/ 
EVNAPAIQSWCCK.KQVLDLEE 
EGLWPELLDSGRI EICVSD WWG 
ARHDSGCMYRLLVQLLDANQT 
VLDKFSAVPDPIPQWEQQCLPF 
TFTH VFFQH SRWG VRFC VFSEH 
RGPGTHSSGAGPLLSPCEQLQC 


23882 


54250 


A 


24020 


274 


866 


SSLLNLPSSWDYGWVSYEQAN 

CKGEQFVFEK.GEYAHWDWWT 

SSQRTDFSSLR/RPSKVDSQEPK 

V\ YLYEN PNFTGKKMEI 1DDDW 

PSFHA\HGYQEKVSSVWVRSG 

MWVG\YKYPGYRGLQYLLKKG 

DYKDSSNF\GARHPQV\QSVRCI 

HDMQGHQCGAFHPLGTQEEEE 

AGQKEQMEQVPFWLARGD1CE 

LSGKKSVI 


23883 


54251 


A 


24021 


179 


374 


AASIGRSMTEKAHAGPRPGRN* 
ADAPSSSDTLFPPDALLSNQAG 
RLACWLFSYGPQTKNDFHIFK 


23884 


54252 


A 


24022 


1 


141 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23885 


54253 


A 


24023 


1 


506 


PHSPLWKTLCSPSSGVCCGFVT 
LFCNDRFACLFQLTPPPSPAWM 
TAAASLLASLLPALPPLNLQDA 
KFVEERRKQLQNYLRTVMNKV 
IQMVPEFAASPKKETLIQLMPFF 
VMGLQVGMYGLFHFGVMMDQ 
PQPSLTRADESPCDRVLSPCAA 
HRKQRDCCLSWKAEPE*FLVK* 
KTLCSPSSGVCCGFVTLFCNDR 
FACLFQLTPPPSPAWMTAAASL 
LASLLPALPPLNLQDAKFVEER 
RKQLQNYLRTVMNKVIQMVPE 
FAASPKK.ETLIQLMPFFVMGLQ 
VGMYGLFHFGVMMDQPQPSLT 
RADESPCDRVLSPCAAHRKQR 
DCCLSWKAEPE 


23886 


54254 


A 


24024 


1 


396 




23887 


54255 


A 


24025 


1 


1176 


MVPGDLSQTSEDQSLSDFEISN 

RALINVW1PSVFLRGKAANAFH 

VYQQS1AGVSGIARKRALIPFGK 

STFSYVCITNIKLTDALPSWDYT 

CHFNLPKAQKPGEPTKCILTME 

WLALLQGDPGSWIQKEF1VGKR 

GGKMDNILWDQRDVQPPGLRP 

HQLLHSGGGPL1SFRNGGPILV 

WELRRKGASGKEIVGSRYFRES 

DEVLVWKNPKTLQKEDEEVNS 

THPMHTYPCTHCQVFCVTAEI1 

NIYLQACIVLEMSMLPPGERPLF 

LLRLTTVLEVTVFDSQWSRPYH 

VSADPSAWKHHHHYHHHHHY 

QLSSSSPTIT11NHPSPS/LSHASPS 

P/CHPSPSPAVHHHHQPSITITSR 

PSPSPAVHHHHQPSITIIIRPSSITI 

1NH PSQASSIHHHHQPSIPFI VSH 


23888 


54256 


A 


24026 


1349 


2125 




23889 


54257 


A 


24027 


670 


972 


KTDEWNIYRRYTEFRSLHHKLQ 
NKYPQ VRA YN FPPKKAIGNKD 
A KFVEE RRKQLQNYLRS VMNK 
VIQMVPPSSLPAPKKETLIQ\LM 
PLLRSTSTPPRRAL 


23890 


54258 


A 


24028 


1 


699 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23891 


54259 


A 


24029 


221 


864 


VDCPRSFSAVVVWQGRFWLLS 
FIPGGFLG MTLFFASGMN WTVT 
LLGFLAGNLEVEPSDTIENVKA 
K.IQDKEG/I PPDQQRLIFAGKQL 
EDGGTLSDYNIQKESTLHLVLR 
LRGGMK1FVKTLTGKTITLEVE 
PSDTIENVKAKIQDEEGIPPDQQ 
RLIFAGKKLEDGRTLSEAIFLDV 
GLLLSCRTVSSCG AF1 LG WS V VI 
L I P VI STRDDTSTTK 


23892 


54260 


A 


24030 


2 


864 


PSFRLAWPEGRLALLGELVCVP 

VVGRGMENGRILVSADRSGGHI 

CLKTLT\GKTIT\LEVEPSDT1EN 

VKAKIQDKEGUFPDQQRLIFAG 

KQLEDGVRTLSDYNIQKESTALH 

LVL\RLRG\GMQIFP*RP*PAKTI 

TLEV\EPSSHHRKF*RARFQGKE 

GIP\PDQQRLIF\AGKQLVEDGRT 

LSDYN1QKESTLHLVLRLRGGM 

QIFVKTL TGKTITLEVEPSDTIEN 

VKAKIQDKEGIPPDQQRLIFAG 

KQLEDGRTLSDYN1QKE\STLHL 

VLRLRGGC*FFSHGIRSAQ 


23893 


54261 


A 


24031 


1 


124 




23894 


54262 


A 


24032 


97 


296 




23895 


54263 


A 


24033 


71 


269 


AAGYRPCPRHPGARRTAATRR 
CHPSPAVARPAGCSGPP*CYAL 
SPDPARTRRGDPQTPPCRLPRA 
G 


23896 


54264 


A 


24034 


206 


667 


STRLGLPKCWDYRREPPRPAKS 
SFLTAQACEAQKTGSATRRKD 
CFLQPTFWLLPFLVLEKGAPSA 
CRGKRYVRAVWLSLSTGAILQP 
YPKLQVSNWL*CARDQEMPEG 
CL*QSCQTLSLLVLPPKEKKDV 
♦EISPWTPAPPEHQYTVRTFQSP 


23897 


54265 


A 


24035 


3 


190 


GTFKNDLILL1SKSYY*APLPSD 
FSHSDTSS*KPSKSLKTYPSPPFF 
SAKTSLLQCPRN 1 L Y 


23898 


54266 


A 


24036 


197 


474 


SPLSHRGASELLSSLHLRSSCSS 
PKMAETPEAGFQIVHSASPQPG 
TAPGNPWAAGAGG*HCEPGQL 
AGPYRAASFFGQAWPPHPRAK 
LGVSR 


23899 


54267 


A 


24037 


164 


323 


GQEIKTILANMVIPRLY*KYKKI 
SWAWWHAPVVPATWEAEAGE 
LLEPGRQRLQ 



3165 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23900 


54268 


A 


24038 


582 


1166 


HCEPGQLAGHLGQPLSSGRLGH 
LMASHKLSNNYYRTRDGRRES 
VPPSIIMWSQKALVSG\KPAERV 
YGDANHTVGNMCASRLGGYL 
GFSIRIVVFIWYLGLSVVVNML 
VGRQCDWQGLVYGQPELLVFS 
GNMPGEVARGKHRNEKAPLSM 
RPASQCRVFCVLKGCSERSRHK 
EQTPDTT1FKNCNTHCEGPWLH 


23901 


54269 


A 


24039 


1214 


3878 




23902 


54270 


B 


24040 


62 


1242 




23903 


54271 


A 


24041 


74 


408 




23904 


54272 


A 


24042 


790 


1877 


DE1VDPGSMKWSYKSQLNYKT 

KRPSVFVTALTHRPDIL1LGTLE 

SGHSRNLTCSVPWACKQGTPP 

MISWIGASVSSPGPTTARSSVLT 

\LLPQSPQDHGTS\LTCQCT\LPG 

TGVTTTSTVRLDEAYPA\WNLT 

MTVFQGEGTASTTLRNGSALSV 

LEGQSLHLVCAVDSNPPARLS 

WTWGSLTLSPSQSSNLGVLELP 

RVHVKDEGEFTCRAQNPLGSQ 

HISLSLSLQNEYTGKMRPISGV 

MLGAFGGAGATALGFLSFCIIF 

VGVRSCRKKTARPTMGWGDT 

GM EDTAN A VRG S A\SQGTPELN 

PRQKEQAPQNHGSANALANPP 

RPEEGEIQYASLSFHKARPQYP 

QEQEAIGYEYSE1N1PK 


23905 


54273 


A 


24043 


183 


1176 


VHQLVFPRQHQRHSVFPKANSS 
WIHQLFPQAQHSYG PSA VS AGQ 
HQLMVHSLFPQATPAHAS1SLV 
FRQGTHQLHRVHQRRIPSAQHQ 
RHRLHQRRLPSAQHQRHRDS1S 
VCFPFRAHTRPHCDSIQRQHQL 
MRSIGLFSSGKTDPTVTLLKEA 
AAEHEICLCSRHPVNLRETKAH 
LGNAAHAVFPRGNQKKPEMCP 
YLPTHKLVVPTPPLIPLEAALRN 
IAHSRSIPPPKKFSPTPDTSDDYL 
LVFNSFPYSKLTTPKTGQGENL 
GSTRPIPCNGPPTRGPHNGAKY 
PGDVSHPVGVGTLWANRLLTG 
QYEENGKSFFLLICT1ATFQVNA 


23906 


54274 


c 


24044 


178 


342 




23907 


54275 


C 


24045 


86 


283 




23908 


54276 


c 


24046 


91 


177 




23909 


54277 


c 


24047 


11 


169 




23910 


54278 


c 


24048 


209 


673 




23911 


54279 


c 


24049 


164 


208 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23912 


54280 


A 


24050 


182 


255 


DAESRRSWQPLPEPLELRP\RLS 
D 


23913 


54281 


A 


24051 


146 


456 


LKNH KRSEKPCPTLTDDIPPQK 
KCKWPVLALSADITL*KSFSWL 
1LAQKAPPLSTL*PPLLPAREQM 
SFD\LIFLYLPKSYKVAPPLSSFT 
ESLFGLSPPAPR 


23914 


54282 


c 


24052 


90 


215 




23915 


54283 


B 


24053 


1 


1059 




23916 


54284 


c 


24054 


129 


215 




23917 


54285 


C 


24055 


19 


347 




23918 


54286 


c 


24056 


228 


260 




23919 


54287 


B 


24057 


406 


602 




23920 


54288 


C 


24058 


7 


375 




23921 


54289 


A 


24059 


322 


400 


FLLSRVPSV*DPTENQTVQLTW 
EWLP 


23922 


54290 


A 


24060 


818 


1078 


ILDVFSYTMK1EPSPLRSYPISPH 
YNL*QLPP*LDP*ESGYKTPLSA 
LLLTFLLYISSFASHKVSSSSVD 
PLPTCAYLPIGQAHVH 


23923 


54291 


C 


24061 


1 


411 




23924 


54292 


A 


24062 


1 


861 




23925 


54293 


A 


24063 


425 


484 




23926 


54294 


A 


24064 


1844 


2097 


HSAGTKLRLVNFLLTLRRLVNS 
VMRLKKSFMMVQRMVSIPKV 
WSISLGFLLSFVPSVWDPT/ENR 
TVQLT*HPLPEPLELGPRLSD 


23927 


54295 


A 


24065 


729 


807 


LFSCSCPPKPPRP* LTAEKGGLC 
IFL 


23928 


54296 


B 


24066 


] 


1317 




23929 


54297 


B 


24067 


509 


810 




23930 


54298 


A 


24068 




385 


MDLPSTVRVTRSSASVMVQGG 
SEAIRQRQSSAAKPRRSGKESKS 
LGPEFQGLWEWLPEIYFSQFRR 
LGNPKSRHQQIQCLMGACFVV 
TERLSFQDSLDLAEPRHSYPLQ 
VKRLDLPTVLETETDLEKLDPF 
TTIPSPVETLQCLFVSLRIKSRVP 
*FWISQPPEL*EINFWQPLPEPLE 
LWPKAL 


23931 


54299 


B 


24069 


1 


774 




23932 


54300 


A 


24070 


350 


640 


SLQGCLSDNSPTFQRCQTTQGR 
LPWSFTLSGKSHFSGGVARACY 
TCQKSGHWA\RNASSPGFLLSR 
VPSVSDPTENRTVQLTWQPLPE 
PLELWPKAL 


23933 


54301 


B 


24071 


85 


331 




23934 


54302 


B 


24072 


1 


1844 




23935 


54303 


B 


24073 


1 


1169 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23936 


54304 


A 


24074 


63 


220 


NLTGMIWNREWYSHFDFDLLD 
PVGFSGSIAKMPKRKLFKCHSV 
*GHWRSKSE 


23937 


54305 


B 


24075 


497 


898 




23938 


54306 


A 


24076 


3 


678 


GGGFSDRDRTIALQPGQQ1WM 
WGIGKQVGGCGWLRGKNRVV 
GAAKDQSGTGEKFYF1PKAMG 
AMEGSGQRRTLPDPGAIIRNPS 
GGYSATDCEGSRPAPGEINSHA 
SHTKPVWWFFTQTRMKFGAVT 
RJGGLPWEVNPLSSCSLLRE/KD 
PPTTSGPQSNQPRKH/LTN FKSG 
A/CYTCRKSGHWAKECPLPGFL 
LSRVPSVWDPTEN/RTVQLTWQ 
PLPEPLELWPRLSD 


23939 


54307 


B 


24077 


522 


873 




23940 


54308 


B 


24078 


329 


530 




23941 


54309 


C 


24079 


147 


439 




23942 


54310 


A 


24080 


3 


3889 




23943 


5431 1 


A 


24081 


2 


394 




23944 


54312 


A 


24082 


1 


197 




23945 


54313 


A 


24083 


1 


205 


CLRAGPHALYLLC/NIPEFTFL\S 
RADF\ARSQLVDLLTDP\FQ\QEL 
EELLQVGAVTLILRJLPCLPCLP 


23946 


54314 


A 


24084 


134 


182 


SCFIPSSQPVAGTERSRFLGPQY 
FQTPHNPSGPGLGNQLMR*AF 


23947 


54315 


A 


24085 


257 


481 




23948 


54316 


A 


24086 


415 


630 




23949 


54317 


A 


24087 


123 


340 




23950 


54318 


B 


24088 


49 


270 




23951 


54319 


A 


24089 


1 


900 


RSRVRREVVALRRGLACIPSLG 
VWRFPSVGVLAVSDRWCLAVS 
DRWCLARATLSCFG C AMPM YQ 
TRRQENDLRTASIAV*RRKQQN 
DH*KQRRWQNIQRKGPKRYIVI 
AGNSQSHQPMIFSMLRKLPKVT 
CRDVLPEIRAICIEEIGCWMQSY 
STSFLTDSYLKYIGWTLHDKHR 
EVRVKCVKALKGLYGNRDLTA 
RLELFTGRFKDWMVSMIVDRE 
YSVAVEAVRLLILILKNMEGVL 
MDVDCESVYP1V*ASN*GLASA 
VGEFLYWKLFYPECEIRTMGGR 
EQRQSPGAQRTFFQLLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23952 


54320 


A 


24090 




812 


MARTPGAELAVAKYPK.KGSQA 
VHRHSRKQSEPPANDIFNAAKA 
AKSDMQHREVRVKCVKALKG 
LYGNRDLTARLELFTGRFKDW 
M\V SM1M DRE Y S V A V E A V RLL I 
L1LKNMEGVLMDVDCESVYP1V 
LFYPECEIRTMGGREQRQSPGA 
QRTFFQLLLSFFVESKLHDHAA 
YLVDNLWDCAGTQLKDWEGL 
TSLLLEKDQSTCHMEPGPGTFH 
LLGESPGISAIVQGAIEKSGERSS 
PPPKRJGSMKEGPMVLPLALDT 
QCWFPVEVPLD 


23953 


54321 


A 


24091 


152 


1209 


MPLKNVQN 1THFPLEKEL ALPL 

LIFSPLHWCVSGYLSLPLPNPKP 

HFSNPLLLQVILPALTLVYFS1L 

WTLTYHISKSDASPGECGS*MG* 

WEQRNLCPSI LPLQSPLCPTE AA 

VEFEGTRMVA FCELQQSCLSD 

VDTEIP/ESR*VLAQSGRKKAEY 

PCPPFPRRN * QCH YLPWETFCPF 

KHPFFSPLQAFVLLSDLLLIFSP 

QMIVGGRDFLRPLVFFPE\ATLQ 

\SELASFLMDHVFIQPGRPGQW 

CSDSIPGAQ*GLGLGCSSK1*GR 

KLKSVIPFCLPCEPGDSQEDHLQ 

IERLHQRRRLLAGFCKLLLYGV 

LEMDAASDVFKHYNK.VHQGPS 

LGFTKPLVMPRFSAATV 


23954 


54322 


A 


24092 


37 


625 


SLMLLTPFHFPPEECPPP1PTAH 

HLLPFLLSTWELFLQQLQEVVV 

KHAEPAVLEAGAHAIAYLLCNP 

EFTFFSRADFARSQL/V* DLLTD\ 

RFQQ\ELEELLQGRELGAGTMG 

DTPNKGWGGGCKTGGMWDL 

MSSGGKCYCGIFFSFSILPSQIED 

E V YNLGSHSETPLCL LQ VSG FP 

PLPHPVFTGVCGVGSLCSFPV 


23955 


54323 


A 


24093 


2 


198 


PNDRSRVTREMSAPSRSLGRFL 
SVGVWHAPPSLALVPPCRCTRL 
KTYHGRGAPLRVELPTCMYRL 
SN VQGRSGGPAPGVGHLQSL V 
DEWLDSYKQDQ\DAGFL\ELVN 
FFI * S\CGM* RNSGD YPLTAPGL 
SWKKFQGSFCEFVGTLVCRCQ 
YILLHDDFPMDNLISLLTGFSDS 
QVCAF\RHTSTLAAMKLMTSLV 
RVALQLSLHQDINQRQYEAER 
NKGPGQRAPERLESLLEKHKEL 
H*YQAKNLSRARCASTCGASH 


23956 


54324 


B 


24094 


211 


3841 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23957 


54325 


A 


24095 


1 


1798 


MSLLAFKIILVGFEGSKARVQT 

DLFYRSLVLFLLLQICFPLSCFG 

NWKGEEGGMQRWVLGKNEKI 

ASPHRLPAPTARFAVSLQLNLRI 

LGAFQFGPVLFVLWRPLDRDN 

ASPQSEFLNSCGITAYLVGKRE 

GGVERGGGGRSSERCRTRLSFS 

PRHSHVFSTSRFCKILKKSPGAN 

GGRCRARGGGLHGARAANPPT 

PIAEPARLPACLSRAEPEPQAAE 

PAPPPVGVVRSRPLSHRRHPVV 

CPAAPIRLFNKRLAHSARPAGIC 

CVSRSGLSALAAAGTASMFQLP 

1LNFSPQQVAGVCETLEESGDV 

ERLGRFLWSLPVAPAACEALN 

KNESVLRARAIVAFHGGNYREL 

YH1LENHKFTKESHAKLQALW 

LEAHYQEAEKLRGRPLGPVDK 

YRVRKKFPLPRT1WDGEQKTHC 

FKERTRHLLREWYLQDPYPNPS 

KKREL AQATGLTPTQVGN WFK 

NRRQRDRAAAAKNRSQTSPWA 

EAFRFPECGSRLAKHFAEEPGLI 

PQAQMLLTILFAFRSGRPDPTRS 

REHLLRRKPQADAPLEM\LQQQ 

VLSQGSGRALRAEGDGTPEVL 

GVATSPAASLSSKAATSAISITS 


23958 


54326 


A 


24096 


3 


1034 


GLHGARAANPPTPIAEPARLPA 

CLSRAEPEPQAAEPAPPPVGVV 

RSRPLSHRRHPV VCPA A PI RLIN 

KRLAHSARPAGICCVSRSGLSA 

LAAAGTASMFQLP1LNFSPQQV 

AGVCETLEESGDVERLGRFLWS 

LPVAPAACEALNKNESVLRAR 

A1VAFHGGNYRELYH1LENHK.F 

TKESHAKLQALWLEAHYQEAE 

KLRGRPLGPVDKYRVRKKFPLP 

RTIWDGEQKTHCFKERTRHLLR 

EWYLQDPYPNPSKKRELAQAT 

GLTPTQVGNWFKNRRQRDRAA 

AAK\NRLQQQVLSQGSGRALR 

AEGDGTPEVLGVATSPAASLSS 

KAATSAISITSSDSECDI 
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SEQ ID 


SEQ ID MO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, impossible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


23959 


54327 


A 


24097 


3 


1024 


GTRVGVAWRSVRLLLGPGAGL 














RGGVVLKVSPSPCRGGRRVPVR 














AEGARGRGPINKVPGASSGAA 














VGAARLTAPLLAKAMASKLLR 














AVILAGPPGLGKGAPVCQRIAQN 














FGLQ\HLS\SGHFLRENIKA\STE 














VGEMAKQVYREKVFLVPDHVI 














TRLMMSELENRRGQHWLLVDG 














FPRTFGQAEALDKMCEVDLVIR 














LN I SFETLKDGLNYRRWIHPVPSG 














\RVYNL\DFNPPHVHGIDDVTGE 














PLVQQEDDKP\EAVAA\RLRQY 














KDVAKPVIELYKSNRGVLHQFS 














GTETMMKIWPYVYTLFSNKITPI 














QSKESILTLAQWEEPGRCGSFIP 














IVWCSNWCCCPNLEA 


23960 


54328 


A 


24098 


2 


178 




23961 


54329 


A 


24099 


96 


340 


FGALTR]G\DLPWEINPLSSCSLL 














PEKDPPMTSGPQTDQPKEHLTN 














FKSAARRSSRTSSHRNLLHVLEI 














WQLDQGMPAARDS 


23962 


54330 


A 


24100 


3 


155 




23963 


54331 


A 


24101 


1 


162 


















23965 


54333 


A 


24103 


167 


476 


TAMLLTQSLFGGLFTPTHMKFG 














AVTQ1G\DLPWEINPLSSCSLLR 














EKDPPTTSGPQTHQPKEHLTN F 














KSDRHGCRASGNSHSGRMLLIF 














SPSRGLYACSCVKT 


23966 


54334 


A 


24104 


371 


772 




23967 


54335 


A 


24105 


146 


312 


QKRSIPNSSPIP*SHSLLANCTK/ 














DHHFLNGSKSFQPQLLSCKFS* 














GQHLFQGALCT 


23968 


54336 


A 


24106 


76 


441 




23969 


54337 


A 


24107 


1 


1284 




23970 


54338 


A 


24108 


150 


371 


EESRAAGIPWPSGQISGTCSKL\ 














CG RRF WRNA WPLRFRHLE VL V 














CWRCGCGLSHSGGKELQLFSII 














VHLEGEVM 


23971 


54339 


A 


24109 


280 


351 




23972 


54340 


A 


24110 


1 


483 




23973 


54341 


A 


24111 


129 


363 


FGVVTQIG\DLPWEINPLSSCSL 














LCEKDPPTTSGPTKKHLTNFKS 














SKRPLFTLFSNLPHYPSTSFSFQS 














WRYTSISPFS 


23974 


54342 


A 


24112 


2 


111 




23975 


54343 


A 


24113 


3 


808 
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SEQ ID 

NO: 


SEQ It) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


23976 


54344 


A 


24114 


497 


815 


T ALLLTQ1 LFGG LF I WTRV K FG 
ALTW1G\DLPWEINPLSSCSLLH 
EKDPPTTSGPQTDQPKKHLTNF 
KSACFER1KACYHSPATAWPFK 
AYKLSLQFPHFTCPKTR 


23977 


54345 


A 


24115 




753 




23978 


54346 


A 


24116 


1 


513 




23979 


54347 


A 


24117 


625 


701 


IHVAHKLAVVMPGCKRGCLSL 
FYFQLIWSHKGWVRSGEASHR 
EMAGLLLLCSS*PPSPCETLPRS 
EPSLCDSRSAESRTKTSNLSCIP 
ASLQQVCGPREFIWSGNHCHPF 
LPITRCYGCLCYHYCMENSIL 


23980 


54348 


A 


24118 


458 


605 


VVEEG1EDKRVYRLGTTGWIGK. 
TIWLVRRRS*TNL*DLSGFWTG 
KMGEL 


23981 


54349 


A 


24119 


566 


769 


IKEK.GGLFSFSASNLWKQVTSS 
FLCSPLPLSLLKSSKLLANRDKY 
RMCGPVPANGNRTQQ*SKHVR 


23982 


54350 


A 


24120 


345 


664 


GEIAASQEPAGGFSGSSAQPCPL 
PWTG PPTTQAPGH/CNSAPSSRD 
NASSNGGRRQRVPTVPGGGLIL 
QREH1LLPLGPALRAAGKEPAT 
AATIPESPGGDSDDSRT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23983 


54351 


A 


24121 


2 


2204 


I DMIFTPGPPSTPKH KKSQKGS A 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFL V DMHMQHM ERLQ VQ 

VTEYYPTKGTSSPAEAEKKEDN 

RYSDLKTIICNYSETGPPEPPYSF 

HQVTIDKVSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLPILTLLDSRVSCHSQADL 

QGPYSDRISPRQRRSITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSE1LQKQVG 

QSITSMLGFLSRGPSMKLCMGL 

ACVLSLWNTVSGIKGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

ALLVDIIGNSTSYLTEIFKSTSIL 

SVNQSNESDC1FICVMTGKSGR 

NLSDFWE1EEKYPIINYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTRIG\DLPWEINP/LSSCS 

LLHEKDPPTTSGPQTDQPK KHL 

TNFKSAARPTFLGQGQVPLNPF 

SFTLSGKSCFPRRQEPPNRLFPH 

PNLLSLCPNPLFLCPNPFSTFLE 

GKNHHPHPFSVSQVFSLGLPPS 

LWEHSPMAHRLRVQPRQQPPDI 

HKQVISLQSCHSLLVKSQSWSQ 

DPIKFQLPHHHKNTASVCINPSV 


23984 


54352 


A 


24122 


2102 


2529 


ETTMSFIFSLLYPFRMHLSFLIVS 
PALRSISRRALAAFPRGRSLDLQ 
PAMPEPPTPS/CGLLCVPS\PPMS 
AAPCSKVPQSHLFAFMSCNTAK 
VCSFTAEASETTSPPGGTNNSR 
RATLRAVTLTRRSATLTRRSAA 
SHRSSTV 


23985 


54353 


A 


24123 


299 


567 


TAMLLTQSLFGGLFTQTRMKF 
GAVTQI\ADLPWEINPLSSCSLL 
HEKDPPTSSGPQTDQPKEHLTN 
FKSGETKEMHFIRGPKTPAPVM 


23986 


54354 


A 


24124 


684 


822 


KVKRQSYSQNTFYYPICSRH*IK 
LQKLNSGPQTPQQDLINLAIKV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23987 


54355 


A 


24125 


1163 


1826 


TVLLLTQSLFGGLFIWTRMKFG 
AVTR/IRGDLPWEINPLSSCSLL 
HEKDPPTTSGPQTNQPKELLTN 
FKSVPTPSVAESFQSSFSTDPSD 
PSSPPQAAPRQAKPGPNSSSASA 
PRPYNPFITSPPHTWSGLQFHSA 
TSPPPPAQQFPLKKVAQVKGTV 
KWLKTDAARSPQKPTGTITDAL 
DNSHSGGPIMDRPLLVKSPKQF 
LRLLVFSKTFISLTILNLQE 














TATLLTQSLFGGLFTRTRMKFG 
AVTR1GVDLPWE1NPLSSCSLLRE 
KDPPTTSGPQTHQPKEHLTNFK 
SDKGDMFYPWTQNSSAGHGLG 
RQPSLGV 


23989 


54j57 










MKFGAVTR1/RGDLPWE1NPLSS 
CVLC/CREKDPPTTSGPQTDQPK 
EHLTNFKSGKRPAFYSLLQPPSL 
SLN LFLLS1LAPHFNLSLLLI SI PF 
IFW 




54^58 


- — 


24128 





3993 






54359 


- — 


24T29 


To! 


420 




23992 


54360 


- — 


24130 


45 






23993 


54361 


B 


24131 




1680 




23994 


54362 


A 


24132 


1257 


1403 




23995 


54363 


A 


24133 


1 


2130 




23996 


54364 


A 


24134 


1 


725 




23997 


54365 


A 


24135 


2825 


4123 


RAADGV1TLEDNDPCVKKDSSR 
FPYEDRLDLVLKGTADIPRLTV 
HRGSEY11SRATFPCYF1KEQSVI 
NHCYTEIDLK1FRQYLAPALGV 
THRFVGTEPFCRVTAQYNQDM 
RYWLETPT1SAPPIELVEIERLRY 
QEMPIYASRVMFIFRPDNTALP 
RNDTPQMVKLFMDRFQVVKDI 
GVIELKVVEDQRTRAVMIKFRA 
FVKEGAV1VIRFDNKEVAFAQM 
SGNLTVPRSTSDYKARDIFFQY 
RFLTRISTGHGVANNHQ1RLRL 
ELAGIVPLNQLNALLLKVYPLS 
KLCNSPKKCQLESVFRLTQWV 
VKKPISNRQSGLGGIVLPGLFRV 
LSPGNLSPIKGTVILPNEVQPGF 
LGNLVGPI/RGW1GLS*IYLPHGF 
TG*QNSAGLADH*RASASPERA 
GVYPIHNERCAHRASRYY*KW 
HPDSVAADHLLG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23998 


54366 


A 


24136 


137 


1199 


ISSGGPRELGLKMIIVPGSQLSQ 
LPPGLDSTEFAAIVGNLLDNAF 
EASLRSDEGNKIVELFLSDEGD 
DVVIEVADQGCGVPESLRDK1F 
EQGVSTRADEPGEHGIGLYLIA 
SYVTRCGGGITLEDNDPCAPLT 
LL1V EDETPLAEMH AE Y 1 RH IPG 
FSQILLAGNLAQARMMIERFKP 
GLILLDNYLPDGRGINLLHELV 
QA H YPGDVVFTTA ASDMETVS 
EAVRCGVFDYLIKPIAYERLGQ 
TLTGFP\QRKHMLKSIESATQKQ 
IDEMFNAYARGEPKDELPTGID 
PLTLNAVRK.LFKEPGVQHTAET 
VAQALTISRTTARRYLEYCASR 
HLIIAEIVHGKVGRPQRIYHSG 


23999 


54367 


A 


24137 


2 


243 


RPGRGLGQRGIWEPAAVLLDSV 
AQQQGAWLPHVADFRWRVDV 
Al STSA LARSLQPS VLMQLKLS 
DG S ADLEKRCERRLQD 


24000 


54368 


A 


24138 


1 


1483 


MKLMETLNQC1NAGHEMTKA1 

AI AQFNDDSPE ARKI TRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDME1RGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SM YHG WVPDLHI HAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

1 PSCL ALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDSDLRYLQSC 

EWGDTGIFLKWSCIPAEKGLQT 

SGAWVEAADIPLLPGSPRRLSP 

QAGSRGGQGPKHGQQCLKMP 

GPRAPGLQGGSNRDP/AP/GPAV 

ERAPAAALSSTTIWMPMSLCP 

WRPVLAACTSMTVRGRSTMYL 

PTTTGNAGCTWPKASLATRWL 

SSPMGRQARSLMLGAQVTLSW 

DRSMPWRRRGRSSGRNLSTI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24001 


54369 


A 


24139 


727 


1498 


GICIWDRPPGLADQRRSHSHGW 
WGELATPLPWHH/HLSDSHSG\ 
RVSFLGAQLPPEVAAMARLLG 
DLDRSTFRKLIAKFVVSSLQGED 
CREAAAAVLGSAPTCRRYAAGC 
\LLAGMHTLLQQALRLPPTSLK 
PDTFRDPAPGALHPPRPGRGL\G 
QRGIWE\PSGPSFDSVAQQARV 
AWLPHVA\DFR\WRVDVTIST\S 
AL\ARSLQ\PSVLM\QLKAFQNG 
SSIPAFEVPPQPKF\QEL\RYSVA\ 
L VVL K.EM A DLEKKACEYRNLQD 


24002 


54370 


A 


24140 




312 




24003 


54371 


A 


24141 


2 


524 




24004 


54372 


A 


24142 


144 


494 


AGSCPFAAGPGPLGSGRCFVLIR 
F1LI\QNRAGKTRLAKW\YMQFD 
DDEKQKLI\EEVHAVVTVRDAK 
HTNFVGVSGTFK1ILPPLCWPLL 
LASVWMFNDNK.PGLYLGGPFH 
NFRGRS 


24005 


54373 


A 


24143 




428 




24006 


54374 


A 


24144 


108 


422 




24007 


54375 


A 


24145 


3 


387 




24008 


54376 


A 


24146 


3 


337 


TRLMLLDRSGQGK.VYGLVGR* 
RFQQMDVLEGLNLL1TI*RNRN 
K.LRV Y YLT WLR1KI MDNDPKLE 
KKHDWTTAGYMEGCGHYRVG 
KYER1KFLVIALKSSAEVYAWA 
PKPY 


24009 


54377 


A 


24147 


1 


340 


ERTRMNKQHNSTLAKSRPGNT 
GPEPLMPQASPGPPGPLSQTPP 
MHRPVEPQEGPHKSLVAHRVP 
LKPYAAPVPRS\QSLQDQPTRN 
LAAFPASHDPDPAIPAPTATPSA 
RGAV 


24010 


54378 


A 


24148 


335 


869 


ATPTLILSQKSHFWPQPLSSVLK 
LTSGPEISLQSSPSPICRMKKRR 
LSPLASGLES*VKSGEWCEVLS 
RAPLFP/HNPSQAAP/EWEMQG 
TRPS 1 PHPLGL AGL PTQLQQGRL 
WGYRNPASPFRTRVAARDCAG 
KQVRTGPDARLEGSRPGVRAG 
LGWGRGYSERVQTCAKSSVSPS 


24011 


54379 


B 


24149 


158 


5640 




24012 


54380 


A 


24150 


1 


1854 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24013 


54381 


A 


24151 


I 


1510 


MPCGKQGNLQVPGSKVLPGLG 

EGCKEMWLRKVIYGGEVWGK 

SPEPEFPSLVNLCQSWKINNLM 

STVHSDEAGMLSYFLFEELMRC 

DKDSMPDGNLSEEEKLFLSYFP 

LHKFELEQNIKELNTLADQVDT 

TH ELLTKTSL V ASSSG AVSG VM 

NILGLALA PVTAGGSLMLS ATG 

TGLGAAAA1TN1VTNVLENRSN 

S A ARDKA SR LGPLTTSHE AFGG 

INWSE1EAAGFCVNKWVKAIQG 

1KDLHAYQMAKSNSGFMAMV 

KNFVAKRHIPFWTARGVQRAF 

EGTTLAMTNGAWVMGAAGAG 

FLLMKDMSSFLQSWKHLE\DG 

ARTETAEELRALAKE\LEQELD 

RLTQHHRHLPQKASQTCSSSRG 

RAVRGSRVVKPEGCLATSQPH 

QHQQERGDRPREDTDNEKRGG 

EKWSDFG SVLKGEPTG FVHGL 

DLWCEGKKSQDNGGLWPEQL 

AGWSCWHLKWTGGSRSGLPVP 

VLDAACTGTLSPDLTSWRYHPS 

S1PLPKQPLQHGF 


24014 


54382 


A 


24152 


3 


515 


VGTQAGAAPGPVQFLSSAWVA 
L\HETELPPLTA RE AKQ I RRE\I S 
R\SSKWVDMLGDWEKYKSSRK 
LIDRAYKGMPMNIRGPMWSVL 
LNTEEMK.LK.NPGRWQVRSARA 
QPTGQAVSGAQVSSWRERQDH 
PGELGVKIMKEKGKRSSEHIQQ 
MDLDVSGTLRRHIFFRDRYGT 


24015 


54383 


A 


24153 




1317 




24016 


54384 


A 


24154 


1640 


4841 


Tl TG SSPLAGGHH STCRG RMDM 
VENADSLQAQERKDILMKYDK 
GHRAGLPEDKGPEPVGINSS1DR 
FGILHETELPPVTAREAKKIRRE 
MTRTSKWMEMLGEWETYKHS 
SKLIDRVYKGIPMNIRGPVWSV 
LLNIQEIKLKNPG RYQ1 M KERG 
KRSSEHIHH1DLDVRTTLRNHV 
FFRDRYGAKQRELFYILLAYSE 
YNPEVGYCRDLSHITALFLLYL 
PEEDAFWALVQLLASERHSLPG 
FHSPNGGTVQGLQD 


24017 


54385 


A 


24155 


1640 


4056 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24018 


54386 


A 


24156 


479 


3902 


GQVDEDVSVKMDTVPGVNLSC 

ILNEMRDQDKKLVEKSYKDAK 

GC FFSMGEPSLI DPCLEVC YGT 

QLAQLQGL1RSMEQQLCELCCD 

AEHQDHEHQVLLDVKTRLEQEI 

ATYSRLLEVEDAQQGPIVMRA 

MTSECHWCLAPIRSPDCVCVLR 

QLHTRSG1HKRFCGLKGFLPER 

HNPGQLIHQNQSGCCSRMYPFD 

RKLGISVALNIPGGRSYRDLWC 

LTAVHIHIPGIDHHRLFTLGRM 

DMVENADSLQAQERKD 


24019 


54387 


A 


24157 


780 


983 


QHQSLIGHKYQRSHRSL*AEPE* 
LECHQPDLAEPADGPPLTTRYG 
IVNAEMGLEQLLPKGPSLKEAK 


24020 


54388 


A 


24158 


773 


2016 


DWPTLRENRKEPTLKYWGLVP 

LI SGMPTWFFFFLSACGNLIPSG 

GIRVPMENML/RVFRAVEEHCP 

WFPEKGTLSVEQWDSVGAKFQ 

ELVPTGNYVPITVWGDWALLL 

QFSESGDPLPLPQLSSPTGPSLS 

DQPLPSPTPPPPDDVENSISNSG 

DFGLTLPPGDLILFPEEPLLAAS 

AAPNRTALGHIYANSSLFKPLQ 

HLPLESANGSGAKLQFTYNSAG 

PSPSSAAPRPPVVSVPQPVTLPS 

TQAASLYPSSHMDTSNHQCTSA 

SS APPM PLSHTLIPSDETTCN V F 

NYPLKKPTGRELREAKNKGSQP 

K VHEKTNPGNI RCISTEERPHEN 

KGFNHLLEWLAELKTTIHLLDC 

WFIAKDVNREQPDGRDAGDKR 

LCVKFLREIAANTYKTEVGAAK 

VME1LLHSHGATTTIAN 


24021 


54389 


A 


24159 


365 


675 




24022 


54390 


A 


24160 


1 


1191 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24023 


54391 


A 


24161 


363 


1434 


QQGVCSGEKGGHWAPRQVGV 
YLLPGRVGCVSSRVSPSFPGDG 
LDSGLARRGSAVSALASGLVEE 
PMLGPPFHPTPRFKAVSAKSKE 
DLVSQGFTEFTIEDFHNTFMDLI 
EQVEKQTSVADMLASFNDQST 
SDYLVVYLRLLTSGYYLQRESQ 
VLRALHRRVDGTVQRSSAKQE 
VEPMCKESDHHSHHCAGPGPS 
ACPSRVGVHGTAARAAPPIRTS 
F/H*GVPSPKVYLLYRPG\HYD1 
LYKLGLGSSPLGCPGCPLLARA 
LGHCYRGFSVVVNGP1SPPSSCH 
MTPPPCFIKGGAGGEPCVRVPA 
LL P A WLLCLLPPPPRWVPLLFT 
YLLLSFPNRSRFEGPGLLEAPPA 
SLGSASFPS 


24024 


54392 


A 


24162 


2 


888 


VFRSRHQGCLKMAAEEPQQQN 
QYPLG SDSEG VNCLAYDE AIM 
AQQDRIQQEIAVQNPLVSERLE 
LSVLYKEYAEDDNIYQQKIQAD 
LHKKY FVHPQDQGLTGTCFYS 
GFRDSPTWEGTCWIDSKELQRF 
QGLVS/SQRSKGKTLVSQGLSL 
EFHNFEGFSTTTFI/VDLIEQVEK 
ADLCRRPCLASFNDQSTSD\YL 
VVYLRLLT/SRAYLQRESKFFEH 
FI\EGGRTVKE\FCQQE\VEPMW 
QGEATTSTSLALAQALSVS1QV 
EYM DRGEGGTTN PHIFPEGSEP 
KVYLLYRPGHYD1LYK 


24025 


54393 


A 


24163 


3 


819 


EGATMAAPPQPVTHL1FDMDG 
LLLDTERLYSVVFQDACHRYD 
KKYSWDVKSLVMGKKALEAA 
QI I IDVLQLPMSKEELVEESQTK 
LKEVFPTAALMPGAEKLI1HLR 
KH G IPF AL ATS SG S ASFDMKTS 
RHKEFFSLFSHIVLGDDPEVQH 
GKPDPDIFLAC AKRFSPPPAM E 
KCLVFEDAPNGVEAALAAGMQ 
VVMVPDGNLSRDLTTKATLVL 
NSLQDFQPELFGLPSYELEGRA 
SVFRPQPTLMVHTAGGKGKEIS 
NSSIPTCAVILAS 


24026 


54394 


B 


24164 


115 


594 




24027 


54395 


A 


24165 


4 


160 


SIIFPAIPVSLK*IKPNCPEPPPDH 
LLQAAWGCVSLGQGLSYSALN 
TLLYFT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24028 


54396 


A 


24166 


88 


2280 


VPLYDRMGGETGLLIPSPFRSL 

HAATDAHSCKNRHSLTGKTDS 

L WQQDTKLQTRPKATQG KGES 

GGCGPHRPLLLLRTKSTPESKS 

AHDPPVAPAQAGASGCGRGAA 

QKGFGAKAAVDGQGRDRTPG 

VPAAGPPTSSGRGDRGPSSSRR 

TRSQTPESPTGRPGSRQFQAAPP 

PSHHSRPAHAPFPGFQMYRGPL 

YSSSPAPATPNTSAYESPRFCST 

SYISSSPRFCPTSYICSSPRFCSTS 

YICSSPRFCSTSY 


24029 


54397 


A 


24167 


2 


352 


W RTL1 VLGM SCLGS YPK*MHLT 
HLIHCS* EARSLVTLHIIPLTICG 
EPRNIIKLVGCP*IQWKK**KKI 
MNSRILSPSFRSRY*TSNLLGLP 
♦LRGLSPVERELKLWTNRHKLL 


24030 


54398 


A 


24168 


2 


252 


NKSSVFATSCSLDP1SIMSLM*W 
TSV1SCRSKK*SRSLRIRL*HKA 
KELIYPLPVRESMWGYCQLLS 
MSMP1MHAGTGEMTTG 


24031 


54399 


A 


24169 


1505 


1680 


RTSSLVTL*TLHLEPAGT*VLTP 
GSTTG1TVSGTVLFL1LLSCFLSS 
TPFRLKLACLS 


24032 


54400 


A 


24170 


681 


932 




24033 


54401 


A 


24171 


1740 


1950 


HHHHLLQMSWSAGMQAWHW 
PSFYNVVTG KTLA/LPNLI ALQH 
IPLSPAGVIAKRPAP1ALPNSCA 
ALLSSQ 


24034 


54402 


A 


24172 


1 


652 


GKLTEARTRCCMQLTSDRHRH 

TALNHTTCSHHCNSGVMAGRL 

GPITVLSGD\GPKGMRALTMW 

HTL ARPTG DLEAPRHGRPRRIT 

ATQPDH A PP ATSRNRA AHP\HN 

H TP/PH PQT A H/PTATH SHLT YR 

TPRPTP ATRTPL/HP H S H QQ YP Y 

Q/PTQRSPYLHPPPAPPHISLHPS 

TTRATVNAPDTRPTIYARESVPF 

GRLLNLGRQRGMELANILQVH 

GP 


24035 


54403 


A 


24173 


267 


400 


RFLHCGNLAGLLVGFLSFKLGE 
YEGLGPLAALTAGKGLFFLPLE 
SRLRLHRRPKPRSPASFG*VSRH 
THAIHFN 


24036 


54404 


A 


24174 


422 


452 




24037 


54405 


B 


24175 


131 . 


1047 




24038 


54406 


A 


24176 


2 


199 


LGLR/CARLEARARPPWATVRE 
KL WLFG H PTHMRCS WRGLFQD 
DLGLQKPLSGGSSSAYRGCENL 
NS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24039 


54407 


A 


24177 


440 


1746 


RNLQCVFQGR1KEGIPVLALS/L 

RPSP/RVLHTATKQKNSCQHLE 

ED V D\QTKWRTDTPSMDKILM E 

EVKLEEQLKEAVEEDKQALAD 

TEGSEQSSQKLVEEGNMYSIQG 

FCKDSLEVADVLEKATQCVPEE 

EIKDNNPHLKNLCETLTMSEEL 

SQMVDCCRLPQDVSVLGVALH 

WVTPQMLCVPVNED1PEVSDT 

VLKAITAPPRVPIGRTSGDVTGT 

GVRRRRVSSAMSQHRAFRDVT 

VTVQCLELGCFLLRVELASQFL 

KRPRSPESNEKVPE1EVTVEASA 

KMSHPTLYDATRSPWGMFQSQ 

SVLLSCAHHSLLRGATLDRCGS 

1 DESEEWYGMDTFECTG VG VS1 

RRATEPERSSGSAAALDSHRSM 

HPIVNHACEGSTLRCPYENLMP 

DALSLSPILSSRSGDASPQAEILP 

VVGPFRMRRCLTVDPPGLDVT 


24040 


54408 


A 


24178 


391 


656 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24041 


54409 


A 


24179 


1 


2150 


MEDSTSPKQEKENQEELGETRR 

PWEGKTAASPQYSEPESSEPLE 

AKQGPETGRQSRSSRPWSPQSR 

AKTPLGGPAGPETSSPAPVSPRE 

PSSSPSPLAPARQDLAAPPQSDR 

TTSVIPEAGTPYPDPLEQSSDKR 

ESTPHHTSQSEGNTFQQSQQPK 

PHLCGRRDVSYNTslAKQKELRF 

DVFQEEDSNSDYDLQQPAPGGS 

EVAPSMLEIT1QNAKAYLLKTSS 

NSGFNLYDHLSNMLTKILNERP 

EN A VD1FENI SQD VKMAH FSKK 

FDALQNENELLPTYEIAEKQKA 

LFLQGHLEGVDQELEDEIAENA 

LPNVMESAFYFEQAGVGLGTD 

ETYRIFLALKQLTDTHPIQRCRF 

WGKILGLEMNYIVAEVEFREGE 

DEEEVEEEDVAEERDNGESEAH 

EDEEDELPKSFYKAPQA I PKEES 

RTGANKYVYFVCNEPGRPWVK 

LPPV1PAQIV1ARKIKKFFTGRLD 

API I S YPPFPGNESN YLRAQ1 ARI 

SAGTHVSPLGFYQFGEEEGEEE 

EEAEGGRNSFEENPDFEGIQVID 

LVESLSNWVHHVQH1LSQGRC 

NWFNS1QKNEEEEEEEDEEKDD 

SDYIEQE VGLPLLTP1 SEDLE1QN 

1PPWTTRLSSNLIPQYAIAVLQS 

NLWPGAYAFSNGKKFENFYIG 

WGHKYSPDNYTPPVP\PPVYHE 

YPSVPEMAEMDDPSVEEEQAF 

RAAQEAVLLAAENEESEEDEDE 


24042 


54410 


B 


24180 


1 


489 




24043 


54411 


A 


24181 


39 


423 


RSPTPDAASRSQCSSRRRRGVS 
KEVFVSMARTKADWPANRTG 
G * STPRKPTGPTK.SPLRK.SAP/ A 
PTGGGERNPHRLQGLVTVAAP* 
N LDG YQKV HSNFLIRKLSLPS V 
WVREIASGLLKQNLRFQERQ 


24044 


54412 


A 


24182 


3 


384 




24045 


54413 


A 


24183 


1 


434 


MLQNVTPARAEWQRKTALQG 

VEDPVPARPPISSPEDLLRSGEC 

STAPTQRQVPQPVHE/SHRPTQ 

DSPGARRKPTSERGHTEQRAAP 

DREARPATRGWGLRPGGQWLG 

GSEHAAAAPGPSDHPRGRCRH 

HTILQRPRLLSGKTES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


24046 


54414 


A 


24184 


15 


286 


LPSRGAWLGTCSPPCLSLPPPP 

WAPVRPEPPR*APPPAPRRPVPS 

TTQGSLGPHCFYEL*HSPRRSA 

ASLLKPARPRAHQEERTTPDAP 

P*EL*HSP*RSAASLLKPARPRA 

HQEERTTPDAPP 


24047 


54415 


A 


24185 


2 


214 


CLSLPPPPWDPVRPEPPQ*VPSP 
APQHPVPSTTQGLRSVGARRGT 
GRQLHLQSRCGIHWVKPAGLL 
SLGL 












311 


LPSHGAGLGTCSPPCLSLPAAP 
WAP/RVARASPTSAAPTPQHPV 
PSTTQGPLGSPSTLRKL*SFALC 
N K SCCC SLFG STLPL* A VTLTA 
KVCSFTPKAVARP 


24049 


54417 


A 


24187 


1 


669 


MMNEGSG1SLSGCDLGTALQLL 

SQAIVECLKLFQMLNRSTILGSG 

GQQPSSHSSTKLRPDSGAQLAS 

PSGSCTGAAGGAACQSRTVCSH 

SSALGWSMGLGAVEQGVVLV 

GEAQAAQEPMEGVGGSGMAG 

CRSRALPHGKAAKARRAIEHST 

GGLALLGDPVHSPQPLARVLSP 

SLPRASRAGW/PAPSAGPPSPHP 

PGTPAGPQAPHAAPVPARASPS 

TPPCKL 


24050 


54418 


A 


24188 


157 


395 


RCSSCQREMTPYGK*NVQKRL 
KTTKNGSM*LKSH1LSTPEQ\PA 
SPTSS/PPLLQPAAPAPPLMPRPS 
PPPGISVA*YPGM 












287 


CLSLPPPPWAPVRPKPPR*ATPP 
APRRPVPSTTQGLRSAGARRGT 
G RQLHLQPLCGIH WVKPAGLLS 
LVGTWRTFMSSSGIVNTPISTLC 
LAQGL 


24052 


54420 


A 


24190 


500 


724 




24053 


54421 


B 


24191 


1 


2154 




24054 


54422 


A 


24192 


688 


1215 


SRLAPALLSPWVVDGTGRCGA 

VGGAHWGGLGRTGAHGGGGR 

LRHGGLRVPSPAPREGS*GPPR 

YRAQRWWAGT/DWRTQYTLRS 

CWPGTLPSK*REMTPYGK*NV 

QKRLKTTKNGSM*LKSH1LSTP 

EQ\PASPTSS/PPLLQPAAPAPPL 

MPRPSPPPGISVA*YPGMPWTC 

PFYWQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24055 


54423 


A 


24193 


308 


1131 


VLQLLRRRTWSCSLRAWSWDL 

IVPPGGLVVSLASGVKLQTFAV 

SVTALKEARLDLFVPPGGLVVS 

LASGVKLQTFAVSVTAHKSSV 

DPKNSGAQLASPSGSRTETAGG 

AACQSRAVRSHSSALGWSMGL 

G AI EQG A AL VRGGSGRTG\PM E 

WVGGSGMAGCRSRALPRGKA 

AKAQREIEHSAGGPALLGDSVH 

PPQPLARVLSPPLPGASRACWL 

LRVRGPPSPRPPGTPAGPQAPH 

AAPVPARASPSTPPLVHLTNDV 

LRVKVKWAFFFTLHK 


24056 


54424 


A 


24194 


192 


818 


SWCLSRAVVGDSMTSEVIEDVE 
KQRYSKA\KTYWKQIPPTVDR 
HAWGEGPNKTGTSCALDCGAG 
IGRITKRLLLPLFREVDMVDITE 
DFLVQAKTYLGEEGKRVRNYF 
CCGLQDFTP\EPDSYDV1W\1QW 
VIGHLIADQHLA/ESFLRPCKGQ 
ASAPNGIIVIK\DNIA\QEGVILD 
D\VDSSVCRDLDVVRRII\CSAG 
LSLLAEERQENLPD 


24057 


54425 


A 


24195 


1 


233 


FFFFETESRCVARLECSGAISAH 
CNLCLPGASNSPASASQ/CSWD 
YRCVPSRLANFLYFSTDGISPC 
WPRMVSNLLTS 


24058 


54426 


A 


24196 


240 


476 


LLPQYRRVLL1YSG1QLLPGLGL 
RRRMCPGIYSFLLDFLVYLRRG 
VYSIL*W*FVFVVLVPWFSAPS 
GHLRSSLCCLF 


24059 


54427 


A 


24197 


288 


677 


NLPEDVVPDDKPHQPLLRAV\C 
LFVISKDLFLESPFESPIWRMYP 
NSTVH1QRLELALLC/CHCPRAL 
PASAHSCHSLERGLPICKE**CM 
PCSEYTIASQRPAGGAPAILPEC 
DSRRRTTQATSEPGSHI 


24060 


54428 


A 


24198 


99 


399 


LLCHGFEHPPLAQRSLLLPIV*S 
LLLSTRQSHSPSSFVPLLARSCG 
SWVSPAEAAEPQ1LQKGKCSCL 
IVPLEALCQRGTRLSLWLPLTFF 
PSFQLWPV 


24061 


54429 


A 


24199 


1 


586 


LSFFKVFSFFAIGSN1LFSSEKFII 
TDHLKPSSPTCQSHSLSSFVPLL 
ARVAFRWGFGVDVLSFVSFPSN 
SQDPQLQVCGVCWRSTPDRLP 
GYHQRGSGGCRTADIIEPQMLR 
LIVRLEVLSQRSTRPQRCQ\SA\L 
LGGASQLGCC/GVRDLLEEAVC 
PFSDL/KLHAGKTTTLFKAVRQ/ 
SHLSLQRLLLSFVCLCPT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24062 


54430 


A 


24200 


1 


822 




24063 


54431 


A 


24201 


1428 


1801 


RSAGIDPE*FFSG/PRRJHTASCL 
PSQRSSNRACSSSVTRIVS1LSRF 
IGI1TPMNRNPRFWRNSTSWTR 
MNRQTSVNRFTTTLMSFTAAA 
SRVSVMTVKTSDTCSSRRRSQL 
VKYHLSISTQVL 


24064 


54432 


B 


24202 




2040 




24065 


54433 


A 


24203 


176 


564 


AWEPKWYSTTATRTHFWEMRS 
RSIMSTTKAFSTSNSASDSLEEP 
SSRKTRSSSLLQ*KSCNGGSEM 
SSTYRVVGLTGASLSASALNSLI 
DS RSNR* V/FSRNTL ANITRRNQ 
LKMLPAPDPDGFSSGSPFQ 


24066 


54434 


A 


24204 


1 


774 




24067 


54435 


A 


24205 


1 


1807 


MPLRAFNPVSSFRWARGMTIV 

AALMTVFFIMQLVGQVPAALW 

VIFGEDRFRWSATM1GLSLAVF 

G1LHALAQAFVTGPATKRFGEK. 

QAI1AGMAADALGYVLLAFAT 

RGWMAFPIM1LLASGG1GMPAL 

QAMLSRQPNFDHWTADRHGD 

LCRLGEHMERVGMDCRRRPIPC 

LPPRVASRCMEPGHLDLNGSRR 

HLANGFTTPRIGANQFLRRTVN 

AQTNPWQNISIASAISSSRTRRIS 

GSVGSWPRSGNAEVSALHHYV 

PDLH RRM LL ATL WNTYICINEA 

LALTLSDFSLVPPHPYRQLFTLT 

TFHNRACSSSVTR1VS1LSRF1GII 

TPMNRNPPYTEASVTKQEKTAL 

NMARFIRSQTLTLLEKLNELDA 

DEQADICESLHDHADELYRSCL 

ARFGDDGNSYDHDYAKLACLQ 

VEGRGGGTFAHELLAVEYAGW 

ISPAFRLKVMHWLMNRMLDAR 

NRDRYKQWKQDFFHDSYNRQS 

AGH1LSQCANLAATTSEYFIHKP 

HRLIAAETGYSQSTVVRAFREA 

VNK.GILSVEIVIGDHRERRADL 

YRFTPSFLVFAQQAKNALIESKS 

KI\SSAATKVRLLAPISPTSPMG 

KIGLATSGS 


24068 


54436 


A 


24206 


291 


851 




24069 


54437 


A 


24207 


2 


694 




24070 


54438 


A 


24208 


2 


331 


HLSTIEPEDYNLLFRRVSLKLSV 
WLPTWQSKSNGWSKKCLWMH 
LKSNPLNALLPPAGF* S ATMPK 
CSAWAK.TISSPGCVITEF*SQPV 
NAGTSPNKNTYLVGISPLKKP 


24071 


54439 


A 


24209 


1 


4455 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24072 


54440 


A 


24210 


698 


1088 


LTSKFIAAVCMRRISLCGKGSA 

QNTDSGIAATPCSCVSD*QNSTS 

SRJRM*PWMCPCPMKRKSAT*N 

ITLRC*RAAPPISSRVRK*/MSM 

Y/NHLQSAECGGHRPFPVPQEE 

S1LLLLHL1ANRSSACHS1R 


24073 


54441 


A 


2421 1 




1902 




24074 


54442 


A 


24212 




2898 




24075 


54443 


A 


24213 




2604 




24076 


54444 


B 


24214 




1254 




24077 


54445 


A 


24215 




2946 




24078 


54446 


A 


24216 


698 


1285 


RFWRNSTSWTRMNRQTSVNRF 

TTTLMSFTAAASRVSVMTETA 

MTMITPSLHACRSKAVAAALLP 

MNCSLWSTQAG/CSP/DVSAEG 

KPDIYRLSNRKITTCYSAES/LL 

KL S V WLPTWQSK SNGWSKKC L 

WMHLKSNSLNALLPPAGF*SAT 

MPKCSAWAKTISSPGCVITEF*S 

QPVNAGTSPNKNTYLVGISPLK 

KP 


24079 


54447 


A 


24217 


1 


1986 




24080 


54448 


A 


24218 


1 


2262 




24081 


54449 


B 


24219 


1 


1014 




24082 


54450 


A 


24220 


1 


1155 




24083 


54451 


A 


24221 


5 


386 




24084 


54452 


A 


24222 


1922 


2146 


SSSAGISCWSSSPTPGS1PSRVGS 
AAA*GWTTSRSSTGSANPSASR 
KPAAAIRASMPPNCRSGEARWP 
LWSGSL 


24085 


54453 


A 


24223 


1091 


1435 




24086 


54454 


A 


24224 


1 


2919 




24087 


54455 


A 


24225 


1324 


1502 




24088 


54456 


A 


24226 


1 


2901 




24089 


54457 


A 


24227 


5 


253 




24090 


54458 


A 


24228 


1227 


3031 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24091 


54459 


A 


24229 


1 


1940 


MNRQTSVNRFTTTLMSFTAAA 

SRVSVMTVKTSDTCSSRRRSQL 

VCKRMPGADKPVEGRGGGTFA 

HELLAVEYAGWISPAFRLKVN 

QTFIDYRTGRLQPAIPQSLPEAL 

RL A A DL A EQKQRLEQKMLM D 

APKVEFAERVATASGVLIGNYA 

KVLGLGQNYLFTWLRDNGILIA 

TGERRN V PKQE YI SRG YFTLKE 

TVIDTSNGSRISFTTRITGKDVV 

RTTSIVMLAKVTFLSCITMSDFT 

FSGYELACFVTHSGLSRSAGHIL 

SQCANLAATTSEYFIHKPHRL1A 

AETGYSQSTVVRAFREAVNKGI 

LSVE1V1GDHRERRANLYRFTPS 

F\L AF AQQ A KN ALIESKLKI SS A 

ATKVKAVLAKTLALFNFLSTPP 

CQNDTPSPCQDDVA1KNKKSQ 

VKKTKRSVSGGAGTTSLKKLTS 

WIAKAKAKADNLRLSKK.RTQK 

HEFKQKVEAAARK.YAYLK.NK.R 

SPDIGGISNFDNLPHCMTVNEA 

LNAVLAKNKDNEQWGAVAGA 

Y1AD1TDGEDRARHFGLMSACF 

GVGMVAGPVAGGLLGAISLHA 

PFLAAAVLNGLNLLLGCFLMQ 

ESHKGERRGELLKIVVLPGDHV 

GQE1TAEAIKVLKAISDVRSNV 

KFDFENHL1GGAA1DLQGGGGK 

PRCVSKSLMLHCTR 


24092 


54460 


A 


24230 


1 


1230 




24093 


54461 


A 


24231 


1 


799 


MKPRTYTVSVTAVKDGVSGVC 
SFRCSDVSRVSSFQWVRGLADF 
RSEAADLHNSGAQLASPIGSRT 
GATSGAPCQSRTHAPALLSLW 
AVDGTGRHGAGGSTRRQGSGG 
TQEPMVAGKAQAWRAAGFSG 
SGDGVGVSILVPWGGTCIGSFR 
QANSW1SGGAFSDAGCDSDRL 
GKDWNSLEGSEEERKMWESLE 
LPRDLKSSEDRKMWESLELPRD 
LLNGFDQNADYTICTMK.SRLRW 
SQMEMKNLLGTGVNVTLVML* 
QRDWRHLLLV 


24094 


54462 


A 


24232 


416 


775 




24095 


54463 


A 


24233 


548 


882 


PGGHQYPPCHLEEKETDLPLLY 
TAVEEKGLSYSIIPGSLVEKPLT 
STNSSGTPIQSNITSL*IPLAGIMS 
MAASQN*AI*WPLAPTMQSFTC 
TT*RLS*SHRRSWWHRGCT 


24096 


54464 


A 


24234 


144 


570 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24097 


54465 


A 


24235 


254 


1117 


LSRMKLRTLVVSVTVLKDVVS 
GVCSFRYSDVSGVSSFQWVRG 
LADFRSEAADLRGLKLQTFVVS 
VTPHKGSVDPKSDQQRDLLQR 
VK.EQNFRNVKGDPAALAHEDD 
VNGTESGAPRKHGDRELDDVV 
ITNPHIEAILENKDW1EDASGLM 
SHCIAILK1CHTLTEKLVAMTM 
GSGAKMKTSAIVSDMIVVAKW 
N SPRVDD V VK.SM Y PPLDPKLL 
DTGTTTLLLSV\SHLVLVTRNA 
CHL\TG\GLDWI\DQSLS\AAEEH 
LEV LREAALAASEPDKGLPG PEG 
FLQEQSAI 


24098 


54466 


A 


24236 


472 


844 


RTDGVLVWMSFLFVSFPSNSQD 
PQLQVCWSLLEVHSRPCLPGYQ 
QWRLLCPHE1TGESMSKLHIIQK 
YTSSCCLFKSS\SERGSSTPCPSW 
LGSGEGLSTLHATDFSFSAPMA 
QRGKSSLVSLE 


24099 


54467 


A 


24237 


206 


456 




24100 


54468 


A 


24238 


50 


392 


LG LLPFF1 1RCPTQRGG 1 * RG SL A 
TAALLSCGGLCPVGS\SRHLCL\ 
PVRGKRPTQASVMGDALPPTK 
LECPRSASGCCAGSDNFKPVDL 
SLLSSMGLGSTELDHLAPWLQP 
PFQG 


24101 


54469 


A 


24239 


1 


204 


SFSVQFCSLVGDPLG*SSCDPLE 
EKRCSGFWN1QPFCAGFSPSLW 
DYLSLVFDVDDLQMRSLSGCPF 


24102 


54470 


A 


24240 


1 


375 


MCNAQVLEYMGKSSSLLTSDL 
QLVRDALRSLRNSFSGHDPQHH 
T1DSLEQGISSLMERLHVMETQ 
KKQERKPPLVIPRQT/WVWSGP 
PANSNRPAAEGPDC*KEN*RDA 
LRSLRNS FSGHDPQHHTIDSLEQ 
GISSLMERLHVMETQKKQERKP 
PLVIPRQTGSGVDLQQTPTDLQ 
LRDLTVRRKTNEQKGIASASTK 
RTSTPKPHL 


24103 


54471 


A 


24241 


1 


674 


MVVYACSPSYLEAEVGGSLSLE 

VEATNPK.NSSKJCFLDLISEFCK 

VSGYKISVHKSVALLYTKNDQ 

AATQIKNL1PFTTAAKQFKYFGI 

YLTKEEERLKPSRKKITKKHTK 

KRTASLILHAMICSQ1PKQQQNE 

K YQ VPQFDQSTIKN I ES AKG LD 

VWDSWPLQNADGTPPLVIPRQ 

T/WVWSGPPANSNRPAAEGPDC 

QKEN*QTERNSINIKKKD1HTKT 

PLCI 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24104 


54472 


A 


24242 


1676 


1768 




24105 


54473 


A 


24243 


270 


471 


PSREYQDANPWLKWIKYSVRT 
LNKSDCYASGYK*ACLLCSVYS 
HGKAAGECTLSAGSK.NGLAEVI 
K.K. 


24106 


54474 


A 


24244 


23 


200 


AQMKAHGRSRSS*RC\DEEHWR 
ACRAQEPPCSQSQRERSKRTCR 
QGTVASKVKCHSEAR 


24107 


54475 


A 


24245 


3 


270 


ASTSHVPQPICGLDDLAIRHSAV 
RLNRERVHSTAVLP*EYTKQRR 
QG H L *PDPYKKEG A ATNEDAL 
LLRWERGRGARLHIPGCKAPQL 


24108 


54476 


A 


24246 


135 


275 




24109 


54477 


A 


24247 


365 j 


583 




24110 


54478 


A 


24248 


2906 


3114 




241 1 1 






24249 


108 


405 


NLHTPYRPQSLGQGEPLDDYV 
NTQGAS/LFSVTKKELGAGSIEE 
CAAKCEEDKEFTCRYFHCRCTF 
LS1PQVTSSFLCFPLPLPLLKSSK 
LLANRDKYRM 


24112 


54480 


A 


24250 


1 


386 




24113 


54481 


A 


24251 


1 


808 


MSYSQCVSDPKAHG1LPGYHC 

WLFRDQGLLKSQHVINPAKAST 

GFFLQDTLMVLEIKTTIRNYYK 

HLYAHELERLEEMDKFLDTYT 

LRRLSQEVIDSPNRPIMSSKIESV 

KGYTHQQFCHKSTLNKGDRVI 

DNLTCPPYCCVWFPLAGTGPHI 

LYLSRLVSNLELFKRGKGRGEQ 

RKEEVTCGMLRKSLVTSDLPEP 

GGVTSEGCETAKVTACSSLWE 

LCHREVLTPYCPKDTCRKWLE 

TPV RRSCP VRRSRI STCL RK.KFG 

HILAEQLSC A* RCL* * FL/YGCF Y 

FQDHECVLKEESSTSFGRIN H V 

LTLKEPLVPE 


24114 


54482 


A 


24252 


833 


1245 


AN MFPAFA A V A AG A ATE A A A 
AAAAAPAPLAPARRAAAAARG 
PPLPRLP/WSCAEVMYHPQPYG 
ASQYLPNPMAATTCPTAYY/RA 
GAPTWPAGESPDGQPAGGGGE 
GHREYRSGARRRPAGTRGAED 
ALGSAGASLSRKP 



3189 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24115 


54483 


A 


24253 


145 


766 


TGCIREKFHLPEGSLLIVSSRKH 
LQRLAFQAKVSSMMLPLQGAQ 
MLQMLEKSLR\KSLPRNPLKVY 
GT\VFHINHG\NPFNLKAVV\DK 
W\PDFN\TVVV\CPQ\EQDMDRW 
TLDHY rmYQIYSKDPQNCQEF 
LGSPELINWKQHLQIQSSQPSLN 
EAIQNLAAIKSFKVKQYTQRILY 
MGRLETAKVELTPFLAGNQRILS 
P\SGWAKPKAM 


24! 16 


54484 


A 


24254 


215 


550 


VGFRSCLVMSGRGKGGKGLGK 
GGAKRHRKVLRDNIQGITKPAI 
RRLARRGGVKRISGLIYEETRG 
VLKVFLENVIRDAVTYYTEHAK 
RKTVTAMDVVYAL\KRQGRTL 


241 17 


54485 


A 


24255 


3 


292 


TLLNLAAAHCSGPCLLWFQLSF 
RSPSTSAVGRCRRPSADFHPSRS 
SRVSAVLLIQ/QRCPLPILIQLKA 
CHCSCTAKWLGSSPKPETFFEII 
HPSPS 


241 18 


54486 


A 


24256 


1 


789 




241 19 


54487 


A 


24257 


3 


256 


TLLNLATALSSGPCLLRLELSFH 
SPSTTAVCCRHRPAADFPPFGR 
VSSLLL1Q/QRCPLPLLIGLKACQ 
CSCAAKCCVRPNRAEQ 


24120 


54488 


A 


24258 


3 


212 




24121 


54489 


A 


24259 


2 


491 




24122 


54490 


A 


24260 


20 


272 




24123 


54491 


A 


24261 


160 


876 




24124 


54492 


A 


24262 


623 


796 


GANSWNLTGTLAVKAGTVENP 
I*VFATHVESAGPR*LDPRTGSL 
AVRTKGRHWDQGA 


24125 


54493 


A 


24263 


242 


659 


TSNSPPQTRPHVCHGPRQYLLQ 
LSSRDLEFLVQIAVRSCLCPGLR 
IRSPVFAVASTSTFGTLRGKVV 
KDFGFVFPPPWGQPCLCPVEER 
ALSCQGPVVDSRCPRCGHEGM 
AYHTQQMRSADEGQTVFYT\C 
TNCKFQEK 


24126 


54494 


A 


24264 


66 


238 




24127 


54495 


A 


24265 


2 


278 




24128 


54496 


A 


24266 


168 


565 


TENFRALSTGEKGFGYKSSCFH 
RIIPGFMCQGGDFIRHNGTGGK 
SIYGEKFDDENFILKHTGPGML 
SMANAGPNTNGSQFLICTAKTE 
WLDGKLVVFGKVNGMNIVEA 
MECFVSRNGKTGQKITIA\DCG 


24129 


54497 


B 


24267 


20 


88 




24130 


54498 


C 


24268 


183 


254 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2413) 


g4499 


= 


24269 


412 


590 


KSGLATQG/GRRRGWVFLAPQ 
KGGEGVETQREGVGVLAPSPE 
KRDLPLRVKDQGRRPCVV 








24270 


550 


852 




24133 


54501 


A 


24271 


207 


381 




24134 


54502 


A 


24272 


412 


589 


KSGLATQG/GRRRGWVFLAPQ 
KGGEGVETQREGVGVLAPSPE 
KRDLPLRVKDQGRRPCVV 


24135 


54503 


A 


24273 


191 


235 










24274 


95 


375 


AEKIWEGVSQRALGQSSRGSGS 
GCQMNPLSGRPQVVCFFTAHM 
LTKKREEGASMLNMPCFQ*KE 
EM1QANLGP1ADSSHCLGIEGPP 
WAPLTP 


24137 


54505 


A 


24275 


144 


293 


WQVPLFWQPFPEPLELWPKAL* 
LTPSQ1FSD*RLKTDAARSPRKP 
PAPR 


24138 


54506 


C 


24276 


1 


909 




24139 


54507 


A 


24277 


1 


1744 


MGCLGTQRAPRAFLLLPLPLHF 

AQLSNLTQLQAAASLSMVTHR 

SSGGGGERGATAAGTEQGGAC 

LAASLLRGLWDAGEVTPIRVRV 

RPYDPFTLAPLHEHSEAQCVAS 

PSLTVTKEKSLLPKSLLAGSREV 

ARSRALCHGQARPPPRPQVTQQ 

RTQLQGQR1LQWRPATEGPHSP 

RRGSDSAKGTHPPTTGTCPPRR 

RQG AG YSRYN SGES RRRLG RQ 

QDLVARSDEQRDPAPATRRED 

KM1EELQPFGEHRPRRSPSQGC 

DTLFQALWFLASPSFQRGGQLQ 

VLALCKAAAGPGAPQAASTAG 

TREHGYAWKLGDTRNHRALK 

RKSQTWLRRFPAGCPDVCSAL 

ADLRAFMGLRGEEVCADWSM 

GGHGSGECRRGTGGQRAVVPK 

SPVQEKGKEPLSLLQYFMVDEK 

ERFLR1TSEHEDNDNSNNSSNHS 

SINETKETCFIHEPKTPAPVTDW 

EGSLPLVFNHCRDASLIIHSCFK 

GVRPHRDACLG/RFTLSGK/FPL 

SWGRGKYPSTPSPSPLAASPTFL 

GQGQELVTSARNLTTRPRNAC 

GPGFLLSHVPSVRDPTGNRTVQ 

LTWQPLPEPLELWPKAL 


24140 


54508 


A 


24278 


2 


120 


QSSAAKPRTSGKGSVREPWAR 
VPGALGVAAR*AEQSDFQ 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24141 


54509 


A 


24279 


1135 


1483 


ILTMTGSLSCTPSNAVIEKV*VC 
CSSLSTG*SKV/QVASNTSLCDG 
ED*GVVIQKKVKLWVFCIFYVL 
VQSYYS*R*SQIETVRNGCSHW 
GRFQDIALITGHCKIWTLIVFIQ 
YFNV 


24142 


54510 


A 


24280 




860 


ATTGGTNLRDD1MRLDDTVHV 
VIATPGRILDLIKKGVAKVDHV 
QMIVLDEADKLLSQDFVQIMED 
IILTLPKNRQILLYSATFPLSVQK 
FM1MSHLQK.PYEINLMEELTLKG 
VTQYYAYVTERQKVHCLNTLF 
SRLQINQSIIFCNSSQRVELLAK. 
KISQLGYSCFY1HAKMRQEHRN 
RVFHDFRNGLCRNLVCTDLFTR 
GIDIQAVNVVINFDFPKLAETYL 
HRJGRSGRFGHLGLAINLITYDD 
RFNLKSIEAQL*TEIKPIPSNIDK 
SLYVAEYHSEPVEDEKP 


24143 


54511 


A 


24281 


848 


1218 


PMQRKSMLK1SVS/PVSVQKFM 
NSHLQKPYEINLMEELTLKGVT 
QYYAC1TELQKLAETYLHRIGR 
SGRFGHPGLAINL1TYDDHFNL 
KSIEEQLGTEIKPIPSNIDKSLCG 
AEYHSEPVEDEKP 


24144 


54512 


A 


24282 


241 


477 




24145 


54513 


A 


24283 


38 


208 


MTAGAPPPPPPFET\PEGV*GNP 
TCSGG*EDASGSTRSQRHPVGL 
PVSCALRACHLK 


24146 


54514 


A 


24284 


794 


1455 


AQQGGTSKKRRFPQDGQQRAG 

LACSRPPGPGGCGFQAPAGERY 

PNIKPHPTSVAPLVLCICYLM/P 

MLPWAWSYWRGARRPSRHPG 

AFPCSVAHQCPSAARSPTLRQE 

DPEKGSQASSFPTGPSPQSMVD 

RCLKGPQLDVSRKQLSLPQTGL 

RP VL VN QLSKKPTG YPQTQIQ W 

VLMRDTGKDTDTEEKEGHAK 

MEAEIGVMYPQEHLEPPESGRA 

KGEIPL 


24147 


54515 


A 


24285 


90 


354 


QSPGVHQLSRFVS*SYSERP*SL 
LVSTRYHTRALH**HYADSIQ* 
ARSSKHTGLIGCTVP*RGFPRTH 
SFYSRKREPRRQTSSFRGIL 


24148 


54516 


A 


24286 


236 


520 


TACFLTHVAIKWVMHSS1PSSN 
GGGIYMIGLKAQVSYMRKWLK 
SPWSPLLLSPSLHRWPHGKFPM 
IS*QRKRRLGPGSQMVLHDMQ 
APPKSGQL 



3192 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


24149 


54517 


A 


24287 


16 


278 


FAQAMKPHLVQQLQLESPLG* 
AYDNPLSFSKIHLSDLHKPVL*L 
GDSNDVLGTLESMSAQSQCPV 
VPEMSDHLPFPMHSYPGKRPEV 


24150 


54518 


A 


24288 


74 


168 


LGKCLFLHSCP*APPEA1CLQLP 
LLSSPNGP 


24151 


54519 


C 


24289 


92 


564 




24152 


54520 


A 


24290 


1 


876 




24153 


54521 


A 


24291 


71 


282 


PLVTQVVFRLFPTNSSLDLLQ/S 
PSP/GSGPHSNWQPFGSLDKWA 
GVKHPNEECAASKIQTGPPCVV 
PLPWL 


24154 


54522 


A 


24292 


81 


1054 


PRLFSDCFPPTAAWTCCRAFSC 

SGPHSNWQPFGSLDKWAGVKH 

PNEECAASK1QTGPPCVVPLPW 

L* EEPN A AI YPSPVSPVCFLLLA 

HWIQSA*CHQCNGPVWYLVEV 

KSNQVLSK*HYDTKPES*YTPY 

GQEWRKGHLPSQWPHTRYQE 

MY*FAQAMKPHLV*QLQLQSP 

LG*AYN»PLSFSKIHLPSPHGSH 

SEPCL*GPTRTLV*L*L*KQTGM 

LAVAPEENQHYLAWQLPQGRP 

SLLPQAVQGLSPQTKVERLMA 

AS VG EGMLPILGMEKLF/PSGK 

KD*SG FTSS VSPASSG SSHTSPF 

QVAGSHSFP1NAFTLTVDTW 


24155 


54523 


A 


24293 


5 


88 




24156 


54524 


A 


24294 


779 


1041 


PPLSSPSGP/DEQSD/LWWQQS1P 
LHQETVK VLH * MG P VPC ATQL 
DKIHQQGFSDPYRGAVLLASG 
WCPKRPEIPEEGATTHLCCFPAS 


24157 


54525 


A 


24295 


248 


3714 




24158 


54526 


A 


24296 


4177 


7804 


TFQESRFEQGFQKAIFILELVDA 
EDPPDEEEEEASSIFSSSFHFLFP 
SSSSCFSFSSSSSSLLLRSPGDKD 
MPTAGMPSLLQSSSESPQSYPE 
GEDSQSPLQIPQSSPESDDTLYP 
LQSPQSRSEGEDSSDPLQRPPEG 
KDSQSPLQIPQSSPEGDDTQSPL 
QNSQSSPEGKDSLSPLEISQSPPE 
GEDVQSPLQNPASSFFSSALLSI 
FQSSPESIQSPFEGFPQSVLQIPV 
SAASSSTLVSIFQSSPESTQSP 


24159 


54527 


A 


24297 


145 


219 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon For peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24160 


54528 


A 


24298 


191 


1075 


QPKVSRHCQTSPGSYLYSLQSG 

RWTTGKPLQQTKSVYLRSFHH 

HHFQNHRHYLHHHHLYHHHH 

YHPHPSHHHLHCYXSQHHHHH 

HHHHHHHEHHLCRHQKSTQVE 

YSVFAERENDLGLNGTGDEAL 

H DN GTTER V SG PP AG YL YRAD 

YA1GLQPFMPRLGRRTPGAGGP 

HSRAPELAYLQKLITSPATLPFV 

YLETGGWSPRDAHRVDNFDM 

GPRENMGSVWEKSFLFTRNPSK 

SSY1ADKNLIYLYASECIGRQSQ 

KA RASKSG VQ AEHP YITG AIKD 

DTR A 1 VKTRDL ANRLK 


24161 


54529 


A 


24299 


155 


381 


LICTSFK1LSRLFCPSSL*SSSSQG 
ACISKLLSVLTYAHLYFALEKE 
VLTFLSRAIVSSSTLLTHGVAHS 
LTLFH 














TGWDGPPANCSSPMEGDSNVH 
CSCVCCCSCFGLLL/CAIHCCCA 
PPGCSACGAATLLYSAPLGSSA 
YGIALLSPFHHVRMMLSTKQEV 
GLHQTLNLP 


24163 


54531 


A 


24301 


1 


723 


MLNVQALVVMVMCFMWASL 

WAPGGHPSAGNISSWVSGLVSF 

PEWSSWELVVSVVGWAGKLW 

LHESLLTLNLSCGLLVVLVALV 

FDEWHPWSGHVAEACSTGYWS 

TGGIWFHEIAAP*DCSSSPAME 

QSWMEND\DELIEVGFRRLVIT 

NFSELKEDVRTHLKEAKNLEKR 

LDEWLTRINSIEKTLNDLMELK 

TMARELRDACTSFSSQFDQVEE 

RV S V 1 EDQMNEMKREEKFREK 

RVKRNEQSLQEI 


24164 


54532 


C 


24302 


295 


430 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24165 


54533 


A 


24303 


811 


1947 


QTERNSININRNGHQHQNPICRS 
PSSKTKGSIKPQRSGRNQSRICA 
ENSKNQSTSSPPKDCSSSLAMK 
QSWMENDFDELTGAGFRRLVI 
TDFSELKEDVQTHHKEAKN LE 
KKIRQMWTRINSVEKSLKDLM 
ELKTMARELCDACTSFSSRFDQ 
VEERV SVI EDQMNEMKRKEKF 
REKRVKRNEQSLQVIWDYVKR 
PYNLRLIG1PESDEENGTKLENTL 
QDIIQENFPNIARQANWQIQEIQ 
RTPQRYSSRRATPRHI1VRFTKV 
EMKEK\MLRAARQKGRVTHKG 
KPI RLTA DLS A ET VQARRE WGP 
1FNILKGKNFQPRISYPAKLSFIS 
EGEIKYFTDKQMLKDFVTTRPA 
LQELLKEALNMERNNWYQPLQ 


24166 


54534 


A 


24304 


1 


2394 




24167 


54535 


A 


24305 


1902 


2413 




24168 


54536 


A 


24306 


2 


610 


WAPPAIH1RCMPEAYNFPRKPL 
SL1PSA1QSNELIIMNGMRALNIQ 
LLKRYQCTLD1RYKQTSMLNC 
YEGTVITPSHIQYPCLSDSYGLY 
D1GIRNTDFLKGELSMNIRPLHD 
RVI VKRK.EVE TKSAGGIVLTGS 
AAAKSTRGEVLAVGNGRJLEN 
GEVKPLDVKVGDIVIFNDGY\G 
VKSEK1DYEEVLIMSESDILAIV 


24169 


54537 


A 


24307 


1 


801 














1579 


TAIWSPSKSALYAAQTSGCSWI 
ALPS I STG SN A W1PRRCR VGARF 
SSTGCSRITSSRJSQTTASSRSTIF 
FAALMVVARPRSSSLP*MNGLN 
SSSAIFFGRPH 


24171 


54539 


A 


24309 


583 


796 


1H1CDIRFSATPAGGEFWQYIAS 
RQSIFHAIVETGHALFQPSSVPG 
LTPAMKAVATTSH*TVESCFRS 
ASR 






— 


24310 


— 


313 


MPNVDVVGEMVNTMSASRSY 
QANVEVLNTEKAMSIAVTTTDP 
TNTGVSTTSSSSLTG\SNAADLQ 
SSFLTLLVAQLKNQDPTNPMEN 
NELTSQLAQISTTLRAY 




54541 




24371 




323 


SASAQVSALSIHSAAFQNEYLSP 
CPN*RLV\SAFTNSSRQSG*PEK 
SVSQTPVITASAFT*YAD1AASV 
RNKILRPGTNVFGDTIGFRVQ 


24174 


54542 


A 


24312 


816 


866 




24175 


54543 


B 


24313 


1 


985 




24176 


54544 


A 


24314 


1828 


2505 




24177 


54545 


A 


24315 


1 


1938 





3195 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24178 


54546 


A 


24316 


4201 


4668 




24179 


54547 


A 


24317 


269 


503 




24180 


54548 


B 


24318 


1 


1702 




24181 


54549 


A 


24319 


829 


1584 




24182 


54550 


A 


24320 


1238 


1926 


IQAAYNR1APSSSPKFPRACGKP 
CLGERGRIRG PG PSFGLIN RPST 
PDPTITGVSTT/SSSSLTGSNAAD 
VQS/SFLTLLVAQLKNQDPTNP/ 
MENNELTSQLAQISTVS/GIEKL 
NTTLGSISGQI/DNSQSLQASNLI 
GHGVM/1 PGTTVL AGTG SEEGA 
V/TTTTPFGVE\WDGTL/TDGST 
APNGSYNVA1S/ASNGGTQLVA 
QPLQFALAAERFCALSPGAPYR 
YDTWVRQWVASP 


24183 


54551 


A 


24321 


487 


1509 


FYLQGLRQQPQVRQPLNIGVTA 
QGVNAAACHPH1AEQQLDHRH 
RTNVLRTNGVLRPAEGIQERGS 
FI V STGFC D VF A DFQERVF WRT 
TDVFNHIWRVAGNVLFQQVPH 
AARMLQRGIAFGEAVFVQFISP 
GGFIVLAFFRVVAGEQAIFKAVI 
LTHDQAGGG1GFGVFAVEFFIV 
QQVQQYA*QESNVSTGTNRG1V 
VSYRRRTRKARlDrfNQLRAVV 
NFGFHRPAEPDRVSAHHHDEV 
GVLDVDPVVGHRKTFFDIWHD 
DQFIDQRVRRFSGDNRRLQDRE 
QVGLQSANNSP1DKSLFRG1NQF 
QLYAAFTAQDVNIDIFKTRQQF 
FAVIGQTTGVQYGK 


24184 


54552 


A 


24322 


377 


749 




24185 


54553 


A 


24323 


140 


298 




24186 


54554 


A 


24324 


342 


1094 


MGAPWLHRPRRALQRWRLGS 
GFSCGSGLG LQENNGGRP VM V 
LALSTLPRRPTRCGCEFYCL1KP 
GFRLGMKSVKME1RGLWAGGE 
DKIAVPAEPRSAGPERTLSDLH 
NESIF/ITGGGSGLGLALVERF/1E 
EGAQVATLELSAAKV/ASLR/Q 
RFGEHILAVEGN/VTCYADYQR 
AVDQILT/RSGK/LVNTPAETLE 
TGFHELFNVNVLGYLLGAKAC 
APALIASEGSMIFTLSNAAWYP\ 
GGGGPLYTASKHAATGR 


24187 


54555 


A 


24325 


1 


1785 




24188 


54556 


A 


24326 


2 


1760 




24189 


54557 


A 


24327 


2437 


2679 


TFQYIGQPHGDEFPHVAPVKHG 
DKLGEGKNHHDKSRHLFHRFN 
H*MR* IRLTSNC AGSDAISQRD 
NKEKKNDQWHDTFNKG 



3196 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 










3 


415 




24191 


54559 


A 


24329 


1 


1932 




24192 


54560 


A 


24330 


1932 


2117 


RAISLGRTAAGYLNSDVAQRA 
ASGADPAGDFVVWH**IRKNLS 
GGARYA1PHLYQHLAWHP 


24193 


54561 


A 


24331 


1 


1017 


MRYREPPARGVEPNELHACRSE 

DKLSEDAFDDQCTGANPRYPLI 

SELKQILLDTYYGRDYVEDRLS 

FLLAVATLNGERLDGEMSEGK 

LVMPFRHVSDAFEQTRETIGVR 

GNNAINDMVRQRLLN\RFTSEQ 

AEGNA1YRLTPLG1GITDYY1RQ 

REFSTLRLSMQLSIVAGELKRA 

ADAAEEGG DEFH WHRNVYAPL 

KYSVAEIFDSIDLTQRLMDEQQ 

QQ VKDDI AQLLN KDWRA A 1 SS 

CELLLSETSGTLRELQDTLEAA 

GDKLQANLLR1QDATMTHDDL 

HFVDRLVFDLQSKLDRIISWGQ 

QSIDLW1GYDRHVHKFIRTGID 

MDKKPRPSRRCL 


24|94 


54562 


— 


24332 


5 


220 


GLSWLNYC*ASTLTISLRCATR 
AVPLTRIRCRPRLLPSRRERTAL 
PCIYVK1AVTLLTATCASCVRR 
WIPA 


24195 


54563 


A 


24333 




180 














564 


PGFKPRHSSWQRLPSLGHLPLY 
GSSVFTLLNLATAHSSGPCLLQ 
LELSFHSPSTTAVCRRHRPTADF 
HPSESGRVSHVLLIQ/QRCPLLL 
WIRLKACHCSCTAKCPGSSQLS 


24197 


54565 


A 


24335 


148 


404 




24198 


54566 


A 


24336 


213 


1306 


SCEHSVAHGRGIMDLSLLKALS 

EADAIASSEQEVRQILVLEEADR 

LQKEVRVDGLGSVLIRLNESTG 

PKVMICAHMDEVGFMVRSISRE 

GAIDVLPVGNVRMAARQLQPV 

RITTREECKIPGLLDGDRQGND 

VSAMRVDIGARSYDEVMQAG1 

RPGDRVTFDTTFQVLPHQRVM 

GKAFDDRLGCYLLVTQLRELH 

DAELPAEVWLVASSSEEVGLR 

GGQTSYTRAVSPDVAIVLDTAC 

WAKNFDYGAANHRQIGNGPM 

LVLSDKSLIAPPKLTAWVETVA 

AEIGVPLQADMFSNGGTDGGA 

VHLTGTGVPTVVMGPATRHGH 

CAASIADCRDILHMQQLLSAFI 

HKSNELGGVLRLRIQICRDGNE 


24199 


54567 


B 


24337 


1 


1075 





3197 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24200 


54568 


A 


24338 


438 


1462 


QIVQCLDVPSYTFIWFAVLDPIY 

GDSVSTGLVVAIISIIVNAITIPIG 

LYLLNPSSGADGKKNSNLSAL1 

SAAKLEPVVWAPVLATILVLVG 

VKIPAAWDPTFNLIAKANSGVA 

VFAAGLTLAAHKFEFSAEIAYN 

TFLKLILMPLALLLVGMACHLN 

SEHLQMIYTLASALPPAFSLKLIY 

CAA/ARLMCYTRTGTTSLAITLT 

ETVTQKLTGSRPRISSYGRN LM 

WPLAWYKDNGKPHLCSQLETT 

RIHSTAAQGRSSGSLRRGLGAS 

PFYRQHDQARSEGQIP1TRIPMG 

LAQRAPKGRAQPRGLTAPFTN 

GALGQPQGRGTSKQASQTRPR 

ASAWPHTPT 


24201 


54569 


A 


24339 


30 


177 


GSGYQRCHNNAASDRLRSYRK 
QPAER/WLAPPIDSITSPPASRRA 
LILLY 


24202 


54570 


A 


24340 


3350 


3430 




24203 


54571 


A 


24341 


425 


824 


SISGSENACFNATvNHSGRYSQY 
GACLTSSSCRKGQLARRGLSYQ 
SPHAPADPAFPAARRSPVFCLS 
DDGGHKSPRDMSPDKPSRHPD 
QVALTRRIPSPPAVALPSVVKR 
TVHEGQGDDDESNPSPLSPDVH 


24204 


54572 


B 


24342 


1 


2118 




24205 


54573 


A 


24343 


1 


888 




24206 


54574 


A 


24344 


730 


1101 




24207 


54575 


B 


24345 


1 


1992 




24208 


54576 


A 


24346 


880 


1103 


TMMRRLI SRQPVLPLQKCFS VL1 
SNPWRVFGGTGGGNQER/CRY 
AEESVAETRLCP*CRLYAEYDP 
GSGCAGLSL 


24209 


54577 


A 


24347 


1 


952 


M1TLRKLPLAVAVAAGVMSAQ 

AMAVDFHGYARSGIGWTGSGG 

EQQCFQTTG AQSK YRLGN EC E 

TYAELKLGQEVWKEGDKSFYF 

DTNVAYSVAQQNDWEATDPAF 

REANVQGKNLIEWLPGSTIWA 

GKRFYQRHDVHMIDFYYWDIS 

GPGAGLENIDVGFGKLSLAATR 

SSEAGGSSSFASNHIYDYS/NEN 

AND/VFDVRLARWDSPGGPLTG 

FPPSALACTSGVSGQKGVPGPP 

E AQ VTF ATPKKPG ICE AC S SI Q V 

LNRGYRPPTFSYNTGVRRSARD 

YYPRRQRSISTNSPSRRWKGKL 

NSRRCSTGNRPLVGAVS 



3198 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24210 


54578 


A 


24348 


805 


1274 


ASFATTRPVTKLAMRVAIFDSV 
VGQRYWGSAASPEHSRFAVLW 
ILASIFR/DRIASLRVQATVICS*K 
MS*AWYWQGCFRNWKSSPA*Y 
QFFSPARSASSHFAGEPVSLHSP 
IALGYRSSESSSCHTSTASLSVH 
RDYAHLHGLRFDHSSSRRRLCY 
C 


24211 


54579 


A 


24349 


275 


490 




24212 


54580 


A 


24350 


1 


696 




24213 


54581 


A 


24351 


1 


735 


MFTPDYRSVSRVLGSGPGYASR 

MNQPDVMPDIPGKRFYQRHDV 

HMIDFYYWDISGPGAGLENIDV 

GFGKLSLAATRSSEAGGSSSFA 

SNNIYDYTNETANDVFDVRLA 

QMEINPGGTLELGVDYGRANL 

RDNYRLGKGLSQGSGVAFDNE 

KFAYNINKNGHMLRILDHGAIS 

MGDNWDMMYVGMYQDIHWD 

NDHG\TK\WWT\AGIRP\MFKWT 

PIMNTGMKf/GYE/NVESQGPG 

QN1RTIYLAKP*QPDVMPDIPGK 

RFYQRHDVHM1DFYYWDISGP 

GAGLENIDVGFGKLSLAATRSS 

EAGGSSSFASNN1YDYTNETAN 

DVFDVRLAQMEINPGGTLELG 

VDYGRANLRDNYRLGKGLSQG 

SGVAFDNEKFAYNINNNGHML 

R1LDHGAISMGDNWDMMYVG 

MYQDIHWDNDHGHQVGGPAG 

IRPDVQVDAHHEHRDEIRYEKL 

NPRARDKTFVQFTSQNPDRC 


24214 


54582 


A 


24352 


1 


3414 


MIVQPLAIIGSHFDSIAAGNLAR 
PIA V YGRNEITA I FASLKTMQQ 
ALRGTVSDVRKGSQEMHIGIAE 
IVAGNNDLSSRTEQQAASLAQT 
AASMEQLTATVGQNADNARQ 
ASELAKNAATTAQAGGVQVST 
MTHTMQEIATSSQKIGDIISVID 
GIAFQTN1LALNAAVEAARAGE 
QGRGFAVVAGEVRNLASRSAQ 
AAKEIKGLIEESVNRVQQGSKL 
VNNAAATMIDIVSSVTRVNDIM 
GEIASASEEQQRGIE 


24215 


54583 


A 


24353 


1 


2493 





3199 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24216 


54584 


A 


24354 


1 


1201 


MQPALL1VLNKVRQEARRRAR 

ACR1RRASGIVQFGKVRRQLAA 

VELRQRQTPERFVLLRGTRQQA 

TGQR1VKTEQRVI1ITQRSFRRPG 

EGRRINDHFRFPAHLPS I RPIGK 

HQTPFG1SGHHFNFFTVAIGDD1 

AQLDRIGANQSVLKGFNKFVV 

QYATDSMTSQGKGLSQGSGVA 

FDNEKFAYNI/SFNGHMLRILDH 

G\INWDNDNGTKWWTVGIRPM 

YKWTPIMSTVMEIGYDNVESQ 

RTGDKNNQYKITLAQQWQAG 

DSIWSRPAIRVFATYAKWDEK 

WRYDYTGNADNNANFGKAVP 

ADFNGGSFG\RGDSDEWTFGAQ 

ME1WGLSRASGTLVTRAWRYK 

TTPTRHCLLMNHYAGEAAMR 

WKN YLKSTQK VQLQNF AN WP 

KYSLSTLFHFPFSKSC 


24217 


54585 


A 


24355 


188 


406 


FIRSFDPSFVPSVLDRFFVLSTVF 
HSSS1FLVVIDRPSCVGEPSLF*V 
GGSCPTNSLYRCSGLAWYLMR 
SMD 


24218 


54586 


A 


24356 


1 


1798 




24219 


54587 


B 


24357 


1465 


7841 




24220 


54588 


A 


24358 


174 


3762 


TLNDAMRREKCLARINRTAKS 
GVVMPKLVTWMNNQRVGELT 
KLANGAHTFKYAPEWLASRYA 
RPL SL SLPLQRGN I TSD A V FN FF 
DNLLPDRT1VRDRIVKRYHAKS 
RQPFDLLSE1GRDSVGAVTLIPE 
DETQHHYESLTITDEGEFVVFV 
GPSGCGKSTLLRMIAGLETITTG 
DLF1GEKRMNDTPPAERGVGM 
VFQSYALYPHLSVAENMSFGH 
ATGLAQHKEVAEVLPSRRICWI 
ANRKRSPVVSVSVWRL 


24221 


54589 


A 


24359 


364 


845 


RPLLDHGSSPRLNFLRFWYVVH 
AHTLM RMTEG WAGFDILRPYR 
WRRVIAFVVAFYFRHLIALLVV 
QMHFKjLVKGNVDVVFTAQLID 
STVQLIDSTTTVTQFTHIQTQLM 
1QRAGTKCRKEDFRHWFVHHP 
WVL/MSPPSVTLYALFPDRSHR 
PRRDGSPDA 


24222 


54590 


A 


24360 


781 


1275 





3200 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


24223 


54591 


A 


24361 


1 


1185 


MDKFDANRRKLLALGGVALG 

AAILPTPAFATLSTPRPRILTLNN 

LHTGESIKAEFFDGRGYIQEELA 

KLNHFFRDYRANKIKSIDPGLF 

DQLYRLQGLLGTRKPSCGYVT 

TAPAARSYRLTSKFIAVGQKAL 

SSLN 1 1 HIAAPHLEALIIGESDTK 

NFASHDHAILIYKLEPTTGMLR 

TRAYIGQHMPLYCSAMGK1YM 

AFGHPDYVKSYWESHQHEIQPL 

TRNTITELPAMFDELAHIRESGR 

TMDREENELGVSC1AVPVFDIH 

GRVPYAVSISLSTSRLKQ/PRQH 

RFRLRERQPAGGTPPAGTNSVT 

GGASLHHARCQRRK*KPYRPER 

A/ESFLPARGKICWP*AGTLTVC 

IMASASRLISGCTPDSTCWSTA 

HAPICRRRGRAINRCHCSS 


24224 


54592 


A 


24362 


1 


801 




24225 


54593 


A 


24363 


1523 


1950 


L LPA/AQKRRV DFLRATDFN AL 
MPGVVEIDGKN1YTQI1DLTTRE 
AVVNRPEVHRRYIDIQFLAWGE 
EK1GIAIDTGNNKVSESLLEQRN 
I1FYHDSEHESFIEMIPGSYAIFFP 
QDVHRPGCIMQTASEIRK.IVVK 
VALTALN 


24226 


54594 


A 


24364 


281 


997 


LTFARLKG1TRKIGRLQSRRRKR 

CKAMGVDVNRVYSLDELVRG 

NDILFSATGVTGGELVNGIQQT 

ANGVRTQTLL1GGADQTPMAT 

LTEDDVLEQLDAQDNLF\SFMK 

TAHTILLQGIRQFLPSLFVDNDE 

E1VEYAVKPLLAQSGQIDDIDV 

ALRLIYALGKMDKWLYADITH 

FSQFWHYLNEQDETPGFADDM 

TWDFISNVNS1TRNAMLYDALK 

AMKFADFSVWSEARFSGMVKT 



3201 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24227 


54595 


A 


24365 


263 


1410 


A M ISRRRFLQAT A ATI ATSSGFG 

YMHY/CLNSDAIALGIEQRPDLI 

LLGGDYVLFDMSLNSSAYSDV 

LSPLAECAPTFACFGNHDRPVG 

TEKNHLIGETLKSAVITGMLNQ 

ATV1AYANRPFELVGTGDLWS 

GQCKSASASETNLSRLVLAHNS 

CSKEVMRDEPCDLMLGSHTHR 

WQLSVPMAGEPFCHVADERYV 

LGLNAFCERHIYTIPRGGKRIPQ 

TFAADLPGKGITVNPVQST1TEE 

TFQTLLVSRALEKLGYTVNKPS 

EVDYNVGYTSLASGDATFTAV 

NWTPLHDNMYEAAGGDKKFY 

R EG V F VNG A AQG YLIDKKTAD 

QYKITNIRQLEDPEIAKLVDTNG 

DGKADLTGCNPGLGFEGAINH 

QLGAYELTNTVTHN 


24228 


545% 


— 


: M366 




2872 






54597 


— 


2~4l67 




1704 




242 ^ Q 


54598 


— 


24368 








24231 — 


54599 


— 


?43~69 




2301 









— 


~^ 10 




|^ 






54601 


- — 


24371 


26 








54602 


- — 


24372 




1743 




24235 


54603 


- — 


21573 




141^ 




24236 


54604 


B 


24374 




957 




24237 


54605 


B 


24375 




2742 




24238 


54606 


B 


24376 


755 


1816 




24239 


54607 


B 


24377 


1 


1968 




24240 


54608 


B 


24378 


926 


6441 





3202 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24241 


54609 


A 


24379 


1 


1739 


MTWTHEAVNRREPLRGCEPNW 

DVDVKPAGCMISRRNELPYTLG 

LRIDMLVDLGTPASLMGQSSVY 

NTTDRHSTHRMDGLEQLMQQA 

DFAAD1AVVAPWDNWSPTAGR 

FGL1 RL LDEQTAP Y A WYTSPMH 

LMDEKCSCHRQRPVIGLNQPQ 

YQSGTIEVDNVSFAYRDDYLVL 

KNINLSVPSRNFVALVGHTGSG 

KSTLASLLMGYYPLTEGEIRLD 

GRPLSSLSHSALRQGVAMVQQ 

D P V V L ADTFL AN VTLGRDI SEE 

RVWQALETVQLAELARSMSDG 

I YTPLG EQGNNLS VGQKQLLAL 

ARVLVETPQ1LILDEATASIDSG 

TEQAIQHALRRDCSPLIDHCDA 

DTILVLHRGQAVEQGTHQQLL 

AAQGRYWQMYQLQLAGEELA 

A S VQPLPN SDRRG SMKLVTVI1 

KPFKLEDVREALSSIGIQGLTVT 

EVKGFGRQKGHAELYRGAEYS 

VNFLPKAAYTGK1GDG/KIFVAE 

LQRVIRIRTGEADEAALYLWHT 

ATERDGPFRNFTAGAFRASLPH 

PARHGRRPILAAPFMPVNPSRLP 

PRRRHLASGRSLRFNCCTAGDE 

TCSARSGERRSLVF 


24242 


54610 


A 


24380 


547 


684 





3203 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24243 


54611 


A 


24381 


1 


2208 


MLLVSASVNAMSISGQAGKEY 

TNIGVGFGTETTGLALSGNWTH 

NDDDGDVAGVGLGLNLPLGPL 

MATVGGKGVYTNPNYGDEGY 

AAAVGGGLQWKIGNSFRLFGE 

YYYSPDSLSSG1QSYEEANAGA 

RYTIC VQVFV V VMLI RNQLFTP 

VNTAIDGFATNYAIMPAYAVG 

EGVATHGLQFELMRTTGGNTQ 

HVFHHPLPLFAMWRYAAEMFP 

YQQMCQFVRYHFFNKSFTVFQ 

QQNGIEANF1AFQPGRSGGGSA 

LGRNVFGFRYQPQCQQDKQYV 

QSRIHPEGVGVTQRVEHGQERC 

ANDHVQSSGTELMQEGVMSAS 

LKNQQGFSLPEVMLAMVLMV 

MIVTALSGFQRTLMNSLASRNQ 

YQQLWRHGWQQTQLRAISPPA 

N WQSG AA MLRV YHSN RLDVL 

EALMEFIVERERLDDPFEPEM1L 

VQSTGMAQWLQMTLSQKFGIA 

AN 1 DFPLPASFI WDMFVRVLPE1 

PKESAFNKQSMSWKLMTLLPQ 

LLEREDFTLLRHYLTDDSDKRK 

LFQLSSKAADLFDQYLVYRPD 

WLAQWETGHLVEGLGEAQAW 

QAPLWKALVEYTHQLGQPRW 

HRANLYQRFIETLESATTCPPG 

YLRASLYAAIQHALASVREHTT 

LVVIAHRLSTIVDADTILVLHRG 

QAVEQGTHQQLLAAQGRYWQ 

MYQLQLAGEELAASKGHAELY 


24244 


54612 


A 


24382 


2 


729 


DCSPLIDHCDADTILVLHRGQA 
VEQGTHQQLLAAQGRYWQMY 
QLQLAGEELAASVQPLPNSDRR 
G SMKL VT VIIKPFKL ED VRE AL 
SSIGIQGLTVTEVKGFGRQKGH 
AELYRGAEYSVNFLPKAAYTG 
KIGDG/KIFVAELQRV1RIRTGEA 
DEAALYLWHTATERDGPFRNF 
TAG AFRA S LPHPARHG RRPILA 
APFMPVNPSRLPPRRRHLASGR 
SLRFNCCTAGDETCSARSGERR 


24245 


54613 


A 


24383 


683 


1161 


RTGHCH/SAFSFSTVLTSCSLSRF 

SFLAHRLQYLLRVAEPLPNSDR 

RGSMKLVTVIIKPFKLEDVREA 

LSSIG1QGLTVTEVKGFGRQKG 

HAELYRGAEYSVNFLPKVK1DV 

AIADDQLDEVID1VSKAAYTGKI 

GDGKIFVAELQRVIR1RTGEADE 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24246 


54614 


A 


24384 


631 


1149 


FFGIKEQVITANMANSNRNKTD 

RCCRNWLEDHADNHCHKHSEV 

MPCLRRHTVGDRDKKHDTHH 

HQWGQ*FPYIIFWLVSPLIAISRS 

KVSTHGLRQRDFILLREASQSF 

RFVLRVYDVADHIAGKFTVHD 

LQFIGYHGGQAQLVAQVFSKES 

KAAGGNRHFPAQRFQLEHQLR 


24247 


54615 


A 


24385 


833 


1264 




24248 


54616 


A 


24386 


1 


1632 




24249 


54617 


A 


24387 


2078 


2371 




24250 


54618 


A 


24388 




159 




24251 


54619 


A 


24389 


530 


81 1 


RPGTGTAAQVLNRRIKISRST*L 
TVVMGYWS1IPSVSLLKWDRR 
KSPKCSSALRVNISNTLLSTARR 
RKRYLIVIPALLVVRRCRPRGPS 
ACG 


24252 


54620 


A 


24390 


1806 


2115 


AAFQE1ELAFQDPQCVGLLTAP 
MLMPLFLDQLILQCFFW/W/TN 
LERA*TSFSALFIDLQPPGYRTT 
TSKHKVSSSL1KGHVLLDHSFH 
DLNTQLWISTNAFRFGN 


24253 


54621 


A 


24391 


1476 


1751 


ALLLVSFASQRF1SA/TVGNQNA 
GVDLLNLTLLVGGIFVLNNAGN 
FAVFTGDTSITGRIIQFHRQQTN 
ATLRFSITQTLECFDRDQRHVA 
VEH 


24254 


54622 


A 


24392 


606 


4519 


EEVVRAISAKRNEPEWMLEFRL 
NAYRAWLEMEEPHWLKAHYD 
KLN YQD Y S Y YS A PSCGNCDDT 
CASEPGAVQQTGANAFLSKEV 
EAAFEQLGVPVREGKEVAVDAI 
FDSVSVATTYREKLAEQGIIFCS 
FG EAIHDHPEL VRKYLGT V VPG 
NDNFFAALNAAVASDGTFIYVP 
KGVRCPMELSTYFRINAEKTGQ 
FERTILVADEDSYAAKRLTDYP 
HQLSGGERQRVMIAMALLTRP 
ELLIADEPTTALDVSVQ 


24255 


54623 


A 


24393 


129 


256 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24256 


54624 


A 


24394 


1 


1082 


MAMSKVKS1TRESWILSTFPEW 
GSWLNEE1EQEQVAPGTFAMW 
WLGCTGIWLKSEGGTNVCVDF 
WCGTGKQSHGNPLMKQGHQM 
QRMAGVKKLQPNLRTTPFVLD 
PFAIRQIDAVLATHDHNDHIDV 
NVAAAVMQNCADDVPFIGPKT 
CVDSWIGWGVPKERCIVVKPG 
DVVQVTALEIHAPDAFDRTAPI 
TWL ADQ K.RRRTVKG RTTRPCN 
RSVTVRPRRRDAVIGRFYRHQS 
ITQKGLLLMVMPGCAFPLWIDS 
ELNLTFIDALFEGVSGITTTGAT 
VIDDVSSLPRAYLYYRSQLNFIG 
GLGVIVLAVAVLPLLGIGGAKL 
YQSEMP/AAI*G*QTH SPPGRY V 
TDTVDNLFFIRCRT 


24257 


54625 


A 


24395 


49 


281 


ASDHRYLCSQSVPLRG1PACYL 
LQAPLTRWR/R1PPSRRICAA1DS 
A I SRSPQRWLTA VCCGT VNFTN 
TCLLPDGVCA 


24258 


54626 


A 


24396 


737 


1419 


C1WRMYSHRLVA WRRCVKRR/ 
RYLTRFAKTRGVAIVMVGHVT 
KDGSLAGPKVLEHC1DCSVLLD 
GDADSRFRTLRSHKNRFGAVN 
ELGVFAMTEQGLREVSNPRGR 
GKRKF1SPKKTPALAKERRNLL 
PPKVPGNGTSVRFRHSRJCWMN 
PLPGAAWNCILTLKKP1SPGVQ 
VFPESFTPARLEAFAGRSQACL 
VPAQNILHQKSQAWLFDFPEQE 
KELRELSAWMAGA 


24259 


54627 


A 


24397 


526 


1693 


STTGIRS1AMSNP1LSWRRVRA\ 

LCVKETRQIVRDPSSWLIAVV1P 

LLLLFIFGYGINLDSSKLRVGIFL 

EQRSEAALDF\THTMTGSPYIDA 

T1SDNRQELIAKMQAGKIRGLV 

VIPVDFAEQMERANATAPIQVI 

TDGSEPNTANFVQGYVEGIWQI 

WQMQRAEDNGQTFEPLIDVQT 

RYWFNPAAISQHFIIPGAVTIIM 

TV1GAILTSLVVAREWERGTME 

ALLSTEITRT\ELLLCKLIP\YYF\ 

LGML A M\LLCM\LVSVFILG VP 

YRGSVLILFFISSLFLLSTLGMG 

LLISTITRNQFNAAQVALNAAF 

LPSIMLSGFIFQIDSMPAVIRAVT 

YI1PARYFVSTLQSLFLAGN1 PV 

VLVVNVLFLIASAVMFIGLTWL 

KTKRRLD 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24260 


54628 


A 


24398 


655 


915 


IAVNVTLAFNGGKQLR*STSLL 
CCQEGLAFAVNLRQHFRVQTIS 
FFFLPVL R.FWRPG 1 QQ A K.K.CHP 
APRTAKGIPQQVIRAMRLLFK 


24261 


54629 


A 


24399 


549 


827 




24262 


54630 


A 


24400 


472 


626 


WRFFRPRKDNIRRTLFADGHQI 
AAQPGLNLSCTRTIF*IKRTNTFP 
GRWRK 


24263 


54631 


A 


24401 


333 


617 


SDQSETDYRFADGERHLENQPH 
AGQTGRGGAGPGCTLYQRFAQ 
LCEVSEVERSGCRTLSAQHVEQ 
NLPAAICGGDDADGAVVHLWT 
TA*RTRIGTLRSGPKMNDSAISII 
TATDSGWKILLHMLS 


24264 


54632 


A 


24402 


74 


265 




24265 


54633 


A 


24403 




1005 




24266 


54634 


A 


24404 


1068 


1185 


S V AI RQA STGNRCQC LCP AC A 
WA*VNADVK*SARVSRL 


24267 


54635 


A 


24405 




2292 




24268 


54636 


A 


24406 


720 


2496 


RRAGYRKAADAMTTIVPEKLS 

REVGSHFHALDRTTAVHRQPVI 

SATTTVHEFLRCHQFPLVVCDG 

GRMTPRAMFLFSSAHILMPLNY 

HNSHINTLFPVAGTLMVEPTES 

ESKVELDRFIDAMLA1RAEIDQ 

VKAGVWPLEDNPLVNAPHIQS 

EL V A E W AHPYSRE V A VFPA AL 

VTGGSRGIGRATALLLAQEGYT 

VAVNYQQNLHAAQEVMNLITQ 

AG G KA F V LQ AD1 SDENQ V V AM 

FTAIDQH DEPL A AL VNN AG ILF 

TQCTVENLTAERINRVLSTNVT 

GYFLCCREAVKRMALKNGGSG 

GAIVNVSSVASRLGSPGEYVDY 

AASK.GA1DTLTTGLSLEVAAQG 

IRVNCVRPGFIYTEMHASGGEA\ 

GRVDRVK.SNIPMQRGGQAEEF 

AVQTFPVWRVAQHCAVRPFRQ 

RI GQLRDIFH LKG DQFTNPRKT 

GVTPQPPCSTYPDPSPPPVPAAG 

H1DRPALAPTFTPPIMCSKATVK 

PLSPSPPGTPDPASVLPFREQRA 

AVHRLRTVVTRHLLALRRDPF 

ANRHRQQDQRNGGFHHRQRHL 

HTGKTRSLHHHQFAALRQHPK 

TKQRRKQSRHREEDLHIFRHAQ 


24269 


54637 


C 


24407 


49 


186 




24270 


54638 


A 


24408 


470 


811 j 




24271 


54639 


A 


24409 


1 


1006 




24272 


54640 


B 


24410 


1 


2793 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24273 


54641 


A 


24411 


463 


1258 


CCRSSWCNSDSETGLQIVASYF 

EDRNGDSXLALRPEGTAGCVRA 

GIEHGLLYNQEQRLWYIGPMFR 

HERPQKGRYRQFHQLGCEVFG 

LQGPDIDAELIMLTARW\WRAL 

G1SEHVTLELNSIGSLEARANYR 

DALVAFLEQHKEKLDEDCKRR 

MYTNPLRVLDSKNPEVQALLN 

DAPALGDYLDEESREHFAGLC 

KLLESAGIAYTVNQRLLNYRLS 

ANLIENNLSLFDGEGIYRFYHPK 

PTKN AEREN RQCRNDLFFRCG F 


24274 


54642 


A 


24412 


221 


832 


TMAENQSTVENAK.EK.LDRWLK 
DGITTPGGKLPSERELGELLGIK 
RMTLRQALLNLEAESKIFRKDR 
KGWFVTHPRFNYSPELSASFQR 
AAIEQGREPF\WGFTEKNRTSD1 
PETLAPLIAVTPSTELYRITGWG 
ALEGHKVFYHETYINPEVAPGF 
1 EQLENHSFSA V WEKCYQK.EPV 
VKKLIFKPVRMPGDISKYLGGS 
AGMP 


24275 


54643 


A 


24413 


158 


481 




24276 


54644 


A 


24414 


2201 


2350 




24277 


54645 


A 


24415 


621 


1830 


AGWKRGGAGEPDQGLQA\EME 
VLENLQELKDLNQRQAHAESKI 
FRKDRKGWFVTQPRFNYSPELS 
ASFQRAA1EQGREPSWGFTEKN 
RTSDIPETLAPLIAVTPSTELYRI 
TG WG ALEG HKVFYH ET Y INPE 
VAPGFIEQLENHSFSAVWEKCY 
QKETWKKLIFKPVRMPGDISK 
YLGGSAGMPAILIEKHRADQQG 
NIVQIDIEYWRFEAVDLIINLCF 
MVTINNARKILQRVDTLPLYLH 
AYAFHLNMRLERVLPADLLDIA 
SEN1MLRGVKIHVLDGERFSLGN 
MDDKELSAFGDKARRLNLDIHI 
ETSASDKASIDEAVAIALKTGA 
SSVRFYPRYESNLRDVLSIIAND 
IAYVRETYQDSRLTFN1EWGKS 
SCCSPYVHPWAKLAAIYYRLQP 
HINDAF 


24278 


54646 


A 


24416 


83 


502 




24279 


54647 


A 


24417 


15 


95 




24280 


54648 


A 


24418 


500 


786 


LTQRFGTVPLLLQVAYLYSAFFF 
TPEFLRPAPPLFSAAVLPEQRQR 
AQGIGGLVIRPTVELHQALQLF 
FGHQPK1QSLHALLRGSTGFQA 
SFRLPL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24281 


54649 


A 


24419 


1 


2914 


MYYSHASCVADQYACGMHRT 
PSRTGRPRIHAPRQARLKPQVK 
VASKKRNARDKMQPPNEQQKT 
RAHACTPSSRFRAVVRTLTCPV 
VANVTRIFPRYFSNTRVLRRRR 
KQARGTWWRLRHLHLYVQPH 
KHTSYYIYRLYRVTYVMSAQV 
VDTG1YEFTTRKHD1GTIELPNS 
EIRYHGNPAMSRPRKTPTPPNSP 
A SERATG PTTLLPPIRQ RR Y A A 
RHTSTIAYTNSTSDIFEAPYNKA 
APIMRYTSVYCSLFSP 


24282 


54650 


A 


24420 


2 


420 


CPYPENRWRGKILARPLLFRAA 
* ASRFAG AGMPG RLIPTVRPRN 
SNSGRLVSASRCAKESLTVTTC 
TPLPGSAVREASN 


24283 


54651 


A 


24421 


212 


497 




24284 


54652 


A 


24422 


1 


1149 




24285 


54653 


A 


24423 


535 


589 




24286 


54654 


A 


24424 


1 


1458 


MFDPETLRTF1AVAETGSFSKA 
AERLCKTTATISYRIKLLEENTG 
VALFFRTTRSVTLTAVGEHLLS 
QA RDWLSWLESMPERA ATVW 
MFVPTPLSVASG LQR1GRAGHQ 
VGGVSKGLFFPRTRRDLVDSAV 
IVECMFAGRLENLTPPHNPLDV 
LAQQTVAAAAMDALQVDEWY 
SRVRRAAPWKDLPRRVFDATL 
DMLSGRYPSGDFSAFRPKLVW 
NRETG1LTARPAAFAADSDIAD 
GQTQRFDFSILQSMAHDLSQTA 
WR/GIQYDAEKSLWHNVEVNRQ 
LDAQFFHMGMGFRRRVRMFSV 
DPATHLAREIHFRPELFKYNDA 
GVDTK.QLEGQSDLGFAGFRVF 
KAPELARRDVVSFLGASYFRAV 
DDTYQYGLSARGLAIDTYTDSK 
E EFPDFTA F WFDTVKPG ATTFT 
VYALLDSASITGAYKFTIHCEKS 
Q VI M D VENHL YARKDIKQLG I A 
PMTSMFMPRKNASRLSKRCYDI 
RERDGREERK 


24287 


54655 


A 


24425 


157 


650 


PIRASTCLFKPLITQCFRQFGSE 

GVNDHLLG1LL1DPARAQIEYLF 

IINTPHRRA V A AFHI I C1DFQLRF 

RIHFRQFAHQQIVVGHLT1RFDG 

VLRDVDQTVKYRAAFVADDSF 

VQLSAVTKTF1VFQPGTG1THLV 

FHRHRQAQ*PFKVPFSRRLRNGI 

HTHC 


24288 


54656 


A 


24426 


269 


2024 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24289 


54657 


A 


24427 


1 


3548 


MPRSNYFSERCKGEIFLKFENM 
QRTG SF K I RG A FNKJL S SLTD A E 
KRKGVVACSAGNHAQGVSLSC 
AMLGIDGKVVMPKGAPKSKVA 
ATCDYSAEVVLHGDNFNDT1A 
KVSEIVEMEARIFIPPYDDPKVI 
AGQGT1GLEIMEDLYDVDNVIV 
PIGGGGL1AGIAVAIKSINPTIRV1 
GVQSENVHGMAASFHSGEITTH 
RTTGTLADGCDVSRPGNLTYEI 
VRELVDDIVLVSEDEIRNSMIAL 
1QRNKVVTEGA 


24290 


54658 


B 


24428 




2691 




24291 


54659 


A 


24429 


2174 


3315 


NLPKPDWARSAPHPA S AN YK S 
NTRRLPFAREQ/QDQHTLLAGT 
LFIAK1LIPMQ1AQSAAYRRRCP 
DAQLHFLPLQLAPRGHRYKRV 
CQVRYPPIIALIPVVFRLMNDAN 
GLSQPADAGLAHHEMRNFLDF 
ASSNVAASRRRCVAALPCATG 
KGRQANEQA ENKCSKDPQTHR 
TDNKETKTPPARPTTTTQPHTK 
EEEPLSTPTQTKHPPTHVTGTGP 
HPTPASGQTEKHERKRPTQQKS 
N A RQN SKDKRTPN KSKTTKPN 
RGYNQHPAGEPTMSTHEKVKP 
HQQNRK.1QAPPKRQKTDHRHT 
HNTHPHPPHRAASTTTQAAPPP 
RRATRSGTSATAHNNTEPHGTR 
HTQPGDHKRAEEHDRTADEPT 
PPEHTLPSHTQLGP 


24292 


54660 


A 


24430 


1 


2925 




24293 


54661 


A 


24431 


341 


689 


RPLAFRQRCTFYWR\PGSANCR 

LV*GASGTDPRLYSPCAAAADD 

CGRRQNAGRRRRATSGD*SPHR 

RWENALLFDSRHRHCPRRAKN 

AGGEYRQRGIAGSDLQQRFTA 

AEKDHSRS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24294 


54662 


A 


24432 


1 


1931 


MGTLLGTLTVLTLVAEELPAET 

DVAADPAASPTCTAVNQTIGRA 

IVAADFFIIFQLWQNTVRQLVT 

HFKPHGQSEMSDTPELINRARY 

LTYLYCRQPAKAIRELSEQELA 

WKKQATHEYQVLVTRCKQTL 

HQVEPLREIEPGRKRLVFDENL 

RPKQNPIPHLLDTCWPLTVDEH 

ANRSSIGNNNISFVVNRAVVTN 

VLNTMRTACNSQATIQIYNADI 

ARDFGTRGIFSINSGFSTVIRGG 

VVTVDLSAGAAIGDSALAFVID 

DGLVAVNLDTDGLRIGDGHGA 

LVIHRCAVAGDINTVTAAADM 

DLEDPRIISARFGVPRTQVRTW 

VALYEKHGEKGLIPKPKGVSAD 

PECVLGRESCDRAAHVPYQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALK1GTKRNIAISVDPE 

KAASALELSKDRR1EDLERQVR 

FLETRLMYLKKLKALAHPTKK 

AAE1PRSTFYYHLKALSKPDKY 

ADVKKRJSEIYHEMRARYGYRR 

VTLSLHREGKQINHKAVQRLM 

GPSHLKQRLRSSDTALTEERDF 

KATRPNEKWVTDVTEFAVNGR 

K.LYLSPVIDLFNNEVISYSLSER 

PVMNMRRSRPGVGYFYALTPV 

YLANRLQALLGVEQ/HHPDGEL 

FLTGYVADGGYHS 


24295 


54663 


A 


24433 


3 


158 




24296 


54664 


A 


24434 


1 


3432 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


24297 


54665 


A 


24435 


1298 


2649 


TF1TRPTSNGTSIFKLMNRRRLE 

GGNVATLR/RLTIGMIFQDHHL 

LMDRTVYDNVAIPLIIAGASGD 

DIRRRVSAALDKVGLLDKAKN 

FPIQLSGGEQQRVGIARAVVNK 

PAVLLADEPTGNLDDALSEGIL 

RLFEEFNRVGVTVLMATHDINL 

ISRRSYRMLTLSDGHLHGGFGG 

RLDRFRKSVGGSGDGGRNAPK 

RAKSSPKPVNRKTNVFNEQVR 

YAFHGALQDLKSKPFATFLTV 

MV1A1SLTLPSVCYMVYKNVNQ 

AATQYYPSPQITVYLQKTLDDD 

AAAGDPDRPSLQLRWRVIPG FS 

IAVAIYFLNESLGRPLMITGYSA 

ECSLLAWPVRSGLRKAPMKTFP 

LQSLTIIEAQQK.QFALVDSICRH 

FPGSEFLTGGDLGLTPATELKPR 

RLPSG VEQVLADA FHAQAA AL 

VQGAGTGAIRAGLAALLKPGQ 

RLLVHDAPVYPTTR 


24298 


54666 


A 


24436 


546 


707 




24299 


54667 


A 


24437 


428 


1464 


RNSRSLAE1SRLRGQTRSGLPM 

LLNLQSMGAS/WYLSPVIDLFN 

NEVISYSLSERPVMNMDHHLL 

MDRTVYDNVA1PL1IAGASGDD 

1RRRVSAALDK.VGLLDKAKNFP 

IQLSGACWHCRAVVNKPAVLL 

ADEPTGNLDDALSEGILRLFEEF 

NR VG VTVLM ATH D1NLI SRRS Y 

RMLTLSDGHLHGGFGGRLDRF 

RKSVGGSGDGGRNAPKRAKSS 

PKPVNRKTNVFNEQVRYAFHG 

ALQDLKSKPFATFLTVMVIAISL 

TLPTSCYMVYN1AKSER1SDIST 

QLNAFPGCEVAVSDAPSGQLIV 

V V EAEDSETLIQTI ES VRN VEG V 

LAVSLVYHQQEEQGEETP 


24300 


54668 


A 


24438 


1 


429 




24301 


54669 


A 


24439 


307 


424 




24302 


54670 


A 


24440 


300 


468 




24303 


54671 


A 


24441 


946 


1558 


KGCVSIPFFSFSWAVMSNLTYL 
QGYPEQLLSQVRTLINEQRLGD 
VLAKRYPGTHDYATDKALWQ 
YTQDLKNQFLRNAPPINKVMY 
DNKIHVLKNALGLHTAVSRVQ 
GGKLKAKVEMRVATVFRNAPE 
PFLRMIVVHELAHLKEKEHNK 
AFYQLCCHMEPQYHQLEFDTR 
LCNRIRLNGHDHFRRRYALFRV 
NTGRTASPVIQP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24304 


54672 


A 


24442 


1 


774 




24305 


54673 


A 


24443 


1 


452 


MELKKLMEHIS1IPDYRQAWKV 
EHKLSDILLLTICAVISGAEGWE 
DIEDFGETHPDFLKQYGDFENG 
1PVHDTIARVVSCICPAKFHESFI 
NWMLDYHSSDDKD/DHRN*W 
KNTPAFL*QESP*GSDSCH*CVL 
NN AQSGH RTDQDG *EIQ 


24306 


54674 


A 


24444 


486 


572 




24307 


54675 


A 


24445 


1 


683 


MHSLVIGQIKTDKKSNEITAIPE 

LLNMLDIKGKIIKTDAMGCQKD 

IAEK1QKQGGAVMNLQRFDDST 

L1RIFALHELHRLKEHGLTRGAL 

LDYHSRYKLVFLAAHPQPESRK 

LGPFW AD I HQWQNLDD YSPQ Y 

RQRVVVLLSHPANARDHTNVL 

MHVQGYFRPHIDSTERQQLRAL 

I DSYRRGEQPLL APLMRIKHYM 

A L YPDA WLSGQRYFELWPRVI 

NLRHSGVL 


24308 


54676 


A 


24446 


896 


1066 


WRLSPSSR*LMPKVPR1QAYFT 
T*YCS*VIQRSPC*FHCYSRS1PW 
AWGAGKQSLT 


24309 


54677 


A 


24447 


1 


3660 




24310 


54678 


A 


24448 


1 


1530 




2431 1 


54679 


A 


24449 


1 


1890 




24312 


54680 


A 


24450 


746 


1872 


KHWRGSLISLSTPARFNGGPFW 

GANQGGDPKGRGGSQRALFRR 

KNNRGGETVSGAEDACIVNNN 

AAAVLLMLAATASGKEVVVSR 

GEL VEIGG AFRI PDVMRQ AGCT 

LHEVGTTNRTHANDYRQAVNE 

NTALLMKVHTSNYSIQGFTKAI 

DEAELVALGKELDVPVVTDLG 

SGSLVDLSQYGLPKEP\MPHELi 

AAGVSLVSFSGDKLLGGPQAGI 

IVGKKEMIARLQSHPLKRALRA 

DKMTLAALEATLRLYLHPEALS 

EKLPTLRLLTRSAEVIQIQAQRL 

QDPLAAHYGAEFAVQVMPCLS 

QIGSGSLPVDRLPSAALTYTPH 

DGRG SQLESL A DRWRELP VP VI 

GRIYDERLWLDLRCLEDEQRFL 


24313 


54681 


A 


24451 


1358 


1419 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24314 


54682 


A 


24452 


1 


1568 


MKGRNIDAQEIQKRYGMVGDP 

VUGVVLGL1FGLAAGEGFKGC 

ASLMITVAA1MVLFPRMIRLIVE 

GLLPISDGARK.FFQKYFKGREV 

YIGLDTAVTLGHPTTIAVGLLLI 

PIML1LASILPGNKVLPLADLPV 

APFFICMATVIHRGDLVRTLISG 

VIVMITVLL1ATQFAPYFTEMAL 

KGGFSFAGESAQISALSVGNMF 

GWSISELMSLGIIGRVVAVGIVA 

SVVLFLRVLSMSWLKEVIGTEK 

AVIAMCHLRALPGDPSFDAQLG 

MNWVIDKAWDDLMALQNGG 

VDAVMFSNEFSLPYLTKVRPET 

TAAMAR1IGQLMSDIR1PFGVNV 

L WDP V A S FDL A MA TG A KPI REI 

FTGAYASDFGVWDTNVGETIR 

HQHR1GAGEVKTLFN1VPEAAV 

YLGNRDICSIAKSTVFNNHPDA 

LCVSGLTAGTRTDSALLKRVK.E 

TVPDTWVLANTGVCLENVEEQ 

LSIADGCVTATTFKKDGVFANF 

VDQARSNNPSAIPAAFVKSJDG 

DRYQINPNRHGVNDG 


243 1 5 


54683 


R 


24453 


1 


3352 




24316 


54684 


B 


24454 


60 


2284 




24317 


54685 


B 


24455 


1 


2475 




24318 


54686 


B 


24456 


1 


2890 




24319 


54687 


A 


24457 


1065 


1139 




24320 


54688 


A 


24458 


282 


615 




24321 


54689 


A 


24459 


2657 


2919 




24322 


54690 


A 


24460 


1 


835 




24323 


54691 


A 


24461 


167 


338 




24324 


54692 


A 


24462 


834 


1515 


LRWCSMPCCRWSKDRAAPSPA 

YSRLSSHVIIAGYVGGGVARG\ 

HSWVFVALTLVLTAVLFSLAGL 

LNGVFAKTFDDISLVPTFVLTPL 

TYLGGVFYSLTLLPPFWQGLSH 

LNP1VYMISGFRYGFPWLNHNR 

PGVAVDINRLLLPRKQEKLGIK 

LDKDQLIAGVQDAFADKSKLS 

DQEIEQTLQAFEARVKSSAQAK 

MEKDAADNEAKGKEYREKFR 

Q1PSVSSCQKQ 


24325 


54693 


A 


24463 




557 




24326 


54694 


A 


24464 


255 


693 




24327 


54695 


A 


24465 


3 


242 


QKAPVLANQRQPRRPTGALLLE 
/SLPLVAESSDG*EPMTNATEPH 
SRPLP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in DSSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24328 


54696 


A 


24466 


1 


2636 


MKNIIRTPETHPLTWRLRDDK.Q 
PVWLDEYRSKNGYEGARKALT 
GLSPDEIVNQVKDAGLKGRGG 
AGFSTGRKWILMPKDESMNIRY 
LLCNADEMEPGTYKDRLLMEQ 
LPHLLVEGML1SAFALKAYRGY 
IFLRGEYIEAAVNLRRAIAETTE 
AGLLGKNIMGTGFDFELFVHTG 
AGRYICGEETPPLLKPQTGVWQ 
RHSCWKLQELAMNDRDFMRY 
SRQILLDDIALDGQQK.LLDSQV 
LIIGLGGLGTPAALYLA 


24329 


54697 


A 


24467 


506 


673 




24330 


54698 


C 


24468 


1 


3411 




24331 


54699 


A 


24469 


2455 


2694 




24332 


54700 


A 


24470 


1 


1081 


MGGLRDPWLHKLRSLWGLCR 
YGHKEQYDHIR1 ELN LAPGDTT 
LVPTGLAIHIADPSLAAMMLPR 
SGLGHKHGIVLGNLVGLIDSDY 
QGQLM1SVWNRGQDSFT1QPGE 
R1AQMIFVPVVQAEFNLVEDFD 
ATDRGEGGFGHSGRVFCNMAE 
KQTAKRNRREEILQSLALMLES 
SDGSQR1TTAKLAASVGVSEAA 
LYRHFPSKTRMFDSLIEFIEDSLI 
TRINLILKDEKDTTARLRLIVLL 
LLGFGERNPGLTR1LTGHALMF 
EQDRLQGR1NQLFER1EAQLRQ 
VLREKRMREGEGYTTDETLLA 
SQILAFCEGMLSRFVRSEFKYRP 
TDDFDARWPLIAA\SCSNMTPD 


24333 


54701 


A 


24471 


93 


475 


RCKCADAATRGKSRRDLPDVQ 
NSARQYG/W1/GCATHARSG*HI 
VEAVQSG/TPPQPLRPRGTSRKV 
STDRYWRAASQLPAQYQDLTSI 
YDVYTVPDRVAKRAFKSPPDD 
GPVMWRMGHQPHL1PRNVLAQ 


24334 


54702 


A 


24472 


254 


1150 


RFLTCRYGPGMAEDMQSLVGG 
TVTRSG*LSVVVNNNGE/LLAK 
ELSVQVGIRPEYLDRLLHAFSG 
GQRQRJAIARALSSQPDVIVLDE 
PTSALDI S VQAQILNLLVTLQEN 
HGLTYVLISHNVSVIRHMSDRV 
A VM YLGQI VELGDAQQEI AQ A 
LRRTPAPMVYIGNLGRELSLPA 
ANLKLESKLAIMEQYVGKKVID 
AVIVGPKVDVSAVKERJVIQEV 
LEASDIPYRHDRQLLHNALEKA 
LQALGGLEVIQLYRRDSNLVPG 
QLLKTSEMGKTRLYAADSRLIA 
AKGSPIQPTLDSLK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


24335 


54703 


A 


24473 


1874 


2927 


KEDQVKGGMVCPKKLLCQGTR 

*RGGVVGGISQASVTSV1GYSA 

SCQPTP AIMQLHL/ AN A A SRRL 

QPDRNRPNPGWHRPPIHAFTTP 

GLVSVSFLGYPCSTPTCLPFSES 

SVGESVNLWPQSNENLRRTLV 

GEGNLLLTFIGNGKHEIIASIFFA 

FSEGISAQSHWQPRYISPASVCT 

L VTEIDIKANK1TFS 1 FDEN AG A 

WLPPFCKAVVPGWVYKPNLGH 

EI AC VDH WLMPNRL I EN LCDIM 

LPIWVLTKFNDCCAGCVPCCVU 

VDDALHGAPKRMCCCITRGMR 

LLKLSVHAATRSTLQQASHGH 

CAWSAPGWLDTSGMDGDRLW 

WTLHEVLRDLCTSHGNIVESAR 


24336 


54704 


B 


24474 


1 


672 




24337 


54705 


B 


24475 


1 


2496 




24338 


54706 


A 


24476 


3260 


3363 


RPDSGGP*RQRRYLRCADHRRR 
AVRNQQQLTACA 


24339 


54707 


A 


24477 


112 


224 




24340 


54708 


A 


24478 


1614 


2326 


CTYSRKCRPDKJISASGNFALSS 
LKSSPLTKNRRYWKVSPTHLLL 
SKRPKISLNAYFGACSLVRPVL 
AAASDWTLQGAWSPTRAKALP 
ICESWR1PYADSLSSLAASCDAV 
FVHSSTASHFDVVSTLLNAGVH 
ICVDKPLAENLRDAERLVEG\M 
REWREERGQGVVHK.PIPGWQS 
TLEQRGFVGCARHFIECVQNQT 
VPQTAGEQAVLAQRIVDKICSS 
FNVVRVAPLGDP1QSKPVV 


24341 


54709 


A 


24479 


19 


885 




24342 


54710 


B 


24480 


1 


1704 




24343 


54711 


A 


24481 


974 


1156 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24344 


54712 


A 


24482 


162 


1602 


H RRKRARGTPKATTTRKPART1 
ETLSPLLAILAFAPKLAICTRSPL 
L/DDMTPFTQCTNAYSHSGIRNP 
TAISSAAYPRRITGY/KLGPTGE 
ERTVYGIYGISESNLAECEKGV 
KSAVALTPALQPIDGVAVSY1D 
AAVALGNTINEMDKYYTQENY 
KDDAFAKGKTLHQTFLKNLEA 
FEPVAESYHAAIQEINDKRQLA 
ELKNIEEREGKTFHYYSLAVMI 
SAKQ1NNLISQDKFDAEAAMKK 
VSELETLVAQAKEADKGGMNF 
SFINSAGQYQLEAKKYVRR1RD 
KVPYSDWDKEQLQDANSSWM 
VEDSFPRALREYNEMLMTR1GG 
GAGDQDMVNDFSYSPQLVGRG 
WFNDQVATGCTRDSTFNQQQV 
ALSVNAYYVVNRFGKIDWKPM 
YAEADKLLAKPNMRFKSDKLV 
GDLSIGDQQMVEIAK.VLSYESK 
V1IMDEPTDALTDTEAESLFRVI 
REMKSQAPRYCLYLPPHENNL 


24345 


54713 


B 


24483 




1263 




24346 


54714 


B 


24484 


148 


894 




24347 


54715 


B 


24485 




1071 




24348 


54716 


B 


24486 


168 


1088 




24349 


54717 


B 


24487 




1236 




24350 


54718 


B 


24488 




849 




24351 


54719 


B 


24489 




1548 




24352 


54720 


B 


24490 




1372 




24353 


54721 


B 


24491 




2469 




24354 


54722 


B 


24492 




1917 




24355 


54723 


B 


24493 




1159 




24356 


54724 


B 


24494 




2294 




24357 


54725 


B 


24495 


217 


2476 




24358 


54726 


A 


24496 


477 


916 


SLPECEDRVQYRRSLFADPSYR 
YGLARHGDPRRAGRLRDV*PL 
HE*YRHWHDQS/RLLIASVLPQ 
VWHGACNAMTSSCIARQVS*N 
TALI1RMRKGDLSA VMS SQTG L 
INIVRRGLLLSCFRLTAMKISTV 
SPFRPQMPSIVRSVWC 


24359 


54727 


A 


24497 


1136 


1317 




24360 


54728 


A 


24498 


3 


317 




24361 


54729 


A 


24499 


1 


1245 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24362 


54730 


A 


24500 


85 


1293 


ITVATTQHQAGLTLRRAG 1 RQP 

DMAVQRDHLPFRVAGVIRHIM 

LMLHSQRRTGLL1TAKNRLLFF 

QRRSVPKFHSK.LNQAYCLIAAT 

DCPRRLLLICRYPHHFLHQLIIL 

AIGIGSAVFEPHQIIGVSRCCPR 

HLGVERVLFLFLNDFIEQVIIRC 

HVVCQSAPAAANIQYAHPWF* 

LQFFTNHFELRLLGRFQI1GIFPV 

SAGILHEGIKHAAEQVITQIVML 

FADYPGTFFTL/RD*RDERRQY 

AACL*NDGGVGSRDLRVRLC* 

KTYPVGHIPTSHPYN/CSPNPKE 

PSCRTRLKKSGFFTR1 S AG AEPL 

MAIPARLSNSLACGARDSAAKE 

VLLWFRFVLLLKQTLLNWTTK 

NVTSLWRTLGSPVGVKEVRAW 

TI P V/VSNR A AG SGQNPY * F* KR 


24363 


54731 


A 


24501 


2794 


3531 


SPRDSPTFWTKGGPGGSRGKAL 
RLVVGTDFHQAADN1PDHMMY 
KS1RFNIYHH1RTVTRDINMHNV 
A PRG SGLALHRTERGEIILAQQ 
ALRSPMHPFSVQRFVKMGYPFT 
QYRRAQPMIVDDVAITASRGA 
KSGMKI1RYSFNPTHSDVTR*IRI 
YAQGPRRVFAQRGCFEMHNLP 
GTVYPCVSTPGAEDGDGFVRH 
LGERLFQLLLHTADFVLPLPAVI 
LTGGVLNAQRNFFNRRLLPYVE 


24364 


54732 


A 


24502 


1 


1767 




24365 


54733 


A 


24503 


1 


1275 


SNPTAIGGRPRRPYQAEDRSLD 
FVDTALNRK1LKDSIFHALQTIM 
VGIKDFLRLTQVFFDLATRIPRH 
LYHPVDITTHYGRFCRHRRHHF 
QLLQ LC FRFLFCLFRHLRRVDF 
ALQGFVFVRRVVHFTEFFLNSF 
HLLVQIVLTLGFLHLLFNAVAN 
AFLNLQQIDFRFHHCHQIFQTFV 
NVGHLQNRHRKIGIVIFRSDVL 
EHPHRNNTIKLVVQVTI1LQQN 
GD1QAFTAFLSHFLLFGRNGDA 
HHAYVIIRCHVVCQSAPAAAN1 
QYAHPWF*LQFFTNHFELRLLG 
RFQIIGIFPVSAGILHEGIKHAAE 
QV1TQIVMLFADYPGTFFTLQ1E 
ETSAGNTQRVFEMMGELVLET 
RLRSPAGFTQWIPHQGCRWSCL 
PVPRGTLALLSPWVVDGTGRR 
GAGGGTPQGGSSCTGAHGGGG 


24366 


54734 


A 


24504 


1 


2052 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24367 


54735 


A 


24505 


1 


1060 


MNARQQVAALRVPGVEKATIV 
YRRSLQEMPAWREEYEEALHD 
GFRFLNNPERFDADGTLTLRVM 
SLGEPDEKGRRRPVETNETVTL 
LVDSL1TA1GEQQDTEALNAMG 
VPLDKNGWPDVDHNGETRLTD 
VFMIGDVQRGPSSIVAAVGTAR 
RATDAILSRENIRSHQNDKYWN 
NVNPAEIYQRKGDISITLVNSDD 
RDAFVAQEAARCLECNYVCSK 
CV\DVCPNRANVSIAVPGFQNR 
FQTLH\LE A\ Y CNECGNC AQFC P 
WNGKPYKDKITVFSLAQDFDN 
SSNPGFLVEDCRWVPHRGLYH 
RLYREPTWRSEWPRRHICPEGS 
TFPERHCDHLSANNSRNKLLPL 
QKPGFIN 


24368 


54736 


A 


24506 


1316 


2678 




24369 


54737 


A 


24507 


2172 


5242 


1YFSERLPALCTPDAHYREPCQ 
YNCTRLDYDSALNIRELKKVAL 
EKG WDE YKQR WHKPAG SG SR 
HPVAVIGAGPAGLAAGYFLAR 
AGHPVTLFEREANAGGVVKN1 
VPQFRIPAEL1QH D1DFV A AHGV 
KFE YGCSPDLTI EQLKNQGFH Y 
VLIATGTDKNSGVKLAGDNQN 
VWKSLPFLREYNKGTALKLGK 
HVVVVGAGNTAMDCARAALR 
VPG VEKATIV YRRSLQEM PAW 
REE YEE A LHDG VEFRFLNN PE 














RGLVHRGRYRWRQKWSAGSP 
ARHPV/SQSTTDTPATHALSTKII 
SPIPNAPISALARTTATRL*RSM 
NQPPVKRPTVIPRVKPA*ISEPE 
VGP1ILGP 


24371 


54739 


A 


24509 


1 


1713 




24372 


54740 


A 


24510 


1 


651 




24373 


54741 


A 


24511 


3 


783 


PVLSKTPLTAKAIDAAQPQDKP 

YKLTDSLTPGLFLLVHPNGSKY 

WRFRYWLNKREFLQAIGVYPLI 

TLKEARRRATESRSLrANGINPV 

EQARKEKAIDALNMAAGFKK.V 

AED WFATRVGG WSES Y AKQV 

RSALEKDVYPVLGKRSIVDITA 

RDVLALLQKKERTAPEQARNV\ 

AGASVRSSSLPLSPNWGGWLA 

RAAFPHHITIAARMTKHPPCW 

WCTIL ACRQA SL A VRG STH YSL 

ELLIRRHILSLLRSPICASPLTV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24374 


54742 


A 


24512 


746 


2387 


WTA LP ARLKQIRSGRKLPLTVM 
PALRETDTFDTFMESS WY Y AR 
YTCPQYKEGMLDSEAANYWLP 
VD1YIGGIEHAIMHLLYFRFFHK 
LMRDASMTNPSSVPRAGGPAL 
LFENPKGYSMPVLCNLFGTPKR 
VAMGMGQEDVSALREVGKLL 
AFLKEPEPPKGFRDLFDKLPQF 
KQVLNMPTKRLRGAPCQQKIV 
SGDD VDLNRI PI MTCWPEDAAP 
LITWGLTVTRGPHKERQNLGIY 
RQQLIGKNKLIMRWLSHRGG\A 
LDYQEWCAAHPGERFPWSVAL 
GAVPATILGAVTPVP\DTLSEYA 
FAGLLRGTKTEVVKCISNDLEV 
PASAE1VLEGY1EQGETAPEGPY 
GDHTGYYNEVDSFPVFTVTHIT 
QREDA I YH ST YTGRPPDEPA VL 
GVALNEVFVP1LQKQFPEIVDFY 
LPPEGCSYRLAVVTIKKQYAGH 
AKRVMMGVWSFLRQFMYTKF 
V 1 VCDDD VNARDWND VI WAIT 
TRMDPARDTVLVENTPIDYLDF 
ASPVSGLGSKMGLDATNKWPG 
ETQREWGRPIKKDPDVVAHIDA 


24375 


54743 


A 


24513 


576 


878 


NLGSVWHYFRRSPEPATHHDA 
ANLERSPAA * RLSGARYRJLA V 
*ADQSQTGSGDGSPDLQTGRV 
G DE A RHRK RGLHVPQPRSEPPV 
GARGFPYRFATRWR 


24376 


54744 


A 


24514 


2 


878 




24377 


54745 


A 


24515 


1 


735 




24378 


54746 


A 


24516 


1 


1992 




24379 


54747 


A 


24517 


721 


1239 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24380 


54748 


A 


24518 


1 


1954 


RQLNGVQLAFRESFHTVTRVTE 
QHAAGAVAIHQHRNQLLTGAL 
GIFAVAVCCLQQRLD1LLADHL 
AEHVQFVIAQFVTCQQHGNGV 
RNRTIIFLLFNELRKIVETVRVQ 
QTQTGEVAFHPQLFRGRVVYG 
PDLNARRGNGVINCSTLEDPQF 
GLILFVYTIG1QVGPGFFASLRV 
SGLRLNLFAVLIVIIGGLVTAIL 
HKLFDIPLPVVLGIFSGAVTNTP 
ALGAGQQILRDLGTPMEMVDQ 
MGMSYAMAYPFGICGILFTMW 
MLRVIFRVNVETEAQQHESSRT 
NGGALIKTINIRVENPNLHDLAI 
KDVP1LNGDKI1CSRLKREETLK 
VPSPDTI1QLGDLLHLDSRGSPL 
DTQDI DLQFNSSVEKQFGDAIRT 
T1LDV L ARYN VRG VQLN VDDK 
GALDCILRARLEALLARASGLP 
M1SASLQQRK.TRTRRSMLFVPG 
ANAAMVNNSFIYPADALMFDL 
EDSVALREKDTARRMVYHALQ 
HPLYRDIET1VRVNALDSEWGV 
NDLEAVVRGGADVVRLTKTDT 
AQDVLDIEK\EILRJEKACGREP 
G STG LL A A IESPLG ITRAVEIAH 
ASERLIGIALGAEDYVRNLRTE 
RSPEGTELLSARCP1WQAARSA 
G IQ A FDTV YSDANN E AGFL/QE 


24381 


54749 


A 


24519 


5121 


5492 




24382 


54750 


A 


24520 


2520 


3525 




24383 


54751 


A 


24521 


1 


1263 


MAINSPLNIAAQPGKTRLRKSL 

KLWQVVMMGLAYLTPMTVFD 

TFG1VSG1SDGHVPASYLLALAG 

VLFTA1SYGKLVRQFPEAGSAY 

TYAQKSINPHVGFMVGWSSLL 

DCLLAVVIIAAIYVGFSLAGFHV 

YIGMLFVPGANAAMVSNSFIYP 

ADALMFDLEDSVALREKDTAR 

RMVYHALQHPLYRDIETIVRVN 

ALDSEWGVNDLEAVVRGGAD 

VVRLPKTDTA0DVLD1EKE1LR1 

EKACGREPGSTGLLAAIESPLGI 

TRAVEIAHASERLIGIALGAEDY 

VRNLRTERSPEGTELLFARCSIL 

QAARSAGIQAFDTVYSDANNE 

AGFLQEAAHIKQLGFDGKSLIN 

PRQIDLLHNLYAPTQKEVDHAR 

RVVEAAEAAAREGVLGVVSLN 

GKMVDGPVIDRARLVLSRAELS 


24384 


54752 


B 


24522 


62 


405 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ot'last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


24385 


54753 


A 


24523 


891 


3240 


RYRKSPGSWR/CMSCILTSWITT 

MFP1*RLGQWC*NPCVTMAL/L 

API DVHLMVKPVDRIVPDFAAA 

GASIITFHPEASEHVDRTLQLIK 

ENGCKAGLVFNPATPLSYLDY 

VMDKLDVILLMSVNPGFGGQS 

F1PQTLDKLREVRRR1DESGFDI 

RLEVDGGVKVNNIGEIAAAGA 

DMFVAGSAIFDQPDYKKVIDE 

MRSELAKFEDIRGVAFDLDGTL 

VDSAPGLAAAVDMALYALELP 

VAGEERVITW1GNGADVLMER 

ALTWARQERATQRKTMGKPPV 

DDDIPAEEQVRILRKLFDRYYG 

EVAEEGTFLFPHVADTLGALQA 

KGLPLGL VTN KPTPFVAPLLE A 

LDIAKYFSVVIGGDDVQNKKPH 

PDPLLLVAERMGIAPQQMLFVG 

DSRNDIQAAKAAGLDAQARRK 

NAGYYYYLRLAK.RQMRAGVA 

EALRDDLLAAKLNVKLVNAGD 

YKFKQIASEKLL1VVTSTQGEGE 

PPEEAVALHKFLFSKKAPKLEN 

TAFAVFSLGDSSYEFFCQSGKD 

FDSKL AELGG ERLLDRVDADV 

EYQAAASEWRARVVDALKSRA 

PVAAPSQSVATGAVNE1HTSPY 

SKDAPLVAWRLPNVEGRARAG 

GASSFLADRVEEEGEVRVFIEH 

NDNFRLPANPETPV1M1GPGTGI 

APFRAFMQQRAADEAPGKNWL 

FFGNPHFTEDFLYQVEWQRYV 


24386 


54754 


A 


24524 


950 


2124 


MSL1SSVIAATWLHVKSYRLSC 
GFYACQSLVLVS/IFPTLSCLFA 
AEQLLIWSASAFITKVLLVPLIM 
TYAARNIPQNIPEKALFGPAMM 
ALLAALIVLLCAFVVQPVKLPM 
ATGLKPALAVALGHFLLGLLCI 
VSQRNILRQIFGYCLMENGSHL 
VLALLAWRAPELVEIGIATDAIF 
AVIVMVLLARKIWRTHGTLDL 
TPLLFSLLCFACRKRRLSATRTV 
TVLHSLG 1TLLLIL AL WVVQTA 
ADAGEIFAAGLWLHIDGLGGLF 
LAILGVIGFLTGIYSIGYMRHEV 
AHGELSPVTLCDYYGFFHLFLF 
TMLLWTSNNL1VMWAAIEAT 
TLSSAFLVG1YGQRSSLEAAWK 
YI1ICTVRVAFGLFGTVLVYANA 
ASVMPQAEMAIFWSE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24387 


54755 


A 


24525 




757 


RWRLPGVPPFNGFFSKFPLFAP 

GFALSVEYWILLPAMILLMIESV 

ASFAWFIRWFGRVVPGKPSEAV 

ADAAPLPGSMRLVLIVLIVMSLI 

SSVIAATWLHVKSYRLSCGFYA 

CQSLVLVSIFATLSCLFAAEQLL 

IWSASAFITKVLLVPLIMTYAAR 

NIPQNNIPEKALFGPAMMALLA 

ALIVLLCAFVVQPVKLPMATGL 

KPAL/AGLATDAIFAVIVMVLL 

ARHMWRTHGTLDVNNLHALK 

GIMSCSYSS 


24388 


54756 


A 


24526 


249 


3943 




24389 


54757 


A 


24527 


1 


1278 




24390 


54758 


B 


24528 


48 


144 




24391 


54759 


B 


24529 


27 


239 




24392 


54760 


A 


24530 




551 




24393 


54761 


A 


24531 


3 


258 


MLFDEPTS AL Y PEMIN * VLDVM 
VELANEGMTMMVVTHEMGFA 
RKEANRVIFMDEGKIVEYSPKD 
AFFDDPKSDRAKDFLAKILH 


24394 


54762 


A 


24532 


2 


979 




24395 


54763 


A 


24533 


1 


4116 




24396 


54764 


A 


24534 




1195 


MLIAEGLMTAKNITV1TNSLPA 

AFALSENKD1TLVVCGGTVRHK 

TRSMHGS 1 AERSLQDIN A DL MF 

VGADGIDAVNGITTFNEGYS1S 

GAMVTAANKVIAVLDSSKFNR 

RGFNQVLPIEK1DIIITDDAVSEV 

DKLALQKTRDTSLVYVLSLADF 

FRTASTIGERDGTQVEMILFAGF 

V YL V 1SLSA SLLV LTDCSTE VK 

KGEVVVVCGPSGSGKSTLIKTV 

NGLEPVQQGEITVDGIVVNDKK 

TDLAKLRSRVGMVFQHFELFPH 

LSIIENLTLAQVKVLKRDKAPA 

REKALKLLER/VSGFFAHANKF\ 

PAQLSGGQQQRVAIARALCMD 

PIAMLFDEPTSALDPEMINEVLD 

VMVELANEGMTMMVVTHEM 

GFARKVANRKHTTRSTIALQSL 

ATCT 


24397 


54765 


A 


24535 


383 


962 


TDNDRPG LGTDMKKASAIVTN 
VAVVLSGRYRRERASGEWAAL 
SFLRPHTLTVFVIPHIQWDDPQ 
MSRP\SGRHLFRCRTVQRKHAL 
QVVEKFRPFFPSDRYRYGAPGD 
YAQSFGGQIDDVVKAIQTPSKF 
RRFLRVSFD*IRLPILHSGKSPLR 
RMPNLMRRHSHTARHYPALGT 
RGPQPTDRQERPA V A SG Q 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24398 


54766 


A 


24536 


1477 


2387 




24399 


54767 


A 


24537 


1 


1560 




24400 


54768 


A 


24538 


305 


718 




24401 


54769 


A 


24539 




2161 


MNDVDRVGGKNASLGEM1TNL 

SGMGVSVPNGFATTADAFNQF 

LDQSGVNQRIYELLDKTD1DDV 

TQL AK AG AQIRQ Wl I DTPFQPEL 

ENAIREAYAQLSADDENASFAV 

RSSATAEDMPDASFAACTLVPG 

QNLSTSNKDVIELPDNQYDLDK 

MVNIYPVTPGL1DQLRAKPIMS 

QANPELEQQIANYEYRIGIGDV 

LMVTVWDHPELTTPAGQYRSA 

SDTGNWVNADGAIFYPY1GRLK 

VAGKTLTQVRNEITARLDSVIE 

SPQVDVSVAAFR\SQKAYV\TA 

EVSKSGQQPITNIPLTIMDAINA 

AGGLTADADWRNVVLTQNGV 

KTKVNLYALMQRGDLRQNKLL 

H PGD1LFIPRN DDLK VFVMGE V 

GK.QSTLKMDRSGMTLAEALGN 

A EGMNQDVAD ATG IFVIRATQ 

NKQNGK1ANIYQLNAKDASAM 

ILGTEFQLEPYDIVYVTTAPLAR 

WNRV I SLLKKLERLTS I A ITLPGI 

IDTENGI VHRMPF YEDVK.EMPL 

GEALEQHTGVPGEAKGLVGAP 

PGARDVIQVVS1PNVGRAV1PN 

GHLLPQGSSSLVEIAHTQGGPL 

MGKRCYCGNHGCLETIASVDSI 

LELAQLRLNQSMSSMLHGQPL 

TVDSLCQAALRGDLLAKDIITG 

VGAHVGRILAIMVNLFNPQKILI 

GSPLSKAADILFPVISDS1RQQA 

LPAYSQHISVESTQFSNQGTMA 


24402 


54770 


C 


24540 




1389 




24403 


54771 


A 


24541 


405 


576 


CEMGAPPWPGCWLS\LFDVDG 
RF VLA WMLFQG S YL AG ALGDQ 
PVHIHLGQLLALWRPL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24404 


54772 


A 


24542 


1 


1127 


MARTLAHELIDFGEIKRGLLGIK 

GTEMSADIAKAFNLDVQRGAF 

VSEVLPGSGSAKAGVKAGDIIT 

SLNGKPLNSFAELRSRJATTEPG 

TKVKLGLLRNGKPLEVEVTLDT 

STSSSASAEMITPALEGATLSDG 

QLKDGGKGIKIDEVVKGSPAAQ 

AGLQK.DDVIIGVNRDRVNSIAE 

MRKVLAAKPAIIALQIFPVDHR 

GAIGGQTTD1PPDPSGINHDRC 

MKGLSFAGEMVTYTNTAHRRA 

FTNQPRDFMSVAWLGKGIAILP 

SVGEVRSPVAGRIASLFATLHAI 

GIESDDGVEILIHVGIDTVKLDG 

Q1FSAHVNGEAGLKRVVKKEH 

AD/VQRHAESV*RRGQAQGTD 

GIRRQDNRVQPGCERCTHQLLR 


24405 


54773 


A 


24543 


95 


599 


Q1MRMLNGSSTPNTSLPTPQAF 
DRSLPrNATSARPSSTSTRHSAE 
SSISRDCVSNVS/HSGG*TGGIK 
G*CHAHPADLTACHEADSRGSP 
SHAVAAVALHV1D/GWYLGDQ 
TAAYATGSAVSCPSSGNQFSRP 
SAAGRFSAVSAPQGAQRHPGR 
A R RRPRRRRT A G G C RR 


24406 


54774 


A 


24544 


640 


890 


LANAQLGSNEISIFQCFAA1QRFI 
KLHRDASVINHPLAE/TRK*YPV 
SVYHLRHPPAIIR*PAIRDNA**I 
LPVTPGYSCSRHQ 


24407 


54775 


A 


24545 


3 


257 


ETDIFICDSREFFHHFAKASVHI* 
PVVSIANFA1QSGKILALGAENI 
ATTSDRRAQRQKAVCKAHDAS 
SVSFRTLSVRPTNDCP 


24408 


54776 


A 


24546 


332 


1047 


RTRPYCPGMGNEPMTGWMAA 

AVVTLMIRMCFSVYTMLSESC 

QRMVIVGYGRCFADRQNLMVC 

LRSMPNVFTGSCARMRCCLSEN 

LLYRHRNGHIQAEWP*KKAISD 

VKQYRTSCWERWNAASATIFR/ 

LSPVEWLTDNGSCYRANETRQ 

FARMLGLEPKNTAVRSPESNGI 

AESF VKTIKRD YISIMPKPDG LT 

AAKNLAEAFEHYNEWHPHSAL 

GYRSPREYLRQRACNGLSDNR 

CLEI 


24409 


54777 


A 


24547 


1200 


1544 


LTGVADGNVDKPCYKFARLW 

YW1YPAFPPIRRVKVAYREYRP 

PTTPRVRQVRDLTFCHRPAIPDR 

MHRY*SSHRALPGCWSKVPAQ 

KSSRTVSGTD*VDLLSPRAQRA 

PSPLQG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24410 


54778 


A 


24548 


263 


625 




24411 


54779 


A 


24549 


742 


851 


VSAQQRVILNKIAVLNRK*RYG 
CWRLWICPY1SRHLLSLNPLQA 
RCRRYSRGER 


24412 


54780 


A 


24550 


1 


532 


MKTLLIIDANLGTRLYGEDPAG 
AAARKAKLEIIDNPNDAEMAIV 
LGDSIPNDSALNGKNVWLGDIS 
RAVAHPELFLSERKGHAKPYTA 
PVAATAPVGASGPKRVVAVTA 
CPTGVAHTFMALKPLKPKRKN 
VAGIPDTGQYCETVQTSCW/AA 
VETPLRQRSSVVSSGVADG*WF 
MLPG 


24413 


54781 


B 


24551 


1 


888 




24414 


54782 


A 


24552 


1 


2283 




24415 


54783 


A 


24553 


992 


1662 


KKAISDGALTGSSSAVITERDC 
VSRSRWTAVIVRHCTGRSLPAA 
ST VKQ YRTSC WER WN A A S ATI 
FR/LSPVEWLTDNGSCYRANET 
RQFARMLGLEPKNTAVRSPESN 
GIAESFVKTIKRDYISIMPKPDG 
LTAAKNLAEAFEHYNEWHPHS 
AI.GYRSPREYLRHGLVSFISSLQ 
KFINDF AFEDGLFSG YDA EK.RQ 
YEKSSWNYQLDENGYAKRDET 
LTHPRC 


24416 


54784 


A 


24554 




2262 




24417 


54785 


A 


24555 


158 


410 




24418 


54786 


B 


24556 


1 


2607 














1016 


KSAAVPRSGASSQSDSAHFAQP 
EYAAFSRFPRGSFRHPRAA*YF 
G RLNHH VRSERGINP* YHRFNL 
HWRYVADAISADGAFRTVSGG 
GGRRSGAGRVDWQ 


24420 


54788 


A 


24558 


652 


1214 


RTDHCVSRSRWTAVIVRHCTG 

RSLPAASTVKQYRTSCWDRWN 

AASATIFR/LSPVEWLTDNGSCY 

RANETRQFARMLGLEPKNTAV 

RSPESNGIAESFVKTIKRDY1SIM 

PKPDGLTAAKNLAEAFEHYNE 

WHPPSALGYRSPREYLGQRACT 

GHAIGSGPSSAFFGAPVRRVSRT 

SVTAKACPRGLL 


24421 


54789 


A 


24559 


647 


1976 














574 


ETPASSPTLRTSIPSISWMTRGSL 
RRVMLLCPFPSESGTVSEKAWP 
EWSSFSSSPPSCRTSASSPPSHLR 
/NIDV S PKH V VF ATIPRNYTMSF 
LPR 


24423 


54791 


A 


24561 


816 


1375 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24424 


54792 


A 


24562 


1 


3993 


MSQKLKVVTIGGGSSYTPELLE 
GFIKRYHELPVSELWLVDVEGG 
KPKLDIIFDLCQRMIDNAGVPM 
KLYKTLDRREALKDADFVTTQ 
LRVGQLPARELDER1PLSHGYL 
GQETNGAGGLFKGLRTIPVIFDI 
VKDVEELCPNAWVINFTNPAG 
MVTEAVYRHTGFKRFIGVCNIS 
IGMKILKTRTLDTTGSTSTGDTL 
LTQSLLMELSALCRVEVEEGLA 
LVALIGNDLSKACGVGKEVFG 
VLEPFNIRMICYGA 


24425 


54793 


A 

— 


24563 


1136 

— 


3608 


KKAISDGALTGSSSAVITERDC 

VSRSRWTAVIVRHCTGRSLPAA 

STVKQYRTSCWERWNAASATI 

FR/LSP VEWLTDNG SCYRANET 

RQFARMLGLEPKNTAVRSPESN 

GIAESFVKTIKRDYISIMPKPDG 

LTAAK.NLAEAFEHYNEWHPHS 

ALGYRSPREYLRQRACNGLSD 

NRCLEIYGQIQLGTGELNITTGV 

VVTARDTH1ALNFQKRRTTGLA 

TQSRQRCQNRRRVMGK1VIYRD 

AIRFTTQLQTATSINKRTQRVSG 

1CRRYTNMASRCNRHQA1VHIM 

FAYQRPFHFAHFFAIQQNFPFGS 

1GGQLFRLPVTLLTHQLLLAPA 

AHRHGLFQVDVIFRPDNTALPR 

NDTHQMVELFLDRFQVVKDIG 

VIELKVVEDQRTRAVMNKFRA 

FVEKGAVILIRFDKKKDIFLQYR 

FHTRI STG HG V ANN HQ IRLRLE 

LAGIVPLNQLNPLPLNSVPMIN1 

MNGGENADNNVDIQEFM1QPV 

GAKTVKEA1RMGSEVFHHLAK 

VLKAKGMNTAVGDEGGYAPN 

LGSNAEALAVIAEAVKAAGYE 

LGKD1TLAMDCAASEFYKDGK 

YVLAGEGNKAFTSEEFTHFLEE 

LTKQYPIVSIEDGLDESDWDGF 

AYQTK.VLGDKIQLVGDDLFVT 

NTKI LKEGIEKGI ANSI LIKFKAQ 

HAGLLHMYTCAMLGVGGQCW 

RYCMSQAFKEDRFAQDQRVAV 


24426 


54794 




24564 




5851 




24427 


54795 


B 


24565 


1 


1578 




24428 


54796 


A 


24566 


574 


753 




24429 


54797 


A 


24567 




2112 




24430 


54798 


B 


24568 


27 


969 




24431 


54799 


A 


24569 




1773 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24432 


g480Q 


= 


24570 


822 


984 


PSALCGCHSL*CSNASARFFAA 
VNPSGAFGCRADHPDGELFLTG 
YVADGGYHS 


24433 


54801 


A 


24571 


1 


4287 




24434 


54802 


A 


24572 


1 


2384 




24435 


54803 


A 


24573 


3 


3682 


ACSARPSEAELLELIDTLNADN 
TIDG IL VQLPL P AGIDN VKVLER 
IHPDKDVDGFHPYNVGRLCQR 
APRLRPCTPRGIVTLLERYNIDT 
FGLNAVVIGASNIVGRPMSMEL 
LLAGCTTTVTHRFTKNLRHHVE 
NADLLIVAVGKPGFIPGDW1KE 
GAIVIDVGINRLENGKVVGDVV 
FEDAAKRASYITPVPGGVGPMT 
VATL1ENTLQAMSNMATFSLGK 
HPHVELCDLLKLEGWSESGAQ 
AK1AIAEGQVKVD 


24436 


54804 


A 


24574 


1 


1382 


MLRGVNVLADAVKVTLGPKG 
RNVVLDKSFGAPTITKDGVSVA 
REIELEDK.FENMGAQMVKEVA 
SKANDAAGDGTTTATVLAQAII 
TEGLKAVAAGMNPMDLKRAS 
RSRKGYGPAR1RQELNQKG1SR 
EATEKAMRECDIDWCA**RF*S 
DKLHHHRT*RQ/PTRHRYPDESV 
PGSHNHRSAHALSSAQGYILLP 
RAVLSGWRFENVHPTPGYPAG 
SGSVFVPPPMTSRRLPAPDNFA 
APHRYRVLKTGLLSPGCHVRN 
ADTL 


24437 


54805 


A 


24575 


466 


1215 




24438 


54806 


A 


24576 


1104 


1923 


LA IPMK DF1TEA WLRANHTLSE 
GAEIHLPADSRLTPSARELLESR 
HLR1KF1DEQGRLFVDDEQQQP 
QPVHGLTSSDEHPQACCELCRQ 
PV A KKAPDTLTHLS A EKMV AKS 
DPRLGFRAVLDSTIALAVWLQI 
ELAEPWQPWLADIRSRLGN IMR 
ADALGEPLGCQAIVGLSDEDLH 
RLSHQPLRYLDHDHLVPEASHG 
RDAALLNLLRTKVRETAETVAA 
Q\VFITRSF\EVLRP\DILQALNRL 
SSTVYVMMILSVTKQPLTVKQI 
QQRLGETQ 


24439 


54807 


A 


24577 


243 


644 


HAGSVCPSLYRCQRTAKRSGFY 
LLLKRLWSFSGNPIHSGQQNPG 
RNQQLGLPRSRKGESSRAHPSC 
QRRPQVWPHPLAGSRPPRPWA 
AC ARLGPI APARQIPERWPG QV 
PVLADAHVLPCLAGSLRPALYD 
F 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24440 


54808 


A 


24578 


237 


454 


RSRLPEG VPVC WCN HS V R* RDC 
RFPVGKLHRLWL/LALPGVRLIF 
RASTKRITGYINARSASIASASA 
RNRLV 


24441 


54809 


A 


24579 


377 


1155 


KAYSFATMKSLAISCRWQNA*S 
HVSTFVMVRW/LKGVQFRNHEI 
IGDIVPLAKRYAEEGADELVFY 
DITASSDGRVYPTLITRLADRFG 
VQCIVVG1DTWYDARNLKDISV 
VGLLGAQVPSVRAGMPQSRRQ 
TEGAQGMVRNEEGGSLRLSHH 
QACKATHTQQWTLEVTAQSSY 
NLFPEQWVKLFWGIRQGDLPL 
AFSQKLSRQTFQQQQTQTPRPI 
VGQAPKDLQTGTGTPQTHAVH 
SGDHAAGEQSCKSCKAPIYPLT 
AQFSLETRSFWGSEWGYSTHG 
ELRRRDKGRRRFY 


24442 


54810 


A 


24580 


1 107 


1458 


RTFWWTTCNSLAPCAGGYPST 
GAALPVSRKLPGRGLLLSGWG 
EHNARYRAGTFLWALFCAAAV 
A Y WRRC\ WGQ YG M WFLRIRRG 
TLGDGTIRRVFVGSLWAAVVIV 
E1GVEHIGVFKA 


24443 


54811 


A 


24581 


171 


352 


PPAPPAESDGLPAHTTRARTTA 
DDLRNKRRQHVGC*YRTRGSP 
RPNRTWWRVCRYRSPHR 


24444 


54812 


A 


24582 


5 


226 




24445 


54813 


A 


24583 


476 


1939 


RPESQHMTAKPAMKVLEQARR 

FLGIRWLSAPASLAN/PV1LLVV 

GNILNIVLDVWLVMGLHMNVQ 

GAALATVIAEYATLL1GLLMVR 

KILKLRGISGEMLKTAWRGNFR 

RLLALNRDIMLRSLLLQLCFGAI 

TVLGARLGSD1IAVNAVLMTLL 

TFTAYALDGFAYAVEAHSGQA 

YGARDGSQLLDVWRAACRQSG 

IVALLFSVVYLLAGEHIIALLTS 

LTQIQQLADRYLIWQVILPVVG 

VWCYLLDGMFIGATRATEMRN 

SMAVAAAGFALTLLTLPWLGN 

HALWLALTVFLALRGLSLAAI 

WRRHWRNGRPGTGCLNTKGS 

QQQHRHDSTTQHIHLQLLVIRV 

KTTTTNNSQQTPQYPCQQYHT 

DSRQHRQQNRMVCQRIPHALPS 

PRFRQI S RGSTAKVPC AKARAF 

LRVKSDPTLITRLADRFGVQCIV 

VG1DTWYDAETGKYHVNQYTG 

DESRTRVTQWETLDWVQEVQK 

RGAGEIVLAYVSE 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24446 


54814 


A 


24584 


1 


50 




24447 


54815 


A 


24585 


354 


456 


HLFSEACCSPGVLRELCRPF*SP 
GTDRNLVMHGH 


24448 


54816 


A 


24586 


494 


835 


ITWLPGFRPPFQGSEQFCLAGVP 
GATGGSESVLHTRNSYK.MLEV 
RREVAAL1SALKVSAKCRNCGS 
SHALTEP/ASSPCWRETSTRPTG 
APAPTIPPPAASPSPGPMCVQPH 
GED 


24449 


54817 


A 


24587 


3 


726 




24450 


54818 


A 


24588 


1 


1635 




24451 


54819 


A 


24589 


1614 


2454 


RTTH APASTPNTGTM LCRPYPC 

CWRRKTPUIFRATPQWFVSMD 

QKGLRAQSLKEIKGVQWIPDW 

GQARIESMVANRPDWCISRQRT 

WG VPMSLF VH KDTEELHPRTL 

ELMEEVAKRVEVDGIQAWWD 

LDAKEILGDEADQYVKVPDTL 

DVWFDSGSTHSSVVDVRPEFA 

GHAADMYLEGSDQHRGWFMS 

SLMISTAMKGKAPYRQVLTHG 

FTVDGQG RKMSKSIGNTVSPQD 

VMNKLGAD1LRLWVASNDYTG 

EIAGSDENLKRACHYNACSISL 

ARRRH 


24452 


54820 


A 


24590 


362 


517 


TKSL1SSMSS1SSPPVVLICRNSS 
PEV**RK1*LGTELEFVIMVIAVS 
AWP 


24453 


54821 


A 


24591 


250 


930 




24454 


54822 


A 


24592 


1388 


1912 


VCPAAMTGFAGSPFCTAVVTFP 
D.TPLL WILMC* L AI LM AESEPK 
AISPPTISVVP*YAAESLLRVRIP 
VPSFVTSPLPLILCVIAQLRSVE 
MVSRPLLITEASPRFFCSLTLSA 
LPVSMLNCPTKRLLSPSNSTSVL 
A VALTIPFPLM LLRSSPVTFFSV 
NRPSWAIFPLPNP 


24455 


54823 


B 


24593 


1 


6018 




24456 


54824 


A 


24594 


510 


1003 


VALQADQfCHKHERPLPPPlPTM 
FQL AQPG VQLH AKP V YQ V P/V 
MMQATEPTGI*VRIPVLSISTNA 
PSITSIWPLFVRKISVLTLASVV 
A ASHA AS SPRQC AI RCKI WGRW 
AGSLRRDDGFGVRSRGSRYGA 
SVSISNFSAGINGKSSRSSSPRRS 
SQTQPVMPI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24457 


54825 


A 


24595 


197 


4314 


RASTELSLRCCAPSLQ/ALLHFL 
YLACFTWMLLEGLHLFLTVRN 
LKVANYTSTGRFKKRFMYPVG 
YGIPAVIIAVSAIVGPQNYGTFT 
HCWLKLDK.GFIWSFMGPVAVII 
LINLVFYFQVLW1LRSKLSSLNK 
EVSTIQDTRVMTFKAISQLFILG 
CSWGLGFFMVEEVGKTIGSIIA 
YSFTIINTLQGVLLFVVHCLLNR 
QINSLLLTWTLWILRQRLSSVN 
AEVSTLKDTRLLTFKAFAQLFIL 
GCSWVLG1F 


24458 


54826 


A 


24596 


1409 


1573 




24459 


54827 


A 


24597 


1283 


1563 




24460 


54828 


A 


24598 


281 


839 


CVPTTDLVVQSQl*PRWRNWPR 
CSCSHVSMKA A SSPERTFTYCS 
GIYWLISGSGIGVSVPLL1SIGES 
V1NLAVRPVIAHAIRVAITTRQT 
TRVAVTVVVALPVFRAVEHHV 
FQHLTQTRTGFRWHQFFFNRRQ 
REQSFTQGEGQRWANFQNGKV 
VNHQLAQRLRRLI1GRVRFENQ 
RFVVFDHLA 


24461 


54829 


B 


24599 


1 


5652 




24462 


54830 


A 


24600 


559 


1665 


RVERKATIEMKSQRTTSDSWLII 

LAKQTGIIRAAKKGKK.TFILHD 

GPPYANGSIHIGHSVNK1LKDII 

VKSKGLSGYDSPY VPG WDCHG 

LPIELKVEQEYGKPGEKFTAAE 

FRAKCREYAATQVDGQRKDF1 

RLGVLGDWSHPYLTMDFKTEA 

NI1RALG Kl IGNGHLHKGAKPV 

HWCVDCRSALAEAEVEYY\DK 

TSPSIDV/AHPFMGFDVPAILGD 

HVTLDAGTGAVHTAPGHGPDD 

YVIGQKYGLETANPVGPDGTY 

LPGTYPTLDGVNVFKANDIVVA 

LLQEKGALLHVEKMQHSYPCC 

WRHKTPIIFRATPQWFVSMDQK 

GCDIGFHASSNGKRRADDSTDN 

HVRRLCARQRGQPHPHQFQRT 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24463 


54831 


A 


24601 




1190 


MTDFRESDTMSLFDKK.HLVSP 

ADALPGRNTPMPVATLHAVNG 

HSMTNVPDGMEIAIFAMGCFW 

GVERLFWQLPGVYSTAAGYTG 

GYTPNPTYREVCSGDTGHAEA 

VRIVYDPSVISYEQLLRK.YRCV 

AVALLGYFKCKPILLNPSYKSM 

QDDLAFIARFHFKDLKFRRFSL 

KADQKSR1YERVLSIAGVNSWK 

DKQHQPRLVEHLLVCAESWVA 

PRALFDAAIEYLAHQKIAIPAYL 

VAFLVLGPLVLSLIPSQMLPSLT 

WSSITYSIVVIVEAGYQYHSRLR 

RFGR VEVNEQIEYLI HNPIRTRA 

RAVNFVDNNNRLQAPRILRQDS 

WW1TRPLPGLTWAIIGSPGILPQ 

VVKSARVMKQAVAYLEPFIEA 

SKEQGKTNGKMVIATVKGDVH 

DIGKNIVGVVLQCNNYE1VDLG 

VMVPAEKILR*KLGGTPRTL*R 

SNRVPGPPEDRHSCLFGCV/YW 

FLVP*CCLSSLRRCCRR*RGQAS 

RJQ*LLSSKLAIST1L/GLRRFGR 

VEVNEQIEYL1HNP1R/IARQGG 

QLC**QQSASGPTDITAGFMVD 

HQTFTGADVGDNRVARNPATG 

GQ1GARHETGGGLPRTVY*SQQ 

RAGQNQRQDGDRHREGRRPRH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24464 


54832 


A 


24602 


1 


1591 


MGILVSPLLAPLIGGLLDTMWN 

WRACYLFLLVLCAGVTFSMAR 

WMPETRPVDAPRTRLLTSYKTL 

FGNSGFNCYLLML1GGLAGIAA 

FEACSGVLMGAVLGLSSMTVSI 

LFILPIPA AF FG A WFAG RPNKRF 

STLMWQSVICCLLAGLLMWIP 

DWFGVMNVWTLLVPAALFFFG 

AGMLFPLATSGAMEPFPFLAGT 

AGALVGGLQNIGSGVLASLSA 

MLPQTGQGSLGLLMTLMGLLI 

VLCWLPLARGYRLSSWTSTTAS 

EDIDCEEGDGEGNETHGLQLAV 

EPEGLQPNYMGRGKIRFRDTCL 

LFCTQSRGSQWGFARTELVALL 

PPFLSGAADYRAGLALWLARG 

ADCDVDERHRADRQSNLARSS 

GGFIALAAGAKSDRRLRELNQS 

LQKELARNQHLAERLLETEESV 

RRDVARELHDDIGQTITA1RTQ 

AGIVQRLAADNASVKQSGQLIE 

QLSLGVYDAVRRLLGRLRPRQ 

LDDLTLEQA1RSLMREMELEGR 

GIVSHLEW\QSM"NQR*AKTSA* 

RCFVSARKG 


24465 


54833 


A 


24603 


1 


1752 




24466 


54834 


A 


24604 


1 


699 




24467 


54835 


A 


24605 


965 


5516 




24468 


54836 


A 


24606 


84 


3760 




24469 


54837 


A 


24607 


27 


278 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24470 


54838 


A 


24608 


311 


2529 


REWGSTRRCERRJSLSRN1ARW 

RT1WRITRPCRRCVFRF1ASTLR 

LHLHLIMNDLPLEEYPCVRDLV 

PGRFLKFL/HRDPKGTTLVLASD 

LPGR1PVDPRSIIVMLFLAVRWL 

QRQLAGQELLETRATRILNGER 

GSNVLGTIYEWPPRTSSALDTL 

LREIQNAREQHSRLDTLIRSYA 

AQDVKTGLNNRLFFDNQLATL 

LEDQEKVGTHG1VMMIRLPDFN 

MLSDTWGHSQVEEQFFTLTNL 

LSTFMMRYPG ALL ARY HRSDF 

AALLPHRTLKEAESIAVFRALS 

RLPDLWHRSIGTLTEALPQTDK 

RQEQIAVALTSYSGLYGLGYGS 

KEIQLTYSGTAGDLISPGLSAIH 

GRCILNTLVFIVKLRWMENTLH 

RFGTHHGCSAVRSSHLDSGSPR 

RSSWHMARARNH1HVLEENMA 

LLMEQAIANEGLFYRLLYLQRS 

LTAASSLDDMLMRFHRWARDL 

GLAELLVVLPEAKAVGSVAMS 

MLGSDADWGVVLFTSRDASHY 

QQGQGTQLLHEIALMLPELLER 

WIERGWEQQVWRYGFLRYVAF 

LTGWSAQNELKANPAKGVSAP 

KAPRHLPKN 1 DVDDMNRLLD1 D 

INDPLAVRDLMYGAGLRLSELV 

GLDIKHLDLESGEVWVMGKGS 

KERRLPIGRN A V A W1EHWLDL 

RDLFGSERERRQHAGTNVLQT 

ADQRASRARQEGERLHRAAGR 


24471 


54839 


A 


24609 


1 


1749 




24472 


54840 


A 


24610 


1 


2911 


MNIDAKILNKILANRIQQHIKKL 
IHHNQVSFIPGMQGWFNIHKSM 
KVIQHINRTKDKNYMIISIDAEK 
AFDKIQQPFMLKTLKKLVAGM 
MAVAAPDDPPPPSVSSSKPSTV 
APPGR1SPSGRALCTSLPSALSSS 
SKFSLLRIFQVPAKLGMVAVAA 
AAGVNAMLRKVAVAAASKPH 
VEIRQDGDQFYIKTSTTVRTTEI 
NFKVGEGFEEETVDGRKCRVR 
PQSHYSVPVSPLGAHGPLLLEE 
PVSPFAACGAPS 


24473 


54841 


A 


24611 


249 


609 


QIEVCVRIKPtCAGTVLAYS*RSR 
QERPPAPGMTSLSLAAVSSDNP 
VSGDEHIRLARASGRFG1GRVA 
QPKR1QRRSSTPRAATDLGNPG 
HRPCTVRKSALLVVSVCRRHSS 
RSLRFRSC 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24474 


54842 


A 


24612 


942 


1121 




24475 


54843 


A 


24613 


1010 


1658 


EISSSKRSRTVCKRRAPMFSVDS 
FTCHAASAMRLIPESVNSIFTPS 
VAISALYCTVIEAFGSVRIRSKS 
LVVSACSSTRIG\DDLAVPGSGQ 
TVSQSGTRQKR*TECGQF*PSR 
VWWKRCNLLPAAAGHAERLH 
E K HPDRKTRRVRL V WL AGPPT 
RLLGTMGAGTLVLGACCLPWP 
REGAHNVATAACGGWRARCD 
LRFRLSCKLG LSRQFFG WN A 


24476 


54844 


A 


24614 


1 


1995 




24477 


54845 


A 


24615 


1 


2853 




24478 


54846 


A 


24616 


1 


1755 




24479 


54847 


A 


24617 


2942 


3454 


SVPDWLMCTAFLSLSRTNSPRL 
LKAELLLTSSIPVLLPSLLLPRFQ 
VPSLFATAVPVSAAPLIIAPSV*L 
LKTPPADI I RPVTLPLLLNTPAFC 
T1LLMVPVLFTNELSAPAFMVIC 
AVI SPALLRI PPLTSTLF V1TPAF 
LMTAPLSSFTKLLMMPPLVFSR 
RPLDTVI 


24480 


54848 


A 


24618 


1 


2959 


MKRYRPREILPWKVPPGNYTPK 
IFKIKGTGHNPMSAIENFDAHTP 
MMQQYLRLKAQHPEILLFYRM 
GDFYELFYDDAKRASQLLDISL 
TKRGASAGEP1PMAG1PYHAVE 
NYLAKLVNQGESVAICEQIGDP 
ATSKGCCRSGNRNGGRKIVAVS 
LKKVSGAAKPCGHFRSTRYRV 
AYSTIINNKAG1WSAFEGVSAT 
RPNPTPRASPAVRTLSRGTPEPR 
K.I STDADNLAQG SLK ERLP A WL 
WGKKENSKWEVLD 


244gl 


54849 


A 


24619 


441 


1425 




24482 


54850 


A 


24620 


1 


2574 




24483 


54851 


B 


24621 


1 


1725 




24484 


54852 


A 


24622 


160 


390 




24485 


54853 


A 


24623 


892 


1183 




24486 


54854 


A 


24624 


1 


2493 




24487 


54855 


A 


24625 


435 


829 


ASDVLVSEGCR/YRGASALTST 
SVICINTDKALRKIIRLPLNGLR 
KPLNAMTPLPGITWPLCITTEKE 
DLSISDRLSTCIVKFSHPEPEMS 
VRKFVPPA I LLCSVCLRFSCPTR 
HQKAPAKWI LKSCSA WMR 


24488 


54856 


A 


24626 


763 


1863 




24489 


54857 


A 


24627 


1423 


1712 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24490 


54858 


A 


24628 


1 


2792 


MTYLSAQDHELIQVVQNGHLQ 
MCGKSETGNEASPVKC1VLQVL 
RGLQYLHRNFIIHSQEQTIPDPSI 
SDQQETPLLAGDMAQRGRRGG 
FYYVTAYIYVDKKAPVHMRTA 
AQGLITLCCQGFGSLLGYRLGG 
VMMEKMFAYQEPVNGLTFNW 
SGMWTFGAVMTAIIAVLFMIFF 
RESDNEITAIKVMEDSMSSATT 
LTTPQEQVDSLIMQIAEENGLE 
VLDQLSQLPEGASAVGESSVRS 
QEDQLSRSF1CLMAMM 


24491 


54859 


C 


24629 


213 


345 




24492 


54860 


A 


24630 


1 


474 


M H QTT AKTPHTS YPNN YEEHN 

RRANRSKNYDRIRHTTIILKRTN 

PAQTITNLLKSRFNRYNYVQPR 

SCRSIF1H1PGERDLNLCIAPNPP 

AIFPTSIGYLGPDLNNLPTYAPFI 

TTNLTG PAPTTTHP VGN LGTTG 

NPEPGGCGILIVWCCVNWACL 

WDSVVAAPREPYMPAGLLRHR 

RHYRHRREDLIAVPAARQTDE 

NRRPALCHEYAVGHRKIKTNV 

EHTEPYILPL1THSQPLNRGAFF 

CPGVRFLVVSVLDFEKRL**RR 

WRRSPAGPGSRGAATTLSQRQ 

AQLTQHQT1R1PHPPGSGLPVVP 

KFPTGCVVVGAGPVRFVVING 


24493 


54861 


A 


24631 


1 


924 




24494 


54862 


R 


24632 


177 


468 




24495 


54863 


B 


24633 


592 


883 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24496 


54864 


A 


24634 




1926 


MATAKANQEIQEWLGKYGTAR 

VKLNVDKDFSLKDSSLEMLYPI 

YDTPTNMLFTQGAIHRTDDRTQ 

SNIGFGWRHFSGNDWMAAVIT 

FIDHDLSRSHTRIGVGAEYWRD 

YLKLSANGYIRASGWKKSPDIE 

DYQERPANGWDIRAEGYLPAW 

PQLGASLMYEQYYGDEVGLFG 

KDKRQKDPHA1SAEHSPEFRSE 

ALKLVNASVLLPQPVNSACMN 

HNSTTGAVNSKISRRLLNVNW 

RCLPRLHVSNASWQNGMKSWL 

S SKRPRHTSEAPEMKY VF I EKH 

QAEFSIKAMCRVLRVARSGWY 

TWCQRRTR1NIA V VRRADG SRT 

SFVYTSYLAKVNEEWKNNVGT 

GSTVKWPIGLGGKGNDGIAAF 

VQRLPGAIGYVEYAYAKQNNL 

AYTKLISA*NEVCLY*KTSG*V 

QHQSNVPR/RSGWPAAAG1RGV 

SGGQG*TLL*YAAQMAPELPSS 

TPATWRK*TKSGKTTLV/HGST 

VKWPIGLGGKGNDG1AAFVQR 

LPGAIGYVEYAYAKQNNLAYT 

KLISADGKPVSPTEENFANAAK 

GADWSKTFAQDLTNQKGEDA 

WPITSTTFIL1HKDQKKPEQGTE 

VLKFFDWAYKTGAKQANDLD 

YASLPDSVVEQVRAAWKTN1K 

DSSVNFDMANVFFRVTPGNFL 

VNREASHQRRVFAVRAGVDFI 

YRASSDGLRRCRDRRTRFKRIN 


24497 


54865 


A 


24635 


1387 


1639 


ESKPLNLGRGSGFLLTRALSAQ 
PLWQSPDQHLTPQAGLRSRL*A 
QRQA*QKTASRVV*PKPLWAL 
VKATSED1SVVL* ESACQC 


24498 


54866 


A 


24636 


1570 


2516 


IE V AMSI VVKNN I H WVGQRD W 

EVRDFHGTEYKTLRGSSYNSYF 

IREEKNVL1DTVDHKFSREFVQ 

NLRNEIDLADIDYIVINHAEEDH 

AGALTELMAQIPDTP1YCTANAI 

DS1NGHHHHPEWNFNVVKTGD 

TLD1GNGKQLIFVETPMLHWPD 

SMMTYLTGDAVLFNYDAFGQH 

YCDEHLFNDEVDQTELFEQCQ 

RYYANILTPFSRLVTPKITEILGF 

NLPVDMIATSHGVVWRDNPTQ 

IVELYLKWAADYQEDRITIFYD 

TMVNNTPMMADAIAQGIA\ETG 

PRLAGENFNVVARNDKHEDPDL 

LSFRSERGA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24499 


54867 


A 


24637 


24 


363 




24500 


54868 


A 


24638 


2 


366 


RATPRHI1VRFTKVEMKEKMLR 
AAREKGRVTLKGKPIRLTADLS 
AETLQARREW*QNLSAFACL*R 
ILFLLHL * SL V WL DMKC WVEN S 
FL*EC*ILAPTLFWLVGFLPRDP 
LLV*WASL*G*PDLSLWLPLAF 
FPSFQLW*I*QLCVLELL 


24501 


54869 


A 


24639 


232 


292 




24502 


54870 


A 


24640 


4 


911 




24503 


54871 


A 


24641 


2795 


3226 


SWWISFLMCCW1WFASILLRIFA 

SMFIKDIGLKFPFL V VSLPGFG I 

RMMLAS*NELGRIPSFSIGWNSF 

RRNGTSSSLYLW*NSAVNPSGP 

GLFLVGKLLVIASISEPVIGLFTD 

STSSWFSLGRVYVSRNLSISSRF 

SSLFA 


24504 


54872 


A 


24642 


] 


3285 




24505 


54873 


A 


24643 




4368 




24506 


54874 


A 


24644 


200 


335 


YALLNKDSSPWYPFSVPVLASN 
TRYLWPLSST**GSLSVWLSPD 
V 


24507 


54875 


A 


24645 


174 


263 




24508 


54876 


A 


24646 


1244 


1354 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24509 


54877 


A 


24647 


194 


2481 


GMFRMNLMEPLTQC1NAGHEM 

TKAIAIAQFNDDSPEARKITRR 

WRIGEAADLVGVSSQAIRDAEK 

AGRLPHPDMEIRGRVEQRVGY 

TIEQiNHMRDVFGTRLRRAEDV 

FPPVIGVAAHKGGVYKTSVSVH 

LAQDLALKGLRVLLVEGNDPQ 

GTASMYHGWVPDLHIHAEDTL 

LPFYLGEKDDVTYAIKPTCWPG 

LDHPSCLALHRIETELMGKFDE 

GKLPTDPHLMLRLAIETVAHDY 

DVIVI\DSAPNLGIGTINVVCAA 

DVLIVPTPAELFDYTSALQFFD 

MLRDLLKNVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WGSMVMKNVVRETNEVGKAA 

PM VDS LI ARVG VM ARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPAFG RRVSG VI E I 

ADGSRRRKAAALTESDYRVLV 

G ELDDEQM AALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAENISRK1ITRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGVIFEAEEVITLLTSVLKTSS 

ASRTSLSSRHQFAPGATVLYKG 

DKMVLNLDSPQSFSPGAGDHA 

NSPQSSSPSTGVHINSPQLSSLS 

AGVHTISPQSSNPSVGVTALSHP 

DLVWVFTLTAHSRPVLVWVFT 


24510 


54878 


A 


24648 


1361 


1694 




24511 


54879 


A 


24649 


1 


3852 


MKLMETLNHCINAGHEMTKAV 
AIAQFNDDSPEARKITRRWRIG 
EA ADL VG VSSQAIRDA EKAGR 
LPHPDMEI RGRVEQRVG YTIEQI 
N HMRDVFGTRLRRAEDVFPP VI 
GVAAHKGGVYKTSVSVHRAQ 
DLALKGLRVLLVEGNAPQGTA 
SVYHGWVPDLHIHAEAALLPF 
Y LGEKDD VTYAIKPTC WPG LDI 
IPSCLALPRIEPELMGK/FDEGRS 
FMPGPP/HHHPLGRSSQ*QVSNS 
LDRAAKGN*KPLCHC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


||| 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24512 


54880 


A 


24650 


1 


1720 


MEKLLLENDSLSKDVSRLETVF 

VPPEKHEKEIIALKSNIVELKXQ 

LSELKK.KCGEDQEKIHALTSEN 

TNLKKMMSNQYVPVKTHEEV 

KMTLNDTLAKTNRELLDVKKK 

FEDINQEFVKIKDKNEILKRNLE 

NTQNQIKAEYISLAEHEAKMSS 

LSQSMRKVQDSNAEILANYRK 

GQEEIVTLHAEIKAQKKELDTIQ 

ECIK1MKRAPV1PKHTLNTQPVE 

DTSLSTPAAPMVDSLIARVGVM 

ARGNAITLPVCGRDVKFTLEVL 

RGDSVEKTSRVWSGNERDQEL 

LTEDALDDLIPSFLLTGQQTPAF 

GRRVSGVIEIADGSRRRKAAAL 

TESDYRVLVGELDDEQMAALS 

RLGNDYRPTSAYERGQRYATR 

PQNEFAGN1SAMADAENISRKII 

TRC1NTAKLPKSVVALFSHPGE 

LSARSVIDSAPNLGIGTINVVCA 

ADVL1VPTPAELFDYTSALQFFD 

MLRDLLKNVDLKGFEPDVRILL 

TKYTNINASQSP\WMREKFGMA 

WESMVLKNVVRETDEVGKGQI 

RMRADFV\QAIDQRSSTGAWRN 

ALS1WEPVCNEIFDRLIKPRSEIT 


24513 


54881 


A 


24651 


1094 


2271 


APFHRPHTKQSLQEQTDVVSIN 
EFLKQMAF*AQKLKE/WRTSAA 
SDITPAGFCSCRA1KDAEKPGRL 
PHPD\MEFRDRVDQ\RVVSPFGQ 
I l\H MRN VFGPRLPR AKDVFPPV 
IGVAAHKGGVYKTSVSVHLAQ 
DLALKGLRVLLVEGN\DP\QGT 
A SM V SREGDPALHIYVQE APFLP 
FYLGEKDDVTYAIKPTCCPGLN 
I1PSCLALPRIETELMGKFDEGK 
L PTDPHLMLRL A I ET VAHAHD Y 
DV I VI DS APNLG1GTIN VVC AAD 
V\LIVLTPVE\MFDYTSARQFFD 
MLRDLLKNA\DLKGFEPEVR1L 
LTKYSNSNGSQFP\WMEEQIRD 
AWGSMVLKNVVRETGVEVGKG 
\QIRMRT\VFEQAIDQRSSTDTSL 
STPAAPMVDSLIARVGVMASR 


24514 


54882 


A 


24652 


1 


1415 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24515 


54883 


A 


24653 


3008 


8165 


ILIPFFIGLQNRFTQFRLSETKEIT 
NPYAMRLYESLFQSSKTNGSGI 
VSLKIDWIIERYQLPQSYQRMP 
DFRRRFLQ VCVN EINSRTPM RL 
SYIEKKKGRQTTHIA1RDAEKA 
GRLPHPDME1RGRVEQRVGYTI 
EQINHMRDVFGTRLRRAEDVFP 
PVIGVAAHKGGVYKTSVSVHL 
AQDLALKGLRVLLVEGNDPQG 
TA\SMYHEWVQNLHIHAEDTLL 
PFYLGK.KDDVTYAIKPTCWPGL 
DI1PSCLALHRI 


24516 


54884 


A 


24654 




848 




24517 


54885 


A 


24655 


2354 


3640 


NVICNQELVYSSRHQFAPGATV 
LYKGDKMVLNLDRSRVPTEYR 
YGVFLNVLLPATKYFQLHDPSL 
RN M ELN YSL ASEDLV LKGLRV 
LLVEGNDPQGTASMYHGWVP 
DLH1HAEDTLLPFYLGEKDDVT 
YAIKPTCWPGLDIIPSCLALHR1 
ETHLMGKFDEGKLPTDPHLML 
RLAIETVAHDYDVIVIDSAPNL 
GIGTINVVCAADVLIVPTPVE\L 
FDYASARQFFHMLRPLLKNVD 
LKGFEPDVR1LLTK.YSNSNGSQ 
SPWMEEQIRDAWGSMVLKNV 
KEFAGNISALADAENJSRKIITR 
C1NTAKLPKSVVVFFLTPVNYL 
PGDALQKAFTDKEELLKQQAS 
NLHEQKKAGVIFEAEEVITLLTS 
VLKTSSASRTSLSSRHQFAPGA 
TVLYKGDKMVLNLDRSRVPTE 
CIEKIEAILKELEKPAP 


24518 


54886 


A 


24656 


667 


870 


Q1VSSEPKYTDFLSKIPFEQRVR 
DVQRNGDHTEGAVR*LSIAFFS 
ALLKLLAFFTEEVRAAAVVRFV 


24519 


54887 


B 


24657 


1 


1086 




24520 


54888 


A 


24658 


2 


250 


WRTKSLDI PPLI YPNGI VKN I LR 
HLSQLLNVPITRPFSWILRPF*RP 
*RKJSTSFIRPLFTFLPA**MLIRS 
SVWQ*KTVSW 



3241 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24521 


54889 


A 


24659 


1 


1608 


MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLLYMTYRKPDGS 

GIVSLKIDWIIERYQLPQSYQRM 

PDFRRRFLQCIN AG HEMTKAIAI 

AQFNDDSPEARKITRRWRIGEA 

ADLLGVSSQAIRDAEKAGPLPH 

PDMENRGRVEQRGGYTIEPNN 

HMRDGVGTRWRRAEDVFYPPLI 

G\VAGHKGGR\YKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLM LRL AIET V AH D YD V 1 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLPD 

LVKNRDLKGVEPDMRKQRHR 

KAKDLLAQDPTAMTTDELLKE 

ATRCPICTAYLEKPMSLECECV 

FCLSCTNSLQKEPQGEGVLCPF 

CLEASQKNNIRLNRQLGRLVSH 

IKELEPKLKKILKMNFKDAEVP 

RFSSPKPCSSFFSTCYLSKNCSN 

HPCYSPYPGSGWG 


24522 


54890 


A 


24660 


1 


1128 




24523 


54891 


A 


24661 


1035 


1208 


SLIDRIEALG1FRFAAV*GSAAY 
HGV*YERRRTFLCMLFGYFLSR 
RLESLLLPEVQS 


24524 


54892 


A 


24662 


1 


1316 


MEIRGRVEQRVGYTIEQINHMR 
DVFGTRLRRAEDVFPPVIGVAA 
HKGGVYKTSVSVHLAQDLALK 
GLRVLLVEGNDPQGTASMYHG 
WVPDLH I HAEDTLLPF Y LGEKD 
DVTYAIKPTCWPGLDIIPSCLAL 
HR1ETELMGKFDEGKLPTDPHL 
MLRLAIETVAHDYDVIVIDSAP 
NLGIGTINVALQNFQRYTGIQH 
VHRIGMAERMWCDRNRERHT 
VSSSGGNRLPNPGPDRSDLALK 
GLRVLLVEGNDPQGTASMYHG 
WVPDLHIHAEDTLLPFYLGEKD 
DVTYAIKPTCWPGLDIIPSCLAL 
HRIETELMGKFDEGKLPTDPHL 
MLRLAIETVAHDYDVIVIDSAP 
NLVFRICFVIWAQERIDIKGFEP 
DVRILLTKYSNSNGSQSPWMEE 
QIRHAWGSMVLKN/VVRETDE 
VGKDTGVRSKSIWCHRNSRWE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24525 


54893 


A 


24663 


504 


1254 


SYVKYFPHQPAQKYFQQIHSAI 
GLHNADHVHKHLLGDNRYPIW 
1MQPSAHHPARQPEHDIAFGKC 
SSSVSVHLAQDLALKGLRVLLV 
EGNDPQGTASMYHGWVPDLHI 
H AEDTLL PF Y\DPHLM LRL AIET 
VAHDYD V I VIDSAPNLGIGTINV 
VCAADVLIVPTPAELFDYTSAL 
QFFDMLRDLLKN VDLKGFEPD 
VRILVVRVSQRMVVAGCIIAFID 
KLLNVLICFPFSVKNRFVIFHSV 
DFECVIRF 


24526 


54894 


A 


24664 


1 


3216 


MKLMETLNQC1NAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDME1RGRVEQRVGYTIEQ1 

N HMRDVFGTRL RRAED VFPPG 

FGDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

S L V K.RKTTLAPN TQTA SPRAL A 

DSLMQLARQVSRL/VKRAPTC 

WPGLDIIPSOLALPRIETELMGK 

FDEGKLPTDPHLMLRLAIETVA 

HDYDVIV1DSAPNLG 


24527 


54895 


A 


24665 


1 


419 


MSSSDKDFDFSVANMVNFFAP 
VFPMGKYYTQADKVLIPLAIQE 
HDGICEIHVAKYAEIFGLTSAEA 
SK.D1RQALK.SFAGKEVVFYRPE/ 
VGCRR*KRL*IFSLVYQTCAQSI 
QRALQCTYQP1SHSLLYRVTEP 
VYAVSA 


24528 


54896 


A 


24666 


1 


2598 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24529 


54897 


A 


24667 


1 


2027 


MRGHREKAAACKPRTRASEGT 

TPASTFILDFQPPNCNYTSGDNH 

TLRDPH YVEDKGH K YL VFE AN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGIIELNNDYTLKKVM 

KPLITSNTVTDEIERANVFKMN 

GKWYLFTDSRGSKMTIDGINSN 

DIYMLGYVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTFTYSHFA 

VPQAKGILCEEDNYTAGDNHM 

MRAPHCEEDRAHKFVVFDANA 

GTESGHQGESSLFNRACGGGGT 

FFFSKESQKLQQSAKKRDCINA 

G HEMTKAI A I AQFN DDSPE ARK 

ITRRWRIGEAADLVGVSSQAIR 

DAEKAGRLPHPDMEIRGRVEQ 

RVGYTIEQINHMRDVFGTRLKR 

AEDVFPPVIGVAAHKGGVYK.T 

SVSVHLAQDLALKGSLLLPK.ND 

FLFKLGLEGHLPLGKIHSPPTGA 

DVARGSSGLPKSELFLPERNTQ 

ELQQDSEEGPLALQVLQSNLM 

DFADFGTTI K.QDFRLLGQTS VD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQNNDGIC 

EIHVAKYVEIFGLTSAEASKDIR 

QALKSFAGKLVVFYRPE/VGCR 

R*KRL*IFSLVYQTCAQSIQRAL 

QCTYQPISHSLLYRVTEPVYAV 


24530 


54898 


A 


24668 


1 


989 


PW1SAPVPVDVVEGAMDSVTV 
LSFGGLMLYFCAGWPPARRWC 
FPESISCGSMERDQWWGLQVA 
KRAGLAGGQSGRTVLRERVRIE 
IASTHIALAARHSDWRCCRNGR 
YPARGPAALQNFQRYTGIQHV 
HRIGMAERMWCDRNRERHTVS 
SSGGNRLPNPGPDRSCDNLKTC 
HTSHGSVMAETAVINHKKRKN 
SPRIVQSNDLTEAAYSLSRDQK 
RMLYLFVDQIRKSDGTLQEHD 
GICEIHVAKYAEIFGLTSAEASK 
DIRQALKSFAGKEVVFYRPEA^ 
GCRR*KRL*IFSLVYQTCAQSIQ 
RALQCTYQPISHSLLYRVTEPV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24531 


54899 


A 


24669 


350 


1203 


LLTARLTWVSARLMSDFADFG 

TTIKQDFRLLGQTSVDRLLQLS 

QGQAVK.GNQLLPVSLVK.RKTT 

LAPNTQTASPRALADSLMQLA 

RQD/LALKGLRVLLVEGNDPQG 

TASMYHGWVPDLHIHAEDTLL 

PFYLGEKDDVTYAIKPTCWPGL 

DIIPSCLALHRIETELMGKFDEG 

KLPTDPHLMLRLA I ETV AHD YD 

VIVIDSAPNLGIGTINVVCAADV 

LIVPTPAELFDYTSALQFFDMLR 

DLLKNVDLKGFEPDVRILLTKY 

SNSNGSQSPWMEEQIRDAEGSR 


24532 


54900 


A 


24670 


1 


936 




24533 


54901 


A 


24671 


1070 


1324 


LGTPGGCSRMTCALVPL1PNDD 
TPTRRTRPLLGQGVFSVRS*TVP 
ADQSTSGDGDSTCNVRGSCPCR 
IAITILITPATPAAACV 


24534 


54902 


A 


24672 


1 


1212 




24535 


54903 


A 


24673 


2373 


3381 


FKRGQYGQLLRPRFHHGQ1LYA 
RRQGADAAGDSGIW/HG1WTEP 
MTM*KKDER*PSPTQAS*DNW 
KSIRGSCWQALSITRN/CKNSPR1 
VQSNDLTEAAYSLSRDQKRML 
YLFVDQIRKSDGTLQEHDGICEI 
HVAKYAEIFGLTSAEASKDIRQ 
ALKSFAGKEVVFYRPEEDAGD 
EKGYESFPWFIKRAHSPSRGLY 
SVHINPYLIPFFIGLQNRFTQFRL 
SETKEITNPYAMRLYESLCQYR 
KPDGSGIVSLKIDWIIERYQLPQ 
SYQRMPDFRRRFLQHIFVLRER 
PETVLIDLIQRTKJDAVRELDNL 
QYRKMKKLLFQEAHNGPAVEA 
QEEEEDD 


24536 


54904 


A 


24674 


31 


811 


RRGLLGTRLRLSEDVFPPVLGV 
AAHKGGVDKTSVSVHLAQDLA 
LKGLRVLLVEGNDPQGTASMY 
HGWVPELHIHAEDTLLPFYLGE 
KDDVTYAIKPTCWPGLDIIPSCL 
ALHRIETELMGKFDEGKLPTDP 
HLMLRLAIETVAHDYDVIVIDS 
APNLGIGTINVVCAADVLIVPTP 
AELFDYTSALQFFDMLRDLLKN 
VDLKGFEPDVRILLTKYSNSNG 
SQSPWMEEQIRDAWG\SMVLK 
NVVAFQNLEFLFILLRIWL 


24537 


54905 


A 


24675 


1004 


1105 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24538 


54906 


A 


24676 


1 


1139 


MEKKITGYTTVDISQWHRKEHF 
E AFQSV AQCTYNQTVQLDI KK 
KLKTVKKNKHKFYPAFIHILAR 
LMNAHPEFRMAMKDVAEYNG 
YHVVFALAGSPK.DADDTSIYM 
FYQKVGDNSIDSWKNAGRVFK 
DSDKFDANDPILKDQTQEWSGS 
ATFTSDGK1RLFYTDYSGKHYG 
KQSLTTAQVNVSKSDDTLKING 
VEDHKTIFDGDGKTYQNVQQFI 
DEGNYTSGDNHTLRDPHYVED 
KGHKYLVFEANTGTENGYQGE 
ESLFNKAYYGGGTASSIRKSDG 
TLQEHDG ICEIH V AKYAEIFGLT 
SAEASKDIRQALKSFAGKEVVF 
YRPE/VGCRR*KRL*IFSLVYQT 
CAQS1QRALQCTYQPISHSLLYR 
VTEPVYAVSA 


24539 


54907 


A 


24677 


1 


930 




24540 


54908 


A 


24678 




2486 


MNMNIKKIVKQATVLTFTTALL 
AGGATQAFAKENNQKAYKETY 
GVSHITRHDMLQIPKQQQNEKY 
QV PQFDQST1KN IESA KGLDVW 
DKWPLANADGTVAEYNGYNV 
VDKFDANDPILKDQTQEWSGS 
ATFTCDGKIRLFYTDYSGKHYG 
KQSLTTAQVNVLKSDDTLK1NG 
VEDHKA I FDGDGKTYQN VQQL 
IDEGNYTSGDNHTLRDPHYVED 
KGHKYLVFEANTGTENGYQGE 
ESLFNKAYYGGGTNFFRKESQK 
LQQSAKKRDAELANGALGIIEL 
NNDYTLKKVMKPLITSNTVTDE 
IERANVFKMNGKWYLFTDSRG 
SKMTIDGINSNDIYMLGYVSNS 
LTGPYKPLNKTGLVLQMGLDP 
NDVTFTYSHFAVPQAKGNNVV 
ITSYMTNRGFFEDKKATFAPSF 
LMNIKGNKTSVVKNSILEQGQL 
TWLQVAKRAGLGGGQSGRTVL 
RERLPNYKNFKGTIQELGQNQY 
A V SGEIF V VDRNTVEITELP V RT 
WTQVYKEQVLEPMLNGTDKTP 
ALISDYKEYHTDTTVKFVVKM 
TEEKLAQAEAAGLHKVFKLQT 
TLTCNSMVLFDHMGCLKKYET 
VQDILKEFFDLRLSYYGLRKEW 
LVGMLGAESTKLNNQARFILEK 
IQGKITIENRSKKDL1QMLVQRG 
YESDPVKAWKEAQEKCDNLKT 
CHTSHGSVMAETAVINHKKRK 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
.sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24541 


54909 


A 


24679 


5 


253 


SAPKVWRGLRQQGAGISVLP*V 
CAQP/VQVAKAPEL1LNFDLPK 
KYFDKL/R/DTHFFSPHTGKFPT 
VK.ILMAPFANSASRGVALC 


24542 


54910 


A 


24680 


334 


842 


PDKEGNEIWVDMYTVKPSGWT 
VRTFDKPRKRFIAFFIAGILFRAI 
KNHFLPRETLQCLPYILTGFRRG 
QSEYFSIFSNMDLADTVMFLVG 
GHKIFVFHCHTELRMSIHQAGK 
NVNKGRIKLVLIFLYGL*/QRP* 
YPAERSGYRYIEQLTEMPQNVL 
YDA1G1YQRWYIQ 


24543 


54911 


A 


24681 


676 


1169 


DNLKTCHTSHGSVMAETAVIN 
HKKRKNSPRIVQSNDLTEAAYS 
LSRDQKPvMLYLFVDQIRKSDGT 
LQEHDGICEI H VAKYAEIFGLTS 
AEASKD1RQALKSFAGKEVVFY 
RPE/VGCRR*KRL*IFSLVYQTC 
AQS1QRALQCTYQPISHSLLYRV 
TEPVYAVSA 


24544 


54912 


A 


24682 




783 




24545 


54913 


A 


24683 




1884 




24546 


54914 


A 


24684 




1 131 




24547 


54915 


A 


24685 




2856 




24548 




A 


24686 


528 


725 




24549 


54917 


A 


24687 




898 








A 


24688 


1879 


2343 




24551 


54919 


A 


24689 




1254 




24552 


54920 


A 


24690 




1113 




24553 


54921 


B 


24691 




1156 




24554 


54922 


B 


24692 




1980 




24555 


54923 


B 


24693 




1932 




24556 


54924 


A 


24694 




663 




24557 


54925 


A 


24695 


1123 


1764 




24558 


54926 


A 


24696 


2 


1772 




24559 


54927 


A 


24697 


1 


1040 


MELKTKARELREECRSLRSRCN 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANVQIQE 

IQRTPQRYSSGRETPRHIIVRFT 

KVEMKEKMLRAAERKCDNLK 

TCHTSHGSVMAETAVINHKKR 

KNSPRIVQSNDLTEAAYSLSRD 

QKRMLYLFVDQIRKSDGTLQE 

HDG ICEIH V AKY A E 1FGLTS AEA 

SKDIRQALKSFAGKEVVFYRPE 

EDAGDEKSYEQPSKDIRQALKS 

FAGKEVVFYRPE/VGCRR*KRL 

*IFSLVYQTCAQSIQRALQCTYQ 

P1SHSLLYRVTEPVYAVSA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24560 


54928 


A 


24698 


1683 


4289 


RVFKDSDKFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSDDT 

LKINGVEDHKTIFDGDGKTYQN 

VQQFIDEGNYTSGDNHTLRDPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELHNDYTLKKVMKPLITSN 

TVTDEIERANVFKMNGKWHSK 

ILVSGTHRARTEVEVTDPIHQQ 

RMGCCFTVGAGEICEKPTGCFF 

TPLPNCNCQWTGSA1LDRRSHS 

HPHSPASGSWVKVVTGSYQLT 

HSPG1GLRDFADFGTPHQTGFSP 

AGANQRGPLVATLSGPGGEGQ 

SAVARLTGEKKNHPGAQYANR 

LSPRVGRFINAAGTTGFPTGKR 

AVSATQLMHFK1LVSRAHRART 

ELE VTDPG SS A ENGLLFP V VLL 

LRKARKTLMPPHSTCFIKRSAP 

TQSTAGKTRPRVLKDSDKFDA 

NDPILKDQTQEWSGSAPFTSDG 

KIRLFYTDYSGKHYGK.QSLTTA 

QVNVSKSDDTLKINGVEDHKTI 

FDGDGKTYQNVQQF1DEGNYT 

SGDNHTLRDPHYVEDK.GHKYL 

VFEANTGTENGYQGEESLFNKS 

VLRRRH E LLPDF ADFGPTI KQD 

FRLLGQTSVDRLLQLSQGQAV 

KGNQLLPVSLVKRKTTLAPNTQ 

T A SPRAL ADS LMQL ARQ VSRLE 


24561 


54929 


B 


24699 


1 


2034 




24562 


54930 


A 


24700 


1 


1038 




24563 


54931 


A 


24701 


1 


1149 




24564 


54932 


A 


24702 


2 


823 


WPLQNADGTVAEYNGYHVVF 
AL AG SPKDADDTSI YMF YQK V 
GDNSIDSWKNAGRVFKDSDKF 
DANDPILKDQTQEWSGSATFTS 
DGKIRLFYTDYSGKHYGKQSLT 
TAQCDNLKTCHTSHGSVMAET 
AVINHKKRKNSPRIVQSNDLTE 
AAYSLSRDQKRMLYLFVDQIR 
KSDGTLQEHDGICE I H VAKY AE 
1FGLTSAEASKDIRQALKSFAGK 
EVVFYRPEEDAGDEK/ML*1FSL 
VYQTCAQSIQRALQCTYQPISH 
SLLYRVTEPGYAVSA 


24565 


54933 


B 


24703 


1 


1206 




24566 


54934 


A 


24704 


2 


1037 




24567 


54935 


B 


24705 


1 


1389 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24568 


54936 


A 


24706 


1 


602 


MGTGDFICISMTGGAPWGFRLQ 
GGKEQKQPLQVAKWANLKPGP 
PSHG S VM AETA V INHKKRKM SP 
RIVQSNDLTEAAYSLSRDQKRM 
LYLFVDQ1RKSDGTLQEHDG1C 
EIHVAKYAEIFGLTSAEASKDIR 
QALKSFAGKEVVFYRPE/VGCR 
R*KRL*IFSLVYQTCAQSIQRAL 
QCTYQPISHSLLYRVTEPVYAV 


24569 


54937 


— 


24707 




774 




2457Q 


54938 


— 


24708 


1479 


1947 




24571 


54939 


A 


24709 




696 










24710 




1773 




24573 


54941 




irTi! — 




1509 




24574 


54942 


— 






891 




24g?5 


54943 


— 


24713 


156 

— 


242 


VAGRGIGYRLSPNKGLTWSAL 
CKP1AE 


245?6 


54944 


— 


24714 




1866 




245 


54941 


- — 


2471S 








24578 


54946 


— 


24716 




1989 




24579 


54947 


B 


24717 


126 


848 




24580 


54948 


B 


24718 


58 


688 




24581 


54949 


A 


24719 




542 




24582 


54950 


A 


24720 




675 




24583 


54951 


A 


24721 




1209 


MKMPEKH DLL A A 1LAAKEQG 1 
GAILAFAMAYLRGRYNGVLEA 
RSLKSRCQQSHALAEGSRGGPP 
VTGRFKSTFTADSWNRYSLPSL 
TGGGNILHSRTHRRTVSRLLGR 
RWQELLRDVFGTRLRRAEDVF 
PPV1GVAAHKGGVYKTSVSVH 
LAQDLALKGLRVLLVEGNDPQ 
GTASMYHGWVPDLHIHAEDTL 
LPFYLGEKDDVTYAIKPTCWPA 
LDIIPSCLALHRIETELMGKFDE 
GKLPTDPHLMLRLAIETVAHDY 
DVIVIDSAPNLGIGTINVVCAAD 
VLIVPTPAELFDYTSALQFFDM 
LRDLLKNVDLKGFEPDVRILLT/ 
KYSNSNGSQSPWMEEQMRDAW 
GSMGLKNV/VRETDE1G\KGQIR 
MRTVFETAMDKRLLTGAWEK 
AFFFLEPG FEEKSNR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24584 


54952 


A 


24722 


1 


743 


MIGMELPGLEGTELEGCHEREV 

VYDRVRVFEKRGEARHVEARS 

PGGGSEKRGWGGARHQRMCR 

KGADNGGAGRARRVARLRQL 

ASRA1GRRKGAVLYQTPVINHK 

K.RKNSPRIVQSNDLTEAAYSLS 

RDQKRML YLF VDQI RKSDGTL 

QEHDGICEIHVAKYAEIFGLTL 

WREASKDIRQALKSFAGKEVV 

FYRPE/VGCRR*KRL*IFSLVYQ 

TCAQSIQRALQCTYQPISHSLLY 

R V TEPVYAVSA 


24585 


54953 


A 


24723 


1157 


1471 




24586 


54954 


A 


24724 


1 


824 


MEENERDLEINMINMSKELKVE 

NIKKHIGMLEKDEIEIIVTKSILI 

E1EIPTQCLRNLNTLHLAASAGN 

HMSNTACWYGCEDFTSVSTFA 

HQGVGSWDAYEPAASLLLSCD 

NLKTCHTSHGSVMAETAVINH 

KKRKNSPRIVQSNDLTEAAYSL 

SRDQKRMLYLFVDQIRKSDGTL 

QEHDGICE1HVANYAEIYGLTS 

AEASKDIRQALKSFAGKEVVFY 

RPE/VGCRR*KRL*1FSLVYQTC 

AQSIQRALQCTYQPISHSLLYRV 

TEPVYAVSA 


24587 


54955 


A 


24725 


996 


1169 


SLIDRI EALGIFRFAAV*GSAAY 
HGV*YERRRTFLCMLFGYFLSR 
RLESLLLPEVQS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24588 


54956 


A 


24726 


3 


1743 


DSPE\ARKITRRWRIGEAADLV 

GVSSQAIRDAEKAGRLPHPDME 

I RGRVEQRVGYTI EQIN HMRDV 

FGTRLRRAEDVFPPVIGVAAHK 

GNDPQGTASMYHGWVPDLHIH 

AEDTLLPFYLGEKDDVTYAIKP 

TCWPGLD1IPSCLALHRIETELM 

GKFDEAQPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

KYSNSNGSQSPWMEEQIRDAW 

GSM VLKNVVRETDEVGKGQIR 

MRTVFEQAIDQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLPVCGRDVKFTLEVLRGDSVE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIEIADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

KYFLRWLMRKIFH1ITRCINTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAGVIFEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKM V LNLDRSRVPTECIEKI 

EA1LKELEICPAP 


24589 


54957 


A 


24727 


1 


1623 




24590 


54958 


A 


24728 


1 


1863 




24591 


54959 


A 


24729 


1 


2622 




24592 


54960 


A 


24730 


1 


1338 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24593 


54961 


A 


24731 


1 


1823 


MNMN 1 KKI VKQ ATV LTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQST1KNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGK.HYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDG KT YQNVQQFI DEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAK.KRDAELANGALGIIELNND 

YTLKKVMKPL1TSNTVF1RDKL 

MERRNRRTGRTEKARIWEVTD 

RTVRTW1GEAVAAAAADGVTF 

SVPVTPHTFRHSYAMHMLYAG 

IPLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRCDNLKTCHTS 

HGSVMAETAVINHKKRKNSPR1 

VQSNDLTEAAYSLSRDQKRML 

YLFVDQIRKSDGTLQEHDGICEI 

HVAKYAEIFGLTSAEASKDIRQ 

ALKSFAGKEVVFYRPE/VGCRR 

*KRL*IFSLVYQTCAQSIQRALQ 

CTYQPISHSLLYRVTEPVYAVS 


24594 


54962 


A 


24732 


1476 


2221 





3252 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24595 


54963 


A 


24733 


1 


815 


MRVGRKAVGAIWWSSKQELFQ 

QLFLRTELEDIGPGIVKRELGRE 

GSKDTGSSDDWEQLPDWKTKR 

VGNERDQELLIEDALDDL1PSFL 

LTGQQTPAFGRRVSGVIEIADG 

SRRRKAAALTESDYRVLVGEL 

DDEQMAALSRLGNDYRPTSAY 

ERGQRYASRLQNEFAGNISALA 

DAENISRKIlTRClNTAKLPKSV 

VALFSHPGELSARSGDALQKAF 

TDKEELLKQQASNLHEQKKAG 

VIFEAEEVITLLTSVLK.TVQSKN 

LSHFTWICHAETAVINHKKRKN 

SPRJVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIK.HWVTISP 

QTS A YERGQRY A SRCKNEF AG 

N1SALADAENISRK.HTRCINTAK 

LPKSVVALFSHPGELSARSGDA 

LQKA FTDKEELLKQQ ASN LHE 

QKKAGVIFEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMVLNLDRSRVPTECKRK. 

LRPF*SGQRTDTAYVFDPGRDY 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide seque 


on of last 
ino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24596 


54964 


A 


24734 


2 


1249 


DFA DFGTTIKQDFRLLGQTS V D 
RLLQLSQGQAVKGNQLLPVSL 
VKRKTTLAPNTQTASPRALADS 
LMQLARQVSRLESGQLAISGRI 
LFLPMLNSINKLAAPSQPCTEPF 
FRRDPTLHPKSEVRLPPKVTTIT 
VISNPILITPQEKSVAQCTYNQT 
VQLD1TAFLKTVKKNK.HKFYPA 
FIHILARLMNAHPEFRMAMKD 
GELV1WDSVHPCYTVFHEQTET 
FSSLWSEYHDDFRQFLHIYSQD 
VACYGENLAYFPKGFIENMFFV 
SAN P WVSFTSFDLN VANMDNF 
FAPVFTMGKYYTQGDKVLMPL 
AIQ1RKSDGTLQEHDG1CEIHVA 
KYAEIFGLTSAEASKDIRQALKS 
FAGKEVVFYRPEEDAGDEKGY 
ESFPWFIKRAHSPSRGLYSVHIN 
PYL1PFFIGLQNRFTQFRLSETKE 
1TNPYAMRLYESLCQYRKPDGS 
G1VSLPIDWI1ERYQLPQSYQRM 
PDFRRRFLQVCVNEINSRTPMR 
LSYIEKKKGRQTTH1IRISDGTL 
QEHDG1CEIHVAKYAEIFGLTSA 
EASKDIRQALKSFAGKEVVFYR 
PEEDAGDERGYESFPWF1KRAH 
SPSRGLYSVHINPYL1PFFIGLQN 
RFTQFRLSETKE1TNPYAMRLY 
ESLCQYHLCGTLRNSRFCEI HV 
AKYAEIFGLTSAEASKDIRQAL 
KSFAGKEVVFYRPE/VGCRR*K 
RL*IFSLVYQTCAQSIQRALQCT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24597 


54965 


A 


24735 


1 


2286 


MLTLILLDLQFMAQLAGYQMS 

FNSTKSKQTKNNFAVGYRTGD 

FQLHTNVNDGAEFGGSVYQKV 

CEELDALINLAWTSSTSCTRFG 

LAAKFQLKPIAFISTKVNHWLT 

GVSYTPPLEAGVKLNLSALCDN 

LKTCHTSHGSVMAETAVINHK 

KRKNSPRIVQSNDLTEAAYSLS 

RDQKRMLYLFVDQIRKSDGTL 

QEHDGICEIHVAKYAEIFGLTSA 

EASKDIRQALKSFAGKEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGLYSVHINPYLIPFFIGLQN 

RFTQFRLSETKEITOPYAMRLY 

EIPVVSIRKPGMGSGIVSLKIDW 

IIERYQLPQSYQRMPDFRRRFLQ 

CINAGHEMTKAIAIAQFNDDSP 

EARKITRRWRJGEAADLLGVSS 

QA1RDAEKAGPLPHPDMENRG 

RVEQRGGYTIEPNNHMRDGVG 

TRWRRAEDVF\PPLIG\VAGHKG 

GR\YKTSVSVHLAQDLALKGLR 

VLLVEGNDPQGTASMYHGWV 

PDLH1HAEDTLLPFYLGEKDDV 

TYAIKPTCWPGLD1IPSCLALHR 

IETELMGKFDEGKLPTDPHLML 

RLAIETVAHDYDVIV1DSAPNL 

GIGTINVVCAADVLIVPTPAELF 

DYTSALQFFDMLPDLVKNRDL 

KGVEPDVFIRDKLMERRNRRT 

GRTEKARIWEVTDRTVRTWIGE 

AVAAAAADGVTFSVPVTPHTF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


III 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oHast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24598 


54966 


A 


24736 


1 


1400 


MDAKMHSGGTAPPGTLSQRQP 

SSNSKTNGSKLNPLKDTLLSTPS 

CPEGELVNAARRSNGSGNAITL 

PVWGRDVKFTLEVLRGDSVEK 

TSRVWSGNERDQELLTEDALD 

DLIPSFLLTGQQTPAFGRRVSGV 

IEIADGSRRRKAAALTESDYRV 

LVGELDDEQMAALSRLGNDYR 

PTSAYERGQRYASRLQNEFAG 

NISALADAENISRKIITRClNTAK 

LPKSV VALFSHPGELSARSG DA 

LQKAFTDKEELLKQQASNLHE 

QKKAGCDNLK.TCHTSHGSVMA 

ETAVINHKKRK.NSPRIVQSNDL 

TEAAYSLSRDQKRMLYLFVDQI 

RKSDGTLQEHDGICEIHVAKYA 

EIFGLTSAEASKDIRQALKSFAG 

KEVVFYRPEEDAGDEKSYEQPS 

KDIRQALKSFAGKEVVFYRPE/ 

VGCRR* KLRL* 1FSL VYQTC AQSI 

QRALQCTYQPISHSLLYRVTEP 


24599 


54967 


A 


24737 


1 


1628 


MLHITNDQGNASQNUNAMPPY 

SCKNGHNLKTVDGGMDAVMG 

EHFYTAGLSQGPLKGSFLLFFN1 

L1LVCPPIFRVSGNEVFIRDKLM 

ERRNRRTGRTEKARIWEVTDRT 

VRTW1GEAVAPLLLTCDNLKTC 

HTSHGSVMAETAV1NHKKRKF 

SPRIVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

D1RQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

G L YS VHINPYL I PFFIGLQNRFT 

QFRLSETKEITN P Y A MRL YESL 

CQYRKPDGSGIVSLKIDWIIERY 

QLPQSYQRMPDFRRRFLQVCV 

NEINSRTPMRLSYIEKKKGRQT 

THICDNLKTC HTSHG S VM AETA 

V INHKKRKNSPR1 VQSNDLTEA 

AYSLSRDQKRMLYLFVDQIRKS 

DGTLQEHDGICEIHVAKYAEIF 

G LTS AE ASKD I RQ ALKSF AGKE 

VVFYRPE/VGCRR*KRL*IFSLV 

YQTCAQSIQRALQCTYQPISHSL 

LYRVTEPVYTISAY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24600 


54968 


A 


24738 


1295 


1675 


SVTSCLKVTSVCLTSGRRFLQIR 

ISDGTLQEHDGICEIHVAKYAEI 

FGLTSAEASKDIRQALKSFAGK 

EVVFYRPEEDAGDEKGYESFP 

WF1KLRAHSPSRGLYSVHINPYLI 

PFFIGLQNRFTQFRLSETKE1TNP 

YAMRLYESLCQYRKPDGSGIVS 

LKIAWVIERYQLPQSYQRMPDF 

RRRFLQVSDFLMAPYRNIDG1C 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIKRAHSPSRGL 

Y SVH 1NP YLIPFFIG LQNRFTQFR 

LSETKEITNPYAMRLYESLCQY 

RKPDGSG1VSLKIDWIIERYQLP 

QS YQRM PDFRRRFLQ VC VN E IN 

SRTPMRLSY1EKKKGRQTTHIE 

HDGICEIHVAKYAE1FGLTSAEA 

SKDIRQALKSFAGKEVVFYRPE 

EDAGDERGYESFPWFIKRAHSP 

SRGLYSVHINPYL1PFFIGLQNRF 

TQFRLSETKEITNPYAMRLYQS 

LCQYRKPDGSGIVSLK1DWIIER 

YQLPQSYQRMPDFRRRFLQIRK 

SDGTLQEHDGICE1HVAKYAEIF 

GLTSAEASKDIRQALKSFAGKE 

VVFYRPEEDAGDEEGYESFPWF 

IKRAHSPSRGLYSVHINPYLIPFF 

1GLQNRFTQFRLSETKE1TNPYA 

MRLYESLCQYRKPDGSCIVSLK 

IDWIIERYQLPPRYQRMPDFRRR 

FLRVWVQEINSRTPMPPLLPWE 


24601 


54969 


A 


24739 


1 


1986 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24602 


54970 


A 


24740 




398 


MVDSL1ARVGVMARGNAITLP 
VCG RD VKFTLQ VLRGDS VEKT 
SRVPPGNERDQEMLTEDALDD 
LIPSFLLTGQQTPAFGRRVSGVI 
HTADGSRRRKAAALTEKFCIVD 
NPPGEIRKRACLFIPTHALNLNR 
FEDICYAHQLPDGGLLSARVGV 
MARGNPILSPVCGRNVKFTLKV 
LRGDSVENPSRVWSGNERAQE 
LLTEHALDDLTLSFLLTGQQTP 
AFGRRVSGVIEIADGSRRRKAA 
ALTESDYRVLVGELDDEQMAA 
LSRLGNDYRPTSPYERGQRYAS 
RLQNEFAGNISALADAENISRKI 
ITRCINTAKLPKSVVALFSHPGE 
LSARSGNERDQELLTEDALDDL 
IPSFLLTGQQTPAFGRRVSGVIH 
TA DG SRRRKA A/DTYRKIL YR* * 
PPGGD*KKSVPFYSNTCAQSQP 


24603 


54971 


A 


24741 


1450 


3699 


RNPLQIPKQQQNEKYQVPQFDQ 

ST1KNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WK.NAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQIFQ 

M1TVF1TSLCNTTSSHICLHISWV 

TTMHGAMPHPGH1PTAPASLPA 

K.VKGSGKVCWLAFPLSELTPPS 

ALQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQHFIDEGN 

YTCGDNHTLRDPHYVEDKGHK 

YLVFEANTGTENGYQGEESLFN 

KAYYGGGTNFFRKESQKLQQS 

AKKRDAELANGALGIIELNNDY 

TLKKVMKPLITSNTVTDEIERA 

NVFKMNGKWYLFTDSRGSKM 

TIDVPQAKSTNVV1TSYMTNRG 

FFEPEGSKGSITAAVMAKGLSV 

ASGNSTPERRRATANENVQPRA 

1RDAEKAGRLPHPDMEIRGRVE 

QRVGYTIEQINHMRDVFGTRLR 

RAEDVFPPVIGVAAHKGGVYK 

TSVSVHLAQDLALKGLRVLLV 

EGN DPQGTASM YHG WVPDLHI 

HAEDTLLPFYLGEKDDVTYAIK 

PTCWPGLDIIPSCLALHRJETEL 

MRKFDEGNLPTDPHLMLRLAIE 

TVAHDYDVI VIDS APNLG IGTIN 

VVCAADVLIVPTPAEQLDIS\SS 

RQFFDMLRDLLKNVDLKGFEPD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


||j 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24604 


54972 


A 


24742 


1 


3899 


MVDSLIAPVGVMARGNAITLPV 

RATNVKFTLEELRGDSVEKTSR 

VWSEKXDRGGQEAEVSGEGSS 

QTKSLQKRQHSNGSDFTARGF 

HTGQALVRSKGTYWNPTGLGL 

SHGTEDPNLIGEELDAGEWDK 

NTRKELAVLNVRRDFADFGTTI 

KQDFRLLGQTSVDRLLQLSQG 

Q A VKGN QLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQFWVFEGGLRVLVR 

ERVTTPKGT\ASMYQGWWPD 


24605 


54973 


A 


24743 


268 


2617 


RMFRMKLMETL\SQC1NAGHE 

MTKAIA1AQFNDDSPEARKITR 

RWRIGEAADLVGVSSQAIRDAE 

KAGRLPHPDMEISGRWKHGVG 

YTIEQIYL\TRDVFGTRLPRAED\ 

VFPPVIGVAAHKGGVYKTSVSV 

HLAQDLALK.GLRVLLVEGNDP 

QGTASMYHGWVPDLHIHAEDT 

LLPFYLGEKDDVTYAIKPTCWP 

G\LDUPSCLALHRIETELMGKFD 

EGKLPTDPHLMLRLAIETVAHD 

YDVIVIDSAPNLGIGTINVVCAA 

DVL1VPTPAELFDYTSALQFFD 

MLRDLLK.TVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQ1RDA 

WGSMVLK.NVVRETDEVGK.GQI 

RMRTVFEQA1DQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLPVCGRDVK.FTLEVLRGDSVE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIE1ADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

NISALADAENISRKIITRCINTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAG V IFEAEE V1TLLTS VLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMALNLDRSRVPAY1IRSY 

IRCGRKGFASAGVGGCRGWLN 

YAASEQIVLRVHHMRCEIPHRC 



3259 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24606 


54974 


A 


24744 


1 


2624 


MTPQKRGYLCKAGARNLDVLL 

EGCE1FLLIPMGMRSESGVSDA 

DTVSAPRKKHSLEQG1FRAQVE 

ASKPSSVPACIVVGNVSGYQFP 

PGTSYGPDSESELGYREKFMSF 

VGTMNEAGNPPFSANYSKAKK 

PKPRMFSLIERMSPSPRVGSQSV 

QSSCFRDIPFEQDQMFPHPSLVL 

RSKEQQPLLTQSIGVNSARKAM 

AKRRRHRRRRRVSGVLPIAWG 

VPS*SVHLPKVLSCSGASWI*QS 

CISRLGRLSPTRLMNVA\GNDP 

QGTASMYHGWVQILH1HAEDT 

LL/PF Y/LGEKDD VT Y A IKPTC W 

PGLDIIPSCLALHRIETELMGKF 

DEGKLPTDPHLMLRLAIETVAH 

DYDVIV1DSAPNLGIGT1NVVCA 

ADVLIVPTPAELFDYTSALQFFD 

MLRDLLKNVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WASMV*K\NNVRNANEVGKDT 

LKGFYSLKERPLGNHFLGPNNR 

PFGKIMKHKTPAFGRRVSGVIEI 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGN DYRPT 

S A YERGQRY A SRLQNEF AGN I S 

ALADAENISRKIITRCFNTAKLP 

K.SVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGGFCRFRNHHQTGFSPAGA 

NQRGPLAATLSGPGGEGQSAV 

ARLTGEKKNHPGAQYANRLSP 


24607 


54975 


A 


24745 


1 


385 


MWQA1SRLLSEQLGEGEIELRN 
ELPGGEVHAAWHLRYAGHDFF 
VKCDERELLPGFTAEADQLELL 
SRSKTVTVPK\AFILGQQIARLH 
QWSDHAVLKIVTTGVL*GAYV 
GAPSIWKCPERITLPGYHQ 


24608 


54976 


A 


24746 


1 


1209 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24609 


54977 


A 


24747 


1 


857 


MHACRSELLGEGEIELRNELPG 
G E VH A A WHLRY AG H DFFVKC 
DERELLPGFTAEADQLELLSRS 
KTVNRALKVWAWGADRELTV 
FLVAMDYLPPRPLDAHSAFILGQ 
Q1ARLHQWSDQPQFGLDFDNA 
LSTTPQPNTWQRRWSTFFAEQR 
IG WQLELAAEKGIAFGNID A I VE 
HIQQRLASHQPQPSLLHGDLWS 
GNCALGPDGPYIFDPACYWGD 
RECDLAMLPLHTEQPPQIYDGY 
QSVSPLPADFLERQPVYQLYTL 
LNRARLFGGQHLVIAQQSLDRL 


24610 


54978 


A 


24748 


1 


2094 




24611 


54979 


A 


24749 


1 


1209 


MVREDLYTYYSCNTSREQQQL 

ENPMESPLCSKEINQGGVFMLA 

GKASDTLLAGGTMNNLGGEDS 

DT1VENGSIYRLGTDGLQLYSS 

GKTQNLSVNVGGRAEVHAGTL 

EN A VIQGGTV1 LLSPTSADENF V 

VEEDRAPVELTGSVALLDGAS 

MIIGYGAELQQSTITVQQGAPP 

VKLRFALYGRPGFTKCGWMLG 

YK.PAHDKTLLRITRGHDFACYQ 

RTTQLARQRGLKVCSHLIVGLP 

GEGQAECLQTLERVVETGVDGI 

KLHPLHIVKGSIMAKAWEAGR 

LNGIELEDYTLTAGEMIRHTPPE 

VIYHRISASARRPTLLAPLWCE 

NRWTGMVELDRYLNEHGVQG 

SALGRPWLPPTENSLMKQIRLL 

AQ Y Y VDLMM KLGL VRFSMLL 

AWVPSSFLPLWYKWR 


24612 


54980 


A 


24750 


200 


310 




24613 


54981 


A 


24751 


1 


4398 


MC1PVPP1ATGDRHFIAVAHIHQ 
NSRRSPVDSDESSTRSAVAAHP 
ATRDFNVRALYTVTSSVSPTKP 
PLPATFRQGRYRPAEPCVGSIG 
VIPQSSCVLANGSTGAQSAFGDI 
IRAGPPSAGLVPVAQATVIETFL 
R YQTIN E RDF WA ARNRLL KQ P 
YGSR1LRFTEAYA1AERAAQSV 
LR1SLADAFNVDGPRPAEDSIFR 
LLRMPGSAVQRPDRRHNRRCQ 
YRPAMAFPAGSKANKQRQYNG 
GRQFYRKRICWL 



3261 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24614 


54982 


A 


24752 


939 


2169 


RPASPPARDGARWSTGLHSSYS 

AMRCRNASTCAEDSQLS/DPLA 

R/PSVASGPYRVTSWKLGQN1V 

YCRVKDYWPATLTVNRGRWN 

FDTIRSDYYLDDNVAFEAFKAG 

AFDLRMENDAKYNWATRYT/G 

DRRVREAITLAFDFEWMNKAL 

FYNAWSRTNSYFQNTEYAARN 

SPPPPEL\VLLPPlrCKVLPSEVFP\ 

QIYQPPVSKGDGYD RDNLLKA 

DKLLNEAGWVLKGQQRVNAT 

TGQPLSFELLLPASSNSQWVLPF 

QHSLQRLGINMDIRKVDNSQIT 

NRMRSRDYDMMPRVWRAMP 

WPSSDLQISWSSEYINSTYNAP 

GVQSPVIDSLINQ11AAQGNKEK 

FLPLGRALDRVLTWNYYMLPM 

WYMAEDRLAWWDKFSQPAVR 

PIYSLG1DTWWYDVNKTAKLPS 

ASKQGE 


24615 


54983 


A 


24753 




450 




24616 


54984 


A 


24754 


2 


203 


PLPDAARYLRRQCQKPARVHDI 
F AA MHTAHRSRPDRPSLPDD AF 
SSLRL*FFQPEHYPRQYQHRHL 
CS*ERYQHQALSRTRFRSG*PTP 
SVPETSTGSRYFCGNAHSAPKP 
PRPPITTGRRVFFTTPLILPTRAL 
PAS1STPASL 


24617 


54985 


A 


24755 


1016 


1219 




24618 


54986 


A 


24756 


1695 


2021 


PDTFSMLPATRFLPPLQFPDLQH 
PEA AQY AH WLPASGCFLFLPPP 
GSGTVFLLPYPSPRLCRSTSETP 
LPAITR*HFPVTDRVQK*ITRRR 
KPRHKPFYPDDLQRDAR 


24619 


54987 


A 


24757 


1671 


1911 




24620 


54988 


A 


24758 


513 


1104 


C WRNC ARCERN L VFRCQYGI Y 
WCDNAANRSCRTKRDQPRLVE 
W* KSACSHHR*LH\PCGHCRQF 
MNELNSGLDLRIHLPGREAHAL 
RDYLPDAFGPKDLEIKTLLMDE 
QDHGYALTGDALSQAAIAAAN 
RSHMPYSKSPSGVALECKDGR1\ 
LVAATLKTPH/INPTQICGQPWS 
MHRRALTSKFGAHGDRRTSAG 
FRRN 


24621 


54989 


A 


24759 


131 


759 




24622 


54990 


A 


24760 


662 


889 


LPIKCRAARGVPARCLRWTRW 
ALRRILPPLRNRSRAASRWRAS 
PG ARK* WMPSLQ A V WAAPMR 
VTRLPAWLRWKC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


^cleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide j 
deletion, \=possible nucleotide insertion) 


24623 


54991 


A 


24761 


1 


1518 


MQRRDGDIALIYRSKIGPRTSIT 
FTARRANPVQRIAARILLRDHLI 
CRM SCTA ARH ANTFDL IQG SG 
ADNFAAIYGGANDR1TRADAA 
VAGAGNWHRFGISNGKLSPRSI 
TRTSSPARAMTKMPYNPQASG 
GSNLAVSNPELDKLIAARVAAL 
RAANPDASASVPVELVTASASY 
PRSLMRCNRILSPGSARGQMIIT 
ALFIYAGNPIACVAALEVLKVF 
EQENLLQKANDLGQKLKDGLL 
AISFWRAKWLKIFVVCGAEIFV 
EYVLKNKV1WLLCFANIFLYVV 
RIG1DQWSTVYAFQELKLSKAV 
AIQGFTLFEAGALVGTLLWGW 
LSDLANGRRGLVACIALALIIAT 
L VI PFHM VFHPN EQYA YCVNEL 
NSSVDVWELKDPHGN1ECVQT 
LDM MPENFSDTR WA A DIHITPD 
GR\HLYACDRTAS.LITVFSVSED 
GSVLSKEGFQPTETQPRGFNVD 
HSGKYLIAAGQKSHHISVYEIV 
GEQGLLHEKGRYAVGQGP\MW 


24624 


54992 


A 


24762 




486 


ACRRALKD\AGVEADEVLEVV 
MVGGSTRVPLVRERVGEFFGRP 
PLTSIDPDKVVA1GAA1QAD1LV 
GNKPDSEMLLLDVIPLSLGLET 
MGGLVEKVIPRNTT1PVARAQD 
FTTFKDGQTAMSAGGAHIRVTF 
QVDADGLLSVTAMEKSTGVEA 
SIQVKPSYG 


24625 


54993 


B 


24763 


1 


2469 




24626 


54994 


A 


24764 


1255 


1761 


ESFQVRTHGTGEPVNKTRTSQA 
VSHHNQSCQVDQCVPCAVIAG 
NVFPRHNVQGQH*RNCQQTNR 
SSINDFTKLSNTRPISVHSLGIKQ 
SRPDRHAKASPVVTAVKACEQ 
VIAAVNQIADDHQPDRTKQRN 
AIVVADDLPDLFPVHFFGVDHQ 
QHN HRDKKQPG EDLLCC 


24627 


54995 


A 


24765 


1 


3141 




24628 


54996 


B 


24766 


1 


3969 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24629 


54997 


A 


24767 ' 


643 


2082 


GAHAMDKHFSTTPAEKNLPVL 

LALIGIWYNNFFDKNDALVMV 

DDFPRRSGLSWKIVVVPHEYW 

VGGSTRVPLVRERVGEFFGRPP 

LTSIDPDKVVAIGAAIQADILVG 

NKPDSEMLLLDVIPLSLGLETM 

GGLVEKVIPRNTTIPVARAQDF 

TTFKDGQTAMSIHVMQGEREL 

VQDCRSLARFA\CVVFRRYRL/A 

GAHIRVTFQVDADGLLSVTAM 

EKSTGVEASIQVKPSYGLTDSEI 

ASM 1K.DSMS YAEQDV ICARMLA 

EQKPGQQEAKLALKTFHWQQA 

IADKRVIGAGITGVTAGTDHRA 

DVTEVASDFRVQTTNADSALF 

HVRSAQQH1HQLLHFTTHLLCQ 

LAGLDHVVFQQIATNPADQVQ 

AVGFTRTGKDLCHFHGGFTHA 

EELHKAGVEAGKVTGQAKVEQ 

MRVQAFYLQQNGADHLRTFW 

HLNTHRVFHRRGVGGAVGKA 

ADPA HTVREEGHFVITHTG FRQ 

FFHAAMDVEQ 


24630 


54998 


A 


24768 


1 


502 
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SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24631 


54999 


A 


24769 


1 


2345 


MFMIGALVLALVMTLITFMVL 

RRIVIRPLQHAAQRIEKIASGDL 

TMNDEPAGRNEIGRLSRHLQQ 

MQHSLGMTVGTVRQGAEEIYR 

GTSEISAGNADLSSRTEEQAAAI 

EQTAASMEQLTATVKQNADNA 

HHASKLAQEAS1KASEGGQTVN 

G V VK.TMGAMSTSSKKI SEITGR 

HQQGIRTPVTAVKGRCPGPLDE 

G DTDTA Y Y ALRDIF ALTPN RKR 

LAIPVSTDNPGKPCKDPSLSKD 

VSNRVPQRVPCYDSPRSSSVNG 

N RLPGKDFHDDERSMGRSGSY 

VLALAYPPKIALSDADSVTVNV 

A G WQGEISREQFN ELI APL VKR 

TLLACRRALKDYAGVEADEVLE 

VVMVGGSTRVPLVRERVGEFF 

GRPPLTSIDPDKVVAIGAAIQAD 

ILVGNKPDSEMLLLDVIPLSLGL 

ETMGGLVEKV1PRNTTIPVARA 

QDFTTFKDGQTAMSIHVMQGE 

RELVQDCRSLARFACVVFRRYR 

LAGPVDLFLRPWEVDISRRTSL 

DSPLPVQVLEASPKGHYTQLVV 

QPLGWYNEPLTVVMHGDDAP 

QRGERLFVGLQHARLYNGDER 

A SRDPGFLM ARFVTC RPDKTRK 

LRIRQHHVW1EIVSTLEQT1GNT 

PL VKLQRMGPDNG SE V WLKLE 

GKNPAGS VKDRAALSM 1 VEAE 

KRGEIKPGDVL1EATSGNTGIAL 

AMIAALKSYRMKLLMPDNMSQ 


24632 


55000 


A 


24770 


313 


676 


DCQPRSSAFTKPDATTAGHYLA 
GSGGRMTQLAIGKPASLGAHLE 
REGGENFTFFSLNADGEKL/CVF 
DANGQ/EHRYDLPGHSGDIWH/ 
G/YLPDARPALRMVSRH/GP/WQ 
PAGGMLTPAVVMILPRK 


24633 


55001 


A 


24771 


1760 


2053 


FRVHGKNAFSH*IKPAAMLLPS 
SPVTRSVKPTQCGSAPSKRPNL 
TLLPSITL MPPLPVTDLKLGCIA 
PCSSDCFSFITFSISCATRLSVNW 
LPAAGQ 


24634 


55002 


A 


24772 


296 


732 






55003 


A 


24773 


606 


695 




24636 


55004 


A 


24774 


1520 


1737 


PVHGLCGTRRDAGS\PAIYPFHS 
LML/RFWLR/TCTVPGWPLDDS 
SLAGEAFSAFTTDAAVWSLISA 
TAMLAVQAG 


24637 


55005 


A 


24775 


1 


1049 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24638 


55006 


A 


24776 


248 


933 


RTTMRAVSRPKYCSRERWL/HY 

DFTVARPDENASCGTFAATSAV 

VLIFSHCLRLLCRVVVLVTRVN 

FQFTEHSTTQRAFWQHAFNRDF 

NHTLRTASNHLFKGRLFDTTDV 

AGVVIVHFVSTLVAGYSNFVSV 

QNDDVITGIYVRSVFRFVLTAQ 

ATSQFSSQTAQSFTGRVNNIPV 

AFYGFWFSCAKYYRHGARWCS 

NGRKIDQRHTHCFFCPCIRTDFA 

VEIGK.EEFIT 


24639 


55007 


A 


24777 


219 


3441 


DCQPRSSAFTKPDATTAGHYLA 
GHSGDIWHGYLPDARPGLRYG 
YR VH G PWQP AEGI IRFNP A K\LL 
IDPCARQ1DGEFKDNPLLHAGH 
NEPDYRDNAAIAPKCVVVVDH 
YDWEDDAPPRTPWGSTIIYEAH 
VKGLTYLHPEIPVEIRGTYKAL 
GHPVM1NYLKQLG1TALELLPV 
AQFASEPRLQRMGLSNYWGYN 
P V A MFALHPA Y AC S PETALDEF 
RDAIKALHKAG1EVILDIVLNHS 
AELDLDGPLFSLRG1 


24640 


55008 


A 


24778 


454 


586 




24641 


55009 


B 


24779 


130 


1557 




24642 


55010 


B 


24780 


92 


2808 




24643 


55011 


A 


24781 


2 


1051 


WRLRPITPLWRWQKIFFPDA/R 

YGIRFRNLETGNWYPELLDNVE 

PSFVWANDSW1FYYVRKHPIFI 

DLTTEELAASSYHESWVLEDRII 

KDGSYNIDQGVGVRAISGEKTG 

FAYADQISLLALEQSAQAARTI 

VRDSGDGKVQTLGAVEHSPLY 

TSGRSGWQSMSREEKLDILRRV 

DKVAREADKRVQEVTASLSGV 

YELILVAATDGTLAADVRPLGK 

VLLVGQSPNAELSARAKQIAM 

GVDGANEVYNEIRQGQPIGLGE 

ASNDTWITTKVRSQLLTSDLVK 

SSNVKVTTENGEVFLMGLVTE 

REAKAAAD1ASRVSGVKRVNR 

TLFLGYAVMFSELILAPVTPSNS 


24644 


55012 


B 


24782 


1 


2079 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24645 


55013 


A 


24783 


1 


3214 


MGAEKQLIPDGCGVSYIPSSGP 
LDKWRALLFIQPDYRADPVYR 
Q1ITITDLRILYDYTENFVLPLSH 
DEVVHGKKSILDRMPGDAWQK 
FANLRAYYGWMWAFPGKKLL 
FMGNEFAQGREWNHDASLDW 
HLLEGGDNWHHGVQRLVRDL 
NLTYRHHKAMHELDFDPYGFE 
WLVVDDKERSVL1FVRRDKEG 
NEIIVASNFTPVPRHDYRFGINQ 
PGKWREILNTDSMHYHGSNAG 
NGGTVHSDEIASHGRQHSLSL 


24646 


55014 


A 


24784 


1 


1079 


MKQIKELQRLLGKKTWKMNSS 
KKPLNMDGPKVDSARALIGRG 
WGTHKFYRCDCIKPTIKTNTSS 
RGNEKNPDGSHNNIHNSWFRL 
LTSQNMCKVPESPA1LVDVGQS 
AETVQS VLTVK VEH PI LRIAVA 
GYACQRQSCLLAMRHPQYAIN 
SSKVVKPCSTARQPFQKAYAYP 
PVVRAFPAINVGISGNKLTNDR 
RYGRTSNKAWGSGDGHTLSEC 
GWAPLAAGDNVGKVSYQTLG 
YYQR1LGY1FYPIAW/VMGVPSS 
EALQ VG SIM A/TKL V SNEF V AM 
MDLQK/IASTLSPRAEGIISVFL/ 
VSFANFSSIG1IAAAAECRDWFG 
I LA AQTLA VRAA LRV VQAERD 
CVLSMEQHQCARGRQR 


24647 


55015 


A 


24785 


121 


258 


LTEPRHYCRSIQFFGLTNMGQN 
CYQLS*E*FIGTLNHIRRIPQPLS 


24648 


55016 


A 


24786 


1 


470 


WGSGDGHTLSECGWAPLAAG 
DNVGKVSYQTLGYYQRILGYIF 
YPIAW/VMGVPSSEALQVGSIM 
A/TKLVSNEFVAMMDLQK/IAS 
TLSPRAEGIISVFL/VSFANFSSIG 
IIAAAAECRDWFGILAAQTLAV 
RAALRVVQAERDCVLSMEQHQ 
CARGRQR 


24649 


55017 


A 


24787 


1324 


1539 


GWCGCEVPFKITDGLACLLQSP 
QGHQTFCFT*HNLGLQPFWIPM 
CLCSVNVFKTRLILTQVEEGCR 
AVSMTQ 


24650 


55018 


A 


24788 


71 


403 


RTTF1FDLSSGWPFILWQVLSPN 
*RCLQVGLFAQIPTGRMGCLHR 
FLTCRMGVCTDSSPAGWAVTLI 
RMSPIFPASSKSTLSAALLNTSC 
LHSRDLEPPGAFRSGGPVLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24651 


55019 


A 


24789 


309 


1653 


SVLMDESDIYRNNRERFFCVFL 

LVGVPARGACLGGGGGCGLCV 

RYLRS AG WGCGRRFPCVG DN 

WSAILAHIGKPEELDTSARNAG 

ALTRRREIRDAATLLRLGLAYG 

PGGMSLREVTAWAQLHDVATL 

SDVALLKRLPKCRHWFGILAG 

QTLAHIRVLPV1IRAIGFLLSKV 

NGMGKLESFNAVSSLILGQSEN 

FIAYKDILGKISRNRMYTMAAT 

AMSTVSMSIVGAYMTMLEPKY 

VVAALVLNMFSTFIVLSLINPYR 

VDASEENIQMSNLFEGQSFFEM 

LGEYILAGFKVAIIVAAMLIGFI 

AL1AALNALFATVTGWFGYSIS 

FQGILGYIFYPIAWVMGVPSSE 

ALQVGSIMATKLVSNEFVAMM 

DLQKI A STLSPC AEG 1 1 S VLLDSF 

ANFSSIG1IARAVKGLNEEQGNE 

GSRFGLK.LVYRSTLVSWLSASI 

AALVLSDHT 


24652 


55020 


A 


24790 


754 


957 




24653 


55021 


B 


24791 


75 


3707 




24654 


55022 


B 


24792 


75 


264 




24655 


55023 


B 


24793 


344 


461 




24656 


55024 


A 


24794 


1 


2203 




24657 


55025 




24795 


20 


198 




24658 


55026 


A 


24796 


1239 


1409 


RGPPTPFFHVWEWQQRPLSVW 
EADHV*RRDEGACPRMVARAR 
NCRPKLLELRAESQ 


24659 


55027 


A 


24797 


1325 


1564 




24660 


55028 


A 


24798 


323 


694 


TGYARQKPVPALGWWTNVSAS 

TAPPIILPSITGSRLAVIKWLTVS 

AG KLS ALLC A SCQKGGG AKWR 

MAMANGITNKLA1QCSPPHSTI 

EKFTSQSQHVLA*GVSAVRSM 

VSSG*GRRPLPALG 


24661 


55029 


A 


24799 


4708 


4878 




24662 


55030 


A 


24800 


20 


199 




24663 


55031 


A 


24801 


743 


1186 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in L1SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


[Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24664 


55032 


A 


24802 


1394 


2651 


KLMTCRHEGSLGDDPGINGQL 
WDVNRIDVTAHEGTWERWTV 
RADEPQAFHIEGVMFQIRNVNG 
AMPFPEDRGWKDTVWVDGQV 
ELLVYFGQPSWAHFPFYFNSQT 
LFSWPQYWAACFGPAPFLPMS 
REEMDQLGWDSCDIILVTGDA 
YVDHPSFGMAICGRMLEAQGF 
RVG 1 1 AQPDWSSKDDFMRLGKP 
NLFFGVTAGNMDSM1NRYTAD 
RRLRHDDAYTPDNVAGKRPDR 
ATLVYTQRCKEAWKDVPVILG 
GIEASLRRTAHYDYWSDTVRRS 
VLVDSKADMLMFGNGERPLVE 
VAHRLAMGEPI SEIRD VRNTAII 
VK.EALPGWSGVDSTRLDTPGKI 
DPIPHPYGEDLPCADNKPVAPK 
KQEAKAVTVQPPRPKPWEKTY 
VLLPSFEKVKGDKVLYAHASRI 
LHHETNPVAVPAH 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24665 


55033 


A 


24803 


1 


2126 


MQEKQVLAAYVQPSSEGQSRS 

RRARRVSQCHQHSAAAASLAR 

TA AS ATADSAHPPC PRSA ARAG 

ATMHVKKYLLKGLHRLQKGPG 

YTYKELLVWYCDNTNTHGPK.R 

IICEGPKKKAMWFLLTLLFAAL 

VCWQWG1FIRTYLSWEVSVSLS 

VGFKTMDFPAVTICNASPFKYS 

K I K HLLKDLDEEM E A VLERIL A 

PELSHANATRNLSFSIVNPTPXL 

VLIDERNPHHPMVLDLFGDNH 

NGLTSSSASEKICNAHGCKMA 

MRJLCSLNRTQCTFRNFTSATQA 

LTEWYILQATN1FAQVPQQELV 

EMSYPGEQM1LACLFGAEPCNY 

RNFTSIFYPHYGNCYIFNWGMT 

EKALPSANPGTEFGLKLILDIGQ 

EDYVPFLASTAGVRLMLHEQR 

SYPFIRDEGIYPMSGTETS1GVL 

VDKLQRMGEPYSPCTVNGSEV 

PVQNFYSDYNTTYSIQACLRSC 

FQDHMIRNCNCGHYLYPLPRG 

EKYCNNRDFPDWAHCYSDLQ 

MSVAQRETCIGMCKESCNDTQ 

YKMTISMADWPSEASEDWIFH 

VLSQERDQSTN1TLSRKGIVKLN 

1 FFQEFN YRT1 EES A ANN1 VWLL 

SNLGGQFGFWMGGSVLCLIEFG 

E1IIDFVW1T1IKLVALAKSLRQR 

RAQASYAGPPPTVAELVEAHT 

NFGFQP\DTAPRSPNIGP\YPGEQ 

ALPNPG/TPAPPNYDSWRLQPL 


24666 


55034 


A 


24804 


905 


1051 




24667 


55035 


A 


24805 


1 


1257 




24668 


55036 


A 


24806 


1 


3116 


MPI 1TLPDGSQRSFDHPVSVAEV 
AQSIGAGLAKATLAGKVDGRLI 
ITPKDEEGLEIIRHSCAHLVGHA 
VKQLYPTAKMV1GPVIEEGFYY 
DIFFERPFTPEDMAAIQQRMRE 
LIDKDYDVIKXMTPRAEVIELF 
KLQA A PDRRH AGREGHGLYFH 
EEYVDMCRGPHVPNTRFLKAF 
QLTKISGAYWRGDSKNEQLQRI 
YGTAWADKKQLAAYIQRJEEA 
EKRDHRRJGKQLDLFHLQEEAP 
GMVFWHPNGWSVYQ 


24669 


55037 


A 


24807 


1924 


2790 




24670 


55038 


A 


24808 


1 


1185 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24671 


55039 


A 


24809 


823 


5990 


MARPVPLWSSWGLRTSYLPKP 
LSVNPSRNDGSA/FAGTHPLGV 
TRGTLAGPAFVRLSLVFLLRRV 
LAGSSLLPLLMG*QK/PEVLLPD 
GASEHDYSLRPSDVKRLQNAD 
LVVWVGPEMEAFMQETGKQIT 
RSEVSPLCRRVAFNKFNRDPQP 
RYDWGRLTVLYSGSSLSGGRY 
VVIIRECHCQLSKPLRLEQNEIR 
SLLPEASEPIDQAAQEDEAIPQD 
ELDDKIAGEAGVHEYVVSTGD 
TLSS1LNQYG1DMGD 


24672 


55040 


— 


24810 


2305 


2550 




24673 


55041 


A 


24811 


665 


844 


ISFNNEVISYRLSGKNQ*LNLG* 
E1WLESGAFKKALSPQKHPGLE 
PSVCTPTPTLVPDR 


24674 


55042 


A 


24812 




2031 




24675 


55043 


A 


24813 


106 


912 


HFETVIDQRDFHPVFSHKGIRAT 
PEGNEEKGQRVADVTEQCGRC 
RCQPPAATLTQAVKNVHVEDL 
PQRVGHETGGGDTGDKQVEVG 
ECAESHTLDALGLRCPEPVMM 
VRKTVRNMQPGETLLTIADDPA 
TTRDIPGFCTFMEHELVAKETD 
GLPYRYL1RKGG**GLIGFDAAF 
SPHPNPLPRGARGPIALNVA1GL 
PYLLRNNLNAFAVTSTVAPVSA 
STASHNPVIQRGDEEDPFQPQR 
NSDVLAD1GVSGACQFNHLHQ 
AAQVVMG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24676 


55044 


A 


24814 


1 


1495 


MQKLTLTYAETRRLYGKEVYH 
RPSRFIGELPEECVEEVRLRATV 
SRPVSHQRMGTPMVENDSGYK 
LGQRVRHAKFGEGTIVNMEGS 
G1AALCHCRVLIATAALMDPDD 
AVELSVTTMMFALCNTRNPRV 
A WDT APC VPATTA ASM A KRA P 
DMSQSAAPEAGSQKPPRLSCGE 
SLHPLPATKRAYNYCRPVGRIR 
HLCRIRQSMPDATLSRLIRPTTV 
ADPPDKALAPHPAVFTRGDSKF 
LSHKPARSPA1RYLLASVWGPV 
GMMAMMLAMTGFVVATRKLR 
RRFGFK.SCKNGVLYRISSSS1TT 
SPASPIATCRPVLPCWMRMDPM 
LDMMGMQMLMEKYGDQAMA 
GMDHSQMMGHMFLGHKVIRA 
NHVGDWGTQFGMLFRIAVETF 
KEDWEAVWDQLDDLNLEGKIV 
A*GRDPAAFHIDNGAFTKLSVA 
YALAELVAAVVLDHRRTHPLM 
ADRAAYRGAQAHLFHTLFRQL 
ADKARRAMVNLFT1QTAGFRV 
GQRQFLH 


24677 


55045 


A 


24815 


3 


707 


GCTLGPVKSFSLRVAWLSWPQ 
YFYIIERACSPCCGPLAPGEAPH 
VNLFHSTHSENKKQPHNSPYHN 
DIQPTLNYLPTNQKKQTQQEQS 
HNITKQGSQLHDVTQVPYQAY 
RSAIVVGL1RRDSVASGIDCRM 
RRERLIRPTGRASDNTEFTGTQ 
NMQNITHSWFVQVMIKATTDA 
WLKGWA*AQRRQPDATPG*RR 
YRTI SRQFPATSVL YPAQPAHA 
FTGKYTVYCHRLGQILP 


24678 


55046 


A 


24816 


2 


1340 




24679 


55047 


A 


24817 


1 


2457 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24680 


55048 


A 


24818 


41 


1053 


QRNQQAHLSF/QHSRDIYDNQV 
HLVRNCNLEMPDQEF1VLYGPS 
DCGKSTTLRMIAGLEEISGGDL 
L1DGKRMNDVPAKARN1AMVF 
QNYALYPHMTVYDNMAFGLK 
MQKI AKE V I DERVN WA AQILG 
LREYLKRKPGALSGGQRQRVA 
LGRAIVREAGVFLMDEPLSNLD 
AK.LRVQMRAEISKLHQKLNTT 
MIYVTHDQTEAMTMATR1VIM 
KDG I VQQ VG APKTV YNQP ANM 
FVSGFIGSPAMNFIRGTIDGDKF 
VTETLKLTIPEEKLAVLKTQEV 
CPDHTLDALGLRCPEPV/HDGA 
QN RAQY AA WRN V AD YRRRSG 
HYPRYSWVLYLYGTRTGC 


24681 


55049 


A 


24819 


3 


131 




24682 


55050 


A 


24820 


247 


492 




24683 


55051 


A 


24821 


2 


241 


YFFQKSSKTV1GGRRLCSVFRY 
QFS1VLATC*GTFFPSR*STILS* 
VTQSATSSGREGRSSSRSLNGRF 
MFSIASMMSW 


24684 


55052 


A 


24822 


1 


1143 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24685 


55053 


A 


24823 


242 


2151 


FSRQHVVKMKHCCKNVVILMP 

EPVAEPALNGLRLNLRIVS1VMF 

NFASYLTIGLPLAVLPGYVHDV 

MGFSAFWAGLVISLQYFATLLS 

RPHAGRYADSLGPKK1VVFGLC 

GCFLSGLGYLTAGLTAVCLSSA 

V1LCRGVQLHPVSDLRIPRGEK 

AGRNRSVDGCCEKAMSVTIVG 

GGMAGATLALA1SRLSHGALPV 

HLIEATAPESHAHPGFDGRAIAL 

AAGTCQQLARIGVWQSLADCA 

TAITTVHVVELHNVGQRLFA\L 

LRKAPGVTLHCPDRVANVART 

QSHVEVTLESGETLTGRVLVAA 

DGTHSA LATACG VDWQQEPYE 

QLAVIANVATSVAHEGRAFERF 

TQHGPLAMLPMSDGRCSLVWC 

HPLERREEVLSWSDEKFCRELQ 

SAFGWRLGK1THAGKRSAYPL 

ALTHAARS1THRTVLIQSERLNH 

KALEKRTLTVWDNSFLIYRQSD 

VSE1RLASLFASFSIRKSKQQAR 

KHTNRRSKDKEKRTRQKRKTT 

SRQRRRRQRMVRVGDEQIAGC 

HCLYSTGSPNRQLREAG1ELSDF 

VRGNEKARERMKAQYSIAGMT 

SGVVVGTDHAAEA1TGFFTKYG 

DGGTDINPLYRLNKRQGKQLL 

AALACPEHLYKKAPTADLEDD 


246g6 


55054 


— 


24824 





91 




24687 


55055 


B 


24825 


1 


2346 




24688 


55056 


A 


24826 


1 


1713 




24689 


55057 


A 


24827 


1 


918 










24828 


415 


816 




24691 


55059 


A 


24829 


72 


296 


FCSATFG RPSDQYQNGE* LRWR 
GLGSFACQSPAHENPQWKFVL 
ARRGFARGTAEAHPSQYRHWC 
KIHRLNPGLR 


24692 


55060 


A 


24830 




620 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrst 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24693 


55061 


A 


24831 


1625 


2460 


GVVNPRQGRVLSMLPAMLLYL 
LFFLIQTSLKSNGGKGKLDPTL 
WMWTVNLIYLALAIVLNLWDT 
VPVRRLRASFSRKGARIPFVGC 
RETCELPQIELVKMMLGRELDT 
HALQRAGRTLLSDKPVAAFKN 
YGKKGTIAPFDLEVRPGEIVGL 
AGLLGSGRTETAEVIFGIKPADS 
GTALIKGKPQNLRSPHQASVLG 
IGFCPEDRKTDGIIAAASVRENII 
LALQAQRG\CYVPFPAKNSKRL 
PNALSASLAFAHLQLNNRLNFS 
PAAISKKCCFYVGY 


24694 


55062 


A 


24832 


1 


2034 




24695 


55063 


A 


24833 


3839 


3970 




24696 


55064 


B 


24834 


694 


765 










iisH — 


|778 


2IP 






II^H 










MTCRLLTRLPGQAGVGKRVSG 
VPDELSPLFSVGSRYLQGGVGL 
VSPTSGANVGLPVISTNNLVKE 
CR\DGKWKMTEKGCLNMFHFK 


24699 


55067 


A 


24837 


568 


713 




24700 


55068 


A 


24838 


217 


1910 


AFTFQESVMAFSQAVSGLNAA 

ATNLDVIGNNIANSATYGFKSG 

TASFADMFAGSKVGLGVKVAG 

ITQDFTDGTTTNTGRGLDVAIS 

QNGFFRLVDSNGSVFYSRNGQF 

KLDENRNLVNMQGLQLTGYPA 

TGTPPTI QQG ANPTNI SI PNTLM 

AAKTTTTASMQINLNSSDPLPT 

VTPFSASNADSYNKKGSVTVFD 

SQGNAHDMSVYFVKTGDNNW 

QVYTQDSSDPNSIAKTATTLEF 

NANGTLVDGAM/ANNIATGAIN 

/GLSFLNSMQQNTGANMVATT 

QNGYKPGDLVSYQlNDDGTVV 

GNYSNEQTQLLGQIVLANFAN 

NEGLASEGDNV\WSATQSSGVA 

LLGTAGTGNFGTLTN/GSIESGI 

AFLVNVPLNPKLKRVNVAGAR 

WHPYGWPAFAERACLIEPEGD 

RRTHHRPNNQRTYSRKTQRQG 

GHKTRQDNWEQKGDGGPRPEP 

TDPHQHDANRPTVATKKRRKS 

TQSQRNHRNPKGTHPTEEHGT 

AGTTKPPDTPQTDNWTHKGSL 

REGKANRKRNPLRGAEVAGGG 

KQRAKAERQTQRGERREDVDE 

GEEDRSKKTEK 


24701 


55069 


A 


24839 


500 


653 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24702 


55070 


A 


24840 


445 


849 


GSPGTAGTEVAVVLKIGGVHD 
K V IGH YRCSTTNTGRVLDVAI/S 
QNGFFRLVDSNGSVFY/SRNGQ 
FKLDENRNPATGTPPT/IQQGAN 
PTNIS1PNTLMQRKPTAGQIVLA 
NFANHEGLASEATTSGLRRNLL 
AWRCM 


24703 


55071 


A 


24841 


• 


453 


MKQMDTRGKVINCAFAVSAAF 
A LGDHLGFAAANMNAMIFPMI 
VGK.L1GGVTAIGVAMMLVPRY 
EF1KRE1SWQSPVFFTPVDKQGG 
LKEAELKTLILEQYHAAGIEPES 
VDSGA1IITGESAKTRNAR*TGR 
FKRSGTENL\KLEQYHAAGIEPE 
SVDSGA1IITGESAKTRNARPTV 
MALSQSLGDFVVASAGPHLE 


24704 


55072 


A 


24842 


370 


670 


YSSNIMLRVLSRKAL1LVPSSSP 
VKARKPAMLARRGWRSLSRW 
AILSLPGPGRTGRFKRSGTENL 
\KLEQYHAAGIEPESVDSGAIIIT 
GESAKTRNARPAGMALSQSLG 
DFVVARAGPHLESVNAGYRTRI 
RNHGHSWFPGEIGIRSQFPHTLR 
TGSINGKAWGA 


24705 


55073 


A 


24843 


I 


1623 




24706 


55074 


B 


24844 


1 


4986 




24707 


55075 


B 


24845 


65 


726 




24708 


55076 


A 


24846 


4107 


4460 


FMSTCGYGGGLSRFPARCLSYQ 
PLRSWRETVAASG*RRTGSARA 
NCFCFSGLTRDFS1WRPETK*SA 
QTF V VGTWRCGGMGR* I AA VL 
SRYSTVESGVSSTHHRLPLQPDI 
PSGRRL 


24709 


55077 




24847 


624 




PLVPAYKQSQRQKPHDYLNRC 

RKSL*QNSTTLHAKNSQ*IRY* 

WD/SISE**ELSMTNPQPISY*MG 

KNWKHSL*KLAQDRDALSHRS 

YST 


24710 


55078 


A 


24848 


1434 


1594 




24711 


55079 


A 


24849 


1294 


1488 


PAGKQTQQQRQQFANDGRGEI 
WRKLIKPNPRRQKS*CSTDPRQ 
KSTLISQREAVIRRFSEAGNFH 


24712 


55080 


A 


24850 


595 


879 


RRCSTTNIIKKIQQDKKGNRKA 
VHRSRFVHGRP1TLLFFQLSGRI 
QSHRLPGRAALFAGIPAACDQS 
PSLRQPISSEWSDGR*HRRIFRS* 
SEEF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24713 


55081 


A 


24851 


1009 


1478 


YSLSVSVWAGATVMESPVWM 
P1ASKFSIEQTMMQLSFLSRTTSI 
SYSFQPISDSSISNSLVGERSRPR 
AQISSNSSRL*AIPPPLPPMVKD 
G Rl M HG K.PTS AAT A S A SS I VC AI 
PERAVSRPIFF1ATSKRRRSSALS 
IASAVAPIMVTPNSSNTP 


24714 


55082 


A 


24852 


48 


209 


GLFQVGYAENCRDNNHSFSLH 
SVVIGSSSERVVAKK*PDADHF 
SASFVPV1LK 


24715 


55083 


A 


24853 


1358 


3194 


PTASFAATLA1GKPVAFDASAE 

ERDTRGFIS1TIRRPFFGFTANVT 

RLETERGGICSRSVPWEVVSKI 

AWAEAPDPPGVTILGLKTQHAT 

/VSERVTSRFTRSHYRQFDLDQ 

AFSAKIFDRYLNLLDYSHKRKT 

ELGDEAAFSAKLDVFYDLYNL 

AQKRRFERYQYALSVLEKPMD 

FTGNDTYNLDRSKAPWPKNEA 

ELNALWDNVFSLAMTAFAREI 

DPHTNYLSPRNTEQFNTEMSLS 

LEGIGAVLQMDDDYTVINSMV 

AGGPAAKSKAISVGDKIVGVG 

QTGKPMVDV1GWRLDDVVALI 

KGPK.GSKVRLE1LPAGKGTKTR 

TVTLTRERjRLEDRAVKMSVKT 

VGKEKVGVLD1PGFYVGLTDD 

VKVQLQKLEKQNVSSVIIDLRS 

NGGGALTEAVSLSGLFIPAGPIV 

QVRDKNGKVREDSDTDGQVFY 

KGPLVVLVDRFSASASEIFARD 

VVVGLCICLSSLDVWLCGLFCR 

CSVDAERTKRQGKKGEESRKR 

RRKGYELSYLLFGWSAVVLLF 

V SD AEQHRA SRHGGNACQQHP 

DVRHDEADGYPRQSHQLRLRR 

FRCFRPGRPLRLRRCQHERHDL 

PDDCRQV DRRRNGD WRGDDA 


24716 


55084 


A 


24854 


100 


671 




24717 


55085 


A 


24855 


852 


1335 


YFCFWTYPLLFPVCMDRKAGK 

HGVAPAGDLYVQVQFNSHPIFE 

REGNTLYCEVPINFAMAALGGE 

1EVPTLDGRVKLKVPGETQTGK 

LFRMRGKGVKSVRGGAQGDLL 

CRVVVETPVGLNERQKQLLQE 

LQESFGGPTGEHNSPRSKSFFD 

GVKKFFDDLTR 


24718 


55086 


A 


24856 


326 


471 


PLQTHPAPQQRGHPIYQHGQTV 
S*SCRRRGWSSISRPVIHHADAQ 
LMP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hotl 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24719 


55087 


A 


24857 


1095 


1283 


SCRRRGWSSISRPV1HHADAQL 
MP*PQIVYQHLKPPGIYRQQDR 
L*IPD*RPVLTIQDVRGP 


24720 


55088 


A 


24858 


1 


1159 




24721 


55089 


A 


24859 


1744 


3019 


KISPRRPQET/CFQKSTN1AREKT 

LEQEFSVQLFEK1GRRMCLTRE 

GKKLLPHIYELTRVMDTLREAA 

KKESDPDGELRVVSGETLLSYR 

MPQVLQRFRQRAPKVRLSLQSL 

NCYVIRDALLNDEADVGVFYR 

VGNDDALNRRELGEQSLVLVA 

SPQ1ADVDFTEPGRHNACSFIIN 

EPQCVFRQIFESTLRQRRITVEN 

TIEL1S1ESIKRCVAANIGVSYLP 

RFAVAKELECGELIELPFGEQSQ 

TITAMCAHHAGKAVSPAMHTFI 

HALYSCRMRRERLIRATRSCQF 

NILHEPRRADK.RSASGSLRLQE 

FN Y QDKPCME 1RIRTYEKTPIR 

MDKGLTNFGSRW1LPELAHKE 

KDEETQQRRKSKRDSRREETDT 

KKKTRDKATKREKDKEIEEMA 

STSITSRCEDKLENFSSMKYYTEI 


24722 


55090 


A 


24860 


321 


575 


SYRRYVFPAQ*NRHLQFAVKPP 
APVIVHPTLVDSEHHHSLHDKR 
RQHRPHHSVAHHGSRNSSATA 
T1NALLG RVAQN AATRGTR 


24723 


55091 


A 


24861 


935 


1637 


PQPPPPLRREGAGLEKELGGRR 
VRVKGSGCQPW1CGKVPVFIPV 
ITEQESFQELI/RRTTTACESLGK 
EYEILMIDDGSSDNSAHMLVEA 
SQAENSH1VSILLNRNYGQHSAI 
MAGFSHVTGDLIITLDADLQNP 
PEE1PRLVAKADEGYDVVGTVR 
QNRQDSWFRKTASKMINRLIQR 
TTGKAMGDYGCM/LRAYRRHI 
VDAMLHCHERSTFIPILANIFAR 
RAIEIPVHHAEHS 


24724 


55092 


A 


24862 


1020 


1229 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


24725 


55093 


A 


24863 


98 


1242 


MDKFRVQG PTKLQGEVTISGA 
KNAALPNLFAALLAEEPVEIQN 
VPK.LKDVDTSMKLLSQLGAKV 
ERNGSVHIDARDVNVFCAPYD 
LVKTMRASIWALGPLVARFGQ 
GQVSLPGGCTIGAHIVMDKVSV 
GATVTIMCAAILTEGATIIEVFY 
FLPLAIGKFNELYPNIKVRILAEQ 
GTNNCM\ESVLCN\ESDFG\INM\ 
NN VTN S SI\DFTPL\ V QRRPF VL\ 
ACRRDHPLAKKQLVEWQELVG 
YKMIGVRSSSGNRLLIEQQLAD 
KPWKLDWFYEVRHLSTSLGLV 
EAGLGIS ALPGLAMPHAPYSS 1 1 
G1PLVEPV1RRTLGIIRRKDAVLS 
PAAERFFTLLSDFCPGVPSEDNI 
FESPASQQHEYIGSRQCFLMPSE 
TTGTMHV 


24726 


55094 


A 


24864 


1 


833 


MAELGKRSSVAVSW1GKVKTT 

AQM V AL A WLL WRPPI WVEYA 

GIALFFVAAVLTLWSMLQYLTL 

RVQICLISDRFGVIFSKRSKVVK 

NIVDSSRQEYLEEFYARYNVELI 

RAPEGFFYLRPRSTTLIPRSVLS 

ELDMMVGK1LCYLYLSPERLA 

NEGIFTQQEL YDELLTLADEA K. 

LLKLVNNRSTGSDVDRQKLQE 

KVRSSLNRLRRLGMVWFMGH 

DSSKFRITESVFRFGADVRAGD 

DPREAQRRLIRDGD/AMP1ENHL 

QLNDETEENQPDSGEEE 


24727 


55095 


A 


24865 


819 


1428 


SPRGISRGGCRCQPISGDGXRIFA 

GILHGLDNELPLQEEVEGNGLE 

QEGLPFP1RQSDALDLCFSD1LV 

SPNMYIDDGMKRDWPVMKQC 

ALQRRWRILPDHYGTEPAEKRP 

GFAPHYCFSYALLVHMMAQQC 

DLEVGDFVWTGGDTHLYSNH 

MDQTHLQLSREPRPLPKLIIKRK 

PESIFDYRFEDFEIEGYDPHPG1K 


24728 


55096 


A 


24866 


2 


1445 




24729 


55097 


A 


24867 


1 


1785 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24730 


55098 


A 


24868 




654 


VRFFKGRGSSWHMV\SQWDYV 
ADRFGTADLLPFTISDMDFATA 
PCI1EALNQRLMHGVFGYSRWK 
NDEFLAAIAHWFSTQHYTAIDS 
QTVVYGPSVIYMVSELIRQWSE 
TGEGVVIHTPAYDAFYKAIEGN 
QRTVMPVALEKQADGWFCDM 
GKLEAVLAKPECKIMLLCSPQN 
PTGKVWTCDELEIMADLCERH 
GVRVISDEIHMDMVWGEQPHIS 
LE 








24869 


955 


1278 


TLTPDFL*QGHFFRFAG1AYQIV 
KQTTVGTTVEITLRRYVVDGNR 
IPPRQDRQGDAFFGFATHTQQW 
HQVFKRQRDIQIVTANTATTVT 
QQAGFTIETRTPLRPHQQQ 


24732 


55100 


A 


24870 


1 


1707 




24733 


55101 


A 


24871 


1 


3615 




24734 


55102 


A 


24872 


1 


1931 


MLLLREHTDTRHDHPRTPTRAT 
RRRRHTEKKRRKKKRPATHVL 
MTATLIPVSRLLATDQPQLFHE 
SASKPAPHLVSSLGCHCGDASC 
SGRAVADAMQFKTVFPVFVAA 
A MN PEHM AESG H R1TRPEFPD Y 
RELFRESDIKSAVVDSICQCNTP 
FNYLFRCFELQCLSRHGHSAYG 
VM QRRH SPMQETRI AS LPLQRY 
RWHEDSVRNRWFSVMVGPSVR 
VNEWFSAYAMAGMAYSRVST 
FSGDYLRQPLVSGFHEA 


24735 


55103 


A 


24873 


1281 


2234 


ISTNSILR1FSGFRKLMEV/TRLR 

DTPILTFMNKLDR/DIRDPMELL 

DEVENELK/1GCAPITWPIGCGK 

LFK/GVYHLYKDETYLIQEVRIV 

KGLNNP/DLDAAVGEDLAQQL 

RDE/LELVKGASNEFDKELF/LA 

GEITPVFFGTALGNF/GVDHML 

DG\FM AGDRS H VEE A Y/PGDI L 

G\QGEMMKFTGIPNF/APELFRR 

IRLKDPLKQK/QLLKGLVQLSEE 

GAVQV/FRPISNNDLIVGAVGV 

LQFDVVVARLKSEYNVEAVYE 

SVNVATARWVECADAKKFEEF 

KRKNESQLALDGGDNLAYIATS 

MVNLRLAQERYPGRQFHQTRE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


24736 


55104 


A 


24874 


2 


760 


AKFEEKFLAVPAEALVYTMKG 
DQKYFPVYANDGKLLPNFIFVA 
NIESKDPQQI/DRIQALAGWIAE 
Q\IG A D VN H ATRAGLLSKC D LM 
TNMVFEFTDTQGVMGMHYAR 
H DGEAED V A VALNEQ YQPRFA 
GDDLPSNPVACALAIADKMDT 
LAGIFGIGQHPKGDKDPFALRR 
AALGVLRI1VEKNLNLDLQTLT 
EEAVRLYGDKLTNANVVDDV1 
DFMLGRFRAWYQDEGYTVDT1 
QAVLARRPTRPADFDDWHA 


24737 


55105 


A 


24875 


2 


391 




24738 


55106 


A 


24876 


2 


1785 


WLLYRAHVKGE/STEALLPNM 

VATSLAKLPIPKLMRWGATYV 

HFVRPVHTVTLLLGDKV1PATIL 

GIQSDRVIRGHRFMGEPEFTIDN 

ADQYPEILRDSGKVIADYEERK 

AK1KADAEEAARKIGGNADLSE 

TLLEEVASLVEWPVVL/TAKF/E 

EKF/LAISRTALVPYSADNMYQ 

LVNDVQSY PQFLPGCTGSRILES 

TPGQMTAAVDVSKAGISKTFTT 

RNQLTSNQSILMNLVDGPFKKL 

IGG WKFTPLSQE ACRIEFHLDFE 

FTNKL1ELAFGRVFKELAANMV 

Q AFTVRAKEV YS ASM RYIYVIV 

YISYRPPNLLDSH11GFSS1TTHC 

AVTSHHYNSCDMTMTIHSYVT 

PYTSVRVSLTQTYAPSPSRNLRI 

TDLTIYRA1SSEKSIDDTRHIHTI 

ESRCRVCG A HDSRDAERLDRF 

AQTADEIRIADRGFSSRPECIRS 

LAFGEADYIVRVHWRGLRWLT 

AEGMRFDMMGFLRGLDCALIS 

KTRLLSENRRKGRVVQAETLE 

AAGHVLLLTSLPEDEYSAEQVA 

DCYRLRWQIELAFKRLKSLLHL 

DALRAKEPELAKVGIFANLLAA 

FLIDDHQPSLDFPPRSAGSEKKN 


24739 


55107 


A 


24877 


1 


2022 




24740 


55108 


A 


24878 


2344 


2523 




24741 


55109 


A 


24879 


82 


732 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


24742 


55110 


A 


24880 


828 


2184 


SGCILPPESLRLWASVARRPRTP 
NQPRQPGPK1GGISPAGSALALA 
CGKRTVLFASLCTRTGGSQLGE 
VPAL VLL A DQML ALD DQ YTFLQ 
RIPRSPYGL AFG PVPH LH YL HQ 
MRLLD1APIAFRAMSLAFPVNY 
LDAVRTGSICSNCNQRSNDSAM 
GISMNVSTLMRVRAIWVYAAY 
MERVLDNLLNNALRYCHSTVE 
TSLLLSGNRATLIVEDDGPGIAP 
ENREHIFEPF VRLDPS RDRSTGG 
CGLGLAIVHS1ARGNWATSDHR 
SLTGTQPYARIVVFLVRL1FAFR 
VTQLTLQISFVRFVVVQNAFPG 
CPLG1GIDVHFYYAVAYGVFDF 
LSSRTGTTVFFDDLNTPDFDRC 
FAFMQAVGKGYTDAYLPIVER 
RKAMAYGERERNFQLYRRGRY 
VEFNLPSELAATVYQSDPNFAT 
GCFRLYTSCNTFNMHKAATML 
VRAEFSQGYQHQV 


24743 


55111 


A 


24881 


679 


1628 


PDADAKRVD1TLCLAFGCDAQF 

IE1TFTRLPEVRIHHLQSPASALS 

SCNHLLIRJTQFNADIT1GHHLP 

VNRRVVTVLRDMRHHGDIVHP 

GVRRGVEHYAAMDPGIVKEIM 

EVRLLFLAVFVGNHHSRRDSLP 

VQFVVHTNGDTYTFPGNNIRRD 

IGFKWR1AALMLHHFLIIDPHFA 

VMSDR1 ETQHDTL ACPNFRYKD 

FALIPERCRI1/SEYLDRRTDRLK 

WCYAAFQQGDQSQASNPMYA 

KAPV*VRWVHGYKALSEKGHL 

VYQRLYQ1FQHAEYQTGTNDA 

EISTKLCLFSSSLLLLSSSSLQHSI 

PPNACL 


24744 


55112 


A 


24882 




1515 




24745 


55113 


A 


24883 


1954 


2859 




24746 


55114 


A 


24884 




393 


SLARWIICNTSEELAANIKRLGD 
VT VRLN AFH AHG V YG E AQSM 
GERHAGRR* AVG *C VKG A RGE 
PVDISGAQL/RGCGVNALSGLR 
FGTDL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24747 


551 15 


A 


24885 




3706 


MDLGANGWQTFRYVVLPNLSS 
ALLAGGMLAFALSFDE11VTTFT 
AEQVDAAVRAADAAFAEWGQ 
TTPKVRAECLLKLADVIEENGQ 
VFAELESSNNTAFARASSNGDL 
PTKADLQAQLDSLNKQKDLSA 
QDKLVQQDLTDTLATLDKIDRI 
KEETVQLRQKVAEAPEKMRQA 
TAALTALSDVDNDEETRKILST 
LSLRQLETRVAQALDDLQNAQ 
NDLASYN SQL VSLQTQPERVQ 
NAMYNASQQLQQIRSRLDG 


24748 


55116 


A 


24886 


2842 


5034 


NVRLSPAMRCRWRRGSPMPAM 

FEVGVKTRJIQRSREVILMADHS 

KFDAVEPHAVATLSCIKTI1SDS 

GLPET1AQRYQRAGSSLPEAQP 

DREIEKRGPAIAQAFDAEGKPS 

KASEGWARGCG1TVDQAERLT 

TDKGEWLLYRAHVKGESTEAL 

LPNMVATSLAKLP1PKLMRWG 

ASDVHFV\WPVHTVTLL\LGDK 

VIPATILGIQSDRV1RGHRFMGE 

PEFT1DNADQYPEILRERGKVIA 

DYEERKAKIKADAEEAARKIGG 

NADLSESLLEEVASLVEWPVVL 

TAKPEEKFLAVPAEALVYTMK 

GDQKYFPVYANDGKLLPNFIFV 

ANIESKDPQQIISGNEKVVRPRL 

ADAEFFFNTDRKKRLEDNLPRL 

QTVLFQQQLGTLRDKTDRIQAL 

AGWIAEQSGTDAGDQTGYSDE 

RWVPDAHSEAPSPVSDMLSAL 

LLLTLVLAGMVRMAARLLMA 

KPPQAVNRGDIGWLTTSPMVIL 

LVMMLAMGTHIPQPVIRIPGGR 

FHYSPHQGRTDLPAQRSTWHD 

FCLQAPHLFRRNTVNVNSSSNR 

GEAILAALKTQFPGAVLDEERQ 

TPEQVTITVKINLLPDVVQYLY 

YQHDGWLPVLFGNDERTLNGH 

YAVYYALSMEGAEKCW1VVK 

ALVDADSREFPSVTPRVPAAV 

WGEREIRDMYGLIPVGLPDQRR 

LVLPDDWPEDMHPLRKDAMD 


24749 


55117 


A 


24887 


49 


531 




24750 


55118 


A 


24888 


1619 


1968 




24751 


55119 


A 


24889 


1 


553 




24752 


55120 


A 


24890 


744 


970 


LAVISEASNQKRGDPVDHAD*I 
AVANMLLNQFQQSYTPMLHDL 
IVRYDGDIHQQKSFGVQLPGKL 
RIVKLIQPVE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24753 


55121 


A 


24891 


52 


455 




24754 


55122 


A 


24892 


2988 


3614 


PVSVLTQK.RLSPATSHRSTCRVI 

LNQAYVTPSK.CWPDVEEISFNF 

FHSEDVVRHPVVARIVNAYEA 

WEEAEQKTMTPANQHAGGLV 

QCDKMLLQRRSREV1ELSEQNA 

AQMRHVRGADMAMIFQEPMT 

SLNPVFTVGEQIAESIRLHQNAS 

REEAMVEAKRMLDQVRIPEAQ 

T1LSRYPHQLSGGMRQRVMIA 

MALSCRPAVL1ADEPTTALDVT 

IQAQILQLIKVLQKEMSMGVIFI 

THDMGVVAEIADRVLVMYQG 

EAVETGTVEQIFHAPQHPYTRA 

LLAAVPQLGAMKGLDYPRRFP 

LISLEHPAKQAPPIEQKTVVDGE 

PVLRVRNLVTRFPLRSGLLNRV 

TREVHAVEK.VSFDLWPGETLSL 

VGESGSGKSTTGRALLRLVESQ 

GGE1IFNGQRIDTLSPGKLQALR 

RD1QFIFQDPYASLDPRQTIGDSI 

IEPLRVHGLLPGKDAAARVAW 

LLERVGLLPEHAWRYPHEFSGG 

QRQRI CI ARAL ALN PK VI I ADE A 

VSALDVSIRGQIINLLLDLQRDF 

G1A YLF1SHDMA VV ERISHRVA 

VMYLGQIVEIGPRRAVFENPQH 

PYTRKALLAEDPVAEPSRQRPQR 

VLLSDDLPSNIHLRGEEAVVALI 

KPGAQIGR\PQSWT 


24755 


55123 


A 


24893 


134 


595 


IRTGRNESYKGDISRYKFVSAR 

ALRNE VRGG RCHKTIRRVS VG 

KK.V1GLKFRHLVPVVTPESIVIP 

PAPVANDTLVAEVSDAPQAND 

PTFNNEDLA*FAVLSTPTAILISC 

PGRWGPAAGSECGVRGAHAHR 

ELALRAFSCCCFSSNA1S1PN 


24756 


55124 


A 


24894 


708 


1444 


TDAPGDEEASLQRAAQAGVGK 
IIVPATEAENFARVLALAENYQ 
PLYAALGLHPGMLEKHSDVSL 
EQLQQALERRPAKVVAVGEIGL 
DLFGDDPQFERQQWLLDEQLIL 
V\KRYELPVILHSRRTHDKLAM 
HLKRHDLPRTGVVYGFSGSLQ 
QAERFVQLGYKIGVGGTITYPR 
A SKTRD V I A KLPL A SLLL ETD A 
PDMPLNGFQGQPNRPEQAARV 
FAVLCELRREPADEIAQAVLNM 
TYTLVNVP 


24757 


55125 


A 


24895 


1460 


1777 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24758 


55126 


A 


24896 


381 


482 


IPGPQSPQSSPDLGWLQC*NP* R 
LLWKAPRSDK 


24759 


55127 


A 


24897 


977 


1144 




24760 


55128 


A 


24898 






CTF ALRDE YPRM LN VDN KGLR 
DH 1 ELQPLA V/D AS YPGG DFRK 
NAVYVPMW*SAHCEPEGRFAE 
TGSRRYGEDFASTAPGFRRAAT 
RKLRVRRKR 
















24762 


55130 


A 


24900 


296 


495 




24763 


55131 


A 


24901 


1 


5352 




24764 


55132 


A 


24902 


187 


280 


AVDTGLAD1IRD\EPNMVARLP 

Lor l AoLolS 




55133" 




249(T 


7775 


!98l 


H1WQNSLIVLFRGCRSAHAKVH 
RWKN*LPLNLAPLLPRSGSSAPI 
RPPPSAQARQPMKSTYGVDRR 
HS 


24766 


55134 


A 


24904 


760 


1473 




24767 


55135 


A 


24905 




2124 


MNRMSGGYWQLFAESGETCR 

A RELEQCLEDF Y DQRKES VRW 

HLDLHTA1RGSLHPQFGVLPQR 

Dl PWDEKFLTWLG A AGLEALV 

FHQEPGGTFTHFSARHFGALAC 

TLELGKALPFGQNDLRQFAVTA 

SAIAALLSGESVGIVRTPPLRYR 

VVSQITRHSPSFEMHMASDTLN 

FMPFEKGTLLAQDGEERFTVTH 

DVEVAKNA1TEIKTQFEKEKLA 

QDRIKRNQ/LDANIQRLNYSLDI 

ANAAGIKKPVYSN\DGIERKLE1 

EKAVTDVAELNGELRNRQYLV 

EQLTKAHVNDVNFTPFKYQLSP 

SLPVKKDGPGKAUV1LSAL1GG 

MLYCRVCIKRNADSPEVFSGFS 

DPNVVLIAAVFIIGDGLVRTGV 

ATVMGTWLVKVAGNSEIKML 

VLLMLTVAGLGAFMSSTGVVA 

IFIPVVLSVAMRMQTSPSRLMM 

PLSFAGLISGMMTLVATPPNLV 

VNSELLREGYHGFSFFSVTPIGL 

VVLVLGILYMLVMRFMLKGDT 

QTPQREG WTRRTFRDL I RE YRL 

TGRARRLAIRPGSPMIGQRLDD 

LKLRERYGANVIGVERWRRFR 

RVIVNVNGVSEFRARDVSLIAM 

SAADVDLRQFCSERLLEPDGIA 

RFSLIPESELIGESVREIGLRTRY 

GLNVVGLTRTGVALDGSLADE 

PLLLGD1 S WL WALESDRY A AM 

LGRSRSLTYRRGDEHCRASRSP 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 












993 


EEIEVARLRDQKSAEGGIQNRE 
YWPGRSGHR*SPHAP11GTQFLQ 
ALFQTWDQFVFALSACGRRHP 
TDGRRQNPAVSGHSVAARQPA 
HSQTDEASG 


24769 


55137 


A 


24907 


3519 


5161 




24770 


55138 


A 


24908 


374 


1891 


KWKLKRPDSNIDHRRVPNLET 

WFSRHDKTRPTSKNPSDYQAG 

D1VSWRLDNGLAHIGVVSDGFA 

RDGTPLVIHMGAGAQEEDVLF 

NWRMRQCQHNQHNTATFNGP 

RILAEQPPGKEYAANGNGQLYP 

MSSLNIKQGSDAHFPDYPLASP 

SNNEIDLLNLISVLWRAKKTVM 

AVVFAFACAGLLISFILPQKWTS 

AAVVTPPEPVQWQELEKSFTKL 

RVLDLDIK1DRTEAFNLFIKKFQ 

SVSLLEEYLRSSPYVMDQLKEA 

KIDELDLHRA1VALSEKMKAVD 

DNASKKKDEPSLYTSWTLSFTA 

PTSEEAQTVLSGYIDYISTLVVK 

ESLENVRNKLEIKTQFEKEKLA 

QDRJKTKNQLDAN1QRLNYSLD 

IANAAG1KKPVYSNGQAVK.DD 

PDFSISLGADG1ERKLEIEKAVT 

D V AELNG ELRN RQ YL V\EPITK 

A H VN D VN FTPFK.YQLSPSLPVK. 

KDGPGKA1IVILSAL1GGMVAC 

GGVLLRYAMASRKQDAMMAD 


24771 


55139 


A 


24909 


mi 


1895 


PLVNFSNSSHPVSNPSIQLSSITL 
PLVENESRARAWKDQMDAIDH 
QTGVRPLVFYSIVLPEIRAIILQS 
EGFCQD1VQALVAPLQQEMKL 
DPTPIAHRTHGLNPNNLNKYDA 
Rl AAIDYTLAHDDG ISLRNLDQ 
AQVILLGVSRCGKTPTSLYLAM 
QFG1RAANYPFIADDMDNLVLP 
ASLKPLQHKLFGLTI DPERLAAI 
REERREN S R Y A SLRQC RME V A 
EVEALYRKNQIPWINSTNYSVE 
EIATK1LD1MGLSRRMY 


24772 


55140 


A 


24910 


77 


434 


EKKRGREDKPGTMATFPPATSA 

PQQPPGPEDEDSSLDESDLYSL 

AHSYLGPLIMPMPTSPLTPALV 

TGGGGRKGRTKREAAANTORP 

SPGGHR/ERKLVTKLQNSERKK 

RGARRLRQSWR 


24773 


55141 


A 


24911 


31 


295 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24774 


55142 


A 


24912 


75 


426 


EKKRGREDKPGTMATFPPATSA 

PQ\QPPGPGGRDSQPWMDLDLL 

/YSLAHSYLGVGGGRKGHTKRE 

TAANTQPPQPLAGHERKTVDP 

KLQVN SERKKRG A R A LRQELEM 

RRRPWTLTPSQ 


24775 


55143 


A 


24913 




1107 




24776 


55144 


A 


24914 




1468 




24777 


55145 


A 


24915 




2463 




24778 


55146 


A 


24916 




603 




24779 


55147 


A 


24917 


118 


1087 


IRSKKMTTQTVSGRRYFTKAW 

LMEQKSL1ALLVLIA1VSTLSPN 

FFTINN LFNILQQTS VN A IMA VG 

MTLVILTSGIDLS/VAASIVGIEV 

NALVAVAAALALGAAIGAVTG 

VIVAKGRVQAFIATLVMMLLL 

RGVTMVYTNGSPVNTGFTENA 

DLFGWFGIGRPLGVPTPVWIMG 

IVFLAAWYMLHHTRLGRY1YA 

LGGNEAATRFSGINVNKIKIIVY 

SLCGQLASLAG1IKVARLSSAQ 

HTAGTGYELDAIAAVVLADDR 

QSGGDFAGGAGRQQKAVITTT 

GHLEYEHEKTGYPGFRCCAKR 

HRQCECDGKRHHRAGGLHA 


24780 


55148 


A 


24918 


1 


1286 


MHEREPGLRAALAGQLEFRVG 
LGLGVWTLRLMELLRQRLELV 
VYTASDGQEYEMVSRLNWVN 
YLVLEDVHIILPDQMRGITGCY 
ATHPHERRLHAGTVHRQNIVN 
NPPDC VPRDAG EA E VAPDPSLA 
SLQLQTPELPGLISCHNSIQVSN 
EARLFELLICQWRDFRKRVIAA 
KSMQGRELEGGQRGQDKATNP 
FRVLALKGSGDPDPHGAGRQG 
SDLLLHPVSDAQVLQHFFQRRA 
LLSSPWDYHDVVGLCAQEPCG 
YIMELFIIKHQCSLAQTAGSLAP 
EQKKELEMTVRYYISSADLTAE 
KFATAIRN/HWHVENKLHWRL 
DV*RQFDKHCSTADSTRILASF 
VRHVNAALDVRVVFASGSETT 
HGDGARRYLRCVDVDWRRRT 
AVAQADKSARACHFHYAGYH 
HHEHFADPVSVGAKYHTVFST 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24781 


55149 


A 


24919 


417 


861 


AKGPCPDRNHSSDDKDVIAJDG 
KTLRHSYDKSRRVRGAIHVISAF 
STMHSLVIGQIKTDEKSNEITA1 
PELLNMLD1KGKIITTDAMGCQ 
KDIAEKIQKQGVIFSLCPASIIDD 
KKVTDLAVAVQGTLKTGSGGI 
LPPGGALKKJSEKL 


24782 


55150 


A 


24920 


3 


1767 


HISIIPDYR*AWKVEHKLSGILL 

LTIFAVISGAESWKDIEDFGKTH 

LDFWKQYGDFENGIPVHDTIAR 

VVSCISPAKFHEVCFINWMRDCH 

SSNDKDVIAIDGKTLRHSYDKS 

RRRGAIHVISAFSTMHSLVIGQI 

KTDKKSNEITAIPELLNMLDIKG 

KIITTDAMGCQKDIAEKIQKQG 

GD YLF A V KQRNG A VEN RAKTQ 

TRIAFGDHFFRRQVSQRIRLFCH 

RLATQFAARLRMFIATGQPMN 

GLRLLLFIVNKQAALLVNKLDA 

QMAAFQQLPGRGRQATVRRE 

MDLCAFAERMGLPVSRPGDIQE 

FHAGCRTKFDAGAFRDKHHVA 

CFG DHGLAFVANMQLPFQHHV 

DFVVVQGPREECVLPLHKTGG 

HAAAVVSGHKISQAHAMRLCA 

V ETTK L D ATG IN H FDA A F AG H R 

FESSVDCACSATVSFITFPSVCD 

RFGNWLRSGRCSHAARKNEITL 

TNTRRSLRPKRNTERHDMQTR 

ATVIAAGEKLLPYAETLMSTW 

QAARKEVAHTSRHNEFSIGASA 

SLWDMVMTSAGAVVTTVVVA 

VRPSSFYILCSHKKKRTLHTKR 

EKTVDRRKEYETRAKRSETDT 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ IDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24783 


55151 


A 


24921 


110 


1282 


SNTPYIIKENKMELKKLMGHISI 

IPDYRQAWKMEHKLSDILLLTI 

CAVISGAEGWEDIQDFGETHLD 

FLKQYGDFENGIPVHDTIARVV 

SCISPAKFHECF1NWMRDCHSS 

DDKDVIAIDGKTLRHSYDKST/ 

RRRGAIHWNNAFSTMHSLVIG 

QIKTDKKSNE1TAIPELLNMLDI 

KGKIITTDAMGCQKDIAEKIQK 

QGGD Y LF A VKGNQGRLN KAFE 

EKFPLKELNNPEHDSYAMSEKS 

HGREEIRLH1VCDVPDELIDFTF 

EWKGLKKLCVAVSFRSIIAEQK. 

KEPEMTVRYYISSAVDLTAEKFA 

T A 1 RN H WH V EN K L H WRLD V V 

MNEDDCKIRRGNAAELFSGIRH 

I A IN 1 LTN DK VFKA G L RRKMRK 

AAMDRNYLASVLAGSGLS 


24784 


55152 


B 


24922 


258 


507 




24785 


55153 


A 


24923 




3060 


MTEIEENMLLPISGQELPIRWLA 
QIIGSEKPVTHVSRDGLQALHIA 
RAEELPAVTALAVSHKTSLLDP 
LEIRELHKLVRDTDKVFPNPGN 
SNLGLITAFFEAYLNADYTDRG 
LLTKEWMKGNRVSHITRTASG 
ANACGGNLTDRGDSFVHDLTS 
MARYVATGVLARSMGLVIYSFI 
QHTLTLEEYREITAFLFREFTHA 
AAARYTGEQETLPLSPQWILRQ 
CKEVASLCDGDTFSGEQLNLM 
LQQREWREGFLAER 




55154 


- — 
- — 


24921 


— 




967 




247g7 


55155 




24921 




1776 




24788 


55156 


A 


24926 


1 


864 




24789 


55157 


A 


24927 


424 


513 




24790 


55158 


A 


24928 


1 


5049 




24791 


55159 


B 


24929 


1 


939 




24792 


55160 


A 


24930 


1 


1837 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24793 


55161 


A 


24931 




2249 


MLPDIARFLPRLANDQIEEFTW 

YVNHFTYSNAIKIFCYQMFLAS 

TQARASGAPLQRLFRA1GGNA 

WERPFRMVFCSAAFSEESSPFR 

ETNYEPQLFLGFATDYRFAGW 

TLRDVEMGYNHDSNGRSDPTS 

RSWNRLYTRLMAENGNWLVE 

VKPWYVVGNTDDNPDITKYM 

GYYQLKIGYHLGDAVLSAKGQ 

YNWNTGYGGAELGLSYPITKH 

VRLYTQVYSGYGESLIDYNFNQ 

TRVGVGAIGVNVAQAEVLNLE 

SGAKQVLQETFGYQQFRPGQE 

EIIDTVLSGRDCLVVMPTGGGK 

SLCYQIPALLLNGLTVVVSPLNS 

LKEKSANPFEFTFAAFAHAFHW 

V 1 Q AIGMINTPA DG STHKQ ART 

SWLPYSSLPVLSVSTQDEKAKK 

KMRFMQRSKDSLAKWLSA1LP 

VViVGLVGLFAVTVIRDYGRAS 

EADRQALLEKGNVL1RALESGS 

RVGMGMRMHHVQQQALLEEM 

AGQPGVLWFAVTDAQG1I1LHS 

DPDK VGRA LYSPDEMQKLK.PE 

ENSRWRLLGKTETTPALEVYRL 

FQPMSAPWRHGMHNMPRCNG 

KAVPQVDAQQA1F1AVDASDLV 

ATQSGEKRNTL 1 1 L Y AL AT VLL 

A S VLSFF WYRRY LR S RQLLQDE 

MKRKEKLVALGHLAA/GVAHE 

1RNPLSS1KGLAKYFAERAPAGG 

EAHQLAQHVQIRRFHAHHPAS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of lust 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 


24794 


55162 


A 


24932 


261 


2115 


TLVFCWHAKLLSHGVFMDI1SV 

ALKRHSTKAFDASKKLTPEQAE 

QiKTLLQYSPSSTNSQPWHFIVA 

STEEGKARVAKSAAGNYVFNE 

RKMLDASHVVVFCAKTAMDD 

VWLKLVVDQEDADGRFATPEA 

KAANDKGRKFFADMHRKDLH 

DDAEWMAKQVYLNVGNFLLG 

VAALGLDAVPIEGFDAA1LDAE 

FGLKEK.GYTSLVVVPVEDLAGI 

EIDHTTSMVMIFGIIFLTAVVVH 

IILHWVVLRTFEKRAIASSRLWL 

QI1TQNKLFHRLAFTLQGIIVNIQ 

AVFWLQKGTEAADILTTCAQL 

WIMMYALLSVFSLLDVILILGQA 

KFPA\AFQLPLKG\IFQGIKLMGP 

ILVGILMISLLIGQSPAILISGLGA 

MAAVLMLVFKDPILGLWAGIQ 

LSANDMLK.LGDWLEMPKYGA 

DGAVIDIGLPTVKVRNWDNT1T 

TIPTWSLVSDSFKNWSGMSASG 

GRR1KRS1SIDVTSIRFLDEDEM 

QRLNKAHLLKPYLTSRHQEINE 

WNRQQGSRESVI\NLRRMP\NIG 

\TFCAYLNK\YLGTH\PRIRKDM 

TLMVRQLAPGDNGLPFEIYAFT 

NTVVWLEYESIQAD1FDHIFAIV 

EEFGLRLHQSPTGNDIRSLAGA 

FKQ 


24795 


55163 


A 


24933 


1 


757 




24796 


55164 


A 


24934 


8 


343 




24797 


55165 


A 


24935 


1423 


1761 




24798 


55166 


A 


24936 


1 


851 


MKG DTKV IN YLNKLLGNEL V A 
INQYFLHARMFKNWGLKRLND 
VEYHESIDEMKHADRYIERILFL 
EGLPNLQDLGKLNIGEDVEEML 
RSDLALELDGAKNLREAIGYAD 
S VHD Y VS RDMMIEILRDEEG H I 
DWLETELDL1QKMGLQNYLQA 
Ql REEGKSI YQEQTTAMKRPD Y 
RTLQALDAVIRERGF/EARGTK 
A VH YTIS RLTAH * ATGKY V RA A 
AVGAYRTAAPDGTRAKTAGTA 
APGGVAGRRVAGR*TNRFDSA 
AAFTGGQRRQSGDVVASCTGS 
CVG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24799 


55167 


A 


24937 


1645 


2009 


PVFIQFVEGMCGTANEPACLLV 
NQSPAIYFPGKIAAIWQNPRHV 
ESGSM*TL/IDSD*VSPTECLSPR 
HH YMPFEEA ARG YEIFEKREEE 
CRKVILVPGAQSAEAAQKAVS 
GLVNAMPGGTI 


24800 


55168 


A 


24938 


1 


3936 




24801 


55169 


A 


24939 


1 


2240 


MRSPMTRNSRNGKHDYKPPPR 

KRRQPPHDHTAPNSTPARNQRG 

RPHRPNRQAGQREQRANNPTP 

NTPSPPPTNDPAEPHQTRHDSR 

QPHNTPPAYAELVAAALLTTDT 

NVTRRRLRYMQPDTKLCHSAG 

KSIYQEQTTAMKRPDYRTLQAL 

DAVIRERGFERAAQKLCITQSA 

VSQRIKQLENMFGQPLLVEDET 

RTQERLRRGEVVGAVSIQHQAL 

PSCLVDKLGALDYLFVSSKPFA 

EKYFPNGVTRSALLKAPVVAFD 

HLDDMHQAFLQQNFDLPPGSV 

PCH1VNSSEAFVQLARQGTTCC 

M1PHLQIEKELASGELIDLTPGL 

FQRRMLYWHRFAPESRMMRK 

VTDALLDYGHKADDIILRITAT 

AICGSDLHLYRGKIPQVKHGDI 

FGHEFMGEVVETGKDVKNLQK 

GDRVV1PFVIACGDCFFCRLQQ 

YAACENTNAGKGAALNKK.QIP 

APAALFGYSHLYGGVPGGQAE 

YVRVPKGNVGPFKVPPLLSDD 

KALFLSDILPTAWQAAKNAQIQ 

QGSSVAVYGAGPVGLLTIACAR 

LLGAEQIFVVDHHPYRLHFAAD 

RYGA1P1NFDEDSDPAQS11EQTA 

GHRGVDAV1D\AVGFEAKGSTT 

ETVLTNLKLEGSSGKALRQCIA 

AVKRCGIVSVPGVYAGFIHGFL 

FGDAFDKGLSFKMGQTHVHA 

WLGELLPLIEKGLLKPEEIVTHY 


24802 


55170 


A 


24940 


687 


792 


TPTLTRPLRHPVAYRATLK*NR 
PAKVSQLCCTNA 


24803 


55171 


A 


24941 


3 


510 


AGDMVWLCVRTQISY*IPRTHP 
AVGIPRERPLRGADTPQRGASH 
RJRGEGKRK*KRWALLCCPGCN 
I*RHFCHHN*ERYFW\IYWVEST 
GAVKHLQNTGHWLNAGALPV 
RRPRKSVTGSIARQWSVPISAR 
ALLACPCGQCAGYATQFVMKS 
ITQRFNVACRTRMYAVG 


24804 


55172 


A 


24942 


189 


563 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24805 


55173 


A 


24943 


1224 


1772 


GSPSVSLATSSCSIKVQNPGISR 
VVAGSSAI1SNVSPGCILRTVLR 
TIITGSGQRRPSASSVWSGHTSC 
VFRTANFSSGMVNLSVSVTNLS 
PS1 VPRIKFIAGDP1N PETNIFAG 
WL/VNGFRRTYLLNN PVFHNH 
NPRRHGHRFGLIVGHVDHGGV 
QFLMQLADLCAHLHAQLGIKV 


24806 


55174 


A 


24944 


1541 


3675 


LEIIKRKISMRRNWMHSHTRY 

WRFLDFPTLRGGRWMR*SGEK 

LNPISTPLRANCLALAQRATRL 

APMSFTWGMPTSQPDCAVPGR 

RALPPELLCLQRSSQSRFAGTA1 

T 


24807 


55175 


B 


24945 




1497 




24808 


55176 


A 


24946 


650 


739 




24809 


55177 


A 


24947 


4447 


4804 


RQNDRYSGRERHEITPLCWIPR 
1AWALWLRSLRRGPQEKSLHN 
RVARTISWPYQARHPCRTLLGG 
HGFFLH1VLSQLPCLSYPLSSFA 
GLLARSSMFLKLAARFLCCRRS 
YAASPLSI 


24810 


55178 


A 


24948 




3774 




24811 


55179 


A 


24949 


431 


949 


NYAIYHQNHGVNISPGLGKTHN 

YRQQHCG1TYYWRDLMPANK 

NYKQRW1TPGSASFYRSSHKAL 

IRLLATRLPAFPWGRRSAWRWP 

VRY*IRVPSSGSYHLEISMRWV1 

FPQPKALTPSNLHWKTA*LWS* 

K.TLSFVCWIATVLPARFWKLTD 

PWLA1LPCANIYWQASAPD 


24812 


55180 


A 


24950 


337 


648 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24813 


55181 


A 


24951 


1 


1430 


MFTYPHSKFRVNRFVGQVLLIE 
FS1LLDGGRTGLGHSLSVWCISG 
DCSSFLQGKPTSLPLRKPSAIICS 
DSLSGSADLLRNHNFVCTAADT 
FTTDITPEAG DARLIGI AQTVRH 
LEDPMRAWKSIHKSCEILDPIHR 
APVKENTHPARK1NISDPAAGA 
VARIRYEGVLSVCRASASAYVS 
RSRTITVACWYVSNTGVTGAT1 
GVKRQHRHARLFSGDGAPGFG 
TGKRD1RQLRRLVRIQIQRTFFA 
AVLHVPTPWSRAIDAAALLTVI 
DVKVLTACACQACRTLALRVA 
QVIDRCSNPGDIMSSVARRYWF 
I SRWSAKRDCAVSY DQDPGQ A 
QRSCRSCLVAVDRGLWLSAYC 
RSLMTQTLLPDDVPRILPNASSP 
SRLRCLVHIWVITACWICANSSG 
FIARNL/GLCGWEKRLVKDLTRI 
QDTGRAKE1LGATATLEFR\R*T 
PTLTRPLRH PV A YRATLK*NRP 
AKVSQLCCTNA 


24814 


55182 


B 


24952 




1295 




24815 


55183 


A 


24953 


3151 


3207 


LQWLID*WCL**TFDLRFA 


24816 


55184 


A 


24954 


2740 


3917 


NGRSVWAVKLELFRVKPLDIPQ 
QRVGQQHVLLKAFNRRLAMQF 
IQLIATDVTE1LPLHVVEDGTDS 
LYCLALSHLRCGRLSLRWRREL 
PRGLGVNVSWCYPFKAQGQCA 
AEITDKAGQREIFGFARVKENA 
GYVIYECYQPDDGDKLIRELPF 
SSLIFARQWFVVGELLQHLPPE 
DRITPI VGM LQG V VEKGGELRV 
EVADTNESKELLKFCRKFTVPL 
RA ALRDAG VL ANY ETPKRP V V 
HVFFIAPGCCYTGYSYSNNNSP 
F YMG I PRLKFPADAPSRSTL KL E 
EAFHVFIPADEWDERLANGMW 
AVDLGACPGGWTFQLVKRNM 
WVYSVDHGSMVQ/SLWITTGT 
C WGTRFHS ARGQKFPE V LQG S 
QTLPAATDPPGMQWLASGVLE 


24817 


55185 


A 


24955 


1 


519 




24818 


55186 


A 


24956 


510 


731 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24819 


55187 


A 


24957 




1055 


MRLCPEKTTKAK.RVKAVLAWS 

KEEPWLSEWSEEVLEMGYKKL 

GDFSTAGAILETEIRPSPASAFTL 

DSQPPESNNLSEAKYAPNNIESI 

AKYFAPKSPMFSESPSGTALDS 

FNRNERRRWPLWPNKSGFGSD 

LTLSKIGISSPDIALERLYEQAR 

KLSGKFRALSELDESARSGVLK 

VLCAFAYQDYSRSAA STRKCD 

CCDGGGFTEAQVFTNKVSYPW 

GKPPYWSKMSRAVRPSDWESW 

TQARE V VRV KCKPCNGKG V 1 S 

NSCRCHGKGKVLAKHESDRRG 

VPVMKACDRCGGRGYARLKFS 

SVVMRALILLRRLrCKTAAYEQL 

QPLFEELVAECHKQESMADSIL 

SKVTR 


24820 


55188 


A 


24958 


361 


725 




24821 


55189 


A 


24959 


1100 


1738 


WQRSTLPLLFESAMQTGVNAG 
NPVAW*KSAGYGHIKLYDAKN 
RL\LVQSTALWASQLVQYLSTF 
FRK.NLKRPSEFVTLADEIEHVN 
AYLQIEKARFQSRLQVNIAIPQE 
LSQQQLPAFTLQPIVENAIKHGT 
SQLLDTGRVAISARREGQHLML 
EIEDNAGLYQPVTNASGLGMN 
LVDKRLRERFGDDYGISVACEP 
DSYTR1TLRLPWRDEA 


24822 


55190 


A 


24960 


1 


2043 




24823 


55191 


A 


24961 


2164 


2487 


KLKRJARHNFHGIRDLHLFQQV 
NRFSSGFPTTYWLMMADHVHH 
LKTYSTCRIEGGHRFLKDHRHS 
CAAPLTKLFFPRVKNIFSQQGN 
LPPMYAITARR*QTHNQHCGD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24824 


55192 


A 


24962 


128 


2574 


QVVVVMAMVAKVVIDIVVVV 

GVEMIRVKVVA1VVEVVVVEV 

V VVM VAWWW** * * WW*/DMG 

EARWWWEYGVWEVEPEIILNA 

PQQYLLAG1GDTLAKWYEAVV 

LAPQPETLPLTVRLGINNAQAIR 

DVLLNSSEQALSDQQNQQLTQS 

FCDVVDAIIAGGGMVGGLGDR 

FTRVAAAHAVHNGLTVLPQTE 

KFLHGTK.VAYGILVQSALLGQ 

DDVLAQLTGAYQRFHLPTTLA 

ELEVDINNQAEIDKVIAHTLRPV 

ESIHYLPVTLTPDTLRAAFKKYS 

QSCFVIRLGGDFIHQLAENHIVI 

FVNNHNGTRCQTFQWAISNCH 

TVSLQKFSVRKFLSDLFAIGGR 

RGVRPPTEAPGHQKSDNQAHV 

SVSFDGLDLVFFVVNQWAGVV 

FCFDLFSRKRGRFSVWRNKGFG 

RYCQRLANFRDRQAFQLLNQIH 

FTRCKQVDNGGTEFKATHFLAF 

QQCHRTVVFPGRPA1KTRVERL 

DR YRNRM EKSNGQANLRVHG 

GTWEKLVLQLDSAGMVNRVSS 

VGAPLREP1PTEGKGAKEDTWG 

NLSSNDPLLEAFGGQFGIAISMH 

QTLATRGGKRNARPTTRPRFHR 

GTNPRGIAPHIGTANARYSTGH 

CPVALPFGLRGPPLARENVATA 

TKGH ESASRETEVVA V AKLTSR 

VLLICDATHALPIQVLRNDIRVI 

AAGNGCTDDLQLEHLPANTD1R 


24825 


55193 


A 


24963 


117 


335 


PGLAPATRRSTPGRFNADAGAD 
* RRA AGTG AG RAKRRG VGIH R 
CLADPFLADCRNAGLRGAALC 
GTAAASGK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24826 


55194 


A 


24964 


208 


1903 


YLAIKTFRCLHDFFTDEQLSRA 

VWIYGKRAJAAAQTKLPPAFGL 

PGAKH1LFRGHCSESDVQQLAA 

ESGDDRSVVIGVGGGALLDTA 

KA LARRLGL PF V A VPTI A ATC A 

AWTPLSVWYNDAGQALHYEIF 

DDANFMVLVDPEIILNAPQQYL 

LAGIGDTLAKWYEAVVLAPQP 

ETLPLTVRLGINNAQAIRDVLL 

NSSEQALSDQQNQQLTQSFCDV 

GDAIIAGGGMVWGLGDRFTRV 

EAAHAGPNGLTGLPQTEKFLH 

GTKVAYGILVVQSALLGQDDVL 

AQLTGAYQRFHLPTTLAELEVD 

INNQAEIDKVIAHTLRPVESIHY 

LPVTLTPDTLRAAFKKLIQGLIS 

AEQLAQALAEQNGVAWESIDA 

WQIPSSLIAEMPASVALHYAVL 

PLRLENDEL1VGSEDGIDPVSLA 

ALTRKVGRKVRYVIVLRGQIVT 

GLRHWYARRRGHDPRAMLYN 

AVQHQWLTEQQAGEIWRQYVP 

HQFLFAEILTTLGH1NRSAINVL 

LLRHERSSLPLGKFLVTEGVISQ 

ETLDRVLT1QRELQVSMQSLLL 

KAGLNTEQVAQLESENEGE 


24827 


55195 


B 


24965 


31 


205 




24828 


55196 


B 


24966 


69 


402 












-j 


721 




24830 


55198 




24968 




1703 




24831 


55199 


A 


24969 


2853 


2889 


LI1GLDLPAVSAIFQRALRFTHV 
G1ADGGAYVVQR/HRPDEPRRR 
CCSE 


24832 


55200 


A 


24970 


297 


473 




24833 


55201 


A 


24971 


1179 


2148 


CQVLRPRTKRLNVLFLHRMQH 
QWRQRELVHNMCFVIACAKRK 
RAPFVQAAEEV\RPGQHDDEFP 
LAIWQTGSGTQSNMNMNEVLA 
NRASELLGGVRGMERKVHPND 
DVNKSQSSNDVFPTAMHVAAL 
LALRKQLIPQLKTLTQTLNEKS 
RAFADIVKIGRTHLQDATPLTL 
GQEISGWPASRSGTGSWRYSGG 
YWTKYPSGVCASRSKMNWYST 
RASDGGHASDAVRTAQAADRE 
LRAPVRDELNASITSKTRLAEST 
SLAEWVKASPHDDDKPILLPGE 
WEVNTRRERQKQG1PLDAGSW 
QAICDAARQIGMPEETLQAFCQ 
Q 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24834 


55202 


A 


24972 


166 


365 


NPFSNSPWETYPVAFTIPLALFM 
GIYLRYLRPGRIGEVSVIGLV/SP 
DFRHYLWRLGGRKSDLGTVL 


24835 


55203 


A 


24973 


83 


362 


KPPCFLQASVTCWLRLPFASMII 
LPPCACS*ST*ESIRPAVVGPREP 
EGITFRRFGRTRVVNRMIFDVL 
RMLFTVIHPLFQFGVTYITTDDN 


24836 


55204 


A 


24974 


584 


853 




24837 


55205 


A 


24975 


1 


3017 


MSQDPFQEREAEKYANPIPSRE 

FILEHLTKREKPASRDELAVEL 

HIEGEEQLEGYAPVLAPESGILI 

MRPTLTMPALTKFVDGTGPVW 

TGNLFPFLFITIACGAVSGFHALI 

SSGTTPKMLANEGQACFIGYGG 

MLMESFVAIMALVSACIIDPGV 

YFAMNSPMAVLAPAGTADVV 

ASAAQVVSSWGFSITPDTLNQI 

ASEVGEQSIISRAGGAPTLAVG 

MAYILHGALGGMMDVAFWYH 

FAILFEALFILTAVD 


24838 


55206 


A 


24976 


3 


206 


EPDFLPL**RRNHEQNYRDGKC 
TG S Y RSLRTG R* SG Q YDHHLRS 
DPGKSENGRSTGRRRCTGTSVA 
G 


24839 


55207 


A 


24977 




982 


G D AEPF V FLPR\RKDHE YS LDH 

YQHRFYLRSNRHGKNFGLYRT 

RMRDEQQ WEELIPPRENI MLEG 

FTLFTDWLVVEERQRGLTSLRQ 

INRKTREVIGIAFDDPAYVTWIA 

YNPEPETARLRYGYSSMTTPDT 

LFELDMDTGERRVLKQTEVPGF 

YAANYRSEHLWIVARDGVEVP 

VSLVYHRKHFRKGHNPLLVYG 

YGSYGAS1DADFSFSRLSLLDR 

GFVYAIVHVRGGGCKINLVVD 

NGKIVRAEAAQGKTNQGTLCL 

KGYYGWDFINDTQ1LTPRLKTP 

MIRRQRGGKLEPVSWDEALNY 

VAERLSAIKEKYGPDAIQTTGSS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24840 


55208 


A 


24978 


1339 


3640 


SPLSTAG1S1CGPLLIITDVDLGT 
TVAGIKGMIATGEGTTEWNSV 
MVAMLLTLIPPVVIVLVMQRAF 
VRGLVDMRNKMAGLKLQAVT 
KSWDGKTQVIKPLTLDVADGE 
FIVMVGPSGCGKSTLLRMVAG 
LERVTEGDIWINEQRVSELRLIG 
YMSRKMGGGKNRREPHIDVKR 
GIFGLSITPEFSEPLAEDFLSRRQ 
YGIRFRNLETGNWYPELLDNVE 
PSFVWANDSWIFYYVRKHPVT 
LLPYQVWRHA1GTPASQDKLIY 
EEKDDTYYVSLHKTTSKHYVVI 
HLASATTSEVRLLDAEMADAE 
PF V F L PRRKDHE Y SLDHYQHRF 
YLRSNRHGKNFGLYRTRMRDE 
QQ WEELI PPREN1MLEGFTLFTD 
WLVVEERQRGLTSLRQINRKTR 
EVIGIAFDDPAYVTW1AYNPEPE 
TARLRYGYSSMTTPDTLFDLD1 
DTGERRVFKPPE/V/PGFYAA/SY 
RREPRW/IVSADGVKYSFVVAPR 
QHFRRDAPVLSFLLFSDRAPFR 
NNGPRVVLLLGYYHPELLGVT 
YSQLSVHEARPKPLPIPHSRHRH 
VPTRNEMAQEKERPAGSQSLFR 
GLML1E1LSNYPNGCPLAHLSEL 
AGLNKSTVHRLLQGLQSCGYV 
TTAPAAGSYRLTTKFIAVGQKA 
LSSLN1IHIAAPHLEALNIATGET 
1NFSSREDDHAILIYKLEPTTGM 
LRTRAYIGQHMPLYCSAMGKI 


24841 


55209 


A 


24979 


1 


248 




24842 


55210 


A 


24980 


839 


1625 


PDA F1LTTKPAG AI PTSTS1TRPIP 

FCPS F APC ENATP A A ET/HQRNT 

RPEWRFTFAFFLFAIFRNAVNT 

VTMSIRKGIGVHHNAANLVPW 

MTKFFQRFGIAFQSRGAVFHQH 

HHAGYAGQRGKTALAEQRLVF 

GFGINKQMRAVPL1GEVYQFSG 

*CQRQSFTADGFTDSNAFNNIS 

GNSTARDKLF1AGYGNRYFHC 

GVNAQIIFMQELGDFRHFVIF/A 

QKGNEYHGDTRISPGRFRRGHH 

PLG ALRL AAS VERSGNG HRA 














GSSLINSKVMP/SF*QQNRKFAY 
KRAG V ATDEFHAESF VRG RA P 
MKRKL* LFMQLGG DVIQPFDG F 
IAGNTVYRCQQLAVGDAVGKI 
LHN RYAFRQQSTV IQQQCRH LP 


24844 


55212 


A 


24982 




1281 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24845 


55213 


A 


24983 


1 


2180 


METLNLYADLRSVTGEALLLL 

DEPGVGVDPISRRELWQMVHE 

LAGEGMLILWSTSYLDEAEQCR 

DVLLMNEGELLYQGEPKALTQ 

TMAGRSFLMTSPHEGNRK.LLQ 

RALKLPQVSDGMIQGKSMVGI 

KDTIDSVGHLRTMINTVKSVRP 

SFSVFCGYDDHLLNTMLLGGD 

GAITASANFAPELSVGIYRAWR 

EGDLATAATLNKKLLQLPAIYA 

LETPFVSLIKYSMQCVGLPVET 

YCLPP1LEASEEAKDKNRPLVD 

LEHAALQVGKGIIPPPLREYGAS 

EVRSVTRAFNHMAAGVKQLAD 

DRTLLMAGVSHDLRTPLTRIRL 

ATEMMSEQDGYLAESINKDIEE 

CNAI1EQFIDYLRTGQEMPMEM 

ADLNAVLGEVIAAESGYEREIE 

TALYPGSIEVKMHPLSIKRAVA 

NMVVNAARYGNGWIKVSSGTE 

PNRAVVFQVEDDGPG1APEQRK 

HLFQPFVRGDSARTISGTGLGL 

AIVQRIGDNHNGMLELGTSERG 

\GLSIRAWLPVPGTRAQGTTKE 

GAREDAVEFFAKLGFVNQGEIT 

TPTTTPIRH FLMIKPVATLDDIL 

HRGDWCAQLQQAWYEHIPLSE 

KMGVRIQQYTGQKF1TTMPETG 

NQNPHHTLFAGSLFSLATLTGW 

GL1WLMLRERHLGGT11LADAH1 

RYSKP1SGKPHAVADLGALSGD 

LDRLARGRKARVQMQVEIFGD 


24846 


55214 


A 


24984 


875 


1150 




24847 


55215 


A 


24985 


1507 


1974 











— 
















T491 





RECRYATNGKNNGCCRSAGSD 
FSSRLRYVR*PFIYTQ* SCGIGH 
CPGTDIRAKIRRTARFIKNYGTY 
CPS 


24850 


55218 


A 


24988 


1 


1758 




24851 


55219 


A 


24989 


1773 


2165 


PSRGVEVNSGWNWQATNRRVI 
RNFDDLDQLIIPGTARNAQTCIF 
NFVTVTMTLNNCRRIVQLANQ/ 
DYRQPTGTAVAETHGTAEIALL 
ATNFNVAVFIAPLGNQRHNRVL 
TVWHKFRRVGVLHVGNMASVI 
N 


24852 


55220 


A 


24990 




141 


SPGK1RPV1AAAMKQIKEFMSP 
DSDFFRYMKTPTSATR* YNDCG 
TGQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24853 


55221 


A 


24991 


1430 


1933 


PTIVCMGSLTMPDSACMAPFPPS 
AVRRWNSSFPPTFSAHTSSPCA 
CYPRCYRTVKGVL**HHR*W/V 
LISTPGRGAYAASKYALEAWSD 
ALRMELRHSG1KVSLIEPGPIRT 
RFTDNVNQTQSDKPVENPGIAA 
RFTLGPEAVVDKVRHAFISEKP 
KMRYPVTHGDLWR 


24854 


55222 


A 


24992 


1318 


4265 


LAIVALFLDLQNHIFSKGFWPS 

DKFYAAKVEEQNQRHQRYHGT 

SYNLEPDIKSSPGGLRDIHTLQ 

WVARRHFGATSLDEMVGFGFL 

TSAERAELNECLHILWRIRFAL 

HLVVSRYDNRLLCVHPTLLTTL 

DIHGEAQIWRREVSSRYGQYPK 

AQAAQPDQLMSDYFFRVSLAM 

QNKTLLFSLDDTLVNNALQTLN 

KTRPAMVDVIPTDGIVPLYINPQ 

G1AKLLRNETLTSLPKNLEPVFY 

NAAQTLLMPK.LDAL 


24855 


55223 


A 


24993 


1 


454 


MG FDDTRDRALFEDSAMSQQP 
TVPDRLRWLLQTFKYQKNIRI* 
STPRKKPMRHS1WN1WGSRRC 
WSN PKRTFMSIS VRGNMAAIM 
SFHTSAVMRSHCSILTT1KSRW 
ATLNTL1LR 






^ — 


24994 


65 


330 




24357 


55225 








1998 




24858 


55226 


A 


24996 


1175 


1877 


QQ VPQK.G PG RAKRHLH A AG W 
HWHQRDRCPEEKNVRQ*RRYR 
AVRFIII 


24859 


55227 


B 


24997 


1 


3117 




24860 


55228 


A 


24998 


1888 


2412 


ARFKHVGDGTVTHRLFRRAAQ 
IVRVV*RAVSHRQHFTGVDIHQ 
HGATRFSLVKGHRIVQFAINQR 
LQAFrNTQRQVVRSLAVSRRNI 
FNYATIAVFTHNALTRLPGKPFI 
ETLLNALNPLTEHAARDLEDSP 
VRITAYIEDVDALAQAGADIIAI 
DGTDRPRPVPVETLLARJHH 


24861 


55229 


A 


24999 


1 


2457 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24862 


55230 


A 


25000 


1 


3019 


MAALRQSFWSQLFDRVH1GLD 
FFDASINRIAAWV1GTRNMKKA 
LLRALLEPTAELRNWKRRAITL 
RVWHCWKSRNRCRGRRSGKCI 
ANVT1RQQDHQIETVFINQRLH 
ERMFPPFVLFAERLSGDEDLGL 
KAPILEALNDLGYEKPSPIQAEC 
1PHLLNGRDVLGMAQTGSGKT 
A AFSLPLLQNLDPELKAPQI L VL 
APTRELAVQVAEAMTDFSKHM 
RGV1MVVALYGGQRYDVQLRA 
LRQGPQIVVGTPGRLLD 


24863 


55231 


A 


25001 


60 


545 


PSPFTAGASMAVERSTG\HEGE 
LVLETLV1DGDENT/CAGTRRSL 
RAN A * CLFHPFRAG AEKL AEE V 
WFCRYPHCGCEQNTTTEEQRR 
TEWMVTESLADFLDPHDPGKT 
VEGYPAPKRARNRNRAEDHRQ 
RLRHRTRKKQTHGQRRRHRPE 
PAQRQPQTGTTD 


24864 


55232 


A 


25002 


1410 


1575 




24865 


55233 


A 


25003 


200 


691 




24866 


55234 


A 


25004 


1336 


2028 




24867 


55235 


A 


25005 


1 


345 




24868 


55236 


A 


25006 


671 


1204 


RTSDKLPFCRRSRMENLARFLS 
TTLKQLRQQRGWSLSRLAEAT 
GVSKAMLGQIERNESSPTVATL 
WK1ATGLNVPFSTF1SPPQSAT/P 
SLFPYDPQLCFEHLA1QMASGAI 
SESTPHEKGV1EH V V VI DGQLD 
LCVDGEWHTLNCGEGVRFAAD 
VTH1YRNGGEQTVHFHSLIHYP 
RS 


24869 


55237 


A 


25007 


2251 


2466 




24870 


55238 


A 


25008 


181 


626 


WQNFDTCGGDMLDKLDAALR 
FQQEALNLRAQRQEVLAAN1A 
NADTPGYQARDIDFASELKKV 
MQRGRDATSVVALTMTSTQHI 
PAQALTPSTAELQYRI\PANPSL 
DGNTVDMDRERTQFADNSLQY 
QMSLSALSGQIKGMMN VLQSG 
N 


24871 


55239 


A 


25009 


57 


278 




24872 


55240 


A 


25010 


171 


532 


KPVQFAIADGNNQPLALLNIHL 

PVMMLAIAHGPLLPAFPPELLV 

LFDDS/PLSSRVLLINAFSGGSDT 

AMRRAGKGAPAFLLPELPIITV 

VSPFLPQSSPRRKPIMSKRJPSAV 

NQRNPRQ 


24873 


55241 


A 


25011 


1 


648 





3302 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


24874 


55242 


A 


25012 


158 


514 


VLQLIKAVWTQRTQKPSWLHP 
VDSAPGLQMELPASPVPCTCTP 
QPLGGRWDWALWSRGWRLLR 
RLGPHRSPRRS*GSGLWPWPAQ 
KGAPIVQRWAKGLLKCHQSGS 
PGRGGAESERGL 




35243 


— 


25013 


1 


693 




24876 


55244 


A 


25014 


119 


304 


DRRRCAHKITVIPKRMTIAG1RL 
PPQTVNPLGNFLRALIASTAGI 
MTAQMVAHSPAPPIP 








2io"n! — 




540 






m^i — 






191 


446 


AKRRLGVYDADCCSIDKTQSLS 
ACTTRNCGAYSKCLCGKYAKP 
VGGIPQPLQESHVR*CCNVMEL 
SPCSDFT**HPPGAVSQPQT 


24879 


55247 


A 


25017 


1 


2259 




24880 


55248 


A 


25018 




1170 




24881 


55249 


A 


25019 




1240 




24882 


55250 


A 


25020 




1259 


MAGPRYPVSVQGAALVQIKRL 
QTFAFSVRWSDGSDTFVRRSW 
DEFRQLKKTLKETFPVEAGLLR 
RSDRVLPKLLGQASLDAPLLGR 
VGRTSRGLARLQLLETYSRRLL 
ATAERVARSPT1TGFFAPQPLDL 
EPALPPGSRVILPTPEEQPLSRA 
AGRLS1HSLEAQSLRCLQPFCTQ 
DTRDRPFQ AQAQESLD VL LRH P 
SGWWLVENEDRQTAWFPAPYL 
EEAAPGQG REGGPSLGSSGPQF 
CASRAYESSRADELSVPAGARV 
RVLETSDRGWWLCRYAGAGPE 
ELDTSARNAGALTRRREIRDAA 
TLLRLGLAYGPGGMSLREVTA 
WAQLHDVATLSDVALLKRLRN 
A ADWFG IL A AQTLAVRA A VTG 
CTSGK/QIASCRWNSNQCARGR 
QR*MATTYGI*SSYLSVH*F*AN 
RQQRR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24883 


55251 


A 


25021 


803 


2061 


AKPAARGGILAAPVRDTLFLYF 

RLKKNQRQEGF INTY P WPKKP 

GIFYMCVPIKGANAQDVAAFC 

VTARGROvNCLWESIARGPALIN 

NRGAARGRCNDRVVEVDHGFA 

VLTFNFQGVSPGEFTQTVDHFD 

FAAFRHTSQTTGQLIDHFLFPGT 

NLVD1GFRFAEDDTVFSQRFGF 

FDNFCYVQQCFRRDTADVQAN 

TAKGVVTFYDYGFQTYWVKV 

LDPGSEVVAEAGDGASAIDLAH 

RLD1DVILLDLNMK.GMSGLDTL 

NALRRDGVTAQIIILTVSDASSD 

VFALIDAGAAGYLLKDSDPEVL 

LEAIRAGAKGSKVFSERVNQYL 

REREMFGAEEDPFSVLTEREL\D 

VLHELAQGLSNKQIASVLNISE 

QTVKVHIRNLLRKLNVRSRVA 

ATILFQSAAFRSRFRRATSDNV 


24884 


55252 


A 


25022 


1 


1569 




24885 


55253 


A 


25023 


2151 


2709 


YLREASETARRQFTLPWILYNF 
RDLTGQDLTPETVTRLALQNEN 
1VGIKDTIDSVGHLRTMINTVKS 
VRPSFSVFCGYDDHLLNTMLLG 
GDGAITASANFAPELSVGIYRA 
WREGDLATAATLNKK.LLQLPA 
I Y ALETPFVSLIKYSMQCVG LPV 
ETYCLPP1LEASEEAKDKVHVL 
LTAQG1LPV 


24886 


55254 


R 


25024 


1 


1201 
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SEQ ID 
NO: 


SEQ II) NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


24887 


55255 


A 


25025 


1 


2209 


MIGEIRDGETAEIAIKAAQTGHL 

VLSTLHTNSTCETLVRLQQMG 

VARWMLSSALTLVIAQRLVRK 

LCPHCRRQQGEPIHIPDNVWPSP 

LPHWQAPGCVHCYHGFYGRTA 

LFEVLPITPVIRQLISANTDVESL 

ETHARQAGMRTLFENGCLAVE 

QGLTTFEELIRVLGMPHGDGAA 

MDREENELGVSCIAVPVFDIHG 

RVPYAVSISLSTSRLKQLYAGLP 

VWCDGSRFFAQKARAIKCKQW 

GYVGAKSRQRWLFYAYDRLRK 

TVVAHVFGERTMATLGRLMSL 

LSPFDVVIWMTDGWPLYESRL 

KGKLHVISKRYTQRIERYNLNL 

RQHLARLGRKSLSFSKSVELHD 

KAAGGVPVLVRELLKAGLLHE 

DVNTVAGFGLSRYTLEPWLNN 

GELDWREGAEK.SLDSNVIASFE 

QPFSHHGGTKVLSGNLGRAVM 

KTSAVPVENQVIEAPAVVFESQ 

HDVMPAFEAGLLDRDCVVVVR 

HQGPKANGMPELHKLMPPLGV 

LLDRCFKIALVTDGRLSGASGK 

VPSAIHVTPEAYDGGLLAKVRD 

GDIIRVNGQTGELTLLVDEAEL 

AAREPHISELSAFTFGTGRGYSA 

AFGVKCPFRKRALSDPCYAMR 

EVADFL1NKGVDGLFYLGTGGE 

FSQMNTAQRMALAEEAVTIVD 

GRVPVLIGVGSPSTDEAVKLAQ 

HAQAYGADGIVAINPYYWKVA 


24888 


55256 


A 


25026 


1 


3395 


MSELPFTIASKRIKYLG1QLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKYIPCSWLGRINIVKMAILAK 

V I YRFNAIPIKLPMTFFKELEKT 

TLKFIWNQKGAASRSNPEPKNK 

LEDHITNSTIYRLSTKSCSVSGL 

KQTLLAESEALTSYSHRVFSAW 

DFGLCGDVHVRLRQRIILYELK 

GQVPALLLDDGTLLTEGVAIM 

QYLADSVPDRQLLAPVNSISRY 

KTIEWLNYIATELHKELKFSFH 

WSTTSHKGLGM 



3305 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
cotton for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24889 


55257 


A 


25027 


145 


681 


FNGATQR1FDARGKPSTYIGSIQ 
HVNADVDQRATTLQFFIGK.DTP 
AGNAAATQGAGGGNVNLSQN 
AVGHLFTQLLRIERKTMVK.VV 
GQHLAQFARGIDISRACYHMA 
ARFQCHQGMFVMKTVR*ADA 
NHIRFHCQQHGLR1VPHGCIPVF 
FCQRLPLGKAAVTDSYQFQIRC 
GCSSTKH 


24890 


55258 


A 


25028 


696 


953 


LSGLCSVRRAYPGGRSCPGVP* 
FVGLVARRPGGG*GSCFVLLHP 
QRSGTGGCL*QPPFPGAGAGRK 
IRECIRVGRSAGHAAGGET 


24891 


55259 


A 


25029 




506 


RGKPSTYIGSIQHVNADVDQRA 
TTLQFFIGKDTPAGNAAATQGA 
GGGNVNLSQNAVGHLFTQLLRI 
ERKTMVK.VVGQHLAQFARGID 
ISRACYHMAARFQCHQGMFVM 
KTVR*ADANHIRFHCQQHGLRI 
VPHGC1PVFFCQRLPLGKAAVT 
DSYQFQIRCGCSSTKH 


24892 


55260 


A 


25030 


291 


560 




24893 


55261 


A 


25031 


63 


404 




24894 


55262 


A 


25032 


660 


1073 


LSHECSFWLTNQLVSPRAQTVS 
GELQPAYAHGVLCRQYPSAFE 
KASETPQSSNPCPSSYTIHPTVE 
NFQTCRNQHLSKGCLINAGRA 
GPSPGTGGWGELEVAAAARLQ 
GAWKRHLQSSRPPGQALFASPP 
*WTGSVQ 


24895 


55263 


A 


25033 


272 


511 


GSDTALPSA1AAPLLAAMAWLP 
PRERGTLAH/QVLEHYQLAQLP 
VSAL/QMPLHCPPQAIAHHQQL/ 
EQQALASLQNWGVFHV 


24896 


55264 


A 


25034 


1 


3300 




24897 


55265 


A 


25035 


1117 


1376 


PPPIGLTYSSSASPLSLFCTVRKP 
FSRSCW*QTNSNPISSCPELVTP 
SE* L * PRRS I RLDSLS A VRGF AS 
R1WLSSAITFPSGSLA 


24898 


55266 


A 


25036 


207 


427 


DEHLQQRKKPLFLNYGRTEQA 
SVK*RISWVQNPERSSLC*GILA 
A*NPMSVSGL*LT*HCLSARRY 
ELVCQPK 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24899 


55267 


A 


25037 


2012 


2547 


LKFARPKLWGIFRNRQYHHML 
ERARSQAIDAPALDRGAALGAL 
MRLEHPNASAEAALTMLAQLS 
PAQSGEALHGLLALARHQLAC 
QPAFIAGFSSHLNQLSEADFINA 
LPDLRA AMA WLPPRERGTLA H 
QVLEHYQLAQLPVSALQMPLH 
CPPQAI AHHQQLEQQAL A SLQN 
WGVFHV 


24900 


55268 


A 


25038 


1 


150 


DKASRGRSRQQS/CAVLQPLLVI 
PRQT/WVWSGPPANSSRPGEEG 
PDC*KEN 


24901 


55269 


A 


25039 


1 


150 


DEASRGRNRQQS/CAVLQPLLV 
1PRQT/WVWSGPPANSSRPAEEE 
PDC*KEN 










96 


389 


PCLSP*LYPSGVHKSTFIYGFYN 
T*PCTSQSLFWQHSC*GSITSSS 
YFYLLPEEGTGSNLCCSAASAG 
DTQANRVWSGPPANSSRPAAE 
GHDCWKEN 


24903 


55271 


A 


25041 


1181 


1364 


VSLGNI KFRQTG APLGQSFQRK 

EQSAIFAVLQPPLVIPRQI/WVW 

SGTPADSSRPA AEG PDC * K EN * 

RVNRQPTEWEKIFPIYPYDKGLI 

SRIYKELKQIYKXKIKPPHQKV 

GKGYVFSKED1YAANRHMKKC 

SSSLAIREMQIKTTMRYHLTPA 

NRGIEIINCPFLDDAASC1DPTYS 

SNIFPPVNLSWGLPMKPKEVKI 

KRQKKEHLLKDRDFSFQEPIMA 

LRTV1LEILMEKEMDNSQRECIK 

DILTKH L VELSIL ARTFKNTQLP 

ERAIFQIKQYNSVSCGVSEWQL 

EEAQVFWAKKEQSLALSILKQ 

MIKKLDASCAANNPSLKLTYTE 

CLRVCGNWLAETCLENPAVIM 

QTYLEKAVEVAGNYDGESSDE 

LRNGKMKAFLSLARFSDTQYQ 

RIEN YM KSSEFENKQALLKRAK 

EEVGLLREHKIQTNRCPSGTKL 

PEEGTVSNLCCSAASTGDTQAN 

RVWSGTPADSSRPAAEGPDC 



3307 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24904 


55272 


A 


25042 


42 


963 


VQEGCVRPFCCRSAGVCWRST 
PDSVCLGITSGGCRTAKTAACS 
FLWfCLCPRGTPARCQVECSYTR 
CLS\SLLGGVSQAGGTRVRDPL 
EEEVCPLAELERCAGRSVAVFR 
ASRQEHLRLLKLTSQPPLPPGA 
LSQGDGSFIYKPLTGVAAFLSD 
ALPKRRNLERQSGYSTFEELCF 
QKRTWGRDAVRISDLLLGDHS 
H FGKCPISRLERAENMPVVSEL 
SAAGCSTEVNHVFVG1IWQKGK 
CSKYTAPSKSSVPVSSTRGHVHI 
TVQNPTLVPFVGKLNIDSPIGDR 
NIPVLTAGNCKTLGDLRSFPHN 


24905 


55273 


A 


25043 


98 


352 




24906 


55274 


A 


25044 


3 


414 


PEEALCALAELERCAGRAAALF 
RAERQKRLRLLKLHPQPPLPPG 
ALSQRDGS\LS1SP*LGL\RLSFR 
DALPREQFYRLFTDRSDRVPEN 
S VTDVCH I ESKMEPLRLGP/SN V 
SIMRPSLVCSFTTLVFISSNAQSS 
LVA 


24907 


55275 


A 


25045 


2 


1544 


STTRGSPPQEARQYRHNQAYA 

YSIQGDGAEDDDER1VRFHTRL 

PVFMLPPTPRKTSWIVAPVLEV 

LARA1RHETEIQG1HTGTEDVPV 

SLFADDMIIYLDNLKDSSRKLL 

EV1RDFSKVSGYKINVHESVAL 

LYTNNDYAENHIKNSTPFTIGY 

VLAFVVMVIAVSCVRLLYAHN 

CTQHTSLKHKCQAWVVTTVDA 

A A FMTQ ATREERRi A YSAPGG Y 

FFH I LE VLARTIRQEFCEIQGIQTG 

KEEVKVSLFADDMIIYLENLKD 

SSRKLLEVIKEFSKVSGYKINVD 

SRGSPTDLVIYKEEIVFLIVPKA 

KKSKIKVLASDPLCYAATTWR 

MTI1AGLPVEYNDRFIRGIAVFA 

P WRKTPG I YHQSHDPLC Y A ATT 

WRMTIIAGLPVEYNDRFIRGIA 

VFAPWRKTPGIYHQSHGACLG 

RRSRT1TVVDAQPQVMDMDPT 

CSLFTTGQCLGEPDLLASARRL 

QFFSHQYSIAVLMANARGNSA\ 

LW\DNYGGLIVRADRGSLLLVG 



3308 
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PCT/US01/08631 



SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24908 


55276 


A 


25046 


1 


1228 


MLQSNRTAASHSPSIQPAIQPAI 

QPASQLSIHNLWTQFRHSTKIPV 

EWVNGEWLNGRMPEDHHEWQ 

CNYQNVQQFIDEGNYTSGDNH 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGI I ELNND YTLKK VM 

KPLITSNTRETV DFNGKHIH VR 

GAKLLFPAIQQPYPPLYFGGSSD 

VAQELAAEQVDLYLTWGEPPE 

LVKDFIEQVRAKAAAHGRKIRF 

G 1 RLH V I VRETNDE A WQA A ERL 

ISHLDDETIAKAQAAFARTDSV 

GQQRMAALFTNGKRDNLE1SPN 

LWAGVGLVRGGAGTALVGDG 

PTVAARINEYAALGIDSFVLSG 

YPHLEEAYRVGELLVPLLDVAI 

P\EI PQPQPLNPQG E A LRKK 


24909 


55277 


A 


25047 


1 


1075 


MTIKGEQAKKQLIAAALAQFGE 

YGMNATTREIAAQAGQNIAAIT 

YYFG SKEDLYLACAQWI ADFIG 

EQFRPHAEEAERLFAQPQPDRA 

A1RELILRACRNMIKLLTQDDT 

VNLSKF1SREQLSPTAAYHLVH 

EQEAEHRFAMGELPDEVLEICQ 

RLAKLTEMLRGLAELFLNDLSE 

KTGSHDIVRLHRLILQMNRALG 

MFEAQSKLWRLASLAQSSGAP 

VTKWATREEREGQLHLWFHCV 

GIRVSDQLERLLWRS1PHIIVTS 

ATLRSLNSFSRLQEMSGLKEKA 

GDRFVA/SGFP/HLTTANRAKLL 

FPGCALSLPSTTKSSILPKWRPF 

SVSRWRAKNISVCWYCLPADG 

RCSAFSTM 


24910 


55278 


A 


25048 


530 


642 


LKTLW/PAVQEPVPHRYHGATV 
FRIMQTIFIKQICRLLL*GTAGHF 
VCG ITACH A AE AAHRLT VQPVP 
RI LDQRRPAQLHSRQ VTAAIRQ 
PLHRRQAVRRDAVCQPLLVVC 
VFRLMLPQQFPRLRVLHRLAFA 
GQAAFIVIAIVDGNTVAFAQVA 
DVCQPAVA1ILPLLLCEFSGQVI 
MITLRPPVKAALLYQPVQRIVT 
ED A V AA VQEP VPH RYHG AT VF 
R1MQTIFIKQICRLLL 


24911 


55279 


A 


25049 


1075 


1479 





3309 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24912 


55280 


A 


25050 


2 


588 


RWSSLTSSRYGFCRCPESADKE 

CLHVKSAAGKKATNVGHYAG 

WLRTYSPHLAAHRVNFFFGINA 

HMDQRGPGRLMISCNEACGSA 

CYSNHSYMRNDKHAVRRADSG 

RAEGGGPRVKSV1KAPVITPKK 

KPVVSTLKHWVLMLAWVTCSP 

LTVLASPDGEMFDVMEKYAFSA 

WKWKRLRLA1SQATFHALLPE 

KJG 


24913 


55281 


A 


25051 


912 


1169 




24914 


55282 


B 


25052 


1 


1665 




24915 


55283 


A 


25053 




302 




24916 


55284 


B 


25054 


116 


1534 




24917 


55285 


A 


25055 




1017 


N VQQFIDEGNYTSG DNHTLRDP 
HYVEDKGH KYLVFE ANTGTEN 
GYQGEESLFNKAYYGGGTNFF 
RKESQKLQQSAKKRDAELANG 
ALGIIELNNDYTLKKVMKPLITS 
NTRETVDFNGKHIHVRGAKLLF 
P AIQQPY PPL YFGG S SD V AQEL 
A A EQ VDL Y LT WG DPADIA VNEI 
VEQVRAKAAAHGRKIRFGIRLH 
V1VRETNDEAWQAAERLISHLD 
DETIAKAQAAFXARTDSVGQQR 
MAALHNGKRDNLEISPNLWAG 
VG L V RGG AGTAL VG DG PTV AA 
RINEYAALG1DSFVLSGYPHLEE 
AYRVGELLVPLLDV AI P\E1PQP 
QPLNPQGEALRKK 



3310 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24918 


55286 


A 


25056 




2677 


MVLNRLLTGLFFGSTPPRCHYD 
LIGADPDRTIRSVRLYWRHSLN 
ELISMLPKFNKELTRKLFKLQE 
MLPFLNLHMSPERMLQRMDSE 
KVVTFTTALMTGLSGAMASVL 
LLVMTVVFMLFEVRHVPYKMR 
FALNNPQIHIAGLHRALKGVSH 
YLALKTLLSLWTGVIVWLGLEL 
MGVQFALMWAVLAFLLNYVP 
NIGAV1SAVPPMIQVLLFNGVY 
ECILVGALFLVVHMV1GN1LEPR 
MMGHRLGMSTMVDGVRVLKD 
GTDLNQTGSFYLAARPYAEKN 
GAF1QGVLATFSEADALTRSQR 
EQSIALLAKTMGLPAPVIASLLE 
ISQPVSNHPIRTRLTAEVAALQQ 
QTADLFYENRLVPKKVDIRQRI 
WQ PTRLEG KQF M SLNM F WFLP 
THGDGHYLGTEEGSRPVDHGY 
LQQ1AQAADRLGYTGVLIPTGR 
SCEDAWLVAASMIPVTQR\LKF 
LVALRPSVTSPTVAARQAATLD 
RLSNG RALFNL VTG SDPQEL AG 
DGVFLDHSERYEASAEFTQVW 
RRLLQRETVDFNGKHIHVRGA 
KLLFPAIQQPYPALYFGGSSDV 
AQELAAEQVDLYLTWGEPPEL 
VKEK1EQ VRAKAAAHG RKIRFG 
IRLHVIVRETNDEAWQAAERFV 
LSGYPHLEEA/YRVGELLFPLLD 
VAIPE/IPQPQPLNPQGEAVAND 
LSPRRTVAASGDQLLAGAVGFS 


24919 


55287 


A 


25057 


114 


372 




24920 


55288 


A 


25058 


2270 


2760 


TSPIPSQIRQYSIA/VGSTGNLGL 
SI G IM S A RIGFK VTVH M S AD AR 
AWKKAKLRSHGVTVVEYEQD 
YGVAVEEGRKAAQSDPNCFFID 
DENSRTLFLGYSV/AGQRLKAQ 
FAQQGRIVDADNPLFVYLPCGV 
GGGPGGVAFGLKLAFGDHVHC 
FFAEPTHSPCMLL 


24921 


55289 


B 


25059 


1 


2460 




24922 


55290 


A 


25060 


1 


993 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24923 


55291 


A 


25061 


332 


1349 


ILYDSDIYRFSCRSGGHIPAVIY 

HLSAKRRTMENAKMNSLIAQY 

PLVKDLVALKETT/WGFIPATL 

HGVKGLPYVGLTEQDVQDAH\ 

ARLSRFAPYLAKAFPGKWLPTG 

G I IES\ELG AL\P AMQKRL\EKE Y 

QQPISGQLLLKKDSHLPISGSIK 

ARGGIYEVLAHAEKLALEAGLL 

TLDDDYSKLLSPEFKQFFSQYSI 

AVGSTGNLGLS1GIMSARJGFKV 

TVHMSADARAWKKAKLRSHG 

VTVVEYEQDYGVAVEEGRKAA 

QSDPNCFFIDDENSRTLFLGYSV 

AGQRLKVAQFAQQGRIVDADNP 

LFVYLPCGVGGGPGGVAFGLK 

LAFGDRVHGLQA 


24924 


55292 


A 


25062 


284 


1494 


RLSLPDMFPPVQQFPVSLHRAF 

YRYDKSAYYALR1AGIASRLNP 

RRFSPSILTPERRCVVTLRNDIR 

RDVLRHNQPRSTASTRQARRR 

MKSSCWHMPTTSKPQALSHTS 

NSPTTSISRPNWSYSNVCNRSRT 

MANLSGYNFAYLDEQTKRMIR 

RAILKAVAIPGYQVPFGGREMP 

MPYG\WGTGG1QLTAS\VIGESD 

VLKVIDQGADDTTNAVSIRNFF 

KRVTGVNTTERTDDATVIQTRH 

RJ PETPLTEDQ 1 1 1FQ VPIPEPLRFI 

EPRETETRTMHALEEYGVMQV 

KLYEDIARFGHIATTYAYPVKV 

NGRYVMDPSPIPKFDNPKMDM 

MPALQLFGAGREKRIYAVPPFT 

RVESLDFDDHPFTVQQWDEPC 

AICGSTHSYLDEVVLDDAGNR 

MFVCSDTDY 


24925 


55293 


A 


25063 


1 


333 





3312 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


24926 


55294 


A 


25064 


1368 


2451 


PAHAAPGGGC/VRSLACRFLWN 

MRVTGKSYSTLRRVLSAIWNW 

RMMRC ALTRA L V A FR VR/SSVP 

LAAVLAIYARENGAGTMFEPE 

AAYDEDTSIMNDEEASADNET 

VMSVIDGDKPDHDDDTHPDDE 

PPQPPRGGRPGLRGLTLRWFSV 

AAQRSDILDAVTLSLKVAALAT 

LIALVLGTLAAAALWRRDFFG 

KNA1SLLLLLPIALPGIVTGLALL 

TAFKTINLEPGFFTI V VG H ATFC 

VVVVFNNVIARFRRTSWSLVEA 

SMDLGANGWQTFRYVVLPNLS 

SALLAGGMLAFALSFDEIIVTTF 

TAGHERTLPLWLLNQLGRPRD 

VPVTNVVALLVMLVTTLPILGA 

WWLTAKATYLEKLKV 


24927 


55295 


A 


25065 


1 


2072 


MSEQLTDQVLVERVQKGDQKA 

FNLLVVRYQHKVASLVSRYVP 

SGDVPDVVQEAFIKAYRELTPR 

RPYLLRAFYEWLLDNQLTPHL 

VVDVTLPGVQVPMEYARDGQI 

VLNIAPRAVGNLELANDEVRFN 

ARFGGIPRQVSVPLAAVLAIYA 

RENGAGTMFEPEAAYDEDTSI 

MNDEEASADNETVMSVIDGDK 

PDHDDDTHPDDEPPQPPRGGRP 

ALRVVMVIVAIIFTTKPTAMGIA 

VRFTTAKGETPAIPDVTTTTAVI 

GETARASVVAKCIG1IITTAVPIV 

VKPFANISPATTSVPRFFGLPAS 

SSHTLIGAIIG1GLTNALLTGSSV 

MDALNLREVTKIFSSLIVSPIVG 

LVIAGGLIFLLRRYWSGTKKRD 

RIHRIPEDRKKKKGKRKPPFWT 

RIALIVSAAGVAFSHGANDGQK 

GIGLVMLVLVGIAPAGFVVNM 

NASGYEITRTRDAVTNFAARES 

EASV1RHSNRFIET1NGGRRCSR 

GITLTLHKLR\SAQPLL\AVLNR 

LEQKKPVGLRYDPQAQSLVCLP 

TQTRTGWNLNGFEVGFRPCVR 

LMIYGRSLEAQATASLAAATG 

YDSH1FDLFPASASAQIDTDTAV 

ILLCHDLNRELPVLQAAREAKP 

FYLGALGSYRTHTLRLQKLHEL 

G WS\RQETTQIRAPVG1FPKARD 

AHTLALSVLAEVASVRLHQEE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24928 


55296 




25066 




332 


AGYSTRTALAIVNKPPSSAIPPT 
SGLASRKRNPASNDFNGCSRGC 
GGGGNAGRLNNGSKRSASTPP 
TIRPTNIAPP\AASPKAPPARWN 
VSSSGSAPAPRRRANPETQLR 


24929 


55297 


A 


25067 


1 


3192 


MNKKFKYKKSLLAAILSATLLA 
GCDGGGSGSSSDTPPVDSGTGS 
LPEVKPDPTPNPEPTPEPTPDPE 
PTPEPIPDPEP/TPE/PEPTPEPTPD 
PEPTPEPIPDPEPNQNGAELSYN 
TEKTLTIRDS V FTYTEN ADGT1 S 
LQDSNGRKAT1NLWQ1DEANNT 
VA LEG VSADG ATK. WQ YNHNG 
ELVITGDNATVNNNGKTTVDG 
KDSTGTEINGNNGKV1QDGDLD 
VSGGGHGIDITGDSATVDNKGT 
MTVTDPESM 
















24931 


55299 


A 


25069 


135 


361 


SCSMLAGLCG*GSSSSVS1TTCF 
ALSASTIA*PREPQQALPV*PLA 
LPNSSQDGTPMKATSIFSSPLCT 
RCTRPP 


24932 


55300 


A 


25070 


469 


841 


RWWKQYAAAGFQCMCATAVS 
NLTRPVAA*TAAIPESKSPVLPN 
SPASTVRRS*PVSTMPP1RPGDG 
DHDPRFKAPSGTPHQPPRAGHS 
L\RRHG*TENCTAA*GQLRTPG 
DNGTVM SADTITFP 


24933 


55301 


B 


25071 


1 


2922 




24934 


55302 


A 


25072 


1 


3849 




24935 


55303 


A 


25073 


1 


2280 




24936 


55304 


A 


25074 


672 


1045 


GAVLSINCRTLSPAAASGENVA 
TPPA'TSNNNTPIINKPKPLALAE 
ATGVIIAPKPPSSAAPMASPVTF 
CAVHKPLIRPNIASGVCVCS1VY 
CSNELTALNQPNSARQTTPKIHI 
G1RPNRPMARN 


24937 


55305 


A 


25075 


650 


1465 


RKPICAADICQLSASAGYSTRT 
ALAIVSGLASRKRNPASNDFNG 
CSRGCGGGGNAGRLNNGSKVI 
NVPAAASP*FQATPPVASNKPPl 
MGE1TDPRRTVNMV1APACIKF 
SRPTSAGVAANSAVTPSDAKKP 
SHKPSK*IASNDGSGSSALRHSP 
MKPMPQVPRASKITFLRS*RSA 
STPPTIRPTNIAPPVSVTESPTCQ 
VECVIIWICTGTATPSKPRDTIE 
MKRARNTARNAGCVSAGSSGS 
SAEVGSSNSKTSGSIASARAIET 
RCC 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24938 


55306 


A 


25076 


156 


3092 


LNRRWIANIAKLEAEQARKLK 

KTEKDSLKDEVLHSLLPRAFSR 

FSQTMMWIDTVNGLIMVDCAS 

AKKAEDTLAVLRKSLGSLPVVP 

LSMENPIELTLTEWVRSGSAAQ 

GFQLLDEAELKSLLEDGGVIRA 

KKQDLTSEE1TNHTEAGKVVTK 

LALDWQQRJQFVMCDDGSLKR 

LKFCDELRDQNEDIDREDFAQR 

FDADFILMTGELAALIQNLIEGL 

GGEAQHSGTGSLPEVKPDPTPN 

PEPTPEPTPDPEPTP 




— 





— — 


— 


— — 






553~08 




25078 


— 


280 


l\ l\ l\. V A Lit, 1 TO I., LJM [\ IV V 1\ 1 1/ 

GCHVLPTPVTLVKRRKVSRVD 
AQWKSSV 


















Bl3~R5 — 




2lr5I5 


TTo 


sib" 




J 


— — 





25081 


657 


— 


RRRAALPERSGPGLDHRRVRH/ 

LiCrl V L,r Irv 1 L, V JSJsJvIx. V V U 


24944 


55312 


A 


25082 


756 


938 




24945 


55313 


A 


25083 


781 


1257 




24946 


55314 


B 


25084 


1 


2727 




24947 


55315 


A 


25085 


1 


2286 




24948 


55316 


A 


25086 


1161 


2024 


VRSAVWPCLQRDPDCHHNRCG 
TGGTSRPGPARNPRIEPETCVG\ 
RIRNLGVLLYDADAMERAAST 
ENEKDLYQRQLDVFLDPNDPK 
VIEQAIKDGIPLSVIEAAQQSPV 
YKMAMEWKLALPLHPEYRTLP 
MVWYVPPLSPIQSAADAGELGS 
NGILPDVESLRIPVQYLANLLTA 
GDTKPVLRALKRMLAMRHYK 
RAETVDGKVDTRALEEVGLTE 
AQAQEMYRYLAIANYEDRFVV 
PSSHRELAREAFPEKNGCGLPF 
GDGCHGSDTKFNLFNSRRIDA1 
DVKTEPHP 


24949 


55317 


A 


25087 


664 


1065 


VAPEPHHGRKQLCREGLGVFH 
PTHHITHHLGVSLSLLITIFDAQS 
VHGPDDGCQGLDS VA VDN RLV 
LFHVFSGEAIFMDDLHLLHNGA 
FS*FSSPEQE*F/PRLWRR*CHPL 
* GFSQSPCSARGRLSPLRSEYIP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24950 


55318 


A 


25088 


434 


1663 


PAGAFPDIANDFGEKSLLMPGG 

AVINGDF\NNVLPVDLVDPQQV 

QEFVDHAWYRYPNDQVGRHPF 

DGITDPWYNPGDVKGSDTNIQ 

QLN EQERYS WI KAPRWRGN AM 

EVGPLARTLIAYHKGDAATVES 

VDRMMSALNLPLSGIQSTLGRI 

LCRAHEAQWAADAIENNYSRN 

PSQGYSTVPRSPHPKVDPILTKP 

SGPAGPEMTRKQTQREDRPRSR 

PSMTTSPTSNLKPSVPAFKGVG 

YLDSLDR1GAADYQPTEQDILR 

TR VKTTG I VETHFTFKNLHFRT 

EQASVHACYCRLFDVEGQRSE 

RKKWIHCFEDVTAIIFCVALSG 

YDQV LH ED ETT VL STRI VDGHR 

YSDHST1ACPA FGT YTLLELKEL 

ALSCSTLLH1PHQRSPAGSFLAD 

NLNCTQAAVIPEFGGF 


24951 


55319 


A 


25089 


1 


1247 


MTFGGDQIFESLVYRSAFRHVY 
SRGSPWYLHTNSDLSFVESKKE 
LIAEH1LETFPWNLKGLTEIPWG 
DASGESGAVGLGVLAAVHYHP 
QRQSLMEKLALNKDAVVLVIS 
TEGDTDQVIERLESDAVLRYGI 
EDVVTNLDVLERMQPSESLLRA 
VLHTKHLMNPEVLAAARRIVC 
QVVEE1MARLAKEVRQAFSGV 
RDRRRRSFIPLARNFDFKSTLRA 
NLQHWHPQHGKLYIESPRFNSR 
IKRQSEQWQLVLLVDQSGSMV 
DSVIHSAVMAACLWQL\PGIRT 
HLVAFDTSVVDLTADVADPVE 
LLMKVQLGGGTNIASAGEYGR 
QLIEQPAKSVIILVSDFYEGGSSS 
LLTHQVKKCVQSGIKVLGLGA 
LDSTATPCYDRDTAQALGNVG 
AQIVAALMPGELGSLAWENLLA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in U'SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24952 


55320 


A 


25090 


1 


1691 


MGAYLIRRLLLVIPTLWAIIT1NF 

FIVQIAPGGPVDQAIAAIEFGNA 

GVLPGAGGEGVRASHAQTGVG 

NISDSNYRGGRGLDPEVIAEITH 

RYGFDKPIHERYFKMLWDYIRF 

DFGDSLFRSASVLTLIK.DSLPVS 

ITLGLC WY F VCRAC V VTH ALSL 

WQSASIEVPRTSATAKARKTEP 

GRQTKRKVRSSQTVAARQRIAT 

LPHSMTVCNPGLFHSQMADAL 

AHRYYGFNIAEPWDNGSEAML 

QRDIGLKSESRGLMAGKRCSCL 

KGECGWSLDMQARVSTCFYVR 

LLCGTELEDHR1CIIDTCDNKCG 

PQRRYVIKFRELCLVNSTVTLV 

DQEYELTVTDPELYDGSSQALA 

GISDLSSIYATCDPGYSCTDRVT 

LVDVRKRQSKTGPYKEIGRYGI 

DRNRSPLNPGFRGKPDLMPSQC 

IACGACACACPANALT1QTDDQ 

QNSRTWQLYMGRCIY/CDGRCE 

F.VCPTRAIQ\LTNNFVLTVTNKA 

DLYTRATFHLQRCSRCERPFAP 

QKTIALAAELLAQQQNAPQNR 

EMLWAQASVCPECKQRATL1N 

DDTDVLLVAKEQL 


24953 


55321 


A 


25091 


1 


866 
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SEQID 

NO: 


SEQ IP NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24954 


55322 


A 


25092 


338 


2388 


CVQEPLITVSWRLFAIPAGMKF 

SLFLRCLFCFHLAARYLVLLCQ 

LH/SQGIKVLDFTGVQSGPSCTQ 

MLAWFGADV1K1ERPGVGDVT 

RHQLRDIPDIDALYFTMLNSNK 

RSIELNTKTAEGKEVMEKLIRE 

ADILVENFHPGAIDHMGFTWEH 

IQEINPRLIFGSIKG FDECSP YVN 

VKAYENVAQAAGGAASTTGF 

WDGPPLVSAAALGDSNTGMHL 

LIGLLAALLHRELNMTVAEIVE 

REEWAGFRARETAALEAVTAP 

STVIATGGGIILTEFNRHFMQNN 

GIVVYLCAPVSVLEDFRQRTME 

VLRLAFLSSG1LEFFTSLSIALVA 

VYFGFSYLGELDFGHYDTGVTL 

AAGFLALILAPEFFQPLRDLGTF 

YHAKAQAVGAADSLKTFMETP 

LAHPQRGEAELASTDPVTIEAE 

ELF1TSPEGKTLAGPLNFTLPAG 

QRAVLVGRSGSGSRYCPYINHR 

NVRLGPIVTDVPWENSGDKSLP 

EATAQVISSGSGATK.VEDGLGD 

LN KP V SNQN L VTG I DTP V YN AP 

SAGSAPFGVLADNMRYPILHKL 

KDRLNQTWYQ1R1GDRLAY1SA 

LDAQPDNGLSVLTYHH1LRDEE 

NTRFRHTSTTTSVRAFNNQMA 

WLRDRGYATLSMVQLEGYVK 

NKINLPARAVVITFDDGLKSVS 

RYAYPVLKQYGMKATAF1VTT 


24955 


55323 


A 


25093 


1810 


2399 


STFRNSDDEPYIVRPVAVAWRD 
YVPQPARNGLSNFTGNLEEPAV 
MVNYFLQGDPYQGMVHFTRFF 
HQHPSGLS*WVAGNIFQILCAN 
QPVRKRTRDNVQLLHSRGQRG 
VFRCSRRVLTGLVDRFGRTQTF 
HREAAGEFSGEITGVTDGAWR 
HFRLVLTTQAQRAEEARQQAIS 
GGTEPSAFPDTLPVDTEYVMNF 


24956 


55324 


A 


25094 


1 


577 


MP VSTA V ATV I KTKQVEFQLQ 
VGVPLYFRLRANPIKTILDNQK 
RLDSKGNIKRCRVPLIKEAEQIA 
WLQRKLGN A AR V ED VHPI SER 
PQYFSGDGKSGKIQTVCFEVIG 
CREEPDAEECHGDREQRRVFIR 
EDGFFVTKDLYPNRRA\GIISTT 
AVISPSQPPI1APRVAQSSEPRSA 
AHALARAIRQSTTV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


24957 


55325 


A 


25095 


51 


407 


TCPIRAQRVETLYDRAYREVFG 
WNPRGPTGRPNARHTG*SKEG 
GRTEADETDAADSGQRGMEQR 
SEMDRKPTGTTGQRSEKPRRTL 
ECLALHETRIFLPQRKETHSSDA 
HDMPGPPML 


24958 


55326 


A 


25096 


3047 


4131 


AHSGQMYMPLSSCIRSCILGSV 
VMTCGFPQKSAGQKRQKTADC 
RKRPQLYTKSLSLS/AVKAILAK 
GYDPVKWRKKDKVLDAVLKE 
LESGKYS DGDKH AFDQMLHSI 
GKQGGDPYLVMADFAAYVEA 
QKQVDVLYRDQEAWTRAAILN 
TARCGSSMESKRLDNAALAAGI 
SPNYINAHGKPQSISAETKRRLL 
DAMHQRTATKVAVTPVPNVM 
VYTSGKKMPMVVEGSGEYSW 
LLTTEEGTQYKGHVTGGKAFN 
LPTKLPEGYHTLTLTQDDQRAH 
CRVIVAPK.RCYEPQALLNKPKL 
WGACVQLYTLRSEKNWGIGDF 
GDLKAMLVDVAK.RGGSF1GLN 
PIHALYPA1RRAPAHTARLLAV 




55327 




25097 


— 


— 


AAN W W WiS.aKK.IN WK 1S.IV1 1 A1V1 

LDRIISHHRTVRMSGSVAVTRA1 
AVPGLLLLLIIATA 


24960 


55328 


A 


25098 


1 


1938 




24961 


55329 


A 


25099 


33 


226 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


24962 


55330 


A 


25100 


1 


2314 


MDRAGDGPIRPLSGPTDVYGDT 

VYLRDPGPNHGKTTNGPLRFVP 

LLPFGQQVFPRVTPNFWNPVSS 

AALPARYMQT1ENAAVWAQ1G 

DK.MVTVGNIRAGQIIAVEPTAA 

SYYAFNCGFGKAFIDKGHLEPV 

QGRQKVEDG LGDL YKPLSNQN 

LVTWKDTPVYNAPSAGSAPFG 

VLADNLRYP1LHKLKDRLNQT 

WYQIRIGDRLAYISALDAQPDN 

GLSVLTYHHILRDEENTRFRHT 

STTTSVRAFNNQMAWARVDRG 

YATLSMVQLEGYVKNKINNRA 

TEREELRVSKITVLILGVIAIILG 

VLFENQN 1 A FMVGLAFAIAASC 

NFP1ILLSMYWSKLTTRGAMMG 

GWLGLITAVVLM1LGPTIWVQI 

LGHEKAIFPYEYPALFS1TVAFL 

G1WFFSATDNSAEGAHLRPIRR 

KKVYRFNYLRSDGPYQGWVSE 

RLLILRAISPGCSKLVHFPTLFDS 

LYRTLVKAGEKSGLLAPVLEKL 

ADYNENRQKIRSKLIQSLIYPC 

MLTTVAIGVV1ILLTAVVPKITE 

QFVHMKQQLPLSTR1LLGLSDT 

LQRTGPTLLATVFIVAVGFWL 

WLKRGNNRHRFHAMLLRVALI 

GPLICAINSARYLRTLSILQSSG 

VPLLDGMNLSTESLNNLEIRQR 

LAN AAEN VRQGNS I H LSLE/QT/ 

AIFPPMMLYMVASGEKSGQLG 

TLMGAQSHWECATVNAASRIR 


24963 


55331 


A 


25101 


20 


825 


GFPRSRSCYASCTACRTHTYSA 
EK/QLTRALAKLARATSNEKLS 
QAFHAHLEETHGQIERIDQVVE 
SESNLKIKRMKCVAMEGLIEEA 
NEVIESTEKNEVRDAALIAAAQ 
KVEHYEIASYGTLATLAEQLGY 
RKAAKLLKETLEEEKATDIKLT 
DLAINNSFYKEDIFMNRIEHYH 
DWLRDAHAMEKQAESMLESM 
ASR1DNYPELRARJEQHLSETKN 
QIVQLETILDRNDISRSVIKDSM 
SKMAALGQSTADTTKNSTHRQ 
SNTRQGN 


24964 


55332 


A 


25102 


2 


269 


GIIGLHLQQQEAVAVA1VRGAT 
RMLFATLVAVAAGERHYQRW 
ADC*CAAAG*NVVTVESRTAA 
ASSHYVGVSRQSHITAVISAPV 
DVPW 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24965 


55333 


A 


25103 


607 


727 


RQAVYRG**TAGQRANLLLLR 
RHSACALAAGESQSSCPAG 


24966 


55334 


A 


25104 


465 


574 




24967 


55335 


A 


25105 


3 


636 


AHTSGFGDKESEKVSPQRKLHA 
MSRTFFWEN\LRCHGNLGSPTY 
AFQ1SA1DRVNFALVVGLHLRH 
DYRNEKLGRSGRHYQAPVGNR 
SSADGMHRDPCSQLDICCILLG 
AGSIYGLYRY1EPQLPDVATLK 
DVRLQIPMQIYSADGELIAQYG 
EKRRIPVTDGPVMWFPFMIITTC 
VKGNFALNNQFREDMLNYNTE 
G1YGKNVNFENNKQT 


24968 


55336 


A 


25106 


434 


1205 




24969 


55337 


A 


25107 


368 


532 




24970 


55338 


A 


25108 


722 


934 




24971 


55339 


A 


25109 


82 


420 


ARADPHRAHTAGVNGVNARLR 
IFNADTCLRRHAQPCTGGEKDF 
RVRFRVFKLGSIRAEGEKLAQL 
QRR*NRRRIQGDRSQPNRD/RA 
VPEDLPSKERM PG RTALT VNSR 
SEWT 


24972 


55340 


A 


25110 


618 


788 


WYPCCRNWRYLAGGDSGFCR 
GERA*R*IASQSGVT*AVATVV 
FPSVLAGLR1TGHS 


24973 


55341 


A 


25111 


186 


1198 


QKTAVSTSITALTRWGS/SRA/G 

KRGAVLRSRVTRGKYHYPSSW 

RETSSSVQNAPLMRQ1KEVFLA1 

RJEQLLTK D El LEL Y LNKI YLG Y 

RAYGVGAAAQVYFGKTVDQL 

TLNEMAVIAGLPKAPSTFNPLY 

SMDRAVARRNVVLSRMLDEG 

YITQQQFDQTRTEA1NANYHAP 

EIAFSAPYLSEMVRQEMYNRY 

GESAYEDGYRIYTTITRKVQQA 

AQQAVRNNVLDYDMRHAIAA 

RHYVLWKPTANIRARYKAQGI 

ELPAVVPAGPDNPMGHHAIRL 

AAYGGVYLLHGTNADFGIGMR 

VSSGC1RLRDDDIKTLFSQVTPG 

TKVNIFNTPIKVSAEPN 
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SEQID 

NO: 


SEQ II) NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


24974 


55342 


A 


25112 


1087 


3289 


RLRSCGAQKNTFCNAAAGCRW 

RTTLSKMGGLLIAADLQDPVQ 

DMEMWQFHPTGIAC/AGVLVT 

E/GCRGEGGYLLNKHGERFMER 

YAPNAKDLAGRDVVARSIMIEI 

REGRGCDGPWGPHAKLKLDHL 

GKEVLESRLPGILELSRTFAHVD 

PVKEPIPVIPTCHYMMGGIPTKV 

TGQALTVNEKGEDVVVPGLFA 

VGEIACVSVHGANRLGGNSLL 

DLVVFGSARQVLHLQESIAEQG 

ALRDASESDVEASLDRLNRWN 

NNRNGEDPVAIRKALQECMQH 

NFSVFREGDAMAKGLEQLKVI 

RERLKNARLDATSSEFNTQRVE 

CLELHNLMETAYATAVYATFR 

TERRG A H S RYFDFPDRDDENWL 

CHSLYLPESESMTRRSDYTLEA 

DEGRDMM LLDALIQLKEKDPS 

LSFRRSCREGVCGSDGLNMNG 

KNGLACITP1SALNQPGKKIVIR 

PLPGLPVIRDLVVDMGQFYAQ 

YEK1KPYLLNNGQNPPAREHLQ 

MPEQREKLDGLYEC1LCACCST 

SCPSFWWNPDKFIGPGSLLAGY 

RSGLIAGIPKCSARYLSGEKRSV 

AWQQ1AAE1GISIDAQFNESLKG 

leaned dpii nur:r:i/ ur.nfM^r^ 

ERAQL A Y RKNLL YVH SLRELT 
VNAVLPGIRSLLADLRAQQISV 
G LA S V SLN A PTI L A ALELREFFT 
FCADASQLKNSKPGPGIFLAGC 


24975 


55343 


A 


25113 


47 


630 


VGWETSFAQ1RSRFLRIRFCRAY 
SSTLFVSAANPTT*G/QMVF*CG 
NGAQHKNILLLYRSIHGGFHFQ 
RGHHINTFNKRWRR* *NRT*YQ 
RD V RATTG SGG G DRKTHL AG A 

V1KD1 1 rlivltKr 1 KKAUUlNrllN V 

QMFQVVDGRKCATAISTVLDM 
FGDHFGRQKIASCQRWLAKTIR 
TVQQPICKNIVRKPGCHSLA 


24976 


55344 


A 


25114 


731 


829 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24977 


55345 


A 


25115 


2 


3744 


RJLPFKYPVKVKPLPAPFSKILLN 
SPAIPQLPITMNGSDFSLPEGPM 
NRWENIQLTPETRLAPRAYFFS 
YDSVAQARTFARETSSLFLPLS 
GQWYNFHFFDHPLQVPEAFTSE 
LMADWGHITVPAMWQMEGHG 
KLQYTDEGFPFPIDVPFVPSDNP 
TGAYQRIFTLSDGWQGKQTLIK 
FDGVETYFEVYVNGQYVGFSK 
GSRLTAEFDISAMVKTGDNLLC 
VRVMQWADSTYEKDQDMWW 
SAGIFRDVYLVGKHLT 


24978 


55346 


A 


25116 


1 


2643 




24979 


55347 


A 


25117 


2499 


2935 


RSGGVACNCAVSASCMLVTVL 
PWLSLPV/SVFGLWDGFFASLG 
VTALLAATPA\W*GVKT*CRPG 
RSP/SLTVRLGSVISPMIGGLLLA 
TGGVALLPLLSLPALPPPPQPRE 
HPLKSLLAGFRFLLASPLVGG1A 
LLGGLLTMASAVRV 


24980 


55348 


A 


25118 


676 


1035 




24981 


55349 


A 


25119 


1 


1842 




24982 


55350 


A 


25120 


1 


1341 




24983 


55351 


A 


25121 


563 


1360 


PSVLRCRNWV1*SPYCISLPSRV 
SSLPFLVWIPVAR/CTAIGASRE 
AMLGVLVEPMLLLGLWVAAQ 
VAGSTNISN1TDTVYHWPLSQSI 
PLVLALCACAFATFIEMGKLPF 
DLAEAEQELQEGPLSEYSGSGF 
GVMKWGISLKQLVVLQMFVG 
VFIPWGQMETFTAGGLLLALV1 
AIVKLVVGVLVIALFENSMARL 
RLDITPRDMIRIELDSWEQNGE 
AIKRTGQPLLLSLLVRNLLDNA 
VRYSPQGSVVDVTLNADNFIVR 


24984 


55352 


A 


25122 


382 


1424 


VLLENLSEPPNQHDIIEILTVQR 

KEEETALSCRLVLRKLTETEPVI 

I FEG I E A P ATLP ADE VP VGKDEN 

DNVEVSRWGTPREFDFEVRDH 

VTLGEMHSGLDFAAAVKLTGS 

RFVVMKGQIARMHRALSQFML 

DLHTEQHGYSENYVPYLVNQD 

TLYGTGQLPKFAGDLFHTRPRH 

ECFRHIGSLGLATPLVTECMQW 

LFGIPHTLQLDAI I ITCWII LN A1C 

VACGLQKGVRIASDVRSYLSFL 

MLGWVFMVSGASFIMNYFTDS 

VGMLLMYLPRMLFYTDPIAKG 

GFPQGWTVFYWAWWVIYAIQ 

MSIFLARISRGRTVRELCFGMV 

QEFGCKSSTKIDNADFNQA 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24985 


55353 


A 


25123 


416 


610 




24986 


55354 


A 


25124 


662 


811 


AQQLPGMSDWQNSQEQHQMK 
N*VRLFMRTSRKLMDRLNVLIK 
LWSPNRT 


24987 


55355 


B 


25125 


1 


3264 




24988 


55356 


A 


25126 


489 


3256 


PRVFSSATRSLVAMRRWVYRV 

RRIQYRRTTQTAVFHSTHGNYR 

EGQPVGTL1DDRYKANENVEL 

VHYAQPLLNEADSLAKVMPSDI 

PLKQRRWLGLQMLEGDIYSRA 

YAGEASQHLDAALARLRNEMD 

DPALHIADARYQCIAAICDVVS 

NTLTAEPSRFTTAVDKIVLNRFL 

GLPIFLFVMYLMFLLAINIGGAL 

QPLFDVGSVALFVHGIQWIGYT 

LHFPDWLTIFLAQGLGGG1NTV 

LPLVPQIGMMYLFLF 


24989 


55357 


A 


25127 


779 


910 




24990 


55358 


A 


25128 


2203 


2665 


ACWAR1SAAV1QRSGMPGVRV 
CGRIKSCSKAVRCQRHVFATCV 
WNGRQVTSGAGTWSTIAWYSG 
VMSSAISSWSRPA1PFSAEATIG 
KSSC/YVGRVEVNEQIEYLIHNP 
IRTRARAVNFVDNNNRLQAVS 
KRFFGYEARLRHRAVKCVNHQ 
QH 


24991 


55359 


A 


25129 


241 


918 




24992 


55360 


A 


25130 


2142 


2646 


KGVCGTTNPAKI\QA1LQAFHE1 
FGEGSCHIASVAVESGVPEQPF 
G S E ETRA G ARNR V AN ARRL LP 
EADFWVAIEAGIDGDSTFSWVV 
I EN A SQRGEARS ATLPLPA VILE 
KVREGEALGPVMSRYTGIDEIG 
RKEGAIGVFTAGKLTRASVYH 
QAV1LALSPFHNAVY 
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SEQID 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24993 


55361 


A 


25131 


473 


1765 


KAWLMTGIVRHWKGRAVPPA 

EQLLEHLGNGKSFDSVAQAWD 

AAMADAKAEDTVLWGVEAFRI 

NAAVAKDDTQIHTHMCYCEFT 

DIMDSIAALDADVITIETSRSDM 

ELLESFEEFDYPNEIGPGVYDIH 

SPNVPSVEW1EALLKKAAKRIP 

AERLWVNPDCGLKTRGWPETR 

AALANMVQAAQNLRRGARAG 

CAADFAASARLAVGEALTNIA 

ATQIGDIKRIKLSANWMAAAG 

H PGEDAG L YEA VKAVGEELCP 

ALGLTIPVGKDSMS MKTRWQE 

GM EEREMTSPLS L V I S AF ARVE 

DVRHTITPQLSTEDNALLLIDLG 

KGNNALGATALAQVYRQLGD 

KPADVRDVAQLK.GFYDAIQAL 

VAQRKLLAYHDRSDGGLLVTL 

AEMAVLSSLGQGGYFGHMII/D 

SGQYPGKSKTGQSTPDVAAQA 

RQSWIP 


24994 


55362 


A 


25132 


602 


2563 


V VTTLTL VLTA VG S VLLLLFL V 
MKARMHAFLALMVVSMGAGL 
FSGMPLDKIA ATM EKGMGGTL 
G FL A V V V ALG AM FGE1LHETG 
AVDQIAVKMLKSFGHSRAHYA 
IGLAGLVCALPLFFEVAIVLLIS 
VAFSMARHTGTNLVKLVIPLFA 
GVAAAAAFLVPGPAPMLLASQ 
MN ADFG WMILIGLCAAIPGMII 
AG PL WGN F ISR Y VELHIPDDISE 
PHLGEGKM PSFGFSLSLILLPL V 
LVGLKTIAARFVPEGSTAYEWF 
EF1GHPFTAILVACLVAIYGLAM 
RQGMPKDKVMEICGHAL\QPA 
GI1LLVIGAGGVFKQVLVDSGV 
GPALGEALTGMGLPIAITCFVL 
AAAVR1IQGSATVACLTAVGLV 
MPVIEQLNYSKRRGFTGRVEEN 
FGVCKGPSKYHSQHDAINRQG 
REASDAHGTLENLPLPLVPQPN 
AATALAALRASGLEVSENAIRD 
G I ASAILPGRFQI VSESPRVIFDV 
A HN PHAAEYLTGRM KALPKNG 
RVLAVIGMLHDKDIAGTLAWL 
KSVVDDWYCAPLEGPRGATAE 
QLLEHLGNGKSFDSVAQAWDA 
AMADAKAEDTVLVCGSFHTVA 
HVMEVIDARRSGGKLCQMHVN 
VQDKIDEEINQVHICLCLVLVIV 
SGCKYVGYSLKCSEHYYSLVR 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24995 


55363 


A 


25133 


518 


1079 


TQKETNKRCSPLVGWYPAFRM 
AHFLASERSCYQKLSN\RKSH\P 
AVAGMVSGMTVANLL/EHSAG 
NVFKSGI * LALHLFIDRCF* YCG 
DGIGLFLGARYSRRGERKSART 
ISLFAQPGPVVNFRRHDVWQRR 
CVCLVQLRKAIHDVYFRFFGNG 
DDLYYDVSWARDGAGKYAKW 
QDFRTLFTTAHCSSD 


24996 


55364 


A 


25134 


322 


798 


AQRAHVVGTVGKFDEDDADIL 
HHRHN H LAK VFGLRLFLIAELE 
FIKFRHPLYQLGDAFTKKLFHIL 
ILVVGGSI FNH VMQQRRHQRFI 
VEFHLGQNAGN\ATGCVI*GSPL 
ERVCPS*ASRATRYACRRRLIW 
S1ARPAAKVSACCSAIATSK*RS 
KGQRVLLGNCHVEVAIREFT 


24997 


55365 


A 


25135 


440 


906 


CGFSSLSRLPHSSYSAHHAVAPS 
VLMSASGRPRWSQWYRWIFRA 
GVYTGSIWFFICSTVRPHDASQ 
RRLSSLT/QVSQDFTFQPVNHQL 
WAGGKPTAGITVGKQ*W*PFIK 
FTVPGDDSGDGRGQGFLQIAAG 
KCRAQTFFSFCRAGKHDPCRRT 

vs 


24998 


55366 


A 


25136 


1059 


1541 


TAPLLRPGCRLS*SAAHPAAPA 

QSTNQCPGDRYAATLPAHHRH 

TNHG*1ADVHQHISATPASAAS 

YAPGFLKDGAPASERHRETGC 

GRDRPHTSLYKLSGILRPYQPA 

SFPG*QQRAVLSAR*LLPVQCSL 

HSQRCRRRPHRLHRSAPAPGIR 

ERRSRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24999 


55367 


A 


25137 


236 


2211 


QGALMSEDIFDA1IVGAGLAGS 
VAALVLAREGAQVLV1ERGNS 
AGAKNVTGGRLYAHSLEH1IPG 
FADSAPVERLITHEKLAFMTEK 
SAMTMDYCNGDETSPSQRSYS 
VLRSKFDAWLMEQAEEAGAQL 
ITGIRVDNLVQRDGKVVGVEA 
DGD VIE AKTV I L ADG VN SIL AE 
KLGMAKRVKPTDVAVGVKELI 
ELPKSVIEDRFQLQGNQGAACL 
FAGSPTDGLMGGGFLYTNENT 
LSLGLVCGLHHLHDAKKSVPQ 
MLEDFKQHPAV\APLIAGGKLV 
EYSAHVVPEAGINMLPELVGDL 
HERSLIFVASGPAGNSKETASD 
KLEE ALPTKN WE VPG ANWNTP 
GNG1PSVPEKLKGMLSAPNYRR 
MVLPAPLQILLLQNAKGGELLG 
AAGGQIAFNLGSAVGAYCGGM 
MLTLGLAYNYVALPAALLSFA 
AMSSLLLYGRYKRQQAADTPV 
LAKPLGQLDNAPFRCENVNLIR 
E EI G FN ALDKFKRTTG ALLQLQ 
QALHPALGADLCGSTGFAVLFI 
SPVRGNTH LRHL VHIFGTDLDL 
NRHSVRADHRGVQRL1AVRFW 
NGDIVFHAARTRLVQAVHLAQ 
HA1TGVRJ1DDHAESVDVHDRV 
KTLLFEHHFAVNR1KMLLPTTD 
AA R Y SRFLQTPFDF R KN L LDHL 


25000 


55368 


A 


25138 


1 


1932 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25001 


55369 


A 


25139 


1 


1200 


MAIPAFGLGTFRLKDDVVISSVI 
TALELGYRA1DTAQIYDNEAAV 
GQAIAESGVPRHELYITTKIWIE 
NLSKDKLIPSLKESLQKLRTDY 
VDLTLIHWPSPNDEVSVEEFMQ 
ALLEAKKQGLTREIG1SNFT1PL 
MEKAIAAVGAEN1ATNQ1ELSP 
YLQNRKVVAWAKQHGIHITSY 
MTLA YGKALKDEG I ARI A A K.H 
NATPAQVILAWAMGGGPVE\W 
RR*QIWRGFSSAS*RHELYITTK 
IWIENLSKDKL1PSLKESLQKLR 
TDYVDLTLIHWPSPNDEVSVEE 
FMQALLEAKKQGLTREIGISNF 
TIPLMEKAIAAVGAENIATNQIE 
LSPYLQNRKVVAWAKQHGIHI 
TSYMTLAYGKALKDEG1ARIAA 
KHNATPAQV1LAWAMGGGPVE 
MAKVADMAGIFVSKLKTFNAG 
VKGSTLGASGPQYVMVPKKHA 
DQLRESLASGE1AAVQSTLVAD 
NTPLNSRVYTVRSGDTLSSIASR 
LGVSTKDLQQWNKLRGSKLKP 
GQSLTIGAGSSAQRLANNSDSIT 
YRVRKGDSLSSIAKRHGVNIKD 
VMRWNSDTANLQPGDKLTLFV 
KNNNMPDS 


25002 


55370 


A 


25140 


2237 


2404 




25003 


55371 


A 


25141 


307 


642 




25004 


55372 


A 


25142 


1449 


2084 


NAPRCAYYWDVIAVTMPTTCC 
TLKISPLCRELILTLANRTTTQR 
AEPMTRRL1QVLFDELPQQPQQ 
QLHLPVSSHPKI RTMVEMMAK 
GPVEWGALGQWAGFFAMSER 
NL A RLI VKETGLSFRQ WRQQLQ 
LIMALQGL VKGDTVQKV A HTL 
GYDSTTA\F1TMLRKPGKTAGTS 
LYHRRYGVSLLSSAWGQVGPP 
RYCRQANSVLSDRFCVLI 


25005 


55373 


A 


25143 


981 


1103 




25006 


55374 


A 


25144 


222 


379 




25007 


55375 


A 


25145 


1 


1452 


















25009 


55377 


A 


25147 


1 


1374 




25010 


55378 


A 


25148 


2 


167 




25011 


55379 


A 


25149 


781 


1047 




25012 


55380 


A 


25150 


1 


783 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25013 


55381 


A 


25151 


442 


857 


LVKNPVKRMEIQQKNLTLFEYL 
DWWDVLFLLLESELLFANTWL 
AATSESVDDCSGVKPPSGKNGT 
*AMPSWAKASIIASSARCAMLY 
SFCTQTISAILRASATCVGVTLL 
RPICFTRJPCCCISASTVRLASIDP 
SAGP 


25014 


55382 


A 


25152 


3 


4105 




25015 


55383 


A 


25153 


2 


269 


YKNPYIAAKIQPKTHDTLTP1NP 
GR1KLWLMTKRPMWVVPERSN 
* I A ARSLG * VGRM * * P* QAG AE 
ATMYAGSTPIASATGTIAASAA 
A 


25016 


55384 


A 


25154 


1 


1370 


MCPIEETASSFGGKPLSMVLV1Q 

MFMLLTGALI1ILTKTNPASISK 

NEVFRSGMIA1VAVYGIAWMA 

ETMFAPACYGYY1LPTYPSDLA 

A I QFDRSGTTH I GRFVINHSFILP 

GLIGVSVSCVFGW1FAA1KRDA 

AAGRAKENVIFHHFPFQSVKAD 

IATNPFKRPGGAF1R1TQTFRTV 

QTFRLSAYRLDFAGDRLRJSTPR 

AKMRTAFKKDHLRQRRRC1RQ 

RAPPARHNLVGAVALPATVAG 

VNFTFSNVPLDSSVLSSLLTDFS 

TAVGSIVMLAV1MGLMLAFDM 

GGPVNKVAYAFMLICVAQGVY 

TVVAIAAVGIC1PPLGMGLATLI 

GRKNFSAEERETGKAALVMGC 

V\GVTEGAIPFAAADPLRVIPSI 

MVGSVGGAVTAALVGAQCYA 

GWGGLIVLPVVEGKLGYIAAV 

AVGAVVTAVCVNVLKSLARKN 

GSSTDEK.EDDLDLDFEIN 


25017 


55385 


A 


25155 




789 


MKIIAGITPADSGTLEIEGNNYV 
RLTP VHAH QLG1YLVPQEPLLFP 
SLSIKENILFGLAKKQLSMQKM 
KNLLAALGCQFDLHSLAGSLD 
VADRQMVEILRGLMRDSRIL1L 
DEPTA SLTPAETERLFSRLQE L L 
ATGVGIVFISHKLPEIRQIADRIS 
VMRDGTIALSGKTSELSTDDIIQ 

A TTPA VBFI^QT QAQrWI U/T PT P 

GNRPQHAAGTPVLTLENLTGE 
G FRNVSLTLN AGE ILGL AG/TEL 
AETLYGLRTLRGGRIML 


25018 


55386 


A 


25156 


1 


1332 





3329 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25019 


55387 


A 


25157 


1594 


2220 


MWVNPERGRAENTIIGGNATGI 
GTLNVQDQDSVITVRRLS*SAL 
KPGILVFKLTPAETERLFSRLQE 
LLATGVGIVFISHKLPEIRQIAD 
RISVMRDGTIAGTGFGDDFGFT 
HPLRQQRLPQHLVSFMRAAVQ 
QIFTLEIQRGVRPGCNVLAFGQ 
RGWTPGIVFQQVVELSLKFRIFL 
RTDKSFFQLAQSRHQDLWHVH 
AAKLTK1GVK 


25020 


55388 


A 


25158 


14 


237 


KTTSFPAKLFNACRISLLASAE/ 
CQSEYFSIFSNMDLADTVMFL* 
GA1RFSDLVNEQIQHTFLIPGETI 
CRLSEVV 


25021 


55389 


A 


25159 




1506 




25022 


55390 


A 


25160 


158 


639 


SGC*PGRPSLN/GRLDVLSAWS 

VSILRLGGMALEGSIAYIVINFC 

DVKPQRFRGLSVPAASITVVLIQ 

QFVLHRRELRRKLALPAHHLVT 

FTWGNVSAVDETRQWMVIKPS 

GVEYDVMTA DD\R WWLR*P A V 

RWWKAAKNPLP1HQRIWRSTV 

AMPKLAVLC 


25023 


55391 


A 


25161 


2 


2886 


SVPTI1FFFLPVLRFWRPGIQQA 
KK.CHLFATGTQSRRNTLRQRT 
AKGIPQQRMTAKREEISIGILHV 
TPQQRRECRGDNRFTARFRRTP 
WRLLGHCVSAAVTGVLPAVAG 
SPLAYSDTDEFYPVAGGTMSQ 
HLPLVAAQPGIWMAEKLSELPS 
AWSVAHYVELTGEVDSPLLAR 
A V VA GL A Q A DTLRMRFTEDNG 
EVWQWVDDALTFELPEIIDLRT 
N 1 DPH GTAQ ALMQ A D LPQDLR 
VDSGEPLVFHQTTLGFI 


25024 


55392 


A 


25162 




1659 




25025 


55393 


B 


25163 


200 


646 




25026 


55394 


A 


25164 


1 


3197 


MPHRQHGPQMTPSHQRTTINR 
DQREQQPIGTAAPQTRPQSAPY 
CEPHTRRRTLQPHNRGFRTAKY 
TSTQ A RK YHM ARPERSNDS DH 
PVHTRSRWNATQTERHTQHHV 
SPPSSLRTLRTNCTSHAHHRYH 
RHAQWHRVGLLDVKPTGVPSN 
TVFSPPKNALWADRVDTSRGR 
TTVEQDNHPNGGNVVGTPSDN 
NFWLETTGGDPNKEYYHHHHY 
NEDYCRYYPLLIAEPLLFPSLS1 
KEN I LFGLAKKQLSMQKMK 


25027 


55395 


B 


25165 


1 


2505 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25028 


55396 


A 


25166 


159 


1744 


NSRISGLQQRYLMHIMVTQGGL 

MSLSIVHTRAALGVNAPPITVE 

VH1SKGLPGLTMVGLPETTVKE 

ARDRV/RSAIINSGYEYPAKKITI 

NLAPADLPKEGGRYDLPIAIAL 

LAASEQLTANKLDEYELVGEL 

ALTGALRGVPGAISSATEAIKSG 

RKIIVAKDNEDEVGLINGEGCLI 

ADHLQAVCAFLEGKHALERPK 

PTDAVSRALQHDLSDVIGQ\EQ 

GKRVLEITAAAGHNLLLIGPPG 

TGKTMLASRINGLLPDLSNEEA 

LESAAILSLVNAESVQKLWRQR 

PFRSPHHSASLTAMVGGGAIPG 

PGEISLAHNGVLFLDELPEFERR 

TLDALREP1ESGQIHLSRTRAKI 

TYPARFQLVAAMNPSPTGHYQ 

GNHNRCTPEQTLRYLNRLSGPF 

LDRFDLSLEIPLPPPGILSKTVVP 

GESSATVKQRVMAARERQFK.R 

QNKLNAWLDSPEIRQFCKLESE 

DAMWLEOTLIHLGLSIRAWQR 

LLKVART1ADIDQSDIITPTYCG 

KADARNSGNVCPSSRALVQR 


25029 


55397 


A 


25167 


127 


503 


NRCLLLTLLRCKGRNREEENDA 
EAESEKLKNKFNRPSGRLSYGD 
RMFDIGVNLTSSQFAKTVMML 
*RARLGLR*TTGLELRELLPL1P 
AEKL*/YETDAPYLLPRDLSAKP 
STSRYHCV1EARAWFK 


25030 


55398 


A 


25168 


3 


406 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25031 


55399 


A 


25169 


I 


1252 


MFDIGVNLTSSQFAKDRDDVV 
ACAFDAGVNGLLITGTNLRESQ 
QAQKLARQYSSCWSTAGVHSH 
DSSQWQAATEEAIIELAAQPEV 
VAIGECGLDFNRNFSTPEEQER 
AFVAQLRJGADLNMPVFMHCR 
DA HERFMTLL EPQM VENYETLI 
FEAHSTDYQTPQSLRQLVIDHF 
AILK.VGPALTFALREALFSLAAI 
EEELVPAKACSGLRQVLEDVM 
LDRPEY WQSH YHGDGNARRL A 
RGYSYSDRVRYYWPDSQIDDA 
FAHLVRNLADSPIPLPLISQYLP 
LQYVKVRSGELQPTPRELIINHI 
QDILAHTTQPVKANKQNKEEH 
AMPN1VLSRJDERLIHGQVGVQ 
WVGFAGANLVLVANDEVAED 
PVQQNLMEMVLAEG1AVRFWT 
LQKVIDNIHRAADRQKILLVCK 
T*WKWYWQKGSPYVSGRCK.K. 
LSTTFI APPIDRKSC WFVKHPP1 S 


25032 


55400 


A 


25170 


2 


319 


YSSVFSLSASASFSSSRFRPLPT* 
KREKKTP1SNRQYIGIANSVCEK 
TSGGVSNIPTTNAPTSTYGRFLR 
KSSGEV1PIQHSSTIATGTSKETP 
NA1NSA1TKLK 


25033 


55401 


A 


25171 


1 


1011 


M1PHPKLEGDRSTQALPPTPVIR 

VTERRNLNWVGTTIGFVHTGK 

PLSFVYDMAD1IKFDTVVPKAF 

EIARRNPGEPDREVRLACRDIFR 

SSKTLAKL1PLIEDVLAAGEIQPP 

APPEDAQPVAIPLPVSLGDAGH 

RRRRSGRVSEVSWRSGVMSFR 

RASGDKPQPKPKVMPEHAECPP 

AARRGQMMSICPCFALKIDIAD 

NKFFNGETSPLFSQSQAKLARQ 

FMQK1AGYRPTPLCALDDLANL 

FG VKK I L VKDESKRFGLN AFK 

MLGAPEKCHRRKNDF*RRSDRI 

VL1RL*REFSSHQKGLRDRPAH 

KAVLGDNQLFSGGTGAPVWPG 

FAKRAVMF/TPLKNLLSAISIFN 

AKHGHILI1WPRLAAGGHSACS 

GITFGFGCGLSPLARRKLMTPE 

RQLTSDTRPDRLLRWPASPSET 

GSGMATGCASSGGAGGCISPA 

ASTSSISGlNLANVLLLRKISLH 

AKRTSRSGSPGLRRAISKAFGTT 

VSNLMMSAIS 


25034 


55402 


A 


25172 


1 


510 




25035 


55403 


B 


25173 


1 


1482 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25036 


55404 


A 


25174 


704 


1069 


RLWQADCKENAGVGDYYWTFF 
PQPTFVSTQKYYCHVDNSCYM 
NFDFSAPEYHAHWRYGLLMVG 
ESQHGLGANAIQASQCFKAAN 
QPLG ADATF LQQ1 KG E 1 1 CFGLF I 
TGVFSIDSAFCDIT 


25037 


55405 


A 


25175 


1 


639 


MARVWLCDFIPYGYLPTLNAM 

PESTRKQIMPWTRLSGSLHTWN 

RTPNRRIGRYPSGLPPDSANRPR 

REPDACRSLHSPAKYRGNPNRD 

RLDHQQNGLPARGKDTPRSNK 

PSISQWTNTKPQPRHQPRGKKG 

H KSPAPEMPKPPQ ATSSTREQT 

KYGAAELWRSPWKTRYIELKA 

RGPMACVT1SLNVCCAHLVRL 

VMVTLKQTDPIRNLGEMPSKSQ 

TKKAREVHLHSLHLQELAQEQ 

EPPARKRKTQWAVSERK 


25038 


55406 


A 


25176 


82 


356 


AQCEEYRVPQTLKRNPKQCFD1 
S1RGGSQPCGIFSTPVRNTLQNM 
G QMG WL VAPG * WL WREIRKH 
NRWCACPRKPGRAGISMALRW 
GSGHA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25039 


55407 


A 


25177 


1 


2635 


MNKSGKYLVWTVLSIMGAFAL 

GYIALNRGEQ1NALW1VVASVC 

IYLIAYRFYGLYIAK.NVLAVDP 

TRMTPAVRHNDGLDYVPTDKK. 

VLFGHHFAAIAGAGPLVGPVLA 

AQMGYLPGMIWLLAGVVLAG 

AVQDFMVLFVSTRRDGRSLGE 

LVKEEMGPTAGVIALVACFMI 

MVIILAVLAMIVVKALTHSPWG 

TYTVAFTIPLALFMGIYLRYLRP 

GRIGEVSVIGLVFLIFAIISGGWV 

AESPTWAPYFDFTGVQLTWML 

RLrNRSIMMDFSLTEEQELLLAS 

IRELITTNFPEEYFRTCDQNGTY 

PREFMRALADNGISMLGVPEEF 

GGIPADYVTQMLALMEVSKCG 

APAFLITNGQCIHSMRRFGSAE 

QLRKTAESTLETGDPAYALALT 

EPGAGSDNNSATTTYTRKNGK 

VYINGQKTFITGAKEYPYMLVL 

ARDPQPKDPKKAFTLWWVDSS 

KPGIKINPLHKIGWHMLSTCEV 

YLDNV*TSVWRTCACPALRRA 

TQRYRRQSRAGNLRTSGEAIRR 

DMEWTSLRSE\DWEKGDTIKQC 

1SAATSCVYGVTGEGILEGGDA 

QILREPLPGTKLGLLNWPVFDA 

LESRSTRERDGKPGGEICGETA 

NILIRGPENRPLRRDPPGKP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25040 


55408 


A 


25178 


216 


1829 


TVCRCHFVTTKHIGRERNQRAR 

QCLVGKTTDTQQHNCDIRVGE 

QADHTRANHQHCTQRYDHLTG 

NDQVHTKPTLEQRRQVTTEDT 

TEVSKQHRHPGEHRDLFQRTLN 

I SADDQRRLLLELQNDNLNHNR 

IWLRLAAQPEDHIYGCGEQFSY 

FDLRGKPFPLWTSEQGVGRNK 

QTYVTWQADCKENAGGDYYW 

TFFPQPTFVSTQKYYCHVDNSC 

YMNFDFSAPEYHELALWEDKA 

TLRFECADTYISLLEKLTALLGR 

QPELPDWIYDGVTLGIQGGTEV 

CQKKLDTMRNAGVKVNGIWA 

QDWSGIRMTSFGKRVMWNWK 

WNSENYPQLDSRIKQWNQEGV 

QFLAYINPYVASDKDLCEEAAQ 

HGYLAKDASGGDYLVEFGEFY 

GGVVDLTNPEAYAWFKEVIKK 

NMIELGCGGWMADFGEYLPTD 

TYLFTNGVSAEIMHNAWPALW 

AKCNYEALEETGKLGEILFFMR 

AGST/GDIGGVYTTLFEMKRSKE 

LVLRWCDFSAFTPMMRTHEGN 

RPGEHWAF/DGDAKHRHLAVY 


25041 


55409 


A 


25179 


277 


488 




25042 


55410 


B 


25180 


260 


1500 




25043 


55411 


A 


25181 


1 


764 


MQEWGRYTILSGCCNSALKGD 
VCLLYGFRVAGRRQASE*TPGA 
YNRVPSSKK*GFQLVLLPFSAN 
GKSPAY*RFSKSFAEDGEKDAG 
FPHPYAEAGYDNGGRRSGAGT 
LLSR*I*TGAGRGAWRV*RLTG 
E*MAGKRT* VTASGYSQR* IMV 
FLWSLYRSYRL/GRVRQHNGPR 
YLPVLARNWKMSAWVAAAW 
QGLTDMKRKTMKIRSGSMVILA 
SGYAATAA*PLSGDRIFLP*PGK 
TG*RHGGTPSCAGFTGDY 


25044 


55412 


B 


25182 




3117 




25045 


55413 


B 


25183 


270 


388 




25046 














25047 


55415 


A 


25185 


614 


623 


RPN SG AR* GRGDKRSTQS VPET 
VRLLFCAGTFDQQPGNARWDD 
QYRCIRSGIVGVRAVLLGGD1L 
DTQPLPVELAETLGKSAE 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


25048 


55416 


A 


25186 


1208 


2813 


CYGVAWPFDPTLKFEFWRYFT 
HALMHFSLMHILFNLLWWWY 
LGGAVEKRLGSGKLIVITLISAL 
LSGYVQQKFSGPWFGGLSGVV 
YALMGYVWLRGERDPQSGIYL 
RRGVI1FAPIWIVRRWFEMTPTQ 
WSNYFFENLFKYEWVQTRSPA 
GAIQFEAVDAPEIIPDPFDPSKK 
RKPTMLVTDLTLRFDPEFEKISR 
RFLNDPQAFNEAFARAWFKLT 
HRDMGPKSRYIGPEVPKEDLIW 
QDPLPQPIYNPTEQDIJADLKFAI 
ADSGLSVSELVSVAWASASTFR 
G G DKRGG ANG ARL A LVMPQTR 
TGDVTRRQPIRAL\PVLE\KIQKE 
SGKASLADIIVLPVGLFVVEKSA 
SA AG LS1HVPFAPGRVDARQDQ 
\TAIGMFELLEPIADGFRNYRAR 
LDVSTTESLL1DKAQQLTLTAPE 
MTALVGGMRVLGANFDGSKN 
GVFTDRVGVLSNDFFVNLLDM 
RYEWKATDESKELFEGRDRET 
GEVKFTASRADLVFGSNSVLRA 
VAEVYASSDAHEKFVKDFVAA 
WVKVMNLDRFDLL 


25049 


55417 


A 


25187 


1520 


1960 


PVPLNFGWQRSTEVL1CHVNSP 
STAAMTISPWRR**RRRTKQLS 
APLLLGVSAIGW/LTIILVAFMA 
WLLAKT/AFGRSFYATGDNLQG 
AR/QLGVRTEAIRIVAFSLNAER 
DFDDLRDSGPLIAMILFIMPTLS 
SISSRRLNPGVPSEI 


25050 


55418 


A 


25188 


1155 


1778 


SASGGVMLKF1QNNREITALLA 
VVLLFVLPGFLDRQYLSVQTLT 
MVYSSAQILILLAMGATLVMLT 
RNIDVSVGSITGMCAVLLGMLL 
NAGYSLPVACVATLLLGLLAGF 
FNGVLVAWLK/IPA1VATLGT\L 
YRGLMSLWTGGHWFEGYPRIE 
KPSPPVAGVHHWCVTQIGGLRP 
AVAKRVGPDLPGDNKGAKGVL 
NTLDNYGVDGKCV 



3336 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25051 


55419 


A 


25189 


1 


2227 


MVTIAGIILGGLALVGL1TYFGK 

WTYLWKEWLTSVDHKRLGIM 

Y1IVAIVMLLRGFADAIMMRSQ 

QALASAGEAGFLPPHHYDQI FT 

AHGVIMIFFVAMPFVIGLMNLV 

VPLQIGARDVAFPFLNNLSFWF 

TVVGVILVNVSLGVGEFAQTG 

WLAYPPLSGIEYSPGVGVDYWI 

WSLQLSGIAVAHIAAQNVAVLL 

ISSDLEE1ELMADRVYVMHQGE 

ITHSALTERDrNVETIMRVAFGD 

SQRGVMLKFIQNNREITALLAV 

VLLFVLPG FLDRQYLS VQTLTM 

VYSSAQ1LILLAMGATLVMLTR 

N1DVSVGS1TGMCAVLLGMLLN 

AGYSLPVACVATLLLGLLAGFF 

NG VL V A WLKIP A I V\ATLGTLG\ 

LYRSI MLLWTGGQWI EGLPAEL 

KQLSAPLLLGVSAIGWLTI1LVA 

FMAWLLAKTAFGRSFYATGDN 

LQGARQLGVRTEAIRJVAFSLN 

GCMAALAGIVFASQIGFIPNQT 

GTGLEMKAIAACVLGGISLLGG 

SGAIIGAVLGAWFLTQIDSVLV 

LLR1PAWWNDFIAGLVLLAVLV 

FDGRLRCALERNLRRQKYARF 

MTPPPSVKPASSATSDFICIGIVA 

LPLTMVIVSGGIDISFGSTIGLCA 

I ALG V LFQSG VPM PL A 1LLTLLL 

GALCGLINAGLIIYTKVNPLVIT 

LGTLYLFAGSALMLSEEQKNTK 

KTRQREDKKKEKKKQRKREEK 


25052 


55420 


A 


25190 


1055 


1206 


SFALFSSSSPRSRP*FASTKS*TL 
TTGQVLPSTNVRFLTGNWGPPV 
VATG 


25053 


55421 


B 


25191 


1 j 


1386 




25054 


55422 


A 


25192 




449 


MQDPLLALLEDYNKGDLEKQV 
PPAQSGPQPGKAGRDRPIVIML 
DPGHGGEDSGAVGKYKTREKD 
VVLQIARRLRSLI EKEGNMKVY 
MTRNEDIFIPLQVRV/AKAQKQ 
RADLFVSIHADAFTSRQPSGSSV 
FALSTKGGMCSYRGSGCLQ 


25055 


55423 


A 


25193 


1536 


1941 


STSNQNSTALCRRRGLVHCIDG 
ANDDDSVMVWPSGSGRPWSAE 

ruAr^K\ I AV^L V V CD V C.L.JJLLH 

FIVFGDDVMLNVVLQGQAFML 
ALGLVTN VG VL AHAHHH A L VS 
G VPNDGGGTWVGGRCVQQSQ 
LCTCWSHCQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25056 


55424 


A 


25194 


240 


855 


SRAGYAPAAAQKVASPYVRRE 
R*NQSD\PAVLTG1GERGK*LLS 
RDFFIAPLAGMIVEKRGAVHLA 
RWSVPVERKGQWQPAGLWAQ 
FFLAD1VCPAATALPDTTAEDQ 
HIDHPAVVHVHVIPVVNTCAED 
N HRAPMRFMGG IGKFTGDGFNI 
LARHPGNLLTPGWGVRFDFSVI 
FRTVF1FQPA1EAVIRQYQ11NAD 
HRTGVAID 


25057 


55425 


A 


25195 


840 


1157 


QYAPTAQPARPADPFALPTVQA 
RLTPFCYLVAKGDWCVYRRSY 
SLWHSVASPRVRQSPRLGY*GY 
TAN SPGILLAPLS LRG EMFLPQD 
APKSVPPYKRGKSVAIN 


25058 


55426 


A 


25196 


1076 


1339 


LVCVASMPVEISTDASASSGVI 
V1SSAMSGSWSAETKRRLAMV* 
PEPLHLWAIS1PTTSGRFTSSL1S 
PFPAR*YSPARYIPRVWRV 


25059 


55427 


A 


25197 


2 


118 




25060 


55428 


A 


25198 


1809 


3145 


ARHKQHAYGYRYRQSPRCYGV 
SGKKRGLRYYGSWLAISGSSRI 
TR/LLCMYLRRFFIGV1GAD1AN 
MGISAGAMWLLSVSQVSLAAV 
SQVVAVRVWPASSYTRVTVES 
N RQLK YKQFAL SNPER V V VDIE 
DVNLNSVLKGMAAQ1RADDPFI 
KSARVGQFDPQTVRMVFELKP 
NVKPQLFALAPVAGFKERLVM 
DLYPANAQDMQDPLLALLEDY 
NKGDLEKQVPPAQSGPQPGKA 
GRDRPIV1MLDPGHGGEDSGAV 
GKYKTREKDVVLQIARRLRSLI 
EKEGNMKVYMTRNEDIFIPLQV 
RVAKAQKQRADLFVS1HADAF 
TSRQPSGSSVFALSIQRGARPVG 
DRYVDHTMFDMVQSLTIADSL 
KFGKAVLNKLGKINKLHKNQV 
EQAGFAVLKAPDIPSILVETAFI 
SNVEEERPNGQPGHPLDPATTM 
GTLIDCAHADSVQ 


25061 


55429 


A 


25199 


1 


277 




25062 


55430 


A 


25200 


902 


1006 




25063 


55431 


A 


25201 


2 


1265 




25064 


55432 


A 


25202 


409 


525 




25065 


55433 


A 


25203 


91 


431 


NHKPGNIDVARRIQRGFAGDQI 
GHLRPVERQCSPDKRRFIAADG 
REIRGKQRAGH1FQLLSRCLLQI 
LNHCQRRAAHFRFQLSNQRHQ 
QLLPV/HYHAAEREYPAGACLV 
RWLL 
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NO: 


SEQ ID NO: 


hid 


SKQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25066 


55434 


A 


25204 


3 


71 




25067 


55435 


A 


25205 


1 


1212 




25068 


55436 


A 


25206 


1 


2786 


MAAVIEQIRRAVLALVTGVVHP 

GD1PVVWD1VWNATAAFIAVIII 

SLLLDESGFFEWAALHVLRWG 

YGPGRLPFNRIGLIRR1TRRIRQR 

LLFGLVTFILLLNRSQNPAQDIQ 

LLAFRARTGKQTAQFIHHLPRM 

VFTDKTGSSNGLAPQGQCSAQ 

GELILNEKLAKQLVTAANWVK 

MQSDEGE1NPVDILRWPGVMA 

AQEQDLDAIAAE1LAALDGTLD 

DFI V ARETEGQSGLKRV YHSPG 

APDI REFTRDAIP 


25069 


55437 


A 


25207 


5 


402 


EIFSV V WI 1MTRGD VVTI SRWR 
VSSSPLETWNKRWAKISPAPFS 
LLPISRLEKSEGDWLPETVISAF 
NMPSSLSLIISSL*FKVRDV*HFF 
/RI*TLRGHYRV1NWPNFNIVVS 
QG1GKRLANSWLVFTLFHRI 


25070 


55438 


A 


25208 


48 


219 


PETCGHLWAYVWPSCAAVVGL 
Y FKVHVLG *RSVTPVTDI VKLL 
EFTRLRLPGYTKS1E 


25071 


55439 


A 


25209 


1 


912 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25072 


55440 


A 


25210 




1857 


MRVCARACVRTRTRMCVYAH 

TCVCVRTYAYVRVRVRVHVRA 

RVRVCAYARTRVRNSLSILPF1Q 

LTLATPIHHIHQEEFNIRGIVPVL 

RRVKPDLAIG1DITPSCDTPDLH 

DYSEVR1NQGVGITCL1MYHGRG 

TLAGLITPPRLIRMLEQTALEHN 

IPVQREVAPGVITETGYIQLFLP 

GWEIGFSPLALLLAFLCSTSPGF 

GDPDGLGVIAYQDTVRPNAAT 

AISELNALAVKGVILTGDNPRA 

AAAIAGELGLEFKAGLLPEDKV 

KAVTELNQHAPLAMVGDGIND 

APAMKAAAIGIAMGSGTDVAL 

ETAD A ALTHN HLRG L VQMIEL 

ARATHANIRQNIT1ALGLKGIFL 

VTTLDDRVVAGSAGRYGGDGA 

GDSEC VK1 VAQEI RQTDRNIER 

DRSPRPSGERVRVRGKGGIEAN 

QPLSTAFTNQITIRQSIRLFSNQF 

VFHKG1SRVVAGSSAIISNVSPG 

CILRTPNCRRGFPISCTGEGKAA 

YGWQRDGGHAEYLLAEEKDL1 

LLPDALSYEDGAFISCGVGTAY 

EGILRGEVSGSDNVLVVGLGPV 

GMMAMMLAK.GRGAKRIIGVD 

MLPERL AM A KQLG VMDHG Y * I 

LPDVY/V'IGVARVSWMNGRID 

SELRTRVRAYAHTRTRARTCTR 

TRTRTYAYVRTHTHVCAYTHM 

RVRVRTHARAHTR 


25073 


55441 


A 


25211 


3 


1180 


SKLGTRRSVV WA * SPSTSPTLW 

CSTFSAAGHSSMKRMNEFVDL 

LPAQQRM K.GEN WYRGTAD A V 

TQNLDJIRRYKAEYVVILAGDHI 

YKQDYSRMLIDHVEKGARCTV 

ACMPVPIEEASAFGVMAVDEN 

DKIIEFVEKPANPPSMPNDPSKS 

L ASMG I Y VFDADYLYELLEEDD 

RDENSSHDFGKDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGNFMESEPRSGL1RVSCM 

PAGPPLPLPAARSEAPKAAGTV 

ASVPSIAPARLRPVPDPVELVLV 

AAEFITPGDPTPRLHGSGFIDIR 

Ql HHQTRSHLEG VKTGIRFLNH 

FSGNPQGGIAHVNGVARFQVK 

QCHQAWGQQYAARLRFQARGI 

SLQI AIHRVD1 IHRFD VRQL 


25074 


55442 


A 


25212 


16 


543 




25075 


55443 


A 


25213 


1 


3387 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25076 


55444 


A 


25214 


1688 


2234 


LSVGKTFPVLVPAAFRKVSATG 
AAVPGTPSILALPSYSTTPFGVC 
TSASMNVPVLTLRIRTRVTGEV 
AAIKPFSMANAPTPDS1LPQLGV 
VSTRCS*TITCANR*STSARGSL 
ERLIMATLL/WVAGTFD* S V WF 
GHDTDVVTLYRFHEALCYSVT 
LRTPHRRVLRFKSQHPGELACF1 
SPVA 


25077 


55445 


A 


25215 


905 


4761 


PPHNWMPSNATPGIAFVWCAY 

GAI/LPGDAPVPVVDDYRKVVR 

KDTKGL1ARWKYFWMSV1ALG 

VAFALYLAGKDTPATQLVVPFF 

KD VMPQLG LF YILLAYFVIVGT 

GNAVNLTDGLDGLAIMPTVFV 

AGGFALVAWATGNMNFASYL 

HIPYLRHAGELV1VCTAIVGAG 

LGFLWFNTYPAQVFMGDVGSL 

ALGGALGIIAVLLRQEFLLVIM 

GGVFVVETLSVILQVGSFKLRG 

QR1FRMAPIHHHYELKGWP 


25078 


55446 


A 


25216 


269 


1219 


QTRTRRVQLQDLIEYVA1HQW/ 

FSDKHPVPFYSCIFDDSITNCYS 

WSISKDGYFIFGGAYPMKDGQT 

RFLTMKDKMSAFQFQFGKTVK 

SEKCTVLFPSRGQDFVCGKDNA 

FL1GEAAGF1SASSLEG1IYALYS 

TDIPRSVLLKQPDKLNPAYWRA 

TRLVCITLFGQIVNTICMAAPDL 

RK WIMLSPVAHKG HHLE WVLH 

DMQ1LPVPRPSGCICSGSSTFFC 

NWGCPYDRPQWQLYPSMCLC 

VHIGPAPVRSEKVESKRAISKV 

DQDSAFRGCCRSGNRNGGRK.I 

VAVSLKKVSGAAKPCGHFRST 

RYRVAYSTIfN 


25079 


55447 


A 


25217 


1 


1158 




25080 


55448 


A 


25218 


1156 


1899 


LKLGIRYPQCQRLVTHSLDGISL 
PLHTAH*SQSNSAENTHRAISLK 
AVPPFFTAERRGVNAEEHRNGR 
L1NGECRQRFNVLRVANGVRN 
VQFAKARDRNDIASFRQIGFDT 
FQTEV AQHFTDFRV AG F AFA I D 
DSDLLVRLH FTALDAANADN A 
NIAVVIELRNLHLERTVKVNVR 
RRNVVNNRLVQRGHVFRHIFV 
VQTRDTVQRRSVNDREVQLLV 
GRVEVN EQ1E YY ADAF V 1MLER 
LCKVLCCR 


25081 


55449 


A 


25219 


1 


2583 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25082 


55450 


A 


25220 


278 


787 


TLLSATRQVYALLSTKPAFFSS 

HSSFSTSSRLISSRAASSMDVAF 

PIAFSASKTVSIKFFSR*1CLLRNS 

HRPPFMVMRSIIRSPSNVFMAS* 

FRFVSIPTLRIDAVRRSTIWCSTT 

ARFSSRADAKFIKNVFQQAIPDS 

AAKWFFPVPGFPLNAKFVHPVI 

SSSAMDFA 


25083 


55451 


A 


25221 


866 


1144 




25084 


55452 


A 


25222 


19 


1203 


NWNLTPYASLTGFTADNPEYH 

LSNGMKSKSVDTRSIYRELGAT 

LSYNMRLGNGMEVEPWLKAA 

VRKEF V DDNRVKVNSDGNF VN 

YLSGRRG 1 YQAGKDLDRFKNL 

VLVHAARYAADLSYLPLMQEL 

EKRYEGKLRIQTVVSRETAAGS 

LTGRJPALIESGELESTIGLPMN 

KETSHVMLCGNPQMTRRLIPAS 

VEVYHDSLC\RKIWHGWEQHIT 

ARYLVGADGANSMVRRHLYP 

DHQ1 RKY VAIQQWFAEKH PVPF 

YSCIFDNSITNCYSWSISKDGYF 

IFCGAYPMKDGQTRFTTLKEK 

MSAFQFQFGKTVKSEKCTVLFP 

SRWQDFVCGKDNAFLIGEAAG 

F1SASSLEGISYALDSTDILRSAL 

RKPIRTEQGANGAIRELEKFRPA 


25085 


55453 


B 


25223 


58 


359 




25086 


55454 


A 


25224 


4 


329 




25087 


55455 


A 


25225 


I 


1008 




25088 


55456 


A 


25226 


1 


1335 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hnd 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25089 


55457 


A 


25227 


3 


1886 


HRLNITAENDCRRLHCSLRDLS 

SLLQAVGRLAEYFIGDVFAARF 

NDALTVVERLVKVTLYGSQIKL 

YN1ETA VPS VLKPDLI DVHAQS 

LAGGCRLSAHWLAQYCSEIHR 

QNTQQFVTLISTTMDAITPLIST 

KVQDKLLLSACHLLVSLATTVR 

PVFLISIPAVQKVFNRITDASAL 

RLVDKAQVLVCRALSNILLLPW 

PNLPENEQQWPVRSINHASLISA 

LSRDYRNLK\PSAGAPQRKMPL 

DDTKLIIHQTLQRLRKILWENIS 

G\ESTKSSTDFAYQFGCRESV\Q 

VSLGLFPAFMHQSDVTDEMLSF 

FLTLFRGLRVQMGVPFTEQIIQT 

FLNMFTREQLAESILHEGSTGC 

RVVEKFLKILQVVVQEPGQVFK 

PFLPSIIALCMEQVYPIIAERPSP 

DVKAELFELLFRTLHHNWRYFF 

KSTVLASVQRGIAVEEQMENEP 

QFSAIMQAFGQSFLQPD1HLFK 

QNLF\YL\ETLNTKQKL\YHKK\I 

FR\TAM\LFQFVNVLLQ\VL\VH 

KSHDLL\QE\EIGHRHSYNMASV 

DFVDGFF A A FLPEFL\TSC\DG V\ 

DANQKSVLGRNF\KMDRLCPCL 

PGPAPHSPRMCTGWSTTCGLLT 

DSGNDSLAPWGLWKLLGPCLL 

PGGTRDFLLVAT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25090 


55458 


A 


25228 


689 


3053 


VDCRMS/FSYIEKFTDFLRLFVS 
VHLRRJESYSQFPVVEFLTLLFK 
YTFHQPTHEGYFSCLDIWTLFL 
DYLTSKIKSRLGDKEAVLNRYE 
DALVLLLTEVLNRIQFRYNQAQ 
\LEEL\DDETLDDDQQTEWQRY 
LRHSLEVVAKVMELLPTHAFST 
LFPVLQDN L\E VYLGLQQFIVTS 
GSGHRLNITAENDCRRLHCSLR 
DLSSLLQAVGRLAEYFIGDVFA 
AR\FN DALTV VERL VKVTLYGS 
QIKLYNIETAVPSVLKPDLIDVH 
AQSLAALQAYSHWLAQYCSEV 
HRQNTQQFVTLISTTMDAITPLI 
STKVQDK LLLS ACHLL VSL ATT 
VRPVFLISJPAVQKVFNRITDAS 
ALRLVDKAQVLVCRALSNILLL 
PWPNLPENEQQWPVRSINHASL 
ISALSRDYRNLKPSAVAPQRKM 
PLDDTKLIIHQTLSVLEDIVENIS 
GESTKSRQICYQSLQESVQVSL 
ALFPAFIHQSDVTDEMLSFFLTL 
FRGLRVQMGVPFTEQIIQTFLN 
MFTREQLAESILHEGSTGCRVV 
EKFLKILQVVVQEPGQVFKPFL 
PSIIALCMEQVYPIIAERPSPDVK. 
AELFELLFRTLHHNWRYFFKST 
VLASVQRGIAEEQMENEPQFSA 
IMQAFGQSFLQPDIHLFKQNLF 
YLETLNTKQKLYHKK1FRTAML 
FQFVNVLLQVLVHKSHDLLQE 
E1GIAIYNMASVDFDGFFAAFLP 


25091 


55459 


A 


25229 


1 


853 


MISVANEIAEAGFDPQGRTSED 
LLDLAESRVFKIAESRANKDEG 
PKNIADVLDATVARIEQLFQQP 
HDGVTGVNTGYDDLNKKTAG 
LQPSDLIIVAARPSMGKTTFAM 
TLVENAGR\MLQDKP\VLIFSLE 
MPSEQIMMRSLASLSRVDQTKI 
RTGQLDDEDWARISGTMGILLE 
KRNIYIDDSSGLTPTEVRSRARR 
I\AREHGGIGLIMIDYLPLMRVP 
ALFDNRTLEIAEISRSLKALAKE 
LNVPVVALSHLNRSLEQRAEER 
PGNSDLGESGS1EQDADLIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25092 


55460 


A 


25230 


206 


1073 


VKITSWLMSNSALPGTLKLLAL 
ILKCSTCVRVLPRSELRNLER/Q 
GQLDSVGGFA/YLAEL/SKNTPS 
AAN1SA/YAD1VRERAVVREMIS 
V/ANEIAEAGFDPQGRTS/EDLL 
DLAESRVFKIAES/RANKDEGR 
NPMFDDRGKRGEPSDLIIVAAR 
PS/MGKTTFAMNLVENAAML/Q 
DKPVLIFSQTKI/RTGQLDDEDW 
ARISGT/MGILLEK.RNIYIDDSSG 
L/TPTEVRSRARRIAREH/GG1GL 
IMIDYLQLMRVP/ALSDNRTLEI 
AEISRSLKHFEKLALICGCRNNG 
TTRYCKSLLA 


25093 


55461 


B 


25231 


1 


483 




25094 


55462 


B 


25232 


287 


635 




25095 


55463 


A 


25233 


1 


2469 


MPSDISLA SCRLRATSRLFTDHR 

RQSDCMTA1NRIPIVDDEDNVR 

RFETHCANNVRTALHLFADIHP 

DVVLMD1RMPEMDGIKALKEM 

RSHETRTPV1LMTAYAEVETAV 

EALRCGAFDYVIKPFDLDELNLI 

VQRALQLQSMKKEIRHLHQAL 

STSWQWGHILTNSPAMMDICK 

DTAK1ALSQASVLISGESGTGKE 

LIARAIHYNSRRAKGAFIKVNC 

AALRESLLESELFGHEKGLFER 

ANEGTLLLDE I GRM/PL VLQ AIL 

RJLQEREFERIG/GHQTIK/VDIAS 

LLAPTRLQAMVKEGTFREDLFY 

RLNV1HLILPPLRDRRED1SLLA 

NHFLQK.FSSENQRDIIDIDPMA 

MSLLTAWSWPGNIRELSNVIER 

AVVMNSGP1IFSEDLPPQIRQPV 

CNAGEVKTAPVGERNLKEEIKR 

VEKRIIMEVLEQQEGNRTRTAL 

MLGISRRALMYKLQEYDATGF 

FRDGMTIMVGGFMGIGTPSRLV 

EALLESGVRDLTLIANDTAFVD 

TGIGPL1VNGRVRKVIASHIGTN 

PETGRRMISGEMDVVLVPQGTL 

IEQIRCGGAGLGGFLNPTGVGT 

VVEERQTSIDTSTRKRPFELGRP 

SRNNDKG1RPRSGAGSEEYPRT 

LHDSLKRLQTDYLDLYQVHWP 

LRPFYCFGKLGYSWTDSAPAVS 

QLDTLDALAEYQRAG1CIRYIGV 

SNETAFGVMRYLHLADKHDLP 


25096 


55464 


A 


25234 




891 




25097 


55465 


A 


25235 


1 


1614 




25098 


55466 


A 


25236 




946 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25099 


55467 


A 


25237 


1055 


1474 


NGVKSKPPPNHQTGSAPGFSAI 
KNRTFAWPTLPNTSCWANTML 
IGSRELGIRSSQSGPLLGVRVWC 
/CRCRGTQG/HSQGKDG/IPENGI 
RAYKFTSS*ASFRNSACFRQPSR 
IKPLRKATWLLCGLSTRHL1TK 
RLSSPDWA 


25100 


55468 


A 


25238 


2036 


2743 


DLLIRQMPLLSRRVIPVIRVPVT 

GVLWKSFTPRITIFGH/ALIDQH 

SM1VAAQGLTPDHQLLLQIYDR 

ARVSASRIVHQAQIYGDAVVR 

YAFIEHRAEVFDFASIEGNEENN 

VWLCDCAKVYGHAQVKAGIEE 

DA1PT1HYSSQVAEYAIVEGNCV 

LKHHVLVGGNAVVRGGPILLD 

EHVV1QGESR1TGAVIIENHVEL 

TDHAVVEAFDGDTVHVRGPKV 

INGEERITRTPLAGLL 


25101 


55469 


A 


25239 


2234 


2571 


IMSSVDSSLVLPLKAMVPSRITL 
IRSA1WRISG/RLMRDKNNTHAS 
SKQLLQATKQAFGFRRGKRGG 
RFIEDQNPRVAHQPAEDFHHLA 
IGDIQRSCQTMQ1KLAAQRRQQ 
VLH 


25102 


55470 


A 


25240 


659 


1206 


WKSTSNTAKAKPGSVMAVDLR 
IPIRFGVMLSAA/FGDDVVDLIA 
QVDLVTTAVGPVVLER1APAIA 
KGQVKRKEQGHESPLNIIACEN 
MVRGTTQLKGHVMNALPEDA 
KAWVEEHVGFVDSAVDRIVPP 
SASATNDPLEVTVETFSEWIVD 
KTQFKG A LPN 1 PGMELTDNLM 
A F VERKLFTLKH 


25103 


55471 


A 


25241 


332 


683 


ALPGR*RHVHLPGSAYEWNDA 
EPAQESDELSLKMLTAICWLTA 
TA/STSLKI*R*KVALRCLVGRIR 
RLRRIRQQCQLLMRRSRVLSGR 
LSSV 


25104 


55472 


A 


25242 


1 


841 


MVKVAGECRVRASAHLPGLNR 

stkntedrgannqegtntqkt 
rgetnerlkknehrdlrlary 
pakjennkqgdk.nkprtyek.lt 
gtvthqepphhadqspglclfr 
tsraqvergptvlllisqenqie 
rydsdnhsqlnlclrvptvttq 
rrdydiaeryrqkgiklparke 

RLMT1AERLRQEGHQ1GWQEG 

KLEGLHEQAIKTALRMLEQGFD 

RDQGIA/RRASCQRQQRQSSLPT 

P/EHCCAISGATARKPAALPAAR 

IRR1LVSIIRCTSGCPALSG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25105 


55473 


A 


25243 


240 


651 


RCPPQSCLLAEGRWCG*K/CRK 
VSV*SNRYR*SRLSLGELLRAYS 
RNRDLPGF/SSGSARVLVATDV 
A ARGLDIKSLELVVNFEL A WE P 
EVNVHRIGRTARAGNSGLAISF 
CAPEEAQRANITSRPPHPAHIAS 
DHQSTP 


25106 


55474 


A 


25244 


1455 


1643 


RDPHQICVAESVYLAAFVLLCA 
GLCVRRRSTTGARNAAAAC*N 
GLW*AEAQCPAYYVCPVVG 


25107 


55475 


A 


25245 


549 


641 




25108 


55476 


A 


25246 


1378 


2084 


PNFGYSPPASSCGQVSQNSS*LQ 
CSVSGRDKMLRTGPCARTVSSS 
YLMGVSFSRDA**DAR*VCACH 
NTIAALSASAERFTSCERASHSE 
ARSGCCNSVRVMSNNPCCPRSL 
IGVYD1LFFQESTAKRCKRSLSG 
SGSACGKSRVRFTPYRPARRTP 
LRSTTSPISAASFPSGWECNAAS 
TCSAALRSTA1TSLPSLAKFRAS 
SPSNSQTPRTAGLTGSAASESSI 
PQPQAAANS 


25109 


55477 


A 


25247 


1 134 


1428 


GPCGCCSSNVARCASQTSSRFA 
AV/WHGA1GAR*LNADNRPLW1 
E1TREHAELPGKTGRRMETKQR 
RAITFTQRQNGFESHTPGAVFFS 
INNRCQFGDR 


25110 


55478 


A 


25248 


96 


535 


RPQTTVQPALYVAEQS1CSQPC* 
*FSTKCDRKPAAVLAPAGYAAL 
PVLFSSAKLDGSWLRWNSASG 
RRQNGSFSCAALASKRPASASS 
KLNSA**SLPSAVFAAPVRVAA 
SM1ISGFCALAS1RPSASTRRPSA 
SVF1TSTFLPLR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25111 


55479 


A 


25249 


1471 


3026 


SPLRSSVACRGWHRKNNRRGW 

CPRRGDPARPVRDSLCAHATAIII 

VATPGRLLDHLQKGTVSLDAL 

NTLVMDEADRMLDMGFSDAID 

DVIRFAPASRQTLLFSATWPEAI 

AAISGRVQRDPLAIEIDSTDALP 

PIEQQFYETSSKGKIPLLQRTLV 

RF ANG S AR V L V ATD V A ARGLD 

IKSLELVVNFELAWDPEVHVHR 

IGRTARAGNSGLAISFCAPEEAQ 

RAN 1 1 SDMLQIKLN WQTPP AN S 

SIATLEAEMATLCIDGGK.KAK.M 

RPGDVLGALTGDIGLDGADIGK 

IAVHPAHVYVAVRQAVAHKA 

WKQLQGGKIK.GKTCRRCYPLA 

APYVRHCSLVGRAASHQALWH 

VAGFGLYALFRRTGGCRLRCR 

YSGGLRLIRPTVAAGICRPDKT 

RKRRIRHRAPFPDAARAPYPAY 

RSQYNQFFFTNSDFSFIGPKPSM 

LQSMLCAPCNQADVFHFGANV 

SASKSYLFTFRSLMMVTLSPCS 

QQIAVS1FNDQLVAFLCRFCVV 

PLRRHIHGQMYMPLSS 


25112 


55480 


A 


25250 


196 


330 




25113 


55481 


A 


25251 


62 


617 


NRRLPSGGDEMSAQVSLELHH 
RI\SQF\LVQESSCWTDW\KFRD 
GVAQLRPKEVRF\TMRTTVNGQ 
TRVPRKGVQPPTTW1FNDTKDQ 
LERRJARLETGMAWAEEPPSRT 
RHLISNCQISETD1PNVFAVRVN 
YLLYRAQK\ERDETFYVGTRFD 
KVPPSE\DTTWRCLKRDIVLDQ 
AVITSHNLSVLF 


25114 


55482 


A 


25252 




318 




25115 


55483 


A 


25253 


1 


510 




25116 


55484 


A 


25254 


9 


79 




25117 


55485 


A 


25255 


1 


361 




25118 


55486 


A 


25256 


863 


1245 


FSQIYLARSALSSAHSSRSPWQH 

SVWTLVRSVTNLETSANSALG 

NLWLRRATAHALKALSPNFWR 

LAHLSLCLADEAFPSSRS/11ELW 

QQAGSFISSLATFCKSSFIPFSK.E 

KEFRGIKVRMSSGNFI 


25119 


55487 


A 


25257 


909 


1069 


GILSPFLVFVRFVKDQIVVDVW 
YYF*GLCSVPLVDISVLVPVPCC 
FGYCSLVV 


25120 


55488 


B 


25258 


1 


1878 




25121 


55489 


A 


25259 


778 


990 




25122 


55490 


A 


25260 


312 


635 




25123 


55491 


A 


25261 


4047 


4276 
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SEQ II) 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25124 


55492 


A 


25262 


1599 


1776 


WFPASSMSQPKKAQDQTDSQP 
NSTRGTERSWYHSF*NGSKQ*K 
KSNSSPTHFMRPASS 


25125 


55493 


A 


25263 


1 


162 




25126 


55494 


A 


25264 




3370 


MNRAPIPKQSKDKTSRETKNTS 
RSKTRERTDELEGLSTDNHAET 
QHAETNTDMTHERYTQIRNHT 
YKTTHQMEDKRTKPKREKEIH 
NRPDDMAKAGIPRSILNTGHPG 
KLMQTEVHHVRTLKIMLKVYS 
RALQEELQFSSKAIGRLFPCAD 
DLLETHSHFLAQTHERSGYVPL 
CVCATHTKFYEFMEDVNTAYT 
KRHTMFRSLSMVSECLFSLIMG 
DDMFVTFAAMQAQQGRSSLV 
WLFSQLYLYSFISLFIYMV 


25127 


55495 


B 


25265 


44 


238 




25128 


55496 


A 


25266 


1 


444 


MPAEFITG\ERS\SEGFF\RIHAGI 
EQ A I SRGL A Y AP Y ADLKN LDD 
KT1ASFQQQLSDMGYKFQFITL 
AG1HSMWFNMFDLANAYAQG 
EGMKHYVEK.VQQPEFAAKKD 
GYTFVSHQQEVGTGYFDKVTTI 
IQGGTSSVTA LTG STEESQF 


25129 


55497 


A 


25267 


710 


1395 


DLPGISSKWV1AV1FGHLIVGIFI 

PPAIIVRAGIT*RQVR/WIAAHE 

GKAPQQIIIMAHLDTYAPLSDA 

DADANLGGLTLQG MDDNAAG 

LGVTLQLAERLKNTPTEYGIRF 

VATSGEEEGKLGAENLLKRMS 

DTEKKNTLLVINLDNLIVGDKL 

YFNSGVQTLEARHQRSFNTVKP 

WPDS VI SN RPFAGNTG S VDDND 

EIQRNLNDTNYNRMWEYNNRG 

VGSKVVAEAKK 


25130 


55498 


A 


25268 


2 


2105 




25131 


55499 


A 


25269 


754 


1133 


RAANQHQTVDLTRLQTR1AQR 
LFNRHSQAIEQRQPQIFQFVLVK 
FAFPRFFLILPANVQWRLIATFC 
Kr rl 1 0 V ^UL^r 1 L V IvKOrOUlK 

DYQQTNLDWYNSRNTTKLDES 
VNRV/HAAIQS*RQNGL 


25132 


55500 


B 


25270 


1 


1275 




25133 


55501 


C 


25271 


1 


1167 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iNucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25134 


55502 


A 


25272 


275 


2424 


SPAMHFQSFT/WQNNLDDNTIA 

SFQQHLSDMGYKFQF1TLAGIH 

SMWFNMFDLANAYAQGEGMK 

HYVEKVQQPEFAAAKDGYTFV 

SHQQEVGTGVYAASGNSLLLM 

RALNAAWPGI1DCSNHFARLRC 

SVWSIPRSDLRCAAAFRTGRLA 

CCPAGDEKPYPSLRSSRWSGRG 

ATALHYYTAKRCRPDKTRQRRJ 

RQPARALDVGCGVTALSDLPG 

CRTSQRCRPDKTRQRRIRQPAR 

ALDVGCGVTALSDLRGAALHG 

SLANYRVVNFLFRLPDAMILSV 

LLRSCPFVFPLLRRLRAGAPVGP 

YCTG TPITPLPSTRLFAPLPNRC 

SMAGMYGGLQPVPHPAIGARC 

LMRCLTHLIRPTMGTGSMAEE 

ALGTSFKRLCAHYSRMRCWRIL 

SGLRG ARPNKI VCRIRRLRR1 RPI 

LRLRFPRHSRVVFIFGGGNPRR 

AKQRQTGEEVEKCHQPQHGTK 

CCARGGFAACLVFEYVVVFWT 

SLPDSFCRKSFPTR1RGSMVPSL 

WDFPPGVDGRKGKTSWNGVPG 

PCVTCGLGLTCPESPCCPGLSLG 

DGYPEKVSVGPPIPLKFQAILQA 

FHE1FGEGSCH1ASVAVESGVPE 

QPFGSEETRAGARNRVANARR 

LLPEADFWVAIEAGIDGDSTFS 

WVVIENASQRGEARSATLPLPA 

VILEKVREGEALGPVMSRYTG1 

DEIGRKEGAIGVFTAGKLTRAS 


25135 


55503 


A 


25273 


1 


441 




25136 


55504 


A 


25274 


3 


2919 


AVSNCSEGLSKEWGPRPCRHR 
G MEKLPLGGKF WPTQ/E A VRT 
VRARLQAD/VTGVPTVLVARTD 
ADASDLITSDCDPYDSEFMTGE 
RTSEGFFRTHAGIEQAISRGLAY 
APYADLVWCETSTPDLELARRF 
AQAIHAKYPGKLLAYNCSPSFN 
WQKNLDDKTIASFQQQLSDMG 
YKFQFITLAGIHSMWFNMFDLA 
NAYAQGEGMKHYVEKVQQPE 
FAAAKDGYTFVSHQQEVGTGY 
FDKVTTI1QGGTPDKAFT 


25137 


55505 


A 


25275 


432 


549 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25138 


55506 


A 


25276 


652 


2689 


KFSVGYAVQNFNATVSTKQFQ 

VFSEQNTSSYFAEPQLDVNYYQ 

NDVVHFVTTRDDMPEATRVHL 

EPTINLPLSNNWGSINTEAKLLA 

THYQQTNLDWYNSRNTTKLDE 

SVNRVMPQFKVDGRMVFERD 

MEMLAPGYTQTLEPRAQYLYV 

PYRDQSDIYNYDSSLLQSDYSG 

LFRDRTYGGLDRIASANQVTTG 

VTSRIYDDAAVERFNISVGQIY 

YFTESRTGDDNITWENDDKTGS 

L V WAGDTYWRI SERWGLRGGI 

QYDTRLDNVATSNSSIEYRRDE 

DRLVQLNYRYASPEYIQATLPN 

VNHHITMEHLHMKTRTQQIEEL 

QKEWTQPRWEGITVRPYSAEDV 

VKLRGSVNPECTLAQLGAAKM 

WRLLHGESKKGYINSLGALTG 

GQALQQAKAGIEAVYLSGWQV 

AADANLAASMYPDQSLYPANS 

VPAVVERJNNTFRRADQIQWSA 

G I EPGDPRYVDY FLPI VADAEA 

GFGGVLNAFELMKAMIEAGAA 

AVHFEDQLASVKKMRHMGRT 

ASDQPWLAYAPYADLVWCEPP 

PPDLELARRFAQAIHAKYPGfCL 

LAYNCSPSFNWQKNLDDKTIAS 

FQQQLSDMGYKFQFIT\LAGIHS 

MWFNMFDLANAYAQGEGMK 

HYVEKVQQPEFAAAKDGYTFV 

SHQQEVGTGYFDKVTTIIQGGT 

SSVTALTGSTEESQF 



3351 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25139 


55507 


A 


25277 


134 


1695 


FPDPARLPPVSVNHHITMEHLH 

MKTRTQQ1 EELQKEWTQPRWE 

GITRPYSAEDGGKLRGSVNPEC 

TLAQLGAAKMWRLLHGESKK 

GYINSLGALTGGQALQQAKAGI 

EAVYLSGWQVAADANLAASM 

YPDQSLYPANSVPAVVERINNT 

FRRADQI/QWSAGIEPGDPRYV 

DYFLPIVADAEAGFGGVLNAFE 

LMKAMIEAGAAAVHFEDQLAS 

VKKCGHMGGKVLVPTQEAIQK 

LVAARLAADV TGVPTLLVART 

DADAADLITSDCDPYDSEFITGE 

RTSEG FFRTH AG 1 EQ AISRGL A Y 

APYADLVWCETSTPDLELARRF 

AQA1HAKYPGKLLAYNCSPSFN 

WQKN LDDKTI ASFQQQLSDMG 

YKFQF1TLAGIHSMWFNMFDLA 

KAYAQGEGMKHYVEKVQQPE 

FAAAKDGYTFVSHQQENRSSK 

QQQPLLTVGRIRRSRRJRQSVPR 

TGIGCASRRFNTAKPWADAV1S 

NRPFAGNTGSVDDNDEIQRNLN 

DTNYNRMWEYNNRGVGSKVV 

AEAKK. 


25140 


55508 


A 


25278 


230 


380 




25141 


55509 


A 


25279 


432 


1247 


PSQEPSVHGRWMA*KGHSRIV* 
WRAYD*TH\FNPVLKKSVSLGS 
NIRHMLAEEATTEELDGT\GPV 
LV*PNRH*PAYWMRAYLNLKK 
MSCRSFRRKA*RW*CETQTVV 
HRDRVDQGNNHFDVVARHYH 
LYAFLRKERQLIFFKFKYARIQY 
AG 


25142 


55510 


A 


25280 


243 


430 


RRPSYSVLQRLPSAVLLPYY*R 
DWYHRTAGRRRDGNAGRQHQ 
NGCYPDPPDRDGRRSAFRNP 


25143 


55511 


A 


25281 


10 


638 


SSVPTAGSRYNHLRAPRYSPLF 
ANYSMSDRCCKPFG/LDSSTG* 
WFQ*RSVPLPILLPDTSRHQL*C 
SDPTRNGPA\QACQRFFHIVERV 
ARVHHARFAATVTVDHVVIDQ 
RFFQICRT/PWCRLHRHHWRSSS 
GTR*TF*SPARHFCLLHNDSSYR 
STARPTCSGTDVPDRRCSDAHL 
CDHWSGSRAHADTDAECWCL 
NPQPAPSLLQCRR 


25144 


55512 


A 


25282 


803 


1622 




25145 


55513 


A 


25283 


498 


686 


RRPSYSVLQRLPSAVLLPYY*R 
DWYHRTAGRRRDGNAGRQHQ 
NGCYPDPPDRDGRRSAFRNP 
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SEQ ID 

NO: 


SEQ ID NO. 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25146 


55514 


A 


25284 


1 


2063 


MKNFMENVLRYLSDDKWKPD 
AKASMTVGTNLDTVYFKRHGQ 
VTGNSAAFDFHPDFAGISVEHL 
SSYGDLDPQEMPLLILNGFEYV 
TQVGNDPYAIPLRADTSKPKLT 
QQD VTDLI A YLN KGGS V L I MEN 
VMSNLKEESASGFVRLLDAAG 
LSMALNKSVVNNDPQGYPNRV 
RQQRATG1WVYERYPAVDGAL 
PYTIDSKTGEVKWKYHVENKP 
DDKPKLEVASWLEDVDGNRKR 
NFSNDARANGTAAFTDCETQT 
VVHRDRVDQGHNHFDLVARH 
YHLYAFRQFDGTSHVSSTEVEL 
RTVAFEERSMTAAFTSWTECTL 
QIRTCPQN PTGKV WTCDELE1 M 
ADLCERHGVRVISDE1HMDMV 
WGEQPH1PWSNVARGDWALLT 
SGSKSFN1PAL TGAYG11ENSSSR 
DAYLSALKGRDGLSSPSVLALT 
AH1AAYQQGAPWLDALRIYLK 
DNLTYIADKMNAAFPELNWQIP 
QSTYLAWLDLRPLNIDDNALQ 
KALM DQEKVA1M PG YTYGEEG 
RGFVRLNAGCPRSKLEKGVAG 
LINAIRAKKSATMIDTTLPLTD1 
HRHLDGN1RPQT1LELGRQYNIS 
LPAQSLETL1PHVQV1ANEPDLV 
SFLTKLDWGVKVLASLDACRR 
VAFENIEDAARHGLHYVELRFS 
PGYMAMAHQLPVAGVVEAVID 
GVREGCRTFGVQArCLlGIM 


25147 


55515 


A 


25285 


3 


371 




25148 


55516 


A 


25286 


63 


180 




25149 


55517 


A 


25287 


2 






25150 


55518 


A 


25288 


495 


707 


REFSSHQKGLRDRPAHKAVLG 
DNQLFSGGTGAPVWPG/HSENV 
VPVDPTXMKRLPDDVNHPALDY 
YWRLSFA 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25151 


55519 


A 


25289 


1 


1713 


MTWAYSPSYGKPLSVPQG11GL 

MTRFGMDVTLAHPEGYDLIPD 

VVEVAKNNAKASGGSFRQVTS 

MEEAFKDADIVYPKSWAPYKV 

MEERTELLRANDHEGVKAAPEK 

HCL\AQNAQHK\DWH\SIEEMM 

EP\TREGEAQNKHGRP\AEINGA 

SCKEGRSDQKAYDEKSRPDEM 

PIDDNVVLNKGDVLQVSGDAR 

RVKTIADRIGFISIHSQVTDLLAF 

CAFFVIGLM1GMITFQFSTFSFG 

MGNAAGLLFAGIMLGFMRANH 

PTFGYIPQGALSMVKEFGLMVF 

MAGEIQVDGNTIYPHIWKSCDG 

GVLFAKQYLLRLGIILYGFRLTF 

SQIADVGISG1IIDVLTLSSTFLL 

ACFLGQKVFGLDKHTSWLIGA 

GSSICGAAAVLATEPVVKAEAS 

KVTVAVATVV1FGTVAIFLYPA1 

YPLMSQWFSPETFGIYIGSVIEV 

G VDVPN A SLM 1 1 ENPERLGL AQ 

LHQLRGRVGRGAGLLTACCST 

KRRFLKAAPEVTRTGLADDRSS 

GLPLQTGYELASMQGLVDVVR 

LSPQGTDTFAMLDAFRANENG 

AAPLPLTANSDCNGYWRRLAG 


25152 


55520 


A 


25290 


629 


1054 


ASGRFREVTG/MEEAFKDAD1/V 
YPQSWAPYKVMEERTVLLRAN 
DHEGLKA\LEKQCLAQNAQHK 
DWHCTEEMMELTRDGEALYM 
HCWPADISGVSCKEGEVTEGVF 
EKYRIATYKEASWKPYIIAAMI\ 
CPVNTPNQVHCSSNC 


25153 


55521 


A 


25291 


235 


780 




25154 


55522 


A 


25292 


1 


2783 


MT YRNM HQTGVAFLFQTKFCIE 
DGGVKTFDGYRVQTQSRHAEQ 
EVTDVEINLFCHPLCIIMQIFTV 
HISEELATFIVRGFRFRRGKAAI 
GIFLVNNQLQPDIVHRGFCTEH 
HDVRGIKHFTLVEHVITGSGFG 
NTRFTFFRAGNNKMPRLGVGA 

PU/AWT r\n\fD\/T> Pr , \/WDT DCVD 

uWAVLyuVrVKruV WrLrcYr 

AYACGKFNGAIRAGDAAQLAA 
YAQAFIQLHGPIDAGDGVNRA 
DHRAGDFFEIVFQNLFAIADVD 
LAINHAVNAQLRLRNP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25155 


55523 


A 


25293 


365 


722 


TSCLSALA1K/QQHLDEKKELG 

HLSAGARRL1LGIIVTF/CADSG 

VNLRYSAV*PAGAVYLPDAAV 

GGSADRTADAGALLGANVDCA 

VADRFLPLYLVALHLYAELGRS 

GQPGVRAYSALR 


25156 


55524 


A 


25294 


798 


1094 




25157 


55525 


A 


25295 


1 


2780 


MGIVASASVQAAEIYNKDGNK 
LDVYGKVKAMHYMSDNASKD 
GDQSYIRFGFKGETQINDQLTG 
YGRWEAEFAAWTDMFPEFGG 
DSSAQTDNFMTKRASGLATYR 
KTTSSAYRWPELNLQYHRCTS 
AARAMLLSGRPVMQINERTAV 
RRQMTVYLRVER1HEIDPLVSL 
SHSMSVIPIDVERPIAAAPCTPG 
LWRTKTPLRVPSTYPLRLPGRA 
RVVCHRTFRLHLCKDWVFMFS 
GLL1ILVPL1VGYLIPLRQQA 


25158 


55526 


A 


25296 


66 


300 


QSTYCDNPPVPVSRGL*P*RRSS 
STSSAGYQK*RYCQHRHDPASR 
IRTVQRTDSQRTVKRKFMLLVP 
EASVPASEIC 


25159 


55527 


A 


25297 


240 


424 


RCSRDEHDFQLIANLRIVV1TFA 
TFA*CTA*LPLGNHSVVAAH*A 
G*GGAPVTAQVFVQHG 


25160 


55528 


A 


25298 




1425 




25161 


55529 


A 


25299 




471 




25162 


55530 


A 


25300 


1269 


1390 




25163 


55531 


A 


25301 


601 


1119 


VAAGAV*RGH*NVQLGKLFFV 

ASDLRINAIAGGVVVFS*FIQGL 

TNAIGSGFNNARCRKPTGQVA 

ADGGRDAGFFTIANNQCTYAA 

GIFFQCSGEFVGIQFQFAIAGIGR 

DTNLRQRFIAGRTDGITQHRFQ 

LRLN RPQRG V AEQCTI ARTLAIS 

SRMAVYLVRLLKVSISEL 


25164 


55532 


A 


25302 


1666 


1769 


RLKRHPPLRPSWPPY*TGAHVW 
HFSPLANWKPGI 


25165 


55533 


A 


25303 


1 


1970 


MKDDIFFRTSGGGVTLSGGEVL 
MQAEFATRFLQRLRLWGVSCA 
IETAGDAPASKLLPLAKLCDEV 
LFDLKIMD ATQ ARDV VKMN L P 
RVLENLRLLVSEGVNVIPRLPL1 
PGFTLSRENMQQALDVLIPLNIR 
QIHLLPFHQYGEPKYRLLGKTW 

RAGLQVTVGEKWGVSIETQGA 
LGTENRLADEDIRRADVALLIT 
DIELAGAERFEHCRYVQCSIYA 
FLREPQRVMSAVREV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25166 


55534 


A 


25304 


2804 


3494 


LSLAEWK.CLNPSQRALYREVM 

LENYRNLEAVGQLQPQSTQRIP 

*GRJCNGDRLTSQKGLDL\VLEA 

LPGLL\EQGGQLALLGAGDPVL 

QEGFLAAAAEYPGQVGVQ1GY 

HEAFSHRIMGGADVILVPNRFE 

PCGLTQLYGLKYGTLPLVRRTG 

GLADTVSDCSLENLADGVASG 

FVFEDSNAWSLLRAIRRAFVLW 

SRPSLWRFVQRQAMAMDFSW 

QWAAKSYRELYYRLK 


25167 


55535 


A 


25305 


1 


1306 




25168 


55536 


A 


25306 


818 


1658 




25169 


55537 


A 


25307 


2611 


2826 




25170 


55538 


A 


25308 


609 


2359 


PPPK1APVWGCRKKSLPARSKSI 

FCFALFFPFFLNGEIILPESPCPF 

WTLFRNDGGKKRDPLAPVYLL 

GKLTISPGP1CPDM1GVLFDSTV 

RREVAHIGNVQHRFCGPLFLKL 

VEFIDFILTIDIAAIIRQYLVVICE 

VDQRINQIAIATRIFRTGYTAAD 

LRQ1 1LMQLLIFLVVFTRFVALT 

TQFFHFFRCVTKNKD1VSTDMI 

QHLDI RTVQRTDSQRTVKRKLH 

VTGAGSFRPCQRNLFRQICRRN 

DQLRQ AN A V V RDEHDFQLI AN 

LR1VVDHFRYV1DQMNNVLRH 

V1GRSRLTAKN1HARYPLRIRVG 

LD A V 1 AEMASGLDPFWRPDVV 

HAHDWHAGLAPAYLAARGRP 

AKSEFTVHNLAYQGMFYAHH 

MND1QLPWSFFNIHGLEFNGQIS 

FLKAGLYYADHITAVSPTYARE 

ITEPQFAYGMEGLLQQRHRERR 

LFGVLNGVDEK1WSPETDLLLA 

SRYTRDTLEDKAENKRQLQNA\ 

MGLKVDDKVPLFAVVSRLTSQ 

KGLDLVLEALPGLLEQGGQLA 

LLG AGDP V LQEGFL A AA AE YP 

GQVGVQIGYHEAFSHR1MGGA 

DVILVPSRFEPCGLTQLYGLKY 

GTLPLVRRTGGLADTVSDCSLE 

NLADGVASGFVFEDSNAWSLL 

RAIRRAFVL/WSRAGSWRYSAR 

A1RCCRKVSLRRQRNTPVRWAF 

RLAITKHFRIALWAARTSFWCP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25171 


55539 


A 


25309 


1028 


1632 


TSASAGTARNFSSNFAVRTTGH 
STSEATSSSRLSLKSALPPILRAA 
SSASALMFFVIGDDFPTSRRISG 
Y * SALSMVNSGSPIKRWPRJTRS 
D*MPRMVAGMTLSP/MQQGHG 
VHRTHEVHVVAPQRISFGIGSF 
AREVATIFGSSASVFRR*YRNH 
APNLLTLCSVCLQRRTPGQSPG 
RVFRFHDPVAFRQVSYFQRQTP 
IA 


25172 


55540 


A 


25310 




336 




25173 


55541 


A 


2531 1 


1889 


2257 


SAMTFPRSRR1SGY*SALSMVN 
SGSPIKRWPRITRSD*MPRMVA 
GMTLSPSSRVTVCTGRTKCTSL 
APQR1SFGIGSFAREVATRRPYR 
DIKEGFSQREAALLPQSLRVPQ 
TGTWSAAGAQA 


25174 


55542 


B 


25312 


1 


735 




25175 


55543 


A 


25313 


1439 


1744 


SAMTFPRSRR1SGY*SALSMVN 
SGSPIKRWPRITRSD*MPRMVA 
GMTLSPMQQGHVPWQLMVVL 
WNTRQRWKPSSPDRYVNRAMS 
LPSRKGEMLKPAPCRK 


25176 


55544 


A 


25314 


1209 


1972 


SAMTFPRSRRJSGY*SALSMVN 
SGSP1KRWPR1TRSD*MPRMVA 
GMTLSPSSRVTVCTGRTKCTSL 
APQR] S FG1 G SF ARE V ATI FG SS A 
SV/HFALHMGAIQQPFAF1GSQT 
LSLVNGNTATTVPQPSAALLGLP 
SASNAWAIAGPRFSISRSGCASA 
RLATFSARRRGASKPLNGCLLR 
ATLSSPDKFQQGSTGGMLWGV 
LRHSPKFSITADGREFTLHWPN 
TGAMTGCATPGEYVWYSTFDN 
TQRK Y PHPWEL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25177 


55545 


A 


25315 


1 


1521 


METQHRLMRTFQPRQQDWTY 
ALWGGVKLRWLFFFLWGLFLF 
AGEEELGIRQTRTNDFLVTGDN 
LLRIFRFDVGN EDKVRQQF A V V 
RIHREVFLVTFHGVNQRFSRHR 
EEFLFEFCVTPKLNEGTTQRTN 
NRGIAVLNTGHRHPDLVAAVE 
QQLQQFTHTAYQIVPYESYVTL 
AEKrNALAPVSGQAKTA\FFHP 
GSETG\ENGVKMVRAHTGTPG 
V\1AFRGG\FHGRTYMTMALTG 
KVAPYKIGFGPFP\GSVYHVPYP 
SDLHGISTQDSLADAIERLFKSDI 
EAKQVAAIIFEPVQGEGGFNVA 
PKELVAAIRRLCDEHGIVMIAD 
EVQSGFARTGKLFAMDHYADK 
PDLMTMAKSLAGGMPLSGVVG 
NANIMDAPAPGGLGGTYAGNP 
LAVAAAHAVLN11DKESLCERA 
NQLGQRLKNTLIDAKESVPA1A 
AVRGLGSMIAVEFNDPQTGEPS 
AAIAQKIQQRALAQGLLLLTCG 
AYGNV1RFLYPLTIPDAQFDAA 


25178 


55546 


A 


25316 


114 


187 


RST1SSVRYGDDAFKP*RQAWN 
VL 


25179 


55547 


A 


253 17 


105 


317 


YLFFLSRFNHWISMEKKLGLSA 
LTALVLSSVSWARVFSVCRKIW 
RQLPARQHCSSAGVLLALAFYC 
WPLPC 


25180 


55548 


A 


25318 


1 


593 


















25182 


55550 


A 


25320 


1 


1005 




25183 


55551 


A 


25321 


1 


1361 




25184 


55552 


B 


25322 


1 


2793 




25185 


55553 


A 


25323 


27 


255 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


^cleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


25186 


55554 


A 


25324 


225 


1408 


RIIYMHMESQKIWFALSTPMEIR 
NECCLPSHSSPKMYLGACLF\PL 
SSSWGIDDRDDLLRT1HRMIDN 
GHAARLAGFYHRWFRYSPCEW 
RDYLAELNEQGQAYAQFVAST 
AECCGEGG1KAWDYVRMGFLS 
RMGVLNNWLSEEESLW1QSR1H 
LRALRYYSNWRQYFAGYTFGR 
QYWQSPEDDHLPLLREFLAQET 
TDVDIIRRAYLALLPSFHTETDP 
QGFKQLRHAYDDALP1AQSPAK 
SVLQPEEYEWEALLVEMLGLL 
HR1AM VQLSPAALGNDM AA 1 E 
LRMREL A RT1 PPTD1QL Y YQTLL 
IGRKELPYRTCQLHACTSADTP 
LRKIPRFSGKLHFYAFCPNIYSS 
YHSAAKYGGSCQPGSTAHRLG 
YYWRWHFIAGLCHADPHAHSS 


25187 


55555 


A 


25325 


230 


380 




25188 


55556 


A 


25326 


432 


1247 


PSQEPSVHGRWMA*KGHSRIV* 
WRAYD*TH\FNPVLKKSVSLGS 
NIRHMLAEEATTEELDGTAGPV 
LV*PNRH*PAYWMRAYLNLKK 
MSCRSFRRKA*RW*CETQTVV 
HRDRVDQGNNHFDVVARHYH 
LYAFLRKERQLIFFKFKYARIQY 
AG 


25189 


55557 


A 


25327 


10 


638 


SSVPTAGSRYNHLRAPRYSPLF 
ANYSMSDRCCK.PFG/LDSSTG* 
WFQ*RSVPLPILLPDTSRHQL*C 
SDPTRNGPA\QACQRFFHIVERV 
ARVHHARFAATVTVDHVVIDQ 
RFFQICRT/PWCRLHRHHWRSSS 
GTR*TF*SPARHFCLLH"NDSSYR 
STARPTCSGTDVPDRRCSDAHL 
CDHWSGSRAHADTDAECWCL 

IN r^r Ar dlX^C. KK. 


25190 


55558 


A 


25328 


803 


1622 




25191 


55559 


A 


25329 


498 


686 


RRPSYSVLQRLPSAVLLPYY*R 
DWYHRTAGRRRDGNAGRQHQ 
NGCYPDPPDRDGRRSAFRNP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25192 


55560 


A 


25330 


1 


2063 


MKNFMENVLRYLSDDKWKPD 

AKASMTVGTNLDTVYFKRHGQ 

VTGNSAAFDFHPDFAGISVEHL 

SSYGDLDPQEMPLLILNGFEYV 

TQVGNDPYAIPLRADTSK.PKLT 

QQDVTDLIAYLNKGGSVLIMEN 

VMSNLKEESASGFVRLLDAAG 

LSMALNKSVVNNDPQGYPNRV 

RQQRATG I WV YER YPA VDGAL 

PYTIDSKTGEVKWKYHVENKP 

DDKPKLEVASWLEDVDGNRKR 

NFSNDARANGTAAFTDCETQT 

VVHRDRVDQGHNHFDLVARH 

YH L Y AFRQFDGTSH VSSTEVEL 

RTV A FEERSMTA AF IS WTECTL 

QI RTC PQNPTGK V WTCD ELEIM 

ADLCERHGVRVISDE1HMDMV 

WGEQPHIPWSNVARGDWALLT 

SGSKSFNIPALTGAYG1IENSSSR 

DAYLSALKGRDGLSSPSVLALT 

AHIAAYQQGAPWLDALR1YLK 

DNLTYIADKMNAAFPELNWQIP 

QSTYL A WLDLRPLN 1 DDNALQ 

KA LMDQEK VA I M PG YTYG EEG 

RGFVRLNAGCPRSKLEKGVAG 

LINA1RAKKSATM1DTTLPLTDI 

HRHLDGMRPQTILELGRQYNIS 

LPAQSLETLIPHVQVIANEPDLV 

SFLTKLDWGVKVLASLDACRR 

VAFEN1EDAARHGLHYVELRFS 

PGYMAMAHQLPVAGVVEAVID 

GVREGCRTFGVQAKLIGIM 


25193 


55561 


A 


25331 


2 


696 


FLLLLWE1RKSSQQTTPTEMNA 
AEMAQLVAGVDEVGRGPLVG 
AVVTAAVILDPARPIAGLNDSK 
KLSEK\RRLALYEEIKEKALSWS 
LGRAEPPEIDELNILHATMLAM 
QRAVVGLHIAPEYVL1DGNRCP 
KLPMPAMAVVKGDSRVPEISA 
ASILAK.VTRDAEMAALD1VFPQ 
YGFAQHKGYPTAFHLEKLAEH 
GATEHHRRSFGPVKRA/LGTCV 
LILVSRLSKPESEDVL 


25194 


55562 


A 


25332 


2 


63 




25195 


55563 


B 


25333 


138 


182 




25196 


55564 


A 


25334 


356 


706 


ISDICAPNMVSAIHAIPYTATMA 
1 1 PERKTSFFE1DAGLVLVRI1IS A 
PVSSINP1TSTIDSGLPPKDGRRS 
ES APRRATTAI APRKI HIASQLL 
VVI1IRSLVGCRMRRWRVLSD 


25197 


55565 


A 


25335 


1746 


1873 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of Inst 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25198 


55566 


A 


25336 


1998 


3626 


PKAARMANVPNMTTGTAMVGI 
SVA/RHILQEQIHHQEHQHNGFE 
QRFYHFVNRKLDEWRGVIRVE 
NLHS/AAGRMAVIPPVLP*WLS 
RYREHSRRLPA*SPKGEAASNP 
EVIARTLRKLKNQPELSEDTIKK 
AVESLSLELVLTAHPTEITRRTL 
IHKMVEVNACLKQLDNKDIAD 
YEHNQLMRRLRQLIAQSWHTD 
E1RKLRPSPVDEAKWGLCRNGK 
TACGKAYQITWAELNKQLEEK 
PRLQTCPSKFGSGPFYF 


25199 


55567 


A 


25337 


243 


604 


PRFPFPLPPATSSVQTAMTDG*N 
ECERICVGYLRYSSHSAPDARR 
QRARTHVPVGKHALPALTKAT 
HPSWWWQCAAMAEDSTDARQ 
LKA*WGVNGFLDLRSATMDGR 
LYPVAMCLLPATK 


25200 


55568 


A 


25338 


1 


3287 


MP1TLRRSVEKEQLIE1ANT1MPF 

GKYKGRRL1DLPEEYLLWFARK 

DEFPAEARYTH1DLHVPAPLLV 

MFTLDTRQSACDRNPHLP1HVC 

SSWTSPKCAPRLWTRALLPRTR 

TPPYATGTTIGSRASWFVTFPD 

ASFYRRKAPRQEFHTSLQGRSL 

YVRQRSTANPTEITRRTLIHKM 

VEVNACLKQLDNKDIADYEHN 

QLMRRLRQLIAQSWHTDEIRKL 

RPSPEA I MTEQEKTS A V VEETR 

EAVDTTSQPVAT 


25201 


55569 


A 


25339 


1 


1425 




25202 


55570 


A 


25340 


534 


1391 


RQKRRL YQTY WYKQQPRYLPP 

EHRQRHRHQSAGVSRPYSGYG 

E V RPLSQ YQPE WQC WEPD VE W 

VRQPPQDAITDPDFFC F YQPGM 

TFEQFVREFAEWFSQKRPAAM 

MIGIRAD ES YNRF V AI ASLN KQ 

RFADDKPWTGGHSWYIYPIYD 

WKVADIWTWYANHQSLCNPL 

YNLMYQAGVPLRHMRICEPFG 

PEQRQGLWVLYHVIEPDRWAA 

MCAR\VS\GYTTGGLYPGQARG 

AAV * TE ALKPSG LPQ VC ALNQC 

LLSVHRYAGHVRQERCDGADG 

RPAVHERRQLL 


25203 


55571 


A 


25341 


786 


1009 


HHSHEQQFQWPVGASGVDRW 
AVYLHQICPLTQFQY/WCRARQ 
EGIMSSPGQQVGFIA*VTSSFSP 
R*KGRRVSSA 


25204 


55572 


A 


25342 


2446 


2970 




25205 


55573 


A 


25343 


1 


2184 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25206 


55574 


A 


25344 


706 


1293 


IHRLLIRRJHQIIDLRIWQRTVE1 
HGAPVRFIQMAAWTHIAVLLT* 
QLRQLRAGFQRNSWAIFYFFHH 
RKQYIFHFDLRRFPVIMHALFC 
AVQRCADLMAHRRQKRRFCLA 
GFFCFRPCLSVFYHQFLQFSCTR 
FDLRRQLFAVAIQCMNIAFAAA 
LVDFDLPDIDGITLARQLAQQY 
PSLVLIG FS AH VIDETLQ 


25207 


55575 


A 


25345 


1 


3291 




25208 


55576 


A 


25346 


882 


1019 




25209 


55577 


A 


25347 




2265 




25210 


55578 


A 


25348 


284 


535 


CVAASVTGTRVLIPPLLNNRSR 
RSPVRYVSKGNWWGSVCNCAS 
NNSNSVSR*SLPPMRSHAWRKV 
RRIMRQLPLERPRPGFTI 


25211 


55579 


A 


25349 


131 


208 


LVRWLLSPGW*WKISPI1SICLFP 
V 


25212 


55580 


A 


25350 




3108 


MDSQDKYFEATQTVYEWCGV 

ATQLLAAY1LLFDEYNEKKASA 

QKDILIKVLDDGITKLNEAQKS 

LLVSSQSFNNASGKLLALDSQL 

TNDFSEKSSYFQSQVDKIRKEA 

YAGAAAGVVAGPFGLIISYSIA 

AGVVEGKLIPELKNKLKSVQNF 

FTTLSNTVKQANKDI DAAKLKL 

TTE1AA1GEIKTETETTRFYVDY 

DDLMLSLLKEAAKKM1NTCNE 

YQKRHGKKTLFETYLTDHPVTF 

RERLQMSIYKIPLPL 


25213 


55581 


A 


25351 


1 


296 




25214 


55582 


A 


25352 


3 


164 


VGD/NVGTTARWG1FALIIVETL 
AWFTVVASLFAQHKQRAENLI 
QRLHLLWSFNP 


25215 


55583 


B 


25353 


91 


990 




25216 


55584 


A 


25354 


1146 


1881 


RCGVQ\WTMYIRAVFVNLTNP 
KSIVFLAALFPQFIMPQQPQLM 
QYIVLGVTTIVVDIIVMIGYATL 
AQRI AL WIKGPKQM KALNKIFG 
SLFMLHNAFAWFYLGAFLLTVI 
AWFLLGNAQKMPQTTLQWGIL 
VFLGVVASG1GYFMWNYGATQ 
VDAGTLGIMNNMHVSAGLLVN 
LAIWHQQPHWPTFITGALVILA 
SLWVHPNKRFRNWLTLLAIAH 
GGVQSAPQAFAQGFGHHQTLA 
LKTLYYPMR 


25217 


55585 


A 


25355 


1943 


2287 




25218 


55586 


A 


25356 


44 


274 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25219 


55587 


A 


25357 


876 


1400 


YRHVRDSPGNDRLFETWRSAG 
CAARLLRQSGETRLLSRVVRDY 
GGRWPVSLLDGLPDATWCTEK 
RGGFCTCATGRAGEKWAQFPE\ 
SLLTNLANPKAIIYFGSVFSLFV 
GDNVGTTARWGIFALIIVETLA 
WFTVVASLFALPQMRRGYQRL 
A K WIDGFAGALFAGFGIHLI ISR 


25220 


55588 


A 


25358 


1 


1428 




25221 


55589 


A 


25359 


421 


797 


IIFPFLLFHLCNQLSHLLQYAVV 
NAPVRRILPIQLLWQQLIQPGEK 
LKSIRRAIQH1GQTQIIGMFIQMP 
IMIAYETDRATGDGI/WAAH*T 
H EYPCH VRQSQFHENHDDVQE 
NPPHPWKIQTPGH 


25222 


55590 


A 


25360 




1320 




25223 


55591 


A 


25361 


1 


1251 


MLLSIITVAFRNLEGIVKTHASL 

AHLAQVEDISFEWIVVDGGSND 

GTREYLENLNG1FNLRFVSEPD 

NGIYDAMNKGIAMAQGKFALF 

LNSGDIFHQNAANFVRKLKMQ 

KDNVMITGDALLDFGDGHKIK 

RSANRAGLFLIGYGAFRIIVEFF 

RQPDAQFTGAWVQYISMGQILS 

IPMIVAGTMKQYLELMQKVLD 

EGTQKNDRTGTGTLSIFGHQMR 

FNLQDGFPLVTTKRCHLRS1IHE 

LLWFLQGDTN1AYLHENNVTI 

WDEWADENGDLGPVYMTTVL 

NQLKNDPDSRRIIVSAWNVGE/ 

LDKMA L APCH AFFQF YVPDGK 

LSCQLYQRSCDVFLGLPFNIAS 

YALLVHMMAQQCDLEVGDFV 

WTGGDTHLYSNHMDQTHLQLS 

REPRPLPKLI1 K.RKPESIFD YRFE 


25224 


55592 


A 


25362 


3 


1327 





3363 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25225 


55593 


A 


25363 


1 


2443 


MGLIGFVLTALWIKLIHNPTDH 

PRMSAEELKFISENGAVVDMD 

HKK.PGSAAASGPKLHYIKQLLS 

NRMMLGVFFGQYFINTITWFFL 

TWFPIYLVQEKGMSILKVGLVA 

SIPALCG FAGG VLGG VFSD YLI 

KRG LSLTLARKLPI VLGM LL A S 

TI ILCN YTNNTTL VVMLM AL AF 

FGKGFGALGWPVISDTAPKEIV 

GLCGGVFNVFGNVASIVTPLVI 

GYLVSELHSFNAALVFVGCSAL 

MTMSARSATGHECVFWCNGKP 

RRLAMRLIYWCAAAPTGDVVQ 

KLTGKWALIANSHRAGQPTRN 

VNEEVGQRLLEEMEWYDNYL 

NMGKTDRSANPSPGNKKGGLA 

NVVEKALGSIAKSGKSAIVEVL 

SPGQRPTKRGLIYAATPASDFV 

CGTQQVASGITVQVFTTGRGTP 

YGLMAVP/SH*NGNWKJTASVT 

SIQPNTNELPNCCMNGVSTANT 

TSKSSLVICALR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25226 


55594 


A 


25364 


1 


2701 


TFFLPAGEILPPRLEPQITLPVGS 

RRIISIAVTDLPEPESPHLRSGLG 

WASLCCFM VICKFFPAAEGLIL 

AAVCDSRGSRYWCNGNRRYG 

YASDLLVRCGATVMFSEVTEV 

RDAIHLLTPRAVNEEVGKRLLE 

EMEWYDNYLNMGKTDRSANP 

SPGNKKGGLGKRGSSKALWLP 

LLQIQARKQVGLRVYTVACVL 

RTGTWYDRNGPDWRVPGQLN 

MGNPAPETGRYRLAHPATPHD 

PRTTPDHPSHIKPHAPTNQQPDT 

LTPTHHHHTDTRDPSPPPPRTRT 

PRQSTHTTPPHPTTTTRHTDIHP 

PTHTNPPPPTRVLTRQLHHTNRI 

IPHRTHTTTCRRNHHNQMNTTT 

PPPPHTPQ1THRHHNTTLREQTQ 

KHRQHIHGTQHHTTRKPPTPTT 

RQYNTSIVGTIGGG\MVERKVIE 

ESLQALQERKPRLFHGRMARN 

GADAVGSDCGGAMSVFISVHG 

MRPRLVLIG AG H VN RA1AQSAA 

LLGFDIAVADIYRESLNPELFPP 

STTLLHAESFGAAVEALDIRPD 

NFVLIATNNQDREALDKLIEQPI 

AWLGLLASRRKVQLFLRQLRE 

KGVAEEH1ARLHAPVGYNIGAE 

TPQEIAIRVLAEILQVKNNAPGG 

LMMKPSHPSGHQMVVIRGAGD 

IASGVALRLYHAGFNVIMLEVE 

KPTVIRCTVAFAQAVFDGEMT 

VEGVTARLATSSAEAMKLTER 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25227 


55595 


A 


25365 


1 


1262 


MGNWHLSPCPAPAPGHSCLFL 

VGTSPRILAVPGHTGSKAINKA 

ALLLESYMSQALKNLLTLLNLE 

K1EEGLFRGQSEDLGLRQVFAG 

QVGG\QPLYAAKEPVPEERLVH 

SFHSYFLRPGDSKKPIIYDVETL 

RDVAPVLDVAGATPPTIRHQRV 

TALVAPKNGSRDVRSCAGKMP 

TDGSIRAVLLPFQVSTIGGVTYE 

RVGTKDQGPQCPHVQRSSAVR 

PGPEAAPGDNSYPPYEDRSTCG 

MQAPDASYSANPDLSFTWSPCL 

SEDALHTSPLYCTTPTSGGE-AF 

KG L ASDL VPHEDKM VLQNG KC 

FTSPRHTEWAVLRAGHALARG 

RNLLDLAAGGMAWVSMSQEC 

PGPGTICSRDLQGTECLRM1Q1L 

PPKDPVTRGSTHCNAGTKRELE 

EFSSQVTLTALIQPLMQVSAQF 

RAADGAP 


25228 


55596 


A 


25366 


2 


176 




25229 


55597 


A 


25367 




1395 


MRESLELPRDLLNCCDQNANS 

DMDMKSRLRGYQME1MNLLG 

AGVKDFELESDDLVYLVEEISK 

QQSIHDVAWLLLVAFVYICEQR 

NDLKSELIFTREA EHKSLENLEP 

DH VPEELDTSARN AGA LTRRRE 

IRDAATLLRLGLAYGPGGMSLR 

EVTAWAQLHDVATLSDVALLK 

RLRNAADWFGILAAQTLAVRA 

AVTGCTSGKRLRLVDGTAISAP 

GGGSAEWRLHMGYDPHTCQFT 

DFELTDSRDAERLDRFAQTADE 

IR1ADRGFGSRPECIRSLAFGEA 

DY1VRVHWRGLRWLTAEGMRF 

DMMGFLRGLDCGKNGETTVMI 

GNSGNKKAGAPFPARLIAVSLP 

PEKALISKTRLLSENRRKGRVV 

Q AETLE AAG H VL LLTSLPEDEY 

SAEQVADCYRLRWQ1ELAFKR 

LKSLLHLDALRAKEPELAKAWI 

FANLLAAFL1 DDII\SHRWISPPE 


25230 


55598 


A 


25368 


482 


765 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25231 


55599 


A 


25369 


1 


1575 


MGSVTKSRGPTDSSAFFQ1NRD 

YSFLDYILGGCQLMFTPWARLL 

QSTCCEQCSKKAHDQFLADLA 

SILPSNTTPLIVSDAGFKVPWYK 

SVEKLGWYWLSRVRGKVQYA 

DLGAENWKPISNLHDMSSSHSK 

TLGYKSLTISNPISGQILLYKSRS 

KGRKNQRSTRTHCHHPSPKIYS 

ASAKEPWILATNLPVE1RTPKQL 

VNIYSKRMQIEETFRDLKSPAY 

GLGLRHSRTSSSERFDIMLLIAL 

MLQLTCWLAGVHAQKQAFRF 

MRLVDGTAISAPGGGSAEWRL 

HMGYDPHTCQFTDFELTDSRD 

AERLDRFAQTADE1 R] ADRGFG 

SRPECI RSLAFGEA DYIVRVHW 

RGLRWLTAEGMRFDMMGFLR 

GLDCGKNGETTVMIGMSGNKK 

AGAPFPARLIAVSLPPEKAL1SK 

TRLLSENRRKGRVVQAETLEA 

AGHVLLLTSLPEDEYSAEQVAD 

CYRLRWQIELAFKRLKSLLHLD 

ALRAKEPELAKAWIFANLLAAF 

LIDDI1\SHRW1SPPEVPDPKRRT 


25232 


55600 


A 


25370 


1 


1341 


MAGGRKFPDGGDRTTLCGLSQ 

PGVLAPRSPEKRRAINQRYPSK 

TGQLPASITDMMRTARHHLSG 

NG1 S V PKG AELAH PSTVLELFAI 

SAKPIHPEELDTSARNAGALTR 

RREIRDAATLLRLGLAYGPGG 

MSLREVTAWAQLHDVATLSDV 

ALLKRLRNAADWFG1LAAQTL 

AVRAAVTGCTSGKRLRLVDGT 

AISAPGGGSAEWRLHMGYDPH 

TCQFTDFELTDSRDAERLDRFA 

QTADEIRIADRGFGSRPECIRSL 

AFGEADYIVRVHWRGLRWLTA 

EGMRFDMMGFLRGLDCGKNG 

ETTVMIGNSGNKKAGAPFPARL 

IAVSLPPEKALISKTRLLSENRR 

KGRVVQAETLEAAGHVLLLTS 

LPEDEYSAEQVADCYRLRWQ1E 

LAFKRLKSLLHLDALRAKEPEL 

AKAWIFANLLAAFLIDDII\SHR 

WISPPEVPDPKRRT 


25233 


55601 


B 


25371 


1 


1233 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25234 


55602 


A 


25372 


1 


2197 


SHSRGSPGKAVDFTLVSHAAW 

FGLPHFSTPAFNGQAMMLIAPV 

A V I L VAENLG HLKA VAGMTGR 

NMDPYMGRAFVGDGLATMLS 

GSVGGSGVTTYAENIGVMAVT 

KVYSTLVFVAAAVIAMLLGFSP 

KFGALIHTIPAAVIGGASIVVFG 

LI A V AG ARI WVQNRVDLSQNG 

CNPAYAEHHQHPGYSDKLKTR 

VSFSCLRI1STNLRRECRAQFRF 

HVDASARHGFRLWQIQGVAQP 

VF11TIREVEAAMRATAFGTEVG 

RN SRCI RRFHQ VIQFQALN ALG 

VELAG1DSRDPRLKVLEEMKRT 

FHWGRQT1SKHIKIWLGLMLGR 

AMTPLMLDATSGKLTVWDGA 

H AG AAMG I LA VTADQN SAELA 

YYKSGSFR1EDVLWPSAVTDDN 

IKRNAFAADGSVNSYSVPFSSV 

PLLQRQGR1KYAVTLAKYRTNS 

NEQQESKFAQATLQWGGPWGT 

TWYGGGQYAEYYRAAMFGLG 

FNLGDFGAISFDATQAKSTLAD 

QSEHKGQSYRFLYAKTLNHLG 

TNFQLMGYRYSTSGFYTLSDT 

MYKHMDGYEFNDGDDEDTPM 

WSRYYNLLYTKRGKLQSL1SKT 

RLLSENRRKGRVVQAETLEAA 

GHVLLLTSLPEDEYSAEQVADC 

YRLRWQIELAFKRLKSLLHLDA 

T DAVPPPT iVA WIEAXII T A A CI 
LKArvcr CLANA WlrAINULAArL 

IDD11\SHRWISPPER1PSARKWT 


25235 


55603 


A 


25373 


1 


2754 




25236 


55604 


A 


25374 


1 


652 




25237 


55605 


A 


25375 


1 


1800 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25238 


55606 


A 


25376 


1 


2187 


MAGPRYPVSVQGAALVQIKRL 

QTFAFSVRWSDGSDTFVRRSW 

DEFRQLKKTLKETFPVEAGLLR 

RSDRVLPKLLGQASLDAPLLGR 

VGRTSRGLARLQLLETYSRRLL 

ATAERVARSPTITGFFAPQPLDL 

EPALPPGSRVILPTPEEQPLSRA 

AGRLSIHSLEAQSLRCLQPFCTQ 

DTRDRPFQAQAQESLDVLLRHP 

SG WWL VEM EDRQTA WFPAP YL 

EEAAPGQGREGGPSLGSSGPQF 

CASRAYESSRADELSVPAGARV 

RVLETSDRGWWLCRYAGAGPE 

ELDTS A RNAGALTRRREIRD AA 

TLLRLGLAYGPGGMSLREVTA 

WAQLHDVATLSDVALLK.RLRN 

AADWFG1LAAQTLAVRAAVTG 

CTSGKRLRLVDGTA1SAPGGGS 

AEWRLHMGYDPHTCQFTDFEL 

TD\SRDGER\LARFAQPPDEIRIA 

DGEFVWRPKCIRSLAFGEADYI 

VGVHWRGLRWLTAEGMRFDM 

MGFLRGLDCGKNGETTVMIGN 

SGNKKSPVGFPFRARFIAVSLPPE 

KALISKTRL\LSENRRKGRVVQ 

AETLEAAGHVLLLTSLPEDEYS 

AEQVADCYRLRWQIELAFKRL 

KSLLHLD A LRAKEPEL A KA W1F 

ANLLAAFLIDDII\SHRW1SPPEV 

PDPKRRTNSLWRITKMVIWSLQ 

V A I RGTVSLTA PSLCNS ACCCC 

VSTNSATTLNDFAFARSVIDLT1 


25239 


55607 


A 


25377 


2 


333 


RLGVWQDILSRRASCYHGMEV 
WDKDSFGHISFDDQSMGYSHL 
GHIVENSVIHYAVARLVIGADGV 
DSWLRNKADIPLTFWDYQHHA 
LVATIRTEEPHDAVARQVFHGE 
AFW 


25240 


55608 


A 


25378 


3 


235 


VAVLEQRVHEPLAANAPPQLR 
VS/ARLGVWQDILSRRASCYHG 
MEVWDKDSFGHISFDDQSMGY 
SHLGHIVENSVIHYA 


25241 


55609 


A 


25379 




774 




25242 


55610 


A 


25380 


1 


1076 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25243 


55611 


A 


25381 


1138 


1737 


SVSTEPSVAAFSSIKLRQDPP/H 

DNLHHQYN*GDIAFC\FTPYFH 

NCLCQS*WARAFQ*RANEF*R 

MNCTQLARTSGSHHLIPLTLRF* 

QICISSGQL1QYSVVCRF1HPPEH 

RLTIHPLAGQGVNLGFMDAAE 

LIAELKRLHRQGKDIGQYIYLR 

RYERSRKHSAALMLAGMQGFR 

DLFSGTN PAKKLLRD1GLKLAD 


25244 


55612 


B 


25382 


1 


735 




25245 


55613 


B 


25383 




1941 




25246 


55614 


B 


25384 


847 


849 




25247 


55615 


A 


25385 


1 


1227 




25248 


55616 


A 


25386 


324 


1533 


EGFMEHQRKLFQQRGYSEDLL 

PK.TQSQRTWKTFNYFTLWMGS 

VHNVPNYVMVGGFFILGLSTFS 

IMLAIILSAFFIAAVMVLNGAAG 

SKYG VPF A M I LRA S YG VRG AL 

VPGLLRGG1AALMWFGLQRGS 

PFYDLIQTALSSPHKVT1EQFYR 

EVGVFLGIALIAVVISVLNNFFV 

SHYVFRWRTAJvTN EYYMANWQ 

QLRHIKGRTAFINAIMTLIAFLP 

VLVTLSAHVPELPIIGH1PYGLVI 

AA1VWSLMGTGLLAVVGIKLP 

GLEFKNQRVEAAYRKELVYGE 

DDATRATPPTVRELFSAVRKNY 

FRLYFHYMYFNIARJLYLQVDN 

VFGLFLLFPSIVAGTITLGLMTQ 

1TNVFGQVRGAFQYLINSWTTL 

VEIAMSIYKRLRSFEHELDGDKI 

QEVTHTLS 


25249 


55617 


A 


25387 


1526 


1683 




25250 


55618 


A 


25388 


2709 


2918 


CWCFWHRRSCCGSVRYALSAV 
PGCQCPET* RRRFPHS AF* RFRS 
SETGQTGAYVSGPDLQPERLQR 
LWC 
















25252 


55620 


A 


25390 


134 


386 


RLKPSAAIRRRVSSSRISTPLNPA 
STTAFVGTDCAUPRLRATSGLA 
G SPL IQN RFCRARQPRWS AP V A 
RHAAVYARHRWNQ1I 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


25253 


55621 


A 


25391 


181 


1630 


RIRQFCFYHHCVLTLAICAFIVIT 

LTIWVSFRVSVLVFAMADDIKV 

AVVGAMSGPIAQWGDMEFNG 

ARQAIKDINAKGG1KGDKLVGV 

EYDDACDPKQAVAVANKIVND 

G1KYV1GHLCSSSTQPASDIYED 

EGILM I S PG ATN PELTQRG YQH I 

MRTAGLDSSQGPTA AK Y I LETV 

KPQRIAIIHDKQQYGEGLARSV 

QDGLKAANANGVFFDGITAGE 

KDFSALIARLXKEN1D\FVYYGG 

Y Y PEMGQMLRQ ARS VGLKTQF 

MGPEGVGNASLSNIAGDAA\EG 

MLAPVLITVDQPFVQAGFQPLR 

RLLPAHETGRRTRAYGVGRLT 

RQIRRQ1ATTFRHNAQAAESKD 

FQWYRCDPCQLFHLMNRQHAR 

QHHASNVKMAMIKVNRLFIGR 

RSLHRYVALNMR1TLGGV LHH 

GEVGEDQRVGTQLRRHIHGAL 

PTGVTVRMRKSVNRDVKFAA 

MLMDKTHRPLQFFLGKVKAGE 


25254 


55622 


A 


25392 


2 


505 




25255 


55623 


A 


25393 


1 


2038 




25256 


55624 


A 


25394 


188 


1771 


G KQTSTSP AG W EN S L RM R Y T\ 

MSFSL1ATGLLGVYLTTMPGY 

WGILFVWALFGVTCDMMNWP 

VLLKSVSRLGNSEQQGRLFGFF 

ETGRG1VDTVVAFSALAVFTWF 

GSGLLGFKAGIWFYSLIVIAVGI 

1 1 FF VLNDKEEAPS VEVKKEDG 

ASKNTSMTSVLKDKTIWLIAFN 

VFFVYAVYCGLTFFIPFLKNIYL 

LP V A L VG A YG I IN Q YCLKMIG G 

PIVLEK.VLPPVVSVRVKGTASQ 

GQKIPEEFKQFFGDDLPDQPAQ 

PFEGLGSGVIINASKGYVLTNN 

HV1NQAQKISIQLNDGREFDAK 

L1GSDDQSDIALLQIQNPSKLTQI 

AIADSDKLRVGRSGLNLEGLEN 

FIQTDAS1NRGNSGGALLNLNG 

ENPIDQLKVVGRPHDRIDGPLK 

TTG T AR Y A YE W HEE A PN A A YG 

YIVGSAIAKGRLTALDTDAAQK 

APGVLAVITASNAGALDKGDK 

NTARLLGGPTIEHYHQA1ALVV 

AETFEQARAAASLVQAHYRRN 

KGAYSLADEKQTVNQPPEDTP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25257 


55625 


A 


25395 


356 


849 


GSACRVREIPRPASQMP/HTLPA 
GSRPPGSEAEPGPEAAPPPARRE 
AHQIPRPRRGHLPSSPGPRTHVA 
AHNIRVVTEAHADSHALLSDLG 
AAPFVVMSR1LRVDGDEDPPHV 
DESIQPTTENAVVFRPVQLTSAI 
ETGGKEEPYGLSAASLGRAESS 
A A SLAG RR 


25258 


55626 


A 


25396 


154 


379 


LVPRLKLGDLPSEINPLSSCSLV 
REKDPPTTSCTHTATNPRNISPIS 
NPDSTGNRTVQLT W* PLPEPL E 
LWPKAL 


25259 


55627 


A 


25397 


4761 


5127 


LGSGDLPWEINPLSSCSLLREKD 
PPTTSG PQTVTSPRNI SPI SNPHTR 
TSKRLNRSGQAFLQNLLPQELA 
TSARNLTTRPRNACSPGFLLSR 
VPSVRDPTGNWTVQLTWQPLS 
EPLELWPKAL 


25260 


55628 


A 


25398 


1 


753 


MGSWLQGLRAMVFALNYMVT 

RVRNKKDPPTTSGPQTVTSPRNI 

SPISNPR/PKETRFICGPKTPAPL 

MDWEGSLPLMFNHCRDTSLFIH 

PCFQGVRPCRDACLSPSPLAASP 

AFLGKGQVPLNPFFTLSGKSRF 

SGGGASTPTPSFHVSTPSLLFW 

GRGKYPSTPSSPLVASPAFLGK 

GQVPLNPFFTLSGKSRFSGEGA 

KAPETITDAELRVTLTVEAAVC 

ST1ALSLGWEILPRHWGKEEVT 

KTIYYPVIP 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25261 


55629 


A 


25399 


174 


2238 


LRSGDLPWEINPLSSCSLLHEKD 

PPTTSGPQTYTSPRNISPISNPRQR 

RH1LSMDPKLRRRSWTWVGSLP 

LVFNHCRDASLIIHPGFRGVRPR 

RDVCLGPSPLAT1TDAELYVTL 

TVEGKSIPFLIDTEATHSTLPSFK 

GPVALASIHVQNVQ1KRDKEGH 

YIMVKGSIQQEELTILNMYAPN 

TGAPRFIKQVLNDLQRDLDSHT 

I1MGDFNTPLSTLDRSTRQKVN 

KDIQDLNSALHQADLIDIYRTL 

HTKSTECTFFSAPHRTYSKIDH1 

VGSKALLSKCKRTEIIINCLSDH 

SAIKLELRIKKLTQNHSTTWKL 

NNLLLNDYWVHKEMKAEIKM 

FFEIN ENKNTT YQN LWDTFKA V 

CRGKFIALNAYKRKQERSKIDT 

LTSQLEELEKQEQTRSKASRRE 

EITKIRAELKE1ETQKTLQK1NES 

RSWFFEKINKIDILLARL1KK.KR 

EKNQIDAIKNDKGDIATDPTEIQ 

TTIREY YKH LCPNKLENLEEM D 

KFLDTYTLPRLNQEEDESLNRPI 

TGSEIVAIINSLPTKKSPGPDGFT 

A KFYQRYKEEL VPFLQKYKEEL 

VPFLLKLFQS1EKEGILPNSFSEA 

S1ILIPKPGRDTTKKJENFRPISLM 

NIDAKILNK1LANQIQQH1KKLI 

HHDQVGFIPGMQGWFN1RKSIN 

VIQHINRTKDKNHMI1S1DAEKA 

FDKIQQPSC 


25262 


55630 


A 


25400 


3 


267 


EKDPLTTSGPQTYTSPRNISPISN 
LRLFAFTWTDPDTHQAQQITW 
AVLPQGFTDSPRYFSQAQISSLS 
VTYLS1ILIKTHVLSLPIMSD 


25263 


55631 


A 


25401 


167 


408 


LGSRTFPWEINPPSSCSLLREKD 
PPTTSGPQTYTRPRNISPISNLVS 
GLFLLSSPTSLTIPQPLSSFNLDD 
TLQSLPSLNF 


25264 


55632 


A 


25402 


142 


441 


LRLGDLPWE1NPLSSCSLLCEKD 
PPTTSGPVPRNISPISNPVSGLFLL 
SSPTCLTI PQPLSPFNLGATLQSL 
PSLNFNSFHFLVETKETRFIRGP 
KTPAP 


25265 


55633 


A 


25403 


79 


381 


LGSGDLPWEINPLSSCSLLREKE 
PPTTSGPQT\TRPRN1SPISNPELA 
TLAGNLATGPRNARSPGFLLSH 
V LS V WDPTENQTVQLTWQPLP 
QPLELWPKAL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25266 


55634 


A 


25404 




511 


MWKGPKG LDMYG KSS VSPKTS 
DILGRDTLLLALKVQTVVLQTA 
CGEGHVAGNCGRPLETEGSLQ 
LTATKKLRDSVLQPKSPEFCQQ 
FTRAWNRTQVPDETEAPAGTY 
AAQSGDLPWEINPLSSCSLLHE 
KDPPTASGPQTVTSPRMSPILNR 
VSEVSDHAGTPALVLHP 


25267 


55635 


A 


25405 


570 


1182 


LGSGDLPWE1NPLSSCSLLHEK 

DPPTTSGPQTATSPRNTSPISNLH 

ALKGLKPAITRLLQHGLLKPINS 

PYNSP1LPVLKPDKPYKLVQDL 

CLINQIVFP1HPVVPNPYTLLSSI 

PPSTIHYSVLDLKLAFFTIPLHAS 

SQPLSAFTWADPDTHQVQQIT 

WAVLPQSFTDSPHYFSQAQISS 

LSVTYLSIILIKTHVLSLPIVSD 


25268 


55636 


A 


25406 


489 


615 


LRNTWNSPRLMACALHSGSPSC 
TWGPYS*SGLSENLASQRVCPP 
YQNENVGRVRDTE1KEHCYEES 
SYRAATQ1QVRKVG1ITEPYPFM 
ASLRTHCI JCETCYEMKI SFSKS 
LNPLEKNKKSQPANCAVKEVS 
EQLRRRQAFSVAAGLKGKGSP 
AQSIRKNLQKPYQHFQTLQQLL 
PLQWAPCYGPSNFATHGTHQG 
LWLVLSTVAAQAVPGALIAEA 
TALLAWIQGAVS 


25269 


55637 


A 


25407 


579 


715 


LGSGDLPWEISPL\SCSLLHEKD 
PPMTSGPQ-RTSPRNI SP1SNLR 


25270 


55638 


A 


25408 


1553 


1896 




25271 


55639 


A 


25409 


964 


1332 


SCRFIR1YQGACCNLHPGEINSH 
VAHTKPVWWSLHTDTHENCHL 
NTAVFFYHWLALEFFLNPLRR/ 
CSC*HSLPGQFPVSLCLRVLSVD 
CAHPWGKPEAPGS*HPGPWQFS 
SLPSPLWPLYQHP 


25272 


55640 


B 


25410 


1 


717 




25273 


55641 


A 


25411 


590 


1142 


PNSSWMRGEPKKDPPTTSGPQT 
VTSPRNISPISNPR/PKETRFICGP 
KTPAPLMDWEGSLPLMFNHCR 
DTSLI1HPCFQGVRPCRDACLSP 

cpt a a cp a pi nvnovPT \IPPCTI 
or LAAor Ar Lul\U^ V r LINr r r 1L 

SGKSRFSGGGASTPTPSFHVSTP 
SLLFWGRGKYPSTPSSPLVASP 
AFLG KG Q VPLN PFFTLSGKSRF 
SGEGA 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25274 


55642 


A 


25412 


1 


790 


MGLVHLQRQSYWTVQRSS1NH 

FLGCNPHTGKDKTLYMRWTK.S 

FRKVEDPPTTSGPQTDQPKKHL 

TKFKSETKETRFIHGPKTPAPV 

MDWEGSLPLVFNHCRDASLIIH 

SHFKGVRPRRDACLGPSPLAAS 

PAFLGKGQVPQPL1SLCPDPLFP 

HPNLISLRPNPLCPHPDLVSLCP 

DPFPAFLEAHKNFQTPEPQQPGI 

PPEPPPPGACYKC/HEPPPGQG 

MPAAQDSS* AM S/L S VRDPTGN 

QTVQLTWQPLPEPLELWPKAL 


25275 


55643 


A 


25413 


1 


736 


MQ AMEKWKREAK V ETEKDQK 
NQYQQTWLSDSASGYRYTKLP 
FYFRHNMLIPALAHLLFLDSLYS 
DLLTAAFFMQFWLSAQMSSDQ 
RGLPGYLLWAEEISLLE1SELTS 
GKQDSSWPEVKAGLKKEANYL 
SSDSARLHPGEINSLVAHTKPV 
WWSLHMDTHEIWCRDSNWGD 
LPWEINPLSSCSLLHEKDPPTTS 
GPQTYTSPRN1LPISNPPSSKHQE 
KPPEAISTLPNAAATAAAAVGS 
LLWSL 


25276 


55644 


A 


25414 


1644 


2010 


LGSGDLPWEINPSSSCSLLREKD 
PPTTSG PQ1MSPRN I S PI SNPHTR 
TSK.RLNRSGQAFLQNLLPQELA 
TSARNLTTRPRNACSPGFLLSR 
VPSVRDPTGNWTVQLTWQPLS 
EPLELWPKAL 


25277 


55645 


A 


25415 


1 


1035 


MGKEYSLDVKKSIKVFKDNRS 

QGNRLQKLGLEDTDREDAMGF 

GSHRAKLTVVAALGACHCPEN 

EGQTVLPSSTSGRSDKRERVSA 

GYTPPFFVKEGVPSPLFKLHVV 

RCCSIQSHHSRRSQNCAEDVIR 

KTKTDQAVSSMSSAPVTVQQL 

NIIPALLVALTCGWAFCLMVSQ 

EQYDEASKQAASFSNNAVIPVY 

MSHMSKTLYKSEVFPINTYAQK 

ICFI AHTKPV WWSLHM DA H EI 

WCRGRRSTDLPWEMNPLSSCSL 

LREKDPPMTSGPQTATSPRNISPI 

LNQELATRAGNLATRPRNACSL 

GFLLSRI SS VWDPT* KFGL VQLT 

LGKPLPEPLELWPKAL 


25278 


55646 


A 


25416 


174 


393 


LRSGDLPWEINPLSSCSLLHEKD 
PPTTSGPQTYTSPRNISPISNPGET 
KETRFIRGPKTPAPVMDLGRQP 
SLGV 
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SEQ ID 

NO: 


SEQ ID ISO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25279 


55647 


A 


25417 


2 


4574 


WDVLGAVIGTECGTIESGLSMV 
FLKDGERKLCTPSMDTTGYGN 
LRPYFVMAKWIYIPENVVKGR 
KE1ILVLDFTWCMVHRGICDPG 
NSHENDIILYAKIEGRKEHITLD 
TLSYSS/L/SSLYWPVMSQILFW 
QRTVH*TWL\QL*DG1PDIPNVY 
F*KLWQFQALLLP*LLLYPWC* 
SQLWLWCLGQW*GPGFQQRW 
AASANY1FP*QLTIQNNLRRTTR 
* CKA VWM S VQM V ATV SFFPER 
RCMGY**DYHDICA 


25280 


55648 


A 


25418 




363 




25281 


55649 


A 


25419 


1 


301 




25282 


55650 


A 


25420 


2 


309 




25283 


55651 


A 


25421 


3 


512 


YIGPSCLKFCSGRGQCTRHGCN\ 
CEMASQTFPMFISESFGSSRLSS 
YHNFYSIRGAEVSFGCGVLASG 
KALVFNKDGRRQLITSFLDSSQ 
SRIISVELPGDAKQFGIQFRWW 
QPYHSSQREDVWAIDEI1MTSV 
LFNSISLDFTNLVEVTQSLGFYL 
GNVQPYCGHDWTL 


25284 


55652 


A 


25422 


2 


878 




25285 


55653 


A 


25423 


1 


750 




25286 


55654 


A 


25424 


1 


1404 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25287 


55655 


A 


25425 


1 


2506 


GCSRLLVTVDLNLTNAEFIQFY 

FMYGCLITPN1MRNQGVLLEYSV 

NGC.1TWNLLMEIF YDQYSKPG F 

VNILLPPDAKEIATRFRWWQPR 

HDGLDQNDWAIDNVLISGSAD 

QRTVMLDTFSSAPVPQHERSPA 

DAGPVGR1AFDMFMEDKTSVN 

EH WLFHDDCT V ERFCDSPDG V 

MLCGSHDGREVYAVTHDLTPT 

EGW1MQFK1SVGCKVSEKIAQN 

QIHVQYSTDFGVSWNYLVPQC 

LPADPKCSGSVSQPSVFFPTKG 

WKRITYPLPESLVGNPVRFRFY 

QKYSDMQWAIDNFYLGPGCLD 

NCRGHGDCLREQCICDPGYSGP 

NCYLTHTLKTFLKERFDSEEIKP 

DLWMSLEGGSTCTECG1LAEDT 

ALYFGGSTVRQAVTQDLDLRG 

AKHDYILLPEDALTNTTRLRW 

WQPFV I SNGIVVSGVERAQ WA 

LDN1L1GGAEINPSQLVDTFDDE 

GTSHEENWSFYPNAVRTAGFC 

GNPSFHL Y WPN KKKDKTHN A L 

SSREL1IQPGYMMQFKPFGFCRS 

DSWQLVQTQCLPSSSNSIGCSPF 

QFHEATIYNSVNSSSWKRITIQL 

PDHVSSSATQFRW1QKGEETEK 

GYCTTGA1C1CDESFQGDDCSV 
FSHDLPSYIKDNFESARVTEAN 
WETIQGGVIGSGCGQLARYAH 
GDSLYFNGCQIKRAATKPL\DL 


25288 


55656 


A 


25426 


146 


10561 


GGGGGGGGGGMERSGWARQT 
FLLALLLGATLRARAAAGYYP 
RFSPFFFLCTHHGELEGDGEQG 
E V L ISLHI AGNPTY Y VPGQE YH 
VTISTSTFFDGLLVTGLYTSTSV 
QASQSIGGSSAFGFGIMSDHQF 
GNQFMCSVVASHVSHLPTTNLS 
F I Wl APPAGTGC VNFMATATHR 
noviPifr>AT Arvm rpnr.iPTn 

V ir KUAL/iV^LLcyuAr 1 u 

VTVHPHLAEII ISDSIILRDDFDS 
YHQLQLNPNIWVECNNCETGE 
QCGAIMHGNAVTFCEP 


25289 


55657 


A 


25427 


1 


296 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25290 


55658 


A 


25428 


1 


557 


MARSLGVLVALPFPLPVGFNAE 

EAHNIVKEFSPGKSHPRESLSQQ 

RETLVQAGAFHWFGWRGKEK 

LKPKFNTFGRLPNEMLEQWLSP 

TNQCVDG V/LKGGED\ YNHNNI 

NQWTASIVEQSLATHLVKLGKA 

YKYIVTCAVVQKSAYGFHTASS 

CFWDTTSDGTCTVRL/WENRT 

MN\CIVNVFCHCLFVL 


25291 


55659 


A 


25429 


178 


2270 


VRRLFCVQTGGSPVGRGSLHHL 

WLVFSHVLSLLCSPCLLAPGM 

WGFHDRDLVLRKALYTMMRT 

GAEREALKRRWRWQQTQQNK 

ESGLVYTEEEWEREWTELLKL 

ASSEPRTHFSKNGGTGGGHLPP 

EGKPLHGCSSLLRSGKGGHVK 

AEPSRLQQSQAKPPLTSQIRALH 

FPI PSQINEKPGAGHWSAKLHFP 

YWQLGEAGEEEGSSPPDTMRCL 

LTCLSVPSTAVIPLTDSEHKLLP 

LH F A VD PG KD WEWGKDDNDN 

ARLAHLILSLEAKLNLLHSYMN 

VTWIRIPSETRAPLAQPESPTAS 

AGEDVQSLADSLDSDRDSVCS 

NSNSNNGKNGKDKEKEKQRKE 

KDKTRADSVANKLGSFSKTLGI 

KLKKNMGGLGGLVHGKMGRA 

NSANGKNGDSAERGKEKKAKS 

RKGSKEESGASASTSPSEKTTPS 

PTDKAAGASPAEKGGGPRGDA 

WKYSTDVKLSLNILRAAMQGE 

RKFIFAGLLLTSHRHQFHEEM1G 

YYLTSAQERFSAEQEQRRRDA 

ATAAAAAA\PPPPPRP/ERPPRRP 

ETEGVPVPERASPGPPTQLVLK 

LKERPSPGPAAGRAARAAAGG 

T A/C PG G RRA ACERQ RTS A WPQ 

PPGASAPERHPRAGVGRAGRG 

VRAGRGGAAAVRHVPAAEPLA 

VVAELQPGARRRPAHRQHGRV 

AGARGARGPTGRGGDRGGGRA 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25292 


55660 


A 


25430 


404 


1116 


SLGPLMLSGQKLQTSYTMEYY 
AAIKR/DKIVSLVGTWLELEAIIL 
KKLMQEQKTKYHMFLLDSLSH 
GMQQAERVL1ADGTMLLSAQY 
QFENNLLVPILRVSFRKSLQRKE 
EPGRKAK.KSQTSGEGIKKRRFW 
FEWKEPVALSSQGWYEAKGSE 
RPEKGHLGLLRAESFQDLRTAL 
ISKPYFSVPGKVGPAIKCPETLP 
ELKTYPQYGVTLGEPVRNEQQ 
QASSFPSLSNTHLSKK.RNES 


25293 


55661 


A 


25432 


1571 


1782 


WLLCRLPPRVPDQL*WCGCQPE 
KCAGAEFQDGSAMPLPSRTCPH 
SPRMCTGWSTTCATTDSATTA 
CPLAL 


25294 


55662 


B 


25433 


69 


1160 




25295 


55663 


A 


25434 


14 


437 


LQTSHPYPTTS1CC/PPP/CEKPSP 
TSL/C*RRSAPHLQPPE 


25296 


55664 


A 


25435 


782 


997 


MMLCQLQRPV/CGSHSCSRG/C 
PPAQ/CPSPVPVPSPQSAFPVPQS 
PSSTCPNPSHPIHPIPMVPSSWSG 
HWDSK 


25297 


55665 


A 


25436 


1 1 17 


1815 


GDAHTEQCLQNLYPRGSRPPLP 
LESHPSSSKHSPKACPTGRS/CG 
PWK7CPGPEVRP*PPPSCTR*DP 
HFRGLLEGLLEPRHVTCLALCG 
PQRVLYWPVYHERLGEGWDW 
CPSSWPGA 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25298 


55666 


A 


25437 


1261 


2757 


ALGKDEKSQGPPIQTGGLGPRL 

FRLPSSQGQERRFAAAKAPSSL 

VPHNGSPLSCWRGLREEGGLSL 

ATLWTPCGVGSGVPAAPPSAW 

CDLGKLLVCWRGQNRGPRSTQ 

TDVRRHEARSRQRRRKCVAAP 

VAPRSRRWRCPAALAAPAVAV 

PVVFALIFLLGTVGNGLVLAVL 

LQPGPSAWQEPGSTTDLFILNL 

AVADLCFILCCVPFQATIYTLD 

A WLFG AL VCKA V HLLI YLTM Y 

ASSFTLAAVSVDRCAVPG\HPL 

GRAVGAGVGGGVLNVGLVWL 

LAALFSAPYLSYYGTVRYGALE 

LCVPAWEDARRRALDVATFAA 

GYLLPVAVVSLAYGRTLRFLW 

AAVGPAGAAAAEARRRATGRA 

GRAMLAVAALYALCWGPHHA 

LILCFWYGRFAFSPATYACRLA 

SHCLAYANSCLNPLVYALASR 

H F R A RF RRL WPCG R RRRH RAR 

RALRRVRPASSGPPGCPGDARP 

SGRLLAGGGQGPEPREGPVHG 

GEAARGPE 


25299 


55667 


A 


25438 


1 


1624 


MKDKSKTLGLEASIFRNNWKC 

KSIFEGLKGHQEGYFSQMIISYE 

KIPSYRKSKSLTPHQRIHNTEKS 

Y VCKECG KAC SHG SKL VQHER 

THTAEKHFECKECGKNYLSAY 

QLNVHQRFHTGEKPYECKECG 

KTFSWGSSLVKHER1HTGEKPY 

ECKECGKAFSRGYHLTQHQKIH 

TGVKSYKCKECGKAFFWGSSL 

AKHE1IHTGEKPYKCKECGKAF 

SRGYQLTQHQKIHTGKKPYEC 

KICGKAFCWGYQLTRHQIFHTG 

EKPYECKECGKAFNCGSSLIQH 

ER1HTGEKPYECKECGKAFSRG 

YHLSQHQKIHTGEKPFECKECG 

KAFSWGSSLVKHERVHTGEKS 

HECKECGKTFCSGYQLTRHQV 

FHTGEKPYECKECGKAFNCGSS 

LVQHERIHTGEKPYE\CKECGK 

GFS\GG YHLTQHQKIHTG EKPF 

KCKE\CGKAFSWGSSLVKHERV 

HTNEKSYECK.DCGKAFGSGYQ 

LSVHQRFHTGEKLYQRKEFGK 

TFTHGSKLVHERTHSNDKPYK 

YNECGEAFLWTTYSNEKIDTDE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25300 


55668 


A 


25439 


32 


447 


VLGGSMMFREGQRGNRQKGP 
KKRRNLALSSALLASTA\PAGG 
QPRHWRPG*CCLRQQL*PLQGN 
WAPVSPLQGHRSQLRAGYSISS 
FLQMFAP*VQGAARAQPAPGA 
AVPRGSGRQGGPRAVDLHGFR 
VGWNRLRAASM 


25301 


55669 


A 


25440 


1 


858 




25302 


55670 


A 


25441 


147 


1088 


SRTTYKGKSSFQTYSDYLRWES 
FLQQQLQALPEGSVLRRGFQTC 
EHWKQIFMEIVGVQSALCGLVL 
SLL1CVAAVAVFTTHILLLLPVL 
LSILGIVCLVVT1MYWSGWEMG 
AVEAISLSILVGSSVDYCVHLVE 
GYLLAGENLPPHQAEDARTQR 
QWRTLEAVRHVGVAIVSSALT 
TVIATVPLFFCIIAPFAKFGK1VA 
LNTGVSI L YTLTVSTA L LGIMAP 
SSFTRTRTS/CPQGPGCRAAGRG 
PGAGCLPRAPAERL*DSPARRG 
LP1 A RDGLWTLAPL VPWVGDR 
SCFPARLQLAVSPGLGPGRPAG 


25303 


55671 


A 


25442 


1 


1596 


MGVSVRVDCGCARASEFLGRP 

RGAVRGADPGSGLTETCAQSR 

TWARARSKGGFRLTLNFYGPR 

YPSEGTSRGQRSEALPFLDIQHP 

TPLGRPRMLQSRGEMVRSWGP 

VVEGKLGFCPPLTVFPGGLRGP 

HPGLAGERENFARGAKQEACL 

LQGPGDAGLTHPCPATGYFPEA 

SCTSRSIRMFINSQERQLADMSL 

FIADSWLCYSGIICWKSLEHQR 

GASLSCVYMEGKGGNIWMKAS 

NVLPLCQMLPTSGHSKSDLFGG 

L A VEKQMRQDH HILLHDRSG F 

QLAVTSPLLTRLGKGHIIQVPV 

YVLDAPSRWLGGLRLFRDSSCG 

LVLSLLICVAAVAVFTTHTLLLL 

PVLLSILGIVCLVVTIMYWSGW 

EMGAVEA1SLSILVGSSVDYCV 

HLVEGYLLAGENLPPHQAEDA 

RTQRQWRTLEAVRHVGVAIVS 

SALTTVIATVPLFFCIIAPFAKFG 

KIVALNTGVSILYTLTVSTALLG 

IMAPSSFTRTRTS/CPQGPGCRA 

AGRGPGAGCLPRAPAERL*DSP 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25304 


55672 


A 


25443 


1 


2355 


MDHPGFREFCWKPHEVLKDLP 

LGSYSYCSPPSSLMTYFFPTERG 

GKIYYDGMGQDLADIRGSLEL 

AMTHPEFYWYVDEGLSADNLK 

SSLLRSEILFGAPLPNYYSVDDR 

WEEQRAKFQSFVVTYVAMLAK 

QSTSKVQVLYGGTDLFDYEVR 

RTFNNDMLLAFISSSC1AALVYI 

LTSCSVFLSFFGIASIGLSCLVAL 

FLYHVVFGIQYLGILNGVAAFV 

IVGIGVDDVFVFINTYRQATHL 

EDPQLRMIHTVQTAGKATFFTS 

LTTAAAYAANVFSQIPAVHDFG 

LFMSLIVSCCWLAVLVTMPAA 

LGLWSLYLAPLESSCQTSCHQN 

CSRKTSLHFPGDVFAAPEQVGG 

SPAQGPIPYLDDDIPLLEVEEEP 

VSLELGDVSLVSVSPEGLQPAS 

NTGSRGHLIVQLQELLHHWVL 

WSAVKSRWVIVGLFVSILILSLV 

FASRLR\SASRAPLLFRPDTNIQ 

VLLDLKYNLSAEGISCITCSGLF 

QEKPH SLQNM I RTSLEKKRRG S 

GVPWASRPEATLQDFPGTVYIS 

KVKSQGHPAVYRLSLNASLPAP 

WQAVSPGDGEVPSFQVYRAPF 

GN FTKKLTACM STVG LLQ A A S 

PSRKWMLTTLACDAKRGWKF 

DFSFYVATKEQQHTRKLYFAQS 

HKPPFHGRVCMAPPGCLLSSSP 

DGPTKGFFFVPSEKVPKARLSA 

TFGFNPCVNTGCGKPAVRPLVD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


25305 


55673 


A 


25444 


1 


1737 


mlyaaeclrnvmklqvipsal 
nealqaqstwsdlglashals 
stwclhgesaawsqpavvecg 
qprdqlqthseawlcalvatf 
sqeleqfavtgaqisdrqghav 
ctapprgrpstlmtnlvcassa 
decgggktetqtaggrlqgae 
trsrgqltrlitrtqaaeprwf 
lqllkrsanrsraltrpfsglss 
dgarrlrlsfvsavssadtk.pt 
vpvssdssgrdgcgetraeagp 
ggphvaqpqrvappaaaardf 
rkprglnrqnvsp/pgpgeqgp 
g/prpqkpagrap\pepqgepgl 

GLFPR\GRPPRSFPGSPADPAAS 
VSHTQGPS PDTG LPGTCQNRLP 
NPAAVDEQTCTRGSLNCRLSRS 
PRVSERRGPEGTPGRRPAAPPQ 
CAGTRGLSPRADLGAAIRTPRA 
PYRPHGQGRPSRHNCDSVSSQG 
WPPHSCWWKTTSNGMPWKAS 
FCSRTAQPANQNTGNHERGLRS 
VAMFGDRASREATPALSLCESQ 
GCFEDEKEVFSPEPHVETSDEPL 
PICSGPGDGWGDPIARPGRGNN 
LSPGTSAWEVPRWIRVTGEDW 
LSTGPAECVF1NDLTT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25306 


55674 


A 


25445 


2 


1642 


LLSSISAWFGPPASTPAFTMSIR 

VTQKSYKVSVTSCPRAFSTRSYT 

SRPGSRISSSSFSRVGSSNFRGDL 

GGG YGG ASG\MGG ITAVTVNQ 

SLLSPLVPEVDPNIQAVRTQEKE 

Q1KTLNNKFASF1\DEVGFLEQQ 

NKMLGTKWSLLDQQKTA\RSN 

MDNMFESYINNLRRQLETLGQ 

EKLKLEAELGNMQPLVEDFKN 

KYEDE1NKRTEMENEFVLIKKD 

ADEASMNKVELGSRLEGLTDEI 

NFLMQLYEEEIRELQSQISDTSV 

VLSMDKSRSLDMDSIIAEFKAQ 

YED1ANRSRAEAESMFQIMYEE 

LQSLAGKHGDDLRRTKTEISEM 

NRNISR\LQAEIEGLKGQR\ASL 

GGRPLQDAE\QRGKSWPIKADA 

NAKALSEAGSPPLQAGPKQDMG 

R\QLREY\QKLMNVKAGPWTIE\ 

IATYQESCLEGEEEPGWSLGCQ 

NMS I\I ITVKTTQRG Y AG RPEPPP 

MGGFTSP\GFSYKPGAPGFGSG 

AGS\SSFNRHQLSPGAVVVKKIE 

TRDGKLVSESVSNVLPKVKQLR 

QPLPSLPLLRCPRGLGKEAPYP 


25307 


55675 


A 


25446 


1 


1280 


MAYLCNAICMTHMVTLDPVDQ 

ALPGATTATSVPGPQCDASCM 

MLFAVVPFNGIALAATQGAQS 

MLPPRVQG SLSSKPSTRRG RD A 

PG LQVSQ APPPRRGFA VG RRYS 

PPALAPGRCAAPHGGGRKELPT 

RRPGHGMAPKFPDSVEELRAA\ 

GSESFRNGQYAEASALYGRAL 

RVLQAQGSSDPEEESVLYSNRA 

ACHLKDGNCRDCITDCTSALAL 

GPFSIKPLLRRASAYEALEKYP 

MAYVDYKTVLQIDDNVTSAVE 

G1NRGPGLKEDTTQKRWNSLPS 

ENHKEMAKSKSKETTATKNRV 

PSAGDVEKARVLKEEGNELVK 

KGNHKJCAIEKYSESLLCSNLES 

ATYSNRALCYLVLKQYTEAVK 

DCTEALKLDGKNVKAFYRRAQ 

AH1CALKDYKSSFADISNLLQ1EP 

RNGPAQKLRQEVKQNLH 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25308 


55676 


A 


25447 


1 


1297 


MHLLSAYFVPGSMLVGSGYM 

MVNITDVSPPSWSFLCSMLITTT 

QGAQSMLPPRVQGSLSSKPSTR 

RGRDAPGLQVSQAPPPRRGFAV 

GRRYSPPALAPGRCAAPHGGG 

RKELPTRRPGHGMAPKFPDSVE 

ELRAAGNESFRNGQYAEASAL 

YGCALRVLQAQGSSDPEEESVL 

YSNRAACHLKDGNCRDCIKDC 

TSALALVPFSIKPLLRRASAYEA 

LEKYPMAYVDYKTVLQIDDNV 

TSAVEGINRMTRALMDSLAGPE 

W/RALKLPSFPLVPVSAQKRWN 

FLPSENHKEMAKSKSKETTATK 

NRVPSAGDVEKARVLKEEGNE 

LVKKGNHKIAIEKYSESLLCSN 

LESATYSNRALCYLVLKQYTEA 

VKDCTEALKLDGKNVKAFYRR 

AQAHKALKDYKSSFAD1ASNLL 

Q1EPR\NGPAQEVAGREVKQNL 


25309 


55677 


A 


25448 


3 


491 


GITFTHSPAATGGGAQRVRRRD 
PPPGVQLRMMAQETNHSQVPM 
LCSTGCGFYGNPRTNGMCSVC 
YKEHLQRQNSSNGR1SPPATSV 
SSLSESLPVQCTDGSVPEAQSAL 
DSTSSSMQPSPVSNQSLLSESV\ 
ASSQLGQY1CGTKAVPETEDVQ 
ASVSDTAHV 


25310 


55678 


A 


25449 


1 


860 


HLLLLAIDYN LP! AG VLMESQY 
LGASPKRLVIPNLYAHRKSLAT 
LEPYAPRRPMPIARRYAIPYMS 
HHNGYIGDVYYRLTVEEKKSSF 
1ARRSILTTEFT1RRTKKVPVPSI 
NMSSASPLEDESRPSAGVQLRK 
GRYRLLRDRYRPGCNSVGESPR 
KSSFSDDIMATESRESIFAEEPR 
TGEHSVRGPVSNQSLLSESVAS 
SQLDSTSVDKAVPETEDVQDSL 
NASPTKQQCG/DVQTVDLYSNN 
KELFAQKCYRHRYISRLK.KCCL 
CHELVPRDT1KSPESLSVGS 


25311 


55679 


A 


25450 


880 


1196 


SPTTRRGTPGTCLKPTACAGAA 
* PGCS ARRTCAS AAPLSTCPPSS 
CAAPPPAPAAVPSTPRPTSPSPW 
A APASPSRRRTQT A STPA STNR 
APSSCWAPTTRPLAP 


25312 


55680 










I EK I S LEP1CN RPSPQIPNL VG P/R 
LFLVPGDFQSQVPNFLPFKPSSG 
PHP A AGKG QPFSFLPAWRSTGP 
ERATPGPGRPAACSALEAPSLR 
GPSGYSAQEPPRRP1SARI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25313 


55681 


A 


25452 


6 


1442 


RSELIRHSWPRHAQLRGARART 

AVSIRECISVHVGQAGVQIGNA 

CWELFCLEHGIQADGTFDAQAS 

KINDDDSFTTFFSETGNGKHVP 

RAAMIDLEPTVVDEVRAGTYR 

QLFHPEQLITGKEDAANNYAPG 

PPTPGGKESIDLV\LDRIRKLTD 

ACSGLQGFLIFHSFGGGTGSGFT 

SLLMERLSLDYGKKSKLEFAIY 

PAPQVSTAVVEPYNSILTTHTTL 

EHSDCAFMVDNEAIYDICRRNL 

DIERPTYTNLNRLISQ1VSS1TAS 

LRFDGALNVDLTEFQTNLVPYP 

RIHFPLVTYAPI1SAEKAYHEQL 

SVAE1TSSCFEPNSQMVKCDPR 

HGKYMAXCCMLYRGDVVPKD 

VNVAIAAIKTKRT1QFVDWCPT 

GFYKVGINYQPPTVVPGGDLAP 

VQRAVCMLSNTTAIAEAWARL\ 

DHKFDLMYAKRAFWHWYVGR 

GDWKKGEFSEAREDLAALEKD 

YEEVGVDSVEAEAEEGEEY 


25314 


55682 


A 


25453 




618 


SSAGREPDPSDLPRRLCFTHRLP 

AARRWVQLCVHASPEPGGQGV 

CPGRSERMVIRVFIASSSGFVA1 

KKKQQDVVRFLEANKIEFEEVD 

1TMSEEQRQWMYK.NVPPDKKP 

TQGNPLPPQIF\NGDRYCGLLVS 

FSVICIKNPNWHNLFLLIPWSGI 

NPYCEQDSSFSENVGDEILKNS 

GVPRDFTSILIQKERKSEKVKG 

VDQGHR 


25315 


55683 


A 


25454 


3 


424 


SWTMAATIQAMERKIESQAAH 
LLSLEGQTGMA*S*GTPPCCPG 
AAAGSRSSCCAAGSPRSPAASA 
AARTPAAGSPARPTCPPAGSRT 
PRLSSRNQPASSRPSRFDLLGKA 
GEQPAIQSSSPWPESWLPSSTK 


25316 


55684 


A 


25456 


268 


445 




25317 


55685 


A 


25457 


3 


205 




25318 


55686 


A 


25458 


27 


272 


AKCSGQGPGRVRAQGERADHE 

SRLISG\SLQMQNVSLASRRKEE 
EVRAAAAGGAAAGRPRV 


25319 


55687 


A 


25459 


1 


253 




25320 


55688 


A 


25460 


2145 


2399 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25321 


55689 


A 


25461 


174 


1309 


H LLCCRAQRRPQTPPA ARGLE A 

CSEGALKMPEAPP\LLLAAVLL 

GLVLLVVLLLLLRHWGWGLCL 

1GWNEFILQPIHNLLMGDTKEQ 

RINLNHVLAACGSPGNAQSVLG 

GHLTPNCEQKEW/APLNVGDK 

KGQDSWDALISREQPALPCLLG 

NLGAYFGLLQLLRMAR\LLVNQ 

GARLIHHSRFNPDLCPPSPKRMV 

VDFAGVKDKALFQVTLWCGAS 

PETFHPPSLKKKYDVGHNWTW 

V FLDH WKDRY L\PDTLLLE\EC 

G\LLPEGG QLLL AEQRLS SPG A P 

\DFL\AHVSREPACFG\CT\HYQI 

VPWKYRE\VVDGLGRRPI\YKG 

P\GSEAGALTAPPRPPSRALSPK 

PGTEGARPWLLLTLVRLRACVL 

NAKSHARAESLRA 


25322 


55690 


A 


25462 


2470 


3460 


SGPCPRCCAECRPYKTRPRSRV 
PGTHGPGPADHGQPPCCMAGA 
HPPRPQAWMLLQTHSQDCEGK 
VGCGGIFCPCYHHCKHTHHHH 
HHPHHHHYHYHHHNHHQHHH 
HHHHHHYHHYHSHYHHYHHH 
HLHHH\HHHHHHPYPHHYHHH 
RG QDHHPHPHHHH/H HH YHHH 
HYHHHYHPHHHPHHHHQPQH 
HHHQHYHHHYHHHHPHHPHH 
PHHHHHYHYHHHHHHHY\HPY 
PHHYHHHHHHHHHPHPHHHH/ 
HHHYHHHPHHNHYHHHHHPH 
HHHRPHHHHRHQHPHHYHHH 
HPHPCHHHRLHHHHRHHHYHH 
TSSVQGPGSQPAGASLPGQACR 


25323 


55691 


A 


25463 


1 


407 


DAERQEALGIVRRJGTDTEAAT 

CD A r A TUDA A A A A A DirT\/rD 

crAuA 1 VrAAAAAAKJU i VOl 

QPPAMPRRKRNAGSSSDGTEDS 
DFSTDLEHTDSSESDGTSRRSA 
RVTRSSARLSQSSSRJSRSCSKS 
GSLLALRSLLTLPEE* PVVSSSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25324 


55692 


A 


25464 


3 


2539 


RILYIPDGHRAPGASQSGNWEH 

PLLLLEPGNLASSPSMSLAYPHP 

CGLTIHQEHRRAHEELAYTPND 

RASSTGHPAF1EDGNPSPVLAFA 

ASPRPNDSYILKREPPESCEKER 

VFEEATTRGKYGEGAKQETFTF 

ALTLVFIQCVINAVFAKILIQFF 

DTARVDRTRSWLYAACSISYLG 

AMVSSNSALQFVNYPTQVLGK 

SCKPIPVMLLGVTLLKKKYPLA 

KYLCVLL1VAGVALFMYKPKK 

VVG1EEHTVGYGELLLLLSLTL 

DGLTGVSQDHMRAHYQTGSN 

H M MLNINL WSTLLLGM A VSCP 

DQGPELVPRCPFVQALEKPSWK 

N LHQQDLFATC YWHN EGESCV 

SCHGKTLSSKTQGG I LFTGELW 

EFLSFAERYPA1IYNILLFGLTSA 

LGQSFIFMTVVYFGPLTCS1ITTT 

RKFFTILASV 1 LF ANPISPMQWV 

GTVLVFLG STQIILDNLKILNTS 

AKTLLYKTPLSWQELEGERASS 

CAHKRSASWGSTDHRKEISKLK 

QQLQRTKLSRSGKEKERG SPLL 

GDH/VSAGSTEGVPS/RASPQGP 

LSCDSAPACT/VSLEGLNQELEE 

V F VKEQGEEELLRJLD1 PDGHR 

APAPPQSGSCDHPLLLLEPGNL 

ASSPSMSLASPQPCGLASHEEH 

RGAAEELASTPNDKASSPGHPA 

FLEDGSPSPVLAFAASPRPNHSY 

IFKREPPEGC EKVRVFEEATHQ 


25325 


55693 


A 


25465 


845 


1316 


LSLGDSAQCLLPHASWCQVAG 
H PA FLEDG SPSP VLAFA ASPRPN 
HSYIFKREPPEGCEKVRVFEEAT 
S/RRVLTGPFLTSCPDKYNKVHF 
QP\TG S AFCP VNLMKPLFPGMG 
FIFRNCPSNPGISSSPGQPQATTS 
EGSGSLQGLPTAIRAMAAHPYH 
Q 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25326 


55694 


A 


25466 


1077 


1506 


CDACGRRCRTCRTFCLGLQPAG 

LDGHHHRHPDCWFPWSPRHR* 

GMIIDVFSRYSGSEGSTQTLTKG 

ELKVLMEKELPGFLQILTNEDE 

PLVTIPFLSHSCSLAYLLTTSGN 

RVNALLKWLLKLGERWQMTE 

EGIKGQRSGHGPEQAENPLGDS 

VPQDTTKDVPLTQHRLHQGLE 

AGVPKTSVPARPGLPVPALQHA 

QIPGPCERALLHCHNGPQRLQH 

SLQGEEQRETHLRGQDWPCTL 

QMRTLKREVHALPGGRAGGAA 

REGLGAS1CETGEHQMTNFQVP 

RWPPCFPGQAGPVLGTGTRHG 

LDLLSGRPGTVRKGSSVARIMK 

EEVTVTKQSAADLRHTGQGPT 

CCVLSGGRCGSQACSRRPFSLL 

LGDESEPHGRGPFAAALHHRR 

NPLNDVMLVGDDAGPAGHFAS 

VYNPLAWTVTT1VTLTVGFPGV 

RVTDEAGHPVPSQVSGIQRCLQ 

GMKAPPVTVTVSGEKGSCLCA 

SCVLCLEHPYFPLVPWLPPVFR 

DSVIPSSTSPQEAVLADVGFRN 

NVPQRAQLKPQKQILTPF 


25327 


55695 


B 


25467 


31 


783 




25328 


55696 


A 


25468 


846 


1392 


PDPAAHRFGHPTLHPGSLRTSS 
GAGTWYQNPQHHNDHDYYHH 
HHHHDDHHYHYHHHHHHHHH 
HHYHHHHHHHHHHHHHHHHH 
HHHQHHHHHHHHYHHHHHHH 
HHHHHHHHHHHHHDQHHHHH 
HHHHHHHHHHHH/HF/HHHDH 
HHHHHHHDHHHHHHHHHHHH 
HHHHHHHHHHHHHDH HHHHH 


25329 


55697 


A 


25469 


181 


412 


LRSDQQTRKFVSRSSGACSPPTT 
TELSWPPSLLPSL*FHSPSSQP* 
MNHSASTTSPLPSFITERESILAT 
EWDTARN 



3389 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25330 


55698 


A 


25470 




848 


MPSLNTIVSPLGSPHTSLIPPML 
LSANLPFDTTIM IKLQTACSAPI 
HNLQRPCGENLRTSTFVRRLDR 
NLVKSPQPGGGGQPSRQWEAR 
GAEPQGRRDPSEVQ/RPAGRGF 
GR1SRAPRKPSRAPTPTQGLGPP 
LGAGGQGSLASCRPARKNARPP 
TRAAAHSAHPHSHWHSHARPQ 
PQSPSAAGQSGDPWPPARVPPP 
PLLRL PQRRT AG RTP VD A PA RG 
IFTLSLSSSHSKSSGKHRGARKT 
PEMWPLFRGSLSKLSRRRK.VSP 
SAALHWRLRRTQKRLCC 


25331 


55699 


A 


25471 


92 


1083 


TMRTHGHRKGN1TPWGLSGVG 

GL/ETGRALGE1PNVDEGLMGVI 

AAVAIVLVSLLFVMLRYMYRH 

KGTYHTNEAKGTEFAESADAA 

LQQRERALDSSRDSHLETLGAC 

PGRNGGGLALQEATPRDPGRR 

WPPQRPPFAPRRWEKIWAHGPL 

GSAGQHQLTGRKVLVEGLGCI 

CMAHTDLQNTSVAKMA1NRPN 

EYAQVSLENDVSCKVKAVQAP 

QRLHWPSVDADTGGRGAVHIA 

FPKHVEPETPFAHT1PARNSWT 

KWSSEH1LETLSPQKPALPWAP 

RQQGRPLGLTAPISKRLGPGDG 

PEGEAGERLAQAHF1NTRPPST 

GPPGTPAAD 


25332 


55700 


A 


25472 


73 


424 


RPGMWSTRSPNSTAWPLSLEPD 

PGMASACTTMHTTTIAEPDPG 

MSGWPDGRMETSSPT1MDIVV1 

*CA1AAEAIVLVSLLFVMLRYM 

YRHMGTYHTNEAKGTGVADS 

ADACPAGDPA 


25333 


55701 


A 


25473 


139 


546 


RPGMWSTRSPNSTAWPLSLEPD 
PGMASASTTMHNYHHCRSLIPG 
MVSGWPDGRMETSTPTIMDIVVI 
AGV1AAV\AIV\LVSLLFVMVAL 
TCNRA/HRGTYHTNEAKG\TEF 
AESADAALQG\DPAL\QDAGDS 
SRK\EYFI 


25334 


55702 


C 


25474 


142 


408 





3390 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


25335 


55703 


A 


25475 


44 


727 


ARAGSRSRGLPFCGTAGPPPKA 
TLWGGLLRLGSLLSLSCLALSV 
LLLAQLSDAANTMFEDVRCKCIC 
PPYKENSGHIYNKNISQKDCDC 
LHVVVDPMPVPGAYNVEAYCLR 
CECKYEE\RSS\STIKVTIIIYLSIL 
GLLL\LYMVYLTLVEPILKRRLF 
GHAQLIQSDDDIGDHQPFGKCT 
RCASPLPQFEPTCWNKVEYAQ 
QALESFQVQEQRKSV\FDRACC 
PQLNLGN 


25336 


55704 


A 


25476 


11 


1323 


VVLLVSVNTEAEESEKAATEQR 
/PLEGTDQTLDVEEEQEESKAA 
ACGSKKRVVPGIVYLGHIPPHF 
QPLHVRNLLSAYG/RSPSHYDL 
WNLKYLHHFTWSHHSEHLAFE 
RQVC\HRQHLRVEVTQAKCETI 
FYLQSVEWGQCFLAVDGDLAH 
PDGSWTFAQRPTEQELRARKA 
AQPVGKVLNYYPTQLSLECEVP 
SQPMGTGHSHRGLCQDVKVIN 
VPVSFVWCALVAGLLVVVPPPP 
PQAPEAEVSDISLKRGLQREIEQ 
CRRDIQNFPFPCASEELASQLFP 
LMEVPQGRGTTGFMNAPLTTS 
EVRGLKKELKPLLDDPERVAEQ 
IDQFLGSKLYTWTELMSILGILF 
SKEERNMICRAAMGAWERDYP 
AGQNIPAADVTFPARDPQWNN 
NN A AHQKNMRDLQELIIKG IKE 
SAPRPQNLTKAFDEQQEKDEGP 


25337 


55705 


A 


25477 


1 


490 


GTSGTRPLVSVNMEAEESEKAV 
ATEQEPLEGTEQTLYAEEEQEE 
SEEAACGSKKRVVPGIVYLGHI 
PPRFRPLHVRN LLSAYGEVGRV 
FFQAEDRFVRRK.K.KAAAAAGG 
KKRSYTKDYTEGWVEV\RDTR\ 
IAKRVA\AALLK*PMGARRRSP 
FRYDLWNLKYLHR 


25338 


55706 


A 


25478 


2 


574 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25339 


55707 


A 


25479 


160 


1548 


KTSSQTLSLALTM FQRLN KM F V 
GEVSSSSNQEPEFNEKEDDEWI 
LVDFIDTCTGFSAEEEEEEEDIS 
EESPTEHPSVFSCLPASLECLAD 
TSDSCFLQFESCPMEESWFITPP 
PCFTAGGLTTIKVETSPMENLLI 
EHPSMSVYAVHNSCPGLSEATR 
GTDELHSPSSPSILPNKMLSVHV 
GTAIHNQAALCQSVESYWQCGI 
QLLTQFQSQSKLGQLLAATCKE 
LPGPKESRRTAKDLWEVVVQIC 
SVSSQHKRGNDGRVSLIKQRES 
TLGIMYRYVLEPLVLTIILSLFV 
KLHNVREDIVNDITAEHISIWPS 
SIPKKQMSSRTFMSQEETVCRA 
AHTPSLPEEKWVEQLIYALVVA 
AAR1MAMWGPNAAWLVFLAA 
AGPPPLTPPHSPP/PPPPPPALGR 
WMGPPLRDSASGLPRPPPGRISE 
DSGAWACGPALCPRPAIPSPAP 
ALRVPEALRLWGTCSV 


25340 


55708 


A 


25480 


1 


380 


FTSPKTARNWGWLMQVRNQR 
LVLGKAGGKKGSPLEQRGGNG 
HHGGTRLICALV\LVS\MRPLAT 
FAEPQTETCTVAPRERQNCGFP/ 
GVSRPPQCANKGCCFDDTWRG 
VPWCFYPNT1DVPPEEECEF 


25341 


55709 


A 


25481 


3 


2367 




25342 


55710 


A 


25482 


2 


1230 


WRRSRRRRPPAPQAGGGDFRA 

G1SPPTGKKSLGLMEPQGNHYR 

CRCLQVAGSQAWARCVSMPEL 

VVQKVVGHP/LVLLSVVDHFNR 

IGKVGIQKCVIGLFWGSWQKK 

VLDVLNSFAVPFDEDDKDNSM 

WFLDHDYLENMYGMFKKVNA 

RERIVGWYHTGLKIHKNGITIN 

ELMKRYYPNSVLIIIDVNPKDL 

GLPTEAYISVEEIQDDGTPTLKT 

FEHVTSEIGAESYLEKVATGKL 

RINHQIIYELQDVFNLLPDVSLQ 

EPIKAFYLRTNDQMVVVYLASL 

IHSVGLTDPFCWALHNLINNKI 

ANQDGDKKEGQEKKES/KKDR 

KADKGKDKDKEKSDVKKEQK 

NHCLKEKYRFRQDSLPDDPRVL 

GLELTPPVARQYSPQDLSE1PRH 

ADFRCDPAHFQLWWSQGETPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25343 


55711 


A 


25483 


3 


1042 


DRYCCRCLRVAGSQAWRAGC 

VAMPELAVQKVVVHPLVLLSV 

VDHFNRIGK.VGNQKRVVGVLL 

GSWQKKVLDVSNSFAVPFDED 

DKDDSVWFLDHDYLENMYGM 

FKKVNARERIVGWYHTGPKLH 

KND1A1NELMKRYCPNSVLVIID 

VKPKDLGLPTEAY1SVEEVHDD 

GTPTSKTFEHVTSEIGAEEAEEV 

GVEHLLPDIKDTTVGTLSQR1TN 

HVHGLKGLNSKLLDIRSYLEKV 

VTGVKLPINHQIIYQLQDVFNLL 

PDVSLQEFVKGFYLKTNDQMV 

VVYLASL1RSVVALHNLINNKI 

ANRDAEKKEGQEKEESKKDRK. 

EDKEKDKDKEKSDVKKEEFCKE 


25344 


55712 


A 


25484 


257 


1566 


GLEHLCNPRWPLLFLRAMDST 

VPSALELPQRLALNPRESPRSPE 

EEEPHLLS/SLAAVQTLANVIRP 

CYGPHGRQK.FLVTMKGETVCT 

GCATAILRALELEHPAAWLLRE 

AAQTQAENSGDGTAFVVLLTE 

ALLEQAEQLLKFGLPRPQLR/EA 

Y ATATA/EEKQ VGQL/AAAG IN 

VAVVLGEVDEETLTLADKYGI 

VV1QARSRMEIIYLSEVLDTPLL 

PRLLPPQRPGK.CQRVYRQELGD 

GLAVVFEWECTGTPALTVVLR 

GATTQGLRSAEQAVYHSIDAYF 

QPCQDPRL1PGAGATEMALAK 

MLSDKGSRLEGPNGPAFLAFAR 

ALKYLPKTLAENAGLAVSDVV 

AEMSGVHQGGNLLMGVGAEGI 

1NVAQEGVWDTLIVKAQGFRA 

VAEVVLQLVTVDE1VVAKKSPT 

HQQIWNPDSKKTKKRPPPVEK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25345 


55713 


A 


25485 


145 


1918 


PLEYFQRSVSGVPQLLFLEHLC 

NPRWPLLSLRAMDSTVPSALEL 

PQRLALNPRESPRSPEEEEPHLL 

SSLAAVQTLASVIRPCYGPHGR 

QKFLVTMKGETVCTGCATAILR 

ALELEHPAAWLLREAGQTQAE 

NSGDGTAFVVLLTEALLEQAEQ 

LLKAGLPRPQLREAYATATAEV 

LATLPSLAIQSLGPLEDPSWALH 

SVMNTHTLSPMDHLTKLVAHA 

CWAIKELDGSFKPERVGVCALP 

GGTLEDSCLLPGLAISGKLCGQ 

MATVLSGARVALFACPFGPAH 

PNAPATARLSSPADLAQFSKGS 

DQLLEKQVGQLAAAGINVAVV 

LGEVDEETLTLADKYGIVVIQA 

RSWMEI1YLSEVLDTPLLPRLLP 

PQRPGKCQRVYRQELGDGLAV 

VFEWECTGTPALTVVLRGATT 

QGLRSAEQAVYHGIDAYFQLC 

QDPRLIPGAGATEMALAKMLS 

DKGSRLEGPSGPAFLAFAWAL 

KYLPKTLAENAGLAVSDVMAE 

MSGVHQGGNLLMGVGTEG1IN 

VAQEGVWDTLIVKAQGFRAVA 

EVVLQLVTVDEIVVAKKSPTHQ 

E1WNPDSKKAK\KHPPPVETKKI 


25346 


55714 


B 


25486 


1 


642 




25347 


55715 


A 


25487 




395 


FLPVN LTH DWQG SS AL ATLERP 
LSQVRLKRFVGTLIAFMVSAIVI 
LATASMAVAS1TESVQTAAF1D 
NMARNVSNKLLLQQGIDQKIL 
ALLQSLEAALEYVGEQQDALA 
FQQQ*NCNWGHKHICIISLPWN 


25348 


55716 


A 


25488 




358 


H EPMCGETHQALQGAMEKL W 
SRFMELMQE/KKVDLKERVEEL 
EHCCI*LSGERQTPSGSGKPGHG 
KESCTLVRGAPASESCPPAGEYI 
ALYQSQRAVRKEEECISRLAQD 
KGEVKVKLLE 


25349 


55717 


A 


25489 


1 


250 


VQCGG 1 PPGQNNKEEME VLPEP 
PPPINRKKDKSYATAMGPFLRQ 
EALSGELLACLV1QD*QGNWV 
YKPISFNIYKKLRKSIRG 


25350 


55718 


A 


25490 


1 


702 




25351 


55719 


A 


25491 


1 


252 




25352 


55720 


A 


25492 


1 


122 


LAPLVTYFSSLSLGFFNLKGKL 
APSSWRC*GLNE1IRGKH 


25353 


55721 


A 


25493 


3 


505 





3394 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25354 


55722 


A 


25494 




3345 


MRVGFRDIVGSLSEYSFGCPVN 

YEVFHSVW1TILCCLMANDRKP 

QFLYFFQFFSFHGGRNLMSSFH 

PGNGHNDSRRSVFYANEKWEF 

LD PTPKDLEES I VQEEKKEPTPE 

GNKVSQRLKNLPHTSLKAKQL 

LQTSSTN RGTVITATRLAFDLRT 

QSTKCSH PASGSSG HSTDFQLE 

GEWGLWDLGTKGFKLPYSLSI 

DIDNVKSPHFPHELKTLTVSLGS 

NRRMGLEKKECHQKQGALREQ 

LQVHIQNVEILVSE 


25355 


55723 


A 


25495 


296 


1350 


TLWLQGEQPSTQE1HEKV/LNE 
AMGAMMYHTIILTREDLEKFK 
APRV1VQIGSGYDNVDIKAASE 
LG1AVCNIPSAAVEETPDSTICHI 
LNLYQRNTWLYQALRGQAVA 
VRAKAFGFSVIFYDPYLQDGIE 
RSLGVQRDLLYQSDCVSLHCN 
LNEHNHHL1NDFTIKQMRQGAF 
LVNAPHGGLVDKKALAQALKE 
GRIRGAALYVRESEPFSFAQGP 
LKDAPNLICTPHTAWYSKQASL 
EMREAAATEIRRAITGHIPESLR 
NCVNKEFSVTSAPWSVIDQQAI 
HPELNGATYRYPPG1VGVAPGG 
LPAAVEGI1PGGIPVTHNLPTVA 
HPSQAPSPNQPTKHGDNREHSN 


25356 


55724 


A 


25496 


694 


1185 


PKPFKEGT1RGAALDMHESEPF 
SF AQGPLKN APN L I CTPHTA WY 
SEQASLEMREAAATEIRRAITG 
CIPESLRNCVNKEFFVTSAPWS 
VIDQQA1HPELNGATYRYPPGV 
VGVAPGGLSAAMEGIIPGGIPV 
THNLPTVAHPSQAPSPNQPTK* 
MK*KQMGEVA*GAARIRGETL 
GLNGFGCTGQA/VAVRAKAFG 
FSVIFYDPYLQDVVERSLGVQR 
VYTLQDLLYQSDCVPLHCNVN 
EHNNH LIN DFTIKQMRQG AFLP 
PKPFKEGT1RGAALDMHESEPF 
SFAQGPLKNAPNLICTPHTAWY 
SEQASLEMREAAATEIRRAITG 
CIPESLRNCVNKEFFVTSAPWS 
VIDQQAIHPELNGATYRYPPGV 
VG V APGGLSA AMEGIIPGG I PV 
THNLPTVAHPSQAPSPNQPTKH 



3395 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


25357 


55725 


A 


25497 


290 


1251 


PFMLYVS1STLYIAFCHILNLYR 

RNTWLYQALWEGTRVQSVEQ 

MGEVA*GAARIRGETLGLNGF 

GCTGQA/VAVRAKAFGFSVIFY 

DPYLQDVVERSLGVQRVYTLQ 

DLLYQSDCVPLHCNVNEHNNH 

LINDFTIKQMRQGAFLVNAARG 

GLVDEKALAQALKEGTIRGAA 

LDMHESEPFSFAQGPLKNAPNL 

ICTPHTAWYSEQASLEMREAA 

ATE1RRAITGCIPESLRNCVNKE 

FF VTS AP WSVIDQQA I HPELNG 

ATYRYPPGVVGVAPGGLSAAM 

EGIIPGGIPVTHNLPTVAHPSQA 

PSPNQPTKHVDNREHPNEQ 


25358 


55726 


A 


25498 


1 


1538 


MLLQKTQFEYAFKKKRKLEES 

KKRGAGPASSDPRWRGSSQTA 

PHASEVSGAPLGRSCETTRDTG 

VG PSPRQWLG AG AGTWQHRA 

RAASTPSSRGLRALQTWGGGE 

VMNGPLH\PPPPRVALLD/SRNC 

TV EMP1 PKDL ATM A FCDTH STQ 

EIHEKILHEALGAMRYHTITLA 

RADLEKFKALGVIVRIGSGYDN 

VNIKAACELEIAVCNIPSAAVEE 

TANSTICH1LSLYRRNTWLCQA 

WARKHVCYSMGQ1REVALGG 

AHIGGETQG\LIGFGSTGQAVPV 

RAEAFGFSVIFYDPYLQDG1ERS 

LGVQRMSQGAFLVNAARGALV 

DEKALAQALNNGKI R/G A ALDV 

PQSELFSFAQG\SLEMREAAATE 

IRRT1 TGCIPESLRNC VNKEF F VT 

SAPWSV1DQQAIHPELNGATYR 

YLPGFVCVAPGGLPAATEGIIPG 

GIPVTHNLPTVAHPSQAPSPNQP 

TKHGDNPEHPNEQSRECRKVII 

QIHLRPRDSEKLMNSEKTNLTV 

FLADSGHMHY 


25359 


55727 


A 


25500 


1 


2595 




25360 


55728 


A 


25501 


561 


1023 


SGHDAYREQIQEYRVISLLLNP 
N\DHVNKCQSTNDAYPTGFRIA 
VYSSLIKLVDAINQLREGFERK 
A VEFQDI LKMG RTQLQD A VPM 
TLGQEFRAFSILLKEEVKNIQRT 
AELLLEVNLGATAIGTGLNTPK 
EYSPLAVKKLALKSLAFVGNLF 


25361 


55729 


A 


25502 


2 


227 




25362 


55730 


A 


25503 


262 


428 





3396 



WO 01/075067 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25363 


55731 


A 


25504 


389 


2310 


ATSGPPGRSLGSACTIWVLVWT 

GSIPIYSFHGKVEKYMCFHNMS 

DDTWSAKVFFPLEVFGFLLPMG 

IMGFCCSRS1H1LLGRRDHTQD 

WVQQKACIYS1AASLAVFVVSF 

LPVHLGFFLQFLVRNSFIVECRA 

KQSISFFLQLSMCFSNVNCCLD 

VFCYYFVIKEFRMNIRAHRPSR 

ATEEVSKNLVAMKEILYGTNE 

KEPQTEAVAQLAQELYNSGLLS 

TLVADLQLIDFEASLGLHGLEQ 

AVDLALPIAQAQGEVLNNGKC 

MDQFPVDVYQGGAGT\YVNMS 

TNEVLANIGLGLMGHQKGEYQ 

YLNPNDHVNKCQSTNDAYPTG 

FRIAVYSSLIKLVDAINQLREGF 

ERKAVEFQDILKMGRTQLQDA 

VPMTLG\QEFRAFSILLKEEVKN 

1QRTAELLLEVNLGATAIGTGL 

N TPKE Y SPL A V KKL A E VTGFPC 

VPAEDLIEATSDCGAYVMVQG 

ALK\RLAVKMSQI\CMDLRLLSS 

GPPG\SSIMPAKVNPVVPEVVN 

QVCFKVIGNDTTVTMAAEAGQ 

LQLNVMEPVIGQAMFESVHILT 

NACYNLLEKCINGITANKEVCE 

GYVYNS1G1VTYLNPF1GHHNG 

DIVGKICAETGKSVREVVLERG 

LLTEAELDD1FSVQNLMHPAYK 


25364 


55732 


A 


25505 


133 


375 




25365 


55733 


A 


25506 


3 


505 


ARGREGVSRRERPLLSARRLGA 
EWDSAGAETASGLQVPRLGGS 
WPQTSVFSAAVKARGCRIATLP 
MDL1GFGYAALVTFGSIFGYKR 
RGGVPSLIAGLFVGCLAGYGAY 
RV\SNDKR£CKKCHWFTAFLPG 
LPSMGVRFKRSKKIMPAGLVA 
GL\SLM\MILRLVLLLL 


25366 


55734 


A 


25507 


244 


696 





3397 
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SEQID 
NO: 


SEQIDNO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


25367 


55735 


A 


25508 




1442 


MGQLHQAQASADIATSRLQQT 

SLTDVTRHQQFFSTYNTDDFIQ 

FT ATY REQTRTRRQRQ Y A VNH 

VTFFFGKCTFRDRHRHRVIGIVL 

NIGLTFPAHQTQDGIGSTRSQR 

QSRLVANKVATRNLVKHFDDD 

REANRGIQEAQTEHHHRGVLV 

NESRQRFGCQQHNRHRNHYRR 

HHHRQMVNHPYCSNYRIQRED 

GVKDDN LCDDHPETGIQLYASL 

LLQVFFFAANIYGWYAWSRQT 

SQNEAELKIRWLPLPKALSWLA 

VCVVSIGLMTVFINPVFAFLTR 

VAVMIMQALG\LQGVMPELQA 

DAFPVWDSCMMVLSIVAMILM 

TRKYVENWLLWVI1NVISVVIF 

ALQGVYAMSLEYIILTFIALNGS 

RMWINSALIHQVVLDLIQQGIVI 

VWRDHLHMQRLHRLLAYHPC 

MYLVHIADFRDFPAHTRLQVQ 

RFPAIPVHLQVIHSRYLSTVATR 

YAESEATPVSGALGLLCPTLPIV 


25368 


55736 


A 


25509 


133 


375 




25369 


55737 


A 


25510 


2 


471 


AFAQRETAGRRVGQRWCGDCF 

RTPGTALGGSWPQTSVFSAAV 

KARG CRI ATLPMDL IG FG Y AAL 

VTFGSIFGYKRRGGVPSLIAGLF 

VGCLAGYGAYRV\SNDKRECK 

KCHWFTAFLPGLPSMGVRFKRS 

KKIM\PAGLVAGL\SLM\MILRL 

VLLLL 


25370 


55738 


A 


25511 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGOAQRLLARAEKKAAG 
KGDVPTKRPPVLRAGVNTVTT 
LVENKKAQLVVIAHDVDPIELV 
VFLPALCRKMGVPYCIIKGKAR 
LGRLVHRKTCTTVAFT 


25371 


55739 


A 


25512 


59 


882 


SRLKNASIFVASPSGKKAKGKK 

VAP/APAVVKKQEVKKVVNPLF 

EKRPKNFDIGQDIQPKRDLTSFV 

KWPPLYQRQRAILCKWLKVPP 

EINQFTQALDHQTAALLLQLAH 

KYRSETKQEKKQRLLALAKKK 

AAGKGGIPTKRPPVLRAGVNTI 

TTLLENKKAQPVVIAHDVDPIE 

LVVFLPALCHKMRVPYCIIKGE 

ARLGRLVHRKTCTTVAFIQVNS 

EDKGALAKLVGA1RTDYNDRY 

NEIRRHWGGNVLGPKSVACIG 

KLEKAKAQELATKLG 



3398 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25372 


55740 


A 


25513 




833 


GTRPKMPKGKKAKGKKVAPAP 

AVVKKQEAKKVVNPLFEKRPK 

NFGIGQDIQPKRDLTRFVKWPR 

YIRLQRQRAILYKRLKVPPA1NQ 

FTQALDRQTATQLLKLAHKYR 

PETKHEKKQRLLARAEKXAAG 

KG\DVP\TKRPPV\LRAGVNTFT 

PLWENKKAQLVVIAHXDVDPM 

RGWLSFLPALACRKMGVPYCIIK 

GKVARLGRLVVHRKTCTTVVAFT 

QVNSESQRRLWAKLVEAIRTN 

YND\R Y DEIRRHWG GN DLRPK\ 

SVARI\AKLEKAKAK\ELATKLG 


25373 


55741 


A 


25514 


1 


1176 


MEKELVDHTGLFLSAHASEAL 

ALKLM1YSEVAHKLRAVRSQH 

PDMGVSLPLTPANSCPKTIERM 

RRSRELEREKDQSIETDHLPWA 

FGSTFLKTPLSCKTLMKY1CYA 

FIINLSFVKGVSAVTLMMSEES 

NMQMQFSVS1TSGFGPFKSHIIA 

AIP-NAERKESQGEKMAPAPAVI 

KKQEAK.EVVNPLFEKRLKNFGI 

GQDIQPQRDLTRFVKWPH Y 1RL 

QRQRAILSVAHKYRPETKQEKK 

QRLLAQAKKKATSK/ED1PTKR 

PPVLRAGVMMVTTLVENKKAQ 

LVMTAHDVDP1ELAVFCLPAPC 

CKKGVPYCI IKGKARLGHLVHR 

KTCTTVVFTKVNSEDKGALAK 

LVEAIRTNYDRYDE1HCHWGG 

NVLGLKSVAHI1KLEKAKVKEL 


25374 


55742 


A 


25515 


2 


524 




25375 


55743 


A 


25516 


144 


412 


AGSCPFAAGPGPLGSGRCFVLIR 
FIL1QN RAGKTRLAKW\YMQFD 
DDEKQKL I\E E VH A V VT VRD A K 
HTNFVGVSGTFKIILPPLWLASN 


25376 


55744 


A 


25517 


38 


476 




25377 


55745 


A 


25518 


235 


892 


RSRVGTNRLFGETYPRASPGPQ 
STALLTAYKKMTDLVAVWDV 
ALSDGVHKIEFEHGTTSGK/REV 
VYVDGKEEIRKEWMFKLVGKE 
TFY VG AAKTKS/ATINI DAISGF 
AYEYTALEINGKSLKKAYMEDRF 
KNPPI L WVLHM\DG\ENFR1 VLE 
KDAMDVWCNGKKLETARDFC 
KMSDTISDDTKVDEQERALSRT 
PEDKWNFRPAVPMRGERGSPS 
HCGQAH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
nUSSN 
09/540,217 


Nucleotide 
ocation of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


25378 


55746 


A 


25519 


1 


1233 


MQLKFPGRQK1HISKKWGFTKF 

NADEFEDMVAEKRLIPDGCGV 

KYIPNRGPLDKCHHGKCVATG 

TSYMCKCAEGYGGDLCDNKN 

DSANACSAFKCHHGQCHISDQ 

GEPYCLCQPGFSGEHCQQGLLG 

GVREMLRCKVRSNIVTMKAKL 

SFRICMTLTILANMWPRPILGG 

VDQIPI KPKSKVL YLG A ASGTT 

VSHVSDI IGPDGLVY A V EFSHR 

AGRDLVNVAKKRTNIIPVLEDA 

RHP/HQPDQ\ARSVALNAHTFLR 

NGGHFLISIKANC1DSTASAEAV 

FASEVRKLQQENLKPQEQLTLE 

PYERDHAVVDYSSSSATEQRRT 

ENDSDKLTEVGFRKLVINFSKL 

KEDVRTHHKEVKNLEKRLDEW 

LTRINSVEKTLNDLMEAENHGT 

KKYVTQAQASVAYL1KWKKG 


25379 


55747 


A 


25520 


78 


978 


AAGHSAKKSCLSLLPAWSFPLG 
STRAQWHVRRLQARISGGGRH 
RCGRRGQ\GKTRRRMGPMVVS 
VEPHRHEGVF1YRGAEDALVTL 
NMVPGQSVYGERRVTVTEGGV 
KQEYRTWNPFRSKLAAA1LGG 
VDQIHIKPKSKVLYLGAASGTT 
VSHVSDI1GPDGLVYAVEFSHR 
AGRDLVNVAKKRTNIIPVLEDA 
RHPLKY RMLIGM VDV1F A DV A 
QPDQSRIVALNAHTFLRNGGHF 
LISIKANC1DSTASA\EAVFASEG 
EKLQQENLKPQEQLTLEPYERD 
HACVWGVYRPLPKSSSK 


25380 


55748 


A 


25521 


230 


314 


QMPGNNPAFSA*CDAGASYQA 
YVNSAIY 


25381 


55749 


A 


25522 


1360 


1848 


RFRALV/TEGFSLRELFPVATVL 
VASSTWTKRFIFLLAADWRLA 
LRRSRTHPFVRKQELTVYTLKN 
ELENLLTNVVNQAQQGGKVML 
DSVPVDPNMLNQFQSTMPQVK 
EQMKAAGKDPVLLVPPQLRPL 
LARYARLFAPGLHVLSYNEVPD 
ELELKIMGALM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


?Sucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25382 


55750 


A 


25523 


91 


1184 


AAACSPPPPARLTYGSETLRGG 
DCSKMAAGCCGVKKQKLSSSP 
PSGSGGGGGASSSSHCSGESQC 
RAGELGLGGAGTRLNGLGGLT 
GGGSGSGCTLSPPQGCGGGGG 
GIALSPPPSCGVGTLALSTPAAA 
TSSSPSSSS/APASSSSPGSRKAM 
VVSTE\MC\CFCFDVLYCHLYGI 
\QQP\RPPRFTNEPYPLFVTWKIG 
RDKRLRGCIGTFSAMNLHSGLR 
EYTLTSALKDSRFPPMTRDELP 
RLFCSVSLLTNFEDVCDYLDWE 
VGVH\G1RIEIHQCKKASKR\TA 
TYLPEVVAKEQGWDHIQTIDSLL 
RKGGYKAP1TNEFRKTIKLTRY 
RSEKMTLSYAEYLAHRQHHHF 
QNGIGDPLPAYNHYS 


25383 


55751 


A 


25524 


3 


154 




25384 


55752 


A 


25525 


575 


1707 


TA LLLTQSLFGGLFTQTHMRFG 

AVTRPNRKTGNSKKQSTSPPPK 

ERSSSPATEKSWMENDFDELRE 

EG FRRSN YSELREDIQTKGKEV 

EN FERNLEECITRITNTEKCLKE 

LM ELK.TKARELCEECRSLRSRC 

DQLEDCLLKKLHSHQANPEFDL 

ITEHLTLCIRJ S1Q1 KAYLSLSKA 

QSSLSHRPPTYLAYLFNGFRLF 

KNLKAYLHPGEINSF1AHTKPV 

WWSLHTDAHE1WCRDSDLKLV 

PTL PLIPLEAAL RN 1THSLSIPPP 

KNFRRPNTSTLFCVIFLINIRRQE 

YQASEPKPSHRIPCDLQRIKYLG 

IQLTRDVKDLFKENYKPLRNEI 

KEDTNKWKNIPCSWVGRINIVK 

MAILPKPLLVIPRQTGSGMDPQ 

QTSGDLQKCLTVLRKTNKQKAI 

ASTSRKRMTMQKLHLKEKL1NS 

K.DQRTNDKNHMII SID AEKA FN 

KTEHRFMLKTLNKLEINSRWIK 

DLNVKPKTIKTLEENLGNTIQDI 

VMDKDFMTKTPKAMATKAKI 

DKWDLIKLKSFCTAKETII RV Y 

RQPTERESIFVIYPSDKGLISRIY 

KELAIPGKGNSSNVSKDSKMSK 

HQKMQGENKHD 



3401 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25385 


55753 


A 


25526 


110 


569 


TALLLTQSLFGGLFTRTRMKFG 
AMTRJG\DLPWEINPLSSCSLLC 
EKH PPTTSG PQTDQPKKHLTNF 
KSETKETCFIHEPKTLAPVTDW 
EGSLPLVFNHCRDGLSDHSATF 
QGCQTMQGCLPWSFTLSGKSR 
FSGEGANHHGHRASGNSHSGS 


25386 


55754 


A 


25527 


2 


464 


LFGGLFTRRRMKFGAVTRIRVDF 

PWEINPLSSCSLL/CEKDPRTTS 

GPQTDQPSKHLTNLKSASTPPP 

YNPFITSPPHTRSGLQFRSTSSPP 

APAQQFTLKKVAEAKGIVKVN 

APFSLSDLSQISVRLGSFIKYEKS 

SPVHGSFGSNPETLYSPRP 


25387 


55755 


A 


25528 


162 


206 




25388 


55756 


A 


25529 


74 


446 


TAMLLTQSLFGGLFTWTRMKF 
GAVTRIGVDLPWErNPLYSCSLL 
SRFKKIKACYHSPATSWPFKTY 
KLSLQLPHFTCPKTRQALQVSS 
GAVPYQPNCFAYPPCGAQPVPS 
FVLNTFLHNSLCRA 


25389 


55757 


A 


25530 


66 


311 


FGAVTRIG\DLPWEINPLSSCSLL 
REKEPPTTSGPQTNQAKKHLTN 
FKSGACYTCRK.SGHWAKECPQ 
PGIPPKPRPIC VG PH 


25390 


55758 


A 


25531 


728 


825 


MKFGAVTRIG\DLPWE1NPRSSC 
SLLHEKDPPM 


25391 


55759 


A 


25532 


291 


311 


TALLLTQSLFGGLFTQTHMKFG 
AVTR1*NKKNNTK 


25392 


55760 


A 


25533 


1 






25393 


55761 


A 


25534 


245 


487 


TALLLTQSLFGGLFTQTRMKFG 
AVTRJG\DHPWEINPLSSCSLFQ 
EKDPPTT/SG PQTDQPKKHLTNF 
KSTSFVFSSCIPPP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25394 


55762 


A 


25535 


818 


2391 


TALLLTQSLFGGLFTQTRMKFG 

AVTRIG\DIPWEINPPSSCSLFLP/ 

RLPLLHFPGAGPSTPQPLL/HSPS 

AASPAFLGQGQDLINLVFKVYN 

NRKKLQFLASTVTQTPATSPAH 

KNFQTPEPQQPGVPPEPPSPGAC 

YKCQKSGHQAKECPQLRIPHLS 

YAWTFNDNPLYVQEDNRRFVS 

QETGNLY1AKVEPSDVGNYTCF 

ITNKEAQRSVQGPPTPLVQRTD 

G V M G E YEPKIE VRFPETIQ A A K 

DSSVK.LECFALGKIDDSIREKG 

AIRIKPSS1LMRCNCLVQSPILVG 

EGWTGARCQGKSSTANPKLSL 

KSRTSNKKMK.AFMSALQATFE 

EETLQRVNSFFMHNVLDNCLLP 

NSGTCLFETAPPEWEQKIQNTH 

LS1YDNLLWECKASGKPNPWY 

TWLKNGERLNPEERIQIENGTLI 

ITMLNVSDSGVYQCAAENKYQI 

1YANAELRVLGSQLVHFRENGT 

CLSDEV1RDSDFMSGMTVVHAF 

TSGSQGTTTENQDELQIKFISAR 

HSQATEG1NSTSAKFD 














IASLLTQSLFGGLFTWTHMKFG 
AVTRT/RGDLPWE1NPLSSCSLL 
HEKDPPTTSG PQTDQPKJCHLTN 
FKSAQLKASGK/DLQKPYQHFQ 
TLQQLLPLQWAPCYGPSSVSI 



3403 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25396 


55764 


A 


25537 


2 


2204 


IDMIFTPGPPSTPKHKKSQKGSA 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFLVDMHMQHMERLQVQ 

VTEYYPTKGTSSPAEAEKK.EDN 

RYSDLKTIICNYSETGPPEPPYSF 

HQVTIDKVSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLP1LTLLDSRVSCHSQADL 

QGPYSDR1SPRQRRSITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSEILQKQVG 

QSITSMLG FLSRGPSMKLCMGL 

AC VLSL WNTVSG I KGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

A KFPTRYC YCLNNRTN DLSDFT 

ALLVDIIGNSTSYLTEIFKSTSIL 

SVNQSNESDCIFICVMTGKSGR 

1MLSDFWEIEEKYPIINYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTRIG\DLPWEINP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKSAARPTFLGQGQVPLNPF 

SFTLSGKSCFPRRQEPPNRLFPH 

PNLLSLCPNPLFLCPNPFSTFLE 

GKNHHPHPFSVSQVFSLGLPPS 

LWEHSPMAHRLRVQPRQQPPDI 

HKQVISLQSGHSLLVKSQSWSQ 

DPIKFQLPHHHKNTASVC1NPSV 


25397 


55765 


A 


25538 


110 


542 


TALLLTQSLFGGLFTRTRMKFG 
AMTRIG\DLPWEINPLSSCSLLC 
EKHPPTTSG PQTDQPKKHLTNF 
KSETKETCFIHEPKTLAPVTDW 
EG SLPL VFNHCRDGLSDH S ATF 
QGCQTMQGCLPWSFTLSGKSR 
FSGEGASCSLPG 


25398 


55766 


A 


25539 


1 


781 


MPLQPLATPFTSPGSPSVAQVT 
TNTGEPGFAQQEYAETPQTTAR 
PPHPHPALRALQASVHQTPRLG 
DCLGSSESATALHGSGEPNKLA 
PPGRPTERGGLFKCSVPLRTVR 
GCRAGLRGTETVPSSLQRQPAG 
D VG WINN K.STT A LDRTPTDTQ 
RTRRPRPPKQKQRGRALKERPR 
DSDSAREGPLKAVAGLFGGLFT 
RTCMKFGAVTRIG\DLPWEINPL 
SSCSLLH EKDPPTTSGPQTDQPK 
KHLTNFKSDLLSLATED 



3404 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in tSSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25399 


55767 


A 


25540 


1571 


1781 


TALLLTQSLFGGLFTRTRMKFG 
AVTRJG\DLPWE1NPSSSCSLLRE 
KDPPTTSG PQTDQPKKHLTNFK 
SA 


25400 


55768 


A 


25541 


2150 


3195 


TVLLLTQSLFGGLFIWTRMKFG 
AVTRJG\DLPWEINPLSSCSLLH 
EKDPPTTSGPQTDQPKEHLTNF 
KSDED 


25401 


55769 


A 


25542 


4688 


5149 


TAMLLTQSLFGGLFTRTRMKFG 
AVTR/1RGTDLPWEUNPLSSCSL 
LREKDPPMTSGPQTDQPKKH\L 
TNFKSGACYTCWKSGHWAKER 
PQPGIPPKPRPICVGPHLKIRTCS 
THLGQATPRAPGTLAQGSLTDS 
FPDLLGLA AEDSHCLIASEA P 


25402 


55770 


A 


25543 


1 


433 


MAAFPAALNRPTRARARRRRIS 
AHSAASAAAAVVVAGTARGM 
VPGSEGP\CRA\GDEVADWEIVI 
EGTANLGPYFEGLRKHYLLPAI 
EYFNGGPPAETDFGGDYGGTQ 
YSLVVFNTVDCAPESYVQCHA 
PTSSAYEFVTWLDG1K 


25403 


55771 


A 


25544 


1 


235 




25404 


55772 


A 


25545 


1 


301 




25405 


55773 


A 


25546 


2 


438 




25406 


55774 


A 


25547 


1058 


1494 


KSVRLVVN/YLRTQKAVVRVSP 
EVPLQN1LPVICAKCEVSPEHVV 
LLRDN1AGEELELSKSLNELGIK 
ELYAWDNRRVPSAVPMQGPWP 
AEHFLQVN EQPPAG SPSPCPSSS 
SSSSGLRGGMQTANGPACALTP 
TCAQTDCPCPTSH 


25407 


55775 


A 


25548 




3965 


RRFQPLPSAALRRCPPPARVGG 
RWVSAEKVNEGGSGGGGSQRL 
TRRARSTA RVPAPGTMDA PRAS 
A A KPPTG RK.MKARAPPPPGKA 
ATLHVHSDQKPPHDGALGSQQ 
NL VRM KEALRA STMD VTV VLP 
SGLEKRSVLNGSHAMMDLLVE 
LCLQNHLNPSHHALEIRSSETQ 
QPLSFKPNTL1GTLNVHTVFLKE 
KVPEEKVKPGPPK V PEKS VRL V 
VNYLRTQKAVVRVSPEVPLQNI 
LPVICAKCEVSPEHVVL 


25408 


55776 


A 


25549 


1 


388 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25409 


55777 


A 


25550 


1 


1748 


MVLARVARRPAGSAEAQASLA 

GKAALPERARKMSSPGIDGDPK 

PPCLPRNGLVKLPGQPNGLGAA 

SITKGTPATKNRPCQPPPPPTLP 

PPSLAAPLSRAALAGGPCTPAG 

GPASALAPGHPAERPPLATDEK 

ILNGLF WYFS AC EK\C V L AQ VC 

KAWRRVLYQPKFWAGLTPVLH 

AKELYNVLPGGEKEFVNLQGF 

TARGFEGFCLWGVSDLDICEFI 

DNYALSKKGVKAMSLKRSTIT 

DAGLEVMLEVQMQGVVRLELS 

GCNDFXTEAGLWSSLSARITSLS 

VSDC1NVADDAIAAISQLLPNLA 

ELSLQAYHVTDTALAYFTARQ 

GHSTHTLRLLSCWEITNHGVVN 

VVHSLPNLTALSLSGCSKVTDD 

GVELVAENLRKLRSLDLSWCP 

RJTDMALEYVACDLHRLEELVL 

DRCVR1TDTGLSYLSTMSSLRSL 

YLRWCCQVQDFGLKHLLALGS 

LRLLSLAGETPVSALTLAVTTH 

PHLVHPPNLPGPCANSHPARTH 

SPGSEAEEEGGAARPSPPEPWA 

ARTEPPSDPAAGCPLLTTTGLS 

GLVQLQELEELELTNCPGATPE 

LFKYFSQHLPRCLV1E 


25410 


55778 


A 


25551 


1 


377 


MRRLTRRLVLPVFGVLW1/DGA 
AVLLGNQEEVGGAD/WDLKCR 
PL/EVNVSKSDDTLKINGVEDH 
KTIFDGDGKTYQNVQQFIDEGN 
YTSGDNHTL/SRPSLR*RQRP*IP 
CIRSQHGNRK Rl PRRRIFI 


25411 


55779 


A 


25552 


222 


287 




25412 


55780 


A 


25553 


2 


918 


G H CE VNRD WLQ PL LH R VKED Y 
TRVVCPVIDI1NLDTFTYIESASE 
LRGGFDWSLHFQWEQLSPEQK 
ARRLDPTEP1RTPIIAGGLFVIDK 
AWFDYLGKYDMDMD1WGGEN 
FEISFRVWMCGGSLEIVPCSRV 
GHVFRKKHPYVFPDGNANTVYI 
KNTKRTAEVWMDEYKQYYYA 
ARPFALERPFGNVESRLDLRKN 

I D/T^CETI/ WVI CMTVPFT QIPT^FQ 
LKL-v^orlS. W Y Lt-IN I Y rVcJ^oll^vco 

SIQKGNIRQRQKCLGISKGRTTK 
KPQT*S*A\LCQGQRRRCQSPRV 
WGLSHYTQADSFQGELVALFSS 
FTFVSLGAPVVSCSFARMGD 



3406 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25413 


55781 


A 


25554 


84 


2804 


PRG S WRCRRDLK.CRPL SHSD A 

DWDDLWDQFDERRYLNAKKW 

RVGDDPYKPVCFSTSGRVSGSP 

AIRAIPDTRHLRKKATSNSLSRQ 

QLASPLPRSSYCGVTPGPIAIGP 

LWTSGSLRTPNHIDTVFAPGLP 

QPWFHLNYLRAMPSLSSAPKCT 

LLVYCTDLPPTSIIITFHNEARST 

LLRTIRRPPAVSTSQMAMTAAA 

LTPAPLRTYSVHLSCRAHQLVP 

MPQRKKYDETWVREHTKHSK1 

SLFPSCRLHFSCLSRRRMAVGS 

GKFQ V M G DLGEPFLRVRWLRJ 

WTLGPDFHGSALNSVLNRYTPT 

HLIREIILVDDFSNDPDDCKQLI 

KLPKVKCLRNNERQGLVRSRIR 

GADIAQGTTLTFLDSHCEVNRD 

WLQPLLHRVKEDYTRVVCPVI 

DIINLDTFTYIESASELRGGFDW 

SLHFQWEQLSPEQKARRLDPTE 

PIRTP1IAGGLFVIDKAWFDYLG 

KYDMDMDIWGGENFEMMTVQ 

VLQPRRSEALICTWKVHHLTRE 

STALLIALVQAPFTGPQAKKLQ 

QSPCPAMLAPEYAPEASVLVCT 

VSLLTYTTLQSEISFRVWMCGG 

SLE1VPCSRVGHVFRKKHPYVF 

PDGNANTYIK.NTK.RTAEVWMD 

EYKQYYYAARPFALERPFGNV 

ESRLDLRKNLRCQSFKWYLENI 

YPELRYPSYLLELWLAESRGPQ 

LAWSGEETDNDQLDEGFYVYQ 



3407 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25414 


55782 


A 


25555 


1 


2439 


MPLKKKGDEPQMEKYIQERSM 

LAPPSCSDHRDTHSRCIPHIQRL 

FQCPLGPWFQGEQRNQARGEG 

GALHPLPVTAGTVALPGAAQPT 

PARGNVTESLQGATVKLVCKK 

TSFIF I YCQHPAQCL AL ACDHEC 

IDLCTHVASTSLCLRGYQGMKR 

TIERALTATLAQGTAVPPFPSDV 

PSQKDAAVRGKGDGSEWERTL 

TMK.RSNLNSEKILPAILLLTEFP 

RHQSPCSFDKPHHPNTLGCWLP 

TVLETRGGTNGQSSGKREATLC 

PCPLLGLPISEEDCVPPALLLPPR 

GVLPPGLQLSWAPVPQFPPLGPS 

SLG1PA/LPLVLNLGCLPSLVCPP 

TSAHTSEVAPSLKSPAEPSPPAR 

LPRSHQPALSREMRHSDYSVSV 

HA1CWDHDFYTLVTHYMNNTS 

PI SSKRSSDKLNPH VL V VQDSM 

TILSLHNHLALAGQDMMVWEP 

RKTLQRRQQPDSSSHSPPPALV 

ECHPLEPEPLVAG1MYSFSGLQ 

GVGLRDRAVDETNKRNEKRTL 

EMSRVEALSSFENSEFGCPPSIN 

TREITGNSLEGNVKKGVSVPNC 

TAPGKRTEKKYSKIHEMVKHS 

GNCKRTDGIWEEYGWSWRLH 

MKKVFPGFMLVKGGEDAAPGT 

KE1KSVSGIFQRGKKKPRGRKE 

KNRKK.RGFAFSKETNFVYLLIL 

VCLIGKVVVWLTSACAEKPKP 

HGEATCRHSGPSAPLNFQPTRV 


25415 


55783 


A 


25556 


2 


1178 


AKCVEVCGKREPPSMSPLNQSA 
EGLPQEASNRSLNATETSEAWD 
PRTLQALKISLAVVLSVITLATV 
LSNAFVLTTILLTRKLHTPANYL 
IGSLATTDLLVSILVMPISIAYTI 
THTWNFGQILCDIWLSSDITCCT 
ASILHLCVIALDRYWAITDALE 
YSKRRTAGHAATMIAIVWAISI 
CISIPPLFWRQAKAQEEMSDCL 
VNTSQISYTIYSTCGAFYIPSVLL 
IILYGRIYRAARNRILNPPSLYG 
KRFTTAHLITGSAGSSLCSLNSS 
LHEGHSHSAGSPLFFNHWK1KL 
VTV ALKRKEDS AARERKATKI L 
GIILGAFIICWLPFFVVSLVLPIC 
RDSWWIHPALFDFFTWVGYLN 
SLINPI1YTVFNEEFRQAFQKIVP 
FRKAS 


25416 


55784 


A 


25557 


3 


146 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25417 


55785 


A 


25558 


45 


592 


PSPPPPARAPSARTRRAPIPAAG 
QGRARPPRTVSRCGSAAMATKI 
DKE ACRAA YNLVRDDGSA VI W 
VTIKYDGSTIVPGEQGAEYQHFI 
QQCTDDV RL F AF VRFTTGD AM 
SKRSKFALITWIGENVSELQRA 
KTGTDETLVKEVVQNFANEYV1 
SDRKELEEEFIKSVELKKAVGAN 
YDAQTE 


25418 


55786 


A 


25559 


249 


1808 


ING GTLT VTLS VTNQG AETLPF 
GTGWHPYFPLSPQTRIQAQASG 
Y WLEREQWLAGEFCEQLPQEL 
DFNQPAPLPRQWVNNGFAGWN 
GQARIEQPQEGYAI1METTPPAP 
CYFI FVSDPAFDKGYAFDFFCLE 
PMSHAPDDHHRPEGGDLIALAP 
GESTTSEMSLRAYNDTNRRSDK 
AFTPHPTCFPSNQNNSASPPTIT 
PDTATIAPVSHKAFAGNALRSII 
SDGKLTAGSV1NNASAGAVPIP 
ASIIVCTIGISAAVGMTNKHPAT 
A1DTTHIMLLSTAPSAWGNNQT 
RAAPNTSLLAAYRFLIDSRDTE 
TDSRLDGLSDAFSVFRCHSIMN 
CVSVCPKGLNPTRAIGHIKSML 
LQLPPNVEKFAGAYL1QFALFQ 
PLTHNRLMFFGAFADFLHADQ 
TFPGQ1TAAVKGQFVRRRLRFF 
AIISPSRTLS/YHTP*PRR*PR*SN 
FVTGRDAGRGLYNRQ*KTS/PS 
SICSA*GANPVVHHAMTVKFA* 
WQPIMKISSTSFPSMRPLSHMK 
TINGLTTFVAW 


25419 


55787 


B 


25560 


1 


567 




25420 


55788 


A 


25561 


1 


741 


ML1LISPAKTLDYQSPLTTTRYT 
LPELLDNSQQLIHEARKLTPPQ1 
STLMRISDKLAGINAARFHDWQ 
PDFTPANA RQAIL AFKGDV YTG 
LQAETFSEDDFDFAQQHLRMLS 
/GLPYRLEMGIRLENA\RGKDLY 
QFWGDIITNKLNEALAAQGDN 
VV1NLASDEYFKSVKPKKLNAE 
IIKPVFLDEKNGKFKIISFYAKK 
ARGLMSRF1IENRLTKPEQLTGF 
NSEGYFFDEDSSSNGELVFKRY 
EQR 


25421 


55789 


A 


25562 


3 


320 


IGLVLPISVRKRHAASARCLVN 
RRPMPRJLHGLPGIPMRPPSLPRV 
RH AGTVFRRHRKRG SPMAY* Y 
GHSDVVKHREALVADLCHKAA 
FQLCRGQRHCRPALWRHR 



3409 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 
sequence 


codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25422 


55790 


A 


25563 


1600 


1908 




25423 


55791 


A 


25564 


142 


326 


TRRAPSAISSRCCCNSHQTSKSS 
LVRTSSSLRSSSHLRTIA*CSSV 
HLPISCMQIRPSQAR 


25424 


55792 


A 


25565 


1 


1599 




25425 


55793 


A 


25566 


393 


611 


HSRAVCRFYPAKTSPFPVRRCR 
YRQFVPR*HQNE*AGRE*QPCSI 
ATVLPYRALPSLAHPRLSADQL 
PAAHL 


25426 


55794 


A 


25567 


971 


1628 




25427 


55795 


A 


25568 




1895 




25428 


55796 


C 


25569 


1 


2505 




25429 


55797 


A 


25570 


1 


3345 




25430 


55798 


A 


25571 


457 


790 


PSFRRR Y RQ V V VIS VRKRH A AS 
ARCLVNRRPMPRLHGLPGIPMR 
PPSLPRVRHAGTVFRRHRKRGS 
PMAY*YGHSDVVKHREALVAD 
LCHKAAFQLCRGQRHCRPALW 
RHR 


25431 


55799 


A 


25572 


1662 


1767 




25432 


55800 


A 


25573 




603 


RLRSLFFLPDKMKLKDCVM IKK 

I F A LPV I EQ1 SPVLSRRKLDELDL 

IVVDHPQPPSGDYTLHPLPPIIR 

ANRPNRFRIMAGCTRTFTLSTPI 

NVFRHKI LRTQEFPSLTHHAYSP 

LLVV1NKAKFDGLSPEFQQALV 

SSAQEAGNYQRKLVAED/LAK 

NHRRHERSGRGS/LSPISTAKPL 

ATHWGIRFATCLLKMCRRELIC 


25433 


55801 


A 


25574 


2271 


2519 


HRQLVIVFQQPLVSGFHEAELS 
LDDAKWVLHPYARMLAFMYSM 
LMAVLFLRGCCFKVLTLPGRSA 
ISQSTSTSASSSRCGAPW 


25434 


55802 


A 


25575 


931 


1213 




25435 


55803 


A 


25576 


1 


2767 


M1A1LSGLRCS1VANYIYAENNL 
F WLRLNNPKAI WCLRICTF AT V 
1GGTLLSLPLMWQLADIIMACM 
A1TNLTAILLLSPVVHTIASDYL 
RQRKLG V RP VFDPLRYPDIGRQ 
LSPDAPLTTTRYTLPELLDNSQ 
QLIHEARKLTPPQISTLMR1SDK 
LAGINAARFHDWQPDFTPANA 
RQAILAFKGDVYTGLQAETFSE 
DDFDFAQQHLRMLSGLYGVLR 
PLDLMQPYRLEMGIRLENARG 
KDLY\QF\WGDII 


25436 


55804 


A 


25577 


395 


467 




25437 


55805 


A 


25578 


1 


675 




25438 


55806 


A 


25579 


1 


4014 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25439 


55807 


A 


25580 


1802 


2385 


RKI S AP ALI KS RTG* EM A SLPTS/ 
HDKQIEQALADVDVPIVGVGGS 
YHLAESYPPVHYIATDNYALVE 
SAFLHLKEKGVNRFAFYGLPES 
SGK.RWATEREYAFRQLVAEEK 
YRGVVYQGLETAPENWQHAQ 
NRLADWLQTLPPQTGIIAVTDA 
RARH1LQVCEHLHIPVPEKLCVI 
GVMNRRTVRSPFRESLK1SP 


25440 


55808 


A 


25581 


1 


1568 


MVKQLKLVSFLLRPGDSKQGY 

DKHSSLQVGLMIPVCSCIRFRKP 

SEQSFKFEEGTDAAFHGFWLW 

PCTMLNVTPIKGMMTVIYEFPV 

DSETTLQNYDIYFTNEELTDEQ 

KSLIE WYR DVFRPEDLRLVES V 

QKGLKSRGYRGQGR1MADSSG 

SGISEHAWCMSRGAQGRQFCK 

GAKMSQVL1TGATGLVGGHLL 

RMLINEPKVNAIAAPTRRPLGD 

M PG VFNPHDPQLSDAL AQVTD 

P1DIVFCCLGTTRREAGSKEAF1 

HADYTLVVDTALTGRRLGAQH 

MLVVSAMGANAHSPFFYNRVK 

GEMEEA1JAQNWPKLT1ARPSM 

LLGDRSKQRMNETLFAPVLFRL 

LPG1ILLEELNWKTWAERWNS 

MLGPRAVKVFFSLAFLPGTLEP 

AQ1LFPTQRQGKKAALLLGLW 

KLEI YSDNRRSPE VST A WN SPP 

TGKLDNKQYMIMIPRKRETNTT 

TRGASNARLDPPSRKGYKGHY 

ETIGHALEHDKQSQGSYNVEHT 

IKRQTPRVRRCTSIIAGIYQELG 


25441 


55809 


B 


25582 


1 


1560 




25442 


55810 


A 


25583 


] 


2115 




25443 


55811 


A 


25584 


3036 


3957 


RJYDAVSEPAEPVDCPRNPVCR 
FY*QYRDHRGKTVYDVASGDA 
LF1SELG/PLPENVTWLSPEGEFQ 
KWN/GTAWVKDTEAEKLFRIRE 
AEETKNNLMQVASEHIAPLQD 
AADLEIATEEEISLLEAWKKYR 
VLNSRAMALILTPDLIRSNTACF 
CSSFVLAGQTAKAAADDGLFPP 
1FARVNKAGSPVAGLIIVGILMT 
1 FQLSSISPNATKEFGL VSS VSVI 
FTLVPYLYTCAALLLLGHGHFG 
KARPAYLAVTTIAFLYCIWAVV 
GSGAKEVMWSFVTLMVITAMY 
ALNYNRLHKNPYPLDAPISKD 


25444 


55812 


A 


25585 


1 


2490 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25445 


55813 


A 


25586 


368 


761 


LYCEACIMAFRMSEQPRTIKIY 

NLLAGTNEFIGEGDAY1PPHTGL 

PANSTDIAPPDIPAGFVAVFNSD 

ESSWHLVEDHRGKTVYDVASG 

DALFISELGPLPENVTWLSPEGE 

FQKCSGTTRVKNAKA*TLF 


25446 


55814 


A 


25587 


1 


809 


MPVSSYERGHAEKRVVQECCG 
IN LTSS ANTILSDCERVN G YC VL 
CHTTRALVTGNHHRNAVYAET 
PSNSRINYIVSSHNAFRMSEQPR 
TIKVYNLLAGTNEFIGEGDAYIP 
PHTGLPANSTDIAPPDIPAGFVA 
VFNSDESSWHLVEDHRGKTVY 
DVASGNALFISELGSLPENVTW 
LSPEGEFQKWNGTAWVKDTEA 
EKLFRIREAEETKNNLMQVASE 
HIAPL\QDAADLEIATEEEISLLE 
AWKKYRVLLNRVDTSTAQD1E 
WPALP 


25447 


55815 


A 


25588 


1 


2301 




25448 


55816 


A 


25589 


718 


1 131 




25449 


55817 


A 


25590 


279 


513 


CRRIDTWQPIYQ TCGRLMAVEL 
LTVVTHPLNPSQRLPPDRYFTE1 
TV/SHRMEVVKEQIDLLAQKAF 
SLAYLSPCESGL 


25450 


55818 


A 


25591 


] 


407 


PQDN AKKLRPHQLSSDEG HTG 
MGGTAKDVGFVSMRTYSWISS 
ALPKRLGGGVMP1GATIATEEV 
FSVLLGNPFLHTTTFGGNPLAC 
AAALATINVLL\GRTYRLRLSK 
KAICCWTVSVNWRGNIPIWYR 
KRVVKGC 


25451 


55819 


A 


25592 




2079 




25452 


55820 


B 


25593 


1 


700 




25453 


55821 


A 


25594 


1427 


1845 


ACISGFSTETSASGRVSVITDAS 
LFRVLPRVCGMAVAATKRSGRI 
TTSEALCCANQLRRRPCVSPTR 
STPSWLSCAV*ICTSGTT*MKR 
VPNARHCWICSSLIPHSGLHPQP 

1 1 Arvr ArlALSbaV 1 brrioV lrO 

♦IN 


25454 


55822 


A 


25595 


2 


295 




25455 


55823 


A 


25596 


1 


900 




25456 


55824 


A 


25597 


1 


1422 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25457 


55825 


A 


25598 


2 


535 


YGNREQRAVSSHTNTWVNRAL 
ARGWSSLGYRWWVSAWTPSR 
RFISQLMSRPVDAS A AKV KRSA 
SVPCGSIPFGNCFSVRLRJLSASC 
GCIILPVRFSSSSGSEIPST1SSGSI 
TLPLDLD1FWPSSSRJRPVM*TV 
WNGTCGLPFSSLMKCMV1M1M 
RAIQKKMMSKPDTJTLVGWN 


25458 


55826 


A 


25599 


442 


1368 


RRTMAAFACGVVRDASEVIRPS 

STLVPLVGEKHAKGLFGTIVDN 

FYLVALIFAMGTSLGLATPLVT 

ECMQWLFGIPHTLLGFI/LYNAI 

CVACGLQK.GVRIASDVRSYLSF 

LMLGWVFM VSG ASFIMN YFTD 

SVGMLLMYLPRMLFYTDPIAK 

GGFPQGWTVFYWAWWVIYAI 

QMSIFLAR1SRGRTVRELCWIL 

WTVLGSNTLLLIDKNIINIPNLIE 

QYGVARAIIETWAALALNNGN 

MWGFFILWFIGPGTLVNAWQN1 

RAQFVHH1LRRNG1ADGFRHLA 

ALTIHGKAVGQYLTIRRFTLHR 


25459 


55827 


A 


25600 


2468 


3907 




25460 


55828 


A 


25601 


3 


3738 


YKTNYTDNSEYYANVGFNVKP 

VKRDGKMSVMSDPDTAIYPFPP 

KPTPLSIDEKAYYREKIKRLLTE 

RNAVMVAHYYTDPEIQQLAEE 

TGGCISDSLAMARFGAKDPASN 

LLVAGGGTCRSVVINAVFSYVT 

NVWGWAFEWYMVVMLFGWF 

WLVFGPYAKKRLGNEPPEFSTA 

SWTFMMFASCTSAAVLFWGSIE 

I Y YYI STPPFG LEPN STG A KELG 

LAYSLFHWGPLPWATYSFLSV 

AFAYFFFVRKMEVIRPS 


25461 


55829 


A 


25602 


1331 


1456 




25462 


55830 


A 


25603 


549 


588 




25463 


55831 


A 


25604 


19 


1629 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


25464 


55832 


A 


25605 


1 


1995 


MVGVRFALGLMWLTLIVAETIS 

ANSGIGYLAMNAREFLQTDVV 

VVAIILYALLGKLADVSAQLLE 

RLWLRWNPAYHLKEATLSAEQ 

AARJREMTVJTSSLMMSLTVDE 

SDLSVHLVGRKINKREWAGNA 

SAWHDTPAVARDLSHGLSFAE 

QV VSEAHSAI VILDSRGN IQRFN 

RLCEDYTGLKEHDVIGQSVFKL 

FMSRREAAASRRNNRVFFRSGN 

AYEVENVPDPGVEQADDIILRIT 

ATAICGSDLHLYRGKIPQVKHG 

DIFGHEFMGEVVETGKDVKNL 

QKGDRVVIPFVIACGDCFFCRL 

QQYAACENTNAGKGAALNK.K 

QIPAPAALFGYSHLYGGVPGGQ 

AEYVRVLKGMWGRLNDAQPG 

FRSSRPLRYGAGIMTLLNISGLS 

HHYAHGGFNGKHQHQAVLNN 

VSLTLKSGETVALLGRSGCGKS 

TLARLLVGLESPAQGNISWRGE 

PLAKLNRAQRKAFRRDIQMVF 

QDSFSTWNPQPNRLHIV/RFPLT 

RLNQYQPSFSTDLYHGTLKPAS 

LTMSGVVLLGRM/PRKTSQQV 

QWAVCIARTDKASMPTVYSESL 

FVEPLERVLYV A VILTQI I RGLR 

DTEIETINPDIAVHFALCFHGLG 

S1PTKGAEKSPFLT1HKVRVKPD 

IPSPVSIMAPCRAHPTCEALFNN 

STALHSPWFCDSL 


25465 


55833 


A 


25606 


179 


371 


CVLQYTHWPACSTVA\HSRRW* 
NRRRLRLAVTKTGSLFSHRCAG 
ARLAFSKKLRCRDALPASRS 


25466 


55834 


A 


25607 


544 


983 


SVQNPRVNWIHAALQRTGRGR 
RRHEQHGEDHFVNGAAGVHQ 
A ANGL VN PPRHQ VFG AHQAKG 
DGENHRQRGAPDGDLQRDGHF 
GEVILPLAEIGREEVGGERRHV 
AAVFDQ/S*AGPFPRPATRRPTR 
RVQRPSSEARTSCAWVGRW 
















25468 


55836 


A 


25609 


1 


858 




25469 


55837 


A 


25610 


98 


288 


LCRNNGEPLARSGAAMGALLD 
REHSRHP\PDLEG\GSQQQVCDS 
GGSVTAANTSGGQQVKAQLEL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25470 


55838 


A 


25611 


1934 


2812 


RPQTYSDAQPGFRSSRPLRYGA 
GIMTLLNISGLSHHYAHGGFNG 
KHQHQAGLNNVSLTLKSGETV 
ALLGRSGCGKSTLSRVLVGLES 
PAQGNISWRGEPLAKLNRAQR 
KAFRRDIQMVFQDSISAVNPRK. 
TVREILREPMRHLLSLKKSEQL 
ARASEMLKAVDLDDSVLDKRP 
PQLSGGQLQRVCLA RALA VEP 
KLLILDEAVSNLDLVLQAGVIR 
LLKKLQQQFGTVASLF1TH DLRL 
VERFCQRVMVMDNGQIVETQV 
VGEKLTFSSDAGRVLQNAVLP 
AFPVRRRTTEKV 


25471 


55839 


A 


25612 


1 


515 


ML A VECRSL PFPPL VQPVR YTD 
VTVKDDYNPETEQYTLTISQRT 
P ATPDQAEKQPL H I PFAIEL YDN 
EGK V1PLQKGGHP VN SVLNVTQ 
AEQTFVFDNVYFQPVPALLCEF 
SAPVKLEYKWSDQQLTFLMRH 
ARNDFSRWDA AQSLLA/I LHQA 
ERRASSARSAAVSAGACG 


25472 


55840 


A 


25613 


1 


1053 




25473 


55841 


A 


25614 


1 


1521 




25474 


55842 


A 


25615 


430 


1120 


QTASTFLKRGKCASRQSKLCGN 
RRRKRRQRISSYCLLRGTACSP 
AHQPDAFHQKRGNAGRHYAEC 
VLQYSSCSTRYS\PGR\TQLINLF 
EVADGKRLVDLPGYGYAEVPE 
EM KRKWQRALGEYLEKRQSLQ 
GLVVLMDIRHPLKDLDQQMIE 
WAVDSNIAVLVLLTKADKLAS 
GARKAQLMMVREAVLAFNGD 
VQVETFSSLKKQGVDKLRQKL 
DTWFSEMQPVEETQDGE 


25475 


55843 


A 


25616 


407 


1176 


AY STSLRVKICRKTSTLLLRSRV 
TQIRSNTKSTKRAAHCSLTASC 
PPRCS1HATTVTSTTPCLWRRIA 
TMLRALARLLLRICFSGRTLKIA 
CLLLLVAGATILIADR/AALYHA 
GKVKWLLVSGDNGRKNYDEA 
SGMQQALIAKGVPAKVIFCDY 
AGFSTLDSVVRAKKVFGENHIT 
IISQEFHNQRAIWLAKQYGIDAI 
GFNAPDLNMKHGFYTQLREKL 
VIAKGHGSLLTDLPVAKAGTM 
WAIEIDDVARHSRSHL 


25476 


55844 


A 


25617 


3 


168 


NPFYSAMR\KSAGIRHILARHVE 
GASHMAEGYTRATAGNIGVCL 
GTSGRCCFRLCW 


25477 


55845 


B 


25618 


169 


1227 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25478 


55846 


A 


25619 


489 


740 


AIARSCADYHPANFRHHRAAA 
RAGDDYLSRRAERQPGAKAGG 
SRLRAGKRPCSAFRYW*CAAG 
E*SVGEKIMAGDVISPKRRL 


25479 


55847 


A 


25620 


146 


475 




25480 


55848 


B 


25621 


38 


191 




25481 


55849 


A 


25622 


662 


4568 




25482 


55850 


A 


25623 


20 


2661 


AGHIHRPRYQHGVGTESTSIMS 

VASRSAERVFLTKFESWKNFPI 

NRG RNKMAKMRA VD A A M Y V 

LKKEG1\TPAFG\VPGAA\INPFY 

SPMRKHG\G1RH1LARHVEGAS 

HMAEGYTRATAGNIGVCLGTS 

GPAGTDMITALYSASADSIPILC 

1TGQAPRARLHKEDFQAVDIEA1 

AKPVSKMAVTVREAALVPRVL 

QQAFHLMRSGRPGPVLVDLPF 

DVQVAE1EFDPDMYEPLPVYKP 

AASRMQIEKAVEMLIQAERPV1 

VAGGGV1NADAAALLQQFAEL 

TSVPVIPTLMGWGCIPDDHELM 

AGMVGLQTGHRYEKYTEGRKl 

VHIDIEPTQIGRVLCPDLGIVSD 

AKAALTLLVEVAQEMQKAGRL 

PCRKEWVADCQQRKRTLLRKT 

HFDNVPVKPQRVYEEMNKAFG 

RDVCYVTT1GLSQIAAAQMLHV 

FKDRHWINCGQAGPLGWTIPA 

ALGVCAADPKRNVVA1SGDFD 

FQFL1EELA VG AQFNIPY1 HVLV 

NRPAANGAQGSCHPDAPAVFR 

SSIFIRKSEEKLVVTMNELSASR 

ALPEETM PGRFELKPTLEKVL H 

APDNFLFMDPLPPMHRRGIIIAA 

1VLAVGFLLPSDDTPNAPVVTR 

EAQLDIQSQSQPPTEEQLRAQL 

VTPQNDPDQNLYRKASQKSSR 

KLPKRDLPHILTPFRAPMASVC 

AKRKGQVLHQQYSLKKYRYK 


25483 


55851 


A 


25624 


1 


570 




25484 


55852 


A 


25625 


312 


873 


APRSRVQAKIAASNTGELNALQ 
QLGFS\LVEGEVDLAL\PVNNA\ 
SDSG A V V A\QETDIPA * RQL AS A 
AFAQSRFRAPWYAPDASSRFYA 
QW1ENAVRGTFDHQCLILRAAS 
GDIRGYVSLRELNATDARIGLL 
AGRG AG AELMQTALN WA YA R 
GKTTLRVATQMGNTAALKRYI 
QSGANVESTAYWLYR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25485 


55853 


A 


25626 


2 


922 


FSPPGLHDAGEAVFWRVNKSA 
NYGVLDK.LARGYADLSK.AESQ 
WDEMMRTAGSLKLGTIHAS1NS 
LFENITAAPADPILGLADLFRAD 
ERPGKINLGIGENPSCCRTSSSP 
VFDAA1WPAPVNNASDSGAVV 
AQETDIPALRQLASAAFAQSRF 
RAPWYAPDASSRFYAQWIENA 
VRGTFDHQCLILRAASGD1RGY 
VSLRELNATDARIGLLAGRGAG 
A ELMQTALNWAYARGDHM 1/R 
I*RTAGGGNRTRLYAVGNG*RQ 
TVWRWRFYPSLPAVAGATFWQ 
RQSVTDAVLHRFAGDGGAAAR 
YPAWR 


25486 


55854 


A 


25627 


911 


1441 


AIPS1SCFLLA1KALILSAIWLNA 
TPSRSKLEPSSKW1 RSLRCPSPN 
RCAAASSFNISCQWFLSEYGPP 
NQVASGK.TSPFV1VFK.QPRYRA 
VTK.PNCRLMMRNGCSTLARML 
PVMYAMLMPVLFLRGCCFKVL 
TLPGRSA1SQSTSTSASSSRCGA 
PW*PASAETNCSSPCSRLPS 


25487 


55855 


A 


25628 


1 


1247 


MERVLDNLLNNALRYCHSTVE 
TSLLLSGN R ATLI VEDDGPGI AP 
ENREHIFEPFVRLDPSRDRSTGG 
CGLGLAIVHS1ALAMGVNAQA 
DFMKLTGADEQIAAYCFKMPF 
VFHLIEEVSRNFGYALCLFNIDH 
KA A LN1TQRTAAN I LLDGQMQ 
HAVDQAFTQRTARQGSTFVQY 
ARL A R K.L ATANIC WS YF VPVR 
ASIEPLTWENAFFGVNSAIVRIT 
SEAPLLTPDALAPWSRVQAKIA 
ASNTGELDALQQLGFSLVEGEV 
DLALPVNNASDSGVAVVAQETD 
IPALRQLASAAFAQSRFRAPWY 
APDASSRFYAQWIENAVRGTFD 
HQCLILRAASGDIRGYVSLREL 
NATDARIGLLAGRGAGAELMQ 
TALNWAYARGKTTLRVATQM 
GYTAALKRYIQSGANVESTAY 
WLYR 


25488 


55856 


A 


25629 


1 


1925 




25489 


55857 


A 


25630 


402 


664 


TA RRLLFFRD/RTAR V A VPN A A 
VVLPFPLPVKTMIIPRSLGRRRS 
GG1CRPLGYLVAMDAIDGLQN 
ADNSNGESR1ATSSFRSRSARR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25490 


55858 


A 


25631 


920 


1237 


IARPGCHLSHCHSEPSGRLSK*P 
FSCNSLKTGDF*PI*GLIQTQIFS 
PFAFRRRIIPSGSGKVSGSHSrCS 
HHWKAFIQKQSKWKTCSGRLR 
SAIPSIKLFTVASS 


25491 


55859 


A 


25632 


1 


1341 


MVHRFGIRVRFVALGFYQDVIL 

PVRAHRHEWGHYVHLCASIQR 

QIDVSFARDATSHSSCPVTGVR 

FWGYPFAANKVVIAGFELEGET 

MTRPGLICAEGGLLVMIVSLRS 

ELYDSYHEFTRQRVTEIVEKAA 

NHLPAVVEMMTLHRCArNRHN 

FVRRVGPAGISTFFASSPDGVN 

AGFSTFRVVFTCQRSRPLQRHS 

H A D VQTATLLLNT VN LEQKQ A 

NAILSGLSDMIPNSSPESAPEIQL 

LQSRMILGKTIAELNLRDIVEQK 

YFPIVGRGWARLTKEKPGELAI 

SWMH1P*TLSKMRPTPFS/DGLS 

DMIPNSSPESAPEIQLLQSRMIL 

GKTIAELNLRD1VEQKYFP1VGR 

GWARLTKEKPGELA1SWMHIP 

QLNG QDQQLTLT VG ENG HYTL 

EGEEFTVNGMVGQRLEKDGVA 

LTIADIKAKPGTQFVLSQRTELE 

A1NALQETFTVSERSKESGMLE 

LTMTGDDPQL1TRILNSIANMYL 

QQNIARQAAQDSQSLEFLQRQL 

PEVRSELDQRKKNSTF1ASSAIR 


25492 


55860 


A 


25633 


170 


935 


LTQEDTR1NLIPMAVESLHLPTQ 
MLINGGETYAWRNWKRGGQY 
KSATLNTGQPHVRARELVDSD 
TLASDAARLTCRHGLALPALFT 
LIAVVTSLLSPQFIRQILWSRLT 

TDTHGWGKRPLYTGR*RVHRQ 
WYGRPA SGKRWRC AD YRG H * 
GQTRNTVCPEPAYRTGSD 


25493 


55861 


B 


25634 


42 


755 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25494 


55862 


A 


25635 


793 


2127 


RYCKGTVMDQIRLTHLRQLEA 

ESIHIIREVAAEYSNPVMLYSIG 

KDSSVMLHLARKAYYPGTLPFP 

LLHVDTGWKFREMYEFRDRTA 

KAYGCELLVHKNPEGVAMG1N 

PFVHGSAKHTDIMKTEGLKQA 

LNK/YTTSRAKERJYSFRDRFHR 

WDPKNQRPELWHNYNGQIN\K 

GES1RVFPLSNWTEQD1WQYIW 

LENIDIVPLYLAAERPVLERDG 

MLMMIDDNRIDLQPGEVIKKR 

MVRFRTLGCWPLTGAVESNAQ 

TLPE1 1 EEMLVSTTSERQGRVID 

RDQ AG S MELKKRQLIELIIN VH 

NLLKNGFGFQVKVNRIALLAFN 

VEFFFRLVQLAAHFSSGTLAQD 

KLCSWFGLNVRDSQRNAIFFQT 

LADHTIDGELFTFQCIVAVFPNL 

P1YSYATIYVSSSS1P1SSEESPSIR 

FACSQTSRQPPVSDSRFCVSQV 


25495 


55863 


A 


25636 


360 


566 


GAETMGDLLWVVGILLMCSLS 
TLVLVWLDPRLKS*RT*A*CGA 
LTSHQAINNGRNEKRKPIRESDP 
LKA 


25496 


55864 


A 


25637 


1 


312 


LLRKSVSV1IKGTIKTIIGFMLLQ 
AGSGILTSTFKPVVAKMSEVYG 
INGAISDTYVMQDG*APELGLS 
PGRFLRHDTDFVLQLGIVMVRL 
AGDGSLNrNAQANN 


25497 


55865 


A 


25638 


517 


796 


PTARFGWVKGVDLPAD/CNRQ 
DR FA1DVRVQGS*\WGC VLPLF 
RVLLFVSCALLLVSVSCVLRLL 
FCCSS\LSLFLSGLGGGRSPKAG 
DVFRDRR 


25498 


55866 


A 


25639 


47 


411 


A1KVRELS1K.LKMC/YSLIKTLH 
G * K.YRNFM VIG SM VFGKKAITH 
V AG VKRRTA V V VG FK VFDIQR 
SQFRIVVTGDLAQLLYRVIKVIT 
CGHFVRQHGIVLCAGVLHVGD 
RYQAHVKTLGGLI 


25499 


55867 


A 


25640 


1 


1488 




25500 


55868 


A 


25641 


2 


298 


CC 1CL/Y S YAP1D V W/ WG/WNTA 
GQVQAA*TLKAASSSIVTIPLRN 

THASNITLIAASTASRIGWFASA 
YHTRSNHGR 


25501 


55869 


C 


25642 


1 


2064 




25502 


55870 


B 


25643 


1 


1116 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25503 


55871 


A 


25644 


312 


620 


SACRCCLVVVPLFVCL/GSSLSL 
APTFPLLASFSSSRASRVVAFGL 
GSLRAGSALCLPCAAVVLALRS 
AGTCLEWWWWHSVVLPPETK 
RLPSTSLIPYPASVS1 


25504 


55872 


A 


25645 


2 


2237 




25505 


55873 


A 


25646 


692 


6383 


RMSRSSDYDQYRSRNALIRRHI 
EKMDASLHVGTKEFDISKVSEV 
DSVDDLLIDNAARYLLKDWKG 
VGELVNGVEVALEYTAERGIAL 
LKQNPELYWQILAEAASIAQVG 
GEVWIAPKFERNGLRLLANSEI 
GAASQLQTYHRVDPGRPCKLD 
LSGGMSQRVMIAMAIACRPKL 
LIADEPTTALDVTIQAQIIELLLE 
LQQKENMALVLITHDLALVAE 
AAHKIIVMYAGQVVETGDAHA 
1 FHAPRHPYTQ ALLRA 


25506 


55874 


A 


25647 


856 


1467 




25507 


55875 


A 


25648 


1823 


2014 


SQE1ALMQFRPRLTGASGSP*RP 
PHRTLLRSDQNAATIPQKRASA 
L1PLMRILPVRYGHLLLC 


25508 


55876 


A 


25649 


1 


218 




25509 


55877 


A 


25650 


2740 


3293 


IFAVNLILQCHVGGTHHQRFLL 
FAGNGDAGNQIRERFPNAGG/E 
LQSPDVALLLRPAFWRRPQSSA 
AAAHGE* SRGS VPEAPYTRRQF 
ALPAPPIKCAPLPERQRPSVPSR 
HLRLPACPGYK.NRASSAKPSYS 
FLAQRQHLQRLSPLPQNQNLPQ 
RRRDQRQRAGAMSARVPDLISS 
SRSMRRTS 


25510 


55878 


B 


25651 


1 


1875 




25511 


55879 


B 


25652 


1 


2981 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25512 


55880 


A 


25653 




1649 


MTFRNCVAVDLGASSGRVMLA 

RYERECRSLTLREIHRFNNGLH 

SQNGYVTWDVDSLESAIRLGL 

NKVCEEG I R1DSIG 1DTWGVDF V 

LLDQQGQRVGLPVAYRDSRTN 

G LM AQAQQQLGKRD1 YQRSGI 

Q FLPFNTL YQLRA LTEQQPELIP 

HIAHALLMPDYFSYRLTGKMN 

WEYTNATTTQLVNINSDDWDE 

SLLAWSGGQQSLVWVAEASGE 

WGVLACTLFAWNRNYFVLLFV 

GVFLSSFGSTANPQMFALAREH 

ADKTGREAVMFSSFLRAQVSL 

A W V I G PPL A Y AL AMG FSFTVM 

YLSAAVAFIVCGVMVWLFLPS 

MRKELPLATGTIEAPRRNRRDT 

LLLFVICTLMWGSNSLYIINMPL 

FIINELHLPEKLAGVMMGTAAG 

LEIPTML1AGYFRQTSGPTAYGR 

SVGRIRRSRR1RQSCYYQRJFSL 

LACELANALERPENFCGMHFFN 

PVHRMPLVE1IRGEKSSDETIAK 

VVAWASKMGKTP1VVNDCPGF 

FVNRVLFPYFAGFSQLLR/ERRG 

FPQDRQSDGKTVWLADGPGIS 

AGRCGH 


25513 


55881 


A 


25654 


1590 


2855 


RNLLGEAADPVSGPHSA1YRPD 

WPKSGDCACQGPIKGSANRPA 

VVPHVHGPVSEDLEVFLNVFGE 

LPQPLIDTQILAAFCGRPMSWG 

FASMVEEYSGVTLDKSESRTD 

WLARPVLPERQWEYASPNVWY 

LLPITAKLMVETEASGWLPAAL 

DECRLMQMRRQEVVAPEDAW 

RD1TNAWQLRTRQLACLQLLA 

DWRLRKARERDLAVNFVVREE 

HLWSVARYMPGSLGELDSLGL 

SGSEIRFHGKTLLALVEKAQTL 

PEDALPQPMLNLMDMPGYRKA 

FKA1KSLITDVSETHKISAELLAS 

RRQINQLLNWHWKLKPQNNLP 

EL1SGWRGISAVKSSEAGLGAL 

SATSG FGKLQIQHQAFTLRTRT 

TDQHTLLAGTLFIAKI LIPMVSF 

TFQYCCFAVPQATYCHRIAPIL 

GNGAMKPGRKIS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25514 


55882 


A 


25655 


1 


3315 


MDELRL VLMTI I HIKLPPIRRAD 
GSFGNDLTTGAGFNDRKTVPR 
Y A RVH VYRCRKVICI FTKRIPFC 
L D VP A HRAL V VMKGTL YGMP 
VVAAAFEFAFMGGSMGSVVGA 
RFVRAVEQALEDNCPLICFSAS 
GGARMQEALMSLMQMAKTSA 
ALAKMQERGLPYISVLTDPTM 
GGVSASFAMLGDLNIAEPKALI 
G F AG PRVI EQTVREKLPPGFQR 
SEFLIEK.GAIDMIVRRPEMRLKL 
AS1L A KLMNLPAPNPEA 


25515 


55883 


A 


25656 


246 


422 


RHADTDLRR*1SDRFSPAPPADP 
ANGGR*TPRHAAKRRDPGTPV 
QPARKPSKPTRLLR 


25516 


55884 


A 


25657 


884 


1276 


L VTRQLSPGNRCN VFAFSS A VE 
TSLTCQGWLSPVCAVCQAISSS 
HNASIQVRSPAASCGSPFCSKRP 
SALWWTSVSPFLSPRRRTSGAN 
AESVSAT*SKRRSSARRSASARS 
TLSGAALRSRTASNEWRS 


25517 


55885 


A 


25658 


649 


1427 


LPLLGWSMSPRMTAQLACDAL 

QMALWRRKRPRNVIVHTDRGG 

QSVQQFRALKRHITASRETERF 

YLDVQKQFPKVTAQKVIVSEA 

GASVYSASELAAQEFPDLDVSL 

RGAVS1ARRLQDPLAELVKIDP 

KSIG VGQYQHDV SQTQLARKL 

DAVVEDCVNAVGVDLNTASVP 

LLTRVAGLTRMMAQNIVAWR 

DENGQFQNRQQLLKVSRLGPK 

AFEQCAGFLR1NHGDNPLDAST 

VHPEAYPVVERILAATQQALKD 

LMGNSSELRNLKASFLDNEEN 

WPLLLDALIPVANTCEMILMPA 

CFGLADDKLWRWLNEKLPCSL 

MLLPTLPPSVLGIRLQNQLQRQ 

r VK^OU V WlcUOUvjUL' 1 1 1111 

TQR**PAGRVYRSPGSLSGGGT 
HSGSNTAGTERSDG 


25518 


55886 


A 


25659 


1 


1878 




25519 


55887 


A 


25660 


1 


4329 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID ISO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25520 


55888 


A 


25661 


2514 


4173 


PTSCLPDDYVGHCRGVSAAHF 

AGSVSCVRLLSACARPLWRHL 

GLALLRVWCRTFLLLSALASVF 

CPCSVVWGRLLFSASLSVVVW 

GGVFLSPLGSLSPRGTARLGAA 

CRS R E D/RRR* WRG I FN RDTF A S 

AVPASVNPDKPCAPAACIRFTS 

TSAY*VGCSDRNA/DAEASGEG 

WRRFGDATLSTGQFGGEAREE 

VILGLIGSQAVKTGGNTPKASAV 

RKITLVAWPALETGLTMLSM** 

IG*ETRVFSVFEPSSKS1VPSSRT 

VTFSSNASRR1AL*ISGSASFDSL 

IVFA*QPPSKLNTPSSSQPCSSSP 

1RRRFGSVERVVLPVPERPKNT 

ATSPFSPTLAEQCIEAIPSAVFA 

APVRVAASMIISGFCALASIRPS 

ASTRRPS A S VF I TSTFLPLR* VMI 

SPSLNALPLIRLSAQQRNSFTRL 

FSPRVMANASAPVTVAAPPMS 

DFIES1NAVCLMQARVHWRFFI 

ASWVVIQPPA1PENVLNRVRLC 

AAPGTLCLTTFVSSSGDR*NAL 

CNRCNRPAPCFRSSAIRFATVLA 

ARRHDWVWP1SPL1PRPSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25521 


55889 


A 


25662 


2221 


4400 


RGCVVSGKSSCSKTNLPSDDKR 

TGASCPLRDLFLRYLRAHALVT 

AEQLAHEFSLGIAIVEEQLQQLR 

EQGLVMNLQQDIWVSDEVFRR 

LRLRSLQAAREATRPVAATTYA 

RLLLERQGVLPATDGSPALFAS 

TSPGVYEGVDGVMRVIEQLAA 

SAINASLWESQEFVYGK.PVYAV 

GENYSQGQYYLASFANRIWLSP 

QGVVDLHGFATNGLYYKSLLD 

KLKVSTHVFRVGTYKSAVEPF1 

RDDMSPAAREADSRWIGELWQ 

NYLNTVAANRQIPAEQVFPGA 

QGLLEGLTKTGG DTAKYALEN 

KLVDALASSAEIEKALTKEFGW 

SKTDKNYRAISYYDYALKTPA 

DTGDSIGVVFANGA1MDGEETQ 

GNVGGDTTAAQIRDARLDPKV 

KA1 VLRVNSPGG SVTASEVI RA 

ELAAARAAGKPVVVSMGGMA 

ASGGYWISTPANYIVANPSTLT 

GSIGIFGVITTVENSLDSIGVHTD 

GVSTSPLADVS1TRALPPEAQL 

MMQLSIENGYKRFITLVADARH 

STPEQ/IDKIAQGHVWT/GLGDF 

DDAVAKAAELAKVKQWHLEY 

YVDEPTFFDKVMDNMSGSVRA 

MLPDAFQAMLPAPLASYQVRS 

D/^T XVII I T UDVUCVHVU A fri\l 

rOL 1 Y ILLLrK Y lib i Y HArvfcliN 

LRCLHGRDHRDAAFRAGLYTG 
VRSSTTPTGADAGIPSPGDARF 

A1HH 1 IrKiNUbbKriNrUJvLArHA 


25522 


55890 


A 


25663 


1 


1665 




25523 


55891 


A 


25664 


475 


1182 




25524 


55892 


A 


25665 


242 


3059 




25525 


55893 


A 


25666 


1761 


1970 




25526 


55894 


A 


25667 


455 


1137 


GTKPRDIDHILGTFITPGMPKGG 

KLDVYAAPELPLKLLGRPTEGE 

YNEEF/SLLPVVNYLKDKLSNP 

V/RLDGVDVAEGEL/VVLENVR 

FNKGEKKDDE/HRAQASTHGIG 

K/FADVACAGPLLA/AVLDSLSK 

/IADQLIVGGGIANTFI/AAQGHD 

VGKSLYEADLV/DEAKRLLTTC 

NIPVPSDA/RVATEFSETAPATL 

KSVRHSDKISYISTGGGAFLEL 

WKVKYLPAVAMLEERG 


25527 


55895 


A 


25668 


1108 


1932 




25528 


55896 


A 


25669 


1496 


1631 




25529 


55897 


A 


25670 


462 


1152 




25530 


55898 


A 


25671 


545 


598 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25531 


55899 


A 


25672 


1 


1761 


M RG HN W1DMDQ A RQQSTPHT 

DRKICHKNDRPRTTPLRKIDAH 

PHTLIILPAESTLSTTKYKLRAL 

LVENTNKDKSAVSVVFRGSVL 

HQQAANFPNLMLCFQLKNGVN 

ACNDFIMLFVDDNAAGSIERAA 

SPCINEKQHAFSESVPA1AAVRG 

LGSMIAVEFNDPQTGEPSAAIA 

QKIQQRALAQGLLLLTCGAYG 

NACKRRIDYVCRIKHSRRIRQV 

VLLNFAKSGAFSTTRGTDDKLT 

PVIQPRASGEYNEEFSLLPVVN 

YLKDKLSNPVRLVKDYLDGVD 

VAEGELVVLENVRFNKGEKKD 

DETLSKKYAALCDVFVMDAFG 

TAHLRAGFLLTGI\GKLRCSLRC 

AGPLLAAELDALGKALKEPARP 

MVAIVGGSKVSTKLTVLDSLSK 

1ADQLIVGGG1ANTFIAAQGHD 

VGKSLYEADLVDEAKRLLTTC 

NIPVPSDVRVATEFSETAPANL 

KSVNDVKADEQILDIVRDLDAA 

NVV1NAVFSYVTNVWGWAFE 

WYMVVMLFGWFWLVFGPYAK 

KRLGNEPPEFSTASWIFMMFAL 

LYVCCRTVRLGREIHRRAQ1VH 

IDIEPTQ1GRVLCR1SVLSLMLK.R 


25532 


55900 


A 


25673 


1 


984 




25533 


55901 


A 


25674 


1 


1181 


MMAVSAPYVGDNIDDGG1YTQ 
SETHTISSDCVLDTAAMWTPLS 
AV1GCTTNPAQYPANAAEVYN 
KDGNKLDLYGKVDGLHYFSDN 
KDVDGDQTYM RLGFKGETQVT 
DQLTGYGQWEYQIQGNSAENE 
NNSWTRVAFAGLKFQDVGSFD 
YGRNYGVVYDVTSWTDVLPEF 
GGDTYGSDNFMQQRGNGFATY 
RNTDFFGLVDGLNFAVQYQGK 
NGNPSGESFTSGVTNNGRDALR 
QNGDGVGGSITYDYEGFGIG\Y 
TQTYNATRVGSLGWANKAQNF 
EAVAQYQFDFGLRPSLAYLQSK 
GKNLGRGYDDEDILQICCMSDP 
TQNRQASAKLALPCQVALLSSA 
SPHHAFTPSTSIIQPAHIIIHSSPP 
PWASSHSISTHQQHTQCSSSSNT 
LAVH 


25534 


55902 


A 


25675 


1 


147 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25535 


55903 


A 


25676 


683 


947 


QVRDSLQQGRERRIALSIGWLV 
WREGCQDQCELEAGGASALTR 
RGSCRELDPAPFATMLLFCPGC 
GNGLIVEDG\QRCHASTDAVPP 


25536 


55904 


A 


25677 


12 


393 


RGSCRELEPAEFETMLLFCPGC 
GNGLIVEEGQRCH/RAVACNTV 
C P Y VHN ITPQGNTI WKYPKLKE 
CGSDVLGGAAAVAENVDSTAE 
SCVPKCEHPRAYFMQLQTRSAD 
EPMTTFYKCCYNAQCGHRWRD 


25537 


55905 


A 


25678 


234 


567 


YVDETDDCFENNRCGQPVNGA 
YSPAGLSRVAADASLTTPHAK.* 
TLRSLTLHQHDKTRTELLNDVA 
GALALDDKLGRSTNQLSGGEW 
TPSLARPFLLLGPRKMRLLPLH 
LPP 


25538 


55906 


A 


25679 




794 


HCDGKHFTGVGKIMSIGMQLQ 
DVAESTRLGPLSGEVRAGEILH 
LVGPNGAGKESLTGREWPEMP 
TVKGTIQFPGHPLEAWSAK.KAL 
ALLRAYL\SQQQTPPFPPPVWH 
YLTLHQPDKTRPELLNDVAGA 
LALDDKLGRSTNQLSGGEWQR 
VRLAAVVLQITPQANPAGQLLL 
LDEPMNSLDVAQQSALDK1LSA 
LCQQGLA1VMSSHDLNHTLRH 
AHRAWLLK.GGKMLASGRREE 
VLTPPNLAQAYGMNFRRLDIEG 
HRMLISTI 


25539 


55907 


A 


25680 


12 


414 


RAAPSRNLPPRMPIP1AAPIAAR 
P11TAAAMYSRSIFRFSMTVSSLF 
QLKRSSVGKLMFFRRHRQIDDR 
QNHEDEGLQRNDQDVENGPRH 
1 QDPL * PPRQETSNQNEDQLSG V 
HVTEQSQTEGSWFGQHAYPF 


25540 


55908 


A 


25681 


568 


724 


RFSLGTVLDGIYPHQYDGYSR 
WSAKRYL*WRNL*SGTHRSC* 
VNNFTRSNKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblt nucleotide 
deletion, \=possible nucleotide insertion) 


25541 


55909 


A 


25682 


1 


974 


MNGKLQSSDVKNETPYNIPLLI 
NENV1SSGISL1SLWHTYADEHY 
RVIWPRDKLKKPLIANSWVAVY 
TVTGCGNSDRLNNIRTLRA\MA 
REFS1DVLDEM LQQFRVVTPDR 
PEHKQLPQHELAERQEKISTWL 
ELMKADGINPEELLGN\SSAAA 
PR\AGKKRQPGSAKYLFT\DVN 
GETKTWTGQGRTPKPIAQALAE 
DCHGKPEYGSAVHGCRCDDGS 
AGNLCFDLNRHCGLGVRLRPR 
KJNGDYRSRFCHAGETGVCAG 
AETTQMAESGVSGAGLAVRGE 
RDGKRSPLQIAIMMNGSSGQAI 
SSNV1ILQLFLVEVIKSLRMLYM 


25542 


55910 


A 


25683 


1 


1359 




25543 


55911 


A 


25684 


1 


918 




25544 


55912 


A 


25685 


72 


690 


PAPVAGAHCPLGLHRSSEHQEP 
QLRH VARWPSS* S WLCHGTFR 
KLLPGKKRRGGNKKF*GRRAR 
GVGCVVSRVWCGPACACSLRR 
WLAHTVHWVFTEAQSIKSHSS 
DMWPDGLALSPGCAMGPSGSC 
SRGKNVGGATKNFRGVHN1YC 
HKP1PTTQHESKYARQTTTEEC 
TQTSSHDFRTTFSAVMQQRLQ1 
ARNLVTHPKLVFMDEPTGGLD 
VSVQARLLDLLRGLVVELNLA 
VVIVTHDLGVARLLADRLLVM 
KQGQVVESGLTDRVLDDPHHP 
YTQLLVSSVLQN 


25545 


55913 


A 


25686 


1334 


1545 


RSQSRLERSCSVTGSM*RVSPA 
RSFRR1TKRVLAAARLAT*LPAS 
GRRTGVGVSVDSEFPSELLSSSF 
TD 


25546 


55914 


A 


25687 


1784 


2125 


WLQHIHPQLLRCPVLRAQNVW 
IRTLYDRH/RFVTRGTLGWIETG 
DF/DKVPPDLRFFAGGDRSI/RG 
YKYKSIAPKYANGLDIGKSPAA 
GAISPCLTFVMSARRGGHRGQS 
ASGCRA 


25547 


55915 


A 


25688 


931 


1213 


NLHPAPAKRRAPARPQSRLAHR 

QRGRMRGAPRPFRQRQ1KLCY 

ARCTPTICPTKVKSRSNTVTSG* 

TWSPRQRAKWWKSAKPPSAGL 

TSSARHP 


25548 


55916 


A 


25689 


999 


1243 


VDPVPWLPMALDITSTAPARQF 
RKRIIASLMPT/WGTSLRRYSVP 
PRRSGWKRWRFPPTGSTTCRPP 
FPAVCSSVCRLPATW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possiblt nucleotide 
deletion, \=possible nucleotide insertion) 


25549 


55917 


A 


25690 


1225 


2341 


ARTFRLSNFGGSTRARGVYWD 

PNSDLCPTLDFSYKMPLLKNPL 

EQYYLVQGGFKRTDLNDTESD 

STTLVASRYWDLSSGWQRAIN 

LR WSLDH FTQG E ITNTTMLF YP 

GVM1SRTRSRGGLMPTWGDSQ 

RYSIDYSNTAWGSDVDFSVFQA 

QNVWTRTLYDRHRFVTRGTLG 

WIETGDFDKVPPDLRFFAGGDR 

SIRGYQY\KSIGPKLPNGD\LKG 

ASKLITGSLEYQYNVTGKCTK 

WQFGEWLAPGEVRLAPGATLA 

TPELVASCSTEGLNGLAANFHA 

ELRARLPWHGGAMKPRPVHLN 

TWEGFYFDLQPDKVKALATAA 

AALGVERFVLDDGWFNARHH 

DRAGLGDWWPDATKFPQGLG 

ELVAHVNPFYA 


25550 


55918 


A 


25691 


45 


233 


SSYPRWWAAWWASTTARPSTR 

WRSSPR*SATTWASSPSPTSP*I 

HDRPG1GATHSSRF1PLK 


25551 


55919 


B 


25692 


1 


558 




25552 


55920 


A 


25693 


324 


657 




25553 


55921 


A 


25694 


831 


1244 


WQPGGR*WSRQRSADGTGPDD 
LAAAYFPGDRFYRN*PSERC*H 
RRG 


25554 


55922 


A 


25695 




1215 




25555 


55923 


A 


25696 


1 


840 




25556 


55924 


A 


25697 




1365 


MPQNRGGFLDKKNPGAPLEGA 

VYVNCFTRFPGIGYEGRTAVFC 

GAAKVPPGLNYRGIGAFPGGNF 

ASKRSRGRNLAGARCLRFCPKN 

WQ\NYSETASVQQQN*SVLARA 

1ERGINAPLA\SSCGRFFDAVPA 

ALGCAPATLSYKGEAACALEA 

LAASCHGVTIIPVTMPRVDNQL 

DLATFWQQWLNWQAPVNQRA 

WAFHDA LAQGF A ALMREQAT 

MRGITTLHPEGLERMSAGHES 

WLERRNGELGEGKGSKAYPTG 

DHKGADLYDDSNFLIQNIFVED 

TRGLLRQGREDLIERYKDPLNE 

NPKRCVEQLANWHKELEEYKK 

ASRIDIKPSREYASTIMNAIWTG 

EPSV1YGNVRNDGLIDNLPQGC 

CVEVACLVDANGIQPTKVGTLP 

SHLAAMMQTN1NVQTLLTEAIL 

TENRDRVYHAAMMDPHTAAV 

LGIDEIYALVDDLIAAHGDWLP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25557 


55925 


A 


25698 


1 


950 


MPDEENRFNALKAVFSQLMTD 

ATLTPLFNYHYRISAPPGVNGL 

SMKRAVVVFSGGQDSTTCLVQ 

ALQQYDEVHCVTFDYGQRHRA 

EIDVARELALKLGARAHKVLD 

VTLLNELAVSSLTRDS1PVPDYE 

PEADGIPNTFVPGRNILFLTLAA 

IYAYQVKAEAVITGVCETDFSG 

YPDCRDEFVKALNHAHKEKLD 

EDCKRRMYTNPLRVLDSKNPE 

VQALLNDAPALGDYLDEESRE 

HFAGLCKLLESAGIAYTVNQRL 

AVNPEFKADPVVDIYLVASGA 

DTQSAAMALAERLRDELPGVK 

LMTNHGGGNFKKQFARADKW 

GARVAVVLGESEVANGTAVVK 

DLRSGEQTAVAQDSVAAHLRT 

KEKDSVEIYENENDQVEAVKRF 

FAENGKALAVGV1LGVGALIG 

WRYWNSHQVDSARSASLAYQ 

NAVTAVSEGKPDSIPAAEKFAA 

ENKNTYGALASLELAQQFVDK 

NELEKAAAQLQQGLADTSDEN 

LKAV1NLRLARVQVQLKQADA 

ALKTL*IPD*RPDAGLRCKRSPR 

SPAVCTDRQNAHEIPRPDSHLM 

PERR*EAPALPDFLNPARAAG 


25558 


55926 


A 


25699 




3314 


MKISRLGEAPDYRFSLANERTF 
LAW1RTALGFLAAGVGLDQLA 
PDFATPVIRELLALLLCLFSGGL 
AMYGYLRWLRNEKAMRLKED 
LPYTNSLLIISLILMVVAVIVMG 
LRAMLMAMEPIWESDFHTLSY 
GFRPERSVHHAIRTVKLQLTDC 
GETRGRWV1EGDLSSYFDTVHH 
RLLMKAVRRR1SDARFMTLLW 
KTIKAGHIDVEDKRAASEGVPQ 
NKIISPLLSNIMLNEFDQYLHER 
YLSGKARKDRWYWNN 


25559 


55927 


A 


25700 


997 


1716 


PYLTASSSAFQQLHLSGENHRD 
DGCAGYSRRTLAAQLQCHCEC 
DFTNLPPDTPRLPRSGVVLPARF 
PRPLHTLISALHRRVLTRHARH 
ESSTLNPQRLPPAHRFFACQSRY 
VPGPAEYSYAVRSTDESG*A*W 
LRVPPNLIALTVQRSLPDLALPA 
QNCPPCRSMLEPAPYILLGMLA 
TWPACPG\H EVG * SHS AHPDEP 
ETLQTVSR*YRRFGRPVH*SVH 
VVGRYPHQACQCYLSSTAE 


25560 


55928 


A 


25701 


1 


769 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25561 


55929 


A 


25702 


1 


3707 


MVRSAVVAGIAQAALPQSVVA 
WEYLVEDYDRIRNDIEAVLPEF 
ADYNQRJRHPGGFHLINAAAER 
RWMTPSGKANF1TSKGLLEDPS 
SAFNSKLVMATVRSHDQYNTTI 
YGMDDRYRGVFGQRDGYRDN 
CEEIAQLAEDCGNLFAVTVFRC 
PAGANLQGNRNVHCIDDLGKD 
RFNDIRNVQAAELLAEMAISSA 
QRRMRA AKKV VRKKLTSG PAL 
PGKLADCTAQDLNRTELFLWK 
GEQNALLRGFPAVRLHSLL 


25562 


55930 


A 


25703 


1 


369 


LPSHGAGLGTCSLPCLSLPPTP 

WAPVQPEPPRRAPPPAPWRPVP 

LTTQGLRN/DEHRVQDWQAAP 

PAAPLKVCKYTNQHPVFSTRFV 

NAPIDTLYLAALVRTWRTFMSS 

SRIVNTPIGTLYLAQ 


25563 


55931 


A 


25704 


1 


444 


MRLHSSALGRSMGLGAVEQGA 

ALVGEAPAAQEPTEAGEGSGM 

AGCSPKACPAGRQLRPGPA\AA 

PSAGPPSPRPPGTPAGPQAPRAA 

PVPARASPSTPPCKLRERAAAF 

A/EPRKGLPQCSGGLKGSSSAA 

KVGAQAEEAPRASESCEDC 


25564 


55932 


A 


25705 


1767 


2130 


YTGQRLRRVYWVPQQCQPTCA 
ALDFSPSLSCLPA/AAGLRTYSQ 
PCLSLPPTPWAPVQPEPPQ*APP 
PAPRRP\AHRPPKG*GVQAHGA 
G\RQAAPPAAPVRDPLG\KPAGL 
LSLVGTWRTFMS 


25565 


55933 


A 


25706 


654 


832 


RRCARFLAGP*LPSHGAGLGTC 
SPPCLSLPPTPWAPVRPEPPRRA 
PPPAPRRPVLCVFS 


25566 


55934 


B 


25707 


1 


537 




25567 


55935 


A 


25708 


1 


455 


HCGSVIGGFLVSLTLRTKLRTL 
AVSVTALTVVCLEFIPSDVRMR 
SVSSFWWVRSLAGSRVKLQTF 
AVTVTALKAASLELFVPPGGLV 
VSLASGVKLQTAAAGK/RCLPV 
LRHAPALLSPWVVDGTGHRGA 
GGGAHRGGSGRPGAHGGGGRL 














SACREVWRERHEREPGLRGAL 
AGQLEFRVGVGLVRPALGGAG 
QPGAALDFSPGLSCLPA/AAGL 
GTCSPPCLSLPPPPWAPVQPEPP 
RRAPPPVHGAQSHRPPKG 



3430 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25569 


55937 


A 


25710 


144 


519 


HPGQRLRRVYWVPQQCQPIGA 
ELDFSPSLSCLPA/AAGLGTCSP 
PCLSLPPPPWAPVQPEPPQRAPP 
PAPW/WLSPIDHPRAEECECTA 
QDWQAALPAAPVWDPLEMSG 
LFDRAEKRY1RSFARKDSM 


25570 


55938 


A 


25711 


271 


743 


ARTWNVPKVCVRIKANSHSIFT 
GLSCLPAGQGSGPAARHA*ASD 
PLRGLLCGPSLLDE/PPPPAPWR 
PVPSTTQGLRSAGEQRGTGRQL 
HLSAAPVRDPRGEAIWAPESGR 
SAASILKPARPPAHREERTTPDA 
PP*EL*HSPRRSAASLREDPWLH 
S 


25571 


55939 


A 


25712 


1043 


1348 


GPARNRAQRRRAGTAGGPITPS 
AAAGPGAKPLIARRRQGWPAA 
PSAGPAKPTPTRISSWPAS\QPA 
AAVPARASPSTTLFKLREWAPA 
LASPERGSHSATVG 


25572 


55940 


A 


25713 


22 


226 


NTRRWTEMTFDQVVR1FSIGNL 
QTVLQNRQPGGAIARCTGH1DP 
VTRFRPRAR*GSSHRNKAVDTQ 
RH 


25573 


55941 


A 


25714 


166 


714 




25574 


55942 


A 


25715 


1 


462 





3431 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25575 


55943 


A 


25716 


1 


924 


MFAIISYSSLAAVLLTATLTAAG 

IISFPVALCLV1GANLGSGLLAM 

LNNSAANAAARRVALGSLLFK 

LVGSLIILPFVHLLAETMGKLSL 

PKAELVIYFHVFYNLVRCLVML 

PFVDPMARFCKT1IRDEPELDTQ 

LRPKHLDVSALDTPTLALANAA 

RETCALATPWTDDGRKYAYSA 

ASGGRRSATKVMVVVTDGESH 

DGSMLKAVIDQCNHDNILRFG1 

AVLGYLNRNALDTKNLIKEIKA 

IASIPTERYFFNVSDEAALLEKA 

GTLGEQIFS1EDMDLGDEVYTV 

GRPHPM I DPTLRNQLI ADLG AK 

PQ VRVLLLDV VI G FG ATADPA A 

SLVSAWQKACAARLDNQPLYA 

IATVTGTERDPQCRSQQIATLED 

AG1AVVSSLPEATLLAAALIHPL 

SPAAQQHTPSLLENVAVINIGLR 

SFA LELQS ASKP VVHYQ WSPV 

AGQGKWLANPELLEADADAEY 

AA VI Dl DL AD1KEPILCAPNDPD 

DARPLSAVQGEKIDEVFIGSCM 

TNIGHFRAAGKLLDAHKGQLPT 

RLWVAPPTRMDAAQLTEEGYY 

SVFGKSGARVSSIPCAVPCVWA 

RVADGATVVSTSTRNFPNRLGT 

GANVFLASAELAAVAAL1GKLP 

TPEEYQTYVAQVDKTAVDTYR 

YLNFNQLSQYTEKADGLLKPRF 

RPWQRKILDTLATYHEQHRDEP 

GPGRERLRRMALPMEDEALVL 


25576 


55944 


A 


25717 


1 


417 


MG VLNN WLSEEESLWIQSRIHL 
RALRYYSNWRQYFAGYTFGRQ 
YWQSPEDDHLPLLREFLARYER 
PM KNC WKILDTEETTD VDIIRRA 
YLALLPSFHPETDPQDFKQLRQ 
AYEEALRIAQSPAKSVWQPEEY 
EV AEHEI LLAFRALLASDSERFL 
PSAWQRFIQQLNYCSMEEIDEL 
RWSLCTIAMNTAHLSFECVVLL 
AERLRWLQEENTGEIDEEELGS 
FLYAIAKGNVFNFQTILHLPVA 
RRPDICTQHNDQSRCEGYQILS 
DKRGHQHGGGITALYQCGNAD 
PRAKGERLFFDAPA*CASSARV 
CVLSLAGASKKSRSPFARGSAL 
PHWYRAVMPPPCW 



3432 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop cndon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25577 


55945 


A 


25718 


1680 


2058 


YRAYAPAFLPLSPSCPPLWRHC 

GSGRGENRRRDSSAHGPYAPRR 

QPDMPAHRQS*SFV/PASCSAC 

MDEPHKRLTVTAGTECGTSASS 

AALRAILK.PCSSVCSSFFLLLLL 

PPPPPSSSSSSFFFLF 


25578 


55946 


A 


25719 


1115 


3549 


NPDRLLQLNLILETSK*QQMGD 

TRKKRS/NLT V A P 1 1 S PL K R Y EQ 

HTELSRHINVVNLGDRNRRQQL 

ILDQGKSSQRNIYLSHVAQKIPG 

RATYALSHSVDM1T1QLGTLLR 

CAPPHRRRYAGRFFCRSAGNFL 

NVQGFDAVLVAVKIIDLLLCLT 

IAPSL1VCTRLRSPWCGALRRCS 

TDGRSDLASSGVMFS1DTESAL 

TRWCLSLPHGALGK1IAEGLLS 

VIASKASAIVTTVAVVPVTRRSS 

LVNWHSGGSGLWRCNRTDERD 

QQASQGTTRMGRTQRNYSPTR 

QA1HKTGSPTMATTSNTEQPPH 

EKPNTLTQHPRNPDRTIHPKAT 

HNELTQDTPQRDAKQNGEKTQ 

RKKNCLSELNDAEDQAERFQD 

RLMLKLQVTTKPCSMTRLRDC 

AG1WSAANRWSGIG1DRMIMLF 

TNSHTIATLFSSRRCAHRNKFH 

LMNEAVRRLLRSSFRKSVLRRD 

ASFHDNQRVHSLQLLKERKKSL 

1HGRICAAKASLFQTRRYRWQK 

APLFSAQFRGRNRAVTHNRWV 

TTTTAIERTRARGLRPNSGRGF 

HSSPAWQLRHRKCRRCARRYH 

TVYWIKRRRSVARASTVVSGRI 

TSRRGENRRRDSSAIAHMLHAA 

KQTCLRI A VMIIR A A SC S ACMD 

EPPSDLTVTAGTDAGLAPAGYA 

LNERRDLLHALTKSTALRTAHR 

GPNRTGWLNRRIVRFVMTALF 


25579 


55947 


A 


25720 


606 


1562 




25580 


55948 


A 


25721 


688 


762 




25581 


55949 


A 


25722 


492 


737 


SLPSGATLPPPALLLASAPDTA* 
WRCRER* YH LPA Y A ALSPA V A 
HRASLYSTLPSSVPWRRQCAGF 
RARRSPEQAWAYPAR 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25582 


55950 


A 


25723 


335 


903 


WVHDLPARKGSSARN1MLKSA 
PLRG HTRTRRKK MN HE AN V AT 
PDARVAITIARFNNFINDSLLEG 
AIDALKRIGQVKDENITVVWVP 
GAYELPLAAGALAK.TGK.YDAG 
IALGTGIRGGTAHFEYVAGGAS 
NGLAHVGQDSEUPVAFGVLTT 
ESI/EQAIERAGTKVGNKGAEA 
ALTALEMrNVLKAIKA 


25583 


55951 


A 


25724 


3644 


4545 


SEAWPWRTAGTCLLCLNTT/AH 

VDKAIESRTVVADVLAK.FENAL 

TGKLLTVSFQAHEAVIHGHHPA 

PEENLQVLAALRLQYLQGDYT 

LHAAIPPLEEVYSLQRLKARISQ 

STKTFTPCERLEKRRTSFLEGTL 

RRSFRTGSVVRQKVEEEQMLD 

MWIKEEVSSARASIIDKWRKFQ 

GMNQEQAMAK.YMALIKEWPG 

YGSTLFDVECKEGGFPQELWL 

GVSADAVSVYKRGEGRPLEVF 

QYEHILSFGAPLANTYKIVVDE 

RELLFETSEVVDVAKLMKAY1S 

M1VKKRYSTTRSASSQGSSR 


25584 


55952 


A 


25725 


1 


735 




25585 


55953 


A 


25726 


147 


504 


STCPASAPPRPSAGPR1LSGSSAS 
GSPLGSSSASSPAVHKG*RFWL 
TG*CGP*VSAGNK\LFERWDGS 
VQSII PLQ1LESQG SKNLEVFFRG 
WMVAMDNRFVGLKGDSQQLS 
GQRJFKLG 


25586 


55954 


A 


25727 




639 




25587 


55955 


A 


25728 


1 


1247 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25588 


55956 


A 


25729 


1 


2376 


MAEVEEKKQRIFRKFTYRGVD 

LGQLLDM S FEQLRQL YG ARQL 

RRLNHGLWRNAEAQAAFAAE 

APMLGQEGGADHREAGSGEDA 

PAGYDHPSQDGGQQGGRLQRQ 

DLQPGGDQAGDDRPRPGRVLH 

HLQAQRGKKPM/ISTVTFGQ* P 

DPPLRAGQRL*RC/RLLIYGRGK 

CWALSGNP/RSGKTTLLKSISAR 

LTPQQGEIH YEN RSL YAM SEAD 

RRRLLRTEWGVVHQHPLDGLR 

RQ VS AG GNIGERLM ATG A RH Y 

G D 1 R ATAQKWLEEVE1P AN Rl D 

DLPTTFLRATHTVKMFSIPGYSS 

PGQLLDPETNINIGTSYLQYVY 

QQFGNNR1FSSAAYNAGPGRVA 

TAIVLTLYIIYMVGFFATSGELT 

YEVWIGFFASAFTKVFTLLALF 

S1L1HA WIGM WQV LTD Y VKPLA 

LRLMLQLVIVVALVVYV1YGFV 

VVWGMRAALQISQSGQTCALL 

SKVFPTRSHTVSAQGG1TVALG 

NTHEDNWEWHMYDTVKGSDY 

IDAGRKRQEEGDWNSGVGDPS 

DAGDRKHQLKAAQLRPEAIKQ 

RRIANRLKRRTQFPRHLKGFVN 

TLKPIHGGCSVGTKCPQMASLP 

EGLHHPVKLVFLGK.PGCLLTDR 

PLKGPNTAKPVAVDLNASATAI 

TSYSLYGGSMILLFLASTLYHAI 

PHQRAKMWLKKFDHCAIYLLI 

AGTYTPFLLVGLDSPLARG LMI 


25589 


55957 


A 


25730 


219 


652 


SASWREA1CLSRCRLPRSATAR 
GAGRGGCGLADRRASRQGKNL 
EAESAQEQNGHQHRIHESQHPC 
QGGAPVSHHQAAVRLRESQIQ 
G A AEKR* PTGD V I H PGQP VSGG 
/LK*YPSIPTCLLTTRTASLLKPP 
GVRTSVCWQQLPR 


25590 


55958 


A 


25731 


1902 


2100 


RKFFSSSSGRS*PVRCSKL*SSID 
A*PLERIKRSRSYQVGSVGLCL 
RKSFHSTSAISAMPIGAPG 


25591 


55959 


A 


25732 


3223 


3669 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25592 


55960 


A 


25733 




4325 


MPEPPTHSMGSCAAGASLTSTA 

PCSTAPSPIDHLRAKECERTAQ 

DWQAAPPAALVRDPLAALVRT 

WRTFMSSSRIVNTPIGTLCLAQ 

GFQWFSVLSQVHASTDQEIQE 

MHDEQANPQNAVGTLDVGL1D 

SVCASDSPDRPNSFVIITANRVL 

HCNADTPEEMHHWITLLQRSK 

GDTRVEGQEFIVRGWLHKEVK 

NSPKMSSLKLKK.RWFVLTHIPG 

LLQEFREDALNWGPDEKIFKET 

ELVNDMDKINGRIERAE 


25593 


55961 


A 


25734 


501 


2871 


TGCCCLRKTDCRRRESARGVH 

AVYRRICARSMLLYRESVRPKA 

VTARVAVEAGIADYWYKYVG 

LNGAIVGMTTFGESAPAELLFE 

EFGFTVDNPLASRAVRLRLPFN 

NDQVEAAVGWKLAVERHNGP 

TAL1LSRQNLAQVERTPDQVKE 

IARGGYVLKDSGGKPDIILIATG 

SEMEITLQAAEKLAGEGRNVR 

VVSLPSTDIFDAQDEEYRESVLP 

SNVAARVAVEAGIADYWYKY 

VGLKGAIVGMTGYGESAPADK 

LFPFFG FTAENI V AKA HK V LG V 

KAGSHIPRKKYDVPGKKSFSPV 

KYST1GSPSPERPVSITTIPNSFVI 

ITANRVLHCNADTPEEMHHW1T 

LLQRSKGDTRVEGQEFIVVEKL 

1RGLAMEDSRNMFALFEYNGH 

VDKAIESRTVVADVLAKFEKEP 

VGKHLPTYDGQIAMGLESTAS 

VTRKHSSPSSLQNALSCETATSL 

IERRVRMALGTGDRRG LNTWL 

ARLPMEAKEKDEWRYWQADL 

LLERGREAEAKEILHQLMQQR 

GFYPMVAAQRIGEEYELKIDKA 

PQNVDSALTQGPEMARVRELM 

YWNLDNTARSEWAN\LLKNKS 

KPDRAHLPGYASTTQWWILSV 

QAT1VAGNLGDHLKERFPLANN 

DLSKRYTSGKKIPQSYAMAIAR 

QKSAWNPKVKSPVGASGLMQI 

MPGTATHTVKMFSIPGYSSPGQ 


25594 


55962 


A 


25735 


1 


1195 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25595 


55963 


A 


25736 


1931 


2676 


FCGNTHQTYLGWVGGVANSEA 
♦GEKWGTPDLVG/AERTETIQR 
LLGVCPEQGEGKIYIDGKQVDI 
RNCQQAIAQG1AMVPEDRKRD 
GIVPVMAVGKNITLAALNKFTG 
GISQLDDAAEQKCILESIQQLKV 
KTSSPDLAIGRLSGGNQQKAIL 
ARCLLLNPRILILDEPTRGIDIGA 
KYEIYKLINQLVQQGIAVIVISS 
ELPEVLGLSDRVLVMHEGKLK 
ANLINHNLTQEQVMEAALRSE 
HHVEKQSV 


25596 


55964 


A 


25737 


1491 


1667 


TNG Q WRAF YC * MRSGRNIRRR 
GEDISGGAGVSPRESPE*REVPE 
MGPGGAANRGTKRV 


25597 


55965 


A 


25738 


419 


823 


VTLVA1TRPIHVNRLRQYLVA1S 
LNETFGPSCKPSRSPCSSLSTCC 
WNAGVMHKK*VQGGRLCSYR 
N*SICLVV1SPVVMGKRCIS*RC 
TAVLAALTVTVPSGVVAAHSV 
MLPRLPMKRSSIVPLPSNWRTS 


25598 


55966 


A 


25739 


591 


968 


VKQCKQADEH*EQSLIPLERRR 
TTPLSVPQL/GKALTTVSFCASG 
GTSVNSLSHTS*ECMASAVAVK 
FTFPNLAVNFCTAAMAGPKVA 
LTSTLARJQAGSLARTGGRAYR 
WSRSTMLAKSFWCLMAL 


25599 


55967 


A 


25740 


764 


1005 


QARPRAPRRAPYPIL1RSS1ITL1Y 
/DGQRLGHLDDGTDSWNHVPT 
LNGQCTLVLIHEYVDTRGPEIK 
TILVISWWNILVFH 


25600 


55968 


A 


25741 


463 


786 




25601 


55969 


A 


25742 


3 


646 




25602 


55970 


A 


25743 




3008 


MTMLQ1VGAL1LLIAGFAILRLL 
FRALISTASALAGLILLCLFGPA 
LLAGY1TERITRLFHIRWLAGVF 
LTIAGMIISFMWGLDGKHIALE 
AHTFDSVKFILTTALAGGLLAV 
PLQIKNIQQNGITPEDISKEINGY 
YCCFYTAFFLMACSDQRRLRG 
AMDKRYKf 1LVGFGEVFVFNLE 
SLDSGKKIHLLRRSHEEVMGSV 
MRTGTIDKGILPFIHHTRGNE1L 
F1PALFILFSLGGAVFGMGEEAV 
AFAIIIA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknotvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25603 


55971 


A 


25744 


2 


3494 


TITNLRPAAPGICEMAQGLSAG 
GEYTGASIFVAEYSPDRRRGFM 
GSWLDLRSIAE1ELGAGGVGLIS 
Tl VG E AN FLD WG WRIPFFI A LPL 
GIIGLYLRHALEDTPAFQQHVD 
KLEQGDREGLQDGPKVSLKEIA 
TKYWRSLLTCIGLVIATNVTYY 
MLLTYMPSYLSHNLHYSEDHG 
ALII1A1M1GMLFVQPVMGLLSD 
RFGRRPFVLLGSVALFVLAIPAF 
ILINSNVIGLNLLPAMFPTHIRYS 
ALLLEMKN 


25604 


55972 


A 


25745 


1 


277 




25605 


55973 


A 


25746 


902 


1006 




25606 


55974 


A 


25747 


2 


1265 




25607 


55975 


A 


25748 


409 


525 




25608 


55976 


A 


25749 


91 


431 


NHKPGNIDVARR1QRGFAGDQI 
GH LRPVERQCSPDKRRF1 AADG 
REIRGKQRAGH1FQLLSRCLLQI 
LNHCQRRAAHFRFQLSNQRHQ 
QLLPV/HYHAAEREYPAGACLV 
RWLL 


25609 


55977 


A 


25750 


3 


71 




25610 


55978 


A 


25751 


1 


1212 




25611 


55979 


A 


25752 


1 


2786 


MAAVIEQ1 RRAVLALVTGVVHP 

GDIPVVWDIVWNATAAFIAVIII 

SLLLDESGFFEWAALHVLRWG 

YGPGRLPFNRIGLIRRITRRIRQR 

LLFGLVTFILLLNRSQNPAQDIQ 

LLAFRARTGKQTAQFIHHLPRM 

VFTDKTGSSNGLAPQGQCSAQ 

GELILNEKLAKQLVTAANWVK 

MQSDEGE1NPVDILRWPGVMA 

AQEQDLDA1AAEILAALDGTLD 

DF1 V ARETEGQSGLKRV YHSPG 

APDIREFTRDAIP 


25612 


55980 


A 


25753 


5 


402 


EIFSVVWIIMTRGDVVTISRWR 
VSSSPLET WN ICR WAKISPAPFS 
LLPISRLEKSEGDWLPETVISAF 
NMPSSLSLIISSL*FKVRDV*HFF 
/RPTLRGHYRVINWPNFNIVVS 
QGIGKRLANSWLVFTLFHRI 


25613 


55981 


A 


25754 


48 


219 


PETCGHLWAYVWPSCAAV\GL 
YFK VHVLG * RS VTPVTDI VKLL 
EFTRLRLPGYTKSIE 


25614 


55982 


A 


25755 


1 


912 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25615 


55983 


A 


25756 




1857 


MRVCARACVRTRTRMCVYAH 

TCVCVRTYAYVRVRVRVHVRA 

RVR VC A Y A RTR V RN S L S I LPF I Q 

LTL ATPi HH1HQEEFN IRG I VP V L 

RRVKPDLAIG1DITPSCDTPDLH 

DYSEVRINQGVGITCLNYHGRG 

TLAGLITPPRLIRMLEQTALEHN 

IPVQREVAPGVITETGYIQLFLP 

GWEIGFSPLALLLAFLCSTSPGF 

GDPDGLGVIAYQDTVRPNAAT 

A1SELNALAVKGVILTGDNPRA 

AAAIAGELGLEFKAGLLPEDKV 

KAVTELNQHAPLAMVGDGIND 

APAMKAAAIGIAMGSGTDVAL 

ETADAALTrfNHLRGLVQMIEL 

ARATHANIRQN ITI A LGLKGIFL 

VTTLDDRVVAGSAGRYGGDGA 

GDSECVKIVAQEIRQTDRNIER 

DRSPRPSGERVRVRGKGG1EAN 

QPLSTAFTNQITIRQSIRLFSNQF 

VFHKG1SRVVAGSSAIISNVSPG 

CILRTPNCRRGFPISCTGEGKAA 

YGWQRDGGHAEYLLAEEKDLI 

LLPDALSYEDGAFISCGVGTAY 

EGILRGEVSGSDNVLVVGLGPV 

GMMAMMLAKGRGAK.RIIGVD 

MLPERLAMAKQLGVMDHGY*I 

LPDVY/V*IGVARVSWMNGR1D 

SELRTRVRAYAHTRTRARTCTR 

TRTRTYAYVRTHTHVCAYTHM 

RVRVRTHARAHTR 


25616 


55984 


A 


25757 


3 


1180 


SKLGTRRSVVWA*SPSTSPTLW 

CSTFSAAGHSSMKRMNEFVDL 

LPAQQRMKGEN W YRGTADA V 

TQNLDIIRRYKAEYVVILAGDHI 

YKQDYSRMLIDHVEKGARCTV 

ACMPVPIEEASAFGVMAVDEN 

DKIIEFVEKPANPPSMPNDPSKS 

LASMG I Y VFDADYLYELLEEDD 

RDENSSHDFG KDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGNFMESEPRSGLIRVSCM 

PAG PPL PLPA ARSE APKA AGTV 

ASVPSIAPARLRPVPDPVELVLV 

AAEFITPGDPTPRLHGSGFIDIR 

Q1HHQTRSHLEGVKTGIRFLNH 

FSGNPQGG1AHVNGVARFQVK 

QCHQAWGQQYAARLRFQARGI 

SLQIAIHRVD1IHRFDVRQL 


25617 


55985 


A 


25758 


16 


543 




25618 


55986 


A 


25759 


1 


3387 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


25619 


55987 


A 


25760 


1688 


2234 


LSVGKTFPVLVPAAFRKVSATG 
AAVPGTPS1LALPSYSTTPFGVC 
TSASMNV PVLTLRIRTRVTG E V 
AAIKPFSMANAPTPDSILPQLGV 
VSTRCS*TITCANR*STSARGSL 
ERLIMATLL/WVAGTFD* SV WF 
G HDTD V VTLYRFH E ALC Y S VT 
LRTPHRRVLRFKSQHPGELACFI 
SPVA 


25620 


55988 


A 


25761 


905 


4762 


PPHN WM PSN ATPGIAFV WCA Y 

GAI/LPGDAPVPVVDDYRKVVR 

KDTKGLIARWKYFWMSVIALG 

VAFALYLAGKDTPATQLVVPFF 

KDVMPQLGLFYILLAYFVIVGT 

GNAVNLTDGLDGLAIMPTVFV 

AGGFALVAWATGNMNFASYL 

HIPYLRHAGELVIVCTAIVGAG 

LGFLWFNTYPAQVFMGDVGSL 

ALGGALGI1AVLLRQEFLLV1M 

GG VFV VETLS V I LQ VGSFK.LRG 

QRIFRMAPIHHHYELKGWP 


25621 


55989 


A 


25762 




1448 


MCHVLLAGRQRRTAGPEHALT 
PPECGSAAIGPAVYKWAHATG 
VM1PDRPRSPHAGAEERHWHH 
PQPELISQRLGSFSSGPTKY1HEF 
QYLTLS YNLTWSDLN VI LTFILP 
LDEWERVFSLAQSHTDNCRLH 
KPDLQEG1REVPQEDPQWNYQ 
ENSPGIARRDYMISCLVEGLKK 
AAYKAINYDKLKETTQGTDKN 
PAQSMACLAATMRHFAALDPE 
ALAPHRDVNHGIKLTCKTIRSSI 
DISREIRAPRECRSTEMASWHPP 
ADLTECPVESGYSVLSGRTDCQ 
YSHTVRRACLTTIDSRPAVRQL 
LKIREVQLLSLLRGCVRSRRSGS 
INAQYCRCLERVVTLPFFDSGPS 
LMNHAPHLYFAWQQLVEKSQL 
MLRLATEEQWDELIASEMAYV 
NAVQEIAHLTEEVDPSTTMQEQ 
LRPMLRLILDNESKVKQVLQ1R 
Q\DGLAKLVEQLRHLSKKHHLD 
TDSTSSSLPGVRTPYSPIRGGEE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


25622 


55990 


A 


25763 


1029 


1665 


RPESISSVASKTRLGRSFHGAAR 

RTREYHSSTCNAS1AAAATVYA 

AQGHPDTTSTPPASVDTTATNT 

QTPAVTAPAPAVDPQQNAVVS 

PSQANVDTAATPAPTAATTPDG 

AAPLPTDQAGVTTPVADPNAL 

VMNFTADCWLEVTDATGKKLF 

SGMQRKDGNLNLTGQAPYKLK 

IGAPAAVQIQYQGKPVDLSRFIR 

TNQVARLTLNAEQSPAQ 


25623 


55991 


A 


25764 


658 


1307 


SNRLYTDVESINEIEG1YMKLRF 
ISSALAAALFAATGSYAAVVDG 
GTIHFEGELVNAACSVNTDSAD 
QVVTLGQYRTDIFNAVGNTSAL 
IPFTIQLNDCDPVVAANAAVAF 
SGQADAINDNLLA1ASSTNTTT 
ATGVG1EILDNTSA1LKPDGNSF 
STN\QNLIPGT\N VLHG L AFRAR 
CVSTANLRVPRPICFDPGSSYQA 
NTIGSGRCADCQPDA 


25624 


55992 


A 


25765 


167 


232 




25625 


55993 


A 


25766 


441 


686 




25626 


55994 


A 


25767 


206 


331 




25627 


55995 


A 


25768 


674 


900 


VVPICTMLEEALERQNLTASLC 
G*LKKACGRSWQTSPIKRSLNG 
AKFSRTS1IMGF1TAEKWSGWE1 
WSARNVTS 


25628 


55996 


A 


25769 


41 


222 




25629 


55997 


A 


25770 


17 


525 


ESLECSGPSWNASGTQSGFYCH 
RIAPILPEKRLARMVEKTWGLG 
LRRRTGFRRQNLGGGTGTLVE 
CTSENS\KPSKSSFRKQRRGQRR 
EGH*SLRR + IRRERTERMQASR 
VTWNSFPQVPAAKKPSSLSESG 
* P* ATN YTREQDSM WNC VHHY 
WQPPTSVSRLVHLNSG 


25630 


55998 


A 


25771 


698 


1051 


PYLRIRLTALISRSSTVMRILFAI 
SKRPIT* PKRPKPTTMTWGLSSL 
THGFSSSSSGPLNWRDSHLSTSF 
ISNGVVIMESVTVTSNNAIWSPS 
SSVAAVNTSRTPEAAIK.RNTGR 
SK 


25631 


55999 


A 


25772 


1 


2204 
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SEQ1D 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


25632 


56000 


A 


25773 


3 


891 


RYRNQDDHELQIHTGTRFYVEL 

CGFRVNPPWLATDVTHAAMAL 

LTLVTTGLHIVGEWGKHATPPV 

PYSICSNPPRRAAYITVWRNRPC 

TLGDHLFS1AYPRGLRYDMGG 

GGEGTAWANVRQALARTTGR 

AQHWTKDNAKSSREARHPRQN 

KTKTHLGKPVLRWV/DPSFDQS 

KYDSIVWNPI/TYYPVPKPSTQV 

GQK. V/LDK1LN YTNTEM KE A 1 A 

H/DTSKEGLQFYEVVPVALVVA 

GTQMATGLRTMDTRLYFEGEL1 

DAAPNKPVIKVVRQGEEPDWP 

SKGDAGDG EK.VPSSLSESG 


25633 


56001 


A 


25774 




285 




25634 


56002 


A 


25775 


1 


302 


SFSSFTQRTASV1 1 SSTSTQSRLA 
TSPILAIARARTSRRCPEKPQLG 
YPDSAAHVFQQDRATKYVINR 
NSKK.P*1CSACRSTVSTRQHRR 
WRGSLQPLSQ 


25635 


56003 


A 


25776 


307 


473 




25636 


56004 


B 


25777 


67 


809 




25637 


56005 


A 


25778 


44 


301 




25638 


56006 


A 


25779 




1519 


MINRLQHTVYTHKWNSYRTEP 

DRRHTALRNSFCLVRLNDSSHS 

RSLDSKQGHTEITFAATEHPPSP 

VSLRIHDVAFDDGRQTSRAPCF 

NLEQPGKLDCTKRL1SDCWVM 

HPGESWHGFKD1PDNWSMLDPI 

K1S1LAPGMGEDGELEETGVPA 

ALVTAWLGRHGIVPTRTTDFQI 

MFLFSMGVTRGKWGTLVNTLC 

SFKRHYDANTPLAQVMPELVE 

QYPDTYANMGIHDLGDTMFA 

WLKENYSGARLNEAYS/GLPSII 

ERHVVDAQGYRGGGMLCSCES 

NFCVSLLRIQAS 


25639 


56007 


A 


25780 


461 


789 


H HV LSELQQL YTA YRS VDH 1 1 D 
HSLAIARAPQRRRCPEKPQLGY 
PDSLQHVFQQDRATKYVINGTS 
KKP*ICSACRSTVTHGHTDAGE 
EVWNPFAVLVPSGKDARVWG 


25640 


56008 


B 


25781 


1 


990 




25641 


56009 


A 


25782 


1 


3066 




25642 


56010 


A 


25783 


583 


904 


WGIRTTDFQIMFLFSMGVTRGK 
WGTLVNTLCSFKRHYDANTPL 
AQVMPELVEQYPGR*FTGVRK 
KSNN*FRQFGGVDTAGNNL\SEI 
FSASASAE1FPANSFCNRLA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25643 


5601 1 


A 


25784 


331 


660 


TG1QLPGAP*SQPWSTRRRAVV 
RPLYRVN * A VP*NR* VIRSKRA 
MPKRTDIKSIL1LGAGPIVIGQRL 
GWRDSDGVRLCGVLGSQENVC 
ELDEKGEERWSISGTSSEFTR 


25644 


56012 


A 


25785 


1 


798 


MSDAEDGARTTLGSGNAVERL 
ADALSQQNVTVIKSTSLDDGFA 
ILSSNEAIDCLMFSYQMEHPDE 
HQNVRQLIGKLHERQLNVPVFL 
LGDREKALAAMDRDLLELVD\ 
EFA WRLEDTADF I AG\RA V A AM 
TRYRQQLLPPLFSALMKYSDI/Q 
SEYSWAAPGHQGGVGFATKTPA 
GRFYHDYYRLLRVAWVLHKTE 
CRLINFPETPIFGNSFRYDIEVSN 
ESPDEEVKLRRHHLARCMKNF 
KTDIYFVSTFEPSTKSVDLLTVE 
TFAGT ; 


25645 


56013 


A 


25786 


211 


414 


RVCECIQLRRIE1FRFMISSQPNL 
PEDLHPQII AKPSQKRLIEQ* SSK 
LTVTKARRQGSRYKSSRFFS 


25646 


56014 


A 


25787 


1694 


4974 


LSLLSAK7PVYMVPSRNRYG11G 
Pl/YPQEMQPETLQKKISE/SPLT 
KDKAGQKPSYCVV/TNCTYDG 
VCYNAKEAQD/LLEKTSDRLHF 
DEAWYG/YARFNPIYADHYAM 
RG/EPGDHNGPTASYIHVREGV 
GRLNFFRFNQAYMMH/ATTSPL 
YAICASNDVAV/SMMDGNSGLS 
LTQEDCWVMHPGESW/HGFKD 
1PDN WSMLDPI K/VSILAPGMGE 
DG ELEE/TG VPA A L YSNLCLSSG 
TTGLSTEALLE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25647 


56015 


A 


25788 




1709 


MSKPK Y PFEKRLE V VN H Y FTT 

DDGYRI1 S ARFG VPRTQV RTWV 

ALYEKHGEKGLIPKPKGVSADP 

ELRIKVVKAVIEQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALKIGTKRNIAISVDPE 

KAASALELSKDRRIEDLERQVR 

FLETRLMYLKKLKALAHPTKK 

LSASLTSMRTLKSVFSEIYHENR 

GRYGYRRVTLSLHREGKQ1NH 

KAVQRLMGTLSLKAAIKVKRY 

RSYRGEVGQTAPNVLQRDFKA 

TRPNEK.WVTDVTEFAVNGRKL 

YLSPVIDLFNNEV1SYSLSERPV 

MNMVENMLDQAFKKLNPHEH 

PVLHSDQGWQYRMRRYQNILK 

EHGIKQSMSRKGNCLDNAVVE 

CFFGTLKSECFYLDEFSNISELK 

DAVTEYIEYYNSRRISLKLKGL 

TP1EYRNQTYMPRVNCPLFDTL 

RIPDIGGVVRARAIAKLLNDTD 

M A 1 1 DK RRPRAN V SQ VMHIIGD 

VAGRDCVLVDDMIDTGGTLCK 

AAEALKERGAKRVFAYATHPIF 

SGNAANNLRN SVI DEV V/DLRY 

HSAER*NQITAERAYSDPVRKI 


25648 


56016 


A 


25789 


2902 


3271 


SSAARHCAGCGDVRSVCRSGR 
ADAPRMHPGESWHGFKD1PDN 
WSMLDPIKISILAPGMGEDGE/P 
TRTTDFQIMFLFSMGVTRGKW 
GTLVNTLCSFKRHYDANTPLA 
QVMPELVEQYPAFVINQ 


25649 


56017 


A 


25790 


185 


663 


SPVPSS RPSTRHRLPDG SSSSQFS 
SAIAARKVVNSCILCSKICQN*F 
NRRAASPLKRLP*SGASGM1T\P 
NQPAPAQ/PAK*LYTRLDEVKP* 
* KITHGNG VSFCPTG * A * RTGIS 
ASSRDLEVQSKKRSFPALNWPA 
VYCCSALGSAPKCKPIPFLRAT 
V 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25650 


56018 


A 


25791 


684 


4208 


NGLFWLFQPWLFADETRRRLE 

ERFRDRYQ11HHSSQVCHSDQA 

VYVLTQERVNERDDIVDIDLFV 

IDEFYKLAFRQLKSGDIDHQDE 

RVIELNIALSKLLKVSRQFYLTG 

PFVNS1RGLEKLGYPHTFVSTDF 

NTVALDVKTSASKRMTTKPSS 

KRWGKSRTCVDADHIKNGIGL 

HFGALPRALQQYTADQFNAGK 

LRFLLCTSTIIEGVNTIAKNVV1Y 

DNRAGSTRTISADIINSVICGLN 

TLKSFDTRWALL 


25651 


56019 


A 


25792 


1 


896 




25652 


56020 


A 


25793 


231 


721 


IITAEKGRSREQQLAIL\PLNLAD 
MRQLQQQHSQTRLADTAADGL 
RUFTAQQRLMPLQLQAIFVTGQ 
RQLMLQRVGY/R/LHGSPWRKA 
QTHLPVPGSTPEYRRSDPHGPA 
LTGCSSHHNPVRARRGMTIAQL 
AANPDKEYRARSFAIARSRPLA 
SRSGY ET VTPGC 


25653 


56021 


A 


25794 




933 


MLEAAVCI.CVFVSCSLAEGRA 

CCRVAVSIPVSVRAR1HLLESDH 

LGRFREPKS1PRKDAQMDTFRT 

MVREPATFLDQVDGLQQSDDIL 

RLLPPELATLGITELEYEFYRRL 

VEKQLLTYRLHGESWREKVIER 

PVVHKDYDEQPRGPFIVCVDTS 

GSMGGFNEQCAKAFCLALMLI 

AIANKWRCY\IMLSS\TEIVRYE 

LSGPQG1EQAIRFLSQQFRGGTD 

LASCFRA1MERLQSREWFDADA 

VV1SDFIAQRLPDDVTSKVKEL 

QRVHQHRFHAVAMSAHGKPGI 

MRIFDHIWRFDTGM RSRLLRR 


25654 


56022 


C 


25795 


83 


1108 




25655 


56023 


A 


25796 


1 


747 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25656 


56024 


A 


25797 


25 


1741 


imerlkrmsvfakvvefgsfta 
aarqlqmsvssisqtvsklede 
lqvkllnrstrsiglteagrtyy 
qgcrrmlhevqdv\hehlyal 
nntpigtlr1gcsstmaqnvla 
gltakmlkeypglsvnlvtg1p 
apdliadgldvvirvgalqdss 
lfsrrlgampmvvcaaksylt 
qygipekpadlsshswleysvr 
tdnefeluapegistrlipqgrf 
vtodpmtlvrwltagagiayv 
plmwvineinrgeleillpryqs 
dprpvyalytekdklplkvqv 
vfnsltdyfvetptplssltslpt 
ieiccmvsipgtnqrlrpftgfa 
thrlqsdlllqvmtisrgrfsr 
sarfngptpsgrrlirvi1stesg 
srssnprttgcfeehcdhyraii 
dsadglpmvvynipalsgvk.lt 
ldq1ntlvtlpgvgalkqtsgd 

LYQMEQIRREHPDLVLYNGYD 
EIFASGLLAGADGGIGSTYNIM 

U VVK.T yul V J<vALr\.fcl_iL>iy 1 AV^K 

LQTECNKV1DLLIKTGVFRGLK 
TVLHYMDVVSVPLCRKPFGPV 
DEKYLPELKALAQQLMQERG 


25657 


56025 


A 


25798 


1 


1005 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25658 


56026 


A 


25799 


1 


2392 


MEMVAASKMRKSQDRMAASR 

PYAETMRKVIGHLAHGNLEYK 

HPYLEDRDVKRVGYLVVSTDR 

GLCGGLNINLFKKLLAEMKTW 

TDKGVQCDLAM1GSKGVSFFNS 

VGGNVVAQVTGMGDNPSLSEL 

IGPVKVMLQAYDEGRLDKLYI 

VSNKFINTMSQVPTISQLLPLPA 

SDDDDLKHKSWDYLYEPDPKA 

LLEQCSCMLRSPAWGITSTDTT 

RARTDLACPIWLLLDPYPKLMG 

NAPKALASVDKRGVPVNT1LVS 

ALVTALCVLINYLAPESAFGLL 

MALVVSALV1NWAMISLAHMK 

FRRAKQEQGVVTRFPALLYPLG 

NWICLLFMAAVLVIMLMTPGM 

AISVYLIPPLQTNTFNSTTIAMA 

DYQMESLSAEINFAAAKLARA 

CADEWTARTPEKPRYVAGVLG 

PTNRTASISPDVNDPAFRNITFD 

GLVAAYRESTKALVEGGADL1L 

IETVFDTLNAKAAVFAVKTEFE 

ALGVELP1M1SGTITDASGRTLS 

GQTTEAFYNSLRHAEALTFGLN 

CALGPDELRQYVQELSRIAECY 

VTAHPNAGLPNAFGEYDLDAD 

TMAKQIREWAQAGFLMVRGC 

CGTTPQHIAEMSPGRKRLTRAE 

SSSVPSTLPGKAWLEHALPL1AE 

QL/QGRRSAVF1PF\AGVTQTWD 

DYTAKTAAVLAPLGVSVTGIHS 

VVDPVAAIENAEIVIVGGGNTF 


25659 


56027 


A 


25800 


412 


1115 


LAGEVMDLLLLSNSTLPGKAW 
LEHALPLIAEQLQGRRSAVFIPF 
AGVTQTWDDYTAKTVAVLAPL 
GISVTGIHSVVDPVAA1ENAEIVI 
VGGGNTFQLLKQCRERG LLAPI 
TD V VKRGALY1G WSAG AN LAC 
PTIRTTNDMPIVDPQGFDALNLF 
PLQINPHFTNALPEGHKGDPRL 
FRMRELLVVAPELTllGLPEGNW 
ITVSKGHATLGGPNTTYVFKAG 
EEAVPLEAGHRF 


25660 


56028 


A 


25801 


1 


360 


MDHAIAGIAVQFRGGNLLRFK 

AFQQRVKYRMCQAERAINRLF 

NIAVK-RLTGNRLDDKSKQHIIDI 

A VDIPKWSDHLHIIRRKH HDPT 

QDSGTHLPAVADDGFRTSVRN 

RSA*H1RYLTRC*KALNRNKLPP 

RN*TAIPAMA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


25661 


56029 


A 


25802 


1032 


1233 


LVQFLR1CFHILQRF/LPSH*RQK 
DESLRALPVSFLCWRTDSDFPA 
DISYQNYR*YNREPYLPRPDSG 


25662 


56030 


A 


25803 


1 


1394 


MTRDGLANKALAVARTLADSP 

EIRQGLQKKPQESGIQAIAEAVR 

KRNDLLFIVVTDMQSLRYSHPE 

AQRIGQPFKGDDILKALNGEEN 

V AINRG FL AQALRVFTPI YDEN 

HKQIGVINDSRWSIIWSVLFGM 

LVGLIGTCILVKVLKKILFGLEP 

YEISTLFEQRQAMLQSIKEGVV 

AVDDRGEVTLINDAAQELLNY 

RKSQDDEKLSTLSHSWSQVVD 

VSEVLRDGTPRRDEEITIKDRLL 

L1NTVPVRSNGVIIGAISTFRDK.T 

EVRKLMQRLDGLVNYADALRE 

RSRLEHILHNQRVPFIMKLHHR 

MLRHFIAASV1VLTSSFLIFELV 

ASDRAMSAYLRY1VQKADSSFL 

YDKYQNQS1AAHVMRALAAEQ 

SEVSPEQRRAICEAFESANNTH 

GLNLTAHK\SRAYAAHYKPHPL 

TATQLWK\RSTITRF*SGSGRQP 

PPG*LRFRSWDGRREISLLSRSL 


25663 


56031 


A 


25804 


3 


219 




25664 


56032 


A 


25805 


14 


265 




25665 


56033 


A 


25806 


744 


1566 


FASWLRVFS1TNCAAPVTSESC 

ALDLGSAEAKAWIGVENPHRA 

DVLTELRRSTVARVCTGRAGPR 

PRTQALLRFLADHSRSKDTVLK 

EVPEEWVKAQGLLEVRSEISDK 

N L YLTRPDMGRRLCAEAVEAL 

KAQCVANPDVQVVISDGLSTD 

AITVNYEEILPPLMAGLKQAGL 

KVGTPFFVRYGRVKIEDQIGEIL 

GAKVVILLVGERPGLGQSESLS 

CYAVYSPRMATTVEADRTCIY 

NIHQGGTPPVEAAAVIVDLAKR 

MLEQKAF\GINMTR 


25666 


56034 


A 


25807 


596 


745 




25667 


56035 


A 


25808 


151 


660 


STTERLGDDFVRAAN1ILHCEG 
KVVVSGIGKSGHIGKKIAATLA 
STGTPAFFVHPAEALHGDLGMI 
ESRDVMLF1SYSGGAKELDLIIP 
RLEDKSIALAPNSRTVIT*CWFS 
AGDGGLPGPDYGQDFAAHPAG 
AG AL YKCRDLIN DN I LRT VSCQ 
SHDDGD1RGMAFARQ 


25668 


56036 


A 


25809 


314 


583 




25669 


56037 


A 


25810 


1 


2982 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


25670 


56038 


A 


25811 


120 


790 


EGLKTKGEKASPPSCLSFCKNE 
FVISSTDYALSQSQSGGVMHRQ 
SFFLVPLICLSSALWAAPATVN 
VEVLQDKLDHPWALAFLPDNH 
GMLITLRGGELRHWQAGKGLS 
APLSGVPDVWAHGQGGLLDVV 
*APDFAQSRRJWLSYSEVGDDG 
KAGTAVGYGRLSDDLSKVTDF 
RAVFRQMPKLSTGNHFGGRLV 
FDGKGYLFIALGENNQRPTAQD 
HRVPSWYK 


25671 


56039 


A 


25812 


707 


1141 


ASHTATSPRPVRLSSSIASITLAV 
NATCGMASSRRIR*CTLFSKRA 
PSAPAGWERAKSSSLNPRACMT 
AIASASPI1RVLTVLEVGAKCIG 
QGSRSDSTELSPFIKMVPPNSLT 
TALAVIPPFSLSDTLPEVLISLSLI 
YNTLF 


25672 


56040 


A 


25813 


215 


2160 


EINS1TSRLSIIPRSPCSASAGWT 

KKAGVPVLASVAAIFLPMWPD 

LPIPETTTLPSQCKMILAARTK.S 

SPR/RSN I MTHIRIEKGTGG WGG 

PLELKATPGKKIVYITAGTRPAI 

VDK.LAQLTGWQAIDGFKEGEP 

AEAEIGVAV1DCGGTLRCGIYP 

KRR1PTINIHSTGKSGPLAQYIVE 

DI YVSGGKEEN ITV VGDATPQP 

SFVGPDYDTSEKLM1VRKKPIG 

VQMLYQVGTVSMLLYTRTIIQT 

KMTPRTIVTISHSVRNAGDSFFS 

1ASNQPMPPTAKKIEPLAISLLS 

AEAPTRLSELKARIGEPRWS1EA 

IKPMPI STH KPNMQAITPPA RRA 

1LSPCACESRSRQEPCPPGCHCS 

CPNHSCRSRLKGVLSMEQYLL 

QQKHVGTPPGPFRPPDTNQPCW 

KTKPSQREEYTRRVGFTGHSNQ 

GAKIIRTHIICRRRTSFALERPGD 

GFQAVVGGTVLMGLPRTKNVG 

LPVTILGRVHRRSSERFPRTSES 

A INRKD AGPKDP V RQRLA YKK 

HPMERRHGPHVVARTFGRAIPT 

LGPHRTVLSTRFQVAKNPLGPI 

GPSPLAVLTWTVPRPKNGRRG 

GKQRARIICQSRREASCNNVCL 

ARSSGVFKGFSPVSSSGEHTGN 

KYSAYSFSLCPLFVFLPLSGRLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25673 


56041 


A 


25814 


11 


613 


R LS SVFVSKSLAS WRSCNCSFS 

GPLVRLTIRP\LSPPDVRLLLSPS 

VVHAYNCPHQETQRHHTHHLT 

P/RLPNHGQ1A1SAMVYSSPATN/ 

SMLRQLL1QHVEQIGSVPLVMD 

AISLVEAHD/RSAAG*SRPLY*R 

AN*SSRY*VSYARKRVRQAKSR 

/HGKPSKKVLAKRAVPNRVCRC 

CNRVKRRCICQPK.RRKCMTLPV 

RATR 


25674 


56042 


B 


25815 


1 


1920 




25675 


56043 


A 


25816 


247 


1182 


EAVMRQTKTGILLANLGTPDAP 

TPEAVKRYLKQFLSDRRVVDTS 

RLLWWPLLRGVILPLRSPRVAK 

LYASVWMEG\GSPLMVYSRQQ 

QQALAQRLPEMPVALGMSYGS 

PSLESAVDELLAEHVDHIVVLP 

LYPQFSCSTVGAVWDELARJLA 

RKRS1PG1SFIRDYADNHDYINA 

LANSVRASFAKHGEPDLLLLSY 

HGIPQRYADEGDSLRELYAVA 

NPNPGPGMGVLLAYMFFGRGS 

AKQSAGGSGLDGLLRRTPPITP 

GGYFSVFVWKSLGSWRSCNCS 

FSGPLVGLT1RPRFTAGRSPTSF 

AQRCTCL 


25676 


56044 


B 


25817 


1 


651 




25677 


56045 


A 


25818 


1 


1647 




25678 


56046 


A 


25819 


1 


1506 





3450 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25679 


56047 


A 


25820 


645 


2161 


LDRCALNVTAQPSIECQVANAC 

LSPKGEFEYLQIDAPTPQALLSE 

IEKCWHRHRNVWPDHTINLAL 

A1HGQVDPVTGVSQTMPQAPW 

TTP VE V KYLLEEKLGIRV M VDN 

DCQLHYCKTAILNWSRKMALS 

RQKFTFERLRRFTLPEGKKQTF 

L WD A D VTTL ACRA TSG AKAF V 

FQS V Y AG KTLRMTIGNINDWKI 

DDARAEARRLQTLIDTGIDPRIA 

KAVKIAEAESLQAESRKTKVTF 

SVAWEDYLQELRTGISAKTKRP 

YSTRY1ADHINLSSRGGESPGLG 

LLLAFTLFGKGMSKRSAPGAMI 

1 H FLGG I H EL YFP Y VLMKPLTI I 

AMIAGGMSGTWMFNLLDGGL 

VAGPSPGSIFAYLALTPKGSFLA 

TIAGVTVGTLVSFAITSLILKME 

KTVETESEDEFAQSANAVKAM 

KQEGAFSLSRVKRIAFVCDAG 

MGSSAMGATTAFRKRLEKAGL 

AIEVKHYAIENVPADAD1VVTH 

ASLEGRVKRVTDKPLYGPAVV 


25680 


56048 


A 


25821 


2 


341 




25681 


56049 


A 


25822 


218 


469 


L ICAQGRRSPSRESTRQPKVLTL 
ACHNGSVSVVVLSPNSLYIEVV 
VPS*CNAATGPVVTCLYKGKFQ 
PILILLVTSTRVSSCI 


25682 


56050 


A 


25823 




3966 




25683 


56051 


A 


25824 


2 


728 




25684 


56052 


A 


25825 


528 


1123 


DAEEGPDHRYLSSAHGGGSAS 
QPPSCAVTACRWPWRGRGCRA 
G V WNQPTAAQGRSWPVGKTSC 
*GQGSTCKSQTWGFRGQRLPQ 
DAPAPPASLCASFHLVEAGASA 
DSGDTRRMTIR/FASKTVARAK 
R1IRVLRFSPLWVATRSLASTAI 
KIACCASEPGSFLQLWKPRSMA 
PVHRCTWHEACPEGQRQMSCV 
SSTGL 


25685 


56053 


A 


25826 


1 


492 





3451 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25686 


56054 


A 


25827 


1740 


3858 


ADAAGTEKTATVSRYHFYLRY 

PRSGRSVIDVRSWWRFSIMDAL 

SRSIPRA1SICARGKPVVTAKFK 

QGTMPEPSNKAIILPIRFFPGVV 

LMIIKKSGGRWQLSLLASVVIS 

AFFLNTAYAWQQEY1VDTQPG 

LSTERYTWDSDHQPDYNDILSQ 

RIQSSQRALGLEVNLAEETPVD 

VTSSMSMGWNFPLYEQVTTGP 

VAALHYDGTTTSMYNEFGDST 

TTLTDPLWHASVSTLGWRVDS 

RLGDLRPWAQISYNQQFGENI 

WKAQSGLSRMTATNQNGNWL 

DVTVGADMLLNQNIAAYAALT 

QAENTTNNSDYLYTMGRTRWL 

TLIGTI1TQFALGSVYTWSLFNG 

ALSAKLDAPVSQVAFSFGLLSL 

GLA1SSSVAGKLQERFGVKRVT 

MASGILLGLGFFLTAHSDNLM 

MLWLSAGVLVGLADGAGYLL 

TLSNCVKWFPERKGLISAFAIGS 

YGLGSLGFKF\IDTQLLETVGLE 

KTFV1WGAIALLMIVFGATLMK 

DAPKQEVKTSNGVVEKDYTLA 

ESMRKPQYWMLAVMFLTACM 

SGLYVIGVAKDIAQSLAHLDVV 

S A AN A VTV 1 SI ANLSGRL VLG IL 

SDKIAR1RVITIGQV1SLVGMAA 

LLFAPLNAVTFFAAIACVAFNF 

GGTITVFPSL\ICGS11ASLFGGFY 

VTFYV1FALLILSLALSTTIRQPE 

QKM LHFTYLTTS ALFPAGPKRN 


25687 


56055 


A 


25828 


2 


356 




25688 


56056 


A 


25829 


1 


1307 


MYETLEEVLRSSGDPADQKYV 

ELKARAEKALDDVKKRKLYC 

WRRRQICALRRJSRSPYPGHQL 

ECIASFDRNFEAMQKEMYGQF 

ENTFMM YLPRLCEHC LNPSC V 

ATCPSGAIYKREEDGIVLIDQDK 

CRGWRLCISGCPYKKIYFNWKS 

GKSEKCIFCYPRIESGQPTVCSE 

TCVGRJRYLGVLLYELTAQQFF 

PVWPPDHFVHPF*TLYVLPAPP 

SR*CDRVQLMASLQSVARASRE 

YRWYGFSR*TPRKALALAQLRP 

AESSPTAPDCN 



3452 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


25689 


56057 


A 


25830 


583 


1369 


RHQLNSIASPAGGRWKDIGWF 

NFPQSNLCLKREK.QDESCSLTQ 

ALPSELKVSADNVSLTGAVSLA 

SMLTEIFLLQQAQGMPEPGWG 

RITDSHQWNTLLSLHNAQFYLL 

QRTPE V ARSRATPLLDLIKT A LT 

PHPPQKQAYGGIALPLPVRFMA 

GPDTNLANLGGALKFNWTLPG 

QPDNTPPGGELVFERWRRLSDN 

SQWIQVSLVFQTLQQMRDKTP 

LSLNTPPGEVKLTLAGCEERNA 

QGMCSLAGFTQIVNEARIPACS 


25690 


56058 


A 


25831 


199 


543 




25691 


56059 


A 


25832 




642 


EAS1FRRLSVYDNLMAVLQIRD 
DLSAEQREDRANELMEEFH1EH 
LRDSMGQ*SARPGRCRAGAQ* 
CV*CR*PRSGQPRQTVRRAE*1S 
DSQPVRGQFLHG/VRSPPESDCP 
MLSRRCSM *N SSI SSFARSSRCS 
ADKSSRICSTAIRLS 


25692 


56060 


A 


25833 


3 


329 




25693 


56061 


A 


25834 


1974 


2195 




25694 


56062 


A 


25835 


1 


615 




25695 


56063 


A 


25836 


2 


166 




25696 


56064 


A 


25837 


2 


189 


STPGN WRFTTTYPLNC ATRWK. 
M*FLIVATMAPSVYWSLPRNIA 
AAKPTTPPTPSRRSGARGK 


25697 


56065 


A 


25838 


64 


354 




25698 


56066 


A 


25839 


1123 


1845 




25699 


56067 


A 


25840 


1120 


2097 




25700 


56068 


A 


25841 


124 


548 


CRQMVGTRRGGEQGKEV1DGY 
GKPATFYQMQDNGKPVEGHAS 
QMH YELAKDFV VLTGN A Y LQ 
QV DSN IKG DK1TYL VKEQKMQ 
AFSDKGKRVTTVLVPSQLAKA 
YKGWAW * KTSA*PSTPGKLSV 
CWGQTVPVRPPLSTWL 


25701 


56069 


A 


25842 


77 


514 




25702 


56070 


A 


25843 


2487 


5738 


RRAAGLPGRNDAGLARSHQWA 

GS ADTG SEKQHELQLRIQGEPV 

SGQLNLAGSFDRKEERWKG\TL 

SNTRFQTPVGPWSLTRDIALDY 

RNKEQKISIGPHCWLNPNAELC 

VPQTIDAGAEGRAVVNLNRFD 

LAMLKPFMPETTQASG1FTGKA 

DVAWDTTKEGLPQGSITLSGRN 

VQVTQTVNADAALPVAFQTLNL 

TAELRNNRA ELG WTIRLTNNG 

QFDGQVQVTDPQGRRNLGGNV 

NIRNFNLAMINPIFTRG 


25703 


56071 


A 


25844 


538 


777 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25704 


56072 


A 


25845 


489 


2797 


TRRRRRTMIALIQRVTRASVTV 

EGEVTGEIGAGLLVLLGVEKDD 

DEQKANRLCERVLGYRIFSDAE 

GKMNLNVHQAAGSVLVVSQFT 

LAADTERGMRPSFSKGMSQLP 

GLSRETRESIAMYHLRVPQTEE 

ELERYYQFRWEMLRKPLHQPK 

GSERDAWDAMAHHQMVVDEQ 

GNLVAVGRLYINADNEASIRFM 

AVHPDVQDKGLGTLMAMTLES 

VAPYFSGSETGMMTLNRYRLR 

HMAKQGNRSAKRVEKLLRKPD 

RLISLVLIGNNLVNILASALGT1 

VGMRLYGDAGVAIATGVLTFV 

VLVFAEVLPKTIAALYPEKVAY 

PSSFLLAPLQILMMPLVWLLNA 

ITRMLMRMMGIKTDIVDMLLS 

VLDLEK.M/TVDDIMLPRSEIIGI 

DINDDWK.SIL/R/QLSHSPHGAIV 

LYRDSLDDAISMLRVREAWRL 

MSEKKEFTKETMLRAADEIYFV 

PEGTPLSTQLVKFQRNKKKVGL 

VVNEYGD1QGLVTVEDILEEIV 

G DFTTSMSPTL A EE VTPQNDG S 

V1IDGTAN VREINKA FN WHLPE 

DDARTVNGVILEALEEIPVAGT 

RVR1GEYDID1LDKLSFCFRYSN 

HRRTNRTT1 QRITFLHN A Q Y VT 

WRNV1RFHHCDGLMHIRVQWD 

VSFGDHFNAKLTKfNIQHRLQRQ 

LNAFN H RRH 1 R VSFISHFQRTIQ 

AINHRQQFVDEFLQREFVGFFNI 


25705 


56073 


A 


25846 


87 


199 


QPASVQTAGAGCRL*LHQRQW 
RECLVLDSKRRGDGVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25706 


56074 


A 


25847 


1167 


3306 


GKSMDKELPWLADNAQ\LELK 

YKKGKTPLSHRRWPGEPVSVIT 

GSLIQTLGDELLQKAEKKKN1V 

WRYENFSLEWQSAITQAINLIG 

EHKPSIPARTMAALACIAQNDS 

QQLLDE1VQQEGLEYATEVVIA 

RQFIARCYESDPLVVTLQYQDE 

DYGYGYRSETYNEFDLRLRKH 

LSLAEESC WQRC A DKLIAALPG 

INKVRRPFIALILPEKPEIANELA 

VPALREFLAATKMPATCTLKGL 

GAVEADYPYYLGMLGMHGTK 

AANFAVQECDLLIAVGARFDD 

RVTGKLNTFAPHASVIHMDIDP 

AEMNKLRQAHLRDEHSWRYD 

HPGDAIYAPLLLKQLSDRKPAD 

CVVTTDVGQHQMWAAQHIAH 

TRPENFITSSGLGTMGFGLPAA 

VGAQVARPNDTVVCISGDGSF 

MMNVQELGTVKRKQLPLK1VL 

LDNQRLGMVRQWQQLFFQER 

YSETTLTDNPDFLML AS A FG IH 

GQH1TRKDQVEAALDTMLNSD 

GPYLLHVS1DELENVWPLVPPG 

ASNYKKHHKLKQTFGVKHPDV 

HDPSQAQPVADVVNVIQLPAFL 

ARQTDLVETHGENRPGQMGNI 

VDKFKEGGNEKVILCDRGANF 

GYDNLVVDMLGFSIMKKVSGN 

SPVIFDVTHALQCRDPFGAASG 

G RRAQVAELARAGMA VGLAG 

LFIEAHPDPEHAKCDGPSALPL 


25707 


56075 


A 


25848 


1 


695 


MATRASVTPMSLFSAGTCLLST 
SCVLSPVGDTAEESCWQRCAD 
KLIAALPGINKVRRPFIALILPEK 
PEIANELVGLECPRTHFHSKEW 
LKVVANDPTAVRKLEHYWSQD 
IFSDREASYMSHENHFGYAACA 
ALLREQG LA AIPRL AMY A H KE 
DCGSLLVQINHPQVIRTLLLVA 
DKNKPSLQRV A K YHKNFPH AT 
LAALAELLALTEPPA/RPWLSN 
HRRQKAACTAKSTR 


25708 


56076 


A 


25849 


823 


1091 


CVRFARINCSDRRSRCFAGFNH 
VLNKALGVH1NHFG/YSACAP* 
CRYPPHAAGEFYPDPCRHKGTT 
GYRHRQGYPPPGEPPPRASWLD 
LR 


25709 


56077 


A 


25850 


714 


875 


EFSSARISRTSRLKYTNGCCRL 
WSAFCRLRTATTVPPARP*QLR 
PDRSRAQCQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25710 


56078 


A 


25851 


2730 


2893 


WPVGERLAPGDYPVI*TGQLCT 
AAGD/EWRR*KVRRHQPLWRG 
FPNRRYMAWRSA 


25711 


56079 


A 


25852 


750 


929 


SFHPAGRRYLYRHSSRSGNITN 
GCCRLWSAFCRLRTATTVPPAR 
P*QLRPDRSRAQCPV 


25712 


56080 


A 


25853 


2 


2427 


CRQHHRWHSGSTAVYRRVLITS 

KCWNVFIRTKTWTVSILTTSVV 

CASARRVCVPAPRAVSSRCLSV 

TTLIPSASTPW*LAHRISLAAR* 

A F WFNCR1PAGIDNVK V LER1H 

PDKD VDGFHPYN VGRLCQRA P 

RLRPCTPRG I VTLLERYNIDTFG 

LNAVVIGASNIVGRPMSMELLL 

AGCTTTVTHRFTKNLRHHVEN 

ADLLIVAVGKPGF1PGDW1KEG 

A1VIDVGINRLENGKVVGDVVF 

EDAAK.RASY1TPVPGGVGPMT 

VATLIETRYRQGKMFDGSSIGG 

WKG1NESDMVLMPDASTAVID 

PFFADSTL1IRCDILEPGTLQGYD 

RDPRSIAKRAEDYLRSTGTADT 

VLFGPEPEFFLFDDIRFGSSISGS 

HVAIDDIEGAWNSSTQYEGGN 

K.GHRPAVKGGYFPVPPVDSAQ 

D1RSEMCL VM EQMGL V VEAHH 

HEVATAGQNEVATRFNTMTKK 

ADEIQIYKYVVHNVAHRFGKT 

ATFMPKPMFGDNGSG SPPSQPQ 

SQPTPPEILLQALLSAGCFYAVY 

YVTYKTRLRKRVADVPRRPLFT 

MNRVETNLTWVILMGIALVSV 

GIFFMHNGFLLFRLNSYSQIFSS 

EVSGVALKRFFYFF1PAMLVVY 

FLRQDSKAWLFFLVSTVAFGLL 

TYMIVGGTRANIIIAFA1FLFIG1I 

RGWISLWMLAAAGVLG1VGMF 

WLALKRYGMNVSGDEAFYTFL 


25713 


56081 


A 


25854 


502 


885 




25714 


56082 


A 


25855 


233 


738 


SNSCKRTKIISDVTSVFHAIFPAI 
KITAPNSPRLRVNDSATPLTSAG 
ESSGSTTLQKLCQRVAPSVSAA 
SSYSGPNLFQHRLHGTHPKRNA 
GKGHSHRNPQPCIGDFDIKLRQ 
PFTVKTLYVKEKGQR*GGDRV 
LPAQRVNPSAHQAACGLGSDS 
GLGSTPSADRKRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25715 


56083 


A 


25856 


1 


2363 


MRRQDTGRRGRKRRDAGRWQ 

WRYWGKGSFTPMNATWDVAG 

KGEWHDST1TLTDLSTGFDQLQ 

YGTMTVEKPRLILDKPIVWVRD 

AQHPSFSGALSLDAGQTLFTGG 

SVLPPSTLKFSVDGRDPTYFLFK 

GDLHAGEIGPVRVNGRWDGIR 

LRGNAWWPKQSLTVFQPLVPP 

DWKMNLRDGELYAQVAFSAA 

PEQGFRAGGHGVLKGGSAWM 

PDNQ VNG VDF VLPFRF ADG A W 

HLGTRGP VTLRIAKQRKLEM RN 

NNLRQFKLLGPDVGFDSINDRP 

MAEELSKLLSKQNEENLLPKTI 

LYCLNPRDNEVLGTM1ENGASF 

AANPLYFDPKN1VELAIEAGCN 

CVASTYGVLASVSRRYAHRIPF 

L V KLNHNETLS YPNTY DQTLY 

ASVEQAFNMGAVAVGATIYFG 

SEESRRQIEEISAAFERAHELGM 

DGGWIGLMIKPLGRWSLIMEID 

EGFAVGMSPAELSAEQLLSKL 

WLWEGKAERYGWGRKSMDKE 

LPRLADNAQLELKYKKGKTPLS 

HRRWPGEPVSVITGSLIQTLGD 

ELLQKAEKK.K.NIVWRYENFSLE 

WQS AITQA IN L 1G EHKPSIPART 

MAALACIAQNDSQQLLDE1VQ 

QEGLEYATEVVIARQF1ARCYE 

SDPLVVTLQYQDEDYGYGYRS 

ETYNEFDLRLRKHLSLAEESCW 

QRCADKLIAALPGTNKVRRPFIA 


25716 


56084 


A 


25857 


1 


4440 


MNRFDGAKQNVVGADAHHLA 

DTAVKRNQSLFQLRASGHPRLP 

AGGGKAVFHGRFAAKKIEAVA 

FYFRHLIALLVVQMHFKLVKG 

NVDVVFTAQLIDSTVQLIDSTTT 

VTQFTHIQTQLMRSVEWLTDN 

GSCYRANETRQFARMLGLEPK 

NTAVRSPESNGIAESFVKTIKRD 

Y1SIMPKPDGLTAAKNLAEAFE 

HYNEWHPHKAGTLTNEQWQQ 

VTAELHDRMMETVFF ALDDA E 

QLFAHHQPTPVTSVDLLGQG 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25717 


56085 


A 


25858 


1 


3705 


MEEYGGVDVRLYRIPDPMAFL 

RQQKNLHRJVVQPQYLGDGLN 

NTLTWLWDNWYGKSRRVMQR 

TFSSQSRQNVTQALPELQLGNA 

IIKPSRYVQNNQFSPLKKYPLVK 

QFRYPLWQAKPFEPQQGSRGL 

YLVEAMVGGYRATTGGVVSDT 

VALSKVSSKELLVWTAGKKQV 

NEPGSEIFGLTALRITAENQDCA 

SLTPETFLPRIHVIKGVNISTATV 

CRQCEDAPCANVCPNGAISRDK 

GFVHCEARTLHLFAKT 


25718 


56086 


A 


25859 


123 


923 


TDSPYERGHLMSNLLGPRDAN 

GIPVPMTVDESIASMKASLLKKI 

KRSAYVYRVDCGGCNGCEIEIF 

ATLSPLFDAERFGIKVVPSPRHA 

D\ LLFTG A VTRAMRSPALRA W 

QSAPDPKJCIS\YGACGNSGG1F 

HDLYC V WG GTDKI VP VD V YIP 

GCPPTPVAATLYGFAMALGLLE 

QKIHARGPGELDEQPAEILHGD 

MVQPLRVKVDREARRLAGYRY 

GRQWADDSFTQLGQGEEQVAR 

WLEAENDPRLNEIVSHLNHVVE 


25719 


56087 


A 


25860 


1337 


1516 


KLK.SKSAKRHKFITP1LAWRILI 
HYLQRVAV*WGSRLL*LFLITIP 
SRWRLLPHNTGKG 


25720 


56088 


A 


25861 


1 


545 


MARLAALKACETVYSMGVRSH 
RRSPLEHLWQLKDQLVNEGEL 
VLETL V IDG DENTVL VPG DRY A 
QMRNVYF1PSALALKNWLKKC 
GFVDIR1ADVSR/ITTTEEQRRTE 
WMVTESLADFLDPHDPGKTVE 
GYPAPKRARNRNRAEDHRQRL 
RH RTRKKQTHGQRRRHRPEPA 
QRQPQTGTTD 


25721 


56089 


A 


25862 


620 


1 117 


















25723 


56091 


A 


25864 


231 


407 : 




25724 


56092 


A 


25865 


1 


501 




25725 


56093 


B 


25866 


1 


2373 




25726 


56094 


A 


25867 


1 


2211 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25727 


56095 


A 


25868 


2093 


3589 


GGINGKNFWFFLSPFTPCVGRC 

HSRVQLANSHLVDVDETPPSSA 

AVHLYATDADSIGNCGTDREFC 

PCNPIRPvHAFCCERLQNGYHRS 

GYAFHLGHYGDRKVITNFYSL1 

AK.NHLSHWLETLPAQIANWQR 

EQQHGLFKQWSNAVEFLPEIKP 

YRLDLLHSVTAESEEPLSAGQI 

KR1ETLMRNLMPWRKGPFSLY 

GVNIDTEWRSDWKWDRVLPHL 

SDLTGRTILDVGCGSGYHMWR 

MIGAGAHLAVGIDPTQLFLCQF 

EAVRKLLGNDQRAHLLPL/GIE 

QLPALKAFDTVFSMGVLYHRR 

SPLEHLWQLKDQLVNEGELVL 

ETLVIDGDENTVLVPGDRYAQ 

MRNVYF1PSALALRNWLKKCG 

FVDIRJADVSVTTTEEQRRTEW 

MVTESLADFLDPHDPA1FQ1WP 

CTFMHAYHAFFDPVSHHRACQ 

NLTTFVPDTHQIAIRNTKACSIF 

VSFALRTTHSCA1SHSSLEDPPAI 

LFKTADRMEQNLELLATAGNLG 


25728 


56096 


A 


25869 


231 


1785 


DDEVHRYSELRTRTVPSYPPER 
SGEA KTA AQRAGTAFRRGRGA 
GVPFNLQQRSDRWCS*RSQQN 
A*RLIGLHGQNSRSVPQLPMES 
ASVA*RCGS1IEKTTLSSRPFYW 
CPGCQHYADRFGA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25729 


56097 


A 


25870 


1818 


3311 


RMAIQFRTLSLRWCWKISLVSS 

FTVVKAMT1RJVAMRQLLRQQ 

KQRTFVC*SS/TVDGVLSDGLiY 

MGNNGEELKAFNVRDGYG1RC 

ALTSDIEVAI!TGRKAKLVEDR\ 

LPHWGSLTC1RGSQTN*SPLAIC 

WKNWRLP/QENVAYVGDDLID 

WPVMEKVGLSVAVDDAHPLL 

GTEIDAYIENADYQYNKKRLRE 

IDRRVRYLTKCLENLKIVDYSP 

QQEGKVFFGAWVEIENDDGVT 

HRFRIVGYDEIFGRKDYISIDSP 

MARALLKKEVGDLAVVNTPAG 

E AS WY VNAI EY VKPRLNQT VR 

LLI.EH EMGQVW1SGEISNFTQP 

ASGHWYFTLK.DDTAQVRCAM 

FRNSN RRVTFRPQHGQQVL VR 

ANITLYEPRGDYQ11VESMQPA 

GEGLLQQKYEQLKAKLQAEGL 

FDQQYKKPL PS PAHC VG VITSK 

TGAALHDILHVLKRRDPSLPVII 

YPAAVQGDDAPGQ1VRAIELAN 

QRNECDVLRPCVWCRRVRCRR 


25730 


56098 


A 


25871 


1 


3465 




25731 


56099 


A 


25872 




3126 




25732 


56100 


A 


25873 


1 


1722 


MSSLSQAASSVEKRTNARYW1 
VVMLFIVTSFNYGDRATLSIAG 
SEMAKHIGLDPVGMGYVFSAF 
SWAYVIGQ1PGFVDIFSGFGIIV 
ALFTLRFLVGLAEAPSFPGQSRI 
VGDWFPAQDRGTGVSIFTPFIL 
RKGDLRPIWVV1LMAGQLHAL 
MSTLEDTPFSNKAGMRLRRWI 
NAAVMRLNPLACLATRSNQVN 
WLLLTGNISVYPVGSSEPTRRR 
STPIN STPHFN KTILPIN ARYS PT 
LPSSDGTRWTTRIDDKPTVGHK 
FARYWDVELREIP\MRPG\QLFR 
DPKRMIEGCAENPL\GV\VPTFG 
VTYAGNYEFPQPLPDALNKFQ 
ADPGIDIDMHIDAASGGFLAPF 
VAPDIVWDFRLPRVKSISASGH 
KFGLAPLGCGWVIWRDEEALP 
QELVFNVDYLGGQIGTFA1NFS 
RPAGQVIAQYYEFLRLGREGYT 
KSTQPARGSPPANNCQAQPETP 
DRAV1HPTDGYESAATIIVLSPP 
TASDSDPAHRDQRVVKTDAWS 
VVPGSTSEYPRRYKAEWFCQPF 
AVLPAILAWSAALWRYQPRAR 
RRKADYGCRALNSLKNELTTP 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25733 


56101 


A 


25874 


I 


2385 




25734 


56102 


A 


25875 


1 


1767 




25735 


56103 


A 


25876 


1 


2079 




25736 


56104 


A 


25877 


368 


1261 


TSPRARP A AQG S RG AFL/HLTE 
KGVNRFAFYGLPESSGKRWAT 
EREYAFRQLVAEEKYRGVVYQ 
GLETAPENWQHAQNRLADWL 
QTLPPQTGIIAVTDARARHILQV 
CEHLHIPVPEKLCVIGIDNEELT 
RYLSRVALSSVAQGARQMGYQ 
AAKLLHRLLDKEEMPLQRJLVP 
PVRVIERRSTDYRSLTDPAVIQA 
MHYIRNHACKG1KVDQVLDAV 
GISRSNLEKRFKEEVGETIHAMI 
HAEKLEKARSLLISTTLSINE1SQ 
MCG Y PSLQYFYSVFKKA YDTT 
PKEVFA1VNSEVML 


25737 


56105 


A 


25878 


I 


868 


MTSLKNSMKWDEERFGLEYDL 
DIYMIVAVDFFNMGAMENKGL 
NIFNSKYVLARTDTATDKDYLD 
IERVIGHEYFHMWTGNRVTCRD 
WFQLSLKEG LTV FRDQEFSSDL 
GSRAVNRJNNVRTMRGLQFAE 
DASPMAHPIRPDMVIEMNNFYT 
LTVYEKGAEVIGMXTPPLFGQE 
NFQNVILTCALEDPTRKVVLK.P 
LCRPPLSLCNRRKRVMCRI FTSS 
ASTLRLSRRCAVCWNSR1TVSM 
RSSRRVTSVWLSAPTPIILSPAIF 
IVRWWLLDSNPLIYYKAWSCW 
CSRK 


25738 


56106 


A 


25879 


2097 


2512 


NTPVRPDVGTTEEHGGAESGE 
*RNSRELRENDKA*LHQYHAQP 
DGKNLAEAFEHYNEWHPHSAL 
GYWRTVD/DMRGR*PQEPSLMI 
RAG RSSSPVQWQRIPLLIPGRKG 
DRMQKTVIPGSLFAGMPYAQPS 
IKTELAG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25739 


56107 


A 


25880 


71 


2613 


QRKPTSSRKGLSARMIMSGLTG 

T1TTVSTGWCTTRGHNMKSRW 

SKVAIFTTR/SGRRVAKRVWRR 

ERDLTGWMSLSRKPQVTWYG 

WDGDRLTTIQNDRSRIQTIYQP 

G SFTPLIRVETATA VRRRRRWQ 

WGIPAGTVQMLDRLESEILADR 

VSEESRRWLASCGLTVEQMKK 

TSIHASIVRHKLLTAEQALKLLG 

EMFVYHMPFNRALGMELERYE 

KEFAQLAFKNQPMMVGNWAQ 

S1LHGGVIASALDVAAGLVCVG 

STLTRHETISEDELRQRLSRMGT 

IDLRVDYLRPGRGERFTATSSLL 

RAGNKVAVARVELFfNEEQLYI 

ASATATYMSKSMFLAVATTL1S 

KSSLSRLRRPSTIVCGIPISSISAN 

ITPGRSLRSSSSTSKTLCTQFAV 

QFLSKLLYAEGFVHVHRQNRH 

LERRDSVRPYDASFVVVLLNRR 

SYHTRYPDTVATHRQDLVTAIF 

TLYGGFQCFGVLGTQLEDVTNF 

DTTFDQQPTLAIRAW1ASHHVT 

DICNFRGSDIAIPVDAEVVFTID 

VSTSSEITHRRNVDLFPDQLTVT 

RSQTFTAYERLSTALTVAQVCG 

VQRLCN Y YS ARLTPLPG PDSTR 

ESNHRLAQ1TQYARQLASSPSII 

DNRSRQHLNDVGLTAWDCVIIS 

QIIGFIGFQART1ATFQAYLGHP 

VRWLPGLE1QNYADASLFADES 

LRWRSSYEVEKLPEEHTKSSTA 


25740 


56108 


A 


25881 


71 


3478 


CCLSSHPSTTATA LRSLSPVRK 

WPKISALIPWEWAMCSLLSHGL 

MLSGRSLVAWCWTVLVQNAS 

TSGRSLSGRCLPCCKASSISLVD 

SALSFLLFTLRFLVGLAEAPSFP 

GN SRI V AA WF P A RKGTG IINEM S 

P\LANTALEGLGGSGDALCTQC 

EAEG FRHIT Y YLDRPD V L ARFT 

TKIIADKIKYPFLLSNGNRVAQG 

ELENGRHWVQWQDPFPKPCYL 

FALVAGDFDVLRDTFTTRSGRE 

VALELYVDRGN 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coclon for peptide 


Nucleotide location ol'last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25741 


56109 


A 


25882 


90 


629 


pgdwgrrqligs*ktpgsvfkk 
gksstpnndpflkdktqdrsgl 
atftmdgqi\rlfyq\disgnhs 
gkaqslppaqvivsnsvdhlk.it 
gvedhkpifagagkpyqnlrqf 

IDEGNYTSGDNHTLRDPHYVED 
KAHKYLV/FEANTGTENGYQG 
EESLFNKAYYGGGTNFFRGSSR 
VDLQAC 


25742 


56110 


A 


25883 


1 


3066 




25743 


56111 


A 


25884 


104 


547 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTL1LKGSSLMYVFCLPNTAIV 
MALSPRGWRSKFGMPVDSKGP 
PWLFKFLK.NGLNFLLHSVGTRD 
LSRLST1LSPLYNTVAPGAN*CR 
ELKLVLDADDVLSTEVKRVITS 
SASMTPAFFCS 


25744 


56112 


A 


25885 


3 


4288 




25745 


56113 


A 


25886 


2 


2222 


DFADFGTT1KQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSLP 

QHTIPDVFIWMLSNNRRVAYA 

RIASKDLLYSPVAGQMGKHCG 

K1KTHFLKIPKQQQNEKYQVPQ 

FDQSTIKNIESAKGLDVWNSWP 

LQNADGTVAEYNGYHVVFALA 

GSPKDADDTSIYMFYQKDFRLL 

GQTSVDRLLQLSQGQAVKGNQ 

LLPVSLVKRKTTLAPNTQTASP 

RALADSLM\SWHDRFPDWKAG 

R1LPISEPPSNRIFACWGKPAWT 

ACCNSLRARR*RAISCCPSHW* 

ICEKPPWRPIRKPPLPARWPIH*C 

SWHDRFPDWKAGRKGSDAHRF 

GSWKFQLQRVSG\SATFTWGG 

KIRVLYSADYSGNHYGKQSLPS 

GQVNGSNSDDTLKINGVEDHK 

TILDGDGKTYQNVQQF1DEGNY 

TSGDNHTLRDPH Y VEDKG H KY 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRKESQKLQQSA 

KK RD AEL AN G A LG 1 1 ELNND YT 

LKKVMKPLITSNTIRKSDGTLQ 

EHDGICEIHVAKYAEIFGLTSAE 

ASKDIRQALKSFAGKEVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVHFNPYLIPFFIGLQNR 

FTQFRLSETKEITNPYAMRLYES 

LCQYRKPDGSGIVSLKIDWIIER 

YQLPQSYQRMPDFRRRFLQVC 

VNEINSRTPMRLSYRMGVRGK 


25746 


56114 


B 


25887 


1 


2640 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25747 


561 15 


A 


25888 


1291 


1629 




25748 


56116 


A 


25889 


1187 


2925 


NSLQRSHPNAANS/WHNKLWR 

SHSDSDLSDHHEPICKPGLELN 

KKDITTSADQIAEVKTMESHPPI 

PPVFVEHMVPQDANQKGLCTK 

ERMICLEFTSREFHAGQ1EDELN 

LNDINGCSSGSTLEDPQFNDDSP 

EARKITRRWRIGEAADLVGVSS 

QAIRDAEKAGRLPHPDME1RGR 

VEQRVGYTIEQINHMRDVFGTR 

LRRAEDVFPPVIGVAAHKGGV 

YKTSVSVHLAQDLALKGLRVL 

LVEGNDPQGTASMYHGWVPD 

L H I H AEDTLLPF YLG EKDD VT Y 

AIKPTCWPGLDIIPSCLALHR1ET 

ELMGKFDEGKLPTDPHLMLRL 

AIETVAHDYDVIVIDSAPNLEDP 

RVGVMARGNA1TLPVCGRDVK 

FTLEVLRG DS VEKTSRV WSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRJLQNEFAGNISALADAEN 

ISRKIITRCINTAKLPKSVVALFS 

HPGELSARSGDALQKAFTDKEE 

LLKQQASNLHEQKKAGVIFEAE 

EVITLLTSVL 


25749 


56117 


B 


25890 




1954 




25750 


56118 


A 


25891 


1 


454 


MERRN RRTGRTEKAR] WEVTD 
RTVRTWIGEAVAAAAADGVTF 
SVPVTPHTFRH SY AMHMLYAG 
IPLKVLQSLMGHK.SISSTEVYTK 

UCA] nV A APT-TP A IBWPRDfir.n 
V rALL' V /\/vi\J IK /A 1 r\\ V r K\£K£KjD 

YRTRIWKFEDGLSNVLVIQLNK 
LIICVMCLVRDCDVLKTYFHL 


25751 


56119 


A 


25892 


10 


144 


FLFIGKGFLKGIT*PGQIVQRG*E 
KKSNT*FRQFGGVDTAGNNLT 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25752 


56120 


A 


25893 


888 


892 


TVDLDACTKGVLTFTTALLAG 

GANQAFAKENTKKAYKETYGV 

SHITRHDMLQIFKQQQNEKYQV 

PQFDQSTIKN1ESAKGLDVWDS 

WPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNS1DSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DGKIRLFYTDYSGKHYGKQSLT 

TAQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQQFIDEGN 

YTSGDNHTLRDPHYV/EDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDDLWKFELENDDLEYLVE 

ENSKQKTIQDV1WLFLTAYTHI 

RGATQAFAKENNQKAYKETYG 

VSHITRHDMLQIPKQQQNEKYQ 

VPQFDQSTIKNIESAKGLDVWD 

SWPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNSIDSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DGKIRLFYTDYSGKHYGKQSLT 

TAQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQQFIDEGN 

YTPGDNHTLRDPHYVKTKAMR 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25753 


56121 


A 


25894 


1424 


3807 


HPLWKWLEGDMNMNIKKIVK 

QATVLTFTTA/LLAGGATQAFA 

KENNQKAYKETYGVSHITRHD 

MLQIPKQQQNEKYQVPQFDQS 

TIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSI YMF YQK VG DNSIDS 

WKNAGRVFKDSDKFDANDP1L 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLKINGVEDHKTIFDGD 

GKTYQN VQQFI DEGN YTGDPL 

EAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFF1GLQNRFTQFRLSETKE 

1TNPYAMRLYESLCQYRKPDGS 

GIVSLKIDW1IERYQLPQSYQRT 

PDFRRRFLQVCVN EING A VIGIP 

CVS1RKPDGSGIVS1K1AW1IERY 

QPPQSYQRMPDFRRRFLQSRPA 

CMHDWLCAEALAWSIQTASYL 

VTMQVNLTSLSSDTDRDLSVVS 

NSGWVSSGSLVRFNTIKTSSGEI 

KRTVPR1LPDPDDPRSAIAEAPS 

tMrunbvl'VttHrrtAtj IINsOo 

pfv: AiJvr^riPCA/iTiv a Qncccpcr 
r A ivrvvj UncMv] 1 IW\oi)k>oor 

sburK VrJs.vjAi\rUat^ 1 li\K(^^a 

tat r\ a cnri adaxii i \w k\iw\ a 
1 Al^Ab 1 LArANLLrlWivrlLA 


25754 


56122 


A 


25895 


3 


2356 




25755 


56123 


A 


25896 




2610 




25756 


56124 


A 


25897 




2496 




25757 


56125 


B 


25898 




3198 




25758 


56126 


A 


25899 








25759 


56127 


A 


25900 




585 




25760 


56128 


A 


25901 




2469 




25761 


56129 


A 


25902 




1914 




25762 


56130 


A 


25903 




2259 




25763 


56131 


A 


25904 


1367 


1959 


KLVTLHMDLSWRVNSGYQSQE 
T*K*PANRPVKRPH*GGI*VFSRD 
QKRMLYLFVDQIRKSDGTLQE 
HDGICEIHVAKYAEIFGLTSAEA 
SKDI RQALKSF/DGEGSI Y SR* A 
HGAA*PSHRKDRESADLGSDG 
QNDKGHAQYLVFEANTGTENG 
YQGEESLFNKAYYGGGTNFFR 
KESHKLQQSAKKLDAELSNGA 
LGFIE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


25764 


56132 


A 


25905 


1 


2418 




25765 


56133 


A 


25906 


3 


1918 




25766 


56134 


A 


25907 


1242 


1463 




25767 


56135 


A 


25908 


1907 


5097 


TSKKIVKQAPVLTFTTA/LLAGG 
AIQAFAKENNHKAYKETYGVS 
HITRHDMLQIPKQQQNEKYQVP 
QFDQSTIKNIESAKGLDVWDSW 
PLQNADGTVAEYNGYHVVFAL 
AG SPKD ADDTSI YMF YQKVG D 
NSIDSWKNAGRVFKDSDKFDA 
NDPILKDQTQEWSGSATFTSDG 
KIRLFYTDYSGKHYGKQSLTTA 
QVNVSKSDDTLK1NGVEDHKTI 
FDGDGKTYQNVQQF1DEGNEGI 
LP1SEPPIKQDFRLLG 


25768 


56136 


A 


25909 


610 


2303 


SLPNLDNAAICSSSSSPTRTR* SL 

SEGATQAAFAKEKYPHKHTKKR 

SG VFH I TRHDMLQIPKQQQN EK 

YQVPQFDQSTIKNIESAKALDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTSIYMFY 

QKVGDNSIDSWKNAGRVFKDS 

DKFDANDPILKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQF1D 

EGNYTSGDNHTLRDPHYVEDK 

GHKYRGPLESPSTHQAEFNPTS 

CVSSLGTLQGFPAPAWLALAHP 

VHPLKHKSGGSNRLSAAIWGIK 

RKPARVCPGTGIHASSQIQGEW 

RTECAVGPKAKAKATAGWRR 

GNNQHISSTYD1NRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQTY 

ESIVIDSAPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

V VCMCMf^QPlCDW/Avf CT7/"|TD P\ A \\l 
rvl oINbJNUoyor WMtttJlKJJAW 

GSMVLKNVVRETDEVGKGQIR 
MRTVFEQAIDQRSSTGAWRNA 
LSIWEPVCNEIFDRLIKPRWEIR 


25769 


56137 


A 


25910 


1 


2103 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25770 


56138 


A 


25911 


1 


2124 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKANKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFFKR 

GAIFRVHKHAVNPMSPKCRRPG 

GRQAYPLVNWEDRNGRSQKTV 

HTEGDMMMNIKK1VKQATVLT 

FTTALLAGGATQAFAKENNQK 

AYKET/YPKQQQNEKYQVPQF 

DQSTIKNIESAKGXLDVWDSWP 

LQNADGTVAEYNGYHVVSALA 

G SPKD ADDTSI YMF YQK VG DN 

SIDSWKNAGRVFKDSDKFDAN 

DPILKDQTQEWSGSATFTSDGR 

RSLESTTT A ARPI WRKD VG G DQ 

TQEWSGSAPFTSDGKIRLFYTD 

YSGKHYGKQSLTTAQVNVSKS 

DDTLKINGVEDHKTIFDGDGKT 

YQNVQQFIDEGNYTSGDNHTL 

RDPHYVEDKGHKYLVFEANTG 

TENGYQGEESLFNKAYYGGGT 

NFFRKESQKLQQSAKXRDAEL 

ANGALGIIELNNDYTLKKVMKP 

LITSNTVTDEIERANVFKMNGK 

WYLFTDSRGSKMTIDGINSND1 

YMLGYVSN SLTGPYKPLNTTG 

Yj VLv^iVIOljL'riNL' V 1 WAoLfc.1 rib 

SFQWVRG LASSG VKLQTSV VL 
QLIKAMWTQRVSSSKVYCKEQ 
MNNASTMSKRTSAGCHCWQG 


25771 


56139 


A 


25912 


1 


3987 




25772 


56140 


A 


25913 


1 


2235 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


25773 


56141 


A 


25914 


1 


1950 


MNMN I KKI VK.Q AT VLTFTTA L L 

AGGATQAFAKENNQKAYKETY 

GVSHI TRHDMLQIPKQQQNEK Y 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTGSLNSSKTEKY 

QVPH I DQSTIKNIESAKGLD VW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKT1FDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYL/VFEANTGTEEHPQPQ\ERP 

RTQSFTSAFAERRECIPNVPADT 

KLSKIKTLRLATSYIAYLMDLL 

AKDDQNGEAEAFKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

VVVPGCCPHRSRAYK.SDKYAH 

TLTVTASQHAPPPPTHMEGFEL 

FHLPDLCSPSQDAQTTGRTQMK 

PDHSPRPSHRVPQAKGNNVVIT 

SYMTNRGFFEDKKATFAPSFLM 

NIKGNK.TSVVKNSILEQGQLTV 


25774 


56142 


A 


25915 


1 


2448 




25775 


56143 


A 


25916 


1312 


1974 




25776 


56144 


A 


25917 


2 


1778 




25777 


56145 


A 


25918 


1366 


2673 




25778 


56146 


B 


25919 


1 


1938 




25779 


56147 


B 


25920 


1 


2262 




25780 


56148 


A 


25921 


1 


2100 




25781 


56149 


B 


25922 


7145 


7154 




25782 


56150 


A 


25923 


2085 


11232 


VNSEGSEPADRKKPVHTEEAM 
NMT1KKIVKQATVLTLTTALLA 
EGATQAFAKENNQKAYKETYG 
VSHITRHDM LQIPKQQQNEKYQ 
VPQFDQSTIKNIESAKGLDVWD 
SWPLQNADGTVAEYNGYHVVF 
ALAGSPKDADDTSIYMFYQKV 
GDNS1DSWKNAGRVFKDSDKF 
DANDPILKDQTQEWSGSATFTS 
DGKIRLFYTDYSGKHYGKQSLT 
TAQVNVSKSDDTLKMNGVEDH 
KPILDGGGKTYQNVQQFI 


25783 


56151 


A 


25924 


153 


293 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25784 


56152 


A 


25925 


420 


687 




25785 


56153 


A 


25926 


242 


491 


WLHVQPLHDEHHCWI*YPADT 
DGVRPAFQRSPALSPEHGCVPY 
TPARQG S VRSKGPCTS A L L Y VE 
CS1AAPDRKHSCHKSDQS 


25786 


56154 


A 


25927 


2 


113 




25787 


56155 


A 


25928 


779 


862 


NSTLPRCASTTFARY*AIPIKVFS 
ILP 


25788 


56156 


A 


25929 


282 


443 


FSAGFLNLRYAQKFPSSYPPV** 
CYRP1YYPASDPCRNRLLYPAD 
VPYQALLD 


25789 


56157 


A 


25930 


3 


89 




25790 


56158 


A 


25931 


614 


823 




25791 


56159 


A 


25932 


1229 


1427 




25792 


56160 


A 


25933 


1965 


2682 


FA VPCRTSFGSI ET VSI IPGRDT* 
SA*AYRVQVDSHRPRLAHNVQ 
HRT*RGEVLLAGVPRHVAEREI 
ATLAGSFSLHEQN1HNLPRDQG 
PGNTVSLEVESENITERFFVVGE 
KRVSAEVVAAQLVKEVKRYLA 
STAAVGEYLADQLVLPMALAG 
AGEFTVAHPSCHLLTNIAVVER 
FLPVRFSLI ETDG VTRQLLG VS Y 
RILAMGHAEFL1QIADMRNDGG 
WRDFQFSGNLVMDEPNRSAQT 
YIKLVKSRLGTTK.R 


25793 


56161 


A 


25934 


261 


563 


RHSRGRSALRQISPEC*1HVCSPP 
PVQQLHPGYGN A 1 PLS YGHRNQ 
PDESDDAPVPPGWCQRYNLHQ 
KSTAHCGGYTIHADLVKTRCW 
LAPHRLPPGPGR 


25794 


56162 


B 


25935 


1 


1329 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25795 


56163 


A 


25936 


761 


3224 


RGGAVTAKAPPDTSAISALTAV 
KHGNCSSLTPLLNPPGSDVIVC 
AEMDEQWGYVGAKSRQRWLF 
YAYDSLRKTVVAHVFGERTMA 
TLGRLMSLLSPFDVVI WMTDG 
WPLYESRLKGKLHSNEGDAVL 
LEIEQEVSSVDSSFNSTLGPTFN 
TRTIQNAVLVKTGETVVLGGLL 
DDFSKEQVSKVPLLGD1PLVGQ 
LFRYTSTERAKRNLMVFIRPTII 
RDDDVYRSLSKEK.YTRYRQEQ 
QQRIDGKSKALVGSEDLPVLDE 
NTFNSHAPAPSSRWALAQRIGV 
SRVDMQQHVRRPPVNLSPKRE 
N VI AGY LSNS VARKQRHIQTGT 
VFHQLMN L LRDGINI I FMN FK Y 
QFIVYLHFLLSPKWVMYNRKC 
VNGMLLIASVPATWMLSRYRS 
SHRWIAKEIPMGKTQPLPILLLG 
/GGRR1GLALA\WHFI1QKQPVIV 
SYRTHYPAIDGL1NAGAQCIQA 
DFSTTDGVMAFADELLK.STHG 
LRAILHHASAWMAEKPGAPLA 
DVLACMMQ1HVNTPYLLNHAL 
ERLLRGHGHAASDIIHFTDYVV 
ERGSDKHIAYAASKAALDNMT 
RSFARKLAPEVKRQTATRAGH 
RGINQLSRYYRRALARQNQRR 
MVELRSLRFMYRHRPRSFVLW 
QATRLHRLNIAVRHRKPDARPL 
PA1QRNTDIAIKQPKRAVITGNH 

UDCTn/DTDl AnTfJCCIDDUAHyf 

HKo 1 r Vr 1 K-LAl^ 1 ubtlKJvrlAM 


25796 


56164 


A 


25937 


3 


543 




25797 


56165 


A 


25938 


209 


343 


LSPPMSSFLATVFRSIAWLLTAK 
SIRYRTT*RWIRCAAVWLTMD 


25798 


56166 


A 


25939 


547 


640 




25799 


56167 


A 


25940 


174 


583 




25800 


56168 


A 


25941 


2001 


2610 


DVLV\RKHNGHWTVELYSDSIP 
RLQINQHYASMCNNARNDGDS 
QFIRSNLQDAKWLIKSLESRND 
TLLRVSRC1VEQQQAFFEQGEE 
YMKPMVLADIAQAVEMHESTI 
SRVTTQKYLHSPRGIFELKYFFS 
SHVNTEGGGEASSTAIRALVKK 
LIAAENPAKPLSDSKLTSLLSEQ 
GIMVARRTVAKYRESLSIPPSN 
QRKQLV 


25801 


56169 


A 


25942 


329 


484 


TRQLSLLVRMTL*AFVRKRRSS 
LA*KPLWSWLSSVKSQPGWKL 
MLARWKSF 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25802 


56170 


A 


25943 


1 


1785 




25803 


56171 


A 


25944 


2493 


2696 




25804 


56172 


A 


25945 


1 


1861 




25805 


56173 


A 


25946 


456 


700 




25806 


56174 


A 


25947 


1 


2413 


MPV1KVRENEPFDVALRRFKRS 

CEKAGVLAEVRRREFYEKPTTE 

RSRYDLVDRNNN1VLEYRKKEL 

VRLTLTDPVTGKSGEVKSLVSS 

LQTKYALKG YN VE ATA L E A AG 

GK V VTTGKDIL VRKPTL D L PLE 

VRRKMWFKPFMQSYLVVFIGY 

LTMYLIRKNFNIAQNDMISTYG 

LSMTQLGM1GLGFSITYGVGKT 

LVSYYADGKNTKQFLPFMLILS 

A1CMLGFSASMGSGSVSLFLMI 

AFYALSGFFQ\ST\GGSCSYST\IT 

VKWTPRRKRGTFLGFWNISHNL 

GGAGAAGVALFGANYLFDGH 

V1GMFIFPS1IALIVGF1GLRYGS 

DSPESYGLGKAEELFGEEISEED 

KETESTDMTKWQIFVEYVLKN 

KVIWLLCFANIFL\YVVRJGIDQ 

WSTVYAFQELKLSKAVAIQGFT 

LFEAGALVGNGCSYAQGMWG 

KTAETSDLQDLLIAALQGLSAW 

AVKAREYG1INHDVDSFAPRAF 

FSTLTNVNFDSPRIVGYAREAIA 

LREALKAQCLAVDANARVDNP 

MADLQL VSDDLG ELQRQ A AEF 

TPNKDKAAIGEN1LGLRLLCLY 

GLKVFNGREDQLDSCYHGNRQ 

I l?r:CI PI I FT AFIDflDl PPil IIX A 

LKUoLKLLrLAr Irvt^tvLKULil 1 A 

HRVIRVNRQHAALGVKHCRLP 
GITGNRIQRQATQYRDRRGTGQ 
NQCMRGDMQQLFADIANVAN 
TFAQIIAGRGRKFGANLLHIAD 


25807 


56175 


B 


25948 




3738 




25808 


56176 


A 


25949 


1518 


2124 


DCFCGSRHDKLPSAHQCSAKPG 
SDRFWRSHADAAYAHDGG1QP 
VLCASRSNGCLQK.PKCHTIVSG 
RCPLQQIGS\SVFPSGDAANVAS 
FSCACDNAGSAQHRTLLLGKQ 
FFNCRNAFHFNRNSRQTALKSG 
ISWVTFQLILKQQPRPV1MTKM 
AIGFRKV*SQRNIIRHLLVY1FK.F 
ADGGCFVVIFLCLQRFIETGINN 


25809 


56177 


C 


25950 


1 


747 




25810 


56178 


A 


25951 


168 


332 


CAWRAVCAAW/PTGASC/CNN 
DRFVFQILRSFEHDNSEDKPGP 
GMPPHGWRTQFWGG 
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SEQ ID NO: 




SEQ ID NO: 




Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


llOCl 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






25811 


56179 


A 


25952 


1 


2706 




25812 


56180 


A 


25953 


1 


1062 




25813 


56181 


A 


25954 


1 


855 




25814 


56182 


C 


25955 


1 


2412 




25815 


56183 


A 


25956 


279 


713 


RCDAAAGAVLHSAGLLRHCGY 














WQRGKPDRWSRRPGNYADRIC 














RRWFCAGGVGDRQYELCQLLA 














YTVSATRRGTGYCLYRDSRGR 














TGLPVV*HLSGAGLYGRCRFAG 














VRWCVRHYRRTATSGIPAGDY 














GGRVRGRNAFCHPAVAP 


25816 


56184 


A 


25957 


1 


769 


MDFAETELEFIKFWGDIITNKLN 














EALAAQGDNVVINLASDEYFKS 














VKPKKLNAE11KPVFLDEKNGK. 














FKIISFYAKKARGLMSRFIIENR 














LTKPEQLTGFNSEGYFFDEDSSS 














NGELVFKRYEQRAECR1VTRHL 














SFSGDVCLDHDRRDDHEELSY 














GGAAVAAVLVIEPNKLAFDGS 














GYLAWEGLICMQEIGKC/YRRT 














SGDCA*VAGRAQTG*VSGWAL 














SRGKNQPGVGCEAGARRHARE 














ARJGDERH RLAPRDML 


25817 


56185 


B 


25958 


1 


2472 




25818 


56186 


A 


25959 


4300 


4492 


DCGGVRSQRPDQR*DWNR*GA 














GGESDS* SLATGGQA AEG VA V 














WRYSARWR*PLFAGRCARAGG 
D 


25819 


56187 


B 


25960 


49 


3000 




25820 


56188 


A 


25961 


266 


812 


LLRWRPGALALGHKLVAGE1R 














QQRMDAWRAACLQNPQGILCC 














ARGGQRSHIVQSWLHAAGIDY 














PLVEGGYKALRQTAIQATIELA 














QKPIVLIGGCTGSGKTLLVQQQ 














ANG/VDLEGLARHRGSAFGRTE 














DELGKLAQTSTSSPAHWRETSK 














CGGFLCPIFLTNMRTPLPVCAT 














VLPYLA1ATV 


25821 


56189 


A 


25962 


761 


874 




25822 


56190 


A 


25963 


2 


304 


MA A YGSGIF AQT Y I E A FGISTIQ 














PASCSPVNQYITAAFVLFGNVA 














HALLIALQRRNRRHLQRRKGA 














VMAFNTSQGA/VPAFCCQP*S 














RYASPPCCSFSTA 


25823 


56191 


A 


25964 


109 


777 




25824 


56192 


A 


25965 


5 


187 


ITHKKPPPSWRSALLPAAGVFS 














RRYMPALCE*HWAS*RMRAEA 














TETFSDCTMPIIGMMMS 


25825 


56193 


A 


25966 


1 


711 




25826 


56194 


A 


25967 


757 


1026 




25827 


56195 


A 


25968 


1 


750 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25828 


56196 


A 


25969 


1 


1065 


MKVLEKRNNASSEPEEKNEIRA 

AREHAGFTLQELVCLGASGRK 

VQGEAANAEEEVAAGELDNIA 

KITNEGSYTEQQIFNEGYMWLS 

TLMK1KENKISCSWATQSHFQG 

SIDAGELEHLTPERVWKETESA 

LTTRNPQVFFQVLRDCGALRVL 

FPEIDALFGVPAPAKWHPEIDT 

G1HTLMTLSMAAMLSPQVDVR 

FATLCHDLGKGLTPPELWPRHH 

GHGPAGVKLVEQLCQRLRVPN 

E1RDLARLVAEFHDLIHTFPML 

NPKTIVKLFDSIDAWRKPQRVE 

QLALTSEADVRGRTGFESADYP 

QG RWLRE A WEV AQS VPTKA V 

VEAGFKGVE1REELTRRRIAAG 

LRG*VSRSHPHLPNAEPKNH/AS 

NYLIPSMPGVNRSVSSNWR*PA 

RLTCAAE/HGFESADYPQGRWL 

REAWEVAQSVPTKAVVEAGFK 

GVEIREELTRRRIAAGLRGMPT 


25829 


56197 


A 


25970 


2373 


2597 


S A DDKADS V A * YLRL A S A * TN S 
CRPYRRPSAPVCRRAPAI*G*TP 
QNYGPPSSCPAGGFWRYPVDPP 
RFSGFVH 


25830 


56198 


A 


25971 


2616 


2777 


TSVRKRFSTLSGKPVAKAGRKR 
PPPCR*TPTANGHPKPCRPPVW 
CHPAPVARP 


25831 


56199 


B 


25972 


1 


1449 




25832 


56200 


A 


25973 


1076 


1477 


CAVRRSITWCKLSSKTPVRPLR 
PSTYRDCLTVSIALTPPASEKVK 
RRPVPAVKSAMKVPPGAAQSR 
KRVWLVSPFPTCEFLASNSRGK 
K1SVSLSALSPRWTS*PKARWA 
ARRLTTNL V VRH* TATS VLMK 
KK 


25833 


56201 


A 


25974 


1 


3552 




25834 


56202 


A 


25975 


196 


493 


K.RCRFADRPGDPGRQGTPAATT 
FGGMSFVTILPAPIPELSPMVTP 
GLITT*LPIQTLLPIVIGKEYISPF 
FLNSWCTGCPVTERVTLGAIST 
LSPIVTV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25835 


56203 


A 


25976 


1 


3917 


MTDKHQQHRYVAAPGPFVGD 
KCQVAGDPLMLRRALSNLLSN 
ALRYTPTGET1VVRCQTVDHLV 
QVIVENPGTPIAPEHLPRLFDRF 
YR VDPSRQRKGEG SG IGL AI VK 
S1VVAHKGTVAVTSDARGTSGL 
DDFF1DVVYWVRRIKRKLSVYR 
RIPRMSYRELYKPDEQPLA IM V 
PAWNERASSA1WRAGGTTLDT 
KFLFVGLPGP1LGSCKVPFEFLE 
VACPPSGGPVGPPWRRPCRGA 
AAA1CASPAAIILAPT 


25836 


56204 


A 


25977 


3 


292 


GDMQRLNSLFC/SVAYSVLEQP 
DEDEGRDSINIVNPSGRPTIVSSG 
ATPAVREYAAHGFHLYGLRQR 
VGEVRV DLQREQI YASKPCGST 
IGISLVVR 


25837 


56205 


A 


25978 


2 


181 


SARRLR/RSKHRFRILNRRYSHA 
HS\MLGDMQRLNSLFC/SVAYS 
VLEQPDEDEGRDS1N1VN 


25838 


56206 


A 


25979 


1 


2781 




25839 


56207 


A 


25980 


1 


2554 




25840 


56208 


A 


25981 


635 


741 




25841 


56209 


A 


25982 


91 


501 


LWIRLAKRSGKAIKERRDFIFRL 
CTHRVRQGTALLRLFQHSGGN 
RLMKLDNQHLRLRISNHRAFHF 
RHRTTVKQSQQTFRYPWLYRV 
RHWGQKPKTDNFHGLLARIFG 
NSRSKTWGENR*EHSVLEQPDE 
DEGRDEY 


25842 


56210 


A 


25983 


2153 


3062 


AP VMPPERLPV I A VRQ YPTANC 

CSDCLAAASRFFLASVAAPEQT 

DADTRRSRVAVGRRKTRSNSA 

NQPRPRRDWRELQLMDRLARV 

AQARASFAARETLRIGDAMEQ 

MMEGLN KVMHGEPRQEKELR 

KLADDINVLYTAIKLYLARMPK 

EELAEEESRRWAEIIEMSLNLEQ 

ASDIVERMG\GELVDKSWAAR 

RAFSLDGLKELDALYEQLLSNL 

KLAMS VFFSG DVTSARRLRRSK 

HRFRILNRRYSHAHVDRLHQQ 

NVQSIETSSLHLGLLGDMQRLN 

SLFCSVAYSVLEQPDEDEGRDE 


25843 


56211 


A 


25984 


135 


308 


KLSLRLGIFPRPSLFPRPTPSPST 
PAPAS*PAPS*VSPSPRTATPSCP 
TSYSSFPCH 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25844 


56212 


A 


25985 




663 


ARGKKPPRRGKEDFWDLSIATR 
VSVNPIKFPVEA*PFLKP\LQQV 
S\GPLGGRLPLPIPGNLLLQVAD 
GTLSLTGTDLEMEMVARVALV 
QPHEPGATTVPARKFFDICRGL 
PEGAEIAVQLEGERMLVRSGRS 
RFSLSTLPAADFPNLDDWQSEV 
EFTLPQATMKRLIEATQFSMAH 
QDVRYYLNGMLFETEGEELRT 
VATDGHRLAVCSMPIGQSLPSH 


25845 


56213 


A 


25986 


1 


1077 




25846 


56214 


A 


25987 


1 


1323 


MHSGTFNPQDFGWQGLTLTPA 

A A I H 1 RELE1LDE YG I PN A WQGE 

TNFWGSTAVSIDRLAAYKDVD 

VLCFDHDNSKDMDALMATPL 

WQAMPFVRAGRFQRVPAVWF 

YGATLSAMHFVRVLDNAIGVIV 

ATALTWMNFSQALPRSQWAQ 

AAWSPDIDV1EQMIFHYSLLPRL 

AISLLVGAGLGLDVRYYLNGM 

LFETEGEELRTVATDGHRLAVC 

SMP1GQSLPSHSVIVPRKGVIEL 

MRM L DG GDNPLR VQIG SNNIR 

AHVGDFIFVTSKLVDGRFPDYRR 

VLPKNPDKHLEAGCDLLKQAF 

ARAAILSNEKFRGVRLYVSENQ 

LKITANNPEQEEAEEILDVTYSG 

AEMEIGFNVSYWLDVLNALKC 

ENVRMMLTDSVSSVQIEDAAS 

QS\AAYVVMPMRLEGSPPLGNP 

EFQK1SSPCALYIALCSKARHHT 

GRYLGLCGL 


25847 


56215 


A 


25988 


211 


475 


GA1GVFTAGKLTRASVYHQAR 
RFMQRETVWLVEDEQGIADTL 
VYMLQQEGFAVEVFERGLPVL 
DKARKQVPDVMILDVGLPDISG 
FELCRQLLALHPALPVLFLTAR 
SEEVDRLLGLEIGADDYVAKPF 
SPREVCARVRTLLRRVKKFSTP 

CD\/IDiruCt7I \TCDA A AICWPnT 

PLALTRYEFIVLKTVLLKSPGRV 
WSRQQLMDSVWEDAQDTTSH 
VVAFATILQGISRDLRRRILPYCI 
RCRRERCTGTALWQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25848 


56216 


A 


25989 


1661 


2499 


QMAHDEQWLTP\R\LQTAATLC 

NQNAPRDGSPLWLGVDLGTCD 

VVSMVVDRDGQPVAVCLDWA 

DVVRDGIVWDFFGAVTIVRRHF 

DTLEQQFGRRFSHAATSFPPGT 

DPR] SIN VLESAGLEVSH VLDEP 

TAVADLLQLDNAGVVDIGGGT 

TGIAIVKKGKVTYSADEATGGH 

HIFLTFAGNRR1SLEEAEQYKRG 

HGEEIWPAVKPVYEfCMADIVA 

RHIEGQGITDLWLAGGSCMQP 

GVAELFRKQFPALQVHLPQHSL 

FMTPLAIASSGREKAEGLYAK 


25849 


56217 


A 


25990 


915 


1518 


PSGHAPDLNGAPATAHQPGGR 
YPAPRSVRRATDNGYPAGDPLE 
WRSTAQVFVSSRRRVSLPNDRK 
TVLTRCWSAAH*FALPAPLCRD 
RTGERKNRRFHTPTRCGRGFCP 
APAASRRCAGRRRGDASGRAY 
RRPAPSHCPVQ*RGHRKSTTTSS 
TSRRRPGQSARPYSGPEYRE*Y 
CSAQRFFHNDGSRPPVVRQAGR 


25850 


56218 


A 


25991 


1 


1254 




25851 


56219 


A 


25992 


675 


835 


VRWCW1FPSQ*TLFQKRAGHA 
APSADVLHESCQHFLNLLNRLG 
RHYDFGEGEP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oT peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25852 


56220 


A 


25993 


1 


2255 


MRESPTRDDSKNTVNTTIRIRIH 

NSYTEQLQIVTNSYCTKQWHV 

HHTAKPYAHIQRPATPDAQLTK 

MQEEEEVEPEPEMEAEVEPEPN 

PEEAETESESMNQRDVRGTVRI 

VLKTFNNCRDTVFVAFEVNNT 

VSLLVATTDMTSGDTAIVVTTT 

GFA VFFQQRSKSA ANE VQI L AF 

FQGDVSFFPVATTTDTLSVTFN 

FPFNYQGVNDFDFDFKQFLHSS 

FDFCFGRVFSNFEYLHGARAHA 

CIPPSACIGEVLETSSFDIRVSVY 

RSSCVCVRLRESSTGDRYFGGL 

SLQMMRKATGLTDITSDTPGNT 

DDQRWHPEHGLTQRMQKEQE 

LVKEPEGAARDGDGEAEAWGE 

VKAKSSGCVGTRASSHLFRCNV 

CELHFK.ESSELLQHPCTPSGERP 

FRCGECQKAFKRPSG\LRQHER 

THSAERPFKCDLCPMGFKQQY 

ALMRHRRTHKTEEPFKCGLCE 

KGFGQPSHLLYHQHVHTLETLF 

KCPVCQKGFDQSAELLRHKCLP 

GAAERPFKCPVCNKAYKRASA 

LQKHQLAHCAAAEKPLRCTLC 

ERRFFSSSEFVQHRCDPAREKPL 

KCPDCEKRFKYASDLQRHRRV 

HTGEKPYKCPNCDKAFKQREH 

LNKHQGVHAREQQFKCVWCG 

ERFLDVALLQEHSAQHSAAAA 

AAEGAYQQTLHHPRRQQQQY 

WQLLCARNNVKLCMHILFSPH 


25853 


56221 


A 


25994 


98 


596 


YSGIIMAQSKLYPVVMAGGSGS 
RLWPLSRVLYPKQFLCLKGDLT 
MLQTTICRLNGVECESPVVICN 
EQPRFIVAHQMRQLNELSENIIL 
EPAGRTTAPTIAPAALAANRHS 
PESAPLMLVLATDHVIANEDAV 
RAPVKXNAIPYPKKGKLVTFGIG 
LDGRVPRYNM 


25854 


56222 


A 


25995 


3 


554 




25855 


56223 


A 


25996 


1 


222 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25856 


56224 


A 


25997 


1 


1043 


MKVKVLSLLVPALLVAGAANA 

AEVYNKDGNKLDLYGKVDGL 

HYFSDNKDVDGDQTYMRLGFK 

GETQVTDQLTGYGQWEYQIQG 

N S A EN ENN S WTR V A F A S L KFQ 

DVGSFDYGRNYGVVYDVTSW 

TDVLPEFGGDTYGSDNFMQQR 

GNGFATYRDTDVFGLVPTRLHP 

ARVCCALRELKDAGADRIWYI 

ADAFRAGLSVDGVFNLTNIDR 

WFLHINRAKDKNHMIISIDAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFRIIRAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKEIKG IQLGKEE V 

KLSLFADDM1VYLENPIVSAQN 

LLKLISDFSKVSGYKINVQKSQT 

FLYTNNRQTESQIMSELPFTIAS 

RRIKYLGIQ*IRY*WDVFQNNK 

SYL*QTHSQYHTEWAKTGS1PF 

ENWHKTGMPSLTAPIQHSVGSS 

GQGNQAGEGNKGYSIRKRGSQI 

VPVCRRH DCLSRKPHRLSPKSP 


25857 


56225 


A 


25998 


1 


3339 




25858 


56226 


A 


25999 


1440 


1880 


A AQHAS V Y L YQNR1 RG A VPP V 
RFFH ADQRTRRDG ADG KQRH A 
TETLCRIAEKISSSREQDWLHCD 
ERQSLYEWTW*PYSPHSGRSQK 
EKRQT* TAILDA YC A DC FRCG R 
GVFARRERRTKRDRPGNAGTG 
GDCPCWLRRQYECVRL 


25859 


56227 


A 


26000 


1 


2277 




25860 


56228 


A 


26001 


1 


1845 




25861 


56229 


A 


26002 


56 


113 


QQQPNPTRDQLQLAILUNIRGIR 
KIYG*IQSATREAG*GHSPQY 


25862 


56230 


C 


26003 


1 


2317 




25863 


56231 


A 


26004 


3 


2168 




25864 


56232 


A 


26005 


670 


2541 




25865 


56233 


A 


26006 


98 


944 


YSGIIMAQSKLYPVVMAGGSGS 
RLWPLSRVLYPKQFLCLKGDLT 
MLQTTICRLNGVECESPVVICN 
EQHRFIVAEQLRQLNKLTENIIL 
EPAGRNTAPAIALAALAAKRHS 
PESDPLMLVLAADHVIADEDAF 
RAAVRNAMPYAEAGKLVTFGI 
VPDLPETGYGYIRRGEVSAGEQ 
DM V A FE V AQF VEK.PNLETAQ A 
YVASGEYYWNSGMFLFRAGRY 
LEELKKYRPDILDACEKAMSAV 
DPDLNFIRVDEEA/FLACPEESG 
DYAAMGRTGDAVVPLSLGAH 



3479 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25866 


56234 


A 


26007 


3 


417 




25867 


56235 


A 


26008 


507 


717 


WPEAEYLDNADAVLAMYHD/Q 
GLPVLKYQGFGRGVN1T/LGLPF 
IRTSVDHGTALEWRTCKPMVP 
DSIVSCIL 


25868 


56236 


A 


26009 


5 


378 


MAVCSSLSPRRSPAFL/HDFTDV 
WTHHLVFGVNP*RGL1HGTALT 
DHVG/ENGNYSSD*IHGTALTD 
HVGKTETILPTKYANIYSINTSK 
DRFLTKPAFAEVVLFLHPRELQ 
TCSFFLSQNMLVKVGHQRHWF 
TEVDVTLTEITQLA 


25869 


56237 


A 


26010 


1 


469 


MQKEYAYWMDGLKTCKPDNR 
KNALSNFGWYPSQPLLGRSRY 
ATTESWVEDIATAKSNPNRLPL 
KFTATCALPLRLAGFQ\PRWMD 
NPQQLNTLA PPA S Y RSI *TA * CL 
K*KNPRPRQQSCRR* RDGNQYE 
TLANARQKGIEKTCGT1NKAG 
MPITT 
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SEQ ID 


SEQ ID NO: 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


25870 


56238 


A 


26011 


2 


1854 


CGGTLARACDGCLNGEFAA/LI 

TGPVHKGVINDAGI/PFTGHTEF 

FEERSQAKK/VVMMLATEELRV 

ALATT/HLPLRDIADAITPALL/H 

QPK.YLDNADAVLAMY/HDQGL 

PVLKYQGFGRGV/NITLGLPFIR 

TSVGHG/TALELAGRGQ/ADVG 

SFIRPYSAIK*L*NAGASVRWLS 

ERRICRAITGPVHKGVINDAGIP 

LPVIPSFSKSVRRRKRCDDAGD 

RRTSRGAGNDALPLRDIADAIT 

PALLHNRNIL1TPTPCWRCTRSG 

SSRAKIPGLRARCDITLGLPFIRT 

SVGHGQPLNWRDVANRCWQF 

YTPLFCHQMIVKPMHNR1PRAT 

YRGAVKSAIGLGCCCLKASATR 

CAYRWRRSGRRDQSRFRYFEIA 

GIRSRGI'NFIACPTCSRRNLMLS 

VRJLTRWSNAWRYHHSDGRFD 

YRLRGECPGEALVSTLGVTGG 

NKKAASMKMGAQRPSGQQDM 

1DQLEARIRAKASQRTKRVELT 

FSRLKNNNVEKQDTALFALYQ 

RRLRCVRKVRRYVMAAVSAGC 

GGGVCAVSAYMPLNRLPNAQE 

ANNEYTSFENCIK.CTVCTTACR 

VTLRNNDPKLPYLVKAGLKMK 

RVTRSPRRYC A A A S ATH RFNDE 

RAGKVQGMPDINKLPADRETC 

STLTC A RSRQNQTNP YPAN RA A 

NAYQVVLATKALEKVSMKSP 

WQHKVSSPAAVRHLPSITQRRT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25871 


56239 


A 


26012 


1 


1504 


MG I VASASVQA AE1 YNKDGNK 

LDVYGKVKAMHYMSDNASKD 

GDQSYIRFGFKGETQINDQLTG 

YGRWEAEFAAWTDMFPEFGG 

DSSAQTDN FMTKRASGLATYR 

KTTSS A YR WPE LNLQ YHRCTS 

AARAMLLSGRPVMQ1NERTAV 

RRQMTVYLRVERIHEIDPLVSL 

SHSMSVIPIDVERPIAAAPCTPG 

LWRTKTPLRVPSTYPLRLPGRA 

RVVCHRTFRLHLCKDWVFMFS 

GLLI1LVPL1VGYL1PLRQQAAL 

KVINQLLSWMVYLILFFMGISL 

AFLDNPRPYLADSVPDRQLLAP 

VNSISRYKTIEWLNYIATELHK 

GFTPLFRPDTPEEYKPTVRAHSE 

KKLQYVNEALKDEHWICGQRF 

TIADAYLFTVLRWAYAVKLNL 

EGLEH I AAFMQRMAERPEVQD 

ALSAEGLKGSRHLSAGARRLIL 

GIIVTFSLILALICVTQPFNPLAQ 

FIFLMLLWGVALIVRRMPGRFS 

ALMLIVLSLTVSCRYIWWRYTS 

TLNWDDPVSLVCGLILLFAETY 

A WI VLVLGYFQV V WPLNRQPV 

PLPKDMSLWPSVDIFVPTYNED 

LNVTPDELKQVLDVAAALKAL 

K A b IN 1 i> 1 Jv V r IN i>U L U i i> V r KJJ IN J> 
Tp td cqv ac at mi t f.T Anorn V\ 

Cfl'Cni A TJPCT\^T?CTA'M\ylICCT 

bUK-o^lAriUr- 1 VKcl AINIVUbrL, 
a V\ a ir:i£?p>r*\,iVT p.An\iAVUi?p 

VGAALDDGYKQASGFSEPAMR 


25872 


56240 


A 


26013 


2903 


3024 




25873 


56241 


A 


26014 


123 


335 




25874 


56242 


A 


26015 


2634 


2787 




25875 


56243 


A 


26016 


1477 


2485 


N PEQLMVKTQRVVITPGEPAGI 
GPDLVVQLAQREWPVELVVCA 
DATLLTNRAAMLGLPLTLRPYS 
PNSPAQPQTAGTLTLLPVALRA 
P VTAGQL A VENGH YV V ETLAR 
ACDGCLNGEFAALITGPGVHKG 
VINDAGIPFTGHTEFFEERSQAK 
KVVMMLATEELRVGLATTHLP 
VRDIADAITPALLHEG I AILHHD 
LRTKFGIGEPRILVXGGLNPHAG 
EGXGPMGTEEIDTHPVLNELRA 

t^oMlvLlN u 1 Lr JKU 1 L,t Is. Y L1J 

NADAVRPMYHDQGLPVLKYQ 
GFGRGVNITLGLPFIRTSVDRGT 
ALEL AGRGKAAD VG SF1TALNL 
AIKMIVNTQ 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25876 


56244 


B 


26017 


1 


3432 




25877 


56245 


A 


26018 


1385 


2536 


KSSQSHLITGMLEHVFVKSGDT 
PSR/LPELMNGAQALANQINT/F 
VLNDADGAQAIQLGAN/HVWK 
LNGKPDDRMIED/Y AGVMADTI 
RQHGADGL/VLLPNTRRGKLLA 
AKIAPDASRTGETH/TVEWQAP 
AVAITRTATQARQSNSVDLDK 
ARLVVSVGRGITDSQTLRLYYI 
RLPPSLMGMRLTVFLLPICGFH 
RVGPPTLLSVLATNRNRNAKVF 
AHKNAPKFRSHTASEQWKSSIA 
HNKGVHPRVTSHTHARHSLME 
TDIPHNIHSGHASPADITRHRAQ 
VFNSVPKMASPIGDRVPTLHTQ 
HNSPANTGKAQSLLTCGPAAES 
CCRL1PRQMVSLVFRLKARLLLI 
TTELPKGLVPVATISGTGNFGN 
TQSANPYRPSENTDLSLS 


25878 


56246 


A 


26019 


926 


1293 


LSPNPKEPSCRTRLKKSGFFTRI 
SAGAEPLMAIPARLSNSLACGA 
RDSAAKE/GFVVVPVCVAVEA 
DIAELDDEERDEFMADVGFTW 
GVKEVRAWTIPVGATAPQAAG 
KIHTDFEKGFIRAQT 


25879 


56247 


A 


26020 


1 


1278 




25880 


56248 


A 


26021 


678 


1526 


ERNTNTCEVVPNRKRAYASHD 

MELSISP VGKGA SKGEVNPADD 

IEV1NTELALADLDTCERAIHRV 

QKKAKGGDKDAKAELAVLEK. 

CLVPQLENAGMLRALDLSAEEK 

AAIRYLSFLTLKPTMY1ANVNE 

DGFENNPYLDQVREIAAKEGSV 

VVPVCAAVEAD1AELDDEERDE 

FMQELGLEEPGLNRVIRAGYKL 

LNLQTYFTAGVKEVRAWTIPV 

GATAPQAAGKIHTDFEKGFIRA 

QTISFEDFITYKGEQGAKEAGK 

MRAEGKDYIVKDGDVMNFLFN 


25881 


56249 


A 


26022 


1177 


1605 




25882 


56250 


A 


26023 


1 


644 


MDNHIALDFLLASECGSVYVY 
ATTHGRNMAGARALWRATGM 
TDADFGKPIIAVVNSFTQFVPG 
HVHLRDLGKLVA EQI E A AGG V 
AKEFNTIAVDDGIAMGHGGML 
YSLPSRELIADSVEYMVNAHCA 
DAMVC1SNCDKITPGMLMASL 
RLNIPVIFVSGGPMEAGKTKLS 
DQIIKLDLVDAMIQGADPKIN/D 
YQSRGRRCPNRCFRCKNQAGS 


25883 


56251 


B 


26024 


1 


1944 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25884 


56252 


A 


26025 


] 


1488 




25885 


56253 


A 


26026 




1919 


MNKAHFVSNLGATKCCPLSFLP 

YRWRRVIAFVVAFYFRHLIDLL 

VVQMHFKLVKGNVDVVFTAQ 

LIDSTVQLIDSTTTVTQFTHIQT 

QLMIQRAGTKCRKEDFRHCVGI 

LEPEWYPIIVVRVVVDVSQFEV 

RSQSLIFAVGEGITCIYTQFITHA 

VVRLTVNFHVVAQLSSPDWNR 

PETLPVRSHVTSITQFEVVTGFQ 

TEAPSVGVGATVNVSTVAHGC 

RQVVVEVRVAQATINKDVVRE 

VSRRVDVGSLAVLIHLTRTVIH 

VTFSEACSRTDDPLSVVTVNFGI 

NTDHDAVN1LIIVDGAVVAVEV 

TTEVAYPCAAVISQAMTRVGQ 

TSTNGVWTISSVNAFQIRTGAA 

RSLAPPWSLTEKVFCGTTMER 

MRAALEAIMPFTESSSATQAPY 

LPCGRECGLAVRQFFGRGEGIE 

TVAYLFRIIRVVRTRVLSIGGFS 

RTRJ SSTPVKIATLRQN RSDCHA 

AMIADTYRQVTPTDPFSRHPFS 

RVLRGLFFIIFKDTKAHNGIGMI 

GGVNRRADYLNLLEKVFGDRV 

SSPQWQATLKAIVPSYGRKLNG 

DVAATERELQYTSEVVGLNYD 

KPQ A A DN N RQHKVRAARSRRQ 

pt a r.nr, a *q a acta apt ami mt i 
EKVFGDRVSSPQWQATLKAIVP 
SYGRKLNGDVAATERELQYTS 

CV VOLJN I JJlS-r ^/\ A UN IN Kl^JrliV 








26027 





2130 




25887 


56255 


A 


26028 


1144 


1309 


PGGSTPMAVEDPDFRSSERVLR 
FQPAVSVYGPEQPAV*DYAQTS 
Y LRTRPRRS DP 


25888 


56256 


A 


26029 


1 


3546 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25889 


56257 


A 


26030 


1097 


3332 


TRVLVLDHRLLRCLYATVCAG 

A S WGMNPV VC SQQ I DPQFHTM 

LMICASEEAQRMQQASEDEFN 

RALNIAFDNRLGLCK.VESARQV 

FPLTGRYARQFASHRLALVGD 

AAHTIHPLAGQGVNLGFMDAA 

ELIAELKRLHRQGKDIGQYIYL 

RRYERSRKHSAALMLADSFVR 

TTHALRRSHGGFPRLDDAAAL 

RFANRRTSCERNDDNTWSRSL 

Y ADLKNGTAQN I RAK.F VFIG AG 

GAALKLLQESGIPEAK.DYAGFP 

VGGQFLVSENPDVVNHHLAKV 

YGKASVGAPPMSVPHIDTRVVL 

DGKRVVLFGPFATFSTKFLKNG 

SLWDLMSSTTTSNVMPMMHV 

GLDNFDLVKYLVSQVMLSEED 

RFEALKEYYPQAKKEDWRLW 

QAGQRVQIIKRDAEKGGVLRL 

GTEVVSDQQGTIAALLGASPGA 

STAAP1MLNLLEKVFGDRVSSP 

QWQATLKAIVPSYGRKLNGDV 

AATERERKTLHVIFNDLRPEQC 

EAGKSPSRVQLQTWTNGGMLN 

APLSLRLTLVEKLASMLDPGHL 

ALTQIAQHLALLQKMDHRQHS 

AFPELPQQ1AALYEWFSARCRW 

vcifAf tophi i vha r.nncpmc 

TRWRAGAYNAWSLPGRCFIVL 

EELRWGAFGDACRLGSPQAVA 

LLLGDLLEKATQHLAESFNAAP 

TTRHYYHQWFASSTVPTGGEH 


25890 


56258 


A 


26031 


115 


654 


HATQTMTPWFLYLIRTADNKL 

YTGITTDVERRYQQHQSGKGA 

KALTGGSARSPLIKKALAEQLP 

GIPIAGGDDFGSVTAGLAR*RF 

HQRHGPCWSMKAESLQLCRAD 

CQRRFQPMSFGGH FRH YRLSVC 

WRYRFIRPEHKTAFTARFPVDN 

RLGQMVAKPFHLLNATTGNIC 

GCFNTKRP 


25891 - 


56259 


— 


26032 





348 




25892 


56260 


A 


26033 


1 


906 




25893 


56261 


B 


26034 


59 


910 




25894 


56262 


A 


26035 


1 


3684 




25895 


56263 


A 


26036 


1 


2634 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25896 


56264 


A 


26037 


1162 


3478 


LVRFGLLPLAYSARCFSARSED 

RPKDECETCCIKYPNGRNVLSQ 

EIHQVFVLNGIQSMSGYVYNLG 

NELASMQGLVDVVRLSPQGSS 

AREAFSHSLDLARLAEKRGYH 

RYWLAEHHNMTGIASAATSVLI 

GYLAANTTTLHLGSGGVMLPN 

H SPL V 1 AEQFGTLNTL YPG R I DL 

GLGRAPGSDQRTMMALRRHM 

SGDIDNFPRDVAELVDWFDAR 

DPILEPTHNGRRLCSTVRHPRM 

GYTPGVEPTTGPLGQGLANAV 

GLAIAERTLAAQFNQPDHEIVD 

H FTY VFMGDGCLMEEG WFTD 

DTAKRFEAYHWHV1HEIDGHD 

PQAVKEA1LEAQSVKDKPSL1IC 

RTVIGFGSPNKAGKEEAHGAPL 

GEEEVALARQKLGWHHPPFEIP 

KEIYHAWDAREKGEKAQQSW 

NEKFAAYKKAHPQLAEEFIARR 

MSGGLPKDWEKTTQKYINELQ 

ANPAKIATRKASQNTLNAYGP 

MLPELLGGSADLAPSNLTIWKG 

SVSLKEDPAGNY1HYGVREFG 

MTA1ANGIAHHGGFVPYTATFL 

MFVEYARNAARMAALMICARQ 

IMVYTHDS1GLGEDGPTHQAVE 

QLASLRLTPNFSTWRPCDQVEA 

AVGWKLAVERHNGPTALILSR 

QNLAQVERTPDQVKE1ARGGY 

VLKDSGGKPDIILIATGSEIEITL 

QAAEKLAGEGRNVRVVS\LASS 


25897 


56265 


A 


26038 


1 


1033 


MNKSPKTRD1QEEELEVLLEEE 

A AGGDEDREKEIL I ERIQSIKEE 

KQKGLGLAAGWTADVSSRRPG 

ASQLPPPPTHPIPQYRGWGPPD 

QHLLSTLWTNVGSYKSGSFLQL 

GGWCMNLDMDLNSEESRWLF 

RRHWDTGGIKPHERKRAVAHL 

TLSEREEIRAGLSAKMSIRAIAT 

ALNRS PSTI SREVQRNRGRR Y Y 

KAVDANNRANRMAKRPKPCLL 

DQNLPLRKLVLEKLEMKWSPE 

QI SG WLRRTKPRQKTLRI SPETI 

YKTLYFRSREALNHLNIQ\HLA 

RSH WL WPG ERYVNRNGERGPV 

TLWTG/TPISDGSRTSVKRALGQ 

WGEHLSRRNAFFPLCATVV 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25898 


56266 


A 


26039 


797 


1440 


PAMRLTAMRCISMKSRLPASR 

MQFCATVRWKYRCHREPTLSA 

QHGAFRSINPTPRNSRGNCWKK 

REMKWAN WPI WCR* KN * RERS 

LSAICCASRK/TGQFVLPPARYH 

LRRSHSLRHGRRHTRKGERGTI 

NIVNGTPIHERSRNIDNRRSLGH 

WEGDLVSGGVGTVIGVVTGVI1 

FTVINYGLTYIGVNPYWQYIIK 

G A 1 IIF A V ALDSLK YARKK 


25899 


56267 


A 


26040 


687 


1106 


GSLSLTALLPDTAEREE1RAGLS 
A K. M SI/RA I ATA LN RS PST 1 SRE/ 
VQRNRGRRYYKAVDAN/NRAN 
RMAKRPKPCLLDQ/NLPLRKLV 
LEKLNIQHLRRSHS/LRHGRRHT 
RKGERGTIN/IVNGTPIHERSRNI 
DNSALVTVLR 


25900 


56268 


A 


26041 


1 


2851 


MKTLIARHKAGEHIGICSVCSA 
HPLVIEAALAFDRNSTRKVLIEA 
TSNQVNQFGGYTGMTPADFRE 
FVFTIADK.VGFARERIILGGDHL 
GPNCWQQENADAAMEKSVEL 
AVVIDLWSRAVIGWSMSPRMT 
AQLACDALQMALWRRKRPRN 
VIVHTDRGGQYCSADYQAQLK 
RHNLRGSMSAKGCCYDNACVE 
SFFHSLKVECIHGEHFISREIMR 
ATVFNYIECDYNRWRRHSWINS 
LLSQKRNTQGR1EDGRQH 


25901 


56269 


B 


26042 


1 


1048 




25902 


56270 


A 


26043 


323 


1290 


GTSMNTVGTPLLWGGFAVVVA 

IMLAIDLLLQGRRGAHAMTMK 

QAAAWSLVWVTLSLLFNAAF 

W WYL VQTEV3RA VADPQA L AF 

LTGYLIEKSLAVDNVFVWLML 

FSYFSVPAALQRRVLVYGVLG 

AIVLRTIMIFTGSWLISQFDWIL 

YIFGAFLLFTGVKMALAHEDES 

GIGDKARWCAGYA/VHLRMTDT 

IDNEHFFVRKNGLLYATPLMLV 

LILVELSDVIFAVDSIPA1FAVTT 

DPF1VLTSNLFA1LGLRAMYFLL 

AGVTKRFSMLKYGLAGILVF1G 

IKRLIVNFNLLQTRACLGGGWA 

FGETLIIKPGEYRMKTAGG 


25903 


56271 


A 


26044 


28 


96 




25904 


56272 


A 


26045 


1 


777 





3487 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25905 


56273 


A 


26046 


77 


532 


KPSRPEISKGKSVKPAASRRARE 
CAVQALYSWQLSQNDIADVEY 
QFLAEQDVKDVDVLYFRELLA 
GVATNTAWLDGLMKPYLSRLL 
EELGQVEKAVLR1ALYELSKRS 
DVPYKVAIKEA1ELAKSFGAED 
SHKFVNGVLDKAAPVIRPNKK 


25906 


56274 


A 


26047 


3 


175 




25907 


56275 


A 


26048 


85 


440 


YSSSSLWAARKRRQMVLSARR 
FATSDRVCRCVLVWSAGTSRA 
KSKSTGWLSMASKAIGVSS*TK 
TPTARRVSSSSLPCGMAIPLPIP 
VLPIFSRVRIASKTT*GSSLSCFA 
ARSLMTS 


25908 


56276 


A 


26049 


80 


706 


KLIQVAVVIGGGQPLGAFLCHG 
LAAEGYRFPVVDIQSDKAAANV 
AQEINAEYGESMAYGFGADAT 
SEQSVLALSRGVDEIFGRVDLL 
VYSAGIAKAAF1SDFQLGDFDR 
SLQVNLVGYFLCAREFSRLMIR 
DGIQGR11QINSKSGKVGSKHNS 
GYSAAKFGGVGLTQSLALDLA 
EYG1TVHSLMLGNLLKSPMFQS 
LLPQ*KTKLG1K 


25909 


56277 


A 


26050 


741 


893 


TGCSGKRSLQQRREERRRNPVQ 
K1RCTV*RVRNGRIRYCSPRAGF 
YSRYR 


25910 


56278 


A 


26051 


269 


987 




25911 


56279 


A 


26052 


1 


1268 


MDAKCDRSRFPWLWPTKRPRG 

CFATFVPIG1PYDQTKTHLHTLS 

LVAKRLADKT1CRRLRAAQSDE 

ELYQI1TDTEGTPDEARCEEKQY 

MVLMIVSGRSGSGKSVALRAL 

EDMGFYCVDNLPVVLLPDLAR 

TLADREISAAVS1DVRNMPESPE 

IFEQAMSNLPDAFSPQLLFLDA 

DRNTLIRRYSDTRRLHPLSSKN 

LSLESAIDKESDLLEPLHGFPDY 

DTVGFSCKRRIDYVCRIKHSRRI 

RQVVLLNFAKSGAFSTTRGTDD 

KTRRSLLVTL/V A YFLCAR/EFS 

RM/MIRDGIHVRIIQINSKSGKV 

GSKHNSGYSAAKFGGVGLTQS 

LALDLAEYGITVHSLMLGNLLK 

SPMFQSLLPQYATKLGIKPDQV 

EQYYIDKVPFKRGCDYQDVLN 

MLLFYASPKA\SY\CTGQSINVT 


25912 


56280 


A 


26053 


1 


168 


LKVFILVIFTLSRE*EHAMFGFL 
FLC*FAENDGFQLHPCPCKGHE 
LILFYGCIVFH 


25913 


56281 


A 


26054 


2 


253 





3488 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25914 


56282 


B 


26055 


319 


3780 




25915 


56283 


A 


26056 


513 


762 




25916 


56284 


A 


26057 


375 


550 


GVGLCGRSSIRRNM*CK**G*/L 
SPK.IALMACGRRHTRSLFMTSK 
DLSRMMRLQKEIRL 


25917 


56285 


A 


26058 


662 


1033 


EPKRASGCMWPVGAHCHHPLL 

LLACQQKLGPPSHQASSRS*NIQ 

TLDRLCMSSWIPQEHSSSQSWH 

RSCFLNVTRPWSFYSPVGKNR 

WMGPFWSFSLDALLLFFTLHSY 

VAWPVEMMALNLLG 


25918 


56286 


B 


26059 


1 


2034 




25919 


56287 


A 


26060 


369 


515 


HAK.PPGGLGHCSLCPSHYSCIH 
G*KGPRYVSVSCSRGWKPEAT 
KAFMW 


25920 


56288 


A 


26061 


352 


2631 




25921 


56289 


B 


26062 


10 


351 




25922 


56290 


A 


26063 


321 


537 


EPLDTGRGTSHTRACHGVGYW 
GRDSVRRYT*CK*RINGYSTPT 
WHMHEYVTNLHIVHMYPRTYS 
IIIKKMSD 


25923 


56291 


A 


26064 


788 


912 


VHTHLSERTRKCLPPPAPS*WV 
TCHHG DCCLPTRLRAPQGP 


25924 


56292 


A 


26065 


1348 


1799 




25925 


56293 


A 


26066 


606 


2219 


ATYPSAHYPDHNRGEFLWPSL 

GLGKELDTFWSSLRVFGSPVSA 

VSRELVRKFSLGGTVDSTGSLP 

VCGDISPVSDVA/ACTREPLRFR 

LQVGDR YITLM DLPG VGESGA 

RDTEYAALYREQLPRLDLVLW 

LIKADDRALTVDEHFYHQVIGE 

VYRHKVLFVISQSDKAEPTSGG 

GQLSTAQKQNISRKICLLHELFQ 

PVHPVCAVSVRLQWGLKVMA 

ERMIKCLPREATSPVVSQLHPSF 

RTTVVREQARSDFGETVGAVL 

DSISAFPLIPAPVRAVIQAVRTT 

VVSFAASVTLLLLPLRSTPVEKS 

PTCILPASETFPLLVVMLNPVAS 

LLTLTSPVLDTSCPTHSLSAAQP 

N LIQLSGNNNI S FV VM RA V VTN 

VLNTMRTACNSQATIQ1YNADI 

ARDFGTRGIFSINSGFSTVYSRRI 

GHQSPEVTGEAMALTLSSQPSC 

IDDGLVAVNLDTDGLRIGDARQ 

KAITAGYPVVDTDDKCRIRRLR 

RIRHEQCADENSYQAYNYCRP 

VGRIRHLCRIRQSMPDATLSRLI 


25926 


56294 


A 


26067 


543 


741 





3489 
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SEQ ID 

NO: 


SEQ ID NO: 
of pepride 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25927 


56295 


A 


26068 


3 


373 


VYTGLKPRTIDAQYTPINVV/W 
KFLSLTHHAYSPLLVVINKAKF 
DGLSPEFQQALVSSAQEAGNY 
QRKLVAEDQQKIIDGMKEAGV 
EVITDLDRKAFSDALGNQVRD 
MFVKDVPQGADLLKAVDE 


25928 


56296 


A 


26069 


I 


1107 


MGAFTGKTVLILGGSRGIGAAI 
VRRFVTDG AN V RFT Y AG SKD A 
AKRLAQETGATAVFTDSADRD 
AVIDVVRKSGA*ILILKRRS1SSA 
FNSRASPKTPIPAFTTRJSNAPLL 
RTTSMTASLSALSVNTAVAPVS 
CARRLAASFDPA 


25929 


56297 


A 


26070 


39 


254 




25930 


56298 


A 


26071 


1432 


1845 




25931 


56299 


A 


26072 


674 


1614 


AV1VVAILVSKSTGAWVAFSIR 
MPSITFSHNSVVAGVASARKDS 
SPSYGDPLESAIPKLNVKRSRSG 
LSKSLLTLTSCSTIWTNWITGQT 
PLKPCSVTGSVVPKAWRSPSTL 
TTMTTR*PFTLPA/LDTFISRPAG 
CTYANECHAPESATIRNDVAAR 
PCNCAQCAALDCVSVFVTIRHS 
CSSVYSAPG1LVAALQAGHKPV 
ALVGGATGL1GDPSFKAAERKL 
NTEET VQEWV DK 1 RKQVAPLP 
DRKN 1 SPADSRLSPDGRYRG YV 
HPAPPIPDSHL1 RH HRC VI YQWR 
QCLAQFRLNGWAASRSQSICRI 
GCD 


25932 


56300 


A 


26073 


1 


3476 


MSSSC1EEVSVPDDNWYRIANE 
LLSRAG1AINGSAPADIRVKNPD 
FFKRVLQEGSLGLGESYMDGW 
WECDRLDMFFSKVLRAGLENQ 
LPHHFKDTLR1AGARLFNLQSK 
KRAWIVGKEHYDLGNDLFSRM 
LDPFMQYSCAYWKDADNLESA 
QQ A RLKMICEKLQLKPGM R V L 
DIGCGWGGLAHYMASNYDVS 
VVGVTISAEQQK.MAQERCEGL 
DVT1LLQOYRDLNDQFDRIVSV 
GMFEHVGPKNYDTYFAVVDR 


25933 


56301 


A 


26074 


200 


1100 




25934 


56302 


A 


26075 


1 


2061 




25935 


56303 


A 


26076 


1 


3294 





3490 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25936 


56304 


A 


26077 


1 


2064 


MNYSLKQLKVFVTVAQEKSFS 

RAGERIGLSQSAVSHSVKELEN 

HTGVRLLDRTTREVVLTDAGQ 

QLAFRLERLLDELNNTLRDTGR 

YGATTERSARYSASLPAPTSGR 

SEPAALVQNSSSQPSSLKENIM 

KLRSVTYALFIAGLAAFSTFFLA 

VAQSIRCGYETSQADSQHSGAK 

KFNDLLQERPKGELKLKLFPDS 

TLGNAQAMISGVRGGTID\MEM 

SGSNYFAGLSPVMNLLDVPFLF 

RDTAH AHKTL DG K. VGDDLKAS 

LEGKGLKVLAYWENGWRDVT 

NSRAPVKTPADLKGLKIRTNNS 

PMNIAAFKVFGA\NPI\PMPFAE 

VYTGLETRTIDAQEHPTNVVWS 

AKFFEVQKFLSLTHHAYSPLLV 

VINKAKFDGLSPEFQQALVSSA 

QEAGN YQRKLV AEDQQKI IDG 

MKEAGVEVITDLDRKAFSDAL 

GNQVRDMFVKDVPQGADLLK 

AVDEPGWAERDIWAFAPAFFY 

PLFISDFNRVRLEFVGHYQDVC 

EKPASTTLWLDVGRSSGLDLTY 

QTLNVKNDLSHFPVPFFDPSDN 

RTNTLPMVFAGAPDVGLQQAS 

AIVASWFGSRSGWRGQNFPVL 

YNQLPDRNAIVFATNDKRPDFL 

RDHPAVKAPVIEMINHPQNPYV 

KLLVVFGRDDKDLLQAAKGIA 

QGNILFRGESVVVNEVKPLLPA 

GSQPVWSSSASESRCCFYA 


25937 


56305 


A 


26078 


• 


480 


LGNTKTVKGWLAQLPAKYHQ 
RATCMFDRHGLLALLAGRFLA 
FVRTLLPTMAGISGLPNRRFQFF 
KAKLR\WLS*PTRIAAALAFMP/ 
FMDDHHPRLMQTVILQILQRRG 
TGDRLKIMVERRYAHVGFCRQ 
LLDAQVFGVF1LNPFQHAANQT 
EVSLATDQRQ 


25938 


56306 


A 


26079 


1 


2184 





3491 



WO 01/075067 



PCT/US01/08631 



SF.Q ID 
NO: 


SEQ ID NO: 
nf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25939 


56307 


A 


26080 


1429 


2152 


NLFREVVFPTHCPVCGSDVERV 
EGEAVARCTGALICGAQRKESL 
KHFVSRRAMDVDGMGDKIIDQ 
LVEKEYVHTPADLFKLTAGKLT 
GLERMGPKSAQNVVNALEKAK 
ETTFARFLYALG1REVGEATAA 
GLAAYFGTLEALEAASIEELQK 
VPDVGIVVASHVHNFYLPKKAT 
AMSSASCWRKVFTGLRRSLSTR 
KRLTARLLVKPWCLRAASGTP 
LKRASLLMFSGCFSHTSGLAMY 


25940 


56308 


A 


26081 


1 


2448 




25941 


56309 


A 


26082 


125 


741 


AHLNRTRWKVCWIR*RKISPW 
AKRNTKTVKGVWLAQLPAKYH 
QRATCM F\DRHGLL ALL AGRFL 
AFVRTLLPTMAGISGLPNRRFQ 
FFNWLSGLLWVSVVTSFGYAL 
SM1PFVKRH EDQCRNG VFGKR 
KGGIAAALILTRLRRRFVSSWK 
RFRELRRKSSQADDMNVFGILE 
DFTHQFIGGAFLRADISGAAKM 
SCLAKAQASSSMH 


25942 


56310 


A 


26083 


1066 


1359 




25943 


56311 


A 


26084 


256 


952 


RLK.RCSTGKSMAVIQDIIAALW 
QHDFAALADPHIVSVVYFVMF 
ATLFLENGLLPASFLPGDTLLIL 
AGALIAQGVMNFSGLRIAVLDP 
RNQVRGGGLS1FKGRWLGNPK 
TVKG\WLAQLPAKYHQRATCM 
FDRHGLLALLAGRFLAFVRTLL 

r 1 IVlAOIoOLrrNrvivrt^r r fN WL.z>lj 
LLWVSVVTSFGYALSMIPFVKR 
HEDQVMTFLMILPIALLTAGLL 
GTLFVVIKKKYCNA 


25944 


56312 


B 


26085 


1 


1290 





3492 



wo 



01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25945 


56313 


A 


26086 


1 


1839 


MRCQNAWW1MQHSSGSERLSS 
VLLHFRRTNLADSNDRJQYHSL 
RFFDEDGAQWLVILGDVLNHG 
PRNALPDGYAPRKVAERLNEV 
AHKVIAVRGNLRQRVDQMLLI 
SRAINRLVASNWNRRSAQMRC 
PISGKNLAWIPVQLPVYWQNN 
CRRLLMRSHRKHGSGTNLPGE 
LM A IKLIAIDMDGTLLLPDHTIS 
PAVK.NAIAAARARGVNVVLTT 
GRPYAGVHNYLKELHMEQPGD 
YCITYNGALVQKAAD/GYDDY/ 
RF/LEKLSRE VG SHFHALDRTTX 
LYTAN\RDISYY\TVHEFLRCHQ 
FPLVVCDGGRMTPRAMFLFSSA 
HILMPLNYrTNSHINTLFPVAGT 
LMVEPTESESKVELDRFIDAML 
AIRAEIDQVKAGVWPLEDNPLV 
NAPH1QSELVAEWAHPYSREVA 
VFPAALVTGGSRGIGRATALLL 
AQEGYTVAVNYQQNLHAAQE 
VMNL1TQAGGKAFVLQADISDE 
NQVVAMFTAIDQHDEPLAALV 
NNAGILFTQCTVENLTAERINR 
VLSTNVTGYFLCCREAVKRMA 
LKNGGSGGAIVNVSSVASRLGS 
PGEYVDYAASKGA1DTLTTGLS 
LEVAAQGIRVNCVRPGFIYTEM 
HASGGEAWTRRSR 


25946 


56314 


A 


26087 


2 


1275 


VNFSPKSSQIHHALRTVAGRFA 
VKSIDYFWHDSCNASKRFHIWE 
SIMLELLFVIGYLVMLMVTGVS 
LLGIIAALVVATAIMFLGGMLA 
LMIKLLPWLLLAISVVWVIICAI 
KAPKVPKYQRYDRWQLAVRRS 
PLLPDHTISPAVKNAIAAARAR 
G VN V VLTTG RP Y AG V HN YLKE 
LHMEQPGDYCITYNGAL/VYRK 
AAGWLAPLAAKLLLKLMDELI 
GFLEKLSREVGSHFHALDRTTL 
YTANRDISYYTVHESFVATIPLV 
FCEAEKMDPNTQFLKVMMIDE 
PAILDQAIARIPQEVKEKYPVLK 
APNLQQPHGSSGSSFHREIFFSS 
RSEDKRRGGLVVSGISLLVVSA 
GPWVRNANEPLGQLKTWFSLS 
HTLTLTYTRAPACRLTSTQTEP 
RARPCLSPLSSEPRDRSLTPRLG 
QRF1YLAVQ 


25947 


56315 


B 


26088 


1 


1509 




25948 


56316 


A 


26089 


1 


1323 





3493 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


[Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25949 


56317 


B 


26090 


1 


5073 




25950 


56318 


A 


26091 


249 


531 


CWAMRMDSKVGVITP1RMWSA 
SG PFAMGTLVPTF A A VTDIPTK 
SVTTCLRQICERWQAPSTR*SRF 
ASLSQPAPRFTPSP1TLALVLLP 
ARRC 


25951 


56319 


A 


26092 


3 


1038 


LVLFGVAETYPVANDFAAGAG 
AYVRGRYAAGVRAWPTIITRK 
TMKTLVVALGGNALLQRGEAL 
TAENQYRNIASAVPALARLARS 
YRLAIVHGNGPQVGLLALQNL 
AWKEVEPYPLDVLVAESQGM1 
GYMLAQSLSAQPQMPPVTTVL 
TRIEVSPDDPAFLQPEKFIGPVY 
QPEEQEALEAAYGWQMKRDG 
KYLRRVVASPQPRKILDSEAIEL 
LLKEGHVVICSGGGGVPVT\ND 
GAGSESVIHKDLAAALLAEQIN 
ADGLV1LTDADAVYENWGTPQ 
QRAIRHATPDELAPFAKADGSM 
GPNVTAVSGYVRSPVQMHHRQ 
FQPVIIH1ATNQ1DHHRRJIHHWL 


25952 


56320 


A 


26093 


1 


3639 


MKRL1VG1SGASGAIYGVRLLQ 

VLRDVTD1 ETHLVMSQAARQT 

LSLETDFSLREVQALADVTHDA 

RDIAASISSGSFQTLGMVILPCSI 

KTLSGIVHSYTDGLLTRAADVV 

LKERRPLVLCVRETPLHLGHLR 

LMTQAAEIGGNTGEIDEEELES 

LL Y AI AKGN VFNFQTI LHLPVA 

VQNDT1DFYQMFARIWSSHPQ 

WLTLYLAQHRAVIIPDDAKLHR 

NLLRWYSAGRLDIPELLDYAQS 

WRETEPDNEDAPY 



3494 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25953 


56321 


A 


26094 


1 


1260 


AWARQDRRLSVKQWGKPPVD 

ET1PAKEQVRILRKLFDRYYGE 

VAGRGDGFCSPHVARYVGRVA 

G*RPCRLGPGHPTNRTPFVAPL 

LEALDIAK.YFSVVIGGDDVQNK 

KPHPDPLLLVAERMGIAPQQML 

FVGDSRNDIQAAKAAGCPSVG 

LTYGYNYGEAIDLSQPDVIYQSI 

NDLLPALGLPIAKIRNRKMTKPI 

VFSGAQPSGELTIGNYMGCTEA 

DRQFAFNFNNFVLIQLLTNGGP 

DRLGTTTPAGY TDLLVNYTYRJ 

AFEGGGGQDFGLAAAIATLIFL 

LVAIMFPLLMVVAISLRQGNFA 

TGSLIPEQISWDHWKLALGFSV 

EQADGRITPPPFPVLLWLWNSV 

KVAGISAIGIVALSTTCAYAFAR 

MRFPGKATLLKGMLIFQMFPA 

VLSLVALYALFAPRVRAALCY 


25954 


56322 


A 


26095 


1 


3240 




25955 


56323 


A 


26096 


494 


792 


ATRLRHGVTSVGGDGGLQLTV 

MDKLDVILLMSV/NPGFGGQSFI 

PQTLDKL/REVRRRIDESGFDIR 

L/EVDGGVKVMMIGEIAA/AGA 

DMFVAGSAIFDQPDAR 


25956 


56324 


A 


26097 


1624 


2390 


RTSERRWHAKALLKLFSAHHA 
GFVCCKEEEERLATGKVGWLP 
VETLLAQQHIEGHYQVDPSLFK 
PNADCPVRVSGMSMKDIGIMD 
GDLLAVHKTQDVRNDPLLVPL 
FTLIREGKLAANWPLEQDELLT 
RLQKSCDMTQVSADYNALFIG 
DECAVPPYRSAWVEGATEAEV 
RAFLSERGMPLADTPADHIGTL 
LLAASWLEDQSTEDESEALETL 
FKRGA/LPKSLCLWGKAPAPHG 
SPVGGFSKGPKTWAPHEGAS 


25957 


56325 


B 


26098 


1 


534 




25958 


56326 


A 


26099 


67 


399 





3495 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25959 


56327 


A 


26100 


8 


1016 


PESRRKAVMTQPVLD1QQLHLS 

FPGFNGDVHALNNVSLQINRGE 

IVGLVGESGSGKSVTAMLIMRL 

LPTGSYCVHRGQISLLGEDVLN 

AREKQLRQWRG/ARVAMIFQEP 

MTALNPTRR1 ALQMMD VIRH H 

QPISRREARAKAIDLLEEMQIPD 

AVEVMSRYPFELSGGMRQRVM 

1ALAFSCEPQLIIADEPTTALDVT 

VQLQVLRLLKHKARASGTAVL 

FISHDMAVVSQLCDSVYVMYA 

GSVIESGVTADVIHHPRHPYTIG 

LLQC APEHG VPRQLLPAIPGTV 

PNLTHLPDGCAFRDRCYAAGA 

QCENVPALTACGDNNQR\GAC 

WYPQQEVISV 


25960 


56328 


A 


26101 


3 


102 


ISRLNTQQHFG*RTRQ1SPHSPQ 
GCSRCPLHS 


25961 


56329 


A 


26102 


290 


490 


SSLNSCMAVWDKTRL1RQ*LV 
MWSY*SPSPCR*PAGYRHMKL 
RSTSLVLSTPSRLFLAVIPPVVVI 
















25963 


56331 


A 


26104 


119 


634 




25964 


56332 


A 


26105 


1640 


1770 


HLDSNRRVHDSTCNWCCNLS* 
QRLLWSG*WSELCCSVPRQKR 
A 



3496 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25965 


56333 


A 


26106 


281 


2108 


RESLKQKVGGRPQLSPFPPPDS 

WALDPGGGRARETPRGVSNAT 

KEPISVAQHGN/GGDKEIRRELK 

YYAHLGRRLKDWSGIPRYHGT 

VETDCGTGYVYDVIADFDGKP 

SITLTEFAEQCRYEEDIAQLRQL 

LKQLKRYLQDNRIVTMSLKPQ 

NILCHRJSESEVIPVVCDNIGEST 

LIPLATWSKWCCLRKQERLWK 

RFIAQPALAIALQKDLQPQATE 

ASGAENMASIASGNIARTDPDM 

LS1PLSKKICCFGDRIIEIPETIDQ 

PVRFWVLTGPVVDMGIYACYL 

SSPQWGWYAERDAEIENETVR 

REVEELRQASETDLQPGTIEYE 

RHRLTRAQADAQELKNARDSA 

EVVETAFCTFVLSRIAGEIASIL 

DG I PLSVQRRFPELENRH VDFL 

KRD 1 IKAMNKA A ALDEL 1 PG LL 

SEYNRADRQYAGGSRVAARFA 

ASPRVAVLSVITGLIPRHVCAPY 

LLCGDPCCLSTPEDMTPRFRRY 

AVRSGNRSTPGLDHRCDACQR 

SAYELADLRCRPPPSTLFLLPEA 

DKNDFSDALPAVADAMYAAPP 

RRKAAPSKPEKAVVSPLRSVRK 

ARHGSVCSLRPDQYAVRNLPA 

YRSCSSPDLQFMVWCALA 


25966 


56334 


A 


26107 


1 


2880 




25967 


56335 


B 


26108 


61 


5101 




25968 


56336 


A 


26109 


80 


561 


IRPLPPRFKTESRSLPGPCLQPGT 
FLWSRNRRVLGFPSMNGEDMG 
LLFLCSEWERSSEGWLCNREGG 
SGHSIEPHCCTFLHLTHRSLAFS 
LLAGVSCTCASSCKCKE\CKCTS 
CKKSECGAISRNLGLWLKVGR 
EPKAVPEVRASGEPAFLCPCRL 
SLPV 


25969 


56337 


A 


26110 


1 


277 




25970 


56338 


A 


26111 


902 


1006 




25971 


56339 


A 


26112 


2 


1265 




25972 


56340 


A 


26113 


409 


525 




25973 


56341 


A 


26114 


91 


431 


NHKPGNIDVARRIQRGFAGDQI 
GHLRPVERQCSPDKRRFIAADG 
REIRGKQRAGHIFQLLSRCLLQI 
LNHCQRRAAHFRFQLSNQRHQ 
QLLPV/HYHAAEREYPAGACLV 
RWLL 


25974 


56342 


A 


26115 


3 


71 




25975 


56343 


A 


26116 


1 


1212 





3497 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25976 


56344 


A 


26117 




2786 


MAAV1EQIRRAVLALVTGVVHP 
GDIPVVWDIVWNATAAFIAVII1 
SLLLDESGFFEWAALHVLRWG 
YGPGRLPFNRIGLIRRITRRIRQR 
LLFGLVTFILLLNRSQNPAQDIQ 
LLAFRARTGKQTAQF1HHLPRM 
VFTDK.TGSSNGLAPQGQCSAQ 
GELILNEKLAKQLVTAANWVK 
MQSDEGE1NPVDILRWPGVMA 
AQEQDLDA I AAE1L AALDGTLD 
DFIVARETEGQSGLKRVYHSPG 
APDIREFTRDAIP 


25977 


56345 


A 


26118 


5 


402 


EIFSVVWL1MTRGDVVTISRWR 
VSSSPLETWNKRWAKISPAPFS 
LLPISRLEKSEGDWLPETVISAF 
NMPSSLSLIISSL*FKVRDV*HFF 
/RPTLRGHYRVINWPNFNIVVS 
QGIGKRLANSWLVFTLFHRI 


25978 


56346 


A 


26119 


48 


219 


PETCGHL WA Y V WPSC AA V\GL 
YFKVH VLG * RS VTP VTD1 VKLL 
EFTRLRLPGYTK.SIE 


25979 


56347 


A 


26120 


1 


912 





3498 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25980 


56348 


A 


26121 


1 


1857 


MRVCARACVRTRTRMCVYAH 
TCVCVRTYAYVRVRVRVHVRA 
RVRVCAYARTRVRNSLS1LPFIQ 
LTLATPIHHIHQEEFNIRGIVPVL 
RRVKPDLAIGIDITPSCDTPDLH 
DYSEVRINQGVGITCLMYHGRG 
TLAGL1TPPRLIRMLEQTALEHN 
IPVQREVAPGVITETGY1QLFLP 
GWEIGFSPLALLLAFLCSTSPGF 
GDPDGLGVIAYQDTVRPNAAT 
AISELNALAVKGVILTGDNPRA 
AAAIAGELGLEFK.AGLLPEDK.V 
KAVTELNQHAPLAMVGDGIND 
APAMKAAAIGIAMGSGTDVAL 
ETADAALTHNHLRGLVQMIEL 
ARATHANIRQNITIALGLKG1FL 
VTTLDDRVVAGSAGRYGGDGA 
GDSECVKIVAQE1RQTDRMER 
DRSPRPSGERVRVRGKGG1EAN 
QPLSTAFTNQITIRQS1RLFSNQF 
VFHKGISRVVAGSSAIISNVSPG 
CILRTPNCRRGFPISCTGEGKAA 
YGWQRDGGHAEYLLAEEKDLI 
LLPDALSYEDGAF1SCGVGTAY 
EGILRGEVSGSDNVLVVGLGPV 
GMMAMMLAKGRGAKRIIGVD 
MLPERL AMAKQLG VMDHGY* I 
LPDV Y/V * 1G V ARV SWMNGRI D 
SELRTRVRAYAHTRTRARTCTR 
TRTRTYAYVRTHTHVCAYTHM 
RVRVRTHARAHTR 


25981 


56349 


A 


26122 




1180 


SKLGTRRSVVWA*SPSTSPTLW 

CSTFSAAGHSSMKRMNEFVDL 

LPAQQRMKGENWYRGTADAV 

TQNLD1IRRYKAEYVV1LAGDH1 

YKQDYSRMLIDHVEKGARCTV 

ACMPVP1EEASAFGVMAVDEN 

DK.IIEFVEKPAN PPSM PNDPSKS 

LASMG1YVFDADYLYELLEEDD 

RDENSSHDFGKDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGNFMESEPRSGLIRVSCM 

PAG PPLPLPAARSEAPKAAGTV 

ASVPSIAPARLRPVPDPVELVLV 

AAEFITPGDPTPRLHGSGFIDIR 

Q I HHQTRSHLEG VKTG IRFLNH 

FSGNPQGGIAHVNGVARFQVK 

QCHQAWGQQYAARLRFQARGI 

SLQIAIH RVDIIHRFDVRQL 


25982 


56350 


A 


26123 


16 


543 




25983 


56351 


A 


26124 


1 


3387 





3499 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25984 


56352 


A 


26125 


1688 


2234 


LS VG KTFP VL V PA A FRKVS ATG 
A AVPGTPSILA LPSYSTTPFG VC 
TSASMNVPVLTLRIRTRVTGEV 
AAIKPFSMANAPTPDSILPQLGV 
VSTRCS* TITCANR* STS A RG SL 
ERLIMATLL/WVAGTFD*SVWF 
GHDTDVVTLYRFHEALCYSVT 
LRTPHRRVLRFKSQHPGELACFI 
SPVA 


25985 


56353 


A 


26126 


905 


4761 


PPHNWMPSNATPG1AFVWCAY 
G AI/LPGD APVP V VDD YRK V VR 
KDTKGL1ARWKYFWMSVIALG 
VAFALYLAGKDTPATQLVVPFF 
KDVMPQLGLFYILLAYFVIVGT 
GNAVNLTDGLDGLAIMPTVFV 
AGGFALVAWATGNMNFASYL 
HIPYLRHAGELV1VCTAIVGAG 
LGFLWFNTYPAQVFMGDVGSL 
ALGGALGIIAVLLRQEFLLVIM 
GGVFVVETLSVILQVGSFKLRG 
QRIFRMAP1HHHYELKGWP 


25986 


56354 


A 


26127 


1056 


1373 




25987 


56355 


A 


26128 


1 


301 


SSGTDAGRRYRPRQRPSKSRNN 
RRVNRQPAPQQSSRN/SLRPSTT 
SSPFSLPAVKLPSAP/V*SAGMR 
LAEVRRVDSAISTVDSR*CPTAS 
SFSTGSITVTL 


25988 


56356 


A 


26129 


362 


595 




25989 


56357 


B 


26130 


1 


1305 




25990 


56358 


A 


26131 


1 


2022 


MISKRSERSFGYGVGLVRRQDF 
SSSEGFFNLHSLR1DINKCLGVR1 
STATSTMGIVLPEQIKLACNG1Q 
RVALCGGDDYLTSVDSFDVMF 
CSRFGWQVRPSSFCSPVFTWVT 
ENQQHLHRGKDNLSLKNNNSA 
CG AACGSLRG EKSDPPSARNNP 
SSQQGGKKESGQQPSLKDPHIL 
RHDSAHRPRKEKPRQPVNASLV 
VKFWRVKCVCVHNDHKRPACS 
VVCVDGDTYCWTEAYPAMGL 
PTLRGPDSALGERPE 


25991 


56359 


A 


26132 


3 


236 




25992 


56360 


B 


26133 


1 


4638 




25993 


56361 


A 


26134 


1501 


1914 


SAFSRALTGRQHFNNCAFTRFS 
NGAECLLYHVCQTAFLVARRR 
VGAAVGFSH1EIVIVPLHLLQQP 
LADLFVHVARRJLSSTMGIRDQR 
PLPG*LLNNITRWRRSAPVDQT 
HSQSAGFAVTPENAFVASSGPS 
RHRHQR 


25994 


56362 


A 


26135 


561 


698 





3500 



WO 01/075067 



PCT7US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25995 


56363 


B 


26136 


4 


2040 




25996 


56364 


A 


26137 


804 


947 


LPCHCSCPWDGDVQPSPTPRQ 

WT*GERLH*QSEALPGVCCAPG 

HGPL 


25997 


56365 


A 


26138 




734 


SVH1GHQFFQFQSTSLNICPPLH 
RLFIAFQMNIRRNAAAPvHAKFQ 
RLQAQVSIFEDDMSRKIANRQA 
TAMLNAPPFEANIGIHNVPFIGF 
EA VIRQHF A RRLNAFF ALLLFR 
PFRLFCPFPG1NANQRSQVRQPQ 
LPRLDITFQFWSWLSGGVDQRT 
VD1VCHQWRSALDRKEYYPAE 
TTMPTALHSRLCIIVGKIKRPVI 
VLFREANQARVGLFE/H*STAA 
RPFWSAAPAGPALPLRVANAPS 


25998 


56366 


A 


26139 


2 


309 




25999 


56367 


A 


26140 


472 


885 


SAFSRALTGRQHFNNCAFTRFS 
NGAECLLYHVCQTAFLVARRR 
VGAAVGFSH1E1VIVPLHLLQQP 
LADLFVHVARRLSSTMGIRDQR 
PLPG*LLNNITRWRRSAPVDQT 
HSQSAGFAVTPENAFVASSGPS 
RHRHQR 


26000 


56368 


A 


26141 


1 


2469 




26001 


56369 


A 


26142 


1 175 


1435 




26002 


56370 


A 


26143 


218 


443 


AMARWKMLCTKSPPCVCLPGY 
P\G*RLAGPHH HHEFPPP AG A A S 
TGPPIVQDHQSLAGRSRRHDDS 
RHLGRCHHH 


26003 


56371 


A 


26144 


1 


2031 




26004 


56372 


A 


26145 


1419 


1875 


TFCSPRSQPGSLKRRLRAGAGN 
CPLYSTGNGPLQRAICCAQPT*L 
HGRVPSHVPATFSSFQLWSFTV 
G AC I H RSM YIISRSRCPFDPKTK 
TATMLGITSFVMERCQLFILSRA 
FTSGQPTCYYPTASSNTWFSST 
RHCQVINLHSNSMH1SL 


26005 


56373 


A 


26146 


218 


441 


AMARWKMLCTKSPPCVCLPGY 
P\G * RL AGPHHHHEFPPPAG A A S 
TGPPIVQDHQSLAGPRRHDDSR 
HLVRCHHH 














LNTLVVAVRDGLKMTTVIANN 
VTSVSVLKIARNVTRKTILPPAA 
AANVTPYWLIRTIC*KRRYD*K 
TRWYYAVAACLCNMGTTRKA 
NG 



3501 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26007 


56375 


A 


26148 


45 


443 


APSDPKRDFPLPHGADSAMAE 
YDRCHRAVLSQGGQWPTALSA 
GDHAAYSLHAALVQPERRCHG 
RCPVRNRLHAPVCPIIPG*RPAG 
SHHHHEFPPPARAASTGPSIVQ 
DHQSLAGRSRRHDDPRHFGGC 
HHH 


26008 


56376 


A 


26149 


581 


957 


TSWISFSRTTPSTVSPYSTVDAN 
GIIWSARNRLASVNN1ASWLSFF 
SNPL YL A I TKPNCRLMMRNG C S 
TPGPGCWLSCIRC*WAVCSCVD 
AASRFLPCRGARRSASPHPPRQ 
APRRCGALW*PASAETNCSSPC 
SRLPS*LRGCCFKVLTLPGRSAI 
SQSTSTSASSSALWRPLVAGIG 


26009 


56377 


B 


26150 


1 


3924 




26010 


56378 


A 


26151 


597 


856 




26011 


56379 


B 


26152 


1 


2781 




26012 


56380 


A 


26153 


2809 


2989 


RCGYVRE*LAKSLQSNHFQWR 
MPQHQTAYCRS*AWYRHVAH 
ERLPAQTDNRHQHADRWNG 


26013 


56381 


B 


26154 


1 


2802 




26014 


56382 


A 


26155 


4493 


5470 


IQRRNHRRDGWCLASLPAGTD 
HAGARAEEAGSWHSGGPHRVR 
ARSVSTPFAPIVYNTATSLKPVR 
QLLDAALK.IDHRRTLPKYSFGT 
FRRWYRSVAAQQAQYKDQVA 
FFHGCFVNYNHPQLGQDLIKVL 
NAMGTGVQLLSKEKCCGVPLI 
ANGFTDKARKQAITNVESIREA 
VGVKGIPVIATSSTCTFALRDEY 
PEVLNVDNKGLRDH1ELANRW 
LWRKLDEGQMLPLKPMTLKVV 
YHTPCHME*MGWTLY/TLELLR 
NIPGLE/LTVLDSQ/CC/GIPPIRV 
V1HMFRQIEESGADLVVTDCET 
CKWQIEMSTSLRCEHPITLLAQ 
ALA 


26015 


56383 


A 


26156 


2467 


3465 





3502 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26016 


56384 


A 


26157 


5758 


7019 


LKEGLLEPLAVTERLAIIRWRRP 

TMNDTSFENCIKCTVCTTACPV 

SRVNPGYPGPKQAGPDGERLRJL 

KDGALYDEALKYCINCKRCEV 

ACPSDVKIGDIIQRARAKYDTT 

RPSLRNFVLSHTDLMGSVSTPF 

APIVNTATSLKPVRQLLDAALK 

IDHRRTLPKYSFGTFRRWYRSV 

AAQQAQYKDQVAFFHGCFVN 

YNHPQLGKDLIKVLNAMGTGV 

QLLSKEKCCGVPLIANG\FTDK 

ARKQAITNVESIREAVGVK.GIP 

VIATSSTCTFALRDEYPEVLNV 

DNKGLRDHIELATRWLWRKLD 

EGKTLPLKPLPLKVVYHTPCHM 

EKMGWTLYTLELLRNIPGLELT 

VLDSQCCGIAGTYGFKKENYPT 

SQAIGAPLFRQIEESGADLVVTD 

CETCKWQIEMSTSLRCEHPITLL 


26017 


56385 


B 


26158 


1 


2247 




26018 


56386 


A 


26159 


882 


2372 


HAVHESPPECRSNQQRPTRTCR 

TIIDIMEMYHALHVSWSNLQDQ 

QS1DERRVTFLGFDAATEARYL 

GYVRFMVNVEGRYTHFDAGTH 

G FN AQTPM WEK YQRMLN V WH 

ACPRFLFDLDGTLVDSLPAVER 

AWSNWARRHGLAPEEVLAFIH 

GKQAITSLRHFMAGKSEADIAA 

EFTRLEHIEATETEGITALPGAIA 

LLSHLNKAASGVTNKGFLTVD 

EIRRVTRAFARLGTEKVRLTGG 

EPSLRRDFTDIIAAVRENDAIRQ 

IAVTTNGYRLERDVASWRDAG 

LTGINVSVDSLDARQFHAITGQ 

DKFNQVMAGIDAAFEAGFEKV 

KVNTVLMRDVNHHQLDTFLN 

WIQHRPIQLRFIELMETGEGSEL 

FRKHHISGQVLRDELLRRGWIH 

QLRQRSDGPAQVFCHPDYAGEI 

GLIMPY\DKDF\CATCNRLRVSS 

IGKLHLCLFGEGGVNLRDLLED 

DTQQQALEARISAALREKKQTH 

FLHQNNTGITQNLSYIGG 














NKVKPRGDSV/PGSPHSPRLLSP 
PPLPGLLLWR/PLEEPFSPPLHC 
G SPFLG WPRPGGRGLGG/PPHSE 
QPASLSLPPTPRAPVRPEPPRRA 
PPPAPRRPVPSTTQGLRNASAP 



3503 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26020 


56388 


A 


26161 


207 


479 


PWSDGAGPLPSLPHPDGRG*SV 
NSPQVLL**GSGE/PRASDSPLP 
QLCGVSPHRPTWGSALWGGEQ 
CTSEMGETIDPPGPHTFSKNFCF 
ELQ 


26021 


56389 


B 


26162 


1 


453 




26022 


56390 


A 


26163 


1 


379 




26023 


56391 


A 


26164 


1 


1054 


MFLQAAQKAWNPHLLLVRTQ 

AASTHGRRADPHVGRCGETPQ 

SWGKGESLALAPLSLTKAALED 

CSQISPSHQGTLLCLLILDLRTG 

KLSLEHTEEPSDVPSHLLYRWS1 

SS A ITEV FQALASSDSTSQPVNV 

I ITKEDMKVQDI ALVLPSRKSR 

NACRTTTSTCKALLMRQLAAR 

VILQNCVSKSSRG1HVPQKNLT 

LPVRGDSVLAGSPHSPRSLSAPP 

LPGLPLWRHLKSPSAHRCTVGG 

PFLGWPRPEPAPS ACRE ALA AF 

P/PGQGSGPAAR\QPEPPPPPWA 

PVQPESPRQAPPPAPRSPVPSTT 

QGLRSTGTKHRDWQAAPPAAP 

VRDPLGEASWAPESGGDVENL 


26024 


56392 


A 


26165 


2 


362 


EMSRLYRSRDRD/GVCLQ/IEVK 
MVSRTEANIDDSL1GGNASAEA 
PEGEGTESTV1TGVDIVMNHHL 
QETSFTKEAYK.K.Y1KDYMKS1K 
GKLEEQRPDRVKPFMTGAAEQI 
KHILANFKNYQ 


26025 


56393 


A 


26166 


35 


359 




26026 


56394 


A 


26167 


22 


459 




26027 


56395 


B 


26168 


102 


431 




26028 


56396 


A 


26169 


85 


674 


RRRRLPSVA1M11LPGPSSSHDE 

MF\SDISKIR\EIADGVCAWKVE 

G\KMV\SRTE\GTID\DSLIGG\NA 

SAERPRGAKGTERHQLITGVNDI 

VMTP\HL\QETKFSQKEASKK\YI 

K\DYMKSIKRET*KNRRPEKSK 

TFL*PGAAEQIKHILANFKNYYQ 

FF1\GENMNP\DGMVALLDYP*D 

WVVTPYMIFF*GWV*KWEKC 


26029 


56397 


A 


26170 


1 


1640 




26030 


56398 


A 


26171 


1 


1527 





3504 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26031 


56399 


A 


26172 


61 


2560 


PGFCHPRKAYSSYGQRSKGSQK 

MKASSGRCGLVRWLQVLLPFL 

LSLFPGALPVQIRYS1PEELAKN 

SVVGNLAKDLGLSVRDLPARK 

LRVSAEKEYFTVNPESGDLLVS 

DRIDREQICGKQPLC V LDFDTV 

AENPLNIFYIAVIVQDINDNTPL 

FKQTKINLKIGESTKPGTTFPLD 

PALDSDVGPNSLQRYHLNDNE 

YFDLAEK.QTPDGRKYPELILKH 

SLDREEHSLHQLVLTAVDGGDP 

PQSGTTQIRIK.VTDANDNPPVFS 

QDVYRVTLREDVPPGFFVLQVT 

ATDRDEGINAEITYSFHNVDEQ 

VKHFFNLNEKTGE1TTKDDLDF\ 

EIASSYTLSIEAKDPGDLAAHCS 

IQVE1LDDNDCAPEVIVTSVSTP 

LPEDSPPGTVIALIKTRDRDSGE 

NGEVYCQVLGNAKF1LKSSSKN 

YYKLVTDGALDREE1PEYNLTI 

TATDGGKPPLSSSIIVTLHISDV 

NDNAPVFQQTSYMVHVAENNP 

PGAS1AQISASDPDLGPSGQVSY 

S1VASDLKPRE1LSYVSVSAQSG 

VVFAQRAFDHEQLRAFELTLQ 

ARDQGSPALSANVSLRVLVGD 

LNDNAPRVLYPALGPDGSALFD 

MVPRAAEPGYLVTKVVAVDA 

DSGHNAWLSYHVLQASEPGLF 

SLGLRTGEVRTARALGDRDAA 

RQRLLVAVRDGGQPPLSATATL 

HLIFADSLQEVLPDLSDRREPSD 


26032 


56400 


A 


26179 


47 


325 


ATMRLSVCLLLLTLALCCYRA 
N A V VCQ ALGSEITG FLLAGKPV 
FKAFQLAQFKAPVE A VA SNMEA 
INCVDTMVAYEKRVLITKTLGKI 
AEKCDR 


26033 


56401 


A 


26180 


1 


3747 




26034 


56402 


A 


26181 


2776 


2874 




26035 


56403 


A 


26182 


89 


369 




26036 


56404 


A 


26183 


382 


555 




26037 


56405 


A 


26184 


2 


67 




26038 


56406 


B 


26185 




444 




26039 


56407 


A 


26186 


1 129 


1275 




26040 


56408 


A 


26187 


61 


313 


WIPHQG YRWSCLPVPRCALA FL 
SPWVVDGTGHRGAGGGAGWG 
GFGRTGAHG\GVGGSGMAGCR 
SRAHSGGVGMTMTWQIIPEVP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26041 


56409 


A 


26188 


61 


433 


WIPHRGCRWSCLPVPRGALAFL 
SPRVVSGTGRRGAEGGARRGG 
SGRTGAHGVGGRLRHGGLQVP 
SLAPREGSCTCGGXGSGAREEQ 
NLGFPREPRSGGGARGSDGICG 
MRVMFRKWILFCPSSR 


26042 


56410 


A 


26189 


297 


599 




26043 


5641 1 


A 


26190 


370 


585 




26044 


56412 


A 


26191 


222 


799 




26045 


56413 


A 


26192 


346 


634 




26046 


56414 


B 


26193 


206 


955 




26047 


56415 


A 


26194 


281 


549 




26048 


56416 


A 


26195 


1981 


2337 




26049 


56417 


A 


26196 


267 


770 


TRVDMIHYGLRKGPGETPS*SL 
RSFRAGQTGASRARGLTLLSSH 
SSALRKG SPKHFCTLCWQTFLA 
WC V WK V AFSPSRCQTQFDLG K 
STQWTLE1LTDPKSHLFSRKQQ 
PQARAPAVFPAPLKGCHVGAR 
GSHCQGFQGCFRPSVAPLILGT 
DGFSLLEKLWTFKTC 


26050 


56418 


A 


26197 


165 


374 


R VTVQWL* YLRPRMP*N * PRPR 
SGKPF1DSTI ISSHR* RQRNAVSL 
FSPVMSALRRCSVHRRLPDGGV 
VA 


26051 


56419 


A 


26198 


357 


981 


H WRG D V L RRS H RRTA I .QSRYF 
CGIYRSP/YKAR/MQIQFFDPQQ 
MEAAQKRLTEESDILNALENHQ 
FAIWLQPQVEMTSGKLRG1SKQ 
LVGFTNRQNGATKLLVQYFTH 
RQIDCAGTADQPNPAGKVDDC 
GVTGNVTDRQQGKQHGQAKE 
NELQNACAFQRAEEHKQRKYA 
PQTQVDTKELCIWRIGQTQFRH 
QQNRNQRHAERTNHFGVR 


26052 


56420 


A 


26199 


1 


2601 





3506 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26053 


56421 


A 


26200 


1 


1236 


MGPGDLPRGLATFWTELGLLS 

WARELARMPAVEMPPRSCPGR 

SRLSCS1GVAMFYGDLTAEQLY 

SRAISAAFTARHKGKNQIQFFD 

PQQMEA AQKRLTEESDILN A LE 

NHQFAIWLQPQVEMTSGKLPG 

KSAAIMLPLSVNLSALQLMHPN 

MVADMLELLTRYRIQPGTLILE 

VTESRRIDDPHAAVA1LRPLRN 

AGVRVALDDFGMGYAGLRQL 

QHMK SL V RLTKSE V SSETDQDE 

LPLAKVSEVDEAKRQWLQGMR 

HPVDTVTEPEPAEILAEFIRQHS 

AAGQLVARAVFLSPPYLVAEEE 

LSVLLESIKQNGDYADIACLTG 

SK.DDYYYSTQAMSENYAAMSL 

QVVEQDIFSPMAHAVRFECQTY 

PRPYKVAMLMQAPYYFQEAQI 

EAAIAAMDVAPEYAD1RQGIVG 


26054 


56422 


A 


26201 




1161 




26055 


56423 


A 


26202 


1 


1038 




26056 


56424 


A 


26203 


1 


1472 


MVRLCIRLP1RVYAKVVDKNAL 

SLWMRERSDLWVQPKVDGVA 

VTLVYRDGKLNKA1SRGNGLK 

GEDWTQKVSLISAVPQTVSGPL 

ANSTLQGEIFLQREGH1QQQMG 

G IN ARAKVAGLM MRQDDSDTL 

NSLGVFVWAWPDGPQLMSDRL 

KELATAGFTLTQTYTRAVKNA 

DEVARVRNEWWKAELPFVTD 

GVVVRAAKEPRIPPLATGPGRV 

AGGLETSTCSSGCRSEGNEPGK1 

SVVASLAPVMLDDKKVQRVNI 

GSVRRWQEWDIAPGDQILVSL 

AGQGIPRIDDVCPSDPA1LSDIVP 

SW/VTTQW/LKKRAVSSRMMK 

NQ/VKKGSETGYFDKDEARFQK 

EGFRVVPPAALRQGAFIARNTE 

LRPSYVNIGAYVDEGTMVDTW 

ATVGSCAQIGKNVHLSAGVGIG 

GVLEPLQANPTIIEDNCF1GARS 

EVVEGVIVEEGSVISMGVYIGQ 

STRIYDRETGEIHYGRVP/AGKV 

DA K.TRGK VGIN EL LRTID 


26057 


56425 


A 


26204 


240 


455 


RLHPPYYRGWIFEEVPVISMGV 
YNGQSTRIYDR/ETGEIHYGRVP 
AGSVVVSXKVDAKTRGKVGINE 
LLRTID 



3507 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26058 


56426 


A 


26205 


197 


1043 


YEKSLTMQQLQNIIETAFERRA 

EITPANADTVTREAVNQVIALL 

DSGALRVAEKIDGQWVTHQWL 

KKAVLLSFRINDNQVIEGAESR 

YFDKVPMKFADYDEARFQKEG 

FRV\VPPAA\VRQGA\FIARNTVL 

MPSYVN 1G\AY VDEGTMVDTW 

ATWGSCAQIGKNVHLSGGVGI 

GGVLEPLQANPTIIEDNCFIGAR 

SEVVEGVIVEEGSVISMGVYIG 

QSTRIYDRETGEIHYGRVPAGS 

VVVSGNLPSKDGKYSLYCAVIV 

KKVDAKTRGKVGINELLRTID 


26059 


56427 


A 


26206 


1 


406 


MGKKNWNTLGEGVCSCRMFL 
PDANTLAKNSACSAASAVQAA 
DRPDSQEAE A LEH MAHSRCAL 
RCQTLVIVHVSLMRVSWYHSVI 
1VVPLTEPLLESLVRCRLRSRRD 
DVPVAPAVSATPRREP\SVLRIA 
ERTNA 


26060 


56428 


A 


26207 


1 


2574 


MWAFRGKRPVTLKILHVPITNL 
RKN1TSTRGLTKESSQGKLVRA 
QEEYTPAREIAKMG\GNPCRPG 
GIVFAGER*DVTSPYV*TSTRGL 
TKESSQGKLVRAQEEYTPAREI 
AKMGWQSLPARRYCLCWRKIR 
RY1TLRLNIAYAGGYKAPVEDI 
ALWMETDGACDHVDFTWNIPS 
KCQGPMDIVSRPVFWHAHGIV 
LFAGARNLNPTLTRIPPYLWLL 
TLRTGYAAAGMQALALDSRGS 
PDAVVLSTQHSEEIDQ 


26061 


56429 


A 


26208 


1 


3771 




26062 


56430 


A 


26209 


239 


451 


LPPTAWMSTTNLTSAMLSVRG 
NVPMTLPARRRVNLPSSLICTCF 
HKPA*RISMPKPVW*KARIISGN 
STS 


26063 


56431 


A 


26210 


1 


2079 




26064 


56432 


A 


26211 


1573 


2562 




26065 


56433 


A 


26212 


275 


643 


SSRTALFTGSAVPGCAPPSGRSL 
FPQCLQSKLARSFPIRCSRSGAA 
ILFRRLSFSPGTELILEDR/IVKRF 
MRENSRGPQVPAGLPMTEEQL 
KKLGGRQLRALGKLMPGEEE\S 
VLRIAERTNA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oriast 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26066 


56434 


A 


26213 


1 


899 


MGRTTRRDAAQAPGTRRSGDS 
RGYPYVTRPEGTDADDPQKDK 
AALGSHRVAGQPELFSIDELTR 
RDPHSASGAWTARYTVSTIAAF 
ALVIANRLYTIEEEATTPSGCGP 
ASSSTSSRGVDMCLRNLCMHG 
YDATIPLTLIAADSMDEYNKPD 
LSHVISQGQRADDLTRQTAGEF 
AEQFNLHLFPQTWVTDIDAEAR 
VVKSQNNQWQYDKLVLATGA 
SAFVPPVPGRELMLTLNSQQEY 
RACETQLRDARRVL1VGGGLIG 
SELAMDFCRAGKAVTLIDNAA 
SILASLMPPEVSSRLQHRLTEM 
GVHLLLKSQLQGLEKTDSG1QA 
TLDRQRNIEVDAVIAATGLRPE 
TALARRAGLTINRGVCVDSYLQ 
TSNTDIYALGDCAEINGQRD*SS 
ARRVVPGRFPGAVRWRQLPHP 
LRYCAGGPALPECQNPFFPAPV 
TEISTADERPSPSTDAASGCLLP 
VALTTPEYWQRCRLA 


26067 


56435 


A 


26214 


1 


1264 


MDYMVPVGMDWLCRETAGM 

RVS1KKGSVVFPLNPELVMKVV 

RQRSTIVTPSGFKAGAFNFERFK 

EASNQTLGSTFLYSLSCPKPNL 

GSQPLDFDTKKSYTLKVEAAN 

VHIDPRFSGRGPFKDTATVK1V 

VEDADEPPVFSSPTYLLEVHEN 

AALNSVIGQVTARDPD1TSSP1R 

LYRJPGDDAKCVQFNREGVKA 

LKAKPVEKAAPAPAAAAPKAA 

PTPAKPMGEQLALYRMAGSNA 

DRIQGRMDPTRGQSAAEWLQT 

AEEADIAWVLKTYGEERFAKR1 

ARAIVERNREQPMTRTKELAEV 

VAAATPVKDKFKHPATRTFQA 

V rvl W VlNoEiLlirvIcl^ALIS.ooljfN V 

LAPGGRLSIISFHSLEDRIVKRF 
MRENSRGPQVPAGLPMTEEQL 

KJU J uUK^LIWLuJ t LLlVlrUttc.\o 

VLRIAERTNA 


26068 


56436 


B 


26215 


64 


663 




26069 


56437 


A 


26216 


27 


791 




26070 


56438 


B 


26217 


1 


1638 




26071 


56439 


A 


26218 




375 


STKKQRGEIHHPDGHGIAQDRH 

LrKl o VL/^JvrLKl^ 1 IN Mr AOL ^ 

ANG*GVFKRCRAHSATT* *KDD 
E*NESAENAA*GGKVEGTDVT 
GDLLHENPA1TPDKCEHNQATD 
CQWVALSCGRHERSSV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26072 


56440 


A 


26219 


213 


407 


TTCCCTNLSIPLANKYRSLSPQS 
DWRLSMPR*NRYVQKAPARAN 
KTSPMKAPPANIALGVNVAR 


26073 


56441 


A 


26220 


1 


1179 




26074 


56442 


A 


26221 


176 


569 


W PM RHTFSEAH A AQRAGGKNP 
GHDTADYATNAVHTEDIAGIIH 
PQQAFEHGNAPQARQTSYHAD 
NQRAANPNV A AG WRHADQTG 
NRARTRPQQ* RLTTQRPFTEDP 
AKNCRRRCDHS1HKCQCRDFIR 
RAR 


26075 


56443 


A 


26222 


1442 


2309 




26076 


56444 


A 


26223 


155 


2929 


HLHWFVFSGWFTVTRLAFGEG 
NNFFGNINWLMLKNIELTAVM 
GSIYQYIHVAFQGSFACITVGLI 
VGALAERIRFSAVL1FVVVWLT 
LSYIP1AHMVWGGGLLASHGAL 
DFAGGTVVHINAAIAGLVGAY 
LIGKRVGFGKEAFKPHNLPMVF 
TGTAILY1GWFGFNAGSAGTAN 
EIAALAFVNTVVATAAAILGW1 
FGEWALRGKPSLLGACSGAIAG 
LVGVTPACGY1GVGGALIIGVV 
AGLAGLWGVTMLNAC 


26077 


56445 


A 


26224 


2 


1064 




26078 


56446 


A 


26225 


1849 


2515 


MEGHLWIRIDLSQSAVSHSVKE 

LENHTGVRLLDRTTREVVLTD 

AGQQLALRLERLLDELNSTLRD 

TGRMGQQLSGKVRVAASQT1S 

AHLIPQC1AESHRRYPDIQFVLH 

DRPQQWVMESIRQGDVDFGIVI 

DPGPVGDLQCEAILSEPFFLLCH 

RDSALAVEDYVPVALPLPEGSPL 

V VKRI TPV V ERQLML VRRKNR 

SLSTAAEALWDVVRDQGNAL 

MAAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26079 


56447 


A 


26226 


102 


1655 


RKQMNYSLKQLKVFVTVAQEK 

SFSRAGERIGLSQSAV\SHSVKE 

LENHTGVRLLDRTTRAVVLTD 

AGQPLALRLERLLDELNSTLRD 

TGRMGQQLSGKWRVAASQTIS 

AHLIPQC1AESHRRYPDIQFVLH 

DRPQQWVMESIRQGDVDFGIVI 

DPGPVGDLQCEAILSEPFFI XCH 

RDSALAVEDYVPWQALQGAKL 

VLQDYASGSRPLIDAALARNGI 

QANIVQEIGHPATLFPMVAAGI 

GISILPAL ALPLPEG SPL V VKRIT 

PVVERQLMLINV1QTLRFAFIFR 

LSRRQHFAKVTPLLHRHGDYF 

VFIGFDYGTANCSVAVMRDGK 

PHLLKMENDSTLLPSMLCAPTR 

EACGRVDV1EVSKSKVRKNTY 

AMRYVAGQPAERILPPGSFASI 

GQALPPGEPLSTEERIRIL V WN 1 

YKQQRAEWLSVLKNYGKDAH 

LVLLQEAQTTPELVQFATANYL 

AADHVPAFVLPQHTSGVMTLS 

AAHPVYCCPLRERKP1LRLAKS 

ALVTVYPIFPYLSNS 


26080 


56448 


A 


26227 


159 


290 




26081 


56449 


A 


26228 


562 


774 


VLRM1T*SKSQFAQDMCRNVLL 
INNFGRIQHDPA1FHFQRN EA V P 
LWTVSAQEVKKDFTSGLRHGS 
VRGDL 


26082 


56450 


A 


26229 


50 


409 


GYASQAL1LASIPAASRPSSARIS 
S*VPCG1KKSGRPMFSTGTGLR 
WAISTSFTPLPAPPIMAFSSTVTS 
ASWLAAISRINASSSGFTKRIST 
SVAFSDSATFAASSTNSRNAPPP 
VEM 


26083 


56451 


A 


26230 


405 


626 




26084 


56452 


A 


26231 


1 


1528 




26085 


56453 


B 


26232 


1 


1755 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26086 


56454 


A 


26233 


152 


2099 


GNRLLVVSFIAFSKNSTHFKGIF 

AMRIILLGAPGAGKGTQAQFIM 

EKYGIPQISTGDMLRAAVKSGS 

ELGKQAKDIMDAGKLWTDELV 

IALVKERIAQEDCRNGFLLDGF 

PRT1PQADAMKEAG1NGHYVLE 

FD VPDELI VDR1 VGRRVH APSG 

RV YH VKFNPPK V EG KDDVTGE 

ELTTRKDDQEETVRKRLVEYH 

QMTAPLIGYYSKEAEAGNTKY 

AKVDGTKPQIYRGSLYVSDQIG 

HTIVNPDGVVCDCGRYGCLET 

VASLSALKK.QARVWLKSQPVS 

TQLDPEKLTTAQL1AAWQSGEP 

WITSWVDRSANAIGLSLYNFLN 

ILN1NQIWLYGRSCAFGENWLN 

T1IRQTGFNPFDRDEGPSVKATQ 

IGFGQLSRAQQGVDLGNMIITS 

GQIPVNPKTGEVPADVAAQAR 

QSLDNVKAIVEAAGLKVGDIV 

KTTVFVKDLNDFAPVNATYEA 

FFTEHNATFPARSCVEVARLPK 

DVKIEIEAIAMLYTGYHYNDAP 

SAVRYPRGNASGVELTPLEKLP 

IGKGIVKRRGEKLAJLNFGTLM 

PEAAKVAESLNATLVDMRFVK 

PLDEALILEMAASHEALVTVEE 

INAlMUuAUouv INc V L«lVlAHrvrvr 

VPVLNIGLPDFFIPQGTQEEMRA 
ELGLDAAGMEAKIKAWLA 


26087 


56455 


A 


26234 


935 


1020 




26088 


56456 


A 


26235 


145 


373 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26089 


56457 


A 


26236 


530 


1865 


RGNKRLDLMFKQSHASMYIKQ 

PEQLDYQLNLKEVITAVFISMV 

VLN I SPTLY/PDKPSPKDKY V A Y 

AFNIPDYELAADVYNINVTSPSG 

QQETFKILINLEHLRQTLERKSL 

TAVQKSQCEIITPKKPGEAILHA 

FNATYQQIRENMSEFARCHYG 

Y1QIPPVTTFRADGPETPEEEKG 

YWFHAYQPEDLCTIHNPMGDL 

QDFIALVKDAKKFGMDIIPDYTF 

NFMGIGGSGKNDLDYPSADIRA 

KISKDIEDPVTKERKQIHPEDIH 

LTAKDFEASKDNISKDEWENLH 

ALKEKRLNG M PKTTPKSDQVI 

MLQNQYVREMRKYGVRGLRY 

D A AKH SKHEQ1 ERSI TPPLKN Y 

NERVHNTNLFNPKYHKKAVM 

NYMEYLVTCQLDEQQMSSLLY 

ERDDLSAIDFSLLMKTIKAFSFG 

GDLQTLASKPGSTISS1PSERRIL1 


26090 


56458 


A 


26237 


14 


2031 


LI VLS *QHG/DLRQNRSG AEH FG 
LQRLMLHASQLSLTHPFTGEPL 
TIHAGLDDTWMQALSQFGWRG 
LLPENERVEFSAPSGQDGDPTL 
GLIKEVACELSGMMRRSQPWE 
EAEES1PDRGESLLEVSGTPNAG 
WGAEGLAEREALLLCCCCGPM 
GPDPLGLGSPGSVRGRSRL1HH 
AISGEALWEVTSEGLDMAAAR 
QFAI EK.G APALRAMTFIERA AM 
LKAVAKHLLSEKERFYALSAQT 
GATRADSWVD1EGGIGTLFTYA 
SLGSRELPDDTLWPEDELIPLSK 
EGGFAARHLLTSKSGVAVHINA 
FNFPCWGMLEKLAPTWSGRNA 
SHHQTSYRDGPLTQAMEFEDK 
AQQRDVETARHFTFFRII AN ED 
KKTG FPRFQTI VITASHKTIDRT 
RYTYGAWRCYRPLLTVEEYRA 
TGSLITQPKFPPHKSSEVHRVPR 
NQG RF V A VNSTLPTEPATV A P V 
RNGNASRDTAKTQTAERPSTTR 
PARQQAVIEPKKPQATVKTEPK 
PVAQTPKRTEPAAPVASTKAPA 
ATSTPAPKETATTAPVQTASPA 
QTTATPAAGAKTAGNVGSLKS 

A DCCUVTI f\I C C C CXI VTYMT XTnw 

AKKENLICNYVVYETTRNGQP 
WYVLVSGVYASKEEAKKAVST 
LPADVQAKNPWAKPLRQRHRD 
LRGDERRDDRRSEYFNRQVIS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26091 


56459 


A 


26238 


732 


1025 


HEAKRTGRSYWFTAV*WLRG 

WRRMVARQNAKNCWHGTFFR 

VARVSLPISAHASSTHLSGSAH 

YVPPSAYRNSRRYSRGLCRCRV 

SSCDAATGVVVPQ 


26092 


56460 


A 


26239 


1905 


3087 


RVCSCDAGTLHWLQNLRCGLP 
VWCDGSGGTSGDPQQRRGSEC 
TG*QSRSQ*MRPVQPS*RRPGV 
YGGLPDSYWLICVDRNKLEQLT 
PEKRRQAKLRAMKPDEFAQIQ 
QAVITQMLQHPQTLGEEASKLS 
KDFDRGNMRFDSRDKIVAQIKL 
VTPQKLADFFHQAVVEPQGMA 
ILSQISGSQNGKAEYVHPEGWK 
VWENVSALQQTMPLMSEKNEQ 
NL YDCG ALF A PVT WTSGSAAF 
PRPLTVEELLVVTFTEAATAEL 
RGRIRSNIHELRIACLRETTDNP 
LYERLLEEIDDKAQAAQWLLL 
AERQMDEAAVFTIHSFCQRML 
NLNTNECCFQRTTKTIHRDSFK 
STPRAAKSCSGLLPALAPSQISS 
NTPIQPLSRFKFSGVTSPTSAAS 


26093 


56461 


A 


26240 








26094 


56462 


A 


26241 


166 


416 


CHVVGPFRVRRNLISAQHAPLTL 
NSXRHTTTRAARRLLRYFGTPR 
YRHSIDIHMQLDMTTSRSLSSL 
RDQLHCRWLLPAERQAI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26095 


56463 


A 


26242 


1 


2084 


MLFPLATSGAMEPFPFLAGTAG 

ALVGGLQNIGSGVLASLSAMLP 

QTGQPGVVDDLNGIVDRAVLA 

AAGDADVASGAARLSARHRSI 

VISSMGERCCFIRSRITRICGHW1 

CPQGNEIPVVAVASHDTASAV1 

ASPLNGSRAAYLSSGTWSLMG 

FESQTPFTNDTALAANITNEGG 

AEGRYRVLK.NIMGLWLLQRVL 

QEQQINDLPALISATQALPACRF 

IINPNDDRFINPETMCSEIQAAC 

RETAQPIPESDAELARCIFDSLA 

LLYADVLHELAQLRGEDFSQL 

HIVGGGCQNTLLNQLCADACGI 

RV1 AG PVEASTLGNIGIQLMTLD 

ELNNVDDFRQVVSTTANLTTFT 

PNPDNSLYTTDKGALRMTTQL 

EQAWELAKQRFAAVGIDVEEA 

LRQLDRLPVSMHCWQGDDVSG 

FENPEGSLTGGIQATGNYPGKR 

VMPVSYVP1WNSTLSLSGSNWF 

NRKALGSPARYDVLPKWWRN 

VVKPTRTRLYIG1AFYKVGEPS 

KiEPDWMFNGGVPELKKQLDL 

NDAVPE1 SGTILFRED YRNKPQT 

QQAADPPIRAKAAEIAVAHAH 

YLSIEFYR1VR1DPHAEEFLSNEQ 

VERQLKSAMERW1INVLSAQIR 

PQPAVT\HYRGLATVEMPVATG 

RYPTTRY\GLVELEPKTGRKHQ 

LRRHLAHLRHPIIGDSKHGDLR 

QNRSGAEHFGLQRMER 


26096 


56464 


A 


26243 


1 


2871 




26097 


56465 


A 


26244 


690 


824 




26098 


56466 


A 


26245 


950 


1484 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26099 


56467 


A 


26246 


1 


2625 


MVAFYRHAGRMWPGIALSCSL 
GNIAASILLFSTSSLNMTWTTINI 
VEAVVGAVLLRKLLPWYNPLQ 
NLADWLRLALGSANSAGVNIS 
TATVCRQCEDAPCANVCPNGAI 
SRDKGFVHVMQERCIGCKTCV 
VACPYGAMEVVVRPVIRNSGA 
G LN VRADKAEAN KCDLCNHRE 
DGPACMAACPTHALICVDRNK 
LEQLSAEKRRRIPGNIRRIRSGR 
YRRPVTAGCDAVVSGRAGYAI 
HDGGNNSMAKNTSCGVQLR1R 
GKVQGVGFRPFVWQLAQQLSH 
GSRMRDGTCNLKYDEYSRSGS 
MQYNPLGKTDLRVSRLCLGCM 
TFG EPDRGNHA WTL PEES SRPI I 
KRALEGGINFFDTANSYSDGSS 
EEIVGRALRDFARREDVVVATK 
VFHRVGDLPEGLSRAQILRS1DD 
SLRRLGMDYVDILQIHRWDYN 
TPIEETLEALNDVVKAGKARYI 
GASSMHASQFAQALELQKQHG 
WAQFVKSDENDAPDRQSGSTG 
SQCKNCGADTEPQVAAGPGLS 
ELNPVHCPHLHYRAHFRADRH 
S V ACSLLDTP VTG H Q V APTYRQ 
QVPRAGQVHDPSKHTRMPCEN 

inm/DTTlODKnPDVPA CAT! A 
lUrv K 1 IJKivloLJr r V r AJ>A IIAjA 

GGQPKWQVICWLDRDEKVVV 
MQTVRDQ1GQHVFTAHRLDRP 
TSGVLLMGLSSEAGRLLAQQFE 


26100 


56468 


A 


26247 


1 


1833 




26101 


56469 


A 


26248 




517 


MRNKLSFDLQLSARKAAIAERI 
AAHKIARSKVSVFLMAMSAGV 
FMA1GFTFYLSVIADAPSSQALT 
HLVGGLCFTLGFILLAVCGTSLF 
TSSVMTVMAKSRGVISWRTWL 
INALLVACGNLAGIACFSLL1WF 
SGLVMSENAMWGVAV\YTAPR 
AKCHHLLNLSASALCAI 


26102 


56470 


A 


26249 


3117 


3527 


EAVHRLARYRDAPRRS**SPLL 
CASVYP*LEQVPLQAQAVVPLR 
VLQAGKPVVPVAVLNAQAAAL 
ARPVAKLAAATAVQAAADRQ 
AAAPAALDAEHVAAVPALQAA 
AGPVDAAAQTHKAVGTGVAA 
TDEQPHAPER 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26103 


56471 


A 


26250 


2 


563 


STTSSTTAFSATTAGTPSTGNTP 
SASPIWRRPNFWARKVYLLHW 
FCHRQPSKEVLFHL A L Y RNNPR 
CKAVVHLHSTWSTALSCLQGL 
DSSNVIRPFTPYVVMRMGNVPL 
VPYYRPGDKRIAQDLAERETH\ 
NHAFLLANHGPVVCGESLQEA 
ANNMEELEETAKLIFILGDRPIR 
YLTAGEIAELRS 


26104 


56472 


A 


26251 


2 


1481 


PENQINKLKQAIPADYRSHQKC 

VNQPSSPTITPRLFA1TV1TDERG 

YATGSAGNLSL/LLPDGNLLAT 

PT/GSCLGN/LDPQRFSKVAADG 

EWL/SGDKPSK/EVLFHLALYR/ 

NNPRCKAVVHL/HSTWST/ALS 

CLQGLDSSNVIRPF/TPYVVMR 

MGNVPLDLAELAA/DNQAFLL 

AN HGPV VCGE/SLQE A ANNME 

ELEETAK/LIFILGDRPIRYLTAG 

VCPLAKMLNGTGQYLS1KRCT 

NNRSVRGTCSAPRAGPKGYGL 

MMMIDVLSASYSAYRSGDRTL 

LYSYHRASACADSTTLTVLISY 

TFHLVN S Y STVPPLEG SGTQPA 

SPSFPTRVSDDHNRDFFFLLSPC 

GLLQNLAQCIRQVG1QLDFGCV 

1 1 S AQTETDG PL VCGRFEEGTPF 

SPQTPRDCDPNRSYSGNTQGVR 

GATSSPGSAISFEQTVNARSHVL 

RVTLTLGLTRPMLYVTGSLKWI 

NIC1LP1 SLKPLRYYIHLAAQFPT 

APISLGRSLHVVPHEEVAM 


26105 


56473 


A 


26252 


1 


413 




26106 


56474 


A 


26253 


3 


247 




26107 


56475 


A 


26254 


300 


665 




26108 


56476 


A 


26255 




1854 




26109 


56477 


A 


26256 




1611 




26110 


56478 


A 


26257 


942 


1040 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26111 


56479 


A 


26258 


1616 


3678 


PLAKTGRQREQLAGLAK/AHPS 

LTLHQDPVYVTRADAPVAGKV 

ALLSGGGTEHEPMHCGYIGQG 

MLSGACPGEIFTSPTPDKIFECA 

MQVDGGEG VLLI I KN YTGDILN 

FETATELLHDSGVKVTTVVIDD 

DVAVKDSLYTAGRRGVANTVL 

IEKLVGAAAERGDSLDACAELG 

RKLNNQG HSIGIALGACTVRS A 

GKPSFTLADNEMEFGVGIHAIL 

KGDIPEAEAILASIKPAGVVSRA 

DVVLPNQFQALRKSFIPERPVP 

V M VTRLFELPVQ ISLGVYSLER 

PANPQPIAYLVLQPRRKANNQN 

ASTSA1IRATIGEPISCSVPSRGC 

EGGISVAETVPAM1IAIGITISEG 

LDARYRHVNSEHDPSDRQAKF 

EWRYFGNLGKTVNDWRKNNK 

AD1KEDGNRRCRHTNQPHCR1E 

AVEYDDGRLCPLHGAHRGQSS 

DGELVKPTVKTQSLAVHYS1GK 

LRHRPNHGAVYYQRLRSGMGL 

MNAFDSQTEDSSPA1GRNLRSR 

LARKKLSEMVEEELEQMIRRRE 

FGEGEQLPSERELMAFFNVGRL 

RAGSVKTQRSGANKQRRTRCV 

SRPSADTIIGELSGMAKDFLSHP 

GGIAHFEQLRLFFESSLVRYAA 

EHATDSRDPRYRPKFYSISRSVP 

VSDNITLQQLLLSLNDQPARCK 

PSARCRLHGSHTSRYECNHRHG 


26112 


56480 


A 


26259 


185 


775 


IPE1FSGETHLKVSTLSKPTFSISS 
LIRCTTRFSSQLSLGIATMSHRK 
RVISALKSLSRLSANSLVFANQ 
VERSSLTNLGCTRCSG*SLFWQ 
RPALR*PFGLCPTVALTYLIVSP 
EW*KAVSVKCWRNRRLTLMTS 
PICTNSGTLTTAPVDRVAQVTF 
QSPECLQHMRLTIALRYFRVAL 
SRRLLVYASVCFTFSG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26113 


56481 


A 


26260 


301 


1313 


RLEHDGVCLHRANHRYPGCRL 

HLDYVEPQLQHDDALRAAVM 

MFKQYLQVTKPGIIFGNLISVIG 

GILLASKGSIDYPLVIYTLVGVS 

LVVASGCVFNNYIDRDIDRKME 

RTKNRVLVKGLISPAVSLVYAT 

LLGIAGFMLLWFGANPLACWL 

GVMGFVVYVGVYSLYMKRHS 

VYGTLIGSLSGAAPPYVIGYCAV 

TGEFDSNAAILLAIFSLWQMPH 

SYAIAIFRFKDYQAANIPVLPVV 

KGISVAKNH1TLYIIAFAVATLM 

LSLGGYAGYKYLVVAAAVSV 

WWLGMALRGYKVADDR1WAA 

QSCSGFSI IPITALS VMMS VDFM 

VPDSHTLLAAVW 


26114 


56482 


A 


26261 


3631 


4078 


CFLNFKTLLLVH LFRRVFLRIRL 
RHRKLHPVGLGGPVNKAAYAF 
CLGAMANGVYGPYAIFASVKM 
VS AFTVTASTML APR\ W LLG L A 
GITEGA1PMAIEDPLRVIGSFVL 
GSMVTGAIVGAMNIINRTLRVE 
ASVTSAQIVQTIIRLRR 


26115 


56483 


A 


26262 


814 


2126 


CTGCRKQRLPVVQGFAAGLAA 

NMIGSGFLGAVVGGLIAGYLM 

RWVKNHLRLSSKFNGFLTFYL 

YPVLGTLGAGSLMLFVVGEPV 

AW1NNSLTAWLNGLSGSNALL 

LGAILGFMCSFDLGGPVNKAA 

YAFCLGAMANGVYGPYAIFAS 

VKMVSAFTVTASTML\APRLFK 

EFEIETGESTLLLGLADITEGA1P 

MAIEDPLRVIGSFVLGSMVTGA 

IVGAMNIGLSTPGAGIFSLFLLH 

DNG AG G VM A A IG WFG A AL VG 

AA1SEGKRIFRYRDLIIVNSNQL 

FLHDHRFPRWEGLESVFFLLAA 

FQQDVGIWPPLGAMLGLATAV 

VLGFLLYWGGIRLNLGAFFKW 

TSLFILFVAAGLAAGA1RAFHEA 

GLWNHFQE1AFDMSAVLSTHSL 

FGTLMEGIFGYQEAPSVSEVAV 

WFIYLIPALVAFALPPRAGATAS 


26116 


56484 


A 


26263 


1 


525 




26117 


56485 


A 


26264 


1 


700 


















26119 


56487 


A 


26266 


254 


475 


RDQLVSELNQMLV*KSAFRMA 
ALITSRWPMVTHWFREVRRGN 
WRQFLPA LTLL VRLSLMLMGR 
QAILRSRRNY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26120 


56488 


A 


26267 


1 


1657 


MLIQRRRLAFDRAKHRRAEML 

AQRARGEEEAHHHSSPEGAIEV 

DESEVDLDAISAQSLRLVRS1LM 

L1ALLSVIVLWSEIHSAFGFLENI 

SLWDVTSTVQGVESLEP1TLGA 

VLIAILVFIITTQLVRNLPALLEL 

AILQHLDLTPGTGYAITTITKYL 

LMLIGGLVGFSMIGIEWSKLQW 

LVAALGVGLGFGLQEIFANFIS 

GLIILFEKPIRIGDTVTIRDLTGS 

VTK1N TRCHTHRRQQLLLQQA 

ATSSADVIYLGEAVCSKRRATK 

VGDWLEMAKSLAGSGKQIVLS 

TLA L VQ A SSELGELKR Y VENG E 

FLIEASDLGVVNMCAERKLPFV 

AGHALNCYNAVPVLKILLKQGM 

MRWCMPVELSRAWLVNLLNQ 

CDELGIRNQFEVEVLSYGHLPL 

AYSARCFTARSEDRPKDECETC 

C1KYPNGRNVLSQENQQVFVLN 

GIQTMSGYVYNLGNELASMQG 

LVDVVRLSPQGTDTFAMLDAF 

RVNENGAAPLPLTANSDCNGY 

WRRLAGLSLRQIKTCLIFLLCQP 

RGRRPYRTRAMPPILTMPANSP 


26121 


56489 


A 


26268 


482 


605 




26122 


56490 


A 


26269 


1 


298 


MWPGMVTHAVRJPLHNDTVTL 
SDNFQPFAGTDAMT1TRPLEML 
RDGKCPQPDW1SSEGACAGNA 
TDSPHPFELKAGKT1TLEDGRQI 
NG ADYLAAPVPGKALA IFGDT 
GPCDAALDLAKGVDVMVHEA 
TLDITMEAKANSRGHSSTRQAA 
TRESELFRYTVKHSLIFASVIGII 
TLLQASTKIYTPGRKEQGEPMT 
PRRTPARF*IKSGQNNHAGRWK 
AD*RRRLLSCSSAR 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26123 


56491 


A 


26270 


1 


1707 


MTRDGLANKALAVARTLADSP 

EIRQGLQKKPQESGIQAIAEAVR 

KRNDLLFIVVTDMQSLRYSHPE 

AQRIGQPFKGDDILKALNGEEN 

VAINRGFLAQALRVFTPIYDEN 

HKQIGVINDSRWSI1WSVLFGM 

LVGLIGTC1LVKVLKKILFGLEP 

YE1STLFEQRQAMLQSIKEGVV 

AVDDRGEVTLINDAAQELLNY 

RKSQDDEKLSTLSHSWSQVVD 

VSEVLRDGTPRRDEEITIKDRLL 

LINTVPVRSNGVIIGAISTFRDKT 

EVRKLMQRLDGLV/NLC*RTS* 

T1PLRAHSPQSKSAIYHEIAP*NA 

PAFYRRKCHCADIFLPYF*TCR\ 

RDRAMSAYLRYIVQKADSSFL 

YDKYQNQS1AAHVMRALAAEQ 

SEVSPEQRRA1CEAFESANNTH 

GLNLTAHKYPGLRGTLQTAST 

DCDTIVEAAALLPAFDQAVEGN 

RHQDDYGSGLGMAEEKFHYYL 

DLFRAVGDGHNSKEDATFGLG 

WRVNGNATMTPTFGTLASPQT 

YG HTG WTGTVT V 1 DP VN H MTI 

VMLSNKPHSPVADPQKNPNMF 

ESGQLPIATYGWVVDQVYAAL 


26124 


56492 


A 


26271 


257 


817 


TSSRCISLRTSVLSLKVEMAPMI 
TPLLRTGTVLISNSRSLIVISSSR 
RGVPSRNTSETSTTCDHEWLSV 
DSFSIVLRLTV1QQFLCGIVDQR 
DLAA1VIIGNDAFFDRLQHGLA 
LLKQRGDFVGFQAEKDFFQYL 
NQNAGANQSDQHAK*Y/LTR*C 
SSDCH*SVGSHGLTQGRSPPRQ 
FVYDFHRRWG 


26125 


56493 


A 


26272 


1 


2700 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26126 


56494 


A 


26273 


1 


1038 


MGCLDLGDGRAGSVARYFRRY 

RPPCDAALDLAKGVDVMVHEA 

TLDITMEAKANSRGHSSTRQVL 

KKILFGLEPYEISTLFEQRQAML 

QSlrCERSRRHRLPrCEKrClMTPTI 

ELICGHRSIRHFTDEPISEAQRE 

AI1NSARATSSSSFLQCSSIIRITD 

KALREELVTLTGGQKHVAQAA 

EFWVFCA DFNRHLQICPDAQLG 

LAEQLLLGVVDTAMMAQNALI 

AAESLGLGGVYIGALRNNIEAV 

TKLLKLPQHVLPLFGLCLGWPA 

DN PDLKPR\LP A S I L V H EN S YQP 

LDKAALAQYDEQLAEYYLTRG 

SNNRRDTWSDHIRRTIIKESRPFI 

LDYLHKQGWATR 


26127 


56495 


A 


26274 


1 


1338 




26128 


56496 


A 


26275 


2 


375 


HSDPEASGPLTRLRAMEQRRVT 
DFFARRRTPGSVPSTDRR*TIVR 
MIPCTSSGRRTKAMV1LRTSLV 
NPASNE/CATELFNALDVSIQNP 
RMIISP*IQHRTELSGSPLVAVG 
RMCSLTPRVIFEH 


26129 


56497 


A 


26276 


219 


767 


RFTQGKGPINNPAVIRPLDFPQN 
GSRPLANQMFTTSLKVG D YFGK 
RHKDVLRA1RNLKCSDDFTQRN 
F API DFIDKNGDVQ PM YN ITRD 
GCMMLVMGFTGKTAAAVKEC 
YrNAFNWMVAEQLNRRMAMGE 
ELQHRYA1KETRSKLKGTIG\TR 
LMNERKKEKRVLELEHEHIMQ 
VTQPELLIG 


26130 


56498 


A 


26277 


16 


104 


H1CQSAPL*RGSSG LNGYGQYR 
PAGFLDG 


26131 


56499 


A 


26278 




399 




26132 


56500 


A 


26279 


1112 


1831 


TGIRNCAPLSLTWKSKTANRKV 
RCGHIRYPLA DG A KTSDG KDY 
LVVATTRPETLLGDTGRSRLTR 
K1RVTKELIGKYVILPAGTAPGV 
RQGPVWMPGDEVKKVTCKNG 
VVNE1WTRNHADIPLRPRFAVL 
ASGSFFSVGLVAERNGIREPILG 
LDVLQTATRGEWYKGDFFAPQ 
PWQQFGVTTDET/LRPSQAGQT 
IENLFAIGSVLGGFDPIAQGCGG 
GVCAVSALHAAQQ1AQRAGGQ 


26133 


56501 


A 


26280 


3 


790 




26134 


56502 


A 


26281 


334 


609 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26135 


56503 


A 


26282 


1 


1338 


MTRHYGAEATNALLPGKASKH 
QIVGCGVNALSDLDPRRPDKTR 
SVASGIGAALLLRLIKTLADDL 
QNLTDLSVFNGERYKDAQHVV 
IRAAGEKNQAFIAGARHDLGGE 
LGVGLVWIPASKVNGIMGPSPV 
WLTFRVSNIAGESAEGLLVTKP 
KNYDQ VPAN KPI VD AIKAKKQ 
DPSGAFVWTTYAALQSLQAGL 
NQSDDPAEIAKYLKANSVDTV 
MGPLTWDEKGDLKGFEFGVFD 
WHANGTATD AKRYCAN VKG V 
NPDTQEPSPSGVKVNDPKVDER 
LIRQEAGMVFQQFYLFPHLTAL 
ENVMFGPLRVRGANKEEAEKL 
ARELLAKVGLAERAHHYPSELS 
GGQQQRVAI\ARALAVKPKMM 
LFDDPTSALDPELRHEVLKVMQ 
DLAEEGMTMVIVTHEIGFAEKV 
RSRLIFIDKGRIAEDGNPQVLIK. 
NPPSQRLQEFLQHVS 


26136 


56504 


A 


26283 


1170 


1575 


DPPVLVQRDANSTVRFPHASAS 
ADPAGDIPPIF\AQAAGADLVY 
VGVEPPKPKAEVILVAEYSPIKT 
VADLGCPLHVQKVSRYPPEFTQ 
VITPVQC YVT1 DALGQYA A WT 
RANMTYRPGSNIIQNLGNDIRL 
RTVQ 


26137 


56505 


A 


26284 


3 


1351 


RTAPETPNQRPATLDSG1LGGYI 

APDNLTITFIGGHSLFDERFCLA 

HRCQKAAEDDAFPHDSLDAAS 

LLEYAREKLNGLDVEVYHWNL 

QNFAPEDLLYARFDSPALKTFT 

EQLQQADGL1VATPVYKAAYS 

GALKTLLDLLPERALQGKVVLP 

LATGGTVAHLLAVDYALKPVL 

SALKAQEILHGVFADDSQVIDY 

HHRPQFTPNLQTRLDTALETFW 

QALHRRDVQVPDLLSLRAPKP 

KAEVILVAENSPIKTVADLKGH 

K/VAFQKGS/SSHNLLLRA/LRQ 

AGLKFTD1QPTYLTPADARAAF 

QQGNVDAWAIWDPYYSAALL 

QGGVRVLKDGTDLNQTGSFYL 

AARPYAEKNGAFIQGVLATFSE 

ADALTRSQREQSIALLAKTMGL 

PAPVIASYLDHRPPTTIKPVNAE 

VAALQQQTADLFYENRLVPKK 

VDIRQRIWQPTQLEGKQL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26138 


56506 


A 


26285 


364 


1937 


KLSGRHCTAAMFRFLTFCLCEG 

MPMRNI 1 KL ALAGLLSVSTFAD 

AAESSPEALRIGYQKGSIGMVL 

AKSHQLLEKRYPESKISWVEFP 

AGPQMLEALNVGSIDLGSTGDI 

PP1 FAQAAGADL V YVG VEPPKP 

KAERILVAENSP1KTRTDLKGH 

KGAFQKGFSSHNLLLRALRQA\ 

GLKFTDI\QPTYLEPRWRPRAA\ 

FQTRGTVDA\WAIWDPYYSAA 

LLQGGVRVLKDGTDLNQTGSF 

YLAARPYAEKNGAFIQGVLATF 

SEADALTRSQREQSIALLAKTM 

GLPAPV1ASYLDHRPPTTIKPVN 

AEVAALQQQTADLFYENRLHY 

SEYCRPMVSVGNWFLDGSHSV 

FSYDALDRLVQQGGFDGRTQR 

YHYDLTG K LTQKQWQYDG HG 

WLTDISHLSEGHRVAVHYGYD 

DKGRLTGECQTVENPETGELL 

WQHETKHAYNEQGLANRVTP 

DSLPPVEWLTYGSGYLAGMKL 

GGTPLVEYTRDRLHRETVRSFG 

SMAGSNAAYEMTSGTELIDLC 


26139 


56507 


A 


26286 


511 


1152 


SVRFN1VFHFMRLLRFCCVLDH 
LICFTSPVNTFLRYNAFTLCNGE 
FGMSHPALTQLRALRYCKJEIPA 
LDPQLLDWLLLEDSMTKRFEQ 
QGKTVSVTMIREGFVEQNE1PE 

CDDT Ar\T?T\/\/DVCTl Cf'DCI A I 

brKLAU\K 1 V V r V d 1 LbUr'fc.LAL, 
r\\/ i pT/Tni rnvi T7TCCTT TP V\V\ 

EIGRDAGLWGRRSRLRLSGKPL 
LLTELFLPASPLY 


26140 


56508 


B 


26287 


184 


415 




26141 


56509 


A 


26288 


15 


87 




26142 


56510 


A 


26289 


78 


157 


CKRYGKARDTG*QPRTQKCTC 
CELDE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26143 


56511 


A 


26290 


1 


1817 


MTSAISLGSRCSGRIPSDIIGSNL 

D1TAFNWQPDLLTIWHRQLHLH 

LTRLDGGGHFYRQEVHLWRTD 

KSGDKRRPQGDPKTTGITAKVI 

MVRSTKLVGLPHR1TATRWKR 

KRSRMLHTNTGK.LVFNNRDQK 

RCTRKVMFDKALKLLDEAERL 

GSTSARSTIYQQCKRQGVITPHS 

ADFATTVRLLAHLSQERLGKLQ 

DSIYISLTDHCQFAIKRFQQNVL 

LPNPLLWDIQRLYPKEFQLGEE 

ALT1IDKRLGVQLPKDEVGFIA 

MHLVSAQMSGNMEDVAGVTQ 

LMREMLQLIKFQFSLNYQEESL 

SYQRLWPHLKFLSWRILEHASI 

NDSDESLQQAVKQNYPQAWQ 

C AER1 A I FI GLQ YQQLGLTQP A V 

SKIINDIEDYFGVELVVRKNTG 

VTLTPAGQLLLSRSESITREMK 

NMVNEISGEKNPGEGSEKELET 

VYVQAVGAHWEGNQVWLILA 

GGALFAAWPRVYAAAFSGFYV 

AM1LVLCSLFFRPLAFDYRGKIA 

DARWRKMWDAGLVIGSLVPPV 

VFG1AFGNLLLGVPFAFTPQLR 

VEYLGSFWQLLTPFPLLCGLLS 

LGMVILQGGVWLQLKTVGVIH 

I T?CT?\/I?ipr , ni HTVAHMA 


26144 


56512 


A 


26291 


557 


808 




26145 


56513 


A 


26292 


8 


274 




26146 


56514 


A 


26293 




1851 




26147 


56515 


A 


26294 


1 


589 





3525 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26148 


56516 


A 


26295 


1 


1848 


MDLSTPERGSPYPRLLPCGDPL 
GETIVAIDQEAKPSTEDLGNKK 
ETKYIKLKV1RWDNSDFNFLYS 
NYERIRARTTKKEDSATNVPVT 
FEKHGSHAVVYARRSATVLTD 
RNKEAPRVPQGGYMVSFVD1PE 
ALTQGETVAEAMEAAKDALLT 
AFDFYFEDNELIPLPSPLNSHDH 
FIEVPLSVASKVLLLNAFLQSEI 
TQQELARRIGKPKQE1TRLFNLH 
HATKIDAVQLAAKALGKELSLE 
CLMDILNLNKHISGQFNAELESI 
RTQVMTLGGMVDKQLSDAITA 
1HNQDSDLAKRVIEGHKNLNM 
MEVAIDEAR/C*AIIAKHQS\TAS 
D\LRLVMVI/SKTIAEMERIG\DV 
GRNKICRTALEKLSQQHQP*VV 
S\LE\SLDRHT1 QMLHD V VKAF A 
RMDIDETAKCQIFVEYVLKPKV 
1WLLCFANIFLYVVRIGIDQWST 
VYAFQELKLFKAVAIQGFTLFE 
AGALVGTLLWGWLSDLANGR 
RGLVACIALALI1ATLGVYQHA 
SNEY1YLASLFALGFLVFGPQLL 
IGVAAVGFVPKKAIGAADGIKG 
TFAYLIGDSFAKLGLGMIADGT 
PVFGLTG WAGTFAALDI AAIGC 
ICLMAIVAVMEERKSAARKKFS 


26149 


56517 


A 


26296 


395 


1428 


TSATATSTFALPRGGGYLVVSE 

WVVLRFTDIFLR1FPCDNGRT1LI 

RFGIFRMLMIVA1ETQQFPVTAI 

FRVIGMVV1NVVNASEETNRRL 

HHRSLRL1QECVMDSLNLNKHI 

SGQFNAELES1RTQVMTMGGM 

VEQQLSDAITAMHNQDSDLAK. 

RVIEGDKNVNMMEVAIDEACV 

RIIAKRQPTASDLRLVMVISKTI 

AELERIGDVADK.ICRTALEKFS 

QQHQPLLVSLESLGRHTIQMLH 

DVLDAFPRMDIDEAVRIYREDK 

K VDHNE YE\G I V RQLMTYMMED 

SRTIPSVLTALFCARSIERIGDRC 

QNICEFIFYYVKGQDFRHVGGD 

ELDKLLAGKDSDK 


26150 


56518 


A 


26297 


667 


1002 




26151 


56519 


B 


26298 


1 


1716 





3526 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
097540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


26152 


56520 


A 


26299 


1001 


2193 


LMAATKPAFNPPGKKGDI1FSV 

LVKLAALIVLLMLGGIIVSLIISS 

WPSIQKFGLAFLWTKEWDAPN 

DIYGALVPIYGTLVTSFIALLIA 

VPVSFGIALFLTELAPGWLKRP 

LGIAIELLAA1PSIVYGMWGLFIF 

APLFAVYFQEPVGNIMSNIPIVG 

ALFSGPAFGIGILAAGVILAIMII 

PYIAAVMRDVFEQTPVMMKES 

AYGIGCTTWEVIWRIVLPFTKN 

GVIGGIMLGLGRALGETMAVTF 

IIGNTYQLDSASLYMPGNSITSA 

LANEFAEAESGLHVAALMELG 

LlLFWlTFlVLAASKFMIMPvRIA 

LTLSMATMAFGLFWLIWILMST 

ITRGIDGMSLALFTEMTPPPNTE 

GGGLANALAGSGLL1LWATVY 

CGPLSDDRGGIRPTI 


26153 


56521 


A 


26300 


1 


1645 


MPAFPYTADYFSGLTATTAALA 

ALHKVRETGKGESID1AMYEV 

MLRMGQYFMMDYFNGGEMCP 

RMSKG KDPY Y AGCGL YQCAD 

GLLSLDCVHRRLGAIDPILNECF 

KDIGLAHLLGTPE1PEGTQLIHRI 

ECPYGPLVEEKLDAWLATHTIA 

E VKERF AELN 1 AC AK VLT VPEL 

ESNPQYVARES1TQWQTMDGR 

TCKGPNIMPKFKNNPGQIWRG 

MPSHGMDTAAILKN1GYSEND1 

QELRPPNNKRTKMDRGAMDII 

GGQHLRQMWDDLADVYGHKT 

AL1CESSGGVVNRYSYLELNQEI 

NRTANLFYTLGIRKGDKVALHL 

DNCPEFIFCWFGLAKIGAIMHE 

AV1ALASPDNMNAFELTP*SGK 

L1TTFPHLPLA1SA*ASPACSSEK 

RWVMALRGHSFQSVRSWAHFS 

IWNRLVTQEP1IRR 



3527 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26154 


56522 


A 


26301 


2 


1021 


TPGNNVDSIFLAFFLNQFLTLGY 

IMGKTISIKVLFGIYLLLMAAKV 

FAFSCNVDGGIIAIGAGTTSVYV 

NLDPVIQPGQNLGVDLAHHISC 

WNGDGGWYDTDHMNLVQGS 

AFAGSLQSYIGSLYWNNVTYPF 

PLTTNTNVLDIGDKTPMPLPFK 

LYITPVGAAGGVVIKAGEVIARI 

DMYKIATLGSGNPSNFTWNIIT 

NNNAVMPTGGCTVDSRNVTVD 

LPDFPGSAEIPLGVYCSSEQKLS 

FYLSGATTDSSRQVFANTAPDA 

TKASGVGVTLMQRQLAGINDS 

HLLHYLDDEVWDNDYLATPHF 

LLKSAILRSMNDALMTRVTGE 

KNGQVRLEEIER 


26155 


56523 


A 


26302 


522 


714 




26156 


56524 


A 


26303 


1 


976 


STCSSRSHLHL1QASPILPNYVA 
TAVAARIIADVQGISDTCVIAQP 
SPPHPGALRTLVFTTDEPETPQP 
PGAAGFQLVQKKQVQLHNVLY 
VMTPHAFAQGTVTIYLPGEQQT 
LSVAPLKNVVQLVTQQHLRDR 
LWWPGAFLTDFAAKVKALKD/ 
YPNHVMAQRASGEAEADDDV 
A ATIKS VRQQLLN LN I TGRLP V 
KLDPDF VR V DEN SNPPLVGDYT 
LYTVQRPGTEQGSFKVKRARA 
RVRQTRAPLFGPKSPAPEHMES 
ELEFELIGPSKSTSGNPRGLRSE 
RPVLFCLYPEMPTAAARAILIAE 
EQSREVKIALVVLDRLQRE 


26157 


56525 


A 


26304 


1 


1701 




26158 


56526 


A 


26305 


1839 


2038 


ARSGCFVRQSCPRGRCSKNRR 
WRDPYDHYPARPAYCP*RAVC 
M*LSTLATPKKVSPCKPAPAAH 
RWR 


26159 


56527 


A 


26306 




3270 




26160 


56528 


A 


26307 


1962 


2049 




26161 


56529 


A 


26308 


94 


942 




26162 


56530 


A 


26309 


1 


4104 




26163 


56531 


A 


26310 


879 


1367 


TASELGKSCSRDHTPCTASVRA 
L Y YARLRHA PANDPG EDG WAL 
AAKPPALPPRNSLNSQAIFRDKP 
NLPH RSPATYRQTERG * DTRSE 
FHA*TDAIPVATRARAGEFCRQ 
MFWGEDQADEQPA* * ACCHRK 
*PVPK*DLAMLRAPPRMDSPPD 
ASRTSDLHN 



3528 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26164 


56532 


A 


2631 1 


1203 


1911 


SRPAYHPAPREFQRQWRQDPAP 
G L AITPGQQLFITIKLWNDDH\K 
RPREALLDSLKKLQLDYIDLYL 
MHWPVPA1DHYVEAWKGMIEL 
QKEGLIKSIGVCNFQIHHLQRLI 
DETGVTPVINQIELHPLMQQRQ 
LHAWNATHKIQTESWSPLAQG 
G KG VFDQKVIRDLADK YGKTP 
AQIVIRWHLDSGLVVIPKSVTPS 
RIAENFDVWDFRLDKDELGEIA 
KLDQGKRLGPDPDQFGG 


26165 


56533 


A 


26312 


3 


793 




26166 


56534 


A 


26313 


181 


336 




26167 


56535 


B 


26314 


1 


374 




26168 


56536 


A 


26315 


591 


679 




26169 


56537 


A 


26316 


937 


1395 


YRLAAGSCGIRRRNRHCQRRPG 
RNSKRLIALISA1GMSIFLQNYV 
SLTEGSRDVAPSSVPLTPASLLI 
AG SPPH * TISRLSGPLLREIMLK 
QLYHCGKSLTNLPIREILRM*G* 
LTGEEIELARGDFHIRDIWHRA 
VTNTAHKTGITQAQHRH 


26170 


56538 


A 


26317 


627 


878 


V V EWFEPLIC VNG WESKWPVL 
LSE**PETVGTNCDSSN*IPASLN 
TSYTGLMAFDAIMVAVPTSTC 
KIRRRVAGTKCGNPRA 


26171 


56539 


A 


26318 


125 


3078 


IYTVE1QNLGFAFVTGENTTGIN 

SGTISLLQNGKDPAPSPIVLLAT 

NGGSATNAGT1TGKVTEQHSVF 

NKYSTGTSNSFIFNNDVSSITGL 

VAQSNSTIINTDSGIIDLYGRGS 

VGMLAIADSTAENQGKITLDSM 

WVDANDTTAMRDIASNSAIDF 

GTGVGVGTDRYRGGRK.NAPAF 

N\QLGGVITIYNAGAGMAAYG 

ASNTVINQGTINLEKNGNYDDS 

LAANTLVGMAVYEHGTAINDQ 

TGVININVGTGQA 


26172 


56540 


A 


26319 


205 


419 




26173 


56541 




26320 






AWKVSHCAARPSFSRRWRGEK 
CTAGRRSQQFSARSTLKPMPSP 
R* SSMHRR* *MPSASC ALRLPIP 
PAAAQSSHQSKKLRTSDNASPV 
AAARPVRPIRWT 



3529 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26174 


56542 


A 


26321 


402 


1781 


QRTTGAERYVPHHQPCPPASSL 
SAGPRG\LHPAKVQEGVDIA1EN 
DV1VAIGDALTQRYPDASFKEM 
HGRIVMPGIVCSHNHFYSGLSR 
GIMANIAPCPDFISTLKNLWWR 
LDRALDEESLYYSGLICSLEAIK 
SGCTSVIDHHASPAYIGGSLSTL 
RDAFLKVGLRAMTCFETTDRN 
NGIKELQEGVEENIRFARLIDEA 
KKATSEPYLVEAHIGAHAPFTV 
PDAGLEMLREAVKATGRGLHI 
HAAEDLYDVSYSHHWYGKDL 
LARLAQFDLIDSKTLVAHGLYL 
SKDD1TLLNQRDAFLVHNARSN 
MNNHVGYNHHLSDIRNLALGT 
DGIGSDMFEEMKFAFFKHRDA 
GGPLWPDSFAKALTNGNELMS 
RNFGAKFGLLEAGYKADLTICD 
YNSPTPLLADN I AGHIAFGMGS 
GSVHSVMVNGVMVYEDRQFN 
FDCDSIYAQARKAAASMWRRM 


26175 


56543 


A 


26322 


284 


340 




26176 


56544 


A 


26323 


113 


646 


WTLVPNWNNTQPYLGLFF*FIR 
DFADFGTTIKQDFRLLGQTSVD 
RLLQLSQGQAVKGNQLLPVSL 
VKRKTTLAPNTQTASPRALADS 
LMQLARQVSRLESGQRSDSSLR 
EKKITKKHTKKRTASLILHAMI 
CCRSLN SS KTKN TKCLN SINQR 
LKILSLQKDLMCGTAGRCKTLT 
EQ 


26177 


56545 


A 


26324 


1 


582 




26178 


56546 


A 


26325 


3 


947 


QTQEWSGSATFTSDGKIRLFYT 
DYSGKHYGKQSLTTAQVNVSK 
SDDTLKINGVEDHKTIFDGDGK 
TYQNVQQF1DEGNYTSGDNHT 
LRDPHYVEDKGHKYLVFEANT 
GTENGYQGEESLFNKAYYGGG 
TNFFRKESQKLQQSAKKRDAEL 
ANGALGIIELNNDYTLKKVMKP 
LITSNTVTDE1ERANVFKMNGK 
WYLFTDSRGSKMT1DGGATQA 
FAKENNQKAYKETYGVSH1TR 
HDMLQI PKQQQNEKYQ VPQFD 
QSTIKNIESAKGLDVWDSWPLQ 
NADGTVAEYNGYHVVFALAGS 
PKDA7G*HINLHVLSK 



3530 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26179 


56547 


A 


26326 


2 


223 


RJPIKNIESAKGLDVWDSWPLQ 
NADRTVAEYNGYHVVFALAGS 
PKDADDTSIYMFYQKVGDNSID 
SWKNAGRVFKDSDKFDANDPI 
LKDQTQEWSGSATFTSDGKIRL 
FYTDYSGKHYGKQSLTTAQVN 
VSKSDDTLKINGVEDHKT1FDG 
DGKTYQNVQQFIDEGNYTSGD 
NHTLRDPHYVEDKGHKYLVFE 
ANTGTENGYQGEESLFNKAYY 
GGGTNFFRGATQAFAKENNQK 
A YKETYG VSH ITRHDMLQIPKQ 
QQNEKYQVPQFDQSTIKNIESA 
KGLDVWDSWPLQNADGTVAE 
YNGYHVVFALAGSPKDA/G*HI 
NLHVLSKGRRQLNRQLEKRGP 


26180 


56548 


A 


26327 




803 


MLEDPRKGLETPSPVSHNLHFQ 
FHLGPLLPGSPMKKWPALVVT 
GSKSPKLESYKHFQKJWDMHG 
EPSKREEGAGLTVNQHIPNGAS 
TCNEGPQRLEALGARIPMAAGF 
SSSKPTLVTPRRAYRADLRLEG 
YWGCQGVPGGPLVAQGGATQ 
AFAKENNQKA YKETYG VSHIT 
RHDMLQ1PKQQQNEK.YQVPQF 
DQS IIKN1ESAKGLDVWDSWPL 
QNADGTVAEYNGYHVVFALA 
GSPKDA/G*H1NLHVLSK.GRRQ 
LNRQLEKRGPCL 


26181 


56549 


A 


26328 


2 


439 




26182 


56550 


A 


26329 




1084 


MVIAAMETQLSNGPTCNNTAN 
GPTTINNNCSSPVDSGNTEDSK 
TNLIVNYLPQNMTQEELKSLFG 
S1GE1ESCKLVRDKITGGATQAF 
AKENNQKAYKETYGVSH1TRH 
DMLQIPKQQQNEKYQCDNLKT 
CHTSHGSVMAETAVINHKKRK 
NSPRIVQSNDLTEAAYSLSRDQ 
KRMLYLFVDQIRKSDGTLQEH 
DGICEIHVAKYAEIFGLTSAEAS 
KDIRQALKSFAGKEVVFYRPEE 
DAGDEKGYESFPWFIKRGATQ 

RH DM LQIPKQQQNEK YQVPQF 
DQSTIKNIESAKGLDVWDSWPL 
QNADGTPERR* *HINLHVLSKG 
RRQLNRQLEKRGPCL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26183 


56551 


A 


26330 


34 


1949 


MG YLNN V AG YRED L LAN RA IV 

KHGNFALLTPDGVVKNIIPGYE 

NCDATILSTPKLGASFVDYLVT 

LHQNGGNQQGFGVEGIETFRY 

VISGNITAKAEGKTYALSEGGY 

LYCPPGSLMTFVNAQAEDSQIF 

LYKRRYVPVEGYAPWLVSGNA 

SELERIH YEG M DD V I LLDFLPKE 

LGFDMNMHILSFAPGANHGYIE 

THVQVEHGGATQAFAKENNHK 

AYKDTYGVSHITRHDMLQIPKQ 

QQYEKYQDTHDTPYCEPLPGET 

RLWGDTDVIGLFDAETDMNDV 

VAILENHPLLGAGFAHKIEQLE 

DKDWEREWMDNFHPMRFGER 

LW1CPSWRDVPDENAVNVMLD 

PGLAFGTGT1QTLSVPAMLDSS 

THTRRMRSTLNLYEITRMSTVS 

TSEHSMTYTLVQVDMKEAQKP 

DTASYRTFNEFFVRPLRDEVRPI 

DTDPNVLVMPADGVISQLGKIE 

EDKILQAKGHNYSLEALLAGN 

YLMADLFRNGTFVTTYLSPRD 

YHRVHMPCNG1LREMIYVPGD 

LFSVNHLTAQNVPNLFARNERV 

ICLSDTEFGPMAQILVGATNGG 

SIETPESEGATVDESFVVGGPVG 

DFELLLCHGTVCVVGKMRDL1L 

QLSKSSIYSTKPPSRQVSVM LC 


26184 


56552 


A 


26331 


1 


145 


LRLG LLYGRRFVPPP* YALLNK. 
DSSPWYPFSVPVLASKTRYLWL 
LSPT 


26185 


56553 


B 


26332 


1 


3090 




26186 


56554 


A 


26333 


3 


832 




26187 


56555 


A 


26334 


1 


3258 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26188 


56556 


A 


26335 


184 


2324 


ENRVRLFVLIVFQDLPTCYVNH 

NFVCTAADTFTTDITPKAGDAR 

LIGIAQTVRHLEDPMRAWKSIH 

KSCEILDPIHRAPVKENTHPARK 

INISDPAAGAVARIRYEGVLSVC 

RASASAYVSRSRTITVACWYVS 

NTGVTGATIGVKRQHRHARLFS 

G DG APGFGTGKRDI RQLRRL VR 

IQIQRTFFAAVLHVPTPWSRAID 

AAALLTVIDVKVLTACACQAC 

RTLALRVAQVIDRCSNPGDIMS 

SVARRYWFISRWSAKRDCAVS 

YDQDPGQAQRSCRSCLVAVDR 

GLWLSAYCRSLMTQTLLPDDV 

PRI LPN ASSPSRLRCLQHLGN YR 

LLDLRKLIWLHRSQFSLCGWEK 

RLVKDLTR1QDTGRAKE1LGAT 

ATLEFRLVNTNVDQAAAASGR 

VPGDSEVKQTREGQPVVLYKR 

VILTGDH 1TDSTSSQDE YNQPQ 

VN1SLDSAGGNIMSNFTKDNIG 

KPMATLFVEYKDSGK\KDANG 

RA VL VKQEE V 1 1 1 ANIQSRLGNS 

FRJTGINNPNEA RQLSLLLRAG A 

LIAPIQIVEERT1GPTLGMQNIEQ 

GLEACLAGLLVSILFM1IFYKKF 

GLIATSALIANLILIVGIMSLLPG 

ATLSMPGIAG1VLTLAVAVDAN 

VLllNtrvllS.tcJLS>lN(jKl Vl^l^AllJfc, 

GYRGAFSSIFDANITTLIKVIILY 
AVGTGA1K.GFAITTGIGVATSM 
FTA I VGTR A 1 VNLL YGGKRVKK 


26189 


56557 


A 


26336 


1 


369 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26190 


56558 


A 


26337 


1 


1316 


MNGLLDSDSDSLSSCQQRVKA 

RLHEILQKDRDFTAEDYEKVES 

RI YHFARLSVGGYTADSSLTLK 

VYLQLMKAPKKRRGEVNVGT 

VVAFIKGGFPVVKKDYFRPAA 

DGSSALCRFFPTGNVHDQSDPQ 

KVTDGAVVPVQPTDGPGLRCL 

RRARGCGAGRQGREQAQDCG 

AEIQAEAASRASRVQEGSYPRP 

PNGPFSTDLTG LMQFTKLL VLK 

VESQLTRRIRKCHNLREANIREE 

LRFFNCTNVALRTGVQFNRRPD 

SPGYSRGVLSPERHVRTRLYFT 

SESHVHSLLS1LRYGALCNRGG 

TLCCRA1 HTLHRHTIVLNGVTV 

TLNLVQLTFYGNVSEIIRHQCQ 

LTRHGNHPLPLTAIQGIALFSDN 

QAAYRFRADQRTLRPFGLPVAR 

QPVRRGGFHDIV1VFDFGTARQ 

QQE/LRLQLRVFSSFVLHEKKR 


26191 


56559 


A 


26338 


2 


1415 




26192 


56560 


A 


26339 


1434 


1667 


KRTD WRDRVAFRCRS 1 AESG * R 
QA1AKELELTASAEILLWDDYF 
APGYGVPNDEGMEAVKLLARL 
EGII.I.DPAVRLR ' 


26193 


56561 


A 


26340 


1 


1671 




26194 


56562 


A 


26341 


1067 


3947 


FCTVPNAVY1GGPGFGARHNAS 
N SLKDI A EL VPF AHRYG AKIF V 
TLNTILHDDELEPAQRLITDLYQ 
TG VDALI VQDMG I LELDIPPIEL 
HASTQCDIRTVEKAKFLSDVGF 
TQ1VLARELNLDQIRAIHQATD 
ATIEFF1HGALCVAYSGQCYISH 
AQTGRSANRGDCSQACRLPYT 
LKDDQGRVVSYEKHLLSMKDN 
DQTANLGALIDAGVRSFKIEGR 
YKDMSYVKNITAHYRQMLDAI 
IEERGDLARASSG 


26195 


56563 


A 


26342 


182 


881 


HAEPLPYRGLLLKLGESRGCLL 
PASLPFSLQEFFYSGPREELAQK 
TLLVSVWDYDLGTADDFIGGK 
C DPADQD V VHTALRE\TREELG 
LAVPEEHVWGLLRPVYDPQKA 
TVVPVLAGVGPLDPQSLRPNSE 
EVDEVFALPLAHLLQTQNQGY 

I Mrt^KUljrirK Y 1 Lr V r LrivjrriK 
VWGLTAVITEFALQLLAPGTYQ 
PRLAGLTCSGAEGLARPKQPLA 
SPCQASSTPGLNKGL 


26196 


56564 


A 


26343 


237 


338 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26197 


56565 


A 


26344 


279 


533 


1HLRRILQRGQ*PRQRWRERCC 
ESGRGTSGPGSSQ* LTGSPQECC 
TPAGETGPRAHSPQ*SCWCHCC 
TPQGRQS1CTRTSHRTA 


26198 


56566 


A 


26345 


126 


303 


LLLSYGVGASHQSLECHHRSNH 
GSLWMHSKRCAGGKIRVGTPE 
CQ*SALERPGLPPLC 


26199 


56567 


A 


26346 


368 


746 


SLLHTTSRAPEGPSRYPGPGPPS 
AATKGQRTRRPLCARPP/PGLPD 
APL/SPAAPTPTLPLPCPRVAQP 
AHGPPSASALSSWENRPCCRHE 
LAAKPPEQAARRGHARTPTAG 
PAPPGRRAALSGSQFP 


26200 


56568 


A 


26347 


79 


159 


SFLGVSRRGGFGRVTGQ*WRE 
GQQ1NK 


26201 


56569 


A 


26348 




3369 




26202 


56570 


A 


26349 




529 


MELAKVVKSHPSAKMVLCIAT 
DDSHSLSCLSLKFGVSLKSCRVT 
LLENAKKHHVEVVGVSFHIGR 
GCPDPQAYAQSIADARLVFEM 
GTELGHKMHVLDLGGGFPGTE 
GAKVRFEEIASVINSALDLYFPE 
GCGVDIFAELGRYYVTSAFTVA 
VS11AKKEVLLDQPGMEEENCS 


26203 


56571 


A 


26350 


146 


502 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26204 


56572 


A 


26351 




2212 


MKRSRCRDRPQPPPPDRREDGV 

QRAAELSQSLPPRRRAPPGRQR 

LEERTGPAGPEGKEQPPALASQ 

SAEIAASARLPPRLGRLLGFQK 

ACRCWSLNPHILMALLRSLVPP 

D1CKHPQVWRGRPPLHLAPNVG 

LFSRVKVRSSVVIEDKSMRDSR 

RGL SQ RRRRRKKKKRG S S SKK 

KKRRKKRKKKKRKKRKRRKN 

RKKKKKRKNKRKKKRKKEEK 

KEEEEERRKKEEEDEEGRGRGR 

RKRKRKKRKK RRS RK K.KETA A 

AAAAGERLGK.WWPGECPVEC 

VAYFLRRRLQQRLHPARQLLL 

QGMAGYLSESDFVMVEEGFST 

RDLLKELTLGASQATTDEVAAF 

FVADLGAIVRKHFCFLKCLPRV 

RPFYAVKCNSSPGVLKVLAQL 

GLGFSCANKAEMELVQHIGIPA 

SKIICANPCKQIVSQIKYAAKHGI 

QLLSFDNEMELAKVVKSHPSA 

NFHIGSGCPDPQAYAQS1ANAR 

LVFEMGTELGHKMHVLDLGGG 

FPGTEGAKVRFEEIASV1NSAL\ 

DLYFPEGCGVDIFAELG\RYYV 

TSAFTVAVSI1AKKEVLLDQPGR 

EEENGSTSKTIVYHLDEGVYGIF 

KTCVT FrVMlfPTDll Olt'QQTl^CT D 

INo Vir UNlUr I rJJL^K.oS> 1 

TTIGEAFERLHRLLRERQKAML 
EELEADTARTLTDIEQKVQRYS 
QQLRKVQEGAQ1LQERLAETDR 
HTFLAGVASLSERLKGKIHETN 


26205 


56573 


A 


26352 


1 


860 


MKKEDAFLKAFYIVHGKWNCV 

KGSLTRTPCCCTNCLAGGIWC 

MR VQI FQLENK VLPGFP WACR 

VDLYGQIGFDAAAQCLSLSVSK 

AEPLVKKAPPELREQLARKTLS 

SDNLKYLFDNKD1MKVK.QSKK 

KKEHSFRKNNGCIKIIAFSDHAE 

DFRKLGCEVLGISVDSQFTHLA 

WINNPQREGDLGPLNIPLLAEV 

ASGLSEDYAVLKTDAGIAYRG 

RFISDGKGVL/SQITVNDLPVGR 

SVDEALRLVQAFQYAEEHAEV 

CPAGWKPGTDTIKLNVGDSKE 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26206 


56574 


A 


26353 


70 


745 


ERGSTRVIVRASSLCPRSFQSWP 

PVTRASESQPLTSRPQRWSDGA 

FK.EVKLSDYKGKYVVLFFYPL 

DFTFVCPTEIIAFSNRAEDFRK.L 

GCEVLGVSVDSQFTHLAWUTT 

PRKEG\GLGPL\NIPLLADVT\RR\ 

LSEDYGVLETDEGMAYRGLAFIl 

DG\KGVLRQITV\NDLPVGRS\V 

DE\ALRLVQAF\QYT\DEHGEVC 

PAGWKPG\SDTIKPN\VDDSKE\ 

YFSKHN 


26207 


56575 


A 


26354 




689 


M A AEDELLLPRLPMLLETG KQ 
LLDEVELAAETTGYQIVQEKRA 
REHFIN Y LTQCH YYHI AKFELL 
KTKNNSAENHTANSSMAYPSL 
VAMASQRQAKIERYKQKKELD 
HRLSAMKSAVESGQADDEHER 
PPVKSFILTRNTAQAKJLFGASYP 
SLATMTVSDWYEQHRK.YGALP 
DQGIATATPEKFRKAAQQQKY 
QEVKEGEDDE/ALYRVREWDN 
WKDTHPGGYGNRQNMG 


26208 


56576 


A 


26355 


1 


810 


NYLTQCHCYHVAEFELPKTlVrN 

NSAENHTANSSMAYPSLVAMA 

SQRQ AK I QR Y KQKKELEHRLS A 

MKSAVESGQADDERVREYYLL 

HLQRW1D1SLEE1ES1DQEIKILR 

ERDSSREASTSN SSRQERPP VKP 

F1LTRNMAQAK VFG AG YPSLPT 

MTVSDWYEQHRKYGALPDQGI 

AKAASSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSSSSSSSS/PSSQEFR 

KAAQQQEEQEEKEEEDDEQTL 

HRAREWDD WKDTHPRG YGNR 

QNMG 


26209 


56577 


A 


26356 


223 


359 


RKQQDEPCGHLQSPGKPFLTLS 
CRDPWGGLPV*LEKDHRKKKS 


26210 


56578 


A 


26357 


1 


3855 




26211 


56579 


A 


26358 


1005 


1293 


SDRRYEWDPCPR*LNGALLCLL 
LLEHPEGCPWHSVWSTGHSLEP 
MHFRFPSSQDLQLLLPLPGKLG 
YRAR1RNHGHSCFLQRRKTVYQ 
GDGPLREP 


26212 


56580 


A 


26359 


763 


978 
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SEQ ID 
NO: 


SEQ ID MO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26213 


56581 


A 


26360 


1 


1217 


MQRRLKRRNAGLPCCEVPGYY 

REDASSPLLPKYKTNFSQCLVH 

FFDELRHHLVKTRHVLFIPLNH 

D1MQAFTLHARVIVGKVPG1FS 

RHPHAVLHLGHSQIGLLMEYPD 

ELLWECKEDALALIRRDAPMLT 

DFTKNLLNAPLLDKQAEWCEV 

FDRGRTTSLLLFEHVHAESRDR 

GQAMVDLLAEYEKVGLQLDCR 

ELPDYLPLYLEYLSVLPDDQAK 

EGLLNVAPILALLGGRLKQREA 

PWDALLDALVAQLGGSSLSSDN 

VKKQVNSEERDDTRQALDAV 

WEEEQVKFIEDNATACDSSPLN 

QYQRRFSQDVAPQYVDISAGE 

GQSSFQLVSYWEKDVQTCLEFL 

PSGGFVVSLASGVKLQTFTETD 

NLVKDITFFGK.I STRSLKTYLKD 

VTEKREQSCVNLELK 


26214 


56582 


A 


26361 




783 




26215 


56583 


A 


26362 


2 


1646 


PGSTISFRRVTQREKKQPEAELC 
QG STSNLFQFIHPSLLSAQTVEL 
GLSKFVPKKMIITQTSH\CYMTS 
LGILFLINILPGTTGQGESRRQEP 
GDFVKQDIGGLSPKHAPDIPDD 
STDNITIFTRJLDRLLDGYDNRL 
RPGLGDAVTEVKTDIYVTSFGP 
VSDTDMEYT1DVFFRQTWHDE 
RLKFDGPMKILPLNTMLLASKIW 
TPDTFFHNGKKSVAHNMTTPN 
KLLRLVDNGTLLYTMRLTIHAE 
CPMHLEDFPMDVHACPLKFGS 
YAYTTAEVVYSWTLGKNKSVE 
VAQDGSRLNQYDLLGHVVGTE 
I1RSSTGEYVVMTTHFHLKRKIG 
YFVIQTYLPC1 MTVILSQVSFWL 
NRESVPARTVFGVTTVLTMTTL 
SISARNSLPKVAYATAMDWFIA 
VCYAFVFSALIEFATVNYFTKR 
SWAWEGKKVPEALEMKKKTP 
AAPAKKTSTTFNIVGTT\YPINL 
AKDTEFSTISKGAAPSASSTPTI1 
ASPKATYVQDSPTETKTYNSVS 
KVDKISRI1FPVLFAIFNLVYWA 
TYVNRESAIKGMIRKQ 


26216 


56584 


A 


26363 


217 


559 


MKKALQVAMFSLFTVIGFNAQ 
ANEHPHETMSEAQPQINSATGV 
VKGI\DL\ESKKITIHHDP\IAAVN 
WPEMTMRFTITPQTKMSE1KTG 
DKVAFNFVQQGTLSLLQVIKVR 
KPAQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26217 


56585 


A 


26364 


72 


157 


ERRKF* * SQSSVQKKNKERLQN A 
VIYLEL 


26218 


56586 


A 


26365 


3 


620 


VSGGGWEPSGTLTAFKTASAIT 

TEMASRS\QGIQQLLQAEKRAA 

EKVADARKRKARRLKQAKEEA 

QME\ VEQ YRREREHEFQS K.QQA 

AMGFQGNLYAEVEQATRRQV 

QGMQSSQQRNRERVLAQLLGM 

VCDVRPQRPSDLQKEEMTTFSP 

SLIIPARACRFLVRAQQSSGHLH 

YRAKDPVGTRSLRHTRSSRIHG 

GVPTEKTCVAKT 


26219 


56587 


A 


26366 


28 


187 


TGTESGQYHCKRRKMGPEPI1K 
SLWARSDEPVFWG/LFGAGGM 
WSAI1APVM1R 


26220 


56588 


A 


26367 


1 


870 


MAVWPTGALALTPSPAGDAGA 

CSTAGGPCQGARGPRGSGPPA 

WGPDAVLEPLRGQRKPYVRPM 

TST W WKKLPF Y RF YMLREGTA 

VPAVWFSIELIFGLFALKNGPEA 

WAGFVDFLQNPVIVirNLITLAA 

ALLHTKTWFELAPKAANI1VKD 

EKMGPEP1IKSLWAEPEM1NPNP 

KRSDEPVFWGLFGAGGMWSA1 

IAPVM1LLVGILLPLGLFPGDAL 

SYERVLAFAQSFAGRVFLFLMI 

VLPLWCGLHRMHHAMHDLKI 

HVPAGKWV\FYGLAAILTVVTL 

1GVCT1 


26221 


56589 


A 


26368 


741 


894 




26222 


56590 


A 


26369 


504 


558 




26223 


56591 


A 


26370 


897 


1097 


RKWSQSTRLPWETGPSSETSPS 
GP1VSPTRSHLASPRRPPPTPP*S 
SPRRLLG A 1 PPGIG VPPLN E 


26224 


56592 


A 


26371 


200 


657 


GPRRLSFVTGHKAYRGLGIVSG 
PTVPLVCAVCCSYWDPGVPRV 
VRLVVRLWPLCRCGGRSGDAS 
VAAAPLVCGGGI*DWDHCPFV 
CGPSLCALRPSCGCGSGMACRV 
VLLLRCPLAMFAFTSFFSVTEV 
GKFSPFPLPEFFFSGFALDLSLP 


26225 


56593 


A 


26372 


196 


404 




26226 


56594 


A 


26373 


1 


3162 




26227 


56595 


C 


26374 


287 


349 


















26229 


56597 


A 


26376 


365 


604 


VLAVSYPSLCLLL*KPIGPEDAI 
YALSSDFTCGSPTAAGRKQIRG 
EVCPRERCSVETCLSPNFHSLVS 
SFPFSLLQGFK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


26230 


56598 


A 


26377 


1 


1404 


TLVRCFPPLKLIFSIFKKKAASL 

GSSQSSRTYAGGTASATK.VSAS 

SGATSK.SSSMNPTETKAIPVSQ 

QMEGPHLPNKKKHKKQAVKTE 

PEKKSQSTKLSVVHEKKSQEGK 

PKEHTEPKSLPKQASDTGSNDA 

HNKKAVSRSAEQQPSEKSTEPK 

TKPQDMISAGGESVAGITAISG 

KPGDKKKEKKSLTPAVPVESKP 

DKPSGKSGMDAALDDLIDTLG 

GPEETEEENTTYTGPEVSDPMS 

STYIEELGKREVTIPPKYRELLA 

KKEGITGPPADSSKPIGPDDAID 

ALSSDFTCGSPTAAGKK\TEKEE 

STEVLKAQSAGTVRSAAPPQEK 

KRKVEKDTMSDQALEALSASL 

GTRQAEPELDLRSIKEVDEAKA 

KEEKLEKCGEDDET1PSEYRLK 

PATDKDGKPLLPEPEEKPKPRS 

ESELI DELSEDFDRSECKEICPSK 

PTEKTEESKAAAPGSCVGGCVS 


26231 


56599 


A 


26378 


1 


688 


ITAISGKPGDKKKEKKSLTPAVP 
\VES\KPDKPSGKSGMDA\ALDD 
LI DTLGGPE ETEEENTT YTGPE V 
SD\PMSSTY\1EELGKR\EVTIPPK 
\YRELLAKP1GPDDAIDALSSDF 
TCGSPTAAGKKTEKEESTEVLK 
AQSAGTVRSAAPPQEKXRKVE 
KDTMSDQALEALSASLGTRQA 
EPELDLRSIKEVDEGSLPDFQQQ 
SLSLGLPWPKMGQFLSSTFLEG 
SPATQRK 


26232 


56600 


A 


26379 


199 


384 


VYKECR*GFSHESPPSKPQS/HIE 
*KFCMCGENGQGLRKKSSSKN 
SFFGTSFTWVGRENVKHI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26233 


56601 


A 


26380 


166 


2172 


TYILRNLYKEVMLENYRNLLSL 

GKAVFFPFLH*FSRDLLIT*YVP 

QSQQFLSQHVLQIFLGLCAENH 

FHPGNSSPGHWKQQGQQYSHV 

SCWFENAEGQERGGGSKPWSA 

RTEERETSRAFPSPLQRQSASPR 

KGNM VVETEPSSAQRPN PVQL 

DKG LK.ELETLRFG AINCRE YEP 

DHNLES1MFITNPRTLLGKKPYIC 

SDCGRSFKDRSTLIRHHRJHSME 

KPYVCSECGRGFSQKSNLSRHQ 

RTHSEEKPYLCRECGQSFRSKSI 

LNRHQWTHSEEKPYVCSECGR 

GFSEKSSFIRHQRTHSGEKPYVC 

LECGRSFCDKSTLRKHQRIHSG 

EKPYVCRECGRGFSQNSDLIKH 

QRTHLDEKPYVCRECGRGFCD 

KSTL1IHERTHSGEKPYVCGECG 

RGFSRKSLLLVHQRTHSGEKHY 

VCRECRRGFSQKSNL1RHQRTH 

SNEKPY1CRECGRGFCDKSTLIV 

HERTHSGEKPYVCSECGRGFSR 

KSLLLVHQRTHSGEKPQMTFSG 

VTPQLLERTVLLLAEMHSRDAL 

RSGTHSQPQGAACTTGAMHLC 

RGTFWPQPLTQRGQLQKVIPDP 

E1P1ELKDHWVADTLQVSFFLCP 

VLPSLPSESSIFCLVVCSINYAV 

APQSGLMREKDVHVWECGPPP 

FARTAP1TPTSDQN WRPLREKY 


26234 


56602 


A 


26381 


434 


946 


NTFCLTAMKILCM WFSRWHSR 
WVGMQGPSC*PQRTLWMATLS 
STGRSCVPAACTPAPCGRISAA 
GRLRCSQLLPHAPAPAACCSCP 
SVHISFQPL*QLRTSLWTVQMK 
SQVTQTQVGSHSSTSQARALQG 
HQQVQKPGSRIRTGGVKPQLEG 
PGRWLKIRLEGHSWTCRQ 


26235 


56603 


A 


26382 


3 


2119 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26236 


56604 


A 


26383 


3 


2237 


NRRKFSVSIGFYTVMDAQYKII 

TKTAHLITKESPQEEGKEMFAT 

MSKLKEQLTKVRK*FNALLYES 

QQLLIPLEELEKQMTSFYDSLG 

KINEIITVLEREAQSSALFKQKH 

QVRTILFKWCNSSQKMTLCLVL 

GSMISMLSTAKITIAGYKSEVEV 

SVSHHCI*NCKKTLTLIEKGSQS 

VQKFVTLSNVLKHFDQTRLQR 

QIADIHVAFQVICSPC*DWKKH 

VETNSRLMKKFEESRAELEKVL 

RIAQEGLEEKGDPEELLRRHTV 

SPPFRDQRVLNAFLKACDELTD 

ILPEQEQQGLQEAVRKLHKQW 

KVSQDRTAYHLLHLKIDVEKN 

RFLASVEECRTELDRETKLMPQ 

EGSEKITKEHRVRLPHHSPHHLC 

EKRLQLIEELCVKLPVRDPVRD 

TPGTCHVTLKELRAAIDSTYRK 

LMEDPDKWKDYTSR*PQNGLW 

1STNETQLKGIKGEAIDTANHGE 

VKRAVEVSSGSLSKRGETLSWL 

KSRLKVLTEVSSENEAQKQGDE 

LAKLSSSFKALVTLLSEVQHLL 

THFGDCVQYKEIVKNSLEELIS 

GSKEVQEQAEKILDTENLFEAQ 

QLLLHHQVKMPLSSAKKRDVQ 

RKLESTLDGLERSRERQERRJQ 
VGAGS*ERFETNKETVVRYLFQ 
TGSSHERFLSFSSLESLSSELEQT 
KVYYGSLESIAVQAENLVKEAS 


26237 


56605 


A 


26384 


1 


390 


GTSLFDEEGAKIVKDLMSKAEK 

1NU Vrvl 1 LrVUr V 1 AUUr UdlN Arv 

TGQATVASGIPAGWMGLDCG/P 
ESSKKYAEAVTRAKQIVWNGP 
VGVFEWEAFARGTKALMDEV 
VKATSRGCITIIGKRSYTKLIPI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26238 


56606 


A 


26385 


1125 


2228 


NVMSHLGRPDGVPMPDKYSLE 

PVAVELKSLLGK*VPGSGAGRL 

CGGGSCQARCYAGSV1LLENLR 

FHVEEEGKGKDASGNKVGPVIL 

TLLG VR A* VCKRLWLN VN D A F 

GTAHRAHRYQEPCRLPH*EQYS 

YLLE*PK YFAKALESPERPFLA I 

LGGYEELFKIML*VLFAW**AIT 

WIGGGMAFTFLKVLNNMEVGN 

KCQVDVK*LSMIIAGC1NEKNG 

VK1TLPVDFVTADKFDENAKTG 

QATVASGIPAGWMVSHLSGLV 

V*VNRNSVVSFIHFVWNGPVG 

VFE WE A F ARGTKALM DEV VK 

ATSRGCIT11GK.RSYTKLIPPAG 

RJLIRGRCTGGGASLELLEGEGL 

LFFGLFGIRVDCAVRGG 


26239 


56607 


A 


26386 


2 


482 


TRQAWHEGPRGVPHSASLRSA 
RRQSAPSLTESPTSVPSCISKMA 
LSNKLTLDKLDWKGKRVVMR 
VDFNVPMKNNQITN'NQRIKAA 
VPSI\KFCL\DNGAKSVVLM\SHL 
G\RPDG\VPMP*QVTPLEPVA/V 
VELKSLLGQGMFCS*RDCVSPE 
VEKACANPPG 


26240 


56608 


A 


26387 




378 




26241 


56609 


A 


26388 


31 1 


578 


LGIRGQTLGFLSRARCGGSRRS 
LEMQNNAGEFVDL*VPRKCSA 
SNR1IGAKDHASIQMNVAEADK 
VTG RFNG QFKTY AI S Y FLNLFL 
HH 


26242 


56610 


A 


26389 


3 


333 


DAWDLCRVTSCFLSLSRAVWW 
QQAQPSLEMQNDAGEFVDLYV 
PRKC S A SN RI I G AKDHA S IQMN 
VAEVDKVTGRFNGQFKTYAIC 
GAIVRRMGESHDSFLRMAKADG 
IVSK 


26243 


56611 


A 


26390 


23 


389 


LAASFLSRARCGGSRRTQALEM 

QNDAG\EFV\DLY\VPRKN\SAS 

NRIIGAKDHASIQMNWAEVDK 

VTGRFNGQFKTYAICG\AI\RRM 

GESDDS1L\RLAKADGIV\SKNFL 

TGEESQDVGIFCHK 
















26245 


56613 


A 


26392 


1227 


1430 


GSSSPRDPQEEDLKLLKFAFSR 
GPPLSLVHPPPLLSYPSARR*PQ 
TPPRPPPRHPSLHPLHPPSAQP 


26246 


56614 


C 


26393 


17 


319 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26247 


56615 


A 


26394 


1 


645 


Ml H EQN EN IKKNTKTIKKNQTEI 

LELKNTVTEWKNLLEVFNNSFR 

QNEESVNLQTSYLKSLSRGEKR 

KKKCEEMIRDLGQYQPGPYMH 

DGYSRRESGPNVPRRAQVDGG 

DARKGTHRRKRVLERGLWLKR 

EDKKAQGYKGR*KGPRV*GTD 

PQEEDLQRLSAETWLVL*PEPR 

P*KAPAKKGEKVP*GRKGKAD 

AGKEGNNPAENGDVKTDQAQ 

KAEGAGDAK 


26248 


56616 


B 


26395 


1 


663 




26249 


56617 


A 


26396 


265 


735 


VMWLRYDTLSETHMHQLLGL 

NLLFLLSQD*VAEFHMELEWLP 

ATDTQTN AYIKRPVSLEPYLM E 

GGYNKVFLAKGNIPAKSYTFIHI 

LLDTIRDEMAGCIEKAYEKILFT 

KATWILFLNTPKQMMDNTKK* 

GWVLGPNNYYSFASQQQKLED 

TTIPS 


26250 


56618 


A 


26397 


215 


386 




26251 


56619 


A 


26398 


3 


515 


QLPESAYMHQLLGLNLLFLLSQ 
NRVAEFHTELERLPAK.DIQTNV 
Y1KHPVSLEQYLMEGSYNKVFL 
AKGMIPAESYTFFIDILLDTIRDE 
I AGC1EKA YEKILFTEATRI LFFN 
TPKKMTDYAKKRGWVLGPNN 
YYSFASQQQKPEDTTIPSTELAK 
QVIEYARQ\LEMIV 


26252 


56620 


A 


26399 


423 


4482 


KLVW1LFDF1CLAFL*FFSTYMY 
SCE* IL VKLTL YFSFH V YLLI YC 
ECENLTGTLDLVF1*KCKSLLIW 
IA*TVYKKIHMEGEVKG 


26253 


56621 


A 


26400 


173 


174 


AVSLLKHSNNDLCSS/GFPTSRT 
ADPTSCGSH\WPWGPQSLKQ*P 
ELYIGPF*PRLELKQLGCRAPSP 


26254 


56622 


A 


26401 


135 


699 


RDLVPCAPAAPAMAKRGQDTV 

WAMASEGASPNPCQLPQGVEP 

AGQCRRKMWG*SPHTEPPLGT 

A*WESLELPRDLLNGFDQNAD 

NDMDNE1QAEVVSDGDEELVG 

NQSKGTWCPVPQLLQLWLKGA 

KIQFGPWLQRVQAPILASFHKV 

LSLQGSAEGKCGVEAPTQSPH 

WALPSGAVRRGPPSSRPQNGRS 

ARREVVPCKAKGAELPKTMGT 
DLLHQCDLGVRHGVKGDHFGA 
LRFDCPTGFWTYMGPVAPLVW 
PIFPIWNSC1YPMPVPP1VSRR 
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SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














RL VEWL* PRDLLNGFDQN ADN 
DMDNEIQAEVVSDGDEELVGN 
QSKGTWCPVPQLLQLWLKGAK 
IQFGPWLQRVQAPILASFHKVL 
SLQ 














VPSLGSFHVVLVLSVHRRQELR 
FGNLHLDFRRCMEMPGFPGRSL 
LQR*SPHGEPLLGQCRREMWG 
QSPHTESPLGH*LMEL*HPPSPR 
MIDPPTACAVPLEKLQALNASH 


26257 


56625 


A 


26404 


851 


1387 


PKI VELLK YSG DQLERKLKKDK 
ALMGHFQDGLSYSVFKTITDQV 
LMGVDPRGESEVKAQGFKAAL 
VIDVTAK.LTAIDNHPMNRVLGF 
GTKYLKENFSPWIQQHGGWEK 
ILGISHEEVD*NIRFVIRNTLCLL 
WSCARWPSDGPTGDYNVQGR 
WS1DVFKT1IPVTGEASGEVSFV 














LRRLGITHVLNASHSRWRGTPE 
AYEGLGIRYLGVEAHDSPAFD 
MSIHFQTAADFIHQNKRAISAL 
HLCRKSGIRQA*MS1HFQTAAD 
FIHQNKRAISALHLCRKSGIRQA 


26259 


56627 


A 


26406 


2 


594 


SVLGLTLPAPRFKTLRRRWVQG 

QKVLRKAPFGKKPRGSLTFWR 

A STR VRDMANNRRELRRLGIT 

HVLNASHSRWRGTPEAYEGLGI 

RYLGVEAHDSPAFDMSIHFQTA 

ADFIHRALSQPGGKILVHCAVG 

VSRSATLVLA*PHAVPPPLPFVE 

A IKKVKDHRG 1 1PNRGFLRQLL 

GLGPQLAAGSGSMRGGGEKLR 


26260 


56628 


A 


26407 


605 


1231 


NCSNSGVWRISHKKERSIPDSK 
RRRSRGNTKSSSPRPTTRSLEKL 
LTSGSPRI WPVRMS * LHDKA RR 
ASFSSSSSAIKKAFSSASRSSNES 
VSSLSNSSLEGQSKSMS1SSSST 
GVGSRLALGLYTSSEMVKGSSF 
ILSSSSLGGSSYSRAAFTGELEIK 
GAEMFSSLGNGTPVLRAVTLEP 
SL SRRTNTL LLQ WFPMCN WRL 
RRVWI 


26261 


56629 


A 


26408 


771 


1121 


FSPKLLPRREGRKPCEAPARTQ 
TPRSKSSTPPSQV**SVDSDPQP 
KGKQDRSRGGPLQERAQRESG 
PNLLAATVVPRPRAERHPAISTE 
GPTGPPEGSAPSATSSVAAAGP 
APHSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26262 


56630 


A 


26409 


3777 


4343 


DQEEPFSGNSSI IQSLFT1 KJLN PQ 
SSLQEVCSLDTHNSPVRVFKNS 
CSAKFHFKFVWNVILLLQLSSE 
EL1LSFVIPGVGHCWSSYCYILQ 
PRIFPLWSFYIVIYVEDSSICVSS 
LFPSWR*RP*1IGS1K*CLSSQMG 
WNFQSW/NLPR/CVVLVLWSIK 
KGL/HIWCMPDFPAFRKESLLN 
FRWLGHLLA 


26263 


56631 


A 


26410 


473 


667 


PCSDWGWRSPWNLQLEETWAL 
*CCSHSHKVSQEGTWMKLETII 
LSKLLQGQKTKHPMFSLTGGN 


26264 


56632 


A 


26411 


1416 


2108 


QRAN1QNLQRTQTNLQEKRNPI 

NKWVKDMNRHFSKEDIYAAN 

RHMKKCSSSLAIREMQ1KTTMR 

YHLTPVRMVIIRKSGNDRCWR 

GCGEIGTLLHCWWDCKLVQPL 

WKTVWRFLRDLQLEIPFDPATP 

\LLG1YPKDYKSCCYKDTCTRM 

FIAALFTIAKTWNPTPKCPS\MI 

DWIKKMWHJYTAMEYYAAIKK 

DEFMSFVGTWMNLETIILSKLL 

QRQKTKHRMFSL1GGN 


26265 


56633 


A 


26412 


1 


278 


FRCSSYYYFKYFFCFFLFSLLLF 
*1FFLFLSLLFASLLFLASPLCVC 
YFFFIVVAQFLNSLFHFFSLFVL 
CFSGLEVSID1SSSVEILSSAMSIT 
LMGLSKAFL1T 


26266 


56634 


A 


26413 


181 


742 


PLLKSGCISFLLLRLLVKLYRFL 
VRRNNSTFNQVVLKRLFMSRT 
NRPPLSLSWMIQNIKLPDRENR 
KAVAVGTITDDVRVQEVPKLK 
VCALRMTSQARSGILGAGGKIL 
TFDQLAPDAPKGCGTVLLSGPR 
KG * EV YRHFGKA PGTP YSHTKP 
Y 1 RSKGRKFERTRGRLASRG YK 
NY RS YPLIKDCL 


26267 


56635 


A 


26414 


368 


675 


SLSTLLSSRDCPLATISKQLRVL 
ARGCVVNNCFCKHLLNTCSLA 
GTVPG*GASSGRQKFKLLAKFK 
VLARLCSSGGSRGEPFSCLFLFL 
GATG1LRLMASSS 














LLGNPSPVVKGRPCRHDGSEI/A 
PRVYFRGCS*SSHSWVSHFLSA 
PSHPRMLPTSRHRPPLRPLT*ER 
RGKRRDD*PLHHP*P/CWSTCSP 
STSARATPTPPSGSGW 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26269 


56637 


A 


26416 


347 


725 


EAKRRRPLSTLMEKRCFQPLWT 

RPSRKKPRGRTWRPPALNPTR] 

AGPPSPPAVSPGFGPIPP*S1SCFP 

KGPGFSMGFLRLRCFSAVQKVL 

APGSPA*PCLSCGPFRTALGDL 

ARTPEKLCWLERS 


26270 


56638 


A 


26417 


525 


708 


IVAEL1QHHQLPCSHPLSGGKIK 
DQQVVFLSLSP*SSHNKTLY*AP 
KTNQRPQDYPEGCNA 


26271 


56639 


C 


26418 




1050 




26272 


56640 


A 


26419 


934 


1708 


PQRGVWVLSV1LHFPWLGSGPL 
PNSAGD*AARYSWNQILKPDC* 
WKLSSAAGISFQRS*VNFHYGE 
FCPKI PSGM YESKLGSIITDKTP 
HFLPAQKTRSTPSPATAPLPGAT 
SPRPPRGRRRRRRCPEQQPPPPL 
QAGPTAAARHRQDPLPRFSPLC 
FHSHPRASGAGSRPAPARVSPW 
TRRPAAPVSSGRGRLAPKRSLS 
PRPPRPGQGGGRVPARRELPLA 
PRGLCVRLVYSLCSSLCGSLPSF 
SLGSLVFSSSDQG 


26273 


56641 


A 


26420 


630 


734 


TAARSGYPGRAGTLTGLHPMQ 
VCRCRR*PYSRGT 


26274 


56642 


C 


26421 


4 


90 




26275 


56643 


A 


26422 


216 


305 


ICWKYFCAG*CGKYFTLGPRSH 
SYRRSDY 


26276 


56644 


A 


26423 


859 


1248 


CVISVFRASRK.SKHNVIAVVFS 
YCSVSVGQRPAVP/QHQVLLQT 
QGISGYPGRAGTLTGLHPMQV 
CRCRR*PYSRGT**/REPS*LREG 
GSAPPKSVCWPVGACIKRLSSM 
SSSFSSFPFIKHAHACCRVLS 


26277 


56645 


A 


26424 


132 


548 


SSGFSWGFFSGYQRCRESR/CD 
YPPPDMEIRGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPVI 
GVAAHKGGVYKTSVSVHLAQ 
DLALKGLRVLLVEVWDHGPTR 
IVGL1ISLGPRSHSYRRSDNQTG 
TTVPLVSSV ; 


26278 


56646 


A 


26425 


382 


697 


YAVKQAKTTFEDMTGRRASLL 
LHKGYLEFELFLQTAAYQSGSP 
APQGTWSGTGSVCHCCSLAE*T 
PFRTTGACCGLMARTGHARAA 
SICPPDAVAPLSPSPNAWF 


26279 


56647 


A 


26426 


167 


412 


SYVKYFPHQPAQKYFQQIHCAI 
G LHN AG YPGRAGTLTGLHPMQ 
VCRCRR*PYTILSLQEQTDVVSL 
N 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possinle nucleotide insertion) 


26280 


56648 


A 


26427 


3794 


4021 


RGLCAPLPPLTPCFSPPLRRRAA 
SHLAPPTPLPTPQTPTRTRA LPS 
SPGLGRGA*RTVLPSAPPEVPLA 
WGCRRA 


26281 


56649 


A 


26428 


65 


564 


PHPDSGPQ*LQ*PHPDSGPR*LQ 
*PHPDSGPR*LQ*LQ*PHPDSGP 
Q*LQ*PHPDSGPQ* LQ* PH PDSG 
PR*LQ*PHPDSGPR*LQ*PHPDS 
GPR*LQ*PHPDSGPR*LQ*LQ*P 
HPDSGPQ*SDSGPRGHR*LQ*L 
Q*PHPDSGPQ*LQ*PHPDSGPR* 
LQ* PHPDSGPR* LQ* PHPDSGPQ 
*LQ*PHPDSGPQ 


26282 


56650 


A 


26429 


184 


438 


DPAVDLCDLSSRRLLFS*RYVL 
VMLFSISLVSFVFISVHVICNYPF 
ALFFVCASFCGGAGGLVEFVL 
MI VGDA S A ALLCMPRCEC 


26283 


56651 


A 


26430 


524 


1995 




26284 


56652 


A 


26431 


601 


1058 


LPSSGGRCRSPKTR*SACLVSGS 
PRTPAMIRSGAGQPLARSPPTPT 
PPFCRPLTRAPQASSMTWTGTS 
TTTWTLCAMRTDCTGLPSTSPT 
WCFCTRSSSWPAATSGSNSRAP 
ARSWSTLCLSC*SASTRPGPRGP 
CRRQWWRRATPSRPSAR 


26285 


56653 


A 


26432 


1 


371 




26286 


56654 


A 


26433 


71 


335 




26287 


56655 


A 


26434 


2 


416 




26288 


56656 


A 


26435 


60 


370 




26289 


56657 


A 


26436 


466 


1454 


PCVFQ1GPRR1HTVRVRGGNKK 
YRALRLDVGNFSWGSECE*GPL 
GVGGKTHLNGFK1HRARPALIF 
LNSAA*EIGAGKDCGLPNITRN 
VG*GVVEDELMPHGL*RLRVPF 
ISP*GPHGAEEPGGVCQGHLSSS 
LLDAKFLL*AGCTRKTRIIDVV 
YNASNNELVRTK.TLVKNCIVLI 
DSTPYRQWYESHYALALGRKK 
GAKLVRVTSL*GLWGGQPDSS 
LLVMKTLSSSATEGREMRAF*A 
EEGQHWGVQGSRKLPGPAFLP* 
AH IFVSPFQTPEEEEI LNKKRSK 
KIQKKYDERKKNAKISSLLEEQ 
FQQGKLLGEKADELEVGSRRD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26290 


56658 


A 


26437 


2 


787 


SQWLKLPSPLPHAGISRYYNWD 
QAP*KTGGPRESPYHKKREVM 
KLGRPSCPN/NPKIGPPAGIQHSP 
VCRGGYQE1PVPLRLDRGEFLP 
GGSECCTS*NKGSS1VVLQCHL 
NNG AGFVPKTPGWKEFC1 V ASS 
DQQQPYRPVVTSSHLCACPLGP 
QRKGAQAGLLEERRDF*TKKRS 
\KKLRKEI * LKRKKNCQNS A VL 
PGREQFPARGKLSCRA/SRFQGP 
GQL WAEQDG FC A * EG QKSLEF 
LSLGKSKARKGQIKSFVLSSPM 


26291 


56659 


A 


26438 


62 


872 


AN WTEPDDTKTMWRLS VPLDR 
SPQTQNCTGEPLMPTGRQELPQ 
RGPEPM EAPAPARPQSRRVPA A 
GPVARQPHMRPPHSKQGEKQK 
MPGSRWPGQRGRGRWGSPLES 
A**TRKIFTG1PILPLLPGTPGRP 
APEEGMQSADKNRVKRRGGTQ 
RNSALALEFCELLFVSSKWFCA 
LPSTLRLKALSAAVALLAGDPE 
FGVRNVWVWVAGGVRCKRVA 
HRTTEAGAFFPDWFVWVFAAT 
KRGDGETSGCEHSEPVSGSSGG 
SPPRGQYLPGM 


26292 


56660 


B 


26439 


1 


606 




26293 


56661 


B 


26440 


48 


381 




26294 


56662 


A 


26441 


16 


209 




26295 


56663 


B 


26442 


466 


1275 




26296 


56664 


A 


26443 


2 


252 




26297 


56665 


A 


26444 


95 


266 




26298 


56666 


A 


26445 


119 


343 


CTLRQESKLSRGDLTAPPVSSPR 
GHRSSKKGGNT*LGSMQL*AES 
CRAEPPRPALLCPGRSVSACQW 
GPEGPFF 


26299 


56667 


A 


26446 


1 


383 


NTGLGRGKAMTPSMSCR1SML 
LQRPGG VL VG WDPD AAHPVGT 
*RHSVAQHN*MPW*GAEGMGQ 
PC*WHGMGTSDGPGLSDSERPE 
LS/HADSEGRVSKAKQSELAGP 
GQKR*GQKPPKGYRFQERTQR 


26300 


56668 


B 


26447 


430 


540 




26301 


56669 


A 


26448 


111 


591 


PGAPSSHSGPRLLAWEPIVLAP 
VASLGLGEAEDCSFLGRKAGV 
GPRHPR/ARRVHGSGSRETCRG 
*QEPRPMLREPVCSAFLRTVKK 
LSGRVFPPLAVKQVLSAAPAVP 
ALLRTAPKTPWDGPESAESQPP 
SLGPAVVLD1SDRRKQET1KAT 
GGPGRLRR 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26302 


56670 


A 


26449 


1041 


1410 


QEERG K VEE * ELEGRRREE KRR 
GRGRRGSGLEEGRRRRRRGGG 
DETKDKR*RKRGGHRKEKKEE 
RRRRRRGGGAAKKEEEEDRLP 
TRAFSCVEQQSASKSPLVELHP 
GPIPQGPPLAAAGAC 


26303 


56671 


A 


26450 


288 


424 


KRPAEGAPNP*GRPGIRPQA*K 
RPAEG A PNPRGPRRKEGRSG AK 
GSLDTGDGGEAWWAGSPHPS 
WP 


26304 


56672 


A 


26451 


111 


540 


LPLALSNPKQEVVSGRGGQVDS 
QAGLTMTGRAVCCLQLCLNAS 
GAGDAEAMSAGPPGPGPARAD 
TEQLPSPSLPQVS*HWRGSASTS 
ATRTWPLRRRCSSMARSTCRAS 
ASASAGPWPWPGAPVPWRHSA 
EPSCSQLPGPSA 


26305 


56673 


B 


26452 


57 


558 




26306 


56674 


A 


26453 


804 


1524 


ARETSHGDFLHFPLIWLFSLKG 

NVPAARJNIMNWNQGLISHVGE 

GNVNRKHDVIGFNFPWNCLFN 

VSDLVTMIG SPRQRN HFGL VM 

VLTGIHTFHRHVGHCRCGPWS 

NQASHQKGDDLEHEQNPTNNA 

QLLGAHVFYNCPRPFLRPPFFFS 

P*NKCFRGELFAPSSHHSPSFLA 

SFLGAAKLQRCWSAARMGPGR 

KAPARIPPAQPARVPPMPGAVI 

VAAPPPVDAP1VRICVHVCLHH 


26307 


56675 


A 


26454 


2 


330 


SCSRSGTALGVPVLAGPVRSAL 
TYLPAHSAGQRHQHDAGPTRG 
LGAPDLPPVVTPGEQPSPCRGQ 
DQVPIVAAGE/PRCAPSLGSPPG 
LE/PVSLSSMSSPPRPPSCPLSG 


26308 


56676 


B 


26455 


1 


969 




26309 


56677 


A 


26456 


43 


568 


RSRLVFPLYFHASQGPGTASRE 
VPGGWAWGPVAQRINGICLLH 
STGPEAPSTMPPPTRLCGGPCGP 
ALPFSSQLAARGNPRSLPAAQL 
RALLSKISPPVVTPREQPSPCRG 
QDQGADCGKQVNKMCSQAWG 
SPPGLELCPCHQ*AGPPRPPSCP 
LSG*FVLRTGAPGAAPPSGTV 


26310 


56678 


A 


26457 


1 


456 


HEDAASSFQADVSLGNDAAVP 
LSGRGGINTYIPLIIPGFPYPTAA 
TTAAAFRGAHLRGRGRTVYGA 
VRAVPPTAIPAYXPGVDMQPTD 
MHSLLLQPQPPLLQPLQPLTVT 
VMAGCTQPTPTMPLPLPLAME 
LALWRVYTEVATADLPPTEVT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=po5sible nucleotide 
deletion, \=possible nucleotide insertion) 


26311 


56679 


A 


26458 


609 


1031 


VCKSYPGHQGSSCLPDGQIQLW 
LHGYGQEFCGQETHPFLDG*RG 
AESL*GHNSGHDQWCLGDGCC 
WGWLLTYERHEQLPAELEAPG 
GWGKDGDSRGTESTC*EAGAG 
AGPAHPAPPAPAAEGEPDLFQL 
PGQGCSRIPCG 


26312 


56680 


A 


26459 


1 


393 




26313 


56681 


A 


26460 


357 


843 


QTEGGAQTDGQQSQTQSSENSE 
SKSTPEDNKICG*KPDHK*TFLF 
YQEISISPRCACFPPFSRCMQGF 
GFVTFEKCNF MFPN V VHFFP AL 
FSPCYDMH*SSLSSNSLKCLPSI 
VVTVHLLLNAS*NFCH1LGLPL 
VPGFPYPTAATTAAAFRGAHLR 
VFV 


26314 


56682 


A 


26461 


3 


1172 


GRAHGEAAADGGGGMQNEPL 

TPGYHGFPARDSQGNQEPTTTP 

DAMVQPFTTIPFPPPP*NGIPTEY 

GVPHTQDYAGQTGVEHNLTLY 

GSTQAHGEQS\SNSPSTQNGSLT 

QTEGGAQ1ADGQQSQTQSSENS 

ESKSYPRNGLHVSYYFLSGFRD 

P\DFRQMFG\QFGKILDVGIIFN* 

RG SK VNNATARVMTN K.KM VT 

PYANGWKLSPVVGAVYGPELY 

AASS\FQADVSLGNDAAVPLSG 

RGGINTYIPL1IPGFPYPTAATTA 

AAFRGAHLRGRGRTVYGAVRA 

VPPTAIPAYPGV/DLPGTDFTYL 

TSMVDMQPTDMHSLLLQPQPP 

LLQPLQPLTVT V M AGCTQPTPT 

MPLPLPLAMELALWRVYTEVA 

TADLPPTEVTVKPLQMGQPPSS 


26315 


56683 


A 


26462 


1196 


1459 


KQCQRRCLETEVWKLSKLQIST 
KASNRQDRSTFSAPPRKSQLM 
W*TSLLSYFQKLPQSPQPSATT 
ALISQQPSTLNPQPWPGSCPGG 


26316 


56684 


A 


26463 


2234 


2702 


MLFIAAMAPPSLSSDAAMTTGI 
SSCLPSTACRRAFGTKSIG*GPTI 
PESSRWQQKGGVSGDGRSSCR 
RAVAPLEPVPRAPEAAVARPRPP 
SHGRDPPPGPDPPPLRTPASAM 
DKSAGTSCRLSPLKALGSARAE 
QTMGRPAAERSYPLLRAQYSSR 














MLFIAAMAPPSLSSDAAMTTGI 
SSCLPSTACRR AFGTKSIG * GPTI 
PESSRWQQKGGVSGDGRSSCR 
RAVAPLEPVPRAPEAAVARPRPP 
SHGRDPPPGPDPPPLRTPAS 
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NO: 


SEQ ID NO: 
sequence 


hid 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26318 


56686 


B 


26465 


18 


123 




26319 


56687 


A 


26466 


19 


347 




26320 


56688 


A 


26467 


3 


746 


SRKLLSKSVP*LNP*SR 


26321 


56689 


A 


26468 


1705 


2031 


CDAPGDPQPGLRDISWLGTTDR 
SASPQRLAAAALTAGNGRRCSS 
GPRRRPPP*PLARPRQRRQPPER 
QPVVWPPAFPARWAEHTCPLA 
PWQPRSPTTPSQPAAVTARAS 


26322 


56690 


A 


26469 


1 


420 




26323 


56691 


A 


26470 


65 


330 


RDCEARCARGPFWSWLSPRRK 
GK.RQKSQL1SQRLERHFLSGKN 
RQKRPSKMAG PDG A APLEPG A 
VAAPMGPKSSRGSPGRAGKAA 
ETS * S PG RAGKA AETS 


26324 


56692 


A 


26471 


327 


981 


ASYQKFFQLLPDCNLAPSPHPQ 
VPATPSTSWGHLSKPPGAFRK.R 
HSSSRCPKAGHQWGGGQRNTP 
TAAHFRRLSAGSLQLCPQLRVS 
PLTTGSLPPRSREPPRTPAPPSPY 
PNCRPLPKSTRTPSVGWSGPPSC 
GTRLQSHPQEAPAG*GSVRRPF 
LGP*RMPS*ALL*KHTGGL*GPP 
HPPMPTMCQPKQASKLQLLNC 
PQPSPSQGAGATMGNVG 


26325 


56693 


A 


26472 


336 


923 


LKN1FLSLPRS1NIRFATLLDTPG 
VENLVIACLQKHS*PYF*GS*NI 
CLSFQDGTLYHKMHAVCLKCL 
*KPSLLSLL*DIEYIRSHYN1EDFI 
YFSHHQREEHGHMHHFALNPIF 
RHYTKFFLKVYL*SCTQTSVLS 
LSDILSPKI* IAVFQFQNPYAHSL 
TSALHYLVPVRPRLLPGLDDQC 
PGHNTFPVVS1N 


26326 


56694 


A 


26473 


97 


298 


DNLTLLPRLECGGM1MAHCSLN 
LTFSSDPAASAS*VAGTTGT*H 
HAWIFVFLCNWLRNRGVTVKK 
RS 
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SEQ ID 

NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26327 


56695 


A 


26474 


1958 


3269 


KFTMS1LKIHARELFDSRGNPTV 

EVDLFTSEGLFRAAVPSGASTGI 

YEVLELQDNDKTRYMGKGVSK 

PVEPINKTIAPVLVSKKLNVTEQ 

EKIDKLMIEMDGTENKSKFGAN 

AILGVSLAACKASAVEKGVPLY 

HHIADLSGNSKVILPVPVFNVIN 

GSSHAVTKLAMQEFMVLPVGA 

AN FREAMPIG AE V YHSLKN V I K 

EKYGKDATGVGDGGAFAPNIL 

ENKEGLELLKTAIGKAGYTDK 

VIVSMDVEASEFFRSGKYDLEF 

KFLDDPTRY 1 S PDC LADL Y K.SFI 

K.NYPVVSTEDPFDQDDWGAW 

QKFTASAGIQVVEDDLRVTNPK 

RTASAVNEKKCNCLLLKVNQIR 

SVTESLQACKLAQANGWCVM 

VPHHSGETENTFITDLVVGL*PG 

QLKTGAPC*SERLAKYNQLLRI 

EEELGSKAKFAGRNFRNPPAK 


26328 


56696 


A 


26475 


2 


684 


HSGSSLLHFP1LLINRKGFSPTG 

M1SLMCNR1VLSTHAKLQSCTP 

SNLPSQLP1GLSMSTPTKYRKLS 

FPGKTSQNITVPDSIVSPTFKETL 

EFISKGGSSTCIVSPGPA*SLSNA 

VSSSSMSSSLSNATNTPQSSSH* 

KSCFPWYTPSVKP*PRPSSSNST 

PKN1PETVLSANRGPLKRTTPG 

NFSSPDLSCTFTGQPPSIWRPLL 

KLVSGFK.QAEPLLT1GNCQK 


26329 


56697 


A 


26476 


1284 


2339 


APPSARGACAASRRAAVPALPT 

PPSVCSGSHMSTYWPAAPR**T 

PGSSTAASPSPAASRAPRAASPV 

LTASPPLPAASPSPAASHAPPAA 

SPVLTASPPLPAASPSPAASPAP 

PAASPVLTASPPLPAASPALAAS 

PVHTASPPVHVASPPVHTASPP 

VHVASPPVHTASPHVHVASPPV 

HTASPHVHVASPPVHTASPPVH 

VASPPVHVASPPVHIASPPVHT 

ASPHVHVASPPVHTASPPVHVA 

SPPVHTASPHVHVASPPVHTAS 

PPVHTASPPVHVASPPVHVAYP 

PVHVASPPVHVASPPVHVASPP 

VSCSGDSTSDCFPPQPGAVFPHS 

LAPSLGGWSHLVAALP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26330 


56698 


A 


26477 


131 


544 


TGRPLPRPLKTQEIPSGCGVMG 
RATPGTSGLGDSVRRVRGAIPA 
PRSSLGRGFTCV*LTTGAQLAPS 
LVPAAPRLPAALMDIQPEPLAS 
AAPAATGPAQVTAATPLTTASA 
TPLTTETACSLGSSAASPLAPRA 
HCV 


26331 


56699 


A 


26478 


1440 


1877 


PFQNLFQRNERTSCLCCLCMGA 

TWASLRALCCSPSP*HGW1SW 

WWSTPTPFANGSVTSCSALTRS 

RWRPTWSEASGLWHAPAALL 

WKLRPLTPCFRSPISLSDLDLTS 

HHQQG A PTMHTCLG VG SSS WE 

LQAIFVLSYWFSPLHC 


26332 


56700 


A 


26479 


56 


345 


ITWHLGLMMLSRSLGL*SGISF1 
NFPM\K*EM1PY*KLS*IQNLFQF 
PKVRPKGSQFGQVKH 


26333 


56701 


A 


26480 


392 


634 




26334 


56702 


A 


26481 


416 


601 


FL1TDPRIWKASSDPSAKLFTFP 
SGFLM*AGTWMKLETIVLSKLT 
QEQKTKHCMFSLISGS 


26335 


56703 


C 


26482 


34 


279 




26336 


56704 


A 


26483 


173 


307 




26337 


56705 


A 


26484 


196 


527 


SAVAAACSRPEEDAMELVLVF 
LCSLLAPMVLASAAEKEKEMD 
PFHYDYQTLR1GGLVFAVVLFS 
VGILLILSRRCKCSFNQKPSGPR 
R*GSPGGRTSSPPMQQKPQKAE 


26338 


56706 


A 


26485 


597 


797 


PSENELKALGYTSSAWKRFSEQ 
QWGLSLGSSAPSWRLPW*GDW 
ELPGEPGGDSSHRPFPGPIPRAP 


26339 


56707 


A 


26486 




184 




26340 


56708 


A 


26487 


256 


635 


GCVAPQI REQH AQSTEN AAKPT 
RRIHSRQSEKPGRWRHGWRAG 
G WRRSKRAPA RH RPRCPA VCP 

KlJUfcUCoKbAAljA ULbOooAL- 

PTSSTGASCCFCVPGQLNSVGF 
AVLGSKVLWTPGESPFCQ 


26341 


56709 


A 


26488 


1 


378 




26342 


56710 


A 


26489 


1 


571 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26343 


56711 


A 


26490 


105 


849 


RRQDSGQSPAWPAGALLLTLLT 
HCAVPGSWAQSVLTQAPSASG 
TPGQRVTISCSGSSSNIGNNPVN 
WYQQLPGTAPKLLIYRNNQRPS 
GVPDRFSGSKSGTSASLA1SGLQ 
SEDEAQYYCAAWDDSLNGSYV 
FGTGTKVTVLGQPKANPTVTLF 
PPSSEELQANKATLVCLISDFYP 
G A VT V A W KADG SPVKAGWET 
NKPSKQSNNKYAASSYLSLTPE 
QWKSHRSYSCQVTHEGSTVEK 
TVAPTECS 


26344 


56712 


A 


26491 


129 


1191 


RSRPQCLGPQGRRVTISCTGSSS 
DIG AG YD VH WYQQLPGTAPKL 
LIFRNSNRPSGVPDRFSGSKSGT 
SASLGHHWGSRVEDEADYYLP 
VPIDSSLSGSTVLQARGELRQEP 
TSSSARRSMKKGRDLGEAQLQ 
LRVEKTGLRTISSMAWSPLFLT 
L1THCAGSWAQSVLTQPPSVSE 
APRQRVTISCSGSSSNIGNNAVN 
WYQQLPGKAPKLL1YYDDLLPS 
GVSDRFSGSKSGTSASLAISGLQ 
SEDEADYYCAAWDDSLNGYVF 
GAGTKVTVLGQPKAAPSATLF 
WPSFEDASDDEAEL*CAIRDYY 
PKAVMVA*KTN1TPLKQGKDTP 
SPSLLTPSSDEVKSYKNLLPGFP 


26345 


56713 


A 


26492 


283 


840 


TLPAGFTDV1SIHKTGENFCLIC 
GINGRFAVHC1TLEEAKYKLCK 
VRKIWFHDAHTIHYLDSFVKVN 
DTV*TGKITDFIKFDTGNLGRIG 
VITNRKKHRGSFDVVHVKDAN 
GNRFAPWLSNIFVTGKCNKPWl 
SLPRGKGIRLTIAFHSDKWFCSD 
ISVQNLCKRFSQGDTGIKNSEA 
RRCSNLQV 


26346 


56714 


A 


26493 


1 


843 


MARGPKKHLKRVAAPKHWML 
DKLTGVFAPRPSTGPHKWRECL 
PFI1F\LRNRLKYALTGDEVKKIC 
MQRFIKJDGQVR\TDITYPAGFM 
DV1SIDKTGENFRLPLTPKGSAF 
A V\H RITPEEG Q VQSC A K* * R Y I 
VGTKRNPFI* VTHDAR\TI R\ YPR 
NPLIQGEMDTPFQIEFKKTWPR 
LT*FPSKVPNTG * PC VM VTWRC 
LTLGRI\GVIT\NRERHP\GSFNV 
VHVKDVANVNRFAVTRLSNIFVI 
GKGN\KPWISLPRGKGIRLTIAE 
ERDKRLAAKQSSG 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26347 


56715 


A 


26494 


375 


1327 


QPYFPMETVMTLEGGQKPVME 

SYTLHYLPCLLCLPWRNPESSE 

WQRQLLDFPLASAPGSGLTQH 

MAAPKSGQNLEAKPK.GQASLV 

LSSRKICGVLSGACAACPGGPA 

R* VDPA 1 PFPLAGE AGLEGRPRP 

QRCAAKWQSRDLIPGLPGSTGL 

PFPPY/PPCSPGALLSQSPPQAAG 

SLLARTPHAQGCPPPRLRPARIL 

P WPA S S ARR YTPQ PS RKG TQRT 

PLFSLNLLETTTASYSLDFLLTA 

PEGFSPLFTASQEHDQNQQEHD 

FLLQDEGLRSPVKTRARLPLGL 

HGDKVEKAGPWSLGARESNLC 

SATSQRSAVAAGVPRAQPLPPK 

G KG WLDPPTWQGRRDTQRTLR 

SIHHRFYGYSARGWPGPLALLQ 

G F VRSLELPCAG SDQNRGQRLK 

GN PG AAFAIPKTLDFSKAGKED 

KGGNGVCTTPSQAFDPLPRSSQ 

SPLGNMAVSGSSSSGSWKSSGT 

QEKKSLNQKRKVDEAEKKEEK 

EKKKEPEPNFQLLDNPARVMP 

AQLKVLTMPETCRYQPFKPLSI 

GG I IILKDTSEDIEELVEPVAAH 

GPKIEEEEQEPEPPEPFEYIDD 


26348 


56716 


B 


26495 


1919 


2074 




26349 


56717 


A 


26496 


179 


431 


PPTSLIRVSCTSTSTSLCTSWLCS 
SLSWLYSWAGPFFSGKMTASC 
RGSGQ1NREIVLMLLLRS*VFVV 
ISPLEGGSETSPFMDL 


26350 


56718 


A 


26497 


37 


199 


DGLPGLALGLDAQASWSASVV 
TGHRPPAPPGLALGGCHGPAAP 
P*SGPAGSPCH 


26351 


56719 


A 


26498 


3 


224 


TGHRPPAPPG LALGGCHGPAAP 
P*SGPAGSPCH*TAPRGAGTPLP 
G SRRTGTSP WPHPPG LPHIPDVT 
GGHRH 


26352 


56720 


A 


26499 


151 


403 


MPRHRRSASVVTGHRPPAPPGL 
ALGGCHGPAAPP*SGPAGSPCH 
♦TAPRGAGTPLPGSRRTGTSPW 
PHPPGLPHIPDVTGGHRH 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknovvn, ! 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


26353 


56721 


A 


26500 


1 


465 


VSPKLLPSYASRPYLVPNALSSP 
SVPPALSASSAPPRPATRRRPPP 
RGLSASWPLRRRSRQDAGAGS 
RRLRERQNRG RRRSDL APTLG A 
GLRRDRPGRQPRPGKALAPFAV 
PRPRTNFRGRS*KSGSQRTRTPP 
RREICRTHSRDRPRKLVRGRGT 
ANGARALPGRGWRPGRSRRSP 
APSVGARSERRRPRFWRSLRRR 
EPAPASCRLRLLSGHEADRPRG 
GGLRRVAGRGGAEEAESAGGT 
LGDERALGTR 


26354 


56722 


A 


26501 


1 


1344 




26355 


56723 


A 


26502 


548 


689 


LGKFAPGLTASKAEATAAELCL 
KYPLEICTFL*GCVCVCVCVCV 
CVL 


26356 


56724 










TLA*AAAASTSCSPRPPPPSPAS 
TTTRWRAPWRTR* EPPESLCTG 
MRSWPSGMTACTQTPSTAPPSP 
HPPSLSDSSALCSSASVRRMWI 
MKRLKPSMMHVLCMTVDL 


26357 


56725 


A 


26504 


920 


1420 


TLA*AAAASTSCSPRPPPPSPAS 
TTTRWRAPWRTR* EPPESLCTG 
MRSWPSGMTACTQTPSTAPPSP 
HPPSLSDSSALCSSASVRRMWI 
MKRLKPSMMHVLCMTVDL*LI 
PTSTPTT*PSELLAPSPNSPIDTT 
QMSGLTATSVPKKLAFSWQQL 
CY1SL1QPLSL 


26358 


56726 


A 


26505 


1 118 


1403 


AGWDPSFLISFSGLSNAISSSSSS 
LSSQ*ESNASA*YSSATSGSSGIS 
WYPRSDVASSTIDSSSWRSMEG 
IG*DSGRFSKVGSSDSSSLPCHL 

ss 


26359 


56727 


C 


26506 


29 


379 




26360 


56728 


A 


26507 


3 


948 


GVSLCCPGWSAVVGSWLTAAS 
TFRAQAILSSSWAYREPPVRVG 
RRPQPPLLLTRAQGRVISSSFRH 
LHDF V WRTAGKESTSG AN ETG 
PLPERGRRPGGRGPGSRSPRSH 
AVQREGAAGSVPAAGRDGGRA 
GHDVPHEGQRAEAAAGEAGGE 
FPLLLSDRRGRARRSPAAGALQ 
SRPGRARHLLHQLH*GP*EEVS 
L*VQQRGAVSGVDGGSASGQL 
RVHAEKAHLLQERNPEG*RAK 
DPLGTVSALSEEARFQLRWLAG 
VSAGHGGQRAAGRDWPCPAM 
NRLAMPGSVLFWFLVFGSGFH 
CVAQARVQWCHSSL 



3557 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26361 


56729 


A 


26508 


31 


202 


ILITY1IKLINQADFSTP*FMSHLI 
VSSRILCTEKWNFHFPPHF*D*Q 
QTFCTLQFL 


26362 


56730 


A 


26509 


471 


1716 


FKRGQYGQLLRPRFHHGQILYA 
RRQGADAAGDSDFCTEWPAAL 
DSDEKCEKHFPIEIDSTDYVXHH 
GPSVRNPRARVVVLRWLRITLH 
ESAAVEGLAVFPPARRHREPEY 
SIPSPSQAFTPAVLATRVTGQLG 
GHTQIQNPTVAPTILGNTPTFHL 
TCFRIFSLPRHLFPKDKWRTLG 
APFLRTLLLVGTESSVHLSGIDP 
DLLVFEQSPTYLNTRSSSNRWD 
RLRI LKA MNLDKQTTTING MLP 
STEAPSSTTHQDLVVNTNSTSY 
SKELTTDFWARFTSLNESITTKI 
NK VSPSTDFI SNPDNKTISPFFEP 
IDTKLSHMPVPPGLNSSKQLLN 
KTKGYNSRNHTSANEDEVSVT 
SKTWLVSVALCTSV1FLGCCIVI 
LASGCCGKQQGQYK.PGQRKSG 
SLQ1KNRNI1MKENSS 


26363 


56731 


A 


26510 


410 


867 


LLTLSRTTPLMSLGFPG1PKMIN 
RPRQSSPIKLQNSSSLSNLLFFQ 
EDSSTLDSGLERSQGLDSTGGG 
EDICRVWTAS*SFICLSDPQKVQ 
IQSAPNRKAWCLV1LVVVSHSS 
TPFSWQKVMKW1KK1SFRVFAA 
GQGLLGGYSNPRYSFSF 


26364 


56732 


A 


26511 


135 


756 


VITILTPMLADRTRRIERPPKKK 
GTTSLGQRKWLLTQDWPSVYP 
VA\HPFKPSAVP\LPVPNGLSSK 
KRACPWQ*EGN\LELLK1\PNFS 
GF*LPVGN*KSTCEALKDF/CAL 
SGPAALGQWTRKC*GR/PFSi*I* 
QH*LWFHQDHPVRNPRARVSS 
LKSKAFSV*I*HDHAKKTLITLV 
G E R YCKTPD VLTIKQNRWPLRS 
QITIMPVYL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26365 


56733 


A 


26512 


161 


2150 


YLDAEKMGQKASQQLALKDSK 
EVPVVCEVVSEAIVHAAQKLKE 
YLGFEYPPSKLCPAANTLNE1FL 
IHF1TFCQEKGVDEWLTTTKMT 
KHQAFLFGADWIWTFWGSNKQ 
IKLQLAVQTLQMSSPPPVESKP 
CDLSNPESRVEESSWKKSRFDK 
LEEFCNLIGEDCLGLFIIFGMPG 
KPKDIRGVVLDSVKSQMVRSH 
LPGGKAVAQFVLETEDCVFIKE 
LLRNCLSKKDGLREGGASPGSL 
R L A A PG PPLTLN A A CPL RL A V L 
AAMAAAALPAWLSLQSRARTL 
RAFSTAVYSATPVPTPSLRVDD 
LHLTE1VGMLDSVLTPEDSSGK 
YRF1SGEVLCR1TGCFTGVRVEA 
KDLFGGCCSNPNEVMVTWIKVI 
VEKE V WL YLRY I L KALPPRTEK. 
MAVDQDWPSVYPVAAPFKPSA 
VPLPVRMGYPVKKGVPMAKEG 
NLELLKIPNFLHLTPV A I K.KHCE 
ALKDFCTEWPAALDSDEKCEK 
HFP1EIDSTDYVSSGPSVRNPRA 
RVVVLRVKLSSLNLDDHAKKK 
LIKLVGERYCKTTDVLTIKTDR 
CPLRRQNYDYAVYLLTVLYHE 
SWEYWKEWGKK*D*SRHGKS1 
YGENSSSERKYPGKRFSR*KLL 
RKNMGN*LKKSSLGTKEIEEYK 
KSVVSLKNEEENENS1SQYKES 


26366 


56734 


A 


26513 




1186 


PASTMS1RVTQKSYKVSTSGPW 

FFSSCSYLSGPSAHISSLSFSRAG 

SSSFQGGLGRGYGGASGMEV1T 

AVMVNQSLLSPFIDKVQFLEQQ 

NKMLENKWSLLQQQKMAQSN 

LDNMFESYMNLRWQLETLGR 

KKLKLEAELGNMQGLVEDFKN 

KYEDEINKYTEMENEFVL1KKD 

VDEAYMNKVELEYRLEGPTDEI 

NFLRKLYEQEIRELQSQILDMS 

VVLSMDNSHSLDMDSI1AEVKV 

QYEEIANRSWAEAERMYQN*Y 

AKLSQLEAALQRAKQDMALQL 

HEYQELMNFKLAQDIVITTYRK 

LLESEGSWLESGMQSMSIHMK 

TTSGYAGSLSSAYGGLTSPSLS 

YSLGSSFGSGAGSSSFSHTSSTR 

AAVVKK1EAQNGKLVSKSSDV 


26367 


56735 


B 


26514 


361 


1215 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26368 


56736 


A 


26515 


230 


561 


VRTRHLFCEAAAEETPVFTMA 
N EKPTEE VKTENNNHIN LK. V AG 
QDGSVVQFKIKRQTPLSKLMK 
AYCEPRGLSVKQIRFRFGGQPIS 
GTQRNLS*KJCESVDAASFIVVL 


26369 


56737 


A 


26516 


1242 




NSPSDSSLVWAWRRPQSRSWS 
ERGGGANNRGGGRLLGNSVFG 
RK* LPHRRVSRVPNTK 


26370 


56738 


B 


26517 


1 


585 




26371 


56739 


B 


26518 


258 


1081 




26372 


56740 


A 


26519 


42 


275 


TFAWSEEGTSPPSIQSSWDPRCP 
HRNTPAQTGKPPKRAWPRHPV 
HH*EPHGDQQDDGPAVSPP*SY 
SQYPWPEGLDV 


26373 


56741 


A 


26520 


646 


1905 




26374 


56742 


A 


26521 


6510 


7361 




26375 


56743 


A 


26522 




879 


DCQDKVPRRKEPSMCSGLLRV 
KSWVSLQTYWKPRATQGVYV 
LPLTEERMVVLGASRVGKSS1V 
SRFLNGRFEDQYTPTIEDFHRK 
VYNIRGDMYQLDILDTSGNHPF 
PAMRRLSILTGEAHWCLGWGG 
RARAWVRSVLGT*QILEVKSCL 
KNKTKEAAELPMVICGNKNDH 
GELCRQVPTTEAELLVSGDENC 
A Y FEVSAKKNTN VDEMF YVLF 
SMAK.LPHEMSPALHRKISVQY 
GDAFHPRPFCMRRVKEM DA YG 
MVSPFARRPSVNSDLKYIKAKV 
LREGQARERDKCTIQ 


26376 


56744 


A 


26523 


2 


478 




26377 


56745 


A 


26524 


120 


1167 


GHVGHMCTGQHMASAYVGRV 

NVLRKEVDRACFGEKAKQ*VG 

S*EELWAIWGQGREVCLGIEEA 

GA1ISTRHCNSQNGVRVWAPYL 

WALEAAPVVQDRSSPGSQACS 

LPSPCALTMGTGIMPLYQEAK 

WKPRQRPGTSGGTVSSEPHC*D 

AGSGCWLCQPGLREVAHVSAE 

ITYTSKHSVEVQVNVMSEN1LT 

GTSGSDSVDWSSKGRGYTAAS 

LLRAEDAPGPGPKVLE VPPVV V 

RCPFYFSLGGRWQRSGHLT*LE 

TKWRNGDIVQPVLNPGKSRGH 

^y^VrLLluUA DAljAI_,rivjr V 

HGGKKEAPWPLHSCPLAHCCFS 
GRYNRPGAVAHACNPSTLGDG 


26378 


56746 


A 


26525 


225 


438 




26379 


56747 


A 


26526 


216 


364 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26380 


56748 


A 


26527 


2 


397 


SCCSDWSAMA*SQLTA1SASWV 
QAMLLPRRPE*LGGSNPEGTG* 
SERRLCHYA/HSLGDRARIHLH 
KKGRQEGSKEMSRAQTRRVW 
HATMETEQKQNYGRL*CCSPST 
N TRRRTSMRK.N KA I AREIERYS 
KG I 


26381 


56749 


A 


26528 


312 


1061 


QQTLYSFGVSFYFSSYCL1FSHG 
CSSSSICRRARLYHWAAPFRPP 
GRKRRDCTGQRKTSAGEPEIPP 
PLHHHHHHYSHHHHRHRHHH 
H HHHGLQRSSKNFLLWPE*ILF 
CGSRRLGRAALFLLRSFSHPAK 
QG AESLLGKQS* KHLASTQCGP 
RGRG S* EKWPRAQLGRKQPSES 
AAGAAGLAHGPQDSLVLERAG 
EK* SG LRGEGNRPFGGSSSLGG 
HPLLQRSPAESSPAGTGVRTSH 
LEGRPASFR 


26382 


56750 


A 


26529 


161 


453 


SSSLPCSPSSCPHTSFFLDARQEP 
RTCRV VGLKEL* QKQGLPHCR* 
Q EREKSCSPSG SPDLG APQPRA 
VTPSLGLCSSWHLQASRRHCTP 
RCPQWKR 


26383 


56751 


A 


26530 


301 


630 


RWKPK1RGSEGSAS*PQGR*LLP 
SGRRGVATGSAESTLPKAESSAG 
DGPVPYSQGSSSLIMPRPNSVA 
ATSSTKLEDLSYLDGQRNAPLR 
TSIRLPWHNTAGGRAQEVKA 


26384 


56752 


A 


26531 


1 


1394 




26385 


56753 


A 


26532 


240 


1150 


LLLHVPSPSPASTGPPSCGPCWP 
PRSAPAAGRGSSSGCLAGEDPA 
TTHKSAGTGECHRGPVGHCGQ 
AHTGPSYPSGPPASCGPAASAV 
TRGQSCRSLTFRPGRHQIPGAE* 
QLPRGQGETGRTGLGHYLTLLS 
CSSRWPLPKSGDGSPSRWEYRD 
S*ERPGRRTAPRCCSRSTGLGD 
GLKKFPSSY*GP*KCAPSGCGG 
QAPWSAGGSTCPPDART*MPR 
ARARSWAHTGRPCFPRLLSIQA 
TP*RTGGRTCGFCLAS**GSRRG 
RPSS AESLPIPAPPGCGQH* * PER 
SARLSWGGGMRGPR 


26386 


56754 


A 


26533 


1463 


1627 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26387 


56755 


A 


26534 


1 


1758 


MHKYVRYSTVHNSEDMESTQ 

MS1NDRLDKENIIHIHRGILCSH 

KKKQDH VLCKNIGE AGN HYPQ 

QRNTGTEKQIQC VLTYK WK LN 

NKNTWTQSEEQYAVGPVGGRI 

GRLTNNRHTQDSESWVRGVTA 

FWSRGANNALD1PAFIIKFSEGR 

GSLHTHDGPPGPTSSLKLSFSHS 

FDSTGLCRPHDLVLGL1IPTMVN 

ITSQLDWLEDAQMAGEALFLE 

GKLTTRKDIYTENPSLHHHHQR 

PKVDKTTKMGKKQNRKTGNS 

KTQSASPPPK.ERSSSPATEQSW 

MENDFDELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

1TNTEKCLKELMELKTKARELR 

EECRSLRSRCDQLEERVSAMED 

EMNEMKREGKFRDKRIKRNEQ 

SLQEIWDYVK.RPNLRLIGVPES 

DVENGTKLENTLQDIIQENFPN 

LARQANVQIQE1QRTPQRYSSR 

RATPRHIIVRFTKVEMKEKMLR 

AAREKGRVTLKGKPIRLTADLS 

AETLQARR/DVGANIQHS*RKE 

FSTQNFISSQTK.LHK*RRNKILY 

RQANAERFCH HQACPKRAPEG 

SAKHGKEQPVPAAAKSCQNV 


26388 


56756 


A 


26535 


620 


886 


1NGVILSKPPLPP1STTP1AGALLL 
PLTKEQRGDF*KPSRNMRTSCW 
KTPESRANFLKFRPRSHCLTRM 
GSSCLLPSKTCLSSSSTFHH 


26389 


56757 


A 


26536 


237 


415 


RCLQRPSAGTAGHPPSAGRPPL 
AAGLAG*RARHRSDLPGSAASS 
QESWCLRAALPEAPA 


26390 


56758 


A 


26537 


373 


691 




26391 


56759 


A 


26538 


2 


233 




26392 


56760 


A 


26539 


5 


68 


ALQWEEKHEL*EQSLHRKPGG 


26393 


56761 


A 


26540 


184 


434 


GGRRGCTVGEAAVTQSLSLCS 
HEGRAIRHQRDSASIVLLDQ*Y 
TRHPVLDKLLAWPALAEDKAT 
LG S A I A AE WKITPAFS FP 


26394 


56762 


A 


26541 


466 


683 


GRPHSLPHPHADSSELTTDCS* 

WRWIFKHKTDHIRHQRVHTGQ 

KPFKC*Q*GKAFRHSFDVTKHQ 

RTDAVGLHQTCCLGGVLLWGA 

HWRGHPSYSLWSAHCCQHGGE 

GASGGGLSLHLDRLSLDAAGRP 

QPVLPPTGQNILVGPLPQISLCS 

RSLCVLRLDGLSQLSPGEEGSH 

SQKWTSQEVKLFRSRHQSTSDV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26395 


56763 


A 


26542 


194 


558 


GCDRPSRPRPGAPRPPAATASC 
PPRSCWPLVPSPHCP* PCRKRRY 
PGERRTSPAPPVPPGPGRPAG*T 
PPCELRPSSTHVALLGLALPGSE 
GTGLRTSVRARDRLHRRTRERA 
AAGTAPGP 


26396 


56764 


A 


26543 


1 


248 


MVAIHNADDAKCWGDVEQLE 
LSFTAALPVLPHPSLPGERPLQE 
AVAFLCWLLVDVLLKATVSKV 
GGGSALASVARVMKAQAFSPL 
LRILHKASTSSFRARKDSAHTPS 
CLLTPSGPERAGPLTQDSCQPSP 
HDSFRAPALLEPSSALSTAVASL 
RRREERLEPEQRVGELGSLGER 
QHEPSDNHDFQPKSKQEQLQK 
TLQPSGGPHCSSLLLMVFWWK 
QWRKTEPLKAERTGYKEKEIST 
KCSSSPSGQLSQSSAAGPAWPE 
DARPEATWSATLLSFDPRCKND 
SIEEPCSVHISCTAYSDPLKIHNS 
YRECGLCPEVNLEVADPSSSSR 
ELWFRAGAQGAGAMQGVTEL 
RPPEFVK.SRKPQVGSGHMGNC 
LSKGKRFLGHCQYKQGLPQRH 
QLQAEERESGMRHTTGGAYAV 
LTTGVSPWW1WIWERRWPCAF 
PGKNEEPAGK.VPFPSELVLTLQ 
RC**CQMLGGCGAIGALIHCCS 
ACAASPFSPWRICAPPRGCCFSL 
LASGRCAPEGNCLKGGRRQRT 
CQCGSGYESTGF 


26397 


56765 


A 


26544 


423 


621 


LPSRGAGLGTCSPPCLSLPSPPW 
APVRPEPPR*SPPPAPQRPVPSTT 
QGLNCAGAGHGTGRQLHR 


26398 


56766 


A 


26545 


1162 


2027 


MTPEPEWSLS*VGNYKRTVKRJ 
DDGHRLCSDLMNCLHERARGV 
SRADPTMAGAE*PAASLPCTGP 

^lulV E*lVrt W MAr JV1 on, ACt\ V o 

ELHLEV KASLMNDDFEK 1 KN W 
QKEAFHKQMMGGFKETKEAE 
DGFRKAQKPWAKKLKE 


26399 


56767 


A 


26546 


1 


504 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26400 


56768 


A 


26547 


3 


1215 


QTMYFLTPILVAILCILVVW1FK 
NADRSMEKKKGEPRTRAEARP 
WVDEDLKDSSDLHQAGAGGN 
AVEGVDQSKVNGRATGFASKL 
D1GKRRREGELETGSYPPKTHA 
YALKKSGPWNPGTWQHRKIVR 
GLQFYTVFFPHSSVLAFLAPVID 
PSVASSSSLRSSTTDNELAELSE 
FADADEWQESEENVEHIPFSHN 
HYPEKEMVKRSQEFYELLNKR 
RS VRF1 SN EQ V PME VIDN VIRVT 
GTAPSGAHTEPWTFVVVKDPD 
VKHKIRKIIEEEEEINYMKRMG 
HRWVTDLKLHRTNWIK.EYLDT 
AP1LILIFKQVHGFAANGKKKV 
HYYNE1SVSIACG1LLAVF*NAG 
LVTVTTTPLNCGPRLRVLLGRP 
AHEKLLMLLPVGYPSKEATVP 
DLKRKPLDQ1MV 


26401 


56769 


A 


26548 


3 


263 


RPGEMACKYPLRCSGARVERL 
AKKKAHACLLWTATIKVITNSV 
KLRRSS*GNRLKPSILC*DMKA 
LRQYPMPLRAWI.LPMVVWVM 


26402 


56770 


A 


26549 


82 


318 


SGEAGKEEGTRMVR1RPEPKRS 
LLWTATIKVITNSVKLRRSS*GN 
RLKPSILC*DMKALRQYPMPLR 
AWLLPMVVRVMV 


26403 


56771 


A 


26550 


91 


714 


SESLVLVWCGRVSCVLFCVCD 

VCVLVGGSGVAVRCFGGRGCG 

PRRVGRRWSCWCGWCGAVLIR 

RVCLAVMFGLALCVHPLLYPR 

TLLLRGQKVDRFKTNLSSGESL 

VTLVIFPAHGLARSRFLNLDVL 

FGVHFIAVEFWHAVGL1VNKQ 

VKGKILAKRJNALIEHIKHSKSQ 

DSFLHC ANEQRQT* QCAGPC M 

GPEPRQACLNTCIRS 


26404 


56772 


A 


26551 


29 


363 


FAKMTNTKGKRRGTRYMFSRP 
FRKHGVVPLATYMRIY1CKGDI 
VDIKGMGTVQKGMPHKCYHG 
KTGRVYN VTQH A VG I V VNKQ V 
KGKILAKRINVR1EHI\KHSKSR 
DSFLKR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ IB NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26405 


56773 


A 


26552 


186 


512 


FHLSKHRAPPYPVTAPPRTSWG 

SLVKQVNESNGSRLLRTSLVHE 

DLEGVSVVSGMNCDSALARYI1 

ILETLI1YLISPRCWIIDSSGACSG 

LAMYLPLLGDDGVLLCTPNFM 

AWRSNRTQFMMRSSSHMVDAS 

PRGRHMSPREEAFGYSSRASHM 

LLSLLAPPWPQLMG RGLGCQQ 

QERPQECVPLGMTRSPYSE1HF 

GSSRALGSSPGSCAHEVLGPSIL 

TVNPFI PG SS VH V WPSNGN ETN 

KLPHTRAGSCGSATCSVKRWG 

PQKPRPLPKPPLVPQALLLVRG 

PAAAREEAVQPPKEEVTQRPGG 

HSSPGVFAHLKGPRSVVEIRME 

YGEE*PPGRCVTSSFGGWTASS 

LAAAGPLTSRRAWGTSGGFGR 

GRGFWGPQRLTEQVAEPQDPA 

LVCGSLLVSLPLLGQTCTEDPGI 

KGFTVRMLGPKTSWAQDPGED 

PRAREEPKWISL 


26406 


56774 


A 


26553 


1 


382 


FRTSCRQLSAAPPPARSPLRPPG 
GG/EPAPGRTSRGHRPQM*SGT 
PAPRPPARSTVSPASPLPKPRAG 
RCGSRPRSACSTFRPC* SLAS VS 
SAKTQGWKMWQPATERLQHF 
QTMLKSKLNVLTLKKEPLPAVI 
FHEPEAIELCTTTPLMKTRTIISG 
CKV 


26407 


56775 


A 


26554 


797 


1213 


AWLKFLLGTRRFLRFSKYSFS1D 
SARSLVPGRWPAPGRTSRGHRP 
QM*SGTPAPRPPARSTVSPASPL 
PKPRAGRCGS RPRS ACR* G APG 
SRGPAFPRRTPSVTRWALGLPW 
LQGLRTAFCWQILSRVTAATLP 
DK1H 


26408 


56776 


A 


26555 


1002 


1655 


KEFCIYNRNPNACSYGVAVGV 
LAFLTCLLYLALDVYFPQISSVK 
DRKKAVLSD1GVSGEPHPAGTP 
CTESTEGCPGHRRRK.DNPLNEG 
TDAARAAIAFSFFSIFTWVSTAT 
AHQPTLVPFPH*APGWVVFPAS 
AQP*ASPACRGRQPCITPGSEVA 
GAPSTLGGQGRHYMDPSQDSS 
MPYAPYVEPTGPDPAGMGGTY 
QQPANTFDTEPQGYQSQGY 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26409 


56777 


A 


26556 


262 


628 


QHFQTPWPWPLCAAAGTSAGT 
SHSGSSSGAFSSWPCWTAAEPA 
ARKRGRPAGSWSSPATGAPGR 
CRHRILSRGAGGSAGFVCSGLR 
GIGPLGPLSGTFPGLTAGPETPA 
TERAPGASQHFR 


26410 


56778 


A 


26557 


1098 


1599 


RIRKSHHCINTVTLGRGNSLGK 
DFVRESPGGDRLNVGQTHKHR 
GLGRFAQPHGTSAGTSHCGSSS 
GAFSSWPCWTAAEPAARKRGR 
PAGSWSSPATGAPGRCRHRILS 
RGAGGSAGFVCSGLAESGL*ES 
SSPGRSQG * PQGQRH PQPNGLP 
APPSTSVSVLVRISR 


26411 


56779 


A 


26558 


440 


698 


IKLWAATFIKVCRLSFSCGMSIL 
*RCTGSKSCCCCCRRPLWAGPT 
SCAGGCGCCWGPGPPAELGPD 
TPAAEEAAEACCWDAAIFLA 


26412 


56780 


A 


26559 


448 


576 




26413 


56781 


A 


26560 


513 


782 


El WWWA WTKWCGCWV VSCF 

HLCGRHC*GTCWSSETWR*MC 

GTSGTAPPCECWREGKDDCGR 

DRPMETHGCCSSFS1SSPRAGKD 

ATTGT 


26414 


56782 


A 


26561 


798 


1505 


FLRATSPSGHHFSYHLWIWISLR 
SFLCNECSESCCLLNSSMWQAP 
GLSHYSLLLIWLWLVFQTLNPR 
HLLHLLPSPLNVVDRLCSCQHH 
HHQ*CHHLHHNLH*NHSHHRH 
HHHQ* RLPLH YHLHQHHHHHQ 

IN HH^t^HrlhlK Y Ht^hlhl Y l^hirlL/hl 

HYRHHHPWLAGARALCDSND 
AGCPGSTGDGWRPYSADSDSL 
DALSFPRPLPFPDCQSLRGLASA 
VIQGYNWLVLTENHILFHLF 



3566 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26415 


56783 


A 


26562 


1 


1073 


MHATNSSSVPQEIQVEALCPLL 

TQPQKSPS1TSAMLCQLKKPQPS 

RSKEREADPISCGPECQGNWDL 

CVEAATGLYGDGHLRDSSRTR 

VLMTTGTYRDLQGLEGRAGHV 

AELHVLPVWAIQDRGYVLWC 

WTASLHPRDVAREQGFPNDCT 

WALGCTLTAESTHTHSAALAR 

QAYSQLSKKPTLLNEPEHITEK 

KFINLARFEALNSRTWLGVLY 

W1AQ1QDVPVTVESTTGQRAAR 

1SPREADRTLVKGQVQGIRQTVI 

MSVPGRKEGDKLKEVSDGREA 

ANQAGMKWGKECKSSSGTEN 

AMSGKEVGILQEEKGDWSHGV 

VRGWQEKWMTYNFWACGRG 

KNATCRLEMTRTSENDLKHNQ 

EGLWHGRERAMLGDTHTLAW 

REEEMEQKQALRJHSLYGKTSG 

QRALGSWWVERfMGMRSGSSS 

DCNGLVTEG*TLQSACIPEPTCS 

H*GSPAP*LHP*GAEKQSSTTEH 

SPCPGLPRQAERGAQPRVPPCP 

QDPADPCKFQWS 


26416 


56784 


A 


26563 




387 


MESTEIGPHIYEQFTLTKMTRKF 
NKEQLVLISLALLDSGHTSNSL 
AWPSCLIVSGVGSCRWVCGLT 
D/CQE* SLRPSQSAGVCRRSTPD 
PVCLGVTRGGCRTEKIAACSFL 
WKLRPRGAPARCQPELSCM 


26417 


56785 


A 


26564 


47 


472 


LLRLHFWQEERLKPSRKKITKK 
HTKKRTASL1LHAMICCRSLNSS 
KTKNTKCLNSINQRLK1LSLQK 
GDPLESTCRH*CCHVHRRTKAP 
GQRRVGRQHVVSAGNHRHPHK 
GDPLESTCRHATVTGQGLLEFA 
GGPLQTLFA 














Xk , TPTr;TT?QnsJPI P r*fYT F A TTMT 
1 MtlU 1 KaiiNCL-K^V^br A 1 1 IN i 

FFFPSIFGESNTTSTSLTLKNSAI 
WCPTGTKLPEGRTGSNLCCSAA 
S AGDTQ AN RV WSGPS AN/C* QT 
CRRRSC 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26419 


56787 


A 


26566 


525 


716 


PTCLLTPPSKG RQTPY ATGELR 
LASDGCPSGTKLPEEGAGSNTQ 
ANRV WSGPSANSSRP AEEG PDC 
CRTTCCRTTCWKPTTVTTCSST 
PCCQPACCVSSCCQPCCRPTCC 
VTSCCQPSCCSTPCCQPTCCGSS 
CCGQTSCGSSCGQSSSCAPVYC 
VSSCCQPSCC* SGPSS AGLLEFA 
EGPLQTLFAWVLLPAPSSGSFV 
PDGHPSDASRSSPVA 


26420 


56788 


A 


26567 


3 


390 


EGPCCKGWCC/RSPDTML/CPT 

VFITCRPGDSLRCLHHQGPRFQ 

AQN\CQPFGQTSS*LQEFFPIPQ 

WCLECRRALAGIWQVPLWDEA 

SLPEEGAGSNLCCSAASTGDTQ 

AN RV WNGPPAN SSRPAGEEAD 


26421 


56789 


A 


26568 


658 


1005 


NSKYWTPSGPPPRLASGAIYGN 
SLSV*AAGAPYRNAGPLQPGCF 
PPS*SLPNGGIHPGPGPGSGPHL 
GPDG*MVGSQVQHDNELYFC/ 
APAGSYPLWVKALPQPPSQPFL 
KPVASM 


26422 


56790 


A 


26569 


1149 


1715 


VLQLNLPGPVASWCSRDVGPPL 
ARPIPPPAPHTPLSSAGPSAAAP 
GPARQLPHPRGDSRTARLLPGQ 
GSS*SWR*GAWQSGCQSYRKP 
GLSV*AAGAPYRNAGPLQPGCF 
PPS*SLPNGG1HPGPGPGSGPHL 
GPDG*MVGVGPSGAGAAPEPA 
PGLWDPPG1 ICSQASTPPGACKE 
RETLPTALPRLS 


26423 


56791 


A 


26570 


32 


335 


LWSLFDH HVQRA VCDSRAK YR 
EGRRPRAVKVYTINLESQYLLI 
QGVPAVGVMKELVERFALYGA 
IEQYNALDEYPARRLY*SLSY*I 
YELTKCKDSQEKNG 


26424 


56792 


A 


26571 


407 


842 


TEPLITIN RLQRRRRSAPV A AAG 
PAGTL A RRA P A VTAERAAGPG 
PASVHRRPGWRRAQSGPAAAQ 
ALRPPPPR*PRDSASPLSRKELL 
KLLGTKHYGRLTATEAQAPQG 
QHKLLCRETGELVPHWAGSHY 

Ku 1 o IN r 1 IN IN 1 \l Uri 1 L, 


26425 


56793 


A 


26572 


409 


614 


GLPPPAVGDRQRCLPVRH*RPS 
QTIRAEQEPRSAAPRKRRPKEG 
CRRSRGSSPLADNLGDLGSGGQ 
GG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hoc! 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26426 


56794 


A 


26573 




266 


GNHCRRQYRDAQ*WP*EAGRY 
SSCAGSARLGKAKG\RGPQGV 
MGNE/MRSRRAQEFKKYLHSK 
TSR* KSHTGPE AELTSPG AKKE 
GCSQ 


26427 


56795 


A 


26574 


36 


384 


GWYCSSRSDVCSGGNSSAHSQ 
LPHQPLPRLRPGGSCHPRESSSP 
SKQRGG P VG DRQRCLP VRH * RP 
SQTIRAEQEPRSAAPRKRRAKE 
GTRRSRGSSPHPEKLGDLGSGG 


26428 


56796 


A 


26575 


101 


334 


CSTSKEKWQCGLRAECSPVFPA 
TEVPEYSC*GRKPSHLSCHRAP 
TLEEAANRKWPCTQYDAIQNA 
CYYNDSLVLRLS 


26429 


56797 


A 


26576 


435 


761 


QGTNTWVPHWVLRLGLLHTSP 
PEGIAELPRSLPSLTEHQACQLD 
CVLVAIGTAILVAQTATTSPP1C 
GEADAHPASTPLPPSWPPQGRQ 
LSC*NPPLGPWPSGRVQTP 


26430 


56798 


A 


26577 


38 


236 


RLLPLENCCLSSASG 1CAHQAP 
LLLCSCPNC*SCCCCHHCCCPC 
GCCCWHCHRPSTKGNSATFTA 


26431 


56799 


A 


26578 


1316 


1548 


FFSITGLSSVAGGQFVMLYLKR 
LNSNFIYLSGYVIVYINIYVFIYC 
I * KF VLH VTL RTDCCKTI VKKH 
VFRLFLKAM 


26432 


56800 


A 


26579 


1 


272 


RPVNSRLDDFVAACAAMAKIK 
ARDLRGKKKEELLKQLDDLKV 
ELSQLRVAKVTGGAASKLSKM 
*VRRPDHSPRGWGARVHRDRR 
R1SKLA 1 


26433 


56801 


A 


26580 


1 


363 




26434 


56802 


A 


26581 


286 


867 


IYALSLGAGGAAASAGLCSNEP 
RFKARDLRGK\KKEELL\KQLD\ 
DLKGGSCPQLTRSPKVTERCGP 
PKLSKIRWVRKSIC/RVFSPVIYP 
DFRK ENLQGN S YKG\KKYKPLG 
PCGP*GRTRAMRPPGSNKARRE 
NLEGPKEAGSGKGAAFTRCGK 

KKQQRKERLYPLRKYAVKA 


26435 


56803 


A 


26582 


164 


346 


LHPGRRPG LTHLG VPSPGPGPT 
EKLAPGKPSSAACAPSPPALD* 
HIAFGVDALCPTFGLN 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26436 


56804 


A 


26583 


316 


723 


LVGGWGGLWGGLHGPLYGQA 
QGASPLLPPPPPAHRPPPHRHST 
EHGVEHPLVT*TAPLSPCPLGFR 
LGQLALHRGASTKGLLTGGVW 
GLHSWPI GDGRATIHE AV V RAS 
PWPSRLGT1HGVRGGRDVQEG 
AELPAV 


26437 


56805 


A 


26584 


177 


418 


RNPVVAQGLLCACRMFKVGNR 
TPSSSAEWPSSFAPPKKGPLPKA 
TSEPLFPHPKRR/PLASVPSHREC 
RPPLGASKTAPRD 


26438 


56806 


C 


26585 


149 


277 




26439 


56807 


A 


26586 


1037 


1455 


EESYGLLSVPSVTGSLLLQDLH 
KLGCHQFGHSKKRRVSGIWMA 
VLPFPFRCQPHLLLLLENPRAN 
GPARQPTNHQPP*KAGTQLPNS 
VAPVQSQTGFPPTPA RKARAPT 
WPGAARPPGTASNKSPARSPCS 
SPSFS1LP 


26440 


56808 


A 


26587 


175 


450 




26441 


56809 


A 


26588 


77 


337 


RDHEPTRRKLKVRTHPNVRRNK 
LRTRRL*EL*HSLRGSAASFLKE 
GRPWRSGGGAQRR*KYWRKG 
KYSGKMQSWSRVYCSLAKVRA 


26442 


56810 


A 


26589 


1043 


1555 


ALRQGPEGARAPNMDSSVSRC 
QVPGPQVCRA V PTEfLASPA VE 
RAPAAALSSTTI WMPMSLCPW 
RP V L A ACTSMT VRG RSTM YLP 
TTTGNAGCTWPKASLATRWLS 
SPMGRQARSLMLGAQVTLSWD 
RSMPWRRRGRSSGRNLSTI * WR 
LDWSLRRTWRSGRAWMSGIST 


26443 


56811 


A 


26591 


313 


462 


VCFTPEPARPRIRQTRPDRRNSE 

H1RT/RRRKKLRTHLNIRRNKL 

WTRHL 


26444 


56812 


A 


26592 


630 


111 


KERRGREKKKEEEKRRRGRRG 
GRRRKRRRRRGRGRGRGRGR* 
KERRGREKKKEEEKRRRG RRG 
GRRRKRRRRRGRGRGRGRGRR 
RGSRRFL 


26445 


56813 


A 


26593 


284 


461 


HSPGGSAASFLKSVRRRTHQFR 
TH*FHIHKNRTFTSR*SH*RMRQ 
WDQREVKVLFL 


26446 


56814 


A 


26594 


573 


968 


AQRFCHSQWRCSSSRAVLEENP 

LGL**PPSTRRSSHL*QPSSP*AS 
TFLQ VRMTAPSG L* PQRPA * KL 
RSSPLLLTKNPFPEAAAF*SRGP 
PVSLKDTASLQAAFLGWP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26447 


56815 


A 


26595 


3 


699 


RGRSRANSPQLLLEGGADPTVG 
D1GHLSVGVGPVHNAVGACQP 
DQTTPKHLADNPGPWTLDALT 
YQPHAANSCHKRGIAAS*SLMII 
MVIIFLVLLFWENEVNDEAVMS 
TLEHLHVDYPQNDVPVPARYC 
NHMI1QRVIREPDHTCKKEHVFI 
HERPRKINGICISPKJCVACQNLS 
AIFCFQSETKFKMTVCQLIEGTR 
YPACRYHYSPTEGFVLVTCDDL 
RPDSFLGYVK 


26448 


56816 


A 


26596 


2 


483 




26449 


56817 


A 


26597 


2 


1041 


WPQDGSCTWLAVAMGCWLAT 

QQGSLTRVPVATSGIQGCQAAP 

SPMWAAWTHGWASCYFRAAL 

QLPLPPG STGNG SMSTSTAYSA 

SSPGFM/YTKAQGERSDHKENV 

FYVQHQKYVGGATQAFAKEN 

NQKAYKETYGVSHITRHDMLQ 

IPKQQQNEKYQVPQFDQSTI KNI 

ESAKGLDVWDSWPLQNADGT 

VAEYNGYHVVFALAGSPKDAD 

DTSIYMFYQKVGDNSIDSWKN 

AGRVFKDSDKFDANDPILKDQT 

QEWSGSATFTSDGKIRLFYTDY 

YKRSFSIVVDAIIALPPLKRAAW 
PKSRH PPQVGLMEVQHLFPIPN 
NFEEHV 


26450 


56818 


A 


26598 


116 


338 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26451 


56819 


A 


26599 


971 


2485 


FISSCFVRACGTLNPGVTMFYVI 

LGKFCDFAEPWFPHVMQEQLR 

VVGKGLWGFVRVSLSGFRJHGP 

HQKTASLAQVHKAVLHDGRTV 

AVKVQHPKVRAQSSKDILLME 

VRALPFSFLCPQSTFMWLVDEA 

KKN LPLELDFLNEGRNAEKVSQ 

MLRHFDFLKVGGTMQCRVWW 

SGGLMEFVDGGQVNDRDYME 

RNKIDVNEVRSRAQGCCAGER 

GVNGFVHCDPHPGNVLVRKHP 

GTGKAEIVLLDHGLYQVEEAFV 

TQPWGLWGQSLIWTDMKRVK 

EYSQRLGAGDLYPLFACMLTA 

RSWDSVNRGISQAPVTATEVG 

GPSRPCLFLNAEISHLLNHVPRQ 

MLLILKTNDLLRGIEAALGTRA 

SASSFLNMSRCCIRALAE*VWA 

PPSPPLLAP*ISFSEAFNLWQ1NL 

HELILRVKGLKLADRVLALICW 

LFPAPLCTVHVTILLLLWNPLRT 

LWPLSQGPQAELWHSSLFFSKK 

TQQPTFPFL VC A1G LDVPTTS VK 


26452 


56820 


A 


26600 


831 


1205 


RKEGQGPSVHPLGSGCFPPGHA 
FWEALEANTWVPCVRL*RTPV 
SAELLGLAPGGRWRAVNRDRG 
RVAAASSLGEPCYSSPADASFP 
RSDSGGLDRQGGSCRYPKELFG 
SHPQRARCTEGSLQVL 


26453 


56821 


A 


26601 


377 


962 


LFSIFITQDPKLRELLDVGNIGR 

LEQRMITVVLKACV**LCSI*AN 

ASVIYIFQEWTNDHLLVL*SMC 

HLNLSPLLCSLHSIYRNREGGS 

WGRKJCTIC*LRCFISQNDSIPQE 

DFTPEMQILE*NLV* KILIAWFFI 

VFSGAKSKPYLTVDQMMDFIN 

LKQRDPRLNEILYPPLKQEQVQ 

VLIEKYEPNNSLARK 


26454 


56822 


A 


26602 


1 


810 


MDAKKRKLYKYASTDSPAFAI 

TFIIMPYMENQAARLAFERLSL 

NEL VFSS E ALTHSETFLPQPDN R 

HQNMSST1HTAPIDTALGGNPA 

FLYLFLQDFQPTQDNSLASVTP 

SAGVSARLAPPPTPGPFTDVVV 

i rv\/T riF\/r^r*r;np\/PQ! a apeoa 
LJJ V LLJc V Li^UOr* V EjAArE&A 

GIGEEGGGGDACHGATSRAP*Q 
ASPPPPSSPIPADSGAADSTSPP 
WPTSSSTSRTTTSVNGPGVGGG 
ARRAETPAEGVTDASELSCVG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26455 


56823 


A 


26603 


28 


457 


GGIPDSTARLSILTPRHHLQRSC 
SCNGTATRFSGQSYVRYRAPAA 
RNWHIHFYLKTLQPQAILLFTN 
ETASVSLKGFEGCLDAVVVNEE 
ALDLLAPG/NDGGRLAGDTSPH 
PVLPPQ*LLQPEHMPQWWEVL 
MDPRGRLCLQMS 


26456 


56824 


B 


26604 


205 


1722 




26457 


56825 


A 


26605 




374 


VSPSRSGIPGSTHASGQL*TGDR 
S/GPMGPPITAT\Q*DGDSDAYH 
GLATLHALLPALPGAAGF/PSGT 
SEPCPSSPC\GQHHHAGQLGHD 
LPVHCSEDPRPQPPPLGGPLEDL 
PSLLWHSDFF1 


26458 


56826 


A 


26606 


69 


551 


QSGRSPQHVFPSVRGSGARSRG 
WILVHPSQYHHNPQRIYSACGR 
SGEHISPGYPCS\DGHDAYDQQ 
ADGTHHDAC1FH\PRGSPRSP\G 
QCCLLTGGSRSGIASGASATPG 
GRRGG\PAQGGE\PASRNSSVEE 
LTARVLAPAPAPALASAQPTLP 
GFSISPSTK 


26459 


56827 


A 


26607 


476 


1016 


CLWLLSCLYCSLGDCCLWWAV 
SVLCQVSAPRQALCFAPGENGD 
GGQQGLRGAPPGPGPRGPAPQP 
GPGYPGARQRGSPQQP*LSSEP 
GPYLRLSRSGGR*GPGRCCSRSP 
PGR*PVQAGDEDGQDAGSH1*T 
QPRVSEEGGTDEDQWSLPQEVP 
SASVPYQPLSHCQTVPASLQPH 
CLFS 


26460 


56828 


A 


26609 


247 


342 


RS1MPWLPKGSGWEVSSIPP*RC 
LHQLWSTSRNMAL/HVRVLQT 
EQAVKEYNALVAQGVRVGGV 
FH STC * WSLKRRTN H 


26461 


56829 


A 


26610 


129 


272 


NDTV SG LGRLESPTLM RQRNV 
CSHCYPGSAK*GYMIYKDALPR 
RTSL 


26462 


56830 


A 


2661 1 


133 


453 


QVDPNTVLRNAVHTNTYLQGL 
THPSANHKSLYTLLNNFLHICR 
LHTRRMHGKTGRVYGITQRAV 
GIVVNK*VTGQILAKPJVPIEHI 
KHTKSQ*SFL*ELRPSPVAS 


26463 


56831 


A 


26612 


352 


543 


VPS1NCGVPQGNMALMCRVLQ 
TEQAVKEYNALVAQGVRVGG 
VFHST\SDGSLKRRINH*VPKKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26464 


56832 


A 


26613 


576 


927 


FAERTRTHH*PKPRWKGALGC 

RARTAVTSRGCLAPSRRRRRLP 

GRRAASQPGPNADPKACRPWN 

PRGSQVHAKRNALCFSRASDAP 

PRPDASPGQIFPGRRRKECQTC 

KTRVRLGCL 


26465 


56833 


A 


26614 


67 


415 


ALARKLPTNFQWVKKIDASPGS 
P1PLNAP*PSPSVQTTPTTGHPG 
RALSTVSEVPGAGARLTYRVPF 
TRCKRSLILPSPVWVSRJPSTAK 
SPILISSPGGAHAASVSALTLVS 
GYE 


26466 


56834 


A 


26615 


87 


347 


GIRY*LCHGFYHAYLGFRRRTS 
SPLQVSRPPPPRGTQSEP*AQSP 
RSPELELGLHTASHSRAANAAS 
SFHLRFGFPGFHPRPSPLF 


26467 


56835 


A 


26616 




175 


GFVTSSFFLGCLSFPDAYDLVFL 
LARE*HWKH*TQSILTLIAQCVF 
PEQPKRLCWVS 


26468 


56836 


A 


26617 


539 


788 


EKEVPTLLDCCAALGQ* KCKM1 
QLLWKMV*SFSTKLNILLPNNP 
AVVLLGI HLKELKT Y V LTETCT 
LMFIAGSQRNLRDYFRP 


26469 


56837 


A 


26618 


843 


1 136 


VKEQVYRRIAASRSVRRCSYQS 
RPGLLPTAGHHPQFHLYSDCHG 
NDIYSVYYQCEHGHAASSSETG 
VPRFPCPWWSETAQ*TGCASHP 
GPSAQRSAL 


26470 


56838 


A 


26619 


2073 


2329 


LVQTSRPPDPSWA* SATVTRPE 
QASWARNLSRFPLLGMATVSG 
RGLPSGPGPRAMSPAGEPAPGA 
A EP A P PG S A A 1 PHRRPL LG Q 




56839 


A 


26620 


723 


1023 


ITLLGLSLIPL1SRLPWTQSWGPL 
SFLSTPTSLLISSTPLILNTINSLM 
TLRFLPPGGAFP*TPEPCIPPTQH 
PHLDVSLTGISNLPRPQSCFHCL 
HLS 


26472 


56840 


A 


26621 


99 


288 


CLCQNKLGEGRDDNFTSWQSS 
AC*TFCFLLAVDSAETTAAES*C 
CCCCCCCSAAGGWRRLVH 


26473 


56841 


A 


26622 


130 


450 


RQLKLTAGCAKSPWLFWLKSY 
HSLYLAAACLLGLTYTRLGRSQ 
SSPPIHSHEFPPATSL*QQLHGQ 
PA*WLYDGPATP/SIAPPAHLLP 
PPWRGGTPSPWLPPSPLQE 
















26475 


56843 


A 


26624 


408 


581 


LIKDESAPRTPQTVLASAQFCLL 
CR*ARCCRGGSCCCCCCCCCCC 
WWWCCCCYFGND 


26476 


56844 


C 


26625 


66 


264 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26477 


56845 


A 


26626 


70 


551 


AAEDVWVYPSELYWPGPHGHC 
ETPRAG VF V VTSH EEG PG AGT A 
SSSSKGPSWARWGLEVSPLRWP 
SGQVGGAGSAESGQPLGSGFTF 
KAMGNLGESRARQAQLIHDRN 
TASHTAAAARTQAPPTPDKVQ 
MTWTREKLIAEKYRSRDTSLSG 
FKDLFSMKP* VS PLRWPSGQ VG 
GAGSAESGQPLGSGFTFKAMG 
NLGESRARQAQLIHDRNTASHT 
AAAARTQAPPTPDKVQMTWTR 
EKLIAEKYRSRDTSLSGFKDLFS 
MKP 


26478 


56846 


A 


26627 


479 


961 


PQSSLQGNLQMPWGSCLDSST 
HYRPSLVGVDFQLPSFWLVICG 
TCKHCHRMLHSVALFWVPLHC 
GWS1PRPRCPHPHHPPPLRGPSC 
HPPSPPWACPPRTGVQSATCPF 
A*RPTWSFTCDPTTKRSMRGLT 
HILRSGEKRPLPALC ARSTSG S A 
TTSPGT 


26479 


56847 


A 


26628 


1 


223 


MGAVQKAYNLQKKRRRRRGR 
RGRIRGRRG RGRRRRGRRRRK 
KKKXEEEEEEEEEEEEEEEEEEE 
EEEEEEEEE*EVEEEEEEEEEEE 
EE ERRRRRKKK KKKKKKKKK K 
KKRKKKKKRKKKKKKE 


26480 


56848 


A 


26629 




341 




26481 


56849 


A 


26630 


78 


354 


ENDSFYNDL*ATQRRRRRRRKK 
KKXGEERRRKEKKGEERRRRR 
RRRRRRRRRRRRRRRRRRGRG 
RGRGRGRGRRRRRRRRRRRRR 
RRRRRRRRRRR 


26482 


56850 


A 


26631 


1 


327 




26483 


56851 


A 


26632 


41 






26484 


56852 


A 


26633 




170 


RKRRKRKKRKKKKKKKKKKE 
KEKEKEK\RRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRN TNNETGE 


26485 


56853 


A 


26634 


1 


282 


MdbobKbbbbbbbbbbiibbbbh 
EEEERRRGRGRRRRK.KKRKKK 
KKEEEEEERRRKKKRKKKEEEE 
EEEEERR/MRKKKKKKKRKKK 
KKKKRQSL 


26486 


56854 


A 


26635 


1 


396 
















AAl \\/T PHPAT frTPA APTI AfCD 

RRRRQLYNCCLYLRRRKKEEE 
KEKEEEKG KEKEKE K.KE E\K RR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRN 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Impossible nucleotide insertion) 


26488 


56856 


A 


26637 


1 


290 


MKKKKEGRRRKKEEEGEEEGE 
E/D RRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRR R RRRRRR R R R R RRRRTTT 
TTTTTTT 


26489 


56857 


A 


26638 


2 


423 




26490 


56858 


A 


26639 


3 


167 


QQKEDEEKEKEEEKEEEDEEEE 
/ERRRRRERRRRRRRRRRRRRR 
RRRRRETQEAETI 


26491 


56859 


A 


26640 


1 


325 


MEK.NEKEQEEEEK.KEKNSKKK 
EEEEEEEGGGEE/ERRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRGRRRRKKKKKK 


26492 


56860 


A 


26641 


1 


618 




26493 


56861 


A 


26642 


1 


291 




26494 


56862 


A 


26643 


3 


155 


YRHLPKKKEEKEEEEKEEEEEE 
EEEEEEEE/ERRRRRRRRRRRRR 
KYEKKCL 


26495 


56863 


A 


26644 


1 


1410 




26496 


56864 


A 


26645 


578 


842 


TQEAELAVSRDHATALQPGQQ 
SKTPSEEEERRKKEKEEERRRR 
KKKKEEEEG/MKKEEEGRRRRR 
RRJIRRRRRRRRRRRRRRRRRR 
KKKEEEEE 


26497 


56865 


A 


26646 


215 


471 




26498 


56866 


A 


26647 


432 


761 




26499 


56867 


A 


26648 


1 


357 




26500 


56868 


A 


26649 


2 


281 




26501 


56869 


A 


26650 


533 


758 


EQKKKKKEKKKKEKEKEKEEE 
EEEEE\ERRRRRKRRTRRRRRRR 
RRSRRRRRRRRRRRRRRRRRRR 
RRRRRNTEK 


26502 


56870 


A 


26651 


264 


429 


HRAAPATSDTQE*HRSNAFGEE 
EEEEEEEEEEEEEEETLFSNM 


26503 


56871 


A 


26652 


1 


279 




26504 


56872 


A 


26653 


1 


795 




26505 


56873 


A 


26654 


1 


642 


MKKCKTSVIGIATFYLSIPHIYT 
PPNQTSSFMACAIAIEVQLTSAE 
PA SIGFP VQK.S PCGHLQLNG Y K 
SSSKQGFPTPLLKQESWNSSVKI 
TTCNVGDKKNINDRRSANMMH 

V rN fN r r r KJvn D Wlt^JUUKV^Cvc I L 

PQEKKEEEEERRRRRRKKKEEE 
ERRRRRKKKKKEEEEEEEEEEE/ 
RRGRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRKKERISSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26506 


56874 


A 


26655 


1 


1167 


MAPRPQAARLPSCGTRSQGAA 

RPPPLGTAAAYRPLSSRLLTGPP 

PASSSWLAIHFRIRVGSSGQGN 

QR1KYLGIQLTRDVKDLFKENY 

KRLLNE1KEDTNKWKNIPCSWV 

GR1S1VKMA1LPKVQA1LMLVLF 

LHLFCKYNIVGMENAGNGHD 

WSLDRHLMQASANQQATQLA1 

SRPSNQSKAQDFLRLLRKEKQT 

ALDTFAPLKEQAQKWNEDGIR 

SS VI PGIQHQSLLLA VLTFNSSK 

TSLGDRARPVSKKKKEESRKK 

KKKKKKKKKKKKKKKKK.KKK 

RKRNKN K K.KNKKNKKKN KEN 

KKKNKKKKEKKKKERKKKKR 

KR/MEEEEEEDEEEEAEAEEKE 

RKERKRKKEKGRREGRKEGKR 

EGKG RRGRGRRKN KEERRRSR 


26507 


56875 


A 


26656 


342 


616 


R1LH1CSFRKLLCKGSFCSTRSPT 
REIRSK.KKEEEEEEEEEEEE/ERR 
RRRRRRRRRRRRRRR1CKRKRK 
RKRKKKTKTKTKKKKKK.KKK 
KKKK 


26508 


56876 


A 


26657 


1 


705 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26509 


56877 


A 


26658 


1 


2267 


MKVELMGFAEGLAVRVREQEE 

VRLNWKVELLWTDLRDVPKG 

ANSFRVSGSSGVEVFMVYNRT 

RVKEPIGKA R WPLDTDA DM V V 

SVGTASKELKDFKVRVSYFGEQ 

EDQALG RSVLY LTGVDI SLEVD 

TGRTGK.VKRSQGDKKTWRWG 

PEGYGA1LLVNCDRDNHRSAEP 

DLTHSWLMSLADLQDMSPMLL 

SCNGPDKLFDSHKLVL1MVPFSD 

SKRVRVFCARGPEDVCEAYRH 

VLGQNKVSYEVPRLHGDEERFF 

V EG LSFPDAGFTGL1SFH VTLLD 

DSNEDFSASPIFTDTVVFRVAP 

WIMTPSTLPPLEVYVCRVRNNT 

CFVDAVAELARKAGCKLTICPQ 

AENRNDRWIQDEMELGYVQAP 

HKTLPVVFDSPRNGELQDFPYK 

R1LGPDFGYVTREPRDRSVSGL 

DSFGNLEVSPPVVANGKEYPLG 

R1LIGGNLPGSSGRRVTQVVRD 

FLH AQKVQPPV ELF VD WLAVG 

HVDEFLSFVPAPDGKGFRMLLA 

SPGACFKLFQEKQKCGHGRAL 

LFQGVVDDEQVKT1SINQVLSN 

KDLIMYNKFVQSCIDWNREVLK 

RELGLAECDHDIPQLFKTERKK 

ATAFFPDLVNMLVLGKHLGIPK 

rr Ur lllNljULULfcfcts. V KbLLtrL 

GLIICTFIDDFTPYHMLHGEAYS 
LECRQHWGKNLYFRVGLKKK 
KKKKKKEKEEGQEEEEEEEEEE 


26510 


56878 


A 


26659 


1 


990 




26511 


56879 


A 


26660 


1 


235. 


MTAKCVCGWGVGEREREKER 
EEEEEEEEEEEEE/'ERRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRKI 


26512 


56880 


A 


26661 


1 


1101 




26513 


56881 


A 


26662 


348 


806 




26514 


56882 


A 


26663 


39 


684 


LRCENPISSHVGHVGVSLAHTR 

GLFSRLILADREDISENWCSLVC 

CVCVCVCVCVWWLCISLFPGD 

MMTLLMKXDTLTEEET\QFYIS 

ETVLAIDS1HQLGFIHRDIKPDN 

LLLDSKGHVKLSDFGLCTGLKK 

AHRTEFYRNLNHSLPSDFTFQN 

MNSKRKAETWKRNRRQLAFST 

VGTPDYIAPEVFMQTGYNKLC 

DWWSLGV1MYEMLIGKLHG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26515 


56883 


A 


26664 


3 


276 


IK.SIDDTSNFDEFPESDILKPTVL 
SSAP*AVHWRQGSESTLTSISFP 
VATSNHPETDYKNKDWVFINY 
TYK.RFEGLTARGAIPSYMKAA 
K 


26516 


56884 


A 


26665 


95 


405 




26517 


56885 


A 


26666 




349 


GPGGWLS LSPLVL* ALES* KEEE 
EEEEEEEEEEEEEEEEEEEEEEE/ 
ERRRRRRRRRRRRRRRRRRRRFC 
KREKKKS WVDCTEE V AKYVG L 
ASLRISRVPPTDSTKEKTIEKVN 
RRK 


26518 


56886 


A 


26667 


1 


370 


MHVAWSCPTAQSSQATVDSGK 
TLAETESPIGLSSKVGGKNIRAG 
EWDELKYDRFPGQKPKKKKRK 
RKEEEEEEEEEEEEEE\KKKKKK 
KKKKKKKKRRRRRRGRRRMQ 
QSHPNPTSA1LAPWA 


26519 


56887 


A . 


26668 




430 


MTFFPFDKRETD1LL1LNFSMEH 
CTRGQDPLGYQTTK.KGFKDTE 
TPEKESLESKAECLGRRRKKKN 
KEEKEEKEKKEKEKKEKEKEK 
KRKKKRXKKKKKKKKKKKKK 
KKKKKKKKEEEEEEEVGMRKR 
RJIRRRRRRRRRRRRR* RRRRRR 
RRRRRRRRRRRRGRRRGRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRM RKRRRRRRR RRRRRRR 


26520 


56888 


A 


26669 


1 


708 




26521 


56889 


A 


26670 


1 


1233 




26522 


56890 


A 


26671 


1 


366 


MSYVAAVMFFCSVLGKFQMNL 
EEE VEKRRRK K K DKKKEKEE E 
EEK/DERRRRRRRRRRRRRRRR 
RRRRRRRRRRRRREEEEEEGEE 
EEEEEEEKiCKKRRRTLYCM*IA 
CKLKYLWTVSGH1LCPNTN 


26523 


56891 


A 


26672 


• 


667 


MSKEGNNRHWDRLEGGGWRR 
VRVEKRLFRDYPSSHPRGAEAF 
TSPDSIGRCTLRFPGLQMGLHQ 
PALIAILRSGADLSHLEGPMLEA 
GASACAPAVSPGDQALQQHPG 
EGRK.VPGKRRRRKEEEEEEEEE 
KRKK K.KKKEEEEE EEEEEEEE\ 
KKKRRRRRRRRRRRRRRRRRR 
RRRRRRPvRRRRRRRNKQTKGP 
PCKNLMLVFCPQNKAPSPCLQI 
AAEFSWAWAR 


26524 


56892 


A 


26673 


365 


670 




26525 


56893 


A 


26674 


29 


370 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26526 


56894 


A 


26675 


1 


1364 


memiwpsk.gmpftstsysnk.es 

sllsvvqtssyshthtrgssee 

veslnrpitgseivaiinslptkk 

spgpdgftaefyqrykeelrik 

ylg1qltrdvkdlfkenykppl 

neikedtkkwknipcswvgrin 

ivkmailpki1vedalqiyydmv 

lvcvgvgvscrivisslevlesr 

rgqrjfflvqaeqvlwafkevs 

sncndkstlrgsvvklqctsgt 

safdifqvgsrvlgehrlpsvh 

satymsltyfelagllekssql 

vgstgvedivaimipepkgkeiv 

sllernitvtmy1t1gtrnlqky 

erwkkkrtkgleyqefgfddv 

kfrslldi e a em pdlhrlprnm 

HASSPSKRTARGRNKNKSSRLT 
MFGVEIQEEEEEEEEEEEKKKR 
RKEEEEEEEEEE/ERRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRGGRRRRRKH 


26527 


56895 


D 


26676 


1 


499 




26528 


56896 


A 


26677 


1 


1684 




26529 


56897 


A 


26678 


2 


297 




26530 


56898 


A 


26679 


68 


319 


IQH1TSTKKKRKRKKEEEEEEE 
EEEERRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRSHTS1PKESTLLQSQSVGLG 


26531 


56899 


A 


26680 




1617 




26532 


56900 


A 


26681 


92 


338 


LEKEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEN*NVERY 
KKEGQ W*KQRRQEKG LI LPDG 


26533 


56901 


A 


26682 


1 


548 


MVDQRHLVLTSSTKKNQNNNF 
QVFVIENVGREPQTDKIASPGA 
GQSCTASVTADLLSRDLHFTKV 
PSWSSDGPPYYPPACHLMSEPY 
FWGSCCYDTPIKTKTTNEEEEG 
EGEEEEEEEEEEEDEEEEEEKEE 
EEEEEEEGEG EE/ERRRRRRRRR 
RRRRRRRRRRRRRRGRRGRRR 
RKPRGGR 


26534 


56902 


A 


26683 


1 


1215 




26535 


56903 


A 


26684 


1 


571 




26536 


56904 


A 


26685 


1022 


1365 


TSLLPPSSSIPSRLPSVVLSVRILS 

LWILACLAPWRWDLLRKASCL 

PAFSLLLSGANGSFSLGFQALL 

GRKEEEKEEEE*EKEKEKEKKK 

KKXKKKKKKKKKKKKKKKKK 

KKKKKKXNF 


26537 


56905 


A 


26686 


24 


355 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


had 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26538 


56906 


A 


26687 


120 


594 




26539 


56907 


A 


26688 


117 


487 




26540 


56908 


A 


26689 


2 


2482 




26541 


56909 


A 


26690 


2 


654 


KGDVGEWLSAGKGESSAMFAS 
EQEISKDEQGTPVLGSFYWEVD 
SPRKESSQAWAPGQEW1KLERD 
TTEEKMFEQLKPIEPVQKTLPW 
VG E V AATLQE AMKRDC WRE A 
RVKKKPVTFEDVAVNFTQEEW 
DCLDASQRVLYQDVMSETFKN 
LTSVAWVRKKEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEE\KRKRKRKRERK 
KKKKKKKERTTWLWGNPLT 


26542 


56910 


A 


26691 


789 


1072 




26543 


56911 


A 


26692 


1246 


2367 




26544 


56912 


A 


26693 


579 


1214 




26545 


56913 


A 


26694 


119 


1870 


SCSRN RLLPPVSESLTRPLPSLA 

RWLPPPGLRQPSSRDYWPKGRL 

RLSAVPSPASPWALVSCLLPPSS 

SQEKAGK1LKKRVEKQQPEEKV 

GKGLEESLCPCSSMSNHTKERV 

TMTKVTLENFYSNLIAQHEERE 

MR*R1LFEKIEEEGLKDEEVINIG 

NVFLRKETEFLRLKRTRLGLED 

FESLKVIGRGAFGEVKITATCQ 

VGHVYAMKILRKADMLEKEQ 

VKHSCSSAFILVEADSLWVVK 

MFYSFQDKLNLYLIMEFLPGGN 

YLTM KGHKDTLTEEETQFYI AE 

TVLAIDS1HQLGFIHRD1KPDNL 

LLDSKVLGGHWHELPFQEPRLR 

GFLSQCCDTPFRALRFLASPSFQ 

VPLHSPRPDLCTGLKKAHRTEF 

YRNLNHSLPSDFSKW*QLR*PK 

AETWKRNRRQLVSNICGF*KN 

AENVSLGQ VRWLTP V 1 P YI APE 

VFMQTGYNKLCDWWSLGVIM 

YEMLIGKLHGFRGLPQETYKK 

VMNWKETLTFPPEVPISEKAKD 

LILRY*RTSLHLQIKSIDDTSNFD 

EFPESDILKPTGNTTSIVSCDYK 

NKDWVFINYTYKRFEGLTARG 


26546 


56914 


A 


26695 


271 


446 


YLVHILDALPRDPTALRRRQRC 
TDISVTAVSAPAQK 


26547 


56915 


A 


26696 


1 


171 


WG VI WRENGRCFSGLLRAG LG 
AAWEPRVGEIKILVS*LGTC*IK 
L1CQSWVGANPRA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26548 


56916 


A 


26697 


1 


179 


MWKGPKGLDMYGKSSVSPKTS 
Dl LGRD/NSPAGLEGANSG VAN 
CLWRGPCGRKLWEASRN 


26549 


56917 


A 


26698 


2 


140 


DN* KGVHKRILSKLAPELGSFK. 
GFRSLAVNTHNSYGGKGNRPL 
KIR 


26550 


56918 


A 


26699 


3 


601 




26551 


56919 


A 


26700 


232 


1809 




26552 


56920 


A 


26701 


1 


851 


MQQEDPEESTKSPNPTTNKKQE 
KK.LSLFGGLFTWTRVKFGAVT 
QIGGPPLGDQSPVLLLLQRLFSK 
GYRVSPSKAQISSPSVTYLNSVS 
L1KTLLKTTLLPKEAGVIHCKG 
HQKASDPIALGNTSADKGLFRP 
PPFPSHQARGFAPAQDWQIDFT 
QH/RP/GVRKQKYLLV*VDTFT 
G * VKAFPTRSEKATAVISSLLSD 
IIPRFGLPTSIQSNSRLAFISQISQ 
AFFQALSIQ*NLY1PYSPQSSGK 
VEQTNGLLKTHLTKLSLQLKK 
DWTVLLPLALLRIRACP 


26553 


56921 


A 


26702 


434 


867 


RLILPNRLGSPLLVWVDTFTG* 

VEVFPTGSEKVTAVISSLLSDIIL 

RFGLPTSI*SDSRPATKSSFSLISP 

TLG SHDAPNPTRSSPEKHRPLSL 

HTIPQNFRCPDTLPLFRF1FFAFF 

SNTLHIMGKMAAEGPKSTLYC 

QFTEK 


26554 


56922 


A 


26703 


96 


415 




26555 


56923 


B 


26704 




933 




26556 


56924 


A 


26705 


1422 


1774 


DCPPSPIAFPQCTHQHHHHQYH 
YHHRHHHRHHHYQR*K*NPGL 
PLFVYCYFQNH*ACHCSWGNS 
EHMTIASESQAVPLQPPQDSQG 
FFEDLELHYFFGDPSETRPGKQP 
KVSVQQIL 


26557 


56925 


A 


26706 


355 


1014 


RHLRPQERAPAPSGSVPSRPGCS 
QAPGGLLRVGRGGMLLPGCAA 
VADLQEEVPGFSWDAWAVKG 
EQRQGGGG V VKH* D AI PGQRV 
SDPGPPEPLASAPGQLSPSTPEY 
RRPPGESRRHRRPDLAQDQRGA 
AVLLLAGARGLSPLPRIPALGA 
ASFPPTLQFFLQLPSSGASTTSA 
GFFLLVLHQPLWLLLLDFLFDN 
LLLLRHSLFIPHGFLKCVSIPAF 


26558 


56926 


A 


26708 


95 


298 


G STQVLWAAWGGAG WTPRWP 
VFATWPWVQDMWPQQAWPLP 
QGVDIP*ACPPPPLRT*WL*ENR 
KAGS 


26559 


56927 


A 


26709 


110 


195 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26560 


56928 


A 


26710 


241 


957 


KSPQIGLQGSWGAVGVGMRDP 
KERATEASKPDLLAQRQGEGHI 
FILFFSDYIPIFSSYLSLQRSSRGP 
SFFGPFSSPHNIPCEGRQNSETPP 
WPSLGKRSKKSSLYPLPKAPQP 
KSRAPSPISNNLKNFPQPSEKKD 
G PQPL WPQKWPL APLFSRSPS * 
DDSGPCTEYCRRARRFKSFEDM 
AHIGPPKKVLYKIALGKFWELA 
DAKKKRKKGTSETETCLLSRAT 
ELLPKG KRHCRG 1 L 


26561 


56929 


A 


26711 


496 


708 


GMLFRGSGACRRGGRTGGSGH 
A*PEPPVLPPLLHAPEPLNSMPH 
GLPAPPASPCHFPNLDSCVHSHS 
DTPLSVLPLPHLKSPLSSSDFCS 
YEVKKDAILSPMLSWWAGHRS 
AAGED 


26562 


56930 


A 


26712 


302 


561 


TFLLQLAAVWSADRVREALRP 
AL WD WRS A VPHPSPQGPTG* R 
GVGVHPAAASRGGESSHPTAF 
DRSPPPPKPLRI*PEPSARSGLP 


26563 


56931 


A 


26713 


1 


411 


LLVFQVHQCLHCKLLVPSYVPL 
GYTEAFLATQNIGRVSLWAKH 
GHPDPFPLARADFRAQESPSPN 
DPSWLL*YFER*WSQATTKG*N 
RCC*RCD*LQAPSRRPEAVHTN 
DPR*REVREEHMVLQVLTR 


26564 


56932 


C 


26714 


361 


642 




26565 


56933 


A 


26715 


1805 


2260 




26566 


56934 


A 


26716 


472 


1667 


AIHLLSLQTEFLVAERSSAAGRT 

TPATRAAFLAASCGPLHSCPTL 

LCSQLCCFSRSRSRVSGPKASLG 

1KE1ASVDRVNTRRPACSTSSWL 

HNSGFTLSLANRDGGKRIRSET 

AKKGMSGDRSMKSWEVRRGY 

RWSSRAVRRPRACSSDGGTHF 

ALPMAARGSSGPSPGSPANSVR 

QSLKSESSISAIWVAEQAAGNV 

PRTSAQFGTGSESANTAARLIE 

KLLRAELDKPEIRDER1VGWWT 

TFGRPQLG SRVG FCACSLAA RM 

SSTSQNLEAAFGGKFCFLWALL 

LGLDDTFESRISDTGSAGLMLV 

EFFAPW*VHSESANTAARLIEK 

LLTAELDKPE1RDERIVGWWTT 

FGRPQLGSRVGFCACSLAARMS 

STSQNLEAAFGGKFCFLWALLL 

GL 



3583 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


26567 


56935 


A 


26717 


2 


237 


SVRQTTATSPAHKNSKRLIR.se 
QGF/HPEPPPTGACYKCPQPRIP 
HEPCPI/S/SQDPTENWTVQLTW 
QPLPEPLELWPKAV 


26568 


56936 


A 


26718 


1 


313 


MESAQKEAVEIFGQPHAASSSG 
DVKPLLFIDFYKCSGEKVVCME 
HALRACYMCRKSGHWAKECP 
QPG1PPKLCPIC\GDPTGNQTVQ 
LTWQPLPEPLELWPKAL 


26569 


56937 


A 


26719 


377 


583 




26570 


56938 


A 


26720 


1221 


1394 


VASFYSLLQPPYPSTSFSFQSWR 
HTSISPFS*FQFLSFSGIFWQPLP 
EPLELWPKAL 


26571 


56939 


A 


26721 


160 


234 




26572 


56940 


A 


26722 


163 


414 




26573 


56941 


A 


26723 


212 


399 


YSLKDCWPLSLSLNHFLLS1LAS 
PFNLSLLLI SVPFLFW* RTETRFI 
WQPLSEPLELWPKAL 


26574 


56942 


A 


26724 


809 


874 




26575 


56943 


A 


26725 


49 


220 




26576 


56944 


A 


26726 


71 


375 


LRSGDLPWEI/NPLSSCSLLREK 
DPPTTSGPQTVTSPRNISPILNPEL 
ATSARNLATRPRNACSPGFLLS 
RV PSVRDPTGNRTFQLTWVQPL 
PEPLELWPKAL 


26577 


56945 


A 


26727 


1 


101 1 


CSEYEDSSPAPVPATDLSSTLSS 
SVPQPQDTGTSQQLHPLDPWHE 
LLRAQELQGATNHKGYSHAEH 
EHAGLGVQGGNGALAFSNSGH 
RHAVPTISSGTGRRRTPSSSAFG 
LLNLHQWFVSGFQAFSDRLKA 
ALSASLLLRFGDSDWLPSSSAC 
KCLMLGLHFVIVGNICATLKEK 
YSSMLHLDVTMKKNGEKRTRL 
QKRKKGMPPHPAYEDLNIAAIT 
LPANVVLHQPSGFRTSGQLDPV 
WWSLDTDAHEIWCQDPGLGSG 
DFPWEITPLSSYSLLHEKDPPTT 
SGPQTATSPRNISPISNPRQRRQV 
LSMDPKLRHRSRTGKAAFPWC 
L1IAGTPL 


26578 


56946 


A 


26728 


150 


211 




26579 


56947 


A 


26729 


445 


549 




26580 


56948 


A 


26730 


193 


249 




26581 


56949 


A 


26731 


372 


564 


LRSADLPWEINPLSSCSLLHEKD 

rrl oiurl^ 1 \ 1 orKiNIorlijiN/rcrv 

KETRFIRGPKTPAPVMD 


26582 


56950 


C 


26732 


185 


640 




26583 


56951 


A 


26733 


1662 


1774 




26584 


56952 


A 


26734 


233 


527 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26585 


56953 


A 


26735 


380 


731 


LGSGDLPWEINPLSSCSLLCE1CH 
PPTTSGPQTVTSPRNISPILNQEL 
ATSTRNLATRPRNACSPGFLLS 
CVPSVRDPTGNQTVQLTWQPL 
PEPLELWPKALCLTDSFPDLLG 
LTAED 


26586 


56954 


A 


26736 


2 


182 




26587 


56955 


A 


26737 


2 


89 




26588 


56956 


A 


26738 


2 


89 




26589 


56957 


A 


26739 


161 


460 


KMKEFMKKSSRTKDTRQQEQV 
LEPLFTI AKTWNQPKCPSTI D* I 
KKMWYIYTMEYYAAIKRNKIV 
FFAGTWMQLEAIILSKLIQEQKT 
KHHMFSL1RGR 


26590 


56958 


A 


26740 


2 


418 


WYQHLLLMRASGSFQSWWKV 
KGEPA YH M ANRP* * SLISLRTK 
AKTGA* LFDYFVPHF IRKN * SLF 
TIAKAWNHPKCTSVTDWIKKM 
WYIYTMEYYAVTRRNKIVSFA 
ET*MELEVIIVSKLTQEQKTKHC 
MFSLTSGS 


26591 


56959 


A 


26741 


902 


1065 




26592 


56960 


A 


26742 


326 


484 


WYSWDCQLVTPWRPR1IPGPLG 
TWM ELEAIILSKLTQEQKTKHH 
MFSL*SGS 


26593 


56961 


A 


26743 


527 


825 


QPLWGQLH*EVPSCWRFSA*IC 
YSSGLTVMLSSWLDLIRPPWTL 
R*PREWRQCMGENHIGRGLGF* 
RP WT WMELE A 1 1 L S K. PTREQKT 
KHYMFSLISGS 


26594 


56962 


A 


26744 


398 


557 


HYWLGTVVHTCNPSTLGS*GR 
QIT*AQELETSLGNKNVGCSELI 
LLSTLGNRV 


26595 


56963 


A 


26745 


3 


359 


HRPGIPGTT1SSWMDAWGRLEA 
RYMSYLHSRRGDHA*DKLQRD 
NRFASQTHSHWAKSSCHCRFES 
RPFFLPSPSWSYNRSWGGESAE 
RT WMKQRGTC LSHSPLDLLHP 
GLCQHKVGAR 


26596 


56964 


C 


26746 


127 


216 




26597 


56965 


A 


26747 


135 


197 




26598 


56966 


A 


26748 


84 


202 


VLIHIRRD1MIPETVD*WEY**P* 
RLVPGQVQWVKPAIP 


26599 


56967 


A 


26749 


483 


669 




26600 


56968 


A 


26750 


1 


274 


E1RNKEHVSENSQIKTVKEKPSIS 
SSVSRLKGVNKVRASFPEDRKD 
YTGSKAPKGS*GYTIN*LK*NN 
KRKKKQNKKLMPKTEQGQKN 
SIR 



3585 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26601 


56969 


A 


26751 


63 


398 


TPLRQPCSIRNVQQEPVGRFSGT 
GLPLSVARSSPWEAWPQCKWR 
FQNAGD*DIRQPDRGQGPRPAE 
PEKREPYLRSQQGAFLGSHSSGI 
QSQLLGLGESCSYGATGK.PVHP 


26602 


56970 


A 


26752 


3 


231 


SVHEEEKMALPLGQSHCGLLY 
LYY**RCFKCYSFYCILFIKNAFI 
Y*NI*IYINTHTHTIITHTHIYIYI 
YNCLYI 


26603 


56971 


A 


26753 


4266 


4944 


TDEIGASRLSRVESLAPEVKQN 
TTASGCELMHTEMQALRADW 
KQWEDSVFQTQSCLENLVSQM 
ALSEQEFSGQVAQLEQALEQFS 
ALLKTWAQQLTLLEGKNTDEEI 
VECWHKGQVSWLPV*KAEPRT 
EDLKSQLNELCRFSRDLSTYSG 
KVSGLIKEYNW*A*TLLKGCQN 
KEQILQQRFRKAFRDFQQWLV 
NAK1TTAKCFDIPQNISEVSTSL 
QKIQVRVLSI 


26604 


56972 


A 


26754 


3 


556 




26605 


56973 


A 


26755 


143 


724 


GWIPSDNSICVQEDCRIPQIEDA 
E1HNKTYRHGEKLIITCHEGFKI 
RYPDLHNMVSLCRDDGTWNN 
LPICQGCLRPLASSNGYVNIYEL 
QTSFPVGTV I S YRCFPGFKLDGS 
AYLECLQNL1WXRPAHPGALLW 
KEEDLNIFSLSF1SHTSGWQLLC 
FIFALC*SPLPPQHLPVPQLAPPH 
LCSKCCSPAIKDV 


26606 


56974 


A 


26756 


3 


1393 


CLRPLASSNGYVNISELQTSFPV 

GTVTSYRCFPGFKLDGSAYLEC 

LQNLIWSSSPPRCLALEVKIPVS 

GAVRVT1TLPVTLGHPNVVTQR 

WKAGASDKGELVVLKLLFSPT 

AQVCPLPPMVSHGDFVCHPRPC 

ERYNHGTVVEFYCDPGYSLTSD 

YKYITCQYGEWFPSYQVYCIKS 

EQTWPSTHETLLTTWKIVAFTA 

TSVLLVLLLV I LARMFQTKFKA 

HFPPRGPPRSSSSDPDFVVVDG 

VPVMLPSYDEAVSGGLSALGP 

GYMASVGQGCPLPVDDHSPPA 

YPGSGDTDTGPGES*TCDSVSG 

SSELLQRLYSPPRCQESTHPASD 

NPDIIASTAEEVASTNPGIDIAD 

VDSSNIKLPDWQTKYRVASPAR 

STCEDRSGAPVGTHESLFFS1PS 

SARQDWAPLDSQLESPQCRLPT 

LQRDFLVDPQAERPVPLDPELT 

EIWCPNKNRJERHMEHSGIEA 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of East 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26607 


56975 


A 


26758 


1 


500 




26608 


56976 


B 


26759 


19 


148 




26609 


56977 


A 


26760 


184 


539 


LPAKEEEGHSKKSGPLLGPRRA 
LPGTALGARGAEQGDPEADH* 
GADTTKRCPGLGPAPVPRKGIP 
AEGPRRGSRAGLGMWGPGLGA 
HRTAAPSPAEAPSPCQHPSSHSC 
PVACFEPVF 


26610 


56978 


A 


26761 


] 


441 


DEN RELLG\ELDGIDVLLQQLS V 
FKRHNPSTAEEQEMMENLFDSL 
CSCLMLSSNRERFLKGEGLQLM 
NLMLR£KKISRSSAL\KVL\DHA 
M1GPEGTDNCH*VCLTFLALR\T 
1FPLFMKSPRKIKKVGTTEKEHE 
EQCCSILASLLRN 


26611 


56979 


A 


26762 


1 


2403 




26612 


56980 


A 


26763 


17 


751 


AKMPFDANKLYCSEVLAILFFS 
PLENRELLGELDGIDVLVFA*Q 
VFKRHNPSTAEEQEMMENLFD 
SLCSCLMLSSNRERFLKGEGLQ 
LTLL*LSHSSDSCEMPTWRGGS 
MEQGGRMGLGLVSVGLEHALL 
LTYGLYQRLPPQPQNAQPSFVH 
REKK1SRSSALKVLDHAM1GPE 
GTDNCHKFVDILGLRT1FPLFM 
KSPRKIKKVGTTLPPLPAAATPT 
NRPSAMNGRVRMEAEQSSAHC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26613 


56981 


A 


26764 




1914 


MAEGERGADVPH/GPRGLAGR 

RGVGGAARGRAG/PGGT/EGGG 

GPESLSGGSGVGDSGGGCAPGP 

SAPPARRRVPLAMGPRNLLIDW 

IWIMDTTLGLGTEGGGHSPPVL 

PLCASVSLLGGLTFGYELAVISG 

ALLPLQLDFGLSCLEQEFLVGS 

LLLGALLASLVGGFLIDCYGRK 

QAILGSNLVLLAGSLTLGLAGS 

LAWLVLGRAVVGFAISLSSMA 

CCIYVSELVGPRQRGVLVSLYE 

AGITVGILLSYALNYALAGTPW 

GWRHMFGWATAPAVLQSLSLL 

FLPAGTDETATHKDLIPLQGGE 

APKLGPGRPRYSFLDLFRARDN 

MRGRTTVGLGLVLFQQLTGQP 

NVLCYASTIFSSVGFHGGSSAV 

LASVGLGAVKVAATLTAMGLV 

DRAGRRALLLAGCALMALSVS 

GIGLVSFAVPMDSGPSCLAVPN 

ATGQTGLPGDSGLLQDSSLPPIP 

RTNEDQREPILSTAKKTKPHPRS 

GDPSAPPRLALSSALPGPPLPAR 

GHALLRWTALLCLMVFVSAFS 

FGFGPVTWLVLSEIYPVEIRGRA 

FAFCNSFNWAANLFISLSFLDLI 

GTIG LS WTFLLYGLTAVLGLG FI 

YLFVPETKGQSLAEIDQQFQK.R 

RFTLSFGHRQNSTGIPYSRIEISA 


26614 


56982 


A 


26765 


201 


632 


NLLLCPLSAESRPEEGVRLFCSQ 
FRSRQRPQAHKSAWGTTALSES 
MNCFASFGASISSSADQEQLHL 
PGAVGSGRPGECLGPSGRCSK* 
GATFPGQKGRWKEARPSPVPAP 
AAGLQSRAGHPRGGIRPGRPHG 
ERDSAACWGR 


26615 


56983 


A 


26766 


197 


777 


LPSRGAGLRTCSPPCLSLPPTPW 
TPVRPEPPQRAPPPTPRRPVPST 
TQGLRNASARRGTGR/P APPALS 
PGAGSTRVEASWAPESAARAGL 
WGPSNSVQRAAESASRPHGFG 
QPPKAPARPGWLTGICFPASVPS 
ASRRAPPAAVTSARHYYLRQPP 
PRPSSCPECNKIRLWPAFQLTPL 
CQGPAASERDRRKPQKRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


26616 


56984 


A 


26767 


178 


697 


ATLFIQKHQSGVKSTNP*IGRRS 
LTPEITAELGLERLNPRRCSSCL 
LGLKFEYHNSNLPLQLHGQAC 
GDPTNSVQRAAESASRPHGFGQ 
PPKAPARPGWLTGKFPASVPSA 
SRRAPPAAVTSARHYYLRQPPP 
RPSSCPECNTIRLWPAFQLTPLC 
QGPAASERDRRKPQKRR 


26617 


56985 


A 


26768 




858 




26618 


56986 


A 


26769 


10 


1332 




26619 


56987 


A 


26770 




1086 




26620 


56988 


A 


26771 




1392 




26621 


56989 


A 


26772 




987 




26622 


56990 


A 


26773 




336 




26623 


56991 


A 


26774 


46 


302 


APGAVKKTWFGKKGREREKQE 
RR*RQLGKENENIVALQLIRTD 
QEYWRHHSWHFFLSAAACQPE 
LFLLKHTAKNNRRIRVSQKWK 


26624 


56992 


A 


26775 


1 


1839 




26625 


56993 


A 


26776 


284 


816 


APGAVKKTWFGKKGRERGETR 
EKNNQPTVRTN SQTRDTFFKT* 
DLF*RMPSWELPSPASS*ASKTI 
KYLGIQLTRDVKDLFKEKYKTL 
LNKIKEDTNKWKNIPCSRIGIINI 
MKMA1LPKSGPSAARLLEFAGG 
PLQTLFAWVSPEEAAEQQILPN 
SQSCYLILPLEASSQRGSWLY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26626 


56994 


A 


26777 


1 


2547 


MVKGS1QQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MG DFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSKEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

A1KLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN ENKDTT YQNL WD AFKA VC 

RGKFIALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1 TK I REELKEIETQKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDT1KNDKGDITTDPTEIQT 

T1REYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPI 

TGSE1VAIINSLPTKKSPGPDGLT 

AEFYQRYKEELVPFLLKLFQSIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKENFRP1SLMNIDTKILNKIL 

ANR1QQHIKKL1HHDQVGFIPG 

MQG WFNIRKSINVIQH1NRAKD 

KNHMIISIDAEKAFDNIQQPFML 

KTLNKLG1DGTYFKI1RAIYDKP 

TANIILNGQKLEAFPLKTGTRQ 

GCPLSPLLFNIVLEVLARAIRQE 

KEIKG1QLGKEEVKLSLFADDM 

1VYLENP1VSAQNLLKL1SNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMSELP\FTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRINIMK 


26627 


56995 


A 


26778 


1 


489 


SISWKLWFTEFTLFRFFQPSVSA 

VPVSTLAVVLGLKTLSLLFSHSF 

PGRHSWALRAISLLPSFLYTSSL 

MNSFSYTVHLYLGGLLRLCGSR 

DPHACGFPEGSPLPSGSAA*PFI 

WGMRKPSCVLAPSCSRRDSFG 

CLSFSGHQCLHKSHVGSPSGPQ 

ERLYNG 


26628 


56996 


A 


26779 


354 


685 


YRG YLRGEC FP* KALCCEPA A Y 
LQTCPNPFSGPACSGHALHSLN 
VGDCVYLICPRYPPLRRAGKPR 
DTGIEGRTLSSGGPSVHSSFHSA 
VLFPYTSKLLW1ERRRPAGQS 


26629 














26630 


56998 


A 


26781 


139 


513 




26631 


56999 


C 


26782 


1 


948 




26632 


57000 


A 


26783 


630 


734 


TAARSGYPGRAGTLTGLHPMQ 
VCRCRR*PYSRGT 
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SfcQ ID iNO: 




SKQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






26633 


57001 


A 


26784 


1 


224 


SRAGYDHVVEPVERGTSGVRW 














YACCGLMVCPANPQHFAHGY/ 














VGKIPGYPARAGTLTGLHPMQ 














VCRCRRCPVYEI 


26634 


57002 


A 


26785 


1 12 


254 




26635 


57003 


C 


26786 


1 


567 




26636 


57004 


C 


26787 


1 


543 




26637 


57005 


A 


26788 


165 


633 


RI PG LLLCPA YPQHF AHG Y VDK 














IPGYPGRVGTLTGLHPMQVCRC 














RRQAPCM KSNNALI VILGTVTL 














DAVGIGLVMPVLPGLLRDIVHS 














DSIASHYGVLLALYALMQFLCA 














PVLGALSDRFGRRPVLLASLLG 














ATIDYAIMATTPVLWIYPLVNS 


26638 


57006 


A 


26789 


264 


800 


ISNFELCSRSIHLLCSSTGYPGR 














AGTLTGLHPMQVCRCRR*PAV 


26639 


57007 


A 


26790 


1 


738 




26640 


57008 


A 


26791 


84 


162 


AVLDLGPPTGRDPPQGSPDPYS 














GAFLLASCGAPLGQRSQRKEQ 














AA1FAVLQLLLV1PPGVGGTQT 














NRVWSGFPANHGNPGYPGRAG 














TLTGLHPMQVCRCRR*PPYRV1 














PQCGTPLGQGQPEVFVKQFWIL 














GLRLGETPHRGHQILIQGHSC 


26641 


57009 


C 


26792 


1 


531 




26642 


57010 


A 


26793 


216 


519 


QREST1PSRPVERSNLGVRLYAC 














CGLLLCPAYRQHFARGYVDK1P 














GYPGRAGTLTGLHPMQVCRCR 














R* PDRRGTE R VS ARKH VCF V V V 














SLFVAACRPPLRA 


26643 


57011 


C 


26794 


1 


606 




26644 


57012 


C 


26795 


1 


1059 




26645 


57013 


A 


26796 


1 


3285 




26646 


57014 


C 


26797 


1 


1390 




26647 


57015 


A 


26798 


211 


679 


RIFKCKADLLLYDMLVYVTLWI 














HRAVTYTHRVPNHSYRRSNIKS 














ETTVPTR1VGPVERSNLGVRLY 














ACCGLLLCPAYPQHFAHGYVD 














KIPGYPGRAGTLTGLHPMQVCR 














CRR*PKPAPLPGSPQHLCSHQPH 














LAQRKTGQCFLQGHCFPEKNW 














GTV 


26648 


57016 


C 


26799 


1 


774 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26649 


57017 


A 


26800 


542 


1269 


FIRDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQRKYP 
GCRLYASCELLLCPVNPQHFAH 
GYVDKI\PGY\PAGAGTLTGLHP 
MQVCRCRRQAPCMKSNNALIV 
1LGTVTLDAVG1GLVMPVLPGL 
LRDIVHSDS1ASHYGVLLALYA 
LMQFLCAPVLGALSDRFGRRPV 
LLASLLGATIDYAIMATTPVLW 


26650 


57018 


B 


26801 




1531 




26651 


57019 


A 


26802 


1889 


2154 




26652 


57020 


A 


26803 


147 


162 


APSLHLKDTVDRSNLGVRLYA 
CCGLLLCPAYPQHFAHGYVDKI 
PGYPGRAGTLTGLHPMQVCRC 
RR*PGAHTVVDIRPREDHLGSA 
GQPNCPENGCLQGFHTGLAYPE 
HHPCI 


26653 


57021 


A 


26804 


2381 


3641 




26654 


57022 


A 


26805 




2367 




26655 


57023 


A 


26806 


1 


488 


MDLLYMAAAVMMGLAA1GAA 
IGIGILGGKFLEGAARQPDLIPLL 
RTQFF1VMGLVDA1PMIAAIAFV 
LFVLFCMKYVWPPLMAAIEKR 
QKE1ADGLSSAERAHKDLVLAK 
ASATDQLKKAKAEAQVIIEQAN 
KRRSQ1LDEAKA*GRQEPLVQV 
FLESARKR 
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SEQID 
NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26656 


57024 


A 


26807 


2125 


2435 


VSPRQKS ARPDLT* 1RTLLCKVL 
GVLFSVAGGKKGPTCILQILKG 
QRRQEA*CISVMAERVWASGQ 
A*WEVWLHWAKSIDWFLFWK 
QHVHALRVRLDTCLFSLEEGSS 
FWNQGLTWKVVRRTFSESINH 
TPRITLGVPYSVHGIQLPGLLNF 
GEFKVCFVLSPRIFNLTHENFLS 
SEGPERRGLLGATFNCLNKRLA 
KYRMRNVHPKPKLVRYLHSRL 
PPEPAAAP*AWCGPRHLSRRQM 
SSSSQIGNDSFQLQVTPVHLLPL 
SHTTRKNPEMYDLPLLIFNPQES 
A1LQLFHQDGECLHCSPIVGDW 
CHLGHSQACPSFHVPSGLFVPS 
LLCGAAFGRLVANVLKRYSVC 
VRVCAHVHVCARVRVYACVC 
VRMT1SLTVILIESTNE1TYGLPI 
MVTLMVSTLPPGPCQAQGHVR 
PTGPIFRSLLE WETE VEMDK* G 
HDFAHVLVSECISSEA*GMLLL 
GGGPDRSLFSTFRAVWSLSRLL 
DSVIAAGKQ*A*RT*SVGYSLL 
CPDLKGDPSAVFILRTTVHHAF 
PVVTENRGNEKEFMKGNQLISN 
NIKFKVKKTA*EERQVRDKRSR 
LTRLSALPIRNMCDEHIASEEPA 

nvUTYT t <-.ni\ylT rpp* r? Tie ■ ( - a D I a 

PDATnUU/firPI AHMI *i rcur 
rvKA 1 l^KWuLrLAyML L I r tiO 

T Tl DCfll \/XT I A/Drt/PVCCCAC 
DP A F\T TT T MPD1V4I WRP A A PAT 


26657 


57025 


A 


26808 


24 


369 




26658 


57026 


A 


26809 


4 


371 




26659 


57027 


A 


26810 


82 


703 




26660 


57028 


A 


26812 


1 


1692 




26661 


57029 


A 


26813 


293 


563 


NVWPSSSVRGRNE*GREGGRR 
RTQQAAGLGPAPSDLWWLWLS 
WCLQK.NMSQGGENLPAGPGSC 
CGREAQEGAGTSLEDAPFFEAQ 
LLQLH 


26662 


57030 


A 


26814 


1 


488 


VARLYWKRPSLHACHFRDPRA 
GLSENPRLLQCSPSSSSGNVWG 
PHLYAVPCL*NGRIIPSPWNYRS 
LNSTTSSTCSSFAVVSSPSCPWV 
QLPGSCLLSRSLLQRVAWSQAP 
VPMRSEQDQLQKPPPPSAGLPA 
SVHANL*PGDRKGSVWTPAGV 
AQIPSPWP 


26663 


57031 


B 


26815 


51 


90 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26664 


57032 


A 


26816 


299 


707 


RPPCRISCHPHTRCEGGRLRSRS 
PLLS*MPLSHPQGPSQPPAGSMS 
SSPPATTSTCSCSPPAAGCTRGR 
TTGRPFWTASGPAELDWASGSS 
VGL* SQGSQLG ACGASYAGLG 
VPPRLLGPMTSCCMSLPFPSPAR 
P 


26665 


57033 


A 


26817 


146 


330 


TVARRMELTPALLRALLNGILPI 
SEPPSNRIFACWGKPAWTACCN 
SLRARR*RAISCCPSH 


26666 


57034 


A 


26818 


1326 


1694 


IFGWFGACCSLGSCCVVFTAST 
CTTVCGGCAIKVGSCLSLATMG 
CCVCCTSGLGCACSCWRGVSF* 
CLMESWGICGSLCWSWSACRW 
MVCFCLVWKHCRVFTCS*VCS 
SGGWLSFCCLADCD 


26667 


57035 


A 


26819 


1 


1407 




26668 


57036 


A 


26820 


75 


1397 


SRGSGREKFPAQLSYQTLLGKG 

P1EGTSLSNLAQQRCKEHHCHF 

LREQGPNCLIIERFMDRYTGKYI 

HMASHTTRCRPHVSRRPKARLL 

APATRSRSARARLRETRVRRGS 

PSCLWLNRRSRLPAEHSVRSPP 

RDMVFESLGLPSTKSSEFRSAA 

PEAAERAQPGDPCGLQTPAPLR 

PG F RRN Q DP A S A A A A AEE V RS 

GGGRGR1LATTLWGCNTLCITQ 

YTR1RK.LTLVYCGVESKQEWG 

EYHEGVQAGLTRPGRSPKLISK 

FLEKELTDRNWDQEDEAEEVK 

SSFPKND*VLKNRAIKKAKRRN 

VGFEVSAPLQLLLFKGLVVPSG 

GGRFSGFGSGAGGKPLEGLSNG 

NNITSAPPFASAKAAADPKVAF 

GK*LPSPSRLLVDKVSNPKTNG 

DSQQPSSSGLASSKACVGNAYH 

KQLAALNCSVRDWIVKHVNTN 


26669 


57037 


A 


26821 


3 


89 


AASGRSFRGYSRPvHCYHRR*QL 
HACHCP 


26670 


57038 


A 


26822 


150 


383 


LCLGEVWKGSFFLTGTKRPGVF 
LSLHKKACYHHNHHRYHHHH 
HHQTKP*QQELNSLLLHFPPHQI 
QGDQFHHHLYYL 














LLLucv Wivu&rrL lul KKxaj V r 
LSLHKKACYHHNHHRYHHHH 
HHQTKP*QQELNCENMPQYNF 
QNGSQSYQTLLL/SLSTKFM*YS 
KFFVVISVMFIASSPETDF 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26672 


57040 


A 


26824 


89 


554 


AMNSCVTGDRYSPCGGFGFAF 
LYSSVSVSSSSEYQLSPLPPAKR 
PLAAQQSCS1PIASVFQQTIHSLF 
AKDKKEFSSNLLDSKVNMCHE 
AHQLISHS*ANFRSICHIPQRW* 
NLIFEK.FSDVSMGSGTFG**AEN 
WS*TLSIAASLVYSLLHKIQ 


26673 


57041 


A 


26825 


84 


239 


ACTKKACYHHNHHRYHHHHH 
HQTKP*QQELNSFRFSLSQPSLL 
AVFLFLRP 


26674 


57042 


A 


26826 


2 


245 




26675 


57043 


A 


26827 


154 


546 


L1VTVHVNHLGVLINHRFRISGC 
GVCGTDCISHKFPGAADATGPS 
WTTHCAVITFSLTTGSATKKTE 
DNNTFVFNVDVKAN*HQITRA 
VKKLCDIDVPEVNTLPNVSISFR 
FLLCSTVFCTLTVFFLRENG 


26676 


57044 


A 


26828 


331 


612 


NHRGLPFPDY1PGTYFLFFFFLF 
FSFSSFSSSSFSFPASGNHNSTLY 
F YGINFFSFH IG M RMGGIFLCLT 
CF'PHDVLQAHPHREGRQDLLF 
HD 


26677 


57045 


B 


26829 


928 


1617 




26678 


57046 


A 


26830 


95 


929 




26679 


57047 


A 


26831 


3 


1128 


LYNRRRRRRCSHCRHRCRRLSS 
GLRKEEVISLGASLGRVFVPCSP 
PTVSAARGPTGAPGGPNSKPLS 
GCCDDGFNLGRQQWGNPLPFC 
SKTI SSSLHWTWSQVNL VE1LP 
A1FSSFLNLQHVNLWFLAAAM 
KAVTEQGHELSNEERNLLSVA 
YKNVVGARRSSWRVISSIEQKT 
ERNEKKQQMGKEYREKIEAEL 
QD1 CND VL VRGQCFCFEQWFL 
NSINLMYKCRLSNYFRYLSEVA 
SGDNKQSK*YL*KE1RPVMEPV 
FFHRDFLTILI RLGLALNFSVF Y 
YE1LNSPEKACSLAKTVRKTLC 
DI*P*QNSACVINFILFLMLRDN 
LTVSTTSTGFIVSFLFTYLIIHCY 
LQEVCSVSLCTLN I YPLCDKKK 


26680 


57048 


A 


26832 


139 


601 


EGRGHLAQELLSERVFVPCSPP 
TG MTMDKSEL VQKAKL AEQ A E 
RYDDMACSSERHVTEQGHE\LS 
NEEKKSCSLVAYKECW*APRR\ 
SSW\RVISSIEQ\KTERNVEGSSR 
WG KE YREKI\E A ELQDICXND VL 
ELLDKYLIPNATQPESKVFYLK 
MK 


26681 


57049 


A 


26833 


70 


122 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in (JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26682 


57050 


A 


26834 


179 


876 


C1V1LFFFSQFNFVGRILGPRGLT 
ANVNRYLELHTLYGYMNLFIV 
S1MKDVLSL*RE*F*SCTL*IF*E 
EQNRGKPNWEHLNEDLHVLIT 
VEGV*I*LLYLWTVSNAFISCVF 
HV*AEGEDRYCCLYTSF*ISLLT 
VAALAFSLAATAQAAPR1ITGP 
APVLPPAALRTPTPAGPTIMPLI 
RQ1QTAVMPNGTPHPTAAIVPP 
GPEAGLIYTPY1YIISKYLWLLSS 
CSPEP 


26683 


57051 


A 


26835 


3 


915 


AEAHPRLPDAADERQEAHDSLP 
NFCG1FNHLERLLDEEISRVRKD 
MYNDTLNGSTEKRSAELPDAV 
GP1VQLQEKLYVPVKEYPDFNF 
VGR1LGPRGLTAKQLEAETGCK 
IMVRGKGSMRDKKKEEQNRG\ 
KPNW\EHL\1MEDLHVLITV/EKV 
LQEQGQEIKLKRAVEEVKKLLV 
PAAEGEDSLKKMHLMELAILN 
GTYRDANIKSPSLAFFLAGTAQ 
AAPRI1TGPAPGLPPAALGTPTP 
AGPTIMAL1RQIQTGGMPNGTP 
HPTAAIVPAGPEAGLRYTPYEY 
PYTL\APATSIEEYPI\F,PSGCI 


26684 


57052 


A 


26836 


1182 


1360 


K.LSICVYIYICMFIYTHVSV*FYI 
Y1YTHRHTENHYFCNSVQFVLY 
LFTFFCYYF1WPA 


26685 


57053 


A 


26837 


3 


348 


RNSK.HVCRAEP*GHFCYK*HF 

WNHTEHTAVLE1/EQINARDET 

DF\YLGNRCTYVCKEQHSGPGS 

KSNTTIVIWGKVTCAQGKNSV 

VCAKFQSHPPAKAIGHRIHVML 

YHWRIQ1H 


26686 


57054 


A 


26838 


264 


527 


NSKHVCRAVP*GHFC*K*HFW 
NQREHTTVLEIEGVYARDETEF 
YLGNRCTYVCKEQHSGPGSKS 
NKTRVIWGKERGSGWCRLSGR 


26687 


57055 


B 


26839 


26 


515 




26688 


57056 


A 


26840 


92 


341 




26689 


57057 


A 


26841 


224 


1111 




26690 


57058 


A 


26842 


2 


592 


HSLTGRCIFFLITGTSPGSPEMST 
TLK1MSSKEPSISPEIRSTVRNSP 
WKTPETTVPMETTVEPVTFSPQ 
LVFARLMTGVGLGAALPNLIAL 
TSEAAGPRFRGTAVSLMYCGV 
PIGAALAATLGFAGANLAWQT 
VFWVGGVVPLILVPLLMRWLP 
ESAVFAWRSISNKRA*FRDCRC 
CSAAI1W*RRFPFKSKPVM 


26691 


57059 


A 


26843 


2 


141 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26692 


57060 


A 


26844 


1 


978 




26693 


57061 


A 


26845 


144 


647 




26694 


57062 


A 


26846 


1642 


2652 


FGILVLLALIVIWYNNFFGAETE 
AILPYDQYMHRFAAYFQQGNM 
ESNGKYVDRNGNVVDYQTGPIl 
WGEPGTNGQHAFYQLIHQGTK 
MVPCDFIAPAITHNPLSDHHQK 
LLSNFFAQTEALAFGKSREVVE 
QEYRDQGKDPATLDYVVPFKV 
FEGNRPTK*ILLRE1TPFSKLNEV 
KA1SDTICVIRDGQHIGTRDGIE 
HLTAWHPVNRHIKRVNDVSFS 
LKRGEILGIAGLVGAGRTETIQC 
LFGVWPGQWEGKIYIDGKQVD 
IRNCQQAIAQGIAMVPEDRKRD 
G1VPVMAVGKNITLAALNKFTG 
G1SQLDDAAEQKCILSHPRCSW 
QGRHLLH 


26695 


57063 


A 


26847 


52 


137 




26696 


57064 


A 


26848 


1 


1858 


MGLKVDDKVPLFAVVSRLTSQ 
KGLDLVLEALPGLLEQGGQLA 
LLGAGDPVLQEGFLAAAAEYP 
GQVGVQIGYHEAFSHR1MGGA 
DVILVPSRFEPCGLTQLYGLKY 
GTLPLVRRTGGLADTVSDCSLE 
NLADGVASGFVFEDSNAWSLL 
RA1RRAFVLCQGQFHHRTTDVE 
YKGDPKAVKIEESEINYLLNVY 
NTHFKKQLSRDD1VWTYSGVR 
PLCDDESDSPQAITRDYTLD1HD 
ENGKAPLLSVFGGKLTTYRKLA 
EHALEKLTPYYQGIGPAWTKES 
VLPG G Al EG DRDD Y A ARLRRR 
YPFLTESLARHYARTYGSNQRA 
ACSAMREREARTLPQKLAGTL 
GMLSKVMRIPRQQEVTALRTY 
LQIRIGLHAAFNACEEMCQRVA 
LERQLDSEERALL1ERSQTV1RQ 
GRDLLHAWDATWNSAQALDN 
ALQPDRAGQFADALEKYAADE 
SFFAQLDKYDIPVVV1GK.VEGQ 
YAHVYSVDTDNFGDS1ALTDAL 
IESGHQNIACLHAPLDVHVSVD 
RVNGYKQSLAAHNIAVRDEWI 
VDGGYTHETALKAARQLLSQS 
PLPEAVFATDSLKLMSIYRAAA 
EKNI\AIPQQLAVRILFGLHL*IV 
LSTRAGFGNLAHY 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26697 


57065 


A 


26849 


136 


3261 


PMSPTIYDIARVAGVSKSTVSR 

VLNKQTNISPEARJEKVLRAIEEL 

QYQPNKLARALTSSGFDAIMV1 

STRSTK.TTAGNPFLLEVAQAFP 

AKAE*KGFQVLVRTSHNPAEDL 

QKCESKIKQKMIKGIIMLSSPAD 

ESFFAQLDKYDIPVVVIGKVEG 

QYAHVYSVDTDNFGDSIALTD 

ALIESGHQNIACLHAPLDVHVS 

V DRVNG YKQSLG AHNI A VRDE 

W1VDGGYTHETALKAARQLLS 

QSVSLSVAVSWSAC 


26698 


57066 


A 


26850 


73 


174 




26699 


57067 


A 


26851 


252 


575 


PGFPRGPPPPPG F APFH V SI WDT 
DLSDPAARAGLGVRWTPDPPR 
RAARSPVLPRGLSAGQRPAARL 
LGGMEEGRFRQVAVFSES*SAV 
CPPPSPPPLSPLAPWTETA 


26700 


57068 


A 


26852 


1 


462 


AQSVNSQTFSELRATQTFYKTT 
SHNSPGVFHTSTKR\FIDGNPPG1 
FSAITA*RLMMP*RSS1FSASAS1 
LSVSFSGSTCNNDQRPARFGVL 
*DTRGETGCA*TGRPRRAR*LR 
RVEVRAV*LLRVRARNGAQMA 
LVKTPCQTSAHNAPCRGRE 


26701 


57069 


A 


26853 


692 


918 




26702 


57070 


A 


26854 


1 


2427 




26703 


57071 


A 


26855 


1347 


1978 


LPHCVANHGCALR*QKWVHD 
KEQTTQTLKMVAENGRWVIDD 
I VSN HG S VLQ A VN SENEKTL A A 
LASLQK.EQPEAFVAELFEH1AD 
YSWPWTWVVSDSYRQAVNAF 
YKTTFKTANNPDEDMQIERQFI 
YDNP1CFGEESLFSRVDEIRVLE 
KTADSARIHVRFTLTNGNNEEQ 
ELVLQRREGKWEIADFIRPNSG 
SLLKQIEAKTAARLKQ 


26704 


57072 


A 


26856 


1 


733 


LSEVDVDVRQSIHSAHAKTLDT 
QGLRNEFLVEKVFVADEYTMV 
YSHIDR1IVGGIMPITKTVSVGG 
EVGKQLGVSYFLTSNRRTINKY 
LVPDVLETCQSSMGLTELAPGN 
♦WNTMPCHTHERRMEVYFYFN 
MDDDACVFHMMGQPQETRHI 
VMHNEQAVISPSWSIHSGVGTK 
AYTFIWGMVGENQVFDDMDH 
VAVKDLRANHHQRFIISQRSDI 
HLTTQWIKRAAQTIHPPVSIIQQ 
1VAFFE 


26705 


57073 


A 


26857 


2 


255 




26706 


57074 


A 


26858 


1 


597 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26707 


57075 


A 


26859 


2 


640 


EARGRQPQLHHLPHPPRASSPP 

LALQPLGRSRRCPPPPGAAAPD 

PRPDMGDLPGLVRLSIALRIQPN 

DGPVFYKVDGQRFGQNRTIKLL 

TGSSYKVEVKIKPSTLQVENISI 

GGVLGPLELKSKEPDGDRAVY 

TGTYDTEGV\TPTKSGER\QPIQI 

TMPFTDIGTFETVWQVKFYNY 

HKRDHCQWGSPFSVIEYECKPN 

ETRSLMWVNKESFL 


26708 


57076 


A 


26860 


218 


426 


TQPRVWSQAQ/RALQPDTELPQ 
PPQTPKSDTDQMLSVKKKKKR 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKLYFQT 


26709 


57077 


A 


26861 


1 


423 




26710 


57078 


B 


26862 


1 


252 




26711 


57079 


A 


26863 


1 


171 




26712 


57080 


A 


26864 


5 


254 




26713 


57081 


A 


26865 


16 


220 


1LDTSPMRWTQKNFSMILAQPE 
QQCKTL SQNKNKDRRIKKKEE 
KKKKKKKKKKKKKKXKKKKK 
KKKKK*EKEKEKEKEKKKEKE 
EEKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKK 


26714 


57082 


A 


26866 


32 


286 




26715 


57083 


A 


26867 


1 


847 


EVKDLYDKTFKSLKKEIKEDLR 
RWKDLPCSWIGR1NIVKMAILP 
KAIYRFNA1PIKIPTQFFNELEGA 
1CKFIWNNKKPRIAKTLLKDKR 
TSGGITMPDLKLYYRAIVIKTA 
WYWYRDRQVDQWNR1EDPEM 
NPHTYGHLIFDKGAKTIQWKK 
DSIFNN WC WHN WLLSC RRMRI 
DPYLSPCTKVKSKWIKELHIKP 
ETLKLIEEKVGKSLEDMGTGER 
FLNRTAMACSKKKEKKEEEED 
EEEKEKEKEKEEKEKEEEEUCK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKK 


26716 


57084 


A 


26868 


1 


376 


MLMKDPQWNSSIFISTHLALQQ 
KRRQAEYGAQEPSRRIVGGKGS 
GAQVDEEEEEEEEEEEKEE\KK 
KKKEKKRKKKKKKKKKKKK K 

W \S V V V V V V V V V V V V \/ \S V \!\\ I 

LSLPMIRPRLPHPRWASSPSSMV 
AKP 


26717 


57085 


A 


26869 


1 


2031 




26718 


57086 


A 


26870 


1 


957 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26719 


57087 


A 


26871 


171 


495 


SQLLDMRKPFQKPGLRQLKTLP 
QYLNTR/CILDYLDNISPQQIRK 
LFYVLSTLAFSKQNEASSHIQD 
DM HL VIRKQLSST VFK YKLIG 1 1 
GAVTMAGIMAADRSESPSL 


26720 


57088 


A 


26872 


1 


3114 




26721 


57089 


A 


26873 


173 


397 




26722 


57090 


A 


26875 


823 


1194 




26723 


57091 


A 


26876 


1 


1263 


MESNAVQLTRMEYAMKSLSLL 
YPKSLSRHVSVRTSVVTQQLLS 
EPSPKAPRARPCRVSTADRSVR 
KGIMAYSLEDLLLKVRDTLML 
ADKPFFLVLEEDGTTVETEEYF 
QALAGDTVFMVLQKGQKWQP 
PSEQGT* WRRTQRKDSPVSRPC 
STHGLQEIQL 


26724 


57092 


A 


26877 


128 


317 




26725 


57093 


A 


26878 


431 


574 




26726 


57094 


A 


26879 


1 12 


482 


EGPEAKPKRSNC APEKRSSPI PD 
WEPAFSEDGRARTVARLQHPPL 
GGPTHRYHHFLRRHDPPLRVHP 
AAERQEAHPGTSI*QSSPNSKQS 
PQGKWKITFPNSLSLTRKYYFQ 
QPRGWDFFKKT 


26727 


57095 


A 


26880 




179 




26728 


57096 


A 


26881 


977 


1127 




26729 


57097 


A 


26882 


121 


708 




26730 


57098 


A 


26883 


38 


828 


GSRLRRLQAAAARPALPLPLPP 
WEWKHLPHVPEAKWWLTTAR 
HSAAYRADPLRVSSRDKLTEM 
A A SSQGNFEGNF ESLDL AEF AK 
KQPWWRKLFGQESGPSAEKYS 
VATQLF1GGVTGWCTGFIFQKV 
GKLAATACGEVDF/LLLQLANH 
TWVHQSLTGNEWEKDIEESPKS 
SLKIRKSQSDYLLRSGAKAAGR 
WCH F VKKNVLVTWGIFPEAFC 
LAWHPKEDDLHVPLFPGFFPSQ 
QPFTLHHRDIESLLLFFPWPSFP 
GHWEN 


26731 


57099 


A 


26884 


1 


642 




26732 


57100 


A 


26885 


1183 


1349 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleoiide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26733 


57101 


A 


26886 




1371 


MSFLIDSS1MITSQ1LFFGFGWLF 

FMRQLFKDYEIRQYVVQVIFSV 

TFAFSCTMFELIIFEILGVLNSSS 

RYFHWKMNLCVILLIL/VFPMV 

PFLQLAYFIVSN1RLLVHKQRLLF 

SCLLWLTFMYFFWKLGDPFPIL 

SPKHG1LSIEQL1SRVGVIGVTL 

MALLSGFGAVNCPYTYMSYFL 

RNVTDTDILALERRLLQTMDMI 

ISKKKRMAMARRTMFQKGEVH 

NKPSGFWGMIK.SVTTSASGSEN 

LTL1QQEVDALEELSRQLFLETA 

DLYATKERIEYSKTFKGKYFNF 

LGYFFSIYCVWKIFMATINIVFD 

RVGKTDPVTRGIEITVNYLGIQF 

DVKFWSQHISFILVGIIIVTSIRG 

LLITLTKFFYAISSSKSSNVIVLL 

LAQ1MGMYFVSSVLLIRMSMPL 

EYRT1ITEVLG ELQFNFY HRWF 

DVIFLVSALSSILFLYLAHKQAP 


26734 


57102 


A 


26887 


1738 


2140 




26735 


57103 


A 


26888 


81 


733 




26736 


57104 


A 


26889 


1061 


1154 




26737 


57105 


A 


26890 


1 


3207 




26738 


57106 


A 


26891 


113 


367 




26739 


57107 


A 


26892 


2 


1391 




26740 


57108 


A 


26893 


154 


647 




26741 


57109 


A 


26894 


40 


747 




26742 


57110 


A 


26895 


1 


3186 




26743 


57111 


A 


26896 


271 


491 




26744 


57112 


A 


26897 


304 


1836 




26745 


57113 


A 


26898 


1 


2343 




26746 


57114 


A 


26899 


1 


765 




26747 


57115 


A 


26900 


318 


473 




26748 


57116 


A 


26901 


2 


426 




26749 


57117 


A 


26902 


1 


433 




26750 


57118 


A 


26903 


2 


1004 




26751 


57119 


A 


26904 


125 


199 




26752 


57120 


A 


26905 


3 J 


156 




26753 


57121 


A 


26906 


2 


397 


VDGMGWSQDLFRALGRSLSRE 
GKEH VGTDQFGNK YY\* SRSTK 
TGEVRWRRGQRLRGQ*LRGQT 
1REKRIVEAANKKEVDYEAGDI 
PTEWEAWIKRTRKTPPFMEEIL 
KNEKHREE1K1KSQDFYEKEKL 


26754 


57122 


A 


26907 


1 


1350 




26755 


57123 


A 


26908 


1 


582 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26756 


57124 


A 


26909 


2 


687 


GARQVLPGESPCFSSS\AKIVKP 
NGEKP\DEFESG/LSPQALLEL\E 
MNSD\LKA\QLREPELLRPA*GK 
LKVGGCSENLSI/ILLFPVPSN*K 
SFPENPQVRA*YRELEKK\FQW 
GSHVGLYRPQRRILP*AQLRKK 
PVQKNKQKASPRARTLTAVHD 
AULEDLGLPQAKIVGARESRVK 
L\DGSRL\IKVHLDK\AQQNNVE 
HKV\ETFSGVYK\KLTGKDVNF 
EFPRSFNCKQK 


26757 


57125 


C 


26910 


164 


208 




26758 


57126 


A 


26911 


2288 


2625 


GSEGHLPITKRWSSLWEWRKG 
LSEVGSCK.RNLVRCLRTAI/LM 
GGEAGV1HCKGHQKASDPIALG 
NAYADKVARQAASSPTSVPHG 
QFFSFTLVTPTYSPAETSTYQSL 
PTQGK 


26759 


57127 


A 


26912 


1 


400 




26760 


57128 


A 


26913 




277 




26761 


57129 


A 


26914 




630 


CEIKNRKAAEKVNKTKGKFFEI 

NT YPGPI KTGEPSGQTQKWLDI 

VRNTLVEEDTSSWSWRAHQPK 

STLTGTGRPSTNGTMSSLARTV 

REEPGNQPNYRGKPSPFWFPHL 

VRAASTQPVITRLI.QHGRLKPI 

NSPYNFPILPVLKPDKPYKLVQ 

DLHLINQIVLP1HPVVPNPYTLL 

SSIPASTTHYSVLDLKHAFFTIPL 

HP*FQPLFTF 


26762 


571j0 


A 























Tin 


TJ— 


GRDPVSAFY1WLASFPNTIY*IG 
NPFPIACFSQVCQRSDSCRYAA 
LFLRALFCS1DLYLCFGTSTMLF 


26764 


57132 


A 


26917 




2144 




26765 


57133 


A 


26918 


99 


470 




26766 


57134 


A 


26919 


636 


1220 


GPGFQAQNCAAIWADTKLAAG 
IFSHTPVAPGTPVRQNHLLPWD 
APAWSGEECLPLLRLVYVVFPS 
QCKQSCQEV*TGQSPPQLGKAF 
VARLPL*1PSLWAGHLFLEHPV 
YCCGCVTAGRQGSWKGQRRH 
GHPFPLPLLLLQMVCCSISYQY 
DY PESSFLLLFLSSLCSAGKSTG 
SHAILLGSAFVLPHLVALRS 


26767 


57135 


A 


26920 


10 


161 


RLRMVRDIKVLLNTRSLRNCLG 
DLTNKGRS11GPPL*ELSKASVM 
VPVGF 


26768 


57136 


A 


26921 


1 


855 




26769 


57137 


A 


26922 


5 


1442 




26770 


57138 


A 


26923 


1061 


2332 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26771 


57139 


A 


26924 


804 


1 100 


SPKGGPPDPSHGTKFHSRPCEET 
TKQAFCEQHGCLFHLGTLGALL 
G*QRWLHQLSRPSLGCNESKSL 
FQ*PPLP*E*KEIQCKVPPNLGL 
GVRSGKGF 


26772 


57140 


A 


26925 


3 


1 186 




26773 


57141 


A 


26926 


126 


363 


SRSKDQGLDPSGTWCKRAFSPG 
PWPIIPVAAGGGGHSGGGKSET 
PAHLQKGLHKVKNC*PSTYSVC 
QTPDAEHPVSNK 


26774 


57142 


A 


26927 


1 


1125 




26775 


57143 


A 


26928 


401 


446 




26776 


57144 


A 


26929 


332 


499 




26777 


57145 


A 


26930 


74 


200 




26778 


57146 1 


A 


26931 


300 


416 




26779 


57147 


A 


26932 


324 


430 




26780 


57148 


A 


26933 


60 


381 




26781 


57149 


A 


26934 


2344 


2453 




26782 


57150 


A 


26935 


131 


274 




26783 


57151 


A 


26936 


144 


444 


GGGENFSYPWYLLVGCGWFSS 
SPIVPDVPPFSLLLPAQKKKPAP 
PKAPEPKPKKAPAKKG EKVPKG 
KKGKADAGKEGHNPAENGDA 
KTAQAQKAEGAGDAK. 


26784 


57152 


A 


26937 


540 


811 




26785 


57153 


A 


26938 


69 


375 


QHLRPAAVAAATMPKRKAEGD 

AKGDKAKVKDEPQRRSARLS\A 

KPAPPKPEPKPK.KAPAKKGEKV 

PKGKKGKADAGKEGNNPAEN 

GDAKTDQAQKAEGAGDAK 


26786 


57154 


A 


26939 


9294 


9486 


SLL YQPRCM AFRI KASS*RG MP 
GGSASAARKPTG/SPGREGAGR 
RGQWGPRNCCAGRLPGGESTV 


26787 


57155 


A 


26940 


248 


613 




26788 


57156 


C 


26941 


94 


234 




26789 


57157 


A 


26942 


2157 


2408 




26790 


57158 


A 


26943 


547 


815 




26791 


57159 


A 


26944 


254 


467 


VFLISVYNGLAISLYLGIHIRQK 
PVMPRNPLNCFGVLG*G*AGIG 
*IRSSLRTLVPLDNFSPKYLTFC 
EQS 


26792 


57160 


A 


26945 


238 


391 




26793 


57161 


A 


26946 


232 


1659 


















26795 


57163 


A 


26948 


1 


2046 




26796 


57164 


A 


26949 


3 


97 


SVR7SKFYVREPPNAKPDWLKV 
GFTLSVEL*M 


26797 


57165 


A 


26950 


1 


828 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26798 


57166 


A 


26951 


224 


475 


AGPRKMAPSALLRPLSRLLAPA 
R\LPSGPSVR/STKFYVREPPNAK 
P\DWLKVGFT\LGTT\VFLWIY\L 
IKQH\NEDILEYKRRNGLE 


26799 


57167 


A 


26952 


1 


411 




26800 


57168 


A 


26953 


442 


2490 




26801 


57169 


A 


26954 


3 


1592 




26802 


57170 


A 


26955 


9 


308 




26803 


57171 


A 


26956 


153 


227 




26804 


57172 


A 


26957 


1 


41 1 




26805 


57173 


A 


26958 


517 


825 




26806 


57174 


A 


26959 


6 


646 




26807 


57175 


A 


26960 


1 


275 




26808 


57176 


A 


26961 




272 




26809 


57177 


A 


26962 


1 


1002 




26810 


57178 


A 


26963 


1 


1791 




26811 


57179 


A 


26964 


2 


160 


HMTTSLLAQSGFQKTSALNKIT 
TKGSH*VQFTSLLPPPERVLVS 
MAERPWGG 


26812 


57180 


A 


26965 


1 


892 




26813 


57181 


A 


26966 




549 




26814 


57182 


A 


26967 


234 


387 


SCLEVCDEQGPEKVTRQRALRG 
VSSVTEDTLNICRLCWQPLPEPL 
ELWPKAL 


26815 


57183 


A 


26968 


269 


501 


RARSEGAGLWSVVAPSAVSVFF 
VSDPRCAPFHRSPSCCSP/RRPC 
LSLSA*SRPRASGVGACLLWQP 
LPEPLELWPKAV 


26816 


57184 


A 


26969 


210 


296 




26817 


57185 


A 


26970 


71 


283 


LRLGDLPSEINPLSSCSLLREKD 
PPTTSGPQTYTSPRNISPISNPDST 
GNRTVQLTWQPLPEPLELWPK 
AL 


26818 


57186 


A 


26971 


1 1 12 


1 180 




26819 


57187 


A 


26972 


71 


284 


L1LGDLPSEIKPLPSCSLLREKEP 
PTTSGPQ1ATSPRNISPISNPDSTG 
NRTVQLTWQPLPEPLELWPKA 


26820 


57188 


B 


26973 




663 




26821 


57189 


A 


26974 




502 


MLLTQSLFGGLFTRTHMKFGA 
VTQIRGPPLGDKSPVLLLFALER 
QRRHVLSMDPKLRCWSRTGKA 
AFP WCLI 1 AEMPDYSPTFQRCQ 
TTQGRLPWSFTLSSKSRFSGEG 
ARACYKCQKSDHQAKECPQPG 
IPPKPCPIC AGPYTGN RTVQLT W 
QPLPEPLELWPKAL 


26822 


57190 


A 


26975 


233 


496 




26823 


57191 


A 


26976 


226 


543 




26824 


57192 


A 


26977 


1478 


1744 
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SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


26825 


57193 


A 


26978 




450 


VRPRRDACLGPSPLAASPAFLG 
KGQVPQPLISLCPDPLFPHPNLIS 
LRPNPLCPHPDLVSLCPDPFPAF 
LEAHKNFQTTEPQQPGVPPEPP 
PTGACYTCRKSGHWAKECPQP 
GIPPYNHVPSVWDPTENLTVQLT 
WQPLPEPLELWPKAL 


26826 


57194 


A _ 


26979 


615 


724 




26827 


57195 


A 


26980 


1 






26828 


57196 


A 


26981 


227 


556 




26829 


57197 












26830 


57198 


A 


26983 


1 


1968 




26831 


57199 


A 


26984 


65 


741 




26832 


57200 


A 


26985 


1 


658 




26833 


57201 


A 


26986 


1 


666 




26834 


57202 


A 


26987 


67 


608 


NPGKGGCFVL/VLDGLLRDRKA 
V\IREETFDGWHPQDRPLPAHA\ 
LVAG\IDRPTPPQK*TA\AMGKK 
KDRPKRSKIKSFCGKCYNY\NH\ 
LMPHKGTLWD1PLGQNLFVQL 
RDVF\RDPGSLNRJCA\RREGPRF 
K.FE/EREYETGQE TK.WVLPRKL 
AGFKNAFGFDSLKIIKKKKKKK 
KKTTKKGRP 


26835 


57203 


A 


26988 




352 




26836 


57204 


A 


26989 




1419 




26837 


57205 


A 


26990 


2 


878 




26838 


57206 


B 


26991 


75 


2931 




26839 


57207 


A 


26992 


229 


724 


IIFIVYSSQLTYVKISDSFQTFKF 
CLDFCLFFSEMSXFLSLNISSCS* 
YSAKVNSCGKFGLTKGSFSAPL 
TPLFFLCFGSELVEGV*ELLAVG 
GLHLARIFLCLSISSLC*FTHSCC 
FTRVTPrNLASNNSCLLGFRLQS 
SSIAPSLGLLDGGVCFIRDLAAA 


26840 


57208 


A 


26993 


737 


1048 


KKYNIQLEKPYFKHLYKNKLL 
KLSN*NMTSVQQFTIELEGNLS 
LSCIELVC/ILVTHCHLF/CMNK 
AW*QKKNT/WLSILTC*KHWQ 
YYNLVNSTDFNTSSSFLSKV 


26841 


57209 


A 


26994 


1 


1209 




26842 


57210 


A 


26995 


2 


1683 




26843 


57211 


A 


26996 


1 


1386 




26844 


57212 


A 


26997 


1 


471 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26845 


57213 


A 


26998 


2 


514 


VTARRRGTRWLRFRRASRVQK 
WLWLADFYLRYYVGHKGKFG 
HEFLEFEFRPDGKLRYANNHXN 
YKND VM I RICE AY V H K.S VMEEL 
KRJIDDSEITK\EDDALWPPPDR 
VGRQELEIVIGDEHISFTRSKIG 
SL I D VNQSKDPEGLRVFY Y L VQ 
DLKCLVFSLIGLHFKIKPI 


26846 


57214 


A 


26999 


1 


570 




26847 


57215 


A 


27000 


1 


980 




26848 


57216 


A 


27001 


270 


356 




26849 


57217 


A 


27002 


1 


1032 




26850 


57218 


A 


27003 


1 


1017 




26851 


57219 


A 


27004 


1 


450 




26852 


57220 


A 


27005 


1 


637 


APIECGG1PSLPVLCQSRANDQE 

GVRLLEPSEAMPKSKELVSSSSS 

G SDSDS E VDKKLKRKKVQ V\AS 

ENPVKK\QKTGETS\RALSS\SKQ 

SQPAARDDN\MFQIGKM\RYVS 

V\RDFKRQKCLI\DIREYWMDPE 

GEMKPGRKGISLNP\QQWEPSL 

KEQ1SGPLIDASKKTCK1SEPILI 

KPCTVPVVLIWLFSIGFCFLNVL 

RSYCMFGLQKNL 


26853 


57221 


A 


27006 


20 


412 


RFSPLSFLLAGDSCTCAGSCKC 
KECKCTSCKKSKWDPLFPLPLP 
CPPACPLSTILRG1KAVWGCPIA 
RKLLPPQ*SLSGRAG1L1PGVAS 
THLCRLLSAPR\CCSCCPVGCAK 
CAQGC1CKGASDKCSCCA 


26854 


57222 


C 


27007 


32 


505 




26855 


57223 


A 


27008 


854 


1021 


ALGGVAEYDLKEGLLLKH*AL 
VQSLVATEVRLVLCITSHTDML 
QICFFVYATVTQ 


26856 


57224 


A 


27009 


1 


726 




26857 


57225 


A 


27010 


99 


537 




26858 


57226 


A 


27011 


1 


963 




26859 


57227 


A 


27012 


146 


609 


V Y LRCTGGEVG ATS ALAPKIGP 
LGLSPKKVGDDIAKATGDWKG 
LRITVKLTIQNRQAQIEVVPSAS 
ALIIKALK\EPPRDRKKQKNIKH 
SGN 1TFDEI VN1 ARQMRHRSLAR 
ELSGTIKEILGTAQSVGCNVDG 
RHPHDIIDDINSGAVECPAS 


26860 


57228 


A 


27013 


3 


501 




26861 


57229 


A 


27014 


1 


1623 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26862 


57230 


A 


27015 


53 


1227 


QPPVHTTPASSPCDD\DIAAL\V 

VDN\GSGMCKAAGFAGDDAPRA 

VFPSIVGRPRHQGVMVGMGQK 

DSYVGDEAQSKRGILTLKYP1E 

HGIVTNWDDMEKIWHHTFYNE 

LRV APEEH PVLLTE A PLDP\RAT 

REKMTQIMFETFNTPAMYVAIQ 

\A V LSLVYA SG/RVTTGI VMDSG 

DGVTHT\VPIYEG\YALPHAILR 

LDLAGRDLTDYLMKILTERGYS 

FTTTAEREIVRD1KEKLCYVAL 

DFEQEMATAASSSSLEKSYQLP 

DGQVITIGNERFRCPEALFQPSF 

LGMESCGIHETTFNSIMKCDVD 

IRKDLYANTVLSGGT\NMYPGI 

ADRMQKEITALAPSTMKIK1IAP 

PERKYSVWIGGSILASLSTFQQ 

M WI SKQE YDESG PSI VHRKCF 


26863 


57231 


A 


27016 


2 


438 


ADLLQVSNCVVSSCQPPAFLVL 
FSS SRLPAG EGRG RPGQTQRPS S 
LEGAWF1SVTLERRCLVSHLINL 
REAGMYPSRPCHHLFPDQLV*T 
EGGF*RPRLGWQRCHGTPQQA 
PSQPAFRSKHPRKGMPALQQQP 
GSGLCRPLPCRCR 


26864 


57232 


A 


27017 


112 


493 


AHSRTPARPENRAAASAPRKPR 

RAMSSPPEGKLETKAGHPPAVK 

AGGMRJVQKHPHTGDTKEEKD 

KDDQEWESPSPPKPTVFISGVU 

ARGDKDFRPADAQVAHQKPHA 

S\MDKHPSPRTQH1QQPRK 


26865 


57233 


A 


27018 




1 176 




26866 


57234 


A 


27019 




307 




26867 


57235 


A 


27020 


86 


179 


SVKRRC* SLLTWIGMRLQRQHR 
ECLAEQVGS 


26868 


57236 


A 


27021 


1 


948 




26869 


57237 


A 


27022 


3 


534 


EGAHFRAAHHPRSTGSRCPGSL 
QPSRPLVANWLQSLPEMPVDFT 
GYWKMLVNENFEEYLRALDV 
N V A LRKI/APTLLKPDKEI VQDG 
DHMII RTLSTFRK LTS WN F\Q VG 
KEFEEDLT\GIDDRKVHDKQ*A 
WDGDKIAQCVQKGEKEGRGW 
TQ\WIEGDELHLEMRVEGL\VC 
KQVFKKVQ 
















26871 


57239 


A 


27027 


294 


425 




26872 


57240 


A 


27028 


1 


797 




26873 


57241 


A 


27029 


1 


173 




26874 


57242 


A 


27030 


1 


1047 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in CSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, j 
*=Stop codon, /=possible nucleotide 1 
deletion, \=possible nucleotide insertion) 


26875 


57243 


A 


27031 


2 


1019 


PTSAPHSLSPRAVIERRSRALDW 
NASPSLSDPQGLDASLPFPSHKR 
SRTA SPE P AEHPV MDKNE\L VH\ 
KAKLAE\QAERYDDMAACMKS 
VT\EQGAELSNEERNL\LSVAYK 
N\VVG\ARRSSW\RVVS\SIEQKT\ 
EGA\EKKQQMAR\EYREEIETEL 
R\DI\CNDVLSLVGKSSLIPNAFT 
SRRSKVF/YILENGKGDYLPFTL 
GWRVAAGWMDQERGLFDPVH 
NKAYPRICAFWKSAKKGNGNPT 
HPMRLGLAALNFSVFYYEILNSP 
EKACSLAKTAFDEAIAELDTLS 
EESYKDSTLIMQLLRDNFDIVG 
HRDTQGRRKLEGREEGRGENL 
TGPFPTFCSWPHS 


26876 


57244 


A 


27032 


177 


477 




26877 














26878 


57246 


B 


27034 


49 


1112 




26879 


57247 


A 


27035 


98 


245 




26880 


57248 


A 


27036 


1 


351 




26881 


57249 


A 


27037 


3 


471 




26882 


57250 


A 


27038 


1 


440 


MKMRVGCMLTAESLSDGGNS 

HQRTLSLFEESKESQCEARGEV 

SKAGVWLVPLEPSSDALPKITS 

LVRPAVPWRPSSEAGLCEVRGG 

VLGKASKAPIKEPQLDRGMGL 

G AQRRG SSGTEVQSGETLG ASG 

SPRGLLEPRPDWVSNNGAGSLG 

FQQLP1VDK1RT1AQAVCGAKDI 

ELCPEAQVKIDRYTQQYYSC*N 

PK LPAPLFETQSGLG SKSPLG LP 

LAPRVSPDCTSVP/GAP/SAAGP 

RAPCPDPAVAPLWGLCWPFPEL 


26883 


57251 


A 


27039 


1 


1113 


MHQEDLRAWYLDLGLPSHQN 

AQPT A WKCQRAPSP YTHQDMA 

LIPSPTARWLSPEKEPKQGEVG 

EKSLLPDPTLPLTDPRLTGSTEQ 

AHAEGLAALMSALRVSHLQGR 

GGVVTLVDSQLGVIAVSSTQFN 

KGPSYRLLADVQNRLLPKYDS 

QKEAELRSWIKGFTGLSIRPDFQ 

KGLKDGIILCTLVNKLQPGSVP 

KIN\ASV*NWH*LENLSNFLKA 

MVSYGM/NPVDLFEANNLFESG 

NNMQVRVSLLALAGKAKTKGL 

RSGVDIRX)KYSEKQNFDDTTM 

KASQCVIRLQITNKCASQSGMT 

AYGTRRHLYDPKNRILPPMDNS 

TISLQMGTNKCASQVGMTAPG 

TQRHIYDTKLGIDKCENSSMSL 



3608 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26884 


57252 


A 


27040 


347 


1061 




26885 


57253 


A 


27041 


212 


386 


LQGSWVTSGLER1CGSILGTIPL 
AHEVTDTQHGRMVYQVATAG 
F*SSLGAASIGTQGL 


26886 


57254 


A 


27042 


1 


1017 


MHSRRERARGLRGAHHPLVDN 

GPPQSLRAPPLLSPLKTAGAKSI 

WEPLASARRPETPERTPLQKTP 

EQVPTNFMGALHMKTSAPLSS 

RNGEGRRGGTSVASCPWVVGA 

VC S AE RQ PCTQR V REALMGGW 

RAGAQNNRAEDQVDEFTEVGF 

RRWVIKNYDELKEHVLTQCKE 

VKNLDKS1HPEISRLHEFITTTHT 

LPV1GGKVSLLSKCQDNAEQKQ 

SQGCSQEGHEVYDPRLNSSSSS 

SSSGGGQSPGLRRCSTSAAAAA 

ALEGAALKPMPVHAGLVGSGE 

GGGAGAVAGPCSRWGATTAA 

ASSAQPAQPVRGGSSGAQGHR 

GGRRRQAGK.GGPAGTAAAAA 

APVGRGAEPGAAALLNLGGGSG 

GAGVSAALKPMPVHAGLVGSG 

EGGGAGAVAGPCSRWGATTA 

AASSAQPAQPVRGGSSGAQGH 

RGGRRRQAGKGGPAGSS 


26887 


57255 


A 


27043 


644 


949 




26888 


57256 


A 


27044 


811 


1886 




26889 


57257 


A 


27045 


1 


410 


HAHSLNS11LPTPLE1HKV*IQ1Y 
A * GCKRJ SNNC WH CHQHLLS1 S 
PDLRrNEGKECGPSPWlGVEAR/ 
MGGELSSAVGLTSLLLYQQVPF 
HPHFQSPTFIPRESILLQHASCW 
RQHHLHTG1YSSYLPGWKQEFS 


26890 


57258 


A 


27047 


1 


2445 




26891 


57259 


A 


27048 


1 


457 




26892 


57260 


A 


27049 


1 


873 




26893 


57261 


A 


27050 


2549 


2728 


ATSRSSALITSSKYPGKF*LILI* 
RSTLETANSISARLNNPFLRKYP 
SYFSLFMGTTRI 


26894 


57262 


A 


27051 


277 


394 




26895 


57263 


A 


27052 


2 


1394 




26896 


57264 


A 


27053 


1 


1091 


















26898 


57266 


A 


27055 


2457 


2674 


ANHCYLLSELQHWSDCPVVLQ 
SAG*RH*DRN*DGNQY*SR/SLS 
*SR*STTK*RNTPCSQVSSLSRLS 
TRSAP 



3609 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26899 


57267 


A 


27056 


716 


1455 


LFPRLLSCLTTPPHCSFSICFVIC 

SRTLILKGNYTSGDNHTLR/DPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELNNDYTLKK.VMKPL1TSN 

TVTDEIERANVFKMNGKWYLF 

TDSRGSKMT1DGINSND1YMLG 

YVSNSLTGPYKPLNKTGLVLQ 

MVLIPNDVTFTYSVHFAVPQAK 

GNNVGIHQATLTN\RGFFEIKKA 

TFAPSFL 


26900 


57268 


A 


27057 


66 


197 




26901 


57269 


A 


27058 


379 


905 


AGNFVHITVRKMLW1RRDQQQ 
S/DKQDIQTAHRSYSVLKGYND 
MYYGWPCCKVNEISGQLASEP 
A*SLVLPAAG*QAPASGSPWLS 
GGPQQVEDAGAGYGFAPGQPP 
PPPRTQPRSACSRRAAGSQFHG 
RPLLPRQAAKARAPRSLGCGSL 
GRFSTGVRPDKCIFPPETENAA 


26902 


57270 


A 


27059 


1 


1608 




26903 


57271 


D 


27060 


1 


1974 




26904 


57272 


A 


27061 


2712 


3216 


KTGRGPTDKFGVAN DPI LKDQT\ 
QEWS\GSAPFTS\DGKFRLFYTD 
YSGKHYGKQSLTTAQNVQQFI 
DEGNYTSGDNHTLRDPHYVED 
KGHKYLVFEANTGTENGYQGE 
ESLFNKAYYGGGTPFFRKESQK 
LQQSAKKRDAELANGALGI1EL 
NNDYTLKKVMKPLITSNT 


26905 


57273 


A 


27062 




3066 




26906 


57274 


A 


27063 


! 


972 




26907 


57275 


A 


27064 


14 


273 




26908 


57276 


A 


27065 


42 


302 




26909 


57277 


A 


27066 


1 


487 


mglslkgpesapipktpqfnk.il 

FKPIAVYNRFTQFRLSETKEITN 
PYAMRLYESLCQYQRYQLPQS 
YQR\SLTSAAASCRSVLMRSTA 
ELQCASHTLRKRKAARRLISLS 
EMPRKQGDYRTRIWKFEDGLS 
NVLVIQLNKLIICVMCLVRDCD 
VLKTYFHR 


26910 


57278 


B 


27067 


1 


1035 




26911 


57279 


A 


27068 


132 


230 


CHYFACMWSGCEVYS*SAPG** 
C*EDLSGMVR 
















26913 


57281 


A 


27070 


855 


980 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKPIAE 


26914 


57282 


B 


27071 


85 


863 




26915 


57283 


A 


27072 


345 


500 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26916 


57284 


B 


27073 


1 


1116 




26917 


57285 


A 


27074 


1 


1173 




26918 


57286 


A 


27075 


1 


999 




26919 


57287 


A 


27076 


771 


908 




26920 


57288 


A 


27077 


104 


547 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTLILKGSSLMYVFCLPNTAIV 
MALSPRGWRSKFGMPVDSKGP 
PWLFKFLKNGLNFLLHSVGTRD 
LSRLSTILSPLYNTVAPGAN*CR 
ELKLVLDADDVLSTEVKRVITS 
SASNITPAFFCS 


26921 


57289 


A 


27078 


34 


1353 




26922 


57290 


A 


27079 


213 


338 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKPIAE 


26923 


57291 


A 


27080 


1 


1246 


MVKVGTSYVPINVSFSPKVGPG 

LPG INRDTRI YLFCEVI FRHRKD 

RESADLGSDGQNGPRPWIGEA 

VAAAAADGVTFSVPVTPHTFR 

HSYAMHMLYAGIPLKVLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRNRFTQFRLSETKEITNPYAM 

RLYESLCQYRKPDGSCIVSLK1D 

W1IERYQLPQSYQLYYFELAIPV 

GYFYPGSFSTASRILLLHPRGLR 

AITIAVFGKQNTYIRLEPFKIMV 

LEQITKHIEKLQCGGVVKQLSR 

RGNNQHISSTYDINRADYPG*A 

RDPHLMLRLAIETVAHDYDVIV 

IDSAPNLGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVRILLTKYSN 

SNGSQSPWMEEQNSGCRGK.TS 

RVEVPHRDSQFKVIKLVTLRQL 

VTI VPlP\/I^lI7f Pi Pi A 
V ILi JUr V Urv^lUJUA 


26924 


57292 


B 


27081 


1 


1041 




26925 


57293 


A 


27082 




1011 




26926 


57294 


A 


27083 


2 


1007 




26927 


57295 


A 


27084 




738 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26928 


57296 


A 


27085 


1 


1439 


MAETAVINHKKRKNSPRJVQSN 

DLTEAAYSLSRDQK.RMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYL1PFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLK1DWIIERYQLPQSYQRV 

WTPGINCPEPCPGV WTPGINCP 

GAWGIHGPHGSAENTGPLHPG 

QTSAQLETSLLPSLRSARELELA 

QLSPRRKQNRSLQNIGVTPSLR 

VPWPKASNVQQFIDEGNYTSG 

DNHTLRDPHYVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGIIELNNDYTLK 

K. VMKPL ITSNTVTDEIERANVF 

KMNGKWYLFTDSRGSKMTIDV 

PQAKSNNVG1TSYMTNRSFFED/ 

KKATFAPGFLWN1KAIKTS 


26929 


57297 


A 


27086 


345 


563 




26930 


57298 


A 


27087 




1 188 




26931 


57299 


B 


27088 




1186 




26932 


57300 


B 


27089 




1090 




26933 


57301 


A 


27090 


183 


410 




26934 


57302 


A 


27091 




1557 




26935 


57303 


A 


27092 


888 


1 165 


CTRERRI KARGPPAGKRWLLLS 
GSSGRKHHL*QDPRPGSQTAGD 
LPEPAR\PI1VIGEGSQMGLDECQ 
FQFRNGRWNCSALGERTVFGK 
ELKV 


26936 


57304 


B 


27093 




1027 




26937 


57305 


B 


27094 




1117 




26938 


57306 


B 


27095 




1377 




26939 


57307 


B 


27096 




1014 




26940 


57308 


A 


27097 


1040 


1285 




26941 


57309 












26942 


57310 


A 


27099 




1122 




26943 


57311 


A 


27100 




1137 




26944 


57312 


A 


27101 




1881 




26945 


57313 


B 


27102 




121 1 




26946 


57314 


A 


27103 


294 


506 


NRRPGSAATVWAAAAEPSERG 
NNPALENR*SSGFSWGFFSGYQ 
RCRESRATTAPGYGNSRTG*AT 
CWLYN 


26947 


57315 


B 


27104 


1 


1073 




26948 


57316 


A 


27105 


1 


1809 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26949 


57317 


A 


27106 


1688 


2187 


SYFIMVKVGTSYVPINVSFSPKV 

GPGLPGINRDTRJYLFCEV1FRH 

RYLFAISSWSGVTVA\RKDRES 

ADLGSDGQNGQDLDWGGG\AA 

AAADGVTFSVPVTPHTFRHSYA 

MHMLYAGIPLKVLQSLMGHKS 

INSTEVYTKVFALDVAARHRV 

QFAMPESDA VAMLSF 


26950 


57318 


A 


27107 


782 


1402 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTLI LKGSSLI K.LLF YKIPSMLV 
SSVLLLE VKSHI VGPGLPGIN RD 
TRIYLFCEVIFRHRYLFAISSWS 
GVTVA\RKDRESADLGSDGQN 
GQDLDWGGGVAAAAADGVTFS 
VPVTPHTFRHSYAMHMLYAGI 
PLKVLQSLMGHKSISSTEVYTK 
VFALDVAARHRVQFAMPESDA 
VAMLK.QLS [ 


26951 


57319 


A 


27108 


197 


421 


LAMPGAGFSSSLRMASIFSIHSV 
GTRDLSRVSTILSPLYNTVAPG 
AN*CRELKLVLDADDVLSTEVI 
RVITSSA 


26952 


57320 


B 


27109 


1 


934 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26953 


57321 


A 


27110 




2047 


MKLMETLNQCINAGHEMTKA1 

A1AQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SM YHG WVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLD1 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDV1 

V1DSAPNLGIGTINVVCAADVLI 

V PTPAELFD YTS ALQFFDML RD 

LLKT VDLKG FEPD VRI LLTK YS 

NSNGSQSPWMEEQ1RDAWGSM 

VLKNVVRETDEVGKGQIRMRT 

VFEQAIDQRSSTDTSLSTPAAP 

MVDSL1ARVGVMARGNA1TLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPAFGRRVSGVIE1 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGN1S 

ALADAENISRKIITRC1NTAK.LP 

KSVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGVIFEAEEVITLLTSVLKTSS 

ASRTSLSSRHQFAPGATVLYKG 

DKMALNLDRSRVPAYIIRSYIR 

rnpvr.FAcanvnr.rDnwi wv 

LUiUVurAonVj VvjVjUrvO W LIN I 

AASEQIVLRVHHMRCEIPHRCV 


26954 


57322 


A 


27111 


1175 


1298 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKPIAE 


26955 


57323 


B 


27112 


1 


1056 




26956 


57324 


A 


271 13 


1979 


2217 


WLSVRVDGGANSGCLGK.HGSK 
KCCT*NG*SW*RSDPDENCF*T 
EQ*STLFN\GAWRNALSIWEPV 
CN/GNFRSSD*TTLGD 


26957 


57325 


B 


27114 


320 


1633 




26958 


57326 


A 


271 15 


606 


705 




26959 


57327 


B 


271 16 


1 


4118 




26960 


57328 


A 


27117 
















T79T 


TIsl 


ADGCIIQIG*RLSPNKCL*TWSA 
LCKPIAE 


26962 


57330 


B 


27119 


l 


2436 




26963 


57331 


A 


27120 


l 


2449 




26964 


57332 


B 


27121 


173 


4112 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26965 


57333 


A 


27122 


916 


1568 


HHSHEQQFQWPVGASGVDRW 
AGYLHQFRSLTQFQYGAEPDR 
KE*CQ1FIFMQKTLSCLSILGKR 
TMSLMQ 


26966 


57334 


A 


27123 


1268 


1773 


SYFIMVK.VGTSYVPINVSFSPK.V 

GPGLPGINRDTRIYLFCEVIFRH 

RYLFAISSWSGVTVA\RKDRES 

A DLG SDGQNGQDLDWGGGVA A 

AAADGVTFSVPVTPHTFRHSYA 

MHMLYAGIPLKVLQSLMGHKS 

ISSTEVYTKVFALDVAARHRVQ 

FAMPESDAVAMLK.QLS 


26967 


57335 


A 


27124 


606 


852 


HQ1LFDRTPVSVDQSVEKKG*D 
HSVRPQ*AAPGHVHYLTIPEKS 
SQHYHPRTTSE*TSGRYESSGG 
LSFSQCMRGALEFCC 


26968 


57336 


A 


27125 


1 


2680 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDV1 

V1DSAPNLGIGT1NVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDAETSQGAL 

GTLANVVTSLANLSESLMNGDT 

SEIQPEDQSASEITRAFDTLAKA 

LNTTDSSSSPSLADGIDTSGGGS 

IHVISRDQSTP1IEVEGPLLSDTH 

VTFKSIREDRNGRSQKTVHTEG 

DMNMNIKKIVKQATVLTFTTA 

LLAGGATQAFAKENNQKAYKE 

TYGVSHITRHDMLQIPKQQQNE 

KYQVPQFDQSTIKNIESAKGLD 

VWDSWPLQNADGTVAEYNGY 

HVVFALAGSPKDADDTSIYMF 

YQKVGDNSIDSWKNAGRVFKD 

SDKFD AN DPILKDQTQE WSG S A 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYLVFEANTGTENGYQGEE 


26969 


57337 


A 


27126 


2014 


2138 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCNPTAE 


26970 


57338 


B 


27127 


1 


7616 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oriirsl 
codon for peptide 
sequence 


Nucleotide location ol'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26971 


57339 


A 


27128 


240 


719 


HSKKLVTLSHGSVMAETAVIN 

HKKRKNSPRIVQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRKSDGT 

LPEHDGFCYIHVAQSAEITGLTS 

\GNPVRIYGRH*RVSRGRKVVL 

YRPEEDAGDEKGYESFPWVIKR 

AHRPSRGLFSGHIPPISHSLLYR 


26972 


57340 


A 


27129 


1505 


3812 




26973 


57341 


A 


27130 


471 


566 




26974 


57342 


A 


27131 


1 


229 




26975 


57343 


A 


27132 


121 


303 




26976 


57344 


A 


27133 


183 


524 


MSTPRPPFVPAFVGRRPSLLFVP 
AARLTDVRGRKVRACGLLSPR 
LRSPSSSSATRVARHSIGRPRVA 
RLSTVFVAVCVESPSRQRRWCL 
FALAATPRAPGTLA*SCLTDSFS 
A 


26977 


57345 


A 


27134 




1025 


MIFVLQIRVRGHDDSFLKNHLV 

FLVIYGTNGTFNQTLVTDNNGL 

APFTLETSGWNGTDVSLEGKFQ 

MEDLVYNPEQVPRYYQNAYLH 

LRPFYSTTRSFLGIHRLNGPLKC 

GQPQEVLVDYYIDPADASPDQE 

ISFSYYLIGKGSLVMEGQKHLN 

SKKKGLKASFSLSLTFTSRLAPD 

PSLV1YAIFPSGGVVADKIQFSV 

EMCFDNQGTDLTSTVRVTRSSA 

SVMVYGASEAIGQRQSSAAKP 

RRSQSDSLGPEFQGLWERLPGL 

R1NGEL1TAYPQVVVVRVPTPW 

VQSDSDITVLRHLEKMGCRLM 

MRPQAILNCVNKFWTFQELAG 

HGVPLPDTFSYGGHENFAKMID 

EAEVLEFPMVVKNTRGHRGMY 

ELLVSTMGCSNSGMVTTP1KWL 

SMISVQCLANGTFLSPSLTKCPK 

GIRASVPLSGGPRSLKARTFSAF 

SGPVRSDEQAEALPEAYEP1EV 

NEFGEIDLLAMVEDEI ILALPVV 

PVHDSEHCEVSEADMVFGELPE 

EAQKPNPFAVLASLKRVRSMA 

VQQNKPTRSKRGMRRSHDALT 

A VTSLS VDKTSGEKHLRHH* SA 

DLAAAPRAPGTLAQGCLTDSFS 


26978 


57346 


A 


27135 


79 


306 


SGDLPWE1NPLSSCSLLREKDPP 
MTSGPQTNQPKKHLINFKSGPH 
WKSDCSTHLAATPKAP\GTLAQ 
GSLTDSFSA 


26979 


57347 


A 


27136 


159 


254 




26980 


57348 


C 


27137 


63 


370 




26981 


57349 


C 


27138 


107 


408 
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SEQ 11) 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26982 


57350 


A 


27139 


210 






26983 


57351 


A 


27140 


395 


680 




26984 


57352 


A 


27141 


157 


485 




26985 


57353 


A 


27142 




507 




26986 


57354 


A 


27143 


1 


1041 




26987 


57355 


A 


27144 




671 


G A SG A A A YG ADMAKSKNHTT 
HNQSRKWHRNG1KKPRSQRYE 
SLKGVDPKFLRNMRFAKKHNK 
KGLKKMQANNAKAMSARAEA 
I KAL VKPKE VKPK IPKG VSRKL\ 
DRLAYIAHPKLGKRARARIAKG 
LRLCRPKAKAKDQTKAQAAAP 
PSVPAQAPKDKDTSNIF1SNRKR 
GCDFTKKETN1PKVLTISMAPSL 
MSLYSVTRNQTTKPPSRHKNLT 
KGQLEPLY 


26988 


57356 


A 


27145 


6 


448 




26989 


57357 


A 


27146 


9j0 


1307 




26990 


57358 


A 


27147 


1 


675 




26991 


57359 


A 


27148 


142 


456 




26992 


57360 


A 


27149 


3 


175 




26993 


57361 


C 


27150 


378 


434 




26994 


57362 


A 


27151 


1 


792 




26995 


57363 


A 


27152 


1 


578 


MVRCVRLVEAGSVVRYLSTSIC 
RPV V DAG SRA LCLQEW ADSQQ 
VKEKQYSSRDVQRAAALNIYRJ 
PPSSRKPALCPTPRDRJLEYDEDR 
LEHI A Y VRARELHTLE VTG LET 
VAQSKAHVASLEGLIPEDKVVL 
LAGSPLQNEATLGQCGVEALTT 
LEVVGRRLGASL/HTSASKHTM 
VRALTYCSSREETFTAI 


26996 


57364 


A 


27153 


1239 


1905 


SAAAAPATGVPACRAGAWVSA 
APPAEGRPARARRHPGRCLEAA 
GPRGQRGAAHGH*ARAGSPQP 
GAPPCHPLGIPARQPLGLPRRTR 
CFGGIAQRGRAARHCLLSRPSA 
KAKRNSSYREPGMGGWRSPQA 
LGEYGKGSQAGSARLSGAASQ 
GRRARHLRGKAPAWNPAPPPSP 
PPPALGLPLRTQREATRKPRRE 
EARRPRPRPLRPGGANGSPGPP 
RAARA 


26997 


57365 


A 


27154 


1 


1275 




26998 


57366 


A 


27155 


3 


92 


EAVDPHSECYSS*RWCVRSFFIL 
VGLWSH 
















27000 


57368 


A 


27157 


98 


293 


GQTFATAS1SLLRYATGCGVFP 
RV*IRSPRAIPALSGDWPAPFSV 
LSEPPRFVCLRAMTKAAAFL 


27001 


57369 


A 


27158 


3 


211 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 




NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27002 


57370 


A 


27159 


1 


519 


GQLI/LKDTF1TQSAADIRRKFQ 














KQALGPEHNLEALLNLAILVFY 














NRDQEEQAQKEKRDQRKAAPL 














IMALRQTLVVQRGQKMEQANH 














LIPGYSEIARPLYTL1KEIQRANT 














HQVEWEPEAETAFKPLKQALV 














QAPALSLPTGQNFSLYITERAG1 














ALGVLTQTHGTTPQLVAYL 


27003 


57371 


A 


27160 


72 


381 


DSHTRSGTTRWG1RCRSGSSPSR 














RARWGRWGGLAAVALRRPAP 














AAGGTAPRGCLPAA*GSPPAPP 














SGS* SGSSDRPARMPLVVGLSH 














EFE*GLAGVDGEVLPPSRCVAL 














LLLRVERLHVAVYLPREALHQL 














H PLALDLDLL1 ARL VCH WLWG 














CPTSLSKDSKSYSCSLCDV 


27004 


57372 


A 


27161 


515 


747 


SHGNSGNFQGTRDT1SLS*AQLT 














TSTKDPWTDPPALWPRVFPSGG 














HYNCRAPSSP/T1QQEVARAVIT 














QFPTAAGVSCL 


27005 


57373 


A 


27162 




663 




27006 


57374 


A 


27163 




1980 




27007 


57375 


A 


27164 




672 




27008 


57376 


A 


27165 




691 




27009 


57377 


C 


27166 




1491 




27010 


57378 


A 


27167 


830 


2592 




27011 


57379 


A 


27168 


1 


3744 




27012 


57380 


A 


27175 


2 


365 


QWDWAPWSRGWCSSGRLGPH 














RSPRSGGGSG\RRAAGPKPCPSP 














RSDAPAQPRGRSRRVLPLPQVQ 














AEPPEPWPVLPAAPKPLARPEA 














UMAuruuKKI ISiLrKKKuLUL 














CCPASSCFSSLSC 


27013 


57381 


B 


27176 




1392 




27014 


57382 


A 


27177 


79 


1241 




27015 


57383 


A 


27178 


3 


299 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27016 


57384 


A 


27179 


1 


812 


MPTVLACPAFDSRG SPICRFDPP 
ELTSGVRALEESPNAITLPVCGR 
DVKFTLEVLRGDSVEKTSRVW 
SGNERDQELLTEDALDDLIPSFL 
LTGQQTPAFGRRV SG V 1 EI A DG 
SRRRKAAALTESDYRVLVGEL 
DDEQMAALSRLGNDYRPTSAY 
ERGQRYASRLQNEFAGNISALA 
DAENISRKIITRCINTAKLPKSV 
VALFSHPGELSARSGDALQKAF 
TDKEELLKQQASNLH EQKKAG 
KRSRRLHHTLLRVVAEIDKPDP 
RDEL AGLLQFAGGPLQTLFA W 
VSPVEAAEQQRLLLAPSSGSFIP 
EG*DHPVRPQ*AAPGHVHYLTI 
PERSSQHYHPGALQE 


27017 


57385 


A 


27180 


306 


701 




27018 


57386 


A 


27181 




396 




27019 


57387 


A 


27182 




1263 




27020 


57388 


A 


27183 




873 




27021 


57389 


A 


27184 


149 


421 




27022 


57390 


B 


27185 


23 


268 




27023 


57391 


A 


27186 


1 


363 




27024 


57392 


A 


27187 


2 


398 


TKFAARRPALAACAA1SK1KAR 
DLRGKKKEEL\LKQ\LDDLKVE 
LSQLRVAKV/TQGGAASKLSK.I 
RVVRKSIARVLTVINQTSGKKT 
FREILTRGKKYKPLGPCGP*GRT 
RA M RRRFKPSTEG EP* RTQG S R 


27025 


57393 


A 


27188 


224 


547 




27026 


57394 


A 


27189 


1 


888 




27027 


57395 


A 


27190 


280 


1 170 




27028 


57396 




27191 




191 




27029 


57397 


A 


27192 


438 


1240 




27030 


57398 


A 


27193 


168 


378 




27031 


57399 


A 


27194 


1 


1362 




27032 


57400 


A 


27195 


2 


918 




27033 


57401 


A 


27196 


38 


397 


RRCRPTMPRPWVCTCRGYQGPR 
KAQGG*AQDPKGCQPQARSTC 
LHCPPQAWE/RVLVPVLPRGSG 
CAGQ/MAKAKAKAKDQTKAQ 
AAAPASVPAQAPKRTQAPTKA 
SE*ISLPT*GQKDWCDP 


27034 


57402 


A 


27197 


1 


1206 




27035 


57403 


A 


27198 


734 


913 




27036 


57404 


A 


27199 


3 


778 


















27038 


57406 


A 


27201 


1 


2700 




27039 


57407 


A 


27202 


1 


747 




27040 


57408 


A 


27203 


164 


409 




27041 


57409 


A 


27204 


152 


380 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mec 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


27042 


57410 


A 


27205 


230 


2579 




27043 


57411 


A 


27206 


1 


2433 




27044 


57412 


A 


27207 


1 


528 


NHQIRNDFTISPGVKADSRTSPI 
PQQPASSFDITEAAVSFAKDSLA 
GGVAAA1SKMAVAPIERVK/RV 
PKEHGVLSWCGNLASVIRYFP\ 
TQALNFTFKDKYKQIFLDGVDK 
RSQFWRYFAGNLASGGATGAT 
SLC F V YPLDF AHTRV A A D VGK 
AGAERELRGFGDCLVKIYKSDG 
IK 


27045 


57413 


A 


27208 


1 


292 


MTSKDKTSRGTI RQQHSRFKK1 
RCSAATTAGTQANRVWSGPLA 
NSNRPAAEAGVSTAAAPDGPPP 
PSVPTVDSDSLESAQFK.CDNLK 
TCHTSHGSVMAETAVINHKKR 
KNSPRJVQSNDLTEAAYSLSRD 
QKRMLYLFVDQIRKSDGTLQE 
HDGICEIHVAKYAEIFGLTSAEA 
SKDIRQALKSFAGKEVVFYRPE 
EDAGDEKGYESFPWFIKRAHSP 
SRGLYSVHrNPYLIPFFlGL*PDK 
EGNEIWVDMYTVKPSGWTVRT 
FDKPRKRFIAFFIAGILFRAIKNH 
FLPRETLQC LP YILTG FRRG QSE 
YFSIFSNMDLADTVMFL 


27046 


57414 


A 


27209 


1 


1452 




27047 


57415 


B 


27210 


53 


844 




27048 


57416 


A 


2721 I 


281 


624 


ACSDVWSKFRLRWSPNPRCQE 

RPSAEKMSPHPPSAARHQASWS 

ARRLTQ WPRPC H TQ * G Q S EE H 

GHRSGLMPAGYTHQLPDEHAIT 

PHLQSTAPIIPEPKTLSHKDSSLQ 

GTGK 


27049 


57417 


A 


27212 




411 




27050 


57418 


A 


27213 


265 


480 


t tvtti ta crv;ij ptvtdd*ci tic/ 
LU 1 1L 1 AolJOKr ill r r r LLLo/ 

CFC YG FFC YIFGC SCRAL A RAR 
ArrrrwDA a lid a a rorco a dc 

RIPPH 


2705] 


57419 


— 


272T4 


294 


— 




27052 


57420 


A 


27215 


1 


420 




27053 


57421 


A 


27216 


1 


342 




27054 


57422 


A 


27217 


175 


244 


DLLIEMGSFFVQCRTA1L*RKQN 


27055 


57423 


A 


27218 


11 


951 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27056 


57424 


A 


27219 


20 


1654 


ELRFPAACSQLQFSDGLHRVDQ 

PPSSMCVSAADLWLCVEAGKLL 

VVPMDGSHWFTMRSVVEKLIL 

RGHEVVVVMPEVSWQLGRSLN 

CTVKTYSTSYTLEDLDREFKAF 

AHAQWKAQVRSLFSLFLSSSNG 

FFNLFFSHCRSLFNDRKLVEYL 

KESSFDAVFLDPFDACALIVAK 

YFSLPSVVFARGIGCHYLEEGA 

QC P APLS YVPRILLGFSDAMTF 

KERVRNHIMHLEEHLFCQYFSK 

NALE1ASEILQTPVTAYDLYSHT 

SIWLLRTDFVLDYPKPVMPNMI 

FIGGINCHQGKPLPMEFEAYINA 

SGEHGIVVFSLGSMVSEIPEKKA 

MA1ADALGKIPQTVLWRYTGT 

RPSNLANNTILVKWLPQNDLLG 

HPMTRAFITHAGSHGVYESICN 

GVPMVMMPLFGDQMDNAKR 

METKGAGVTLNVLEMTSEDLE 

NALKAVINDKSYKENIMRLSSL 

HKDRPVEPLDLAVFWVEFVMR 

HKGAPHLRPAAHDLTWYQYHS 

LDVIGFLLAVVLTVAFITFKCCA 

YGYRKCLGKKGRVKKAHKSK 


27057 


57425 


A 


27220 


1 


2022 




27058 


57426 


A 


27221 


124 


205 




27059 


57427 


A 


27222 


248 


443 




27060 


57428 


A 


27223 


263 


415 




27061 


57429 


C 


27224 


1 


717 




27062 


57430 


A 


27225 


349 


1 125 




27063 


57431 


A 


27226 


629 


796 




27064 


57432 


B 


27227 




388 




27065 


57433 


A 


27228 


2 


346 




27066 


57434 


A 


27229 


448 


555 




27067 


57435 


A 


27230 


2 


423 


CEPIKVYVVGMGAVGKTCLLU 
SYTTNAFPGEYIPTVFDNYSAN 
VMVDGKPVNLGLWDTAGQED 
YDRLRPLSYPQTDVFLICFSLVS 

rAornlN V / IV Lr A V IV Y Lrit^oAl^ 

TQRGLKTVFDEAIRAVLCPPPV 
KKRKRKCLLL 


27068 


57436 


A 


27231 


1 


1503 




27069 


57437 


A 


27232 


1 


635 
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SEQ ID NO: 




SEQ ID NO: 


Nucleotide 






NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 








09/540,217 


codon Tor peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27070 


57438 


A 


27233 


3 


1107 


AVFLSFGWWPLPGIGFQSAEGE 














AAWTAAPAPSAPPPSKPRARPP 














RPEPAASYLSALPPPPRPSERPS 














MQAIKCVVVGDGAVG\KT\CLL 














I\SYTTQCHFLGEYIPTVFDN\YS 














AYNVMVDGKTGEIWGLWDTAG 














QEDYD\RLRPL\SYPANRMCS*I 














CFS\LVSPA\SFENV/LVQKWYPE 














VR\HH\CPNTPI\1PVGT\KLDLRD 














DK.RHDSRNLKEKKLT\PITYPA 














GS*AMAK/ERLGAVKYLG/CAP 














A A HTSEGLKTVFDEA1RAWLCP 














PPVKERGRENCLPVVNVSAPSF 














LGSCPLGTFCRLCSKKNKKKKQ 














KKKNNGGAFALNANFLLQ1NFS 














IKPFFEPISNFKVLFVLNVRVQT 














H I LLKFSPKMTSL L KALFFK 


27071 


57439 


A 


27234 


3 


203 




27072 


57440 


A 


27235 


1 


112 


LGNTWG*QPCKRLKIWLSLEFT 














KINV1RHM WKKFKR L 


27073 


57441 


A 


27236 


1 


513 


QHWGRYLKRAFEQWQVPRFG 














HMPDPGPVKPLQPVEVETRGN 














D YK FLLFHFWDE WLYKFSADE 














FFIPGKLCAIVF*KRL*RPGAVA 














YACNPSTLGSRGRW1T*GQEFE 














TSLTNKEVKVLSIDQRNFK.LRSI 














G WGEEFSLSKHPQGTEVKAITY 














SAMQVYNEENPEVFVIIDI 


27074 


57442 


B 


27237 


125 


302 




27075 


57443 


A 


27238 


93 


432 




27076 


57444 


A 


27239 


3 


279 




27077 


57445 


A 


27240 


263 


446 




27078 


57446 


A 


27241 


237 


369 




27079 


57447 


A 


27242 


389 


836 




27080 


57448 


A 


27243 


1422 


1580 




27081 


57449 


A 


27244 


103 


444 


RSLTCPGDMFPVVLVINIQLLLT 














YANFCSWLESLPRKWDFLFYCI 














V RLQ1FQTFM LCFLLNTLPLRNF 














FYQIP*IISLKFKVPQISKAEAKC 














HQSLC1GRVTFIPVPNKFFISI 


27082 


57450 


A 


27245 


3 


242 


MHRNAQHHVKTAKPWGLHPL 














KPQPK* YSG PF* PPLEQLRCKAT 














GP*GCTQQGGPGPGPQNNFSLL 














GLQACDGRDCHEGL 


27083 


57451 


A 


27246 


506 


664 




27084 


57452 


A 


27247 


1 


1515 




27085 


57453 


A 


27248 


269 


541 


RFPNLNS*LLYTRGLTPHESCQ 














GLGLAPSEAMAQTIPWPLLATA 














RLAVTGNQILMQISAAGLNFSS 














ENGAFISIALSGCKFFKLLCSAS 


27086 


57454 


A 


27249 


1 


564 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of iRst 




NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27087 


57455 


A 


27250 


2 


235 




27088 


57456 


A 


27251 


3 


1393 




27089 


57457 


A 


27252 


28 


271 




27090 


57458 


A 


27253 


12 


485 


RMAFCRASQADQDRF1CIYPAY 














LNNK.KTIAEGRR1PISKAVENPT 














ATEIQDVCSAVGLYNVILRKIKM 














YF*EWNRDVQYR\GRVRVQLK 














QEDGSLCLVQFPS/RLYTKPNF 














WFLGKSVMLYAAEMIPKLKTR 














TQKTGGADQVFQQGEGS*KGK 














GKQKEVT 


27091 


57459 


A 


27254 


1689 


2176 


APPGMGAASLCAFGLLVTFAT 














ASPRYAMVQPSFRLGTKLGQA 














EADEPFVSSGSVPPSFLSPLLPA 














A PG ARRG * LQRGDLGRQAPPPA 














PGCAPGLA*GRPPAPHL*RLCSR 














PTFFPPPANSSRLALADSPPPRQ 














LQGARP*PVPGRLLTSTGTPRPL 














PRPLGP 


27092 


57460 


A 


27255 


263 


439 




27093 


57461 


A 


27256 


1 


499 


MSELPFTIATKR1KHLGIQLTRD 














VKDLFKKNYKPLFNEIKDDTNK 














WKNIPCLWIGR1NILKMAILPKV 














IYRFNAIPIKLLMTFFTEMENTT 














FKFMWNQKR/CPHCQDNPKPK 














EQSWRHHAT*LQTILQGYSNQN 














SMG/TWMKLETIILSKLSQGQK. 














TKHRMFSL1GGN 


27094 


57462 


A 


27257 


1940 


2062 




27095 


57463 


A 


27258 


1232 


1432 




27096 


57464 


A 


27259 


168 


1189 




27097 


57465 


A 


27260 


1 


1760 




27098 


57466 


A 


27261 


453 


543 




27099 


57467 


A 


27262 


873 


962 




27100 


57468 


A 


27263 


8 


41 1 


FSRCRCSGR/YLCMASCLXCFHH 














CWWMASHHWPI*RTQV*CAC 














WEGRHLG\CAPKCLSLLGFTRL 




























RVLFAAAHDEAFIASEATFQESG 














GPYPLLSTPLILLKAVVVLMLD 














AHAS 


27101 


57469 


A 


27264 


1 ,. 


552 




27102 


57470 


A 


27265 


828 


1211 




27103 


57471 


A 


27266 


428 


655 


DQKVPPLEMYFGIEVKSLKQLR 














SISA*SLFSSRALKEDSGLLKLK 














QPRSSGVIPRRF1VSWPWKMVR 














QPVLFSVG 


27104 


57472 


A 


27267 


1 


855 




27105 


57473 


A 


27268 


1 


1261 




27106 


57474 


A 


27269 


164 


260 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


27107 


57475 


A 


27270 


147 


224 


RLTLPDHLGSLLDHHR\ALGNS 


27108 


57476 


A 


27271 




837 




27109 


57477 


B 


27272 


184 


288 




27110 


57478 


A 


27273 




286 




27111 


57479 


A 


27274 




699 




27112 


57480 


A 


27275 




3660 


MTGICYTEDERSYKKNAQPTA 
ASKKQKETQKFCLRVDGQQKV 
KLSVLQEKSAQLTVQLKSQKFL 
GHPTAGRGRSELCLDLPDPPED 
PVALETRSVGTWVRERDLGMP 
DGEAALAAKVAVLETQLKKAL 
QELQAAQARQADPQPQAWPPP 
DSPVRVDTVRVVEGPREVEVV 
ASTAAGAPAQRAQSLEPYGTG 
LRALAMPGRPESPPVFRSQEVV 
ETMCPVPAAATSNVHMVKKISI 
TERSCDGAAEMKWEDQNIGD 


27113 


57481 


A 


27276 


1059 


1229 




27114 


57482 


A 


27277 


2 


4735 




27115 


57483 


A 


27278 


415 


825 


SCADFQDYWDQREYTYNRPHT 
ASRRIVLDFLLFPEW/PTFVAFW 
APLFNPSKRASLYRFSLCISSLSF 
GSHWGSVPGNWVLTYSWG/SL 
VISRCMFL*PLSCCLEHSPPFICV 
KEEHEQLVAISPSGVMGLDNSL 
EQIN 


27116 


57484 


A 


27279 


1 


1326 




27117 


57485 


A 


27280 


2976 


3068 


VWTALTNRLGQQVSICG*PGTE 
DSKGDWLL 


27118 


57486 


A 


27281 


78 


220 


APTSLHS*SYFKNCGHGRLRWV 
ITHIRLV1SWATYLVQNNIIQTR 
LF 


27119 


57487 


A 


27282 


1 


1077 




27120 


57488 


A 


27283 


307 


922 


QVVPSSLSAISQSPAPCG/CSP*G 
PSPGAT 


27121 


57489 


A 


27284 


1 


4560 




27122 


57490 


A 


27285 


87 


237 


LLFFQLGGDAFSFKFSSGVNFVR 
NSLICQAWGKRVFSALLCIILSE 
YTSPL 


27123 


57491 


A 


27286 


1 


246 




27124 


57492 


A 


27287 


46 


396 




27125 


57493 


A 


27288 


1 


552 




27126 


57494 


A 


27289 




418 


AEKCPCLGAFGFGWDHPRRPG 

SWGAWSEGSGSPPARIVKMSLR 

KQTPVSDFLKQIIGRPVVVKLNS 

GVDY\RGVLACL\DGYMNIALE 

QTEEYVNGQL\KNKYGDAFI\R 

GNNVLYI\STQKRPDVRTPKRA 

TLFIVGYIFL 


27127 


57495 


A 


27290 


202 


450 
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NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27128 


57496 


A 


27291 


304 


642 




27129 


57497 


A 


27292 


75 


393 




27130 


57498 


A 


27293 


1 


678 


VFGLGSVAHMLLNKTFGSYLG 

VNLG FG FG VTMG VHM AGRTS 

GAHMNAAVSLTNCALGRVPW 

RKFPVYVLGQFLGSFLAAATIY 

SLFYTAILHFSGGQLMVTGPVA 

TAGIFATYLPDHMTLWRGFLNE 

AWLTGMLQLCLFAITDQENNP 

ALPGTEAL VIG IL VVIIG VSLGM 

NTGYAINPSRDLPPVRIFTFIAGW 

GK.QVFRWHHLPGLHWLHHPT 

GAPEIGGFCGV 


27131 


57499 


A 


27294 


2 


1694 




27132 


57500 


A 


27295 


1 


356 


GIFVTYLPDHMTLWRGFLNEA 
WLTGMLQLCLFAITDQENNPA 
LPGTEALVIG1LVVIIGVSLGMN 
TG YA INPSRDL PP\RIFTF I AG WG 
KQVFRYFPCPGP1PLSFSVGPLC 
VEGWGVM 


27133 


57501 


A 


27296 


1 


544 




27134 


57502 


A 


27297 


320 


610 


L RE YTIN 1 HTAI1 PM E WA SKKRA 
PRALKE1RKFAMKEMGTPDVRI 
DTRLNKAVWAKGIRNVPYRIR 
V RLSRKARN EDEDSPN KL YTL V 
TYVPVYHFQK 


27135 


57503 


A 


27298 


] 


303 




27136 


57504 


A 


27299 


1 


1311 




27137 


57505 


A 


27300 


1 


3126 




27138 


57506 


A 


27301 


2 


779 


NRVLLAMVNPTVFFDIAVDGEP 
LGRVSFEVRGLDTKK*LLI* SIK 
LC*QIG\LFADKGPRGTA*FSLL* 
ATGEKGFGL*GVPCFHRIIPGFM 
\CQG\GDFTRH\NGT\GGKSHLW 
GRNLKDEMF1\LKHTGPG1LSHG 
KMLDPNTNGSQFFICTA\KT\EW 
LDGK\HVVFGKVKERHEILWEA 
MGALLGPRNGKTQQEESPIVPG 
GQLR1KFDLVFYSLTTK.IIPFCSF 
KESTPPPHLLASILESLCSRLQFP 
FGFHVFLVPCHA 


27139 


57507 


A 


27302 


143 


390 




27140 


57508 


A 


27303 


249 


1516 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27141 


57509 


A 


27304 


2 


645 


NRVLLAMVNPTVFFDIAVDGEP 

LGRVSFEVRGLDTKK*LLI*SIK 

LC*QIG\LFADKGPRGTA*FSCL* 

SIEEKGFGL*GVPCFHRIIPGFM\ 

CQG\GDFTRH\NGT\GGKSHPM 

GK.KFE\DENFI\LKHTG\PG\ILSH 

G K.CLDPNTNG SQFFICTA\KTE V 

VGMAKHVVFWQK*KKGMKYC 

GRPWERFG\SR\NGKTQQRKITI 

C*LVGQLRNKVLTWWF 


27142 


57510 


A 


27305 


72 


387 


VCLQHGPWSSLKHVQGWRDD 
CHGLSLGPRTHVQAGTLPKPTL 
W AEPG S V ITQG S AWTL WCQG1 
LQTQEYRLYREKKTAPWITRIP 
QE1VKXGHDP1PSITWEHTG 


27143 


5751 1 


A 


27306 


1 


322 




27144 


57512 


A 


27307 


1 


1 125 




27 145 


57513 


A 


27308 


1 


1419 




27146 


57514 


A 


27309 


198 


1634 




27147 


57515 


A 


27310 


78 


216 




27148 


57516 


A 


27311 


1 


489 




27149 


57517 


A 


27312 


18 


463 


AEGVEPGSPRVVLLESEQFLTE 
LTRLFQKCRTSGSVYITLKKYD 
GRTKPIPKKGTVEGFEPA\DNKC 
LLRATDGKKK.ISTVVSSK.EVN* 
VFRWLISNLPLGANMDGLKKR 
DKKNKTKKTKAAAAAAAAGP 
AAAATAATTAATTAATAAQ 


27150 


57518 


A 


27313 


1 


1242 




27151 


57519 


A 


27314 


147 


965 


DPPSPVPAPPSSPRDGHFLVPDA 

TMAEEQPQVELFVKAGSDGAK 

IGNCPFSQRLFMVLWLKGVTFN 

VTTVDTKRRTETVQKLCPGGEL 

PFLLYGTEVHTDTNKIEEFLEA 

VLCPPRYPKLAALNPESNTAGL 

DIFAKFSAYIKNSNP\ALN\DNLE 

EGTPGKP*RFLDNYLTSPLPEEV 

DEIASAEDERCLSDGTFLDGNEL 

TLADCNLLPKALH1VQVVCKKY 

RGFHHPPRPFRGVAFGYL\SNA\ 

YARENFRFPPVPDDEEIELAYE 

QVAKALK 


27152 


57520 


A 


27315 


1 


933 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27153 


57521 


A 


27316 


63 


641 


FAKMTDHKGERGEATRYMFSR 
PFKKTMG V VPCG HNN * RF YK\K 
GDIVD\IKGMGYCVQNGMP\HK 
CY\HG\KTGRSLTIVTPACLLPLL 
*TNQF*GKVFS\KRJNVRTEH1KH 
\SKSRDSFLKRVKENDQKKKEA 
QEEGTVW VQLKRQPAPPREA HF 
V\RTNGKEPEL\LEPIPYEFHGIN 
RCPKKKIKDLWATKKKKK 


27154 


57522 


A 


27317 




390 




27155 


57523 


A 


27318 


75 


394 


IWGDVEKGKKMF1MECSQCHT 
VEKGGKHKTGPNLHGLFGRKT 
GQAPWDTPYTAANKNKG11WG 
EDTLMEYLENPKK\YIP\GTKMI 
FVAGIKKKEERADLIAYLKKSY 


27156 


57524 


A 


27319 


2 


529 


F.RQTRHAGGVRRGPRPKLQRD 

KAAAAAVLGAVRKRPSVVPM 

AGQDPALSTSHPFYDVARHGIL 

QVAGDDRFGRRVVTFSCCRMP 

PSHELDHQR\LLEYLKYTLDQY 

VENDYTIVYFHYGLYNSRNKPS 

LGWLQSAYKE FDRKYKKNLKA 

LYVVHPTSFIKVLWNILKPL1SH 

KFGKK 


27157 


57525 


A 


27320 


287 


445 




27158 


57526 


A 


27321 


2 


362 




27159 


57527 


A 


27322 


30 


365 


EEAETVLVGQLKQLSSCLAVH 
KYRPETKQEKKQRLLARAEKK 
AAGKGDVPTKRPPVLRAGVNT 
VTTLVENKKAQLV\CRKMGVP 
YCIIKGKARLGRLVHRKTCTTV 
AFTQVN 


27160 


57528 


A 


27323 


3 


432 


N SRVDDFV AA QDAKGKK V AP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGQ\QRLLARAEKKAAG 
KGDVPTKRPPVLRAGVNTVTT 

t A/nxii/'i/" a rw \/"\/TAXjr\\/rM>TnT \r 
LVblNKlvA^LV VfArllJ VUrlbL V 

VFLPALCRKMGVPYCTIKGKAR 
LGRLVHRKTCTTVAFT 


27161 


57529 


C 


27324 


62 


217 




27162 


57530 


A 


27325 


1 


1545 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oi last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27163 


57531 


A 


27326 


2 


801 


PKGKKAKG KK VA P A P A V VKK 
QEAKKVVNPLFEKRPKNFGIGQ 
D1QPKRDLTRFVKWPRYIRLQR 
QRAILYKRLKVPPAINQFTQAL 
DRQTATQLLKLAHKYRPETKQ 
EKKQRLLARAEKKAAGKGDVP 
TKRPPVLRAGVNTVTTLVENK 
KAQLVVIAHDVDPIELVVFLPA 
L\CRKMGVPYCIIKGKARLGRL 
VHRKTCTTVAFTQVNSEDKGA 
LAKLVEAIRTNYNDRYDEIRRH 
WGGNVLGPKSVARJAKLEKAK 
AKELATKLG 


27164 


57532 


A 


27327 


550 


827 


DVSWAGRSEDHRWIFLKEQRT 
GGPPK/ERSRSESRHQISCMCAA 
STWMERTAYGGSHRELLLQQL 
PQEHTRKTLPLQQTSAWTYRLF 
HTSCEI 


27165 


57533 


A 


27328 


908 


1331 


GDM RGRREGGFGLGRRTAMRC 
GCSPG1VREADNLVKLSRPSTV 
RVTRSSASVMVLTMPLAPATFL 
RVNCWAG/RGR/C*SQNETVSR 
TRCEEGR**KDYRVEEQRLRKN 
WDLARPGEEQLAPSPEKRDLPL 
RVKDQGRHPCVV 


27166 


57534 


A 


27329 


1 


1 134 




27167 


57535 


A 


27330 


62 


310 




27168 


57536 


A 


27331 


243 


578 




27169 


57537 


A 


27332 


324 


995 


NLVPRPGTWIRGLPLGDHSPVL 
LLFAP*ERSTYDLRSSDRPAQET 
SHQFQ I RERQRRH VLS V DPKLR 
RRSRTGKAAFPWCLIIAGTPL*L 
YTHVSRVSDHAGMPALVLHP* 
R/LSPTFLGKGQHALKGLKPVIT 
RLLQHGLLKPINSPFPSPILPVLK. 
PDKAYKLVQNLRLINQIVLPIHP 
VVPNPYTLLSSIPPSTTHYSVLD 
LKHAFFTIPLHPSSQPLFAFT 


27170 


57538 


A 


27333 


1 


1860 




27171 


57539 


A 


27334 




957 




27172 


57540 


A 


27335 


97 


826 




27173 


57541 


A 


27336 


245 


392 




27174 


57542 


A 


27337 


736 


1300 




27175 


57543 


A 


27338 


590 


891 




27176 


57544 


A 


27339 


1256 


1654 


VQPVRLVSGMQHPGSGWRRL 

WGQHSTSLTSKEHLHISKRGNI 

DNLVQRNMP\SNEKPKCPELPP 

FPSCLSTVHF11FVVVQTVLFIGY 

IMYRSQQEAAAKKJLLTTIFLCT 

SSICVQNDVVLREFKYLNCFIV 


27177 


57545 


A 


27340 


295 


852 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


27178 


57546 


A 


27341 


3 


446 


ILAWFGSIAEAPSAAWLCGSSQ 
GRYC SSFNRV V RQN SSDAKV V 
NVPKTR1TFCKK\CGKHQPHKV 
TQYKKGKDSLYAQGRRRYDRK 
QSGYGGQTKP1FRKKAKTTKKI 
VLRLECVEPNCRSKRMLAIKRC 
KHFELGGDKKRKGQVIQF 


27179 


57547 


A 


27342 


1 


565 




27180 


57548 


A 


27343 


1 


1050 




27181 


57549 


B 


27344 


1 


2109 




27182 


57550 


A 


27345 


2916 


3229 




27183 


57551 


A 


27346 


3 


671 


AG 1 LA AIRE ANMG A YK Y1QEL 

W/RKKPSDVHAFFLRV\RCGQT 

RSFFVFTGVPRP TRPDKARRLG 

YKAKQGYVIYR1RVRRGGRKRP 

VPKGATYGKPVHHG VYNPA* KF 

ASKALQVPLPEGTEAGR\HCGG 

S* ESLNS Y WVG EDS\T YKFFE V 1 

L 1 DP /Y SH KA 1 RRN PDTQ\ WITAK 

PVHKHREMRGLTSAGRKSRGL 

GKGHKFHHTIGGSRRAAWRRR 

NTLQLHRYR 


27184 


57552 


A 


27347 


1 


1646 




27185 


57553 


A 


27348 


2 


2600 




27186 


57554 


A 


27349 




2403 




27187 


57555 












27188 


57556 


A 


27351 




570 




27189 


57557 


B 


27352 




837 




27190 


57558 


B 


27353 




1434 




27191 


57559 


A 


27354 




2379 




27192 


57560 


A 


27355 


3 


952 


IDWAPKSDR1VTCGADRNAYV 
WSQKDGVWKPTLVILRINRAA 
TFVK WSPLEN KFA VGSG ARLIS 
VCYFESENDWWVSKHIKKPIRS 
TVLSLDWHPNNVLLAAGSCDF 
KCRVFSAYIKEVDEKPASTPWG 
SKMPFGQLMSEFGGSGTGGWV 
HGVSFSASGSRLAWVSHDSTVS 
VA\DASKS\VQVSTLKTEFLPLL 
SVSFVSENSVVAAGHDCCPMLF 
NYDDRGCLTFVSKLDIPKQSIQ 
RNMSA/LWERFR\NMDKRATTE 
DRNTALETLHQNSITQVSIYEV 
D\KQDCRKFCTTGI\DGAMTIW 
DFKTF\ESS1QGLRIM 


27193 


57561 


A 


27356 


J 


134 


















27195 


57563 


A 


27358 


1 


623 




27196 


57564 


A 


27359 


425 


667 




27197 


57565 


A 


27360 


121 


401 




27198 


57566 


A 


27361 


1 


1818 





3629 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


27199 


57567 


A 


27362 


552 


2325 




27200 


57568 


A 


27363 


693 


1270 




27201 


57569 


A 


27364 


18 


146 




27202 


57570 


A 


27365 


270 


683 




27203 


57571 


A 


27366 


1 


1398 




27204 


57572 


B 


27367 


1 


1152 




27205 


57573 


A 


27368 


40 


538 


SPSPKDSPGVRVGISCYIGGPCQ 
QRLLSPVRASKMTKKRRNNGR 
AUCKGPRHVRGPSPLKFLPPSSC 
HLTVPRCRAQGTRPIKKFW1SK 
P*VEAAAV\RDISEASVFDAYL\ 
LPKLYVKLHYCVSCAIHKQK*S 
GN RS\REA\RKTRTPPPRFR\PGG 
*LPHGPPTKSP 


27206 


57574 


A 


27369 


204 


401 




27207 


57575 


A 


27370 




980 




27208 


57576 


A 


27371 


2124 


2836 




27209 


57577 


A 


27372 


139 


8892 




27210 


57578 


A 


27373 




2592 


MAGLGASLHVWGWLMLGSCL 

LARAQVRASAPRH LFSRSLRRG 

LSFSDTEARCAREL1HVHTSTN 

APARTEAYPAGSAEPPRRPRAG 

REHSFFSQRYVPLPPLGGALGS 

GPAKLPPPRAPCPVRFCADLET 

LCGALDCYKVRGGAAPARPAP 

RPAGGIQVSSLSGFGTESLPGGN 

PFPHRDHRESGTMDSPSLTVAT 

PLSLTPP1PRELACGDWRRVGG 

GAGGGGLRRRGLGGDKAGKR 

KSSDLPCGPGFLQSLLQKRRHW 

ESGLGLPGCGCESELVSGCGAP 

TLRQHIIPAEGRNGVKEKSADL 

GCGGSQGLRAKKGTNPGIENG 

KRKGKEGMLDAWICRRSAFGP 

GREKLGGEEVGCNDKGK1RFIE 

VKMSKKISGGSVVEMQGDEMT 

RJIWELIKEKLIFPYVELDLHSY 

DLGIENRD/ATNDQVTKDAA E A 

DKKHNV\GVKCATITPDEKRVE 

EFKLKQMWKSPNGTIRN1LGGT 

VFREAI1CKNIPRLVSGWVKPIII 

GRHAYGDQGFGSNMQNAIMK 

KLKWLHLARVGKFSDANAKFY 

CRLYYAGEFHKMREVILDSSEE 

DFIRSLSHSSPWQARGGKSGAA 

PVATPnnPPTl IfTW/fDPT T7VOQP 

LDFAPHYFNYITNAVQQKRPTA 
LAKILGVYR1GYKNSQNNTEKK 
LDLLVMENLFYGRKMAQVFDL 
KGSLRNRNVKTDTGKESCDVV 


27211 


57579 


A 


27374 


2 


2138 
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SEQ ID NO: 


Met 


SEQ ID NO: 




Nucleotide location of last 




NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


27212 


57580 


A 


27375 


1 


2355 




27213 


57581 


A 


27376 


249 


1544 


E1YSLSRFIEVKMSKKISGGSVV 














EMQGDEMTR1IWELIKEKLIFPY 














VELDLHSYDLGIENRDATNDQ 














VTKDAAEAIKKHNVGVKCATI 














TPDEKRVEEFKLKQMWKSPNG 














TIRNILGGTVFREA1ICKN1PRLV 














SGWVKPIIIGRHAYGDQYRATD 














FVVPGPGKVEITYTPSDGTQKV 














TYLWHNFEEGGGVAMGMYNQ 














DKSIEDFAHSSFQMALSKGWPL 














YLSTKNTI LKKYDGRFKDIFQE 














MVYDKQYKSQFEAQKIWYEHR 














LUDYDMVAQAMKSEGGFIWAC 














KNYDGDVQSDSVAQGYGSLG 














MMTSVLV\CPDGKTVEA\EAAH 














GTVTRHYRMYQ\KGQGDVHPIP 














LASIFAWGPEGIAAHRAKLDNN 














KELAFFANALEESFYETHE\AGF 














MTKDLAACIKGLPNVQRSDYL 














NTFEF\MDKLGENLKIKLAQAK 


27214 


57582 


A 


27377 


1 


692 




272 1 5 


57583 


A 


27378 


251 


2150 




27216 


57584 


C 


27379 


93 


293 




27217 


57585 


A 


27380 


308 


534 




27218 


57586 


A 


27381 


2 


856 




27219 


57587 


A 


27382 


3 


327 


AQELHTFEVTGQETVAQJKAHV 














ASLEGIAPEDQVVLLAGAPLED 














EATLGQCG VEALTTLEV AG RM 














LGG\A K.QEKKKKKTGRA KRRM 














QYNRRFVNVVPTFGKKKGPNA 


27220 


57588 


A 


27383 


150 


456 




27221 


57589 


A 


27384 


651 


835 




27222 


57590 


B 


27385 


] 


2193 




27223 


57591 


B 


27386 


109 


714 




27224 


57592 


A 


27387 


150 


458 




27225 


57593 


A 


27388 


1 


2055 




27226 


57594 


A 


27389 


1 


804 




27227 


57595 


A 


27390 


645 


1828 




27228 


57596 


A 


27391 


899 


1216 




27229 


57597 


A 


27392 


79 


156 




27230 


57598 


A 


27393 


1796 


2215 




27231 


57599 


A 


27394 


107 


724 




27232 


57600 


A 


27395 


854 


926 


PLEIPHEPPPGRG*HAPQLPRGQ 


27233 


57601 


A 


27396 


2 


413 




27234 


57602 


A 


27397 


54 


442 


F AKMTNTN LNRRGTR YM F S R P 














FRKHGVVPLATYMRIYKKGD1 














VHIKGMGTVQKG MPHKC YHG 














KTGRVYNVTQHAVGIVVNKQG 














KGKILAKR1NVRIEHITHSKSRH 














SFLKRAKENDPEYEVEALENGT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ JD NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27235 


57603 


A 


27398 


1 


490 




27236 


57604 


A 


27399 


150 


536 


NCKISFLHFCYIFVKALKRISAL 
SRGKILAK.RINVRIEHIKHSKSR 
DSFLKRVKENDQKKKEAKEKG 
TWVQLKR/QGKNLVYISLVLRA 
L * G * DLTHHI 1 1 LFPFFFL* * PA PP 
REAHFVRTNGKEPELL 


27237 


57605 


A 


27400 


336 


928 




27238 


57606 


A 


27401 


13 


724 


INPPPPPFRPEPPSSSKFAKNDGP 

QRGKRRGTPIIMFS/RGPFKKTM 

GVVPLAHIFMRMYKQRCDFVDl 

QG E WGTLFQKGNCPH K. V VTHG 

QNLEGVLPMVTPAMLVGHLL* 

NKQV* GQRFLPK.RNLMWRI* A 

HLRHF*GARD/RASLKTCGREN 

G SRKKERKPKGGKVTWGFQLK 

RRHLGFPPQEEATFLLKEPIGGR 

EP*ACLEPYFPYWISWG1NRVF 

KKK1KGPSGLQKKKKKKVD 


27239 


57607 


A 


27402 


1 


759 




27240 


57608 


B 


27403 


1 


372 




27241 


57609 


A 


27404 


1746 


2966 


DMKNGAKEGESYLLLQCLPPSP 

LPSPPPSPSPPPPPPPPPSPSSPSPP 

PSPPPPPSPSPPPSPSPSPPPPTSPP 

SPSSPSPSPPPSPPSPSPLSPTPPPP 

PSPSLPPLPSPSLPPPPSPSPSPPPP 

PSPPPSPPPSPSPPPSPSPSPPPPPS 

PPPSPPPSPSPSLPPSPSPPPSPSPP 

PSPSPLPSPSPSLSPSLPPSPSPSPP 

HHHHHHHHHHHHHHHHHHHH 

HHHHHHHHHHHHHHHHHHHH 

HHHHHHHHHHHHHHHYHHHC 

HHHHHHHHH CHHHHHH CHHH 

HHRHCHHHRHHHHRQHHHHH 

HHHHHHQHHHPQTLH*PSESQ 

HIVGAQ*MLHCHSLCVYIQGSH 

SVRKFLVLK.QKLSMGMVLPPG 

GDLEHCGACLDCDQDWRCAM 

PSHKYPPKHAHCCEGCLC 














irnriRTriuRPPrwrcsT vursn 

IL-COrvl v^lrc.t,rL*lNt^3j>L i VrviiN 

GGNHSHSTTTFK YNG SN WIPR 
WQGPSGSTQPSKARRPVAFSQG 
NCAMEKGN*SDILGTTEHWL*A 
D1DSRGPKMSLQSSS 
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SEQ ID 

NO: 


SEQ ID NO. 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27243 


57611 


A 


27406 


142 


1285 


SRMSKAFGLLRQICQSILAESSQ 

SPADLEEKKEEDSN\MKR£QPR 

E RPRA WD\ YPHGL VG\LHNI WT 

DLACLNSLIQVFVMNVDFTRIL 

KRITVPRGADEQRRSVPF\QML 

LLLEKMQDSRQKAVRPLELAY 

CLQKCNVPLFVQHDAAQLYLK 

LWNLIKDQITDVHLVERLQALY 

TIRVKDSLICVDCAMESSRNSS 

MLTLPLSLFDVDSKPLKTLAEDG 

LHCFFQPRELSSKSKCFCENCG 

KKTRGKQVLKLTHLPQTLTIHL 

MRFSIRNSQTEKDLATPLYFPQS 

LDFKPRSFQLKRESC\DA\EEQS 

GGQYELFAVIAHVGMADSGHY 

\CVY1RNAVDGKW\FCFNDSNIC 

LVSWEDIQCTYGNP1MYHWQET 

AYLLVYMKAMEC 


27244 


57612 


A 


27407 


1 


1077 




27245 


57613 


A 


27408 




242 




27246 


57614 


A 


27409 


213 


928 


EGPARQRLLSPVRASKMTKKR 

RNNGRAQKRAAAHVRGPSPLK/ 

CFPSGPLPPNCAR\CVPQGTRPI 

KKF\VIR\N1VGGRSRQGHISEAS 

RLRMPISLPKL\YVrCLH\YC\VSC 

A1HKQK*FR\NRS\RESPAKTRTP 

PPRF*DLAGGCPTVPPPKAHDL 

GPEYCRHQTCVNWVCCRQAT1 

LGKELCGQ1RKLPSQQMSPGWL 

PSGYSCWLYK.YKTEATTALQS 

RGEVYHPLQA LWSRPPG RDPL 


27247 


57615 


A 


27410 


1 


267 




27248 


57616 


A 


27411 


257 


322 




27249 


57617 


A 


27412 


2 


176 




27250 


57618 


A 


27413 


218 


923 




27251 


57619 


A 


27414 


2 


429 


TKFAARRPALAACAAISKIKAR 
DLRGKKKEELLKQ\LDDLK\VE 
LSQLRVA*VTGGAASKLSKIRV 
VRKSIARVLTDINQTSGKKTFR 
EILTRGKKYKPLGPCGP*GRTR 
AM RRRLNKHEENLKTKKQQRK 
ERLYPLRKYAVKA 


27252 


57620 


A 


27415 


1 


1146 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


27253 


57621 


A 


27416 


2 


670 


IAGEITRRGSRARPRPGPQCPPG 

PPGTAMIKAILIFNNHGKPRLSK 

FYQPYSEDTQQQIIRETFHLVSK 

RDENVCNFLEGGLLIGGSDNKA 

L1YRHYATLYFVFCVDSSESEL 

GILDL1QVFVETLDKCFENVCEL 

DLIFHVDKVHNILAEMVMGGM 

VLETNMNEIVTQIDAQNKLEKS 

EAGLAGAPA\RAVSAVKNMNL 

P\EIPRNINIG\DISIK\VPNLPSFK 


27254 


57622 


A 


27417 


5 


379 




27255 


57623 


A 


27418 


536 


675 


LEWSSAKFPTAVGVSLLLSSVC 
RSQ*FLMDAMSRMDLVRYTSA 
RVS 


27256 


57624 


A 


27419 


2 


1220 




27257 


57625 


A 


27420 


435 


552 




27258 


57626 


A 


27421 


5 


379 




27259 


57627 


A 


27422 


1 


1062 




27260 


57628 


A 


27423 


17 


467 




27261 


57629 


A 


27424 


105 


355 




27262 


57630 


A 


27425 


283 


466 


APRSARP1VHGVKATRPKPRNL 
LDKDMFSKSDPLCVMYTQGME 
NKQWR\EFGRTEVIDNTLN 


27263 


57631 


C 


27426 


167 


379 




27264 


57632 


A 


27427 


164 


1185 




27265 


57633 


A 


27428 


1 


873 




27266 


57634 


B 


27429 


20 


523 




27267 


57635 


A 


27430 


3 


1225 




27268 


57636 


A 


27431 


1 


884 


GTRDATAEENRVLLAMVNPTV 
FFD1AVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPL1VQQCLLFLRILP\L 
FADKVPKTAENFRALSTGEKGF 
GL*GVPCFHRIIPGFM\CQG\GDF 
T\RH\NGTGGKSIYGEK\FEDENF 
I\LKHTGPGILS\MANAGP\NTNG 
SQFFICT A KT\E WLDG KPWVFG 
K V KE\GMNI VE AMERPAG S\RNG 
KTXSKXITIADCGQLRIKFDLVF 
YSLTTKIIPSGSPRESTPPTHLLA 
SILESLCSRLQFPFGFHVFLVPS 


27269 


57637 


A 


27432 


27 


410 


LQDEATGCQKLIEVDDERKLRT 

r YLIv KiVI A 1 tv AAUALucd WIS. 

GYVVRJSGGNDKQGFPMK.QGV 
LTHGRVRLLLSKGHSCYRPRRT 
GERKRKSV\RGCIVDANL\SVLN 
LVIVKKGEKDIPGLTDTTVPR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27270 


57638 


A 


27433 


93 


866 


TVSFPATGC\QKLIEV\DDERKL 

RTF YEKRM ATE V A\A D A\LGE E 

WKGYVVRISGGNDKQGFPMK 

QGVLTHG\RVRLLL\SKGHSCY 

RPRRT\GERK\RKSSSVGC1\VDS 

KS WSVLQLGLLLKKKKK* RRIF 

PG\LTDTTVPRRLGPQK/RASRIR 

KLFNLSKYEDDVRQYVVRKPLN 

K.EGKKPRTKAPKIQRLVTPRVL 

QHKRRRIALKKQRTKKNKEEA 

AEYAKLIAAKRMKEAKEKRQE 

QIAKRRRLSSURASTSKSESSQ 


27271 


57639 


A 


27434 


2 


401 




27272 


57640 


A 


27435 


1373 


1838 




27273 


57641 


A 


27436 


1 


257 


MNRQLSDSYTEDTKEPSDVTTS 
ERTRSPPG S AKTTM I DTLKKLQ 
DV\QKLRTPK1PQSQQQICWNN 
MSRLRDQS*RSSKKRQRLWK 


27274 


57642 


A 


27437 


247 


831 




27275 


57643 


A 


27438 


1 


993 




27276 


57644 


A 


27439 


267 


281 


CNCPNIFEARWVNLKSLSK1HE* 
RPFQP 


27277 


57645 


A 


27440 


274 


482 




27278 


57646 


A 


27441 


1 


219 




27279 


57647 


A 


27442 


1 


681 




27280 


57648 


A 


27443 


1 1 


1094 




27281 


57649 


A 


27444 


51 


65 


NNTFLKYC*IDFND*DCGGEDIS 
PN*LGLP1PLSMVLCEIIHF 


27282 


57650 


A 


27445 


1 


1563 




27283 


57651 


A 


27446 




318 




27284 


57652 


A 


27447 


1 


294 




27285 


57653 


A 


27448 


7 


259 




27286 


57654 


A 


27449 


29 


191 




27287 


57655 


A 


27450 


2 


519 


KSQDYK.SLNATCAGGTSFSGC 
ARRLLLSTCSSGWRSGGLSLRG 
GKMELEAVMSRYTQPSEPQLSS 
PHLT V VLL A IGMFFT\A WFFV Y 
EVTSTKY\TRDIYKEAPHPP*VA 
LTPSMG FG VLF\LLL\WVG I YRV 
SHPRVTTQNGFHWKPAFCKJNF 
FFYLFAWEVFPPAAHNKVQML 


27288 


57656 


A 


27451 


144 


386 


VCECKMPKVQPNFTHWSRS*N 
DDLNRSSLWQA*PQAASVEIIIL 
RS 


27289 


57657 


A 


27452 


462 


672 




27290 


57658 


A 


27453 


1 


475 


















27292 


57660 


A 


27455 


62 


390 




27293 


57661 


A 


27456 


549 


641 




27294 


57662 


A 


27457 


456 


774 




27295 


57663 


A 


27458 


2852 


2935 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27296 


57664 


A 


27459 


699 


761 




27297 


57665 


A 


27460 


399 • 


434 




27298 


57666 


A 


27461 


683 


1661 




27299 


57667 


A 


27462 




95 




27300 


57668 


A 


27463 




517 




27301 


57669 


A 


27464 


6 


401 


RGLTEVPETSGGRVSVGAMAK 
H HPDLIFCRKQAG V A I G RJLCEK 
CEGKCVICDSYERPCTLVRICDE 
RNYGSYQGRCVICGGPGVSDA 
YYCKEVHHPGERTRDGC\SKIV 
NLGSSKTDLFL*TAKNTGFQER 


27302 


57670 


A 


27465 


1 


321 




27303 


57671 


A 


27466 


67 


348 




27304 


57672 


A 


27467 


1 


642 




27305 


57673 


B 


27468 


193 


445 




27306 


57674 


A 


27469 


32 


216 


AGPSQPTNQTTGKSPQLQQDYF 
PRRSYRCSHRLIICLNV1GDAV* 
STVQLKALMLRGRNYK 


27307 


57675 


A 


27470 


214 


440 


QDRWGL APH PPA PG LPLPGPTN 
QTTGKSPQLQQDYFPRRSYRCS 
HRLIICLNV1GNAL*STVQLKAL 
MLRGRNYK 


27308 


57676 


A 


27471 


35 


3801 




27309 


57677 


A 


27472 


1 


2901 




27310 


57678 


A 


27473 


1 


1317 




27311 


57679 


A 


27474 


1698 


3255 


RVACPCVVWLCWAHWELWRT 
EEVEGGIAGTDVAR/EASDF1LT 
DAIFSS1VKAVMASLQRRGSRE 
L*LPAAGVWKLQTDF*AQSI/AE 
EGIECKSIKPVLAKYLVWTRLF 
VGLLAELRDESAPETTPAGRRR 
QPQVWSGARQTCGQRTERLAG 
GLGEMQACSGNLGAEKEKQSK 
KLAGGWPMSPTSLHALGPKLV 
PAKSQRHRAEHMSTWQVGVVS 
SSYFTGNLVGTLLTGYVIKRIGF 
NRSYYLASFIFAAGCAGLGLMI 
GFWSWLAWRFVAGVGCAM1W 
VVVESALMCSGTSRNRGRLLA 
AYMMVYYVGTFLGQLLVSKVS 
TELMSVLPWVTGLTLAG1LPLL 
FTRVLNQQAENHDSTSITSMLK 
LRQARLGVNGCIISGIVLGSLYG 
LMPLYLNYKGGKSSPTPAVRPA 
RHNSLPGPEAKKYRPGFIIGLTS 
C1AFSVQAANVDEYITQLPAGA 
NLALMVQKVGASAPAIDYHSQ 
QMALPASTQKVITALAALIQLG 
PDFRFTTTLETKGNVENGVLKG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon tor peptide 
sequence 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27312 


57680 


A 


27475 


152 


468 


GLGIQ*LLCCSSFCFQLLPEKKE 
GRLAGDAG AA RPAKSG RFLG L 
TSGLPSEWSARTGPEPPKSLSG 
GGELNGSSLGFGTQDGRGTRE 
GRDRGLHPARPPQYQHSP 


27313 


57681 


A 


27476 


541 


4172 




27314 


57682 


A 


27477 


3 


1110 




27315 


57683 


A 


27478 


340 


1032 




27316 


57684 


A 


27479 


2 


779 




27317 


57685 


A 


27480 


3 


281 




27318 


57686 


A 


27481 


519 


737 


V PDLLLQLPN AGLCG H FCDPG D 
SLQCLCHQGPGFQAQNWAAV 
WADTKPAAGAEAREPGDLA*L 
VPPTWSPTR 


27319 


57687 


B 


27482 


1 


915 




27320 


57688 


A 


27483 


68 


145 




27321 


57689 


A 


27484 


1281 


1433 




27322 


57690 


A 


27485 


171 


708 




27323 


57691 


A 


27486 


1 


270 




27324 


57692 


A 


27487 


278 


588 


VYIKRMPKKKV/SEGT1KEEPKR 

RLAQLSAKPAPAKVEAKLKKA 

AAKDKSSGKNVQTKGKRRAK 

GKQAKVANQETKEDLPAENGE 

MKTEESPASDEAGEKETKSD 


27325 


57693 


A 


27488 


304 


513 


PVRHGAFFQDKSSDKKWQTKG 
KRGAKGKQA\EVAN\QETKEDL 
PVD\SGETKT\EESPSLLIEAGEK 
EAKS 


27326 


57694 


A 


27489 


1 


435 




27327 


57695 


A 


27490 




273 




27328 


57696 


A 


27491 


9 


293 




27329 


57697 


A 


27492 




504 




27330 


57698 


A 


27493 


1 


529 


IPPPRLFLPVATEVARVRLLPPP 
PPQNAARDALTSPSYLAWASPR 
K.QTPSPPA AKDI K\KI LEQRG YP 
KADDDR\LNKVI\SEAEWKYTL 
KDVIAPGVLASLPSVPVAGGAV 
AVSACPQALAAPCCLGSAPA\A 
AEGEEKMKKKEEVLKES\DDD\ 
MGFGPFELKSLPPLQ1KGLFYTS 
R 


27331 


57699 


A 


27494 


1 


396 




27332 


57700 


A 


27495 


2 


398 




27333 


57701 


A 


27496 


1 


702 




27334 


57702 


A 


27497 


1060 


1446 




27335 


57703 


A 


27498 


46 


216 


HPLQLSVIPFLPVK*HVDQMGF 
AD/C VLSN * VNCL ASRFL A V S V 
ALRSSRFIFTMVP 


27336 


57704 


A 


27499 


1 


1152 




27337 


57705 


A 


27500 


126 


184 




27338 


57706 


A 


27501 


238 


498 
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SEQ ID 


SEQ ]D NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in DSSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27339 


57707 


A 


27502 


1 


852 




27340 


57708 


A 


27503 


3 


171 




27341 


57709 


A 


27504 


1064 


1302 




27342 


57710 


A 


27505 


449 


668 


SPGDYFISLMAAMGRPQVGYW 














APELLQKMMRKRMNR/VKKLI 














QNYKQLK/CSLTLNNHVK.LVRT 














NLRFHLAGLLG 


27343 


57711 


A 


27506 


1 


2454 




27344 


57712 


A 


27507 


2 


408 




27345 


57713 


A 


27508 


205 


715 




27346 


57714 


A 


27509 


1 


813 




27347 


57715 


A 


27510 


1 


864 




27348 


57716 


A 


2751 1 


17 


396 




27349 


57717 


A 


27512 


3 


428 


LTNYAAAYCTGLLLARRLLNR 














LGMDKIYEGQVEVPGNEYNVE 














SIDGQPGAFTCYLVADLARTTT 














GNKVFGAPEGAVDGGLSNPHS 














SKRFLGLS1PHSTK*ILGYDSEN 














KEFNAEVRRKHIMGQKFADDL 














HCLI EEDENASKK 


27350 


57718 


A 


27513 


164 


431 


EFFFSTSNIGVYLQI1HIVGKPI*H 














/YLV*ILSY*HLAARTISSKIKSN 














SLVPCASNRGDVGSTRRPRVTR 














RS VRYS APAAPLRSPLFA R 


27351 


57719 


A 


27514 


1307 


1947 


TNEGSGNSAPLFSGARNQTRM1 














VRGTNR/DIICQIAYARTEGDM1 














VCTAYVHELPKYGVKVDLTNY 














AAAYCTGLLLDRRLLNRFDMD 














KI Y EG Q VE ATGDDYN V VSIDG 














QPEVHRKHIMGHNVADYMCY 














LMEEDEDGYKKQFSQYMKNSV 














TPDMMEEMCKKAHAAIRESPV 














CEKKPrCKEVKKKKWNRPKMS 














LAQK.KDWVAQKKASFLRAQE 














RAAES 


27352 


57720 


A 


27515 


1 


987 




27353 


57721 


A 


27516 


1521 


1641 




27354 


57722 


A 


27517 


2 


614 


ILSRVVEFPLTAEVPPELLAAAG 














FFHTG HQDKVRCFFC YGG LQS 














WK.RGDDPWTEHAKWFPSCQFL 














LRSK.GRDFVHSVQETHSQLLGS 














WDPWEEPED\EPLWPPPSLPLG 














TLSCPHPGERSSLKVPRSQEGSV 














yrRrKOKuUrLory/lJAKJJV bA 














QLRRLQEERTCKVCLDRAVSIV 














FVPCGHLVC\AECAPGLQLCPI 














WQKPPSRSR 


27355 


57723 


A 


27518 


3 


89 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27356 


57724 


A 


27519 


1 


1618 


ASSHVETRAHAEERLLKKLFSG 
YNKWSRPVANISDVVLVRFGLS 
IAQLIDVDEKNQMMTTNVWVK 
QEWHDYKLRWDPADYENVTSI 
RIPSELIWRPDIVLYNNADGDFA 
VTHLTKAHLFHDGRVQWTPPA 
IYKSSCSIDVTFFPFDQQNCTMK 
FGSWTYDKAKIDLVNMHSRVD 
QLDFWESGEWVIVDAVGTYNT 
RKYECCAEIYPDITYAFV1RRLP 
LFYTINLIIPCLLISCLTVLVFYLP 
SECGEKITLCISVLLSLTVFLLLI 
TEIIPSTSLVIPLIGEYLLFTM1FV 
TLSIVITVFVLNVHHRSPRTHTM 
PTWVRRVFLDIVPRLLLMKRPS 
VVKDNCRRLIESMHKMASAPR 
FWPEPEGEPPATSGTQSLHPPSP 
SFCVPLDVPAEPGPSCKSPSDQL 
PPQQPLEAEKASPHPSPGPCRPP 
HGTQAPGLAKARSLSVQHMSS 
PGEAVEGGVRCRSRSIQYCVPR 
DDAAPE\QMARLPAPWPLATPT 
RLSSH PQTSPLRANAHARRSPL 
RCPRVPRSRPAAPKHRPRTCPC 


27357 


57725 


A 


27520 


1 


3158 




27358 


57726 


A 


27521 


2 


237 




27359 


57727 


A 


27522 


76 


254 


PLHITFFSRACFPSLHNCCEY*Q 
PGF*TS\KTPQLWCQLRQYSFK 
HSFLVVPTCPVPLLG 


27360 


57728 


A 


27523 


86 


376 


SLEGRLSDYTPTFQGCQTTQGR 
LPWSFTLSGKSRFSGEGARACY 
KCQKSDHQAA RNACSPG FLLSRI 
PSVRDPTGNRTVQLTWQPLPEP 
LELWPKAL 


27361 


57729 


A 


27524 


I 


167 


MPEPQRPGVPPEPPPPGACYAC 
RKSGHWA\RNARSPGFLLSRVP 
SPPGPSRTPSFG 


27362 


57730 


C 


27525 


1 


381 




27363 


57731 


A 


27526 


243 


437 


VTSTVRQTPATSPAHKNFQMPE 
PQRPGVTPEPSPPGACYKCQKS 
DYQA\RNACSPGFLLSRVPSV 


27364 


57732 


B 


27527 


88 


1485 




27365 


57733 


A 


27528 


1 


3759 




27366 


57734 


A 


27529 


36 


438 


RNDRVRPHRDVYSLQGRLSDH 
SPTFQGCQTTQGRLPWSFTLSG 
KFRFSGEGATTSPAHKNFQTPE 
PQWPGIPPEPPPTGACYTCRKSG 
HWA\RNARRPGFLLSRIPSVWD 
PTENRTVQLTWQPLPEPLELWP 
KAL 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27367 


57735 


A 


27530 


314 


691 


SLQGHLSDYTLTFQGCQTTQGH 
LPWSFTLSGKSRFSEEGTKGDV 
SGSQDNCGERVSRQTREQRSLH 
HRQGACYTCRKSGHWA\RNAR 
CPGFLLSCVPSVWDPTENRTVR 
LTWQPLPEPLELWPKAL 


27368 


57736 


A 


27531 


383 


2907 


RSPTSKTKDICHRSWRRGL/WV 
NKASEDGEDLDRDVSVASN1EP 
WTGWCRAAPLQADLGPNSSSA 
SAPPPYNPFITSPPHTWSGLQFR 
SVTSPPPPAQQFTLKKVAGAKG 
1V1CHALKRLKPVITRLLQHGLL 
KP1NSPYNSP1LPVLKPDKPYKL 
VQDLRLINQIVLPIHPVLGIIGLT 
SSVRRDAGQDLKRDRAEFLLG 
DEVHHPHRRR1AEARRLLLGQH 
FDPLHRLIGQVLELGEARYAPP 
VEQHHRLAPARRTGQRLHPLE 
QFGQAGRAQRRNRLG1EHRDR 
LDRPDDGAGNALAGDGDFRRG 
CLFAGIGIRPRYCRYRQSQDDR 
RPSHAAPRPRALPIPHRPATPIA 
DVMVMFSVAI MSQLRLVLRHI 
DG1SRWPPAVVF1TDVKIWLVY 
PSDDCR1RSNDRDDMQGEAPA 
MSJVTNAAARVGDP1GHSFSQGL 
FGEALDGLFFARRSEVDMRAG 
NLGRL1ARGLSGGRWTPADGQ 
LTLG SR D VF1NG PP ATMTIRSTG 
QCRQHSGLRTVTRTETDSIGPIE 
VPADAYWGAQTERSLENFPFG 
AREQMPIGIVHALAIVKKAAAR 
INRGHGLAGEKADAIESAAHDV 
IEGRHDDQFPLVIWQTGSGTQS 
NMNANESSNDTFPTALHVAAA 
L A VTKQL FSALDRLH A ALDAK 
AKE WDS IV KIGRTHLQD ATPLT 
LGQEFSGYVQQLANARDRIEGT 


27369 


57737 


A 


27532 


929 


1227 


PENGTFEFSILQ VLDNSCH K.MG 
KWS/RGA*RPGILLHIGPSLVSA 
PNVTHPKSFFFLSFLFLRSPPQV 
PSPLNPSFLWTHLTSPLLPRLLL 
ARLSQVPILT 


27370 


57738 


A 


27533 


98 


412 


LGSGDLPWEINPLSSCSLLCEKH 
PPTTSGPQTDQPKKH LTNFKSG 
ACYMCRK\SGHWA/RANARSPG 
FLLSRIPSVWDPT*KFGLVQLTL 
GKPLPEPLELRP\RLSD 


27371 


57739 


A 


27534 


14 


249 




27372 


57740 


A 


27535 


49 


341 




27373 


57741 


A 


27536 


392 


571 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


27374 


57742 


A 


27537 


1 


1590 


MPNGTNESHRYNASERSQTQK 

DEQTGKTVGPPEWTPLVRRNG 

GDSGLDFHFFAEKLKI1VDSAG 

RAGTGHMRPPAVHFGHRGQA 

MITLSPLRAKQKAVLQKPPPLT 

STYSLMLPLFLPDKRPPTTEWF 

LPVMEDAHELTLAWLMLALYR 

KPNASVQGSAQEETLCVFRVKE 

PLEWQALFADVHSGVNDKGPN 

INCSL YEH IKN VS EIVLN LAQTQ 

KNPAHSDPSSTPAGCM\PGTTA 

GGSAVMSACCPSPAAPGPLPGP 

ATGSC/SPSAAPRPPDPPPGHPE 

GIMAIRAAPSCLGACITLQDEET 

CEQTHTHSRIYM1YLFARCLLH 

AIARGRSRKCAASAGGTCPHVR 

VPGGGSYFRVSLQGQQTHWMR 

PENGFSTCVRTKSRRCPIIREQH 

PTKIPKA LTAN ANQ A FFLL VNG 

HSMVASPHQSQRRADLGGFWR 

DASSSLLANSQVQVCGSLRKRP 

HGWVVPFSLRCVAPLTADDSR 

LRTASLEMSTPPMI 1VQDDWQL 

RRGL P AGNT A V TV S EL I YLN AN 

GRLQVEKFLF 


27375 


57743 


A 


27538 


279 


759 




27376 


57744 


A 


27539 


443 


696 




27377 


57745 


A 


27540 


1 


179 




27378 


57746 


A 


27541 


3 


1237 




27379 


57747 


A 


27542 


4 


152 




27380 


57748 


A 


27543 


760 


908 




27381 


57749 


A 


27544 


203 


570 




27382 


57750 


A 


27545 


312 


500 




27383 


57751 


A 


27546 


1 


441 




27384 


57752 


A 


27547 


1 


630 




27385 


57753 


A 


27548 


1 


1254 




27386 


57754 


C 


27549 


236 






27387 


57755 


C 


27550 


220 


398 




27388 


57756 


c 


27551 


254 


445 




27389 


57757 


A 


27552 




2742 




27390 


57758 


A 


27553 




744 




27391 


57759 


A 


27554 


1135 


1751 


RPGSTLQVRQNYHQGLRRPP1N 
R\QINLE\LYAS\YVYLSMSY\YF 
DRD\DVALKNFAKYFLH\QSHE 
E\REHAEKT* *KL\QNQRRLAEF 
FLQDYQRNQD\CDDWGRAGLN 

\A\iVlfc,UALAr WlsJvN VcMbn I W 

NLHKL\AT\DKN*PPIWCDFHW 
RH1YLE*AG*KAIKRIWGDHVN 
QTFA/RKMGSAPNLGFGEYLF* 
QSTPWGDSDNESSPWG 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


tocatiun of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27392 


57760 


A 


27555 


224 


547 




27393 


57761 


B 


27556 


22 


130 




27394 


57762 


A 


27557 


1 


408 




27395 


57763 


A 


27558 


1 


101 1 




27396 


57764 


A 


27559 


56 


822 




27397 


57765 


A 


27560 


146 


411 




27398 


57766 


A 


27561 


1 


885 




27399 


57767 


A 


27562 


115 


1200 




27400 


57768 


A 


27563 


791 


1114 




27401 


57769 


A 


27564 


67 


401 


RLGSSGREV1HPGERGLENNVC/ 
H * SSGNQEN ELEMNKTANGDC 
RRDPRERSRSPIERAVAPTMSLH 
GSHLYTSLPSLGLEQPLALTKN 
SLDASRPAGLSPTIATPGERQQN 


27402 


57770 


A 


27565 


109 


345 


HPLF1FPDPLPPPTFHPLIGPRMC 
FSPGLALCPHPNLILNCSSHNSY 
VLWEGPGGK*FESWGRFPHDT 
VLVIVNKSHKI 


27403 


57771 


C 


27566 


63 


167 




27404 


57772 


A 


27567 


231 


314 




27405 


57773 


C 


27568 


99 


323 




27406 


57774 


A 


27569 


1 


1347 




27407 


57775 


A 


27570 


192 


269 


WFYKGEFLCTHS/HCLLPRKTC 
LLPAAM*YCDSQFSMAGETSQS 
WQKAKEEQRHILHGGRQKARL 
TWQQAGECVHRNSPL 


27408 


57776 


A 


27571 


107 


797 


AQWRRAAPPAAGVTCPFRLQP 
GMETPLDVLSRAASLVHADDE 
KREAALRGEPRMQTLPVAS\AL 
SSHRTGPPP1SPSKRKF\SMEP\G 
DEDLDCDNDHVSKMSVRIFQPPI 
LNKTANGRLARRDPRERSRSPI 
ERAVAPTMSLHGSHLYYTSLPSL 
GIAEQPLALTKNSLDASRPAGLS 
PTLTPGERQQN RPS V ITCASAG 
ARNCNLSHCPIAHSGCAAPGPA 
SYRRPPSATCV 


27409 


57777 


A 


27572 


1 


1686 




27410 


57778 


A 


27573 


1 


1614 




27411 


57779 


B 


27574 


208 


366 




27412 


57780 


A 


27575 


15 


1729 




27413 


57781 


A 


27578 


1 


1614 




27414 


57782 


A 


27579 


308 


464 


KAHHHWSLEKCKSEPQ* DTISW 
TWMKLETIILSKLPQEQKTRNC 
MFSLISGS 


27415 


57783 


A 


27580 


291 


378 




27416 


57784 


A 


27581 


2 


91 




27417 


57785 


A 


27582 


439 


519 




27418 


57786 


A 


27583 


2 


91 




27419 


57787 


A 


27584 


2 


91 




27420 


57788 


A 


27585 


2 


91 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27421 


57789 


A 


27586 


50 


394 




27422 


57790 


A 


27587 


1 


666 




27423 


57791 


A 


27588 


2 


91 




27424 


57792 


A 


27589 


5 


91 




27425 


57793 


A 


27590 


884 


991 




27426 


57794 


A 


27591 


290 


460 




27427 


57795 


A 


27592 


86 


349 




27428 


57796 


A 


27593 


2 


89 




27429 


57797 


A 


27594 


723 


882 




27430 


57798 


A 


27595 


255 


352 


TGTWMKLETIILSKLTQE\QKTK 














HCMFSLISGS 


27431 


57799 


A 


27596 


1 


1685 




27432 


57800 


B 


27597 


82 


263 




27433 


57801 


A 


27598 


491 


816 


RHRGAQRKAFLQRVNCGLCCT 














WNLCPQKLRGRKWPVQVS\PA 














AGRDPGGPLL*PEGTLWGAPFC 














LGAPPPLLTAACAPAAGRAGGT 














RGAAPACPEDRTNAHSQHHHP 














HV 


27434 


57802 


A 


27599 


645 


1142 




27435 


57803 


A 


27600 


218 


326 




27436 


57804 


A 


27601 


181 


2316 




27437 


57805 


A 


27602 


2 


238 




27438 


57806 


A 


27603 


709 


1416 




27439 


57807 


A 


27604 


3 


501 


SSRALRLLG VVV RJRQAGTM A 














VTKELLQMDLYALLGIEEKAA 














DKEVKKAYRQKALSCHPDKNP 














DNPRAAELFHQLSQALEVLTDA 














AARAAYDKVRKAKKQAAERT 














QK.LDEKRKKVKLDLEARERQA 














QGQGE*GGRRESRSTRTLEQEIE 














RLREKGSRQLEEQQRLI 


27440 


57808 


A 


27605 


1 


963 




27441 


57809 


A 


27606 


135 


384 




27442 


57810 


A 


27607 


349 


679 


SETYWFFPRESQHLDLDVWPPR 














SEHHSQSTGTHSGVSESLSPRYF 














QRCNAHSPSQGHEEQYLAPWK 














HRL YQRMSDLPLNDIR* FQ YSK 














GHHRCQSNEAVQNPKQLQSLL 


27443 


57811 


A 


27608 


1590 


2758 


















27445 


57813 


A 


27610 


1 


1809 




27446 


57814 


C 


27611 


79 


309 




27447 


57815 


C 


27612 


77 


325 




27448 


57816 


A 


27613 


1 


606 
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SEQID 

NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27449 


57817 


A 


27614 


2 


686 


SQCAELSASPLSPAPGLPRHSRL 
HALLGLAMPVDLSKWSGPLSL 
QEVDEQPQHPLHVTYAGAAVD 
ELG K V LTPTQ VKNRPTSIS WDG 
LDSGKLYTLVLTDPDAPSRKDP 
KYREW\HHFL\VVNMKG\NDISS 
GTVLSG1 VG\SGP\PKGTGLHRY 
V WL V YEQG\RPLKCDEPI L\SN\ 
RSG DHRGKIQRWASLPVKK\YE 
APGPPVAGHRVTPSPKWDEPM 
CPQTVTKQLSWGK 


27450 


57818 


A 


27615 


446 


1300 




27451 


57819 


A 


27616 


2 


346 




27452 


57820 


A 


27617 


1 


305 


MA1STSGSSVPWPSA/PSGPHGR 
GSVPWGFCLATCWQSIRGQGGD 
PWSAGSGHPGTK.GASAPGPGE 
GQSGGDSGSA/GR*GSHHLPGP 
ASFRAGSGQAWDGKGK 


27453 


57821 


A 


27618 


287 


475 




27454 


57822 


A 


27619 


37 






27455 


57823 


A 


27620 


1 


367 




27456 


57824 


C 


27621 


360 


610 




27457 


57825 


A 


27622 


604 


980 




27458 


57826 


R 


27623 


8 


442 




27459 


57827 


A 


27624 


1 


2268 




27460 


57828 


A 


27625 


296 


398 


APPGPTLPWASTPSRGCT*APPG 
PTLPWASTPSRGCTSSWFMLPA 
MRRCGAPC 


27461 


57829 


A 


27626 


1 


3633 




27462 


57830 


A 


27627 


1853 


3809 




27463 


57831 


A 


27628 


1 


656 


MTI-FNQEKNKSTNTEMTMMMK 
LADKDDKTAMINMLQVVKKV 
EEAMSMMRRNKDVKNIHGRA 
RWVKPMIPALWEAKEVEGKYS 
AHNFWGSWKFKSSSRSSSSGPE 
SPARTHASFCQPDGGPTNKLGT 
KAFRVSPASSLLVDLNTQEVEII 
NVRKATPTCSLELGRKRRDGA 
AERAALDVVVV1YQLAPAAAP 
NCLNPVTSRR/PPQTPAPEGQGR 
RQSFEE 


27464 


57832 


A 


27629 


127 


273 




27465 


57833 


A 


27630 


3 


405 


AAFHARGHRAGLSASSCSWRC 
CPSSSAPCAPYAAPAARMLQTC 
LKQSPAGMPPASPSSPAAHSWG 
STSFSKYSPRSTSTSCCPCISSCW 

t!>WrLr I roorL INM'rrAjr rlN 

RQYQLLFTQGSGENKEKDHQL 


27466 


57834 


A 


27631 


689 


987 




27467 


57835 


A 


27632 


228 


527 
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SEQ ID 

NO; 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27468 


57836 


A 


27633 


108 


441 




27469 


57837 


C 


27634 


156 


287 




27470 


57838 


A 


27635 


2 


363 


RFTKVEMKEKAMLSAAREKGR 
VTHKGKPISLKADLSAETLQAR 
REWGPIFNILKEKNFQPR1SYPA 
KLSF1 SEQE 1 K. Y FTDKQMLRDF V 
ITRPALKELLKEALNMERNNW 
YQPLQKHAKL 


27471 


57839 


A 


27636 


2 


367 




27472 


57840 


A 


27637 




936 




27473 


57841 


A 


27638 


1 


865 




27474 


57842 


A 


27639 




1287 




27475 


57843 


A 


27640 


1 


2565 


MGPGARLAALLAVLALGTGDP 

ERAAARGDTFSALTSVARALAP 

ERRLLGLLRRYLRGEEARLRDL 

TRCNDETITYLLDKRLTVLTAA 

N1PYSSPENGAKRRRQDAFPPIH 

YNTQDALLQYLSGVGWGAPPA 

AQAHRDAPFVDSIAQVLLRTSG 

GSAEASGWSLRSRWAVGGATG 

SWVLSKGDRASLGERVVTGWA 

TLNVGRSFAYCLTTCVQPPLDV 

G PRKEH APRPPSLSPTSTRQRGQ 

SERSQDANGRRKQKTKSEPERF 

EDAVLLAGFKVEEEPVQRPRRK 

EWFQGPSPGHCCPAQPQDSAPC 

1LATHAPARAQNAPGTAWAAA 

LEGTSTVSLDHFHVVGVVVVS 

GGEI1LLLSFRFYDKVLSLHEDS 

TTPVAN PLLAFTL I KRLQSDWR 

NWHSLEASENIRALKDGYEKV 

EQDLPAFEDLEGAARALMRLQ 

DVYMLNVKGLARGVFQRVTGS 

A1TDLYSPKRLFSLTGDDCFQV 

GKVAYDMGDYYHAIPWLEEA 

VSLFRGSYGEWKTEDEASLED 

ALDHLAFAYFREQSSSPATEQS 

WMENDFDELREEGFRRSNYSE 

LQEEIRTNGKEVKSFEKKLDEW 

1TR1TNAEKSLKDLMELKTKAR 

ELRDECRSLSSRCNQLEERVSV 

M EDEMNETKRGEKFREKRIKR 

NEQSIQEIWDYVKRPNLRLIGV 

LtoLIKblNu 1 js.Le.IN 1 H^UliytiiNr 














APAAEGAGRIS/PCSRHSPAGLE/ 
WLCPHLCALF*QCPP/PTCHQSA 
SPR\WP*G/RPAAGPHPPAATVA 
PKRKGKTKSSTRE 


27477 


57845 


A 


27642 


237 


561 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


27478 


57846 


A 


27643 


3 


461 


TRTRRGSRTAEAR*CTPGWRPA 

GRRSALCSRGHLGP*RPPRTRS 

GAAPGPHSPCGRPDGAPCSRLP 

PHRSRSPPHGSHVPAAGWLSAG 

PHQRWPAAAAGPGTDQCRVVG 

PERASPH1 WK.G STVPFLPS WTFL 

RVLSVPGCSLPRCCWLGHCQ 


27479 


57847 


A 


27644 


2 


159 




27480 


57848 


A 


27645 


1 


243 




27481 


57849 


A 


27646 


219 


462 




27482 


57850 


A 


27647 


256 


427 




27483 


57851 


A 


27648 


1 


954 




27484 


57852 


A 


27649 


2 


4690 




27485 


57853 


A 


27650 


1 


1275 




27486 


57854 


A 


27651 


1 


867 




27487 


57855 


A 


27652 


1 


472 




27488 


57856 


A 


27653 


2 


1215 




27489 


57857 


A 


27654 


3 


401 




27490 


57858 


A 


27655 


712 


1245 




27491 


57859 


A 


27656 


2 


1 178 




27492 


57860 


A 


27657 


278 


339 




27493 


57861 


A 


27658 


1 


1407 




27494 


57862 


A 


27659 


1 


687 




27495 


57863 


A 


27660 


484 


776 




27496 


57864 


A 


27661 


299 


1318 




27497 


57865 


A 


27662 


1 


960 




27498 


57866 


A 


27663 


122 


282 




27499 


57867 


A 


27664 




600 




27500 


57868 


B 


27665 




375 




27501 


57869 


A 


27667 


356 


439 




27502 


57870 


A 


27668 


49 


360 




27503 


57871 


A 


27669 


2 


580 


GRVGCGGPWAARVGERIPNMA 

GRKLAS*KPTD*VAFARD/IIPQ 

NPKAPLPSFLKS\WNGDPSPSRL\ 

AALP*ESHPAI\DWA*LPRPNVA 

QGLAWVDDFE\KKFNAAERFPC 

PEDK\YTAQVDA\EEK\EDVKSL 

C/AEWVSLSKA\RIVEYEKEME 

k'N/Ifc'MT TP\EnnH/tT\IRrH MPAPP 
K.lVlK.INl_*tr\rlJl^lvi t XIniJLlNrj-Arr 

ETKLDKKKYPYWAHQP\IENL 


27504 


57872 


A 


27670 


1 


675 




27505 


57873 


C 


27671 


137 


1357 




27506 


57874 


A 


27672 


1 


1032 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27507 


57875 


A 


27673 


3 


938 


MANNPGANGQ\PGGPGGPGMG 

K PRCF/RG E V FG I V IRG RG SRP/R 

GRGRGR\GRGARGSKGRG*RD 

WWPVHQVGA ALVKDH* RSKF 

PWKEIYLFSLPH/IKESEIIDF\FL 

GGLLSKDEGFE*LCPVQEQ\TRA 

G PA ATR\FKAFCC YPGTTNGUI V 

G\LGVKCSQE\VAHRPFRGAI\IL 

AKL\SIVPVR\RGYWGNKIRKP\ 

HTVP\CKVT\GRCGSVLVRLIP/S 

QPRGTGI VS APVPN KL\L M MAG 

IDDCYT\SARG\CTATLG\NFAK 

AT\FD\AISKTYSYLTPDLWKET 

VFTKSPYQEFTDQLVKDHTRVS 

VQRTQAPAVATT 


27508 


57876 


A 


27674 


1 


864 




27509 


57877 


A 


27675 


2 


752 


RRAHAC A RRRRKKEMLG VN VL 
TSHSSQERMKLTFKKICAVNFA 
DAAAAQGPLLPAMVNPTMFFH 
IAVDGEPLGCVSFEVRGLESKK. 
*LLI*SIKLC*QIG\LFADKVPKT 
AENFIIALSTGEKGFGYKGSCFH 
R11PGFMCQGGDCE/RHHNGTG 
GKS1YTEKFEDENFILKHTGPGI 
LSMANAGPNTNGSQFFICTAKT 
EWLDGKHVLFGKVKEGTN1VE 
AMERFGSRNGKTSKKITIADCG 
QLL1SLTCVLS 


27510 


57878 


A 


27676 


3 


327 


AQELHTFEVTGQETVAQIKAHV 
ASLEGIAPEDQVVLLAGAPLED 
EATLGQCGVEALTTLEVAGRM 
LGGVAKQEKKKKKTGRAKRRM 
QYNRRFVNVVPTFGKKKGPNA 


27511 


57879 


A 


27677 


567 


838 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27512 


57880 


A 


27678 


3 


1923 


ATMAQGLEVALTDLQSSRNNV 

RHHTEEITVDHLLVRRGQAFNL 

TLYFRNRSFQPGLDNIIFVVETE 

DAVYLDSEPQRQEYVMNDYGF 

IYQGSKNWIRPCPWNYGQFED 

KIIDIC LKLLDKS LHFQTDP ATD 

CALRGSPVYVSRVVCAMINSN 

DDNGVLNGNWSENYTDGANP 

A EWTG SV AILKQ WN ATGCQP V 

RYGQCWVFAAVMCTVMRCLG 

IPTRVITNFDSGHDTDGNLIIDE 

YYDNTGRILGNKKKDT1 WNFH 

VWNECWMARKDLPPAYGGWQ 

VLDATPQEMSNGVYCCGPASV 

RA1KEGEVDLNYDTPFVFSMVN 

ADCMSWLVQGGKEQKLHQDT 

SSVGNFISTKSIQSDERDDITEN 

YKYEEGSLQERQVFLKALQKL 

KARSFHGSQRGAELQPSRPTSL 

SQDSPRSLHTPSLRPSDVVQVSL 

KFKLLDPPNMGQDICFVLLALN 

MSSQFKDLKVNLSAQSLLHDG 

SPLSPF WQDTAFITLSPKEA KTY 

PCK1SYSQYSQYLSTDKLIR1SA 

LGEEKSSPEKILVNKIITLSYPSI 

TiNVLGAAVVNQPLSIQVIFSNP\ 

LSEQVEDCVLTVEGSGLFKKQQ 

KVFLGVLKPQHQAS1ILETVPFK 

SGQRQIQANMRSNKFKDIKGY 


27513 


57881 


A 


27679 


1 


756 




27514 


57882 


A 


27680 


1 


2601 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


rsucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27515 


57883 


A 


27681 


1 


1677 


MARKDLPPAYGGWQVLDATP 

QEMSNGVYCCGPASVRAIKEG 

EVDLNYDTPFVFSMVNADCMS 

WLVQGGKEQKLHQDTSSVGNF 

ISTKS1QSDERDDITENYKYEEE 

HFEAFQSVAQALPITRPFSWILRP 

F* RP* RKISTSFIRPLFTFL/LRLM 

NAHPEFRMAMKDAKTYPGKIS 

YSQDSQDLSTDKLIRISALGEEK 

SSPEKJLVNKIITLSYPSITINLLA 

RVLSPSLPGPAGLASRSEYGPA 

KPTPTGNS S WPAS AARSPG SRP 

CLSLHTSPQAEGAGSGLDQPRE 

RLPQCSGELKGSSSAARMGAE 

NEEAPRASEGCQGCQQAVTSQ 

QDGGPLLQNRFFWDCGDENGA 

DAVYLDSEPQRQEYVMNDYGF 

IYQGSKNWIRPCPWNYGQAASP 

WRYGQWWVFAAVMCTALGIK 

SCDFQAA RN N EEHHTKA LSSRR 

LFVRRGQPFTIILYFRAPVRAFL 

PALKKANKGKLESFSYICFFSIV 

FGSKNSYAKVAYLEVAYPATL 

QNGALRKYLVLGAAVVNQPLS 

IQV1FSNPLSEQVEDCVLTVEGS 

GLFKKQQKVLIP 


27516 


57884 


A 


27682 


1 


1653 




27517 


57885 


A 


27683 


3 


2170 




27518 


57886 


A 


27684 


2 


244 


ACPSTSTSHCRGATCSCSRTS\C 
SGVLQHSLRHCASGRGFSSRCP 
ACCGSPGLGLPAALPPAAWGL 
QIAPSPQGTPGNSQS 


27519 


57887 


A 


27685 


618 


851 




27520 


57888 


A 


27686 


78 


240 




27521 


57889 


A 


27687 


860 


1246 




27522 


57890 


B 


27688 


1 


2301 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= P ossible nucleotide insertion) 


27523 


57891 


A 


27689 


1 


1719 


MHNTDGMRFLSHWGYRQALSI 

SKPASASLHPSSKTKPLGTQSKT 

VVAKRNREHGKKERSSSPAME 

QSWMENDFDELREEGFRRSNY 

SELREDIQTKGKEVENFEKNLE 

ECITR1TNTEKCLK.ELMELKTK 

ARELREECRSLRSRCDQLEERR 

KQERSK 1 DTLTSQLKELEKQEQ 

THSKAGRRQEITKIRAELKEIET 

QKTLQKINESRSWFFER1NKIDR 

PLARLIKKKREKNQIDTIK.NDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDTFLDTYTLPRLN 

QEEVESLNRP1TGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

HINRAKDKNHMIIS1DAEKAFD 

KIQQPFMLKTLNKLVLEVLARA 

IRQEKEIKGIQLGKEEVKLSLFA 

DDM1VYLENPIVSAQNLLKLLS 

NFSKV SGYK IN VQKSQAFL YTN 

NRQTESQIMSELPFTIASKRJKY 

LGIQLTRDVKHLFKENYKPLLK 

EIKEDTNKWKN1PCSWV\GRIN1 

VKMAILPKVjYRFNAVPIKLPM 

TFFTEL EKTTLKF I WNQKRA CIA 

KSILSQKNKAGGITLP 



3650 



wo 
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PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


ocation of first 
codon for peptide 


Nucleotide location oDast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27524 


57892 


A 


27690 


1 


1902 


MNAKALPTLSPLPQATTESVSL 

TQERSSSPATEQSWTENDFDEL 

REEGFRRSNYSELREDIRTKGK 

E VENFEKN LEECITR1 INTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSAMEDEMNEMK. 

REGKFREKRJKRNEQSLQEIWD 

YVKRPNVRLIGVPESHGENGTK 

LENTLQDIIQENFPNLARQANIQ 

IQEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKERMLRAAREKEIQT 

T1REYYKHLYANKLENLEEMD 

KFLDTYTLRRLNQEEVESLNRPI 

TGAGIEAIINSLPTKKIPGPDGFT 

AEFYQRYKEELRIKYLG1QFTR 

DVKDLFKENYKPLLKETKEDTN 

K.WKNIPCSWVGR1NIVKMAILP 

KVIYRFNAIP1KLPMTFFTELEK 

TTLKFIWNQKRARIAKSILSQK 

N KAGG1TLPDFKL Y Y KATVTKT 

AWYWYQNRD1DQWNRTEPSEI 

MPHIYNYLIFDKPEKMKQRGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTKINSRW1KDLNVRPKT 

IKTLEENLGITIQD1DMGKDFMS 

KTPKAMATKAK1DKWDLIKLK 

ELLTAKETTIRVNRQPTKWEKI 

FTTYSSDKGL1SR1YNEL/KQIYK 

KKTNNPIKKWAKDM 


27525 


57893 


A 


27691 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 
KERSSSPATEQSWMENDFDEM 
REEGFRRSNYSELREDIQTKGK 
EVENFEKNLEEC1TR1TNTEKCL 
KELMELKTKARELREECRSLRS 
RCDQLEERVSVMEDEMNEMN 
DGENGTKLENTLQDIIQENFPN 
LARQANVQIQEIQRTPQRYSSR 
RATPRH1T V RFTKVEMKEKM L R 
AAREKDFKPTK.1KREKEGHYIM 
VKGS1QQEELT1LKIYAPNTGAP 
RFTKQ V LSDLQRDLD 


27526 


57894 


B 


27692 


1 


756 




27527 


57895 


B 


27693 


1 


1743 




27528 


57896 


A 


27694 


1 


1407 




27529 


57897 


A 


27695 


3 


391 




27530 


57898 


A 


27696 






SS VFLGDPPIL1GN 1CEIVICLSS VL 
LrNGSINFLHPFREDKGAVDVP 
GVATQQL1LLNDPVLTASEILG\ 
LVSSLSK*TSPPIPGPGGNA*AR 
QPSCP*KGELSWRSAPSLVQFSS 



3651 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27531 


57899 


A 


27697 


1 


1783 


MGARAGGSCSCLMWLLLASG 

HFMGCVAAGDTVGPEKERSCY 

TITLLQSKLSYSFGKNNKNFQL 

RKCLQTVDNLFVPNQNGYYCH 

SQTSLDRAQIDLNGRIRNGSVY 

SAHSTNSLNNPQPYLQPSPMSS 

NPS1TGSDVMRPDYLPSHRHSA 

VIPPSYRPTPDYETVMKQLNRG 

LVHAERQSHSLRNLNIGSSYAY 

SRPAALVYSQPEIREHAQLPSPA 

AAHCPFSLSYSFHSPSPYPYPAE 

RRPVVGAVSVPELTNAQLQAQ 

DYPSPNIMRTQVYRPPPPYPPPR 

PANSTPDLSRHLYISSSNPDLITR 

RVHHSVQTFQEDSLPVAHSLQE 

ERSSSPATEQSWTENDFDELRE 

EGFRRSNYSELREDIQTKGKEV 

ENFEKSLEECITRITNTEKYLKE 

LMELKTKARELCEECRSLRSQC 

DQLEERVSAMEDEMNEM KRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDGENGTKLE 

NTLQDIIQENFPNLAKQANVQ1 

QEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGRVT 

LKG/1THQT/RQR1SRQKLYKPEE 

SGGQYSTFLKKRIFNPEFH1QPN 


27532 


57900 


A 


27698 




1046 




27533 


57901 


A 


27699 




3585 




27534 


57902 


A 


27700 


937 


1119 





3652 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27535 


57903 


A 


27701 


1 


2231 


MGKKQSRKTGNSKKQSASPPP 

K ERSSTP ATEQS WSENDFDEL R 

EEGFRRSNYSKLQEEIQTKGKE 

VKHFEKNLDECITRITNREKCL 

KELMELKAKARELREECRSLRS 

QCDQVEERT\LARLIKKKREKN 

QIDAIKIDKGDITTNPTETQTTIR 

EYYKHLYTNKLENLEEMDKFL 

DTYTLPRLNQDDVESLNRPITG 

SE1EAINHSLPTKKSPGPDRFTA 

KFYQSLPSSCDYGHAPAHPDVF 

RVSSFWWVRGLAGSGVK.LQTF 

AVSVTALKAARLELFIPPDSGA 

QLASPSGSLTRTGGGAACQSHA 

VCPHSSAFGWSMGLGAMEQG 

A ALIGEARASREPM EE VGGSG 

MAACRSQALPRGQLRPSEKSRA 

APEHSSSPAMEQSWMENDFDE 

LREEGFRRSNYSELREDIQTKG 

KEVENFEKNLEECITRITNTEKC 

LKELMELKTKARELREECRSLR 

SRCDQLEERV S A MEDEMN EMK 

QEGKFREKRIKRNEQSLQEIWD 

YVKRPNLHLIGVPESDGENGTK 

LENTLQDI IQENFPN L ARQ AN IQ 

IQEIQRTPQTYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGDSV 

ERSFSNKAELLFQLHGHQRESL 

SKKE AQ V WRDKGL Y FRKGLLD 

QAQSWSRQVAS1LGAQIQVEGS 

PEQRLENVELAGGHLNTLKAIP 

MVAVAGGISFKCGAVLLLGAA 


27536 


57904 


A 


27702 


596 


1593 


KPRLENYVKNAEASGANAINW 
KKGY/LVMEDEMNEMKQEGKF 
REKRLKRNEQSLQEIWDYVKR 
PNLRLIGVPESDGENGTKLENT 
LQDIIQENFPNLARQATVHIREI 
QRTPQRFSLRRSTPRHIVRFSKV 
ETKEKMLRAAREKEIQTTIREY 
YKHLYTTKLENLEEMEKFLDT 
YTLPRLNQKEVESMKRPITSSEI 
EAVINILPIKRSPGPDGLTATFY 
QRYKEELERSSSPATEQSWMEN 
DFDELREEGFRRSNYSELREDIQ 
TKVKEVENFEKNLEECITRITNT 
EKCLKELMELKTKARELREECR 
SLRSRCDQLEERVSAMEDEMN 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27537 


57905 


A 


27703 


717 


1803 


STGRKAPHHTYSK1DH1LGSKA 
LPSKCKRT/E/I1TNCLSDHSAIKL 
ELRIKKPTQNPSTTWKLNNLLL 
ND Y W VNKEMK.SEI KM FFETNE 
NKNTTYQNLWDAFKAVCRGK 
FIALNA HKGKQE RSK1DTLTSQ 
LRELEKQEQTHSKVSRRQEITKJ 
RAEPKEIETQKTLQKINESRSWF 
FERINKIDRRLARLIKKKREKNQ 
RDAIKNDEGDITTDPTEIQTTIR 
EYYKHLYANKLENLKEMDKFL 
NTYTLPRLNQEEAESLNRPIAGS 
EIVAIINSLPTKKSPGPDGFTAEF 
YQRYKEKLVFGAGYFGMWAL 
AALPSNLLKLSQLCQEAAEVNV 
LVQFVCICPAQEPTEIDVLFSVL 
PPLSLILN 


27538 


57906 


A 


27704 


407 


1696 


N1LRNAVPHQQQNKA* RRMTL 

TS*EKKASDDQTTPSYRRKFKA 

KAKKLNT/YEKNLDECITRITNR 

EKCLKELMELKAKARELREEC 

RSLRSQCDRLEERVSVMEDEM 

NEMKREGKFREKGIKRNEQSL 

QE1WDYVKRPNLHL1GVPESDR 

ENGTKLENTLQD1IQENFPNLAR 

QANIQIQEIQRMPQRYSSRRATP 

RH11VRYTKVEMKEKMLRAAR 

EKGRVTHKGKPIRLTADLLAET 

LQARREWGPIFNILKEKNFQPR] 

SYPDK.LRFISEGEIKYFTDKQML 

RDFVTTRPAL1EALKEVLNMER 

NNRSPSSSPATEQSWMENDFDE 

LREEGFRRSNYSELREDIQTKG 

KEVENFEK.NLEECITRITNTEK.C 

LKELMELKTKARELREECRSLR 

SRCDQLEERVSAMEDEMNEMK 

rvE. Kj Is. r lvbiS.JN IN IvrvJs. 


27539 


57907 


A 


27705 


2597 


5904 




27540 


57908 


A 


27706 




675 




27541 


57909 


C 


27707 


137 


1357 




27542 


57910 


A 


27708 


1 


1032 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27543 


57911 


A 


27709 


3 


959 


MANNPGANGQ\PGGPGGPGMG 

KPRCF/RGEVFG1VIRGRGSRP/R 

GRGRGR\GRGARGSKGRG*RE 

WNAVHQVGAALVKDH*RSKFP 

WK.EIYLFSLPH*RNQRIIDF\FLG 

GLLSKDEGFE*LCPVQKQTRA\ 

GQPHPGFKAVFVAIGDYYNGHV 

GLGWKCSKEWATGHPVGAIIVL 

AKLSI RPRC AEG YLGNKVL AKP 

\HTVPLQGDKGRCG\SVLVRLH 

PLHPRG\TGI\VSAPVA\KKLLM 

MA\GIDDCYTLS/ARGCTATLG 

QIWPRAT\FDAISKTYKLP*PPD 

LWKETVFTKV\PYQ\EFT\DHLV 

KDPHPESSVQQDSELQLVATT 


27544 


57912 


B 


27710 


50 


1598 




27545 


57913 


A 


27711 


1 


3916 




27546 


57914 


A 


27712 


334 


462 


PAF1TVNKCSSARKL1QV*GPVA 
CRV H 1LPL V VRCPPKPGTTG 


27547 


57915 


A 


27713 


256 


654 




27548 


57916 


A 


27714 


1 


855 




27549 


57917 


A 


27715 


211 


436 




27550 


57918 


A 


27716 


19 


319 




27551 


57919 


A 


27717 


987 


1392 


RHCLCSPSRSSESLQPTASSSSA 
RSSPSPPASQPVPPGPAGAAAAP 
HPPCCPPESTCWTWPC*SPLCH 
WAVA*ARSGPGPLGECFETHGP 
HGCPPGQSPRPPQ*APSAWWTE 
VQPR*PRPAPEGSSRRPPPPGAP 


27552 


57920 


A 


27718 


285 


1266 


RSQIQRGTDRAPKCTSGPP\HRV 
AQPQDDAPREEPPYLPNGMPPG 
RDAPHLPDWAASQRGSSHPRR 
WPPSQRRSLLPRRVADRPEAAI 
SALWEAKAGGWETLPEMEITIH 
NKTRQSKR1THQTNRPNTSSKTI 
R1TKTDLTSWETQSPGSPDRHR 
KPSTATKHNRFSKIYSRFSIFQC 
DQGLNGRCGQGKGAGKEQRM 
QEQGENFQAPPFQSHPALRSLQ 
MQQVQTEEHFGTLECGKLAQC 
SFHPTREEDRNQDGKTDMLHF 
KLELPLQSTEHVLGVQLILTFSY 
RLHSCGIPSVLSRYPYFSMLAFG 
1LSRTLRRFVTVSSLLITGI 


27553 


57921 


A 


27719 


1518 


1779 


ARSGPGPLGECFETHGPHGCPP 
GQSPRPPQ*APSAWWTEVQPR* 
PRPAPEGSSRRPPPPGAPCPAQP 
PTRRCPGRHQTPPAAGAAVP 


27554 


57922 


A 


27720 


507 


1114 




27555 


57923 


C 


27721 


80 


223 





3655 



WO 01/075067 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X~Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


27556 


57924 


A 


27722 


1 


2373 




27557 


57925 


A 


27723 


2 


272 


RA RTPPLWPRA RGPGSRVSG AP 














WFLLDLAGGGFLPPAVLCDLSA 














ASSTVSGRSNPHC*AWGGLEFF 














GEVERAESGFPVPEPSLISEMPH 


27558 


57926 


A 


27724 


195 


489 




27559 


57927 


A 


27725 


210 


1308 




27560 


57928 


A 


27726 


203 


474 




27561 


57929 


A 


27727 


224 


892 




27562 


57930 


A 


27728 


1 


457 




27563 


57931 


A 


27729 


3 


1325 




27564 


57932 


A 


27730 


322 


512 




27565 


57933 


A 


27731 


621 


737 




27566 


57934 


A 


27732 


441 


588 




27567 


57935 


A 


27733 


1 


792 




27568 


57936 


A 


27734 


8 


488 


SGCRNSARADADPSLHASPPAP 














TMATVQLLEGRWRLVDS\KGF 














DEYMKE\LGVGIALRKMG\AMP 














KP\DCIITCDGKNLT\IKTESTLK 














TTQFSCTLGEKFEETTADGRK.T 














QTVCNFTDGALVQHQEWDGK 














ESTJTRKLKDGKLVVECVMNN 














VTCTRIYEKVE 


27569 


57937 


A 


27735 


861 


2161 




27570 


57938 


A 


27736 


349 


625 




27571 


57939 


A 


27737 


1 


630 


MAQE TNHSQVPMLCSTGCGFY 














GNPRTNGMCSVCYKEHLQRQN 














SSNGRISPPATSVSSLSESLPVQC 














TDGSVPEAQSALDSTSSSMQPS 














PCIK\QSLLSESVASSQLDSTSVD 














KAVPETEDVQASVSDTAQQPSE 














EQSKSLEKPKQKKNRCFMCRK 














KVG LTGFECRCGNVSCES\HRY 














SDVHNCSYNYKADAAEEN/LE 














KENPVVVGEK1QKI 


27572 


57940 


A 


27738 


1 


1089 




27573 


57941 


A 


27739 


41 


334 


AGKMTKLEEIILEGIVNISPQ*S 














VRKGHFDTLSKG\ELKQLLTKE 














LANT\IKN1KDKAVIDEIF\QG\LD 














ANQDE\QVDFQEFIS\LVAIALK 














AAHYHTHKE 


27574 


57942 


A 


27740 


1 


519 




27575 


57943 


A 


27741 


28 


314 




27576 


57944 


A 


27742 


208 


421 




27577 


57945 


A 


27743 


619 


890 
















LGSGAWGGGDLPWEINPLSSCS 














LLREKDLLTTSGPQTATSPRNISP 














ILNRDPTVQLTWQPLPEPLELW 














PKAL 


27579 


57947 


A 


27745 


501 


680 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27580 


57948 


A 


27746 


166 


405 


RPRSERLLWGTSPLS/CALTL*G 
DPPTTSG PQTNQVPRN ISPISNRD 
PTGKWTVQLTRQPLPEPLELWP 
KALRLTPSQIFSA 


27581 


57949 


A 


27747 


425 


484 




27582 


57950 


A 


27748 


448 


520 




27583 


57951 


A 


27749 




679 


GGGFSDRDRTIALQPGQQIWM 
WGIGKQVGGCGWLRGKNRVV 
GAAKDQSGTGEKFYF1PKAMG 
AMEGSGQRRTLPDPGAHRNPS 
GGYSATDCEGSRPAPGEINSHA 
SHTKPVWWFFTQTRMKFGAVT 
RIGGLPWEVNPLSSCSLLREKD 
PPTTSGPQTVTSPRNISPILNPELA 
TLAGNLATGPRNARSPGFLLSR 
VPS V WDPTEN RTVQLTWQPLP 
EPLELWPKAL 


27584 


57952 


A 


27750 


3618 


3848 


NLCKEPSSRRS1HK.ESLLNFPLM 
GLDPRPQEGFPRDSPR*REESTS 
LHDPMASSSSTVFWGLKRQKY 
FLWPFRAST 


27585 


57953 


A 


27751 


1 


297 




27586 


57954 


A 


27752 


244 


420 


RKETKERSRTPP*SPRTGQMTP 
CKLQPGVLSFPRTAQSWEPPAV 
PQSPLKNELRRKYLT 


27587 


57955 


A 


27753 


1993 


2205 




27588 


57956 


A 


27754 


138 


833 




27589 


57957 


A 


27755 




875 




27590 


57958 


A 


27756 


1 


1041 




27591 


57959 


A 


27757 


3 


1447 




27592 


57960 


A 


27758 


23 


3257 




27593 


57961 


A 


27759 


2 


168 


GKAGCWPRSRARKCRTSSPSIW 
A A WRPPTR * LT VTSRPGTSG SE 
PW AM A A A S RWQ 


27594 


57962 


A 


27760 


85 


1271 




27595 


57963 


A 


27761 


5871 


6056 


TSSAASTAPRWRRKPHGHQKSL 
PASLRFPGR*TPQPDLPGPPAQP 
PAQPGPPQAATVPGRW 


27596 


57964 


A 


27762 


1 


280 




27597 


57965 


A 


27763 


1 


714 




27598 


57966 


A 


27764 


2 


558 


RRAHACARRRRKXEMLGVNVL 

TSHSSQERMKLTFKKKAVNFA 

DAAAAQGPLLPAMVNPTMFFH 

IAVDGEPLGCVSFEVRGLESKK 

*LLI*SIKLC*Q1G\LFADKVPK.T 

AENFH A LSTGEKG FG YKG SCFH 

RIIPGFTCQSGDFTRHT/GIGGKS 

ICREKFDDKNFILKHTGPGILSM 

ANAGPSVNV 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27599 


57967 


A 


27765 


] 


927 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPLIVQQCLLFLR1LP\L 
FADKVPKTAENFRALSTGEKGF 
GL*GVPCFHR\IIPGFM\CQG\GD 
FTPP*MAPGGKSIYGEK\FEDEN 
FI\LKHTGPGILS\MANAGPNTN 
GSQFFICTAKTEWLDGKPWVF 
GKWKKGLNIVEAMERFGSRNG 
KTSKKITIADCGQLLISFDLCFIL 
NHQDHSFCALLSGEHPSTPFAR 
R1LR1LWLSLQFLWGSMFSLFPP 
MPSWIAAVKFMIIEIKTK 


27600 


57968 


A 


27766 


1 


798 




27601 


57969 


A 


27767 


1 


575 


PTRPPTRPPTRPIMAQDQGEKE 
NPMRELRIRKLCLNICVGESGD 
RLTRAAKVLEQLTGQTPVFSKA 
\RYTVRSFGIRRNEKIAVHCTVR 
GAKAEEILEKGLKVREYELRKN 
NFSDTGNFGFGMQDHIDLGIIY 
DPSIGIYGLDFYVVLGRPGFSIA 
DKKRRTGCIGAKHR1SKEEAMR 
WFQQKYDGIILPGK 


27602 


57970 


A 


27768 


1 


1695 




27603 


57971 


A 


27769 




228 




27604 


57972 


A 


27770 


1098 


1938 


IWPRPRDC/RVSYTTVFPPATVT 

APV/VSGGSHDH1QQYSDIEDFR 

QATAASSVMVARAAMWNPSIF 

LKEGLRPLEEVMQKYIRYGGM 

GAALLSDPDKIEKAPSMGTLM 

G V Y LPCLQNIFG VILFL RLTWM 

VGTAGVLQALLIVLICCCCTLL 

TAISM S A I ATNG V VPG YLHTL V 

QNLVNNGYVRDETVRAAPYD 

WRLEPGQQEEYYRKLAGLVEE 

MHAAYGKPVFLIGHSLGCLHLL 

YFLLRQPQAWKDRFIDGFISLG 

APWGGSIKPMLVLASGSGTRA 


27605 


57973 


A 


27771 




1710 




27606 


57974 


A 


27772 


163 


1659 




27607 


57975 


A 


27773 


3 


297 




27608 


57976 


A 


27774 


3 


447 


SSPHSSRSLSAPPLPGLPLWRHL 
RSPSAHRCTVGAPFWAGEGRSP 
L PQLAGRCGGRRASGNRG\ARG 
ACGPAG VPGGRG LGG P ALGA A 
GRPGP*LPSRGAGLGTA/GPPCL 
SLPPPPWVPVQPEPPRRAPPPAP 
RRPVPSTAQGLRSASA 



3658 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27609 


57977 


A 


27775 


3 


197 


RPDAVPARSLEMKRFPMPPPPP\ 
G*FSPGASLDVNPGCYKQAPSC 
SLAQILSNLSNLWSSAVSNF 


27610 












GRLLDKAGIPH/PPFPSGGLGCQ 
H * RRSPLHEHPSSGP\PAGLKPS 
LSCLPAGQGSGPAARY/GLSLPP 
TPWAPVQPEPPRRAPPPAPGRS 
VPSTTQGLRSASA 


2761 1 


57979 


A 


27777 


177 




RGGQGSGPAACYA*/RLPPTPW 

APVRPEPPQRAPPPAPRRPVPST 

TQGLRSASTRRVTGRQLHLQP 

WCGIHWVKLPAGLLSLVGRWRV 

LMS 


27612 


57980 


A 


27778 


165 


591 


QRAG SPHSPRSLSAPPLPGLPLW 
RHLRSPSAHRCTVRAPFWAGQ 
G RSRLPQLAGRCGGRG A SGNP 
GNSHGACGPAGVPGGRGLGGPR 
TGSSQLALPAPGNEGLSTPASG 
RRKKLRTHPSIRRNKLQTRYLK 
SCNTHREG PRLH 


27613 


57981 


A 


27779 


1 


1605 




27614 


57982 


A 


27780 


2 


1970 




27615 


57983 


A 


27781 


1 


3522 




27616 


57984 


C 


27782 


183 


254 




27617 


57985 


A 


27783 


39 


346 


Q Yl S ELQFLA ST VRQTP ATSPAH 
KNFQTPEPQQPGIPPEPPPPGAC 
YKCWKSGHQAKECLQPGIPRK/ 
HASHLWQPLPEPPGTLAQGSLT 
DSFPDLLGLAAED 


27618 


57986 


A 


27784 


1 


354 




27619 


57987 


A 


27785 


72 


299 




27620 


57988 


A 


27786 


273 


530 


LGSGDLPWGINPLSSCSLLREK 
DPLTISGPQTHQPKEHLTNFKSG 
PH*KSDCSTAPG\ATPRAPGTLA 
QGALTDSFPDLLSLAAED 


27621 


57989 


A 


27790 


1 


1068 




27622 


57990 


A 


27791 


148 


527 




27623 


57991 


A 


27792 


2 


1910 




27624 


57992 


A 


27793 




1047 




27625 


57993 


A 


27794 


96 


488 


WDRMAGGSSNTFGFPPPPLPYR 
SCER*QRDGGPRSPGSLSVPPW 
PR/PPILAALEEPFSPPLHRGRPS 
LG WPRPEL APS AQRSA A S/RPEA 
SKDHE PTRKKE/PTPDTQP * EL * 
HSLPRSSASLALGPHYLYEL 


27626 


57994 


A 


27795 


3 


2086 




27627 


57995 


A 


27796 


3 


412 




27628 


57996 


A 


27797 


2 


390 
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SEQID 

NO: 


SEQ ID iVO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27629 


57997 


A 


27798 




629 


MKVGLDQIIEVVPSHSVTSGAA 
AGECGGVHCDSVCAEGRWGPN 
CSLPCYCKNGASCSPDDGICEC 
APGFRGTTCQRICSPGFYGHRC 
SQTCPQCVHSSGPCHHITGLCD 
CLPGFTGALCNE/RLFTVCPSGR 
FGKNCAGICTCTNNGTCNPIDR 
SCQCYPGWIGSDCSQPHCADKC 
VHGRCIAPNTCQCEPGWGGTN 
CSSVKKQSTVCES 


27630 


57998 


A 


27799 


108 


1071 


YPLFLSSISACDGDHWGPHCTS 
RCQCKNGALCNP1TGACHCAA 
GFRGWRCEDRCEQGTYGNDCH 
QRCQCQNGATCDHVTGECRCP 
PGYTGAFCEDLCPPGKHGPQCE 
QRC PCQNGG VCHH VTGECSCP 
SGWMLSFPGWRPI*FSKSL*MQ 
GTVCGQPCPEGRFGKNCSQECQ 
CHNGGTCDAATGQCHCSPGYT 
GERAAVPDVRKACQDECPVGTY 
GVLCAETCQCVNGGKCYHVSG 
ACLCEAGFAGERCEARLCPEGL 
YG1KCDKRCPCHLENTHSISLIA 
AKKSNSLHAIALDFRAQCQSVK 
DRCHASDLPIDIVSTETLR 


27631 


57999 


A 


27800 


243 


1296 


ETQEESSEFLPCGSHQPNG*LLF 

CSTYKRCLCNWGPC*AY*RACP 

CPALQQCPDI/CPQAQLAIPCAP 

QQQQLSRCLSFPSSLLQDPNTP 

G/EYRKDEGRAGSRGAGEKQC 

THNSPRWLQNTVSNQGSSMPG 

FQSHVPSLLGAFVQCTNCTRVC 

SSPANKIFTTFRLGDPLVSPCHQ 

G FG SNTHCC VES WQSSCSGM H 

KDLGALHTPAPGSPTNVAATQ 

ARREPRCRLAVLSTLDRSTRQK 

VNKDIQELNSALHQADLTDIYR 

TLHPKSTEYTFFSEPHRTYSKTD 

H L VGSKGLLSKCKRTEIITNCLS 

DH S A1KLELRIKKLTQNCSTTW 

KLNN L LLND Y WVHNE MKAEID 


27632 


58000 


A 


27801 


552 


827 




27633 


58001 


A 


27802 


70 


200 


















27635 


58003 


A 


27804 


652 


960 




27636 


58004 


A 


27805 


1 


474 




27637 


58005 


A 


27806 


1 


140 




27638 


58006 


A 


27807 


1 


1260 





3660 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27639 


58007 


A 


27808 


126 


893 


EDGSGGGKFPEGARQGGTGQR 














RRRKAM RRTG A P A Q A DS RG RG 














RARGGCPGGEATLSQPPPRGGT 














RGQEPQ\MKETIMNQEKTRHTC 














RHKVRIGGKGTARKKKKVVHI 














TATA\DDKK\LQFLLKGS*GVN 














NISGIE\EVNMFTNPRNKLIHF*Q 














PLKVQGI SW A ANTFHHLQGH A 














*DKSSWTEMLPSIFKPSLGAG*V 














*LVLRRLA\EALPQTNLWDGKS 














TTLLLGEDDGDDDESSQILWEY 














FGWRVPRNEANLNLSSTF 


27640 


58008 


A 


27809 


180 


589 


KELPLL1FCRWQFESLHELNVPF 














FKVGSGDTNNFPYLEKTAKKG 














SPNGDLPVGCKSNGHP*SKFIRS 














VKPLNPQLLASLQCTSAYPLQP 














EDVNLRVISVSRREGVPFLGHL 














LWGRRSLFYNQNSNKHGILYN 


27641 


58009 


A 


27810 


623 


1082 




27642 


58010 


A 


27811 


548 


645 




27643 


58011 


A 


27812 


329 


510 




27644 


58012 


A 


27813 


3254 


3628 




27645 


58013 


A 


27814 


1 


960 




27646 


58014 


A 


27815 


349 


681 


PMASNRAITLTAWPKIPFLGICE 














AKNPRSENMRL/AHHFGSGLPP 














SWELWEQGPPGNSSRYIEFLNK 














HTYIKGTLRVYTKKFCMLVIKS 














FESKSCVWRYDFDSKSSVNVTV 


27647 


58015 


A 


27816 


240 


473 




27648 


58016 


A 


27817 


825 


1043 




27649 


58017 


A 


27818 


2 


418 


G KVVCFEA FLQQ1LG KHQFYW 














CLEGLGHCHHHIGAKYPEDIVD 














EESAQQDAASADIVEVQELYSI 














KGEGQAKKVVGNPVLPQQVPD 














ANDAAQAQAHQVLGVKFI1DD 














L * AERPGK.STP* G RATPPTFL VF 














PRTLCEGI 


27650 


58018 


A 


27819 


2 


427 




27651 


58019 


B 


27820 


51 


672 




27652 


58020 


A 


27821 


43 


667 




27653 


58021 


A 


27822 


516 


1056 


WSRAPAPQQCQHWLHPAGRTL 














HLRCLLGIWHQCDGDSGQVLR 














GTNENLVFPQDLLEKGLEANNF 














AMLGTWEMSSFPGIFIALLLRF 














DISLKKNTHTYFYTSFAAYIFGL 














GLTIFIMHIFKHAQL*GVKS*GS 














SGSDRIQRGNRGISIEGAGEERE 














MMQLVPEPLRARPDRWGLGPH 














RRA 


27654 


58022 


A 


27823 


1 


1019 




27655 


58023 


A 


27824 


1061 


1258 





3661 



WO 01/075067 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 




hod 


in USSN 




codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, ^possible nucleotide insertion) 










sequence 






27656 


58024 


A 


27825 


44 


621 




27657 


58025 


A 


27826 


406 


727 




27658 


58026 


A 


27827 


2 


1337 




27659 


58027 


A 


27828 


1236 


1391 




27660 


58028 


A 


27829 


228 


502 




27661 


58029 


A 


27830 


1 


1035 




27662 


58030 


A 


27831 


146 


392 


GHRSHQSPEETPNLIPRTP1PPLG 














TGTSIRSTRIPRTEASGPNGLN\ 














WYLTPTPPGGQRPSSAASPRGF 














PPTNNSSRLPAEPE 


27663 


58031 


A 


27832 


15 


300 




27664 


58032 


C 


27833 


289 


414 




27665 


58033 


A 


27834 


3 


576 


AALAERWLGEVLVRVGVRVPG 














G SGGLRH WCPCGLLG RGLGQA 














PEHKVRLSMEFCSTCTADHISLS 














SFWRSSFQQPLVPAVSLQSPDR 














RLSHDPAASSWSGFCG1SPAFSA 














FSECSPSSLRSHPPALLQAAES* 














FAASSSPSPTWSLSGSGTRKPW 














S/VACNWLLSDSSSHRRSFWES 














GIITMVLALTLEELV 


27666 


58034 


A 


27835 


1 


231 


DELLVGGNPRGDAAEEGRCPP 














GGVGVRYQIQPIWPRRLCSRNP 














GAAD*GPGS*RWDRCPRDEIWR 














FLGALVGSVSSG 


27667 


58035 


A 


27836 


18 


398 


KVRWERSWSESESESQEGRRR 














AQALVPSVAS*/SSRPWDRPPST 














K*GCLWSSAARAQQTIYHSVPS 














GGHPSSSHWLPAVSLQSPDRRL 














SHDPAASSWSGFCG1SPAFSAFS 














ECSPSS LRSHPPA LG SF 


27668 


58036 


A 


27837 


1059 


1446 


AVWSLPAPPAPCLLAGLLCTCC 














RTP*TASLCARGPVPRPRA*EAT 














RGTSA*ALHSPPGTLTPTVTRTS 














PSHLSARAAAPSHPARPTASRSS 














RLPAWLAVRLS1PPRRGSLGGA 














GAQAAAASTRFTCCS 


27669 


58037 


A 


27838 


1 


211 


ATALAERWLGEVLVRVGVRVP 














CGEWRAQALVP1VAS*ATRPSG 














RGPPTQQT*RTSRIGRS*QTTMR 














HART 


27670 


58038 


A 


27839 


316 


537 




27671 


58039 


A 


27840 


255 


475 


RPWVRAPYKLLPALLHAPLCAP 














PSSPWRPV/PASAPSFKLLKS*IF 














CKQLSLLPTWSLSGSGTRKPWS 














GPVTGS 


27672 


58040 


A 


27841 


622 


1127 




27673 


58041 


A 


27842 


364 


666 





3662 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


27674 


58042 


A 


27843 


37 


299 


ILLCSVQTLPLLRREFYGH1PKC 














QQSLNIICSPSSLRIPGFLHRNRL 














STPFH VQQPQREHF * YCRSQ1 H 














GENSAWHIRSHHAEKAHF 


27675 


58043 


A 


27844 


84 


428 


PAEIERSTAKTPGPPGSLEMGLL 














TFRDVAIEFSLEEWQCLDTAQR 














NLYKNVILENYRNLVFLGIAVS 














KQDLITCLEQEKEPLTVKRHEM 














VNEPTGPRQKRRVTSSR* *MKR 














YVII 


27676 


58044 


A 


27845 


1 


719 




27677 


58045 


A 


27846 


669 


830 


CLVQNQNIFC*ILS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27678 


58046 


A 


27847 


223 


382 


CLVQNQNIFC*ILS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27679 


58047 


B 


27848 


1 


491 




27680 


58048 


A 


27849 


1 


1113 




27681 


58049 


A 


27850 


505 


1105 


1TCTLYPSLR1VYEAFPATGDNM 














FRRI IKD ALFRTIQFCQ 1 MNRSQ 














YMFTCRCRTEMQVPQHRRKKT 














FKPTVLLNHFVMEIIVLTAGRID 














AAFQDEVAASEGFLKQPVGKD 














YKFGGPSVKDEKLFGVGTGMG 














HHN*LSV*TSIQHLLSNTQG/CL 














RVCPALRL/HSRNLSAMVISFSF 














SCGARSAISPINARKRWASPVC 


27682 


58050 


A 


27851 


1 


2697 




27683 


58051 


A 


27852 


1 


1998 




27684 


58052 


A 


27853 


864 


1025 


CLVQNQNIFC*1LS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27685 


58053 


A 


27854 


1605 


1766 


CLVQNQNIFC*1LS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27686 


58054 


A 


27855 


677 


735 




27687 


58055 


A 


27856 


1 126 


1568 


SSSSTGRSRHKEVSPGCQQDGL 














RCQEWWSVRPGYYEATGGVWG 














KQLGIPASGLPGRRSSESPRKSC 














TPVTSRTGLPVCPWAALSPESR 














SFSLSVRPVCVC\CVGTKMSCA 














PECCFFLVSLSLLSLFLRLLLGL 














AAHCQFFPAVPLCIL 


27688 


58056 


A 


27857 


1 142 


2450 




27689 


58057 


A 


27858 


1 


1131 




27690 


58058 


A 


27859 


229 


402 




27691 


58059 


A 


27860 


505 


597 




27692 


58060 


A 


27861 


1 


657 




27693 


58061 


A 


27862 


248 


382 


QPPK1TLLYQQWIQTKKKSLKS 














FLP*QEFRKMQKKHSTKSS1TL 



3663 



WO 01/075067 
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NO: 


SEQ ID NO: 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27694 


58062 


A 


27863 




1341 




27695 


58063 


A 


27864 


1 


739 


MGDFNTLLSALDRSTRQKVNK 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHRTYSK1DHLV 

GSKALLRKCKRTEI1TNCLSDHS 

AIKLELRIKKLTQNHSTTWQLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWYVKDTRI 

SGMLWYVKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKTSRRQEITKIRAELKEI 

ETQK.TLQKINECRSWFFEKINKI 

DRPL A RLI KKKREKNQIDAIKN 

DKGDIITDPTEIQTTIREYYKHL 

YGNKLENL* H*MPTRESRKDLK 

LTP*HHN*KN*RSKSKHIQKLAE 

G KK* LRSEQN * RK * RH KKPFKK 

SMNAGAGFLKRSTKLIDR 


27696 


58064 


A 


27865 


1 


1920 




27697 


58065 


A 


27866 


444 


763 




27698 


58066 


A 


27867 


1 


651 




27699 


58067 


A 


2786S 


94 


964 


VNADWVLQRELEQTSLWSSKQ 
RACCLSHVVGLRM1SSCTTRKM 
A EEEQRKIP L V PENLLKXRKA Y 
QALKATQAKQALFGKEGAEER 
KRAQ/WFKRLESFLHDSLAAET 
* QG/R1 SRQLE VQPH ALELPDKC 
SLAFVVRIKR1DGGSLLVQRTIA 
RLCLKKIFSGVFWKAPPRIQKW 
LRIVEPYVTWGFPNLKSVRELIL 
KRGQA K VKNKTIPLT\DITVM E 
EHLGKFGVICLEDLIHEIAFPGK 
HFQEISWVLRPFHLSVAHHATK 
NRVGFLKEMGTLGYRGERINQ 
L1RQLN 


27700 


58068 


A 


27869 


176 


334 




27701 


58069 


A 


27870 


3 


452 


AASTGGGSHLLLSIMAALRPLV 

KPKIVKKRTKKFIRHQSDRYVK 

IKRNWRKPRGIDNRVRRRFKGQ 

ILMPNIGYGSNKKTKHMLPSGF 

RKFLVHNVKELEVLLMCNKSY 

CAEIAHNVSSKNRKAIVERA\A 

QLAIRVTNPNARLRSEENE 


27702 


58070 


A 


27871 


2 


423 




27703 


58071 


B 


27872 


193 


1698 





3664 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27704 


58072 


A 


27873 


263 


714 


KLNVPIIKATNTIMNMTMNLK 

MSLTAPPSDICRGPKLSFAGKIQ 

AIPEK.LKTTATAQRPLDTIGLEV 

PVPAAWLLSAVRNCSKLRATS 

GPNLDTMNGSRRQTGSWTEGS 

RSSMKPHLLSDITGALR/SPKVS 

*AFCRLATWPFNFLQSGILS 


27705 


58073 


A 


27874 


347 


902 




27706 


58074 


A 


27875 


17 


1178 




27707 


58075 


A 


27876 


1 


1155 




27708 


58076 


A 


27877 


3 


1109 


EKETMQSLNDRLASYLDRVRS 

LETENRRLESKIREHLEKKGPQ 

VRDWSHYFKIIEDLRAQIFANT 

VDN ARI VLQIDN A RL A ADDF R V 

KYETELAMRQSVENDIHGLRK 

V I DDTNITRLQLETE IE A\LKEEL 

LFMKKNHEEVEVKGLKTPNYA 

ALG*T\VEVDAP\KSQDLAKI\M 

AD1R\AQ\YDELGSERTERKLDK 

YWSQQIEESTTVFTTQSA\EVGA 

AETNLHRSLKRTV\QSLEDRPW 

TSMRNLKAQLGEQP*GEVEAPL 

RPTRWSQLNGILLHLES\ELAQT 

\RAEGQRQA\QEYEALLNIKVKL 

\EAE1ATYRRLLEDGEDFNLGD 

ALDSSNSMQTIQKTTTRRIVDG 

KVVSETNDTKVLEALSQQKAG 


27709 


58077 


A 


27878 




1305 




27710 


58078 


A 


27879 


209 


560 




27711 


58079 


A 


27880 


219 


512 




27712 


58080 


A 


27881 


528 


803 




27713 


58081 


A 


27882 


3 


432 


SSPCVEFSTSMGACLRPATARSP 
S ATCT A WTCTG WRRGRP W WR 
WTPENSGVAGGDGTSEEDSEE 
V EG AEWWGRRRRQRRGERCG 
GLRRAPCQGAPGKCLCPRPPXGP 
SPC */CE ALG AQRAS * PHRRELK 
VGGPGPGCELSPMV 


27714 


58082 


A 


27883 


1 17 


483 




27715 


58083 


A 


27884 


1 


1497 




27716 


58084 


A 


27885 


228 


776 




27717 


58085 


A 


27886 


1012 


1677 




27718 


58086 


A 


27887 


194 


562 




27719 


58087 


A 


27888 


1 


423 


















27721 


58089 


A 


27890 


1 


1692 




27722 


58090 


A 


27891 


186 


2191 




27723 


58091 


A 


27892 


2 


141 




27724 


58092 


A 


27893 


1 


1692 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27725 


58093 


A 


27894 


186 


2192 


QRRPRPFPSQGISMTECFLPPTSS 

PSEHRRVEHGSGLTRTPSSEEIS 

PTKFPGLAYRTGEPSPPHDILHEP 

PDVVSDDEK.DHGKKKGKFKKK 

EKRTEGYAAFQEDSSGDEAESP 

SKMKRSKGIHVFKKPSFSKKKE 

KDFKIKEKPKEErCHKEEKHKEE 

KHKEKKSKDLTAADVVKQWK 

EKKKKKKPIQEPEVPQIDVPNL 

KPIFGIPLADAVERTMMYDGIR 

LPAVFRECIDYVEKYGMKCEGI 

YRVSGIK.SK.VDELKAAYDREES 

TNLEDYEPNTVASLLKQYLRDL 

PENLLTKELMPRFEEACGRTTE 

TEKVQEFQRLLKELPECNYLLIS 

WLIVHMDHV1AKELETKMNIQ 

NISIVLSPTVQISNRVLYVFFTH 

VQELFGNVVLKQVMKPLRWSN 

MATMPTLPETQAGIKEEI RRQE 

FLLNCLHRDLQGGIKDLSKEER 

LWEVQR1LTALKRKLREAKRQ 

ECETK1AQE1ASLSKEDVSKEEM 

N ENEEV IN I LLAQEN E1LTEQEE 

LLAMEQFLRRQIASEKEEIERLR 

AE1AE1QSRQQHGRSETEEYSSE 

SESESEDEEELQIILEDLQRQNE 

ELE1KNNHLNQA1HEEREA11EL 

RVQLRLLQMQRAKAEQQAQE 

DEEPEWRGGAVQPPRDGVLEP 

KAAKEQPKAGKEPAKPSPSRDR 


27726 


58094 


A 


27895 


12 


413 


PSRAPGLQKACTGHEGMAVHP 

PRIPVQSDHLISIEGLLCKLPCA 

GQVTKESGLVSFSLRPVLPQNT 

LSNSFYLFPFGYASPYVETFLPG 

AHSGPAPPGLPVRTPRTAKRL/G 

VAVAPSPTF*ISPRALRSTFVSN 


27727 


58095 


A 


27896 


1 


361 




27728 


58096 


A 


27897 


2 


162 




27729 


58097 


A 


27898 


248 


381 




27730 


58098 


A 


27899 


73 


254 




27731 


58099 


A 


27900 


1 


729 




27732 


58100 


A 


27901 


1 


762 




27733 


58101 


A 


27902 


2 


334 




27734 


58102 


A 


27903 


3 


369 


















27736 


58104 


A 


27905 




250 




27737 


58105 


A 


27906 


721 


876 




27738 


58106 


A 


27907 


3887 


4013 




27739 


58107 


A 


27908 


3423 


3627 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27740 


58108 


A 


27909 


3 


226 


HETGCCGQAAERDSCWERPPIP 
LLLPSLSGDYETVRNGGLIFAG 
LAFIVGLULLSRRFRCGGTKKR 
RRINEDEP 


27741 


58109 


A 


27910 


67 


264 




27742 


58110 


A 


2791 1 


161 


851 




27743 


58111 


A 


27912 


139 


351 


GGRRIETGGWERPP1PLLLPSLS 
GDYETVRYNGGL\1FAGLAFIVG\ 
LLILIASRRFRCGGNKKRRQINE 


27744 


58112 


A 


27913 




431 




27745 


58113 


A 


27914 


217 


289 




27746 


58114 


A 


27915 


255 


389 


KPNIACSHS*VGTEQ*EHMDTG 
RGTSHTGACREALDRGPAWEK 
L 


27747 


58115 


A 


27916 


14 


460 


NCLTRRRRRRRRTFLEEERLKP 
SRKKITKKHTK KRTASLILH A M 
ICCRSLNSSKTKNTKCLNSFNQR 
LKILSLQKDLMCGTAGRCKTLT 
EQ* LNTTAITLCLLLREARKTL 
MTHQSTWTWMKLETIILSKLTQ 
EQKTKQRMFSLI SG S 


27748 


58116 


A 


27917 


503 


1046 




27749 


58117 


A 


27918 




198 




27750 


58118 


A 


27919 


54 


320 




27751 


58119 


A 


27920 


443 


477 




27752 


58120 


A 


27921 




963 




27753 


58121 


A 


27922 


1 


2292 




27754 


58122 


A 


27923 


3 


736 


SCCLHSRLVRARRLRRAVAVM 
AAQCVRLARRSLPALALSVRPI 
FPGLLCTATKAQRTSAKNLKGD 
MGQSEQRADPPATEKTLL\EEK 
VKL\EEQLKETV\EKYKRALA\D 
TEELTGRGSQMLLREAKLLRHF 
KPFCKDLLEVADV\LEKATQCV 
PK\EEIKDDNPHLKNPLWRGL\V 
MTEVQIQKVFTKHGLLKLNPV 
GAKFDPYEHEALFHTPVEGKEP 
GTVALVSKVG\YKLHG\RTLRP 
ALVGVVKEA 


27755 


58123 


A 


27924 


253 


363 




27756 


58124 


A 


27925 


235 


318 




27757 


58125 


A 


27926 


1 


426 




27758 


58126 


A 


27927 


146 


254 




27759 


58127 


A 


27928 


1 


1401 




27760 


58128 


A 


27929 


61 


457 


LESTLATAERFLIPSYPSSTGN*L 
VCFCTT*GQECYSVTRF\SLGYG 
SPGCLYA*SSL1PCWRWGTPRL 
CCEKPFTTHFCLRFVSPSKLAVS 
RWHIPLGSEEKRRSMSAGTISL 
HFI WMKSPTRTS FQHFCT 


27761 


58129 


A 


27930 


1 


567 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27762 


58130 


A 


27931 


128 


586 




27763 


58131 


A 


27932 


271 


465 


HLTRPGTLLRQNFQRNDQAAT 
LAVHQYPLLCSNRC/CIPRQT/W 
VWSGPPANSNRPAAEGPDC*KE 
N 


27764 


58132 


A 


27933 


1 


375 


MQKSPIFCVAHAGSCRLELFLF 

GHLGGHHPDTKPGRDTTRKDN 

FRP1SLMNIDAKILNKILANRIQ 

QHIKKLIHRDQVGFISGVQGWF 

NIRKSINVIQHINRTKDKNHMII 

SIDAEKAFDKIQQGFMLKILNK 

LGIDGMYLKIIRAIYDKPTAKIIL 

NGQKLEVFPLKTGTRQRCPLSP 

LLFNIELEVLARAIRQEKEIKGI 

QLGKEEVKLSLFAHDMIVYLEN 

PIVSPQNLLKLISNFSKVSGYKI 

NVQNSQAFLYSNNRQT*AIAGA 

PPPASLPPCSLISDCCASNE*GSV 

GIGPSKPGAGYNLLLCHL1SPSIS 

PTSSPKSDTCP1ADFSNKSPDRSS 

AGDILLAMQSLGSMAIFTIL1LP 

THEHGMFFHLFVSSFISLSSGL 


27765 


58133 


A 


27934 


1 


1059 




27766 


58134 


A 


27935 


1 


533 


LSKQGHLNLQRF\LLPFG\C*CLP 

LRGGV\YRGRQ\ASLSCGGLHP 

V*AS\RQLCLPTQALA\MAGTPP 

PASLPPCSLISDCCASNERGSVG 

MGPSEPRCGNNNLVVCVRFLSL 

SEKRSSIRVGVTRFSVRCHLSQL 

CLATKGNSLTPCTSQVRRCLTL 

LQLTLGAMQPLSCGLPTLSDKP 


27767 


58135 


A 


27936 


140 


426 




27768 


58136 


A 


27937 


1 


918 




27769 


58137 


A 


27938 


54 


102 




27770 


58138 


C 


27939 


244 


462 




27771 


58139 


A 


27940 


234 


282 




27772 


58140 


A 


27941 


328 


1212 




27773 


58141 


B 


27942 


245 


338 




27774 


58142 


A 


27943 


483 


635 




27775 


58143 


A 


27944 


9882 


10134 




27776 


58144 


A 


27945 


2 


370 




27777 


58145 


A 


27946 


1682 


1945 




27778 


58146 


A 


27947 


1172 


1732 


ESTAAEADTRFGCSWAVWAVE 
AEGEDCCCCCCCVCCCCCCCCC 
CCCCCCCCCCCCLPPSAGGRGP 
SGS ARYFALID A AQREDGG DA 
YRVGLAAALEVNAAETVACGG 
LEGGEAPTDAGTRYVLEPEAPQ 
LSVLWKRVEVQRLVPVRVVVA 
A WHAARKARA WLRRAARPG P 
PASCALRRPSGYAAARN 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ II> NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide .sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27779 


58147 


A 


27948 


272 


393 




27780 


58148 


A 


27949 


333 


622 




27781 


58149 


A 


27950 


11 


1850 




27782 


58150 


A 


27951 


1 


1107 




27783 


58151 


A 


27952 


1 


1348 




27784 


58152 


A 


27953 




431 


KLQNELLLLHVSHPGHADAK.G 

GFPWP*AAPPLWLCRVQPSFWL 

LSWAG1EGLWLFHTHDTSCQWI 

YHSGVALADVLHESPALQQTS 

VWTSRSFHTSSEIQAEVPKPQLL 

TSVHAQAQYSMEAPKAWGLYP 

LKPWPELYLGPF 


27785 


58153 


A 


27954 


364 


1117 


EGHRAEGQCTGSVVLLTSSIGR 
SGKQSSGCHFWLLQHQICTCPS 
RVMGPRKKHRPTARGSRPPQPL 
PSGFPSAGAMGQVHCLAAPHS 
L ERVRNPRQTQ/PPG WEG/PPTR 
ANLALLPTPPAATATNSSIPDSP 
PGSDGSVPAGLTTWLAVLTLD 
CPKAFGKVASQACLLWK.GEQP 
PKTPPVTPSRVSLLASEPNTIRL 
KNVFPRVFPACTWKSHRHSTPA 
HESSQKGLYPAKPQGWSCPRL 
WEPTSC1SVTWM 


27786 


58154 


A 


27955 


1 


224 


QWRHCNRSLLPVQGKSGALEG 
IGPPRVF\PPE*RAFGGQRAPPDI 
P\PPSPRHPTKDRRTAARSGPRR 
KRGQTNE 


27787 


58155 


A 


27956 


681 


879 


LQ1SHPGHADASGGFPWPWAA 
PPLWLCRVQSPS*LLSQPGVECP 
QLFQAHSASRHLNSMRPQMNS 
S 


27788 


58156 


A 


27957 


835 


1482 




27789 


58157 


A 


27959 


1 


522 




27790 


58158 


A 


27960 


2 


396 




27791 


58159 


A 


27961 


1 


1501 




27792 


58160 


A 


27962 


473 


860 




27793 


58161 


A 


27963 


370 


3675 




27794 


58162 


A 


27964 


52 


117 




27795 


58163 


A 


27965 


3 


290 


PRKTVQFGGTVTEVLLKYK.TG 
ETNDFELLKNQLLDPAIRDD\Q1 1 
NWLLEFRSSVMYLTK\DFE\QLI 
SIILRLPWLNRSQATVVEEYLAF 
LGNLVSA 


27796 


58164 


A 


27966 


1 


2988 




27797 


58165 


A 


27967 


1 


666 




27798 


58166 


A 


27968 


274 


930 




27799 


58167 


C 


27969 


13 


231 




27800 


58168 


A 


27970 


46 


386 




27801 


58169 


A 


27971 


3 


451 




27802 


58170 


A 


27972 


160 


494 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27803 


58171 


A 


27973 


1 


2406 




27804 


58172 


A 


27974 


201 


1069 




27805 


58173 


A 


27975 


450 


647 




27806 


58174 


A 


27976 


329 


697 




27807 


58175 


A 


27977 


141 


1506 




27808 


58176 


A 


27978 


1 


1773 




27809 


58177 


A 


27979 


3 


460 


PHRVMGVPISRGTL*SVFP*PS* 
CTTWPGSLGSCTTACQVRCQPQ 
APHQP*APPERTTSAPAAQSPSR 
SSLWVTAPLVSACPTCSPATHP 
TRSQMPSTHTPCCRGSSPRPRGS 
PSWTRTWT 1'CPKASKADPKAP 
WPCSLMPFYAQTQTLGET 


27810 


58178 


A 


27980 


1 


1803 


MGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRE 

PTKWEKIFTTYSSDKGLISRIYN 

VLKQIYKKKTNNPIKKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SLA1GEMQ1KTTKKLMLYYDVI 

RICHDSHKELEQKLAAFLGMED 

AILYSSCFDANGGLFETLLGAE 

DAIISDALNHASI1DGVRLCKAK 

RYRYANNDMQELEAAYRRSTR 

PLSTRLFSFRSRVLTEFRVCPCL 

VHTTWGGNLMRLSARSLWQR 

A A VN 1 PKLEG 1 1 EE Y/ALL V/WR 

AML/TE VNLSPN PGLVDRIN FG 

AHKDMALEDFHRSALAIQGWL 

PRFIEFGACSAEMAPEAVLHGL 

RP1GMACEGDMFRATAGVNTH 

KGSIFSLGLLCAAIGRLLQLNQP 

VTPTTVCSTAASFCRGLTDREL 

RTNN SQLTAGQRL YQQ LGLTG 

ARGEAEAGYPLVINHALPHYLT 

LLDQGLDPELALLDTLLLLMAI 

NGDTNVASRGGEGGLRWLQRE 

AQTLLQKGGIRTPADLDYLRQF 

DRDTSQGSSRVDCSVWELCRA 

GRTAGVMAVAAKTKNAGKWH 

NHIIRRFDINPGDRLYDQGGRA 

H H PFAGTHHQK Y Y RHRSRR 


27811 


58179 


A 


27981 


1 


1974 




27812 


58180 


A 


27982 


344 


508 




27813 


58181 


A 


27983 


3 


492 




27814 


58182 


A 


27984 


65 


261 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


27815 


58183 


A 


27985 




529 


DAWAFHK.MAPKAKNEAPAPP 

KA\EAKAKGF*RAKKGSF*KVS 

HSHVKKKKIPHVHPTFRAGRRPL 

R\LRRQP\KYPSGRALPWRNK\L 

DHLCLSIKFP\LTH*VLPMKXIE 

D>ANTLVFIVDVKANKHQ1KQA 

VKKL\YDI\DVAKVNT/LWIRPD 

GEKNGICSDLAP\DYDA\LDVA 

NK1GI1 


27816 


58184 


A 


27986 


105 


241 


PFFFFEMESPSVAQAVFSLVFRS 
PHCGGIQAHLFNL*RDLFK1WT 


27817 


58185 


C 


27987 


175 


363 




27818 


58186 


A 


27988 


724 


958 




27819 


58187 


A 


27989 


3 


823 




27820 


58188 


A 


27990 




877 




27821 


58189 


A 


27991 


487 


786 




27822 


58190 


A 


27992 


147 


623 


RSAVANGLTKRRMGLKLNGRY 
ISLILAVQIAYLWQAVRAAGKC 
DAWFKGFSGLFCSSLGDTMAQ 
LPAGPGDDKTNIKTV\CTYWGG 
ISHSCTWTAL 1 DCQEGAKNMW 
DKLRKESKNLNIQGSLFELCGN 
GNG AAG SLLPG FPVLLVSLSAA 
LTTWLSF 


27823 


58191 


A 


27993 


213 


579 


ASLLLLAFLAELASLKAGLQKS 
REYSCSSFISSLSSTDAHCVLSE 
YARPLS/QRPAPNGSSPRCQASE 
AQSPGHRPPPPLFSSPLAALQLD 
SHRFPSDPNGKDESRPPRLCTKL 
GRGCAGCGK 


27824 


58192 


A 


27994 


1 


800 




27825 


58193 


B 


27995 


54 






27826 


58194 


A 


27996 


46 


313 




27827 


58195 


C 


27997 


30 


151 




27828 


58196 


A 


27998 


169 


1173 




27829 


58197 


A 


27999 


456 


651 




27830 


58198 


A 


28000 


487 


833 


RNKFCDDQTEGNKIKNRREEK 
HRCRG QSKLN 1 1 IDN V VKA VNG 
GKSQREQAEFA DCITFG1RHNTS 

rN.MbKV KuuU/ 1 1 r WAVLOIVIA 

EASSSLQSSSQNPGQAGWQTGP 
WVVSLGC 


27831 


58199 


B 


28001 


1 


2268 




27832 


58200 


A 


28002 


1 


639 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27833 


58201 


A 


28003 


1913 


2388 


P1IHNTTAMKKAAKAEPPFTT1V 
CTE*AILSQRTCSL*FTVIND1CP 
GPRAH/VVQDIHGKLFTGSAIA 
NRFQDAMAIPFLGTQGK.RVPR 
NGMAIPFPGNRNVIAGAFIPHR 
QHLGQIQLNPVRQCSNLFAHLL 
AQRSEAIFHMRRHHRIRDTVKK 
TILF 


27834 


58202 


A 


28004 




1566 




27835 


58203 


A 


28005 


951 


1217 




27836 


58204 


A 


28006 


1294 


3108 




27837 


58205 


A 


28007 


1 


1896 


LFDWLVSQNELKANPAKGVSA 

PKAPRHLPKN1 D VDDMN RLLDI 

DINDPLAVRDRAMLEVMYGAG 

LRLSELVGLD1KHLDLESGEVW 

VMGKGSKERRLPIGRNAVAWI 

EHWLDLRDLFGSEDDALFLSKL 

G KRI S ARN VQKRF AE WG 1 KQG 

LNNHVHPHKLRHSFATHMLES 

SGDLRARGAYLCAKLLSGAAQ 

VPEWRSAFAWFARCAEQARQN 

QYLQVSSCVPALEGCDVNGAS 

FTLEQMLAWRDHPQVTGLAEM 

MDYPGVISGQNALLDKLDAFR 

HLTLDGHCPGLGGKELNAYITA 

GIENCHESYQLEEGRRKLQLGM 

SLMIREGSAARNLNALAPLINEF 

NSPQCMLCTDDRNPWE1GHEG 

H1DALIRRLIEQHNVPLHVAYR 

VASWSTARHFGLNHLGLLAPG 

KQADIVLLSDARKVTVQQVLV 

KG\EPIDAQTLPAEEIGRLAQFA 

PAYGNTIGRQPLSASDFALQFTP 

GKRY RVID VIHNELITH SH SS V Y 

SENGFDRDDVSFIAVLERYGQR 

LAPACGLLGGSGLNEGALAAT 

VSHDSHNIVVIGRSAEEMALAV 

NQVIQDGGGLCVVRNGQVTSE 

GAKERMMGKRYKETSGSIGLK 

VPAPLNLNLSLQPREQLGGQST 


27838 


58206 


A 


28008 


1 


3257 




27839 


58207 


A 


28009 


1 


2145 




27840 


58208 


C 


28010 


193 


363 




27841 


58209 


A 


28011 


1 


397 




27842 


58210 


A 


28012 


2 


405 


FVSAQGPGGKRFGTAPATPGCL 
VHDLS*APCLRWYQHPTEEELR 

ILAUN.^^I\uft. 1 rvJvlJiviV Y INOrll 

ESKPLTIPKDIDLHLETKSVTEV 
DTLALHYFPEYQWLVDFTVAA 
TVVYLVTEVYYNFMKPTQEMN 
ISLV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27843 


58211 


A 


28013 


3 


353 


G Y I EKRISCI ALLF/SF* IPVNFLR 
FHDTFI*FCYSS*SIIQLSLWQSQI 
LLCV*LLRSIDFLYLIW*PLTYN 
EHASILLSLRAPYQLFDL*NDRS 
HIRYSATLVNNPAVCFAVGHD 


27844 


58212 


A 


28014 


106 


1814 




27845 


58213 


A 


28015 


37 


2847 




27846 


58214 


A 


28016 


1 


2430 




27847 


58215 


A 


28017 


1 


2660 




27848 


58216 


C 


28018 


80 


328 




27849 


58217 


B 


28019 


1 


1074 




27850 


58218 


A 


28020 


602 


853 




27851 


58219 


A 


28021 


505 


649 




27852 


58220 


A 


28022 


672 


1903 




27853 


58221 


A 


28023 


3 


319 




27854 


58222 


A 


28024 


1 


219 




27855 


58223 


A 


28025 


2 


508 




27856 


58224 


A 


28026 


1 


1011 




27857 


58225 


A 


28027 


1 


699 




27858 


58226 


A 


28028 


175 


351 




27859 


58227 


A 


28029 




324 




27860 


58228 


A 


28030 


244 


1335 




27861 


58229 


C 


28031 


115 


231 




27862 


58230 


A 


28032 


2 


139 




27863 


58231 


A 


28033 


1 


788 




27864 


58232 


A 


28034 


115 


358 


LIVVRSRRGTSRSGSPRATAMA 
FKDTGKTP VEPE VA I HRIRJTLT 
SRNVK.SLEK.VCADL1RGAKEKN 
LKVKGPVRMPTKVK* I V VRSRR 
GTSRSGSPRATAMAFKDTGKTP 
VEPEVA1HRIR1TLTSRNVKSLE 
KVCADLIRGAKEKNLKVKGPV 
RMPTKVK 


27865 


58233 


C 


28035 


179 


283 




27866 


58234 


A 


28036 


57 


431 




27867 


58235 


A 


28037 


54 


440 


RVPELWVGTEVKERKNARSGV 
PSTQRLECGSAESAAGAPASVS 
VQVTAVPAPLFPGWTGGGRAV 

In Lit/Ac KJVIKV VIlN^VLnWKL i 

E*TANRFS*KQDVGKLTNCVCH 
PEGM LKA VTTQ AQ VFL VIRHN 


27868 


58236 


A 


28038 


1 


2693 




27869 


58237 


B 


28039 


131 


350 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27870 


58238 


A 


28040 




594 


MLDITNDQGNASQNHNAIPPYS 
CKNGHNQKIKAGGLWTTVHSL 
LLFQLEQRTQQGYGPITHPKTP 
LHPPALLAVDRGSRSSVPATDS 
LPSAHDRQQQFHTWVCSRLLA 
TVRADPADGQQPQARADVCGC 
RGTGFINLVM1HLMGFEVGRIQ 
QLEQVAPRPQGVSWEVDSSDH 
LQGSPRVEPPGTWDLRVLCSQG 
Q* E A VNCGPQTPG L D/SFD YGH 
SCRSKVVSHCGFDLHFPDH**C 
KNGHNQKIKAGGLWTTVHSLL 
LFQLEQRTQQGYGPITHPKTPL 
HPPALLAVDRGSRSSVPATDSL 
PSAHDRQQQFHTWVCSRLLAT 
VRADPADGQQPQARADVCGCR 
GTGFINLVM1HLMGFEVGRTQQ 
LEQVAPRPQGVSWEVDSSDHL 
QGSPRVEPPGTWDLRVLCSQG 


27871 


58239 


A 


28041 


1 


285 




27872 


58240 


A 


28042 


1 


1059 


HNLSSSNSFPK.MSFPNSSPAANT 
FLVDSLISACRSDSFYSSSASMY 
MPPPSADMGTYGMQTCGLLPS 
LAKREVNHQNMGMNVHPYIPQ 
VDSWTDPNRSCRJEQPVTQQVP 
TCSFTTN I KEESNCCM YSDKRN 
KL1SAEVPSYQRLVPESCPVENP 
EVPVPRYFRLSQTYATGKTQEY 
NNSPEGSSTVMLQLNPRGAAKP 
QLSAAQLQMEKKMNEPVSGQE 
PTKVSQVESPEAKGGLPEERSC 
LAEVSVSSPEVQEKESKEEIKSD 
TPTSNWLTAKSGRKKRCPYTK 
HQTLELEKEFLFNMYLTRER/R 
A LEISKSVNLTD\RQVKI\WFQN 
RRMKLKKMSRENR1RELTANL 


27873 


58241 


A 


28043 


358 


2292 




27874 


58242 


A 


28044 


2 


300 


HSLS/SFFFFFFFFFFFFFFFFFFFF 
FFFLFFFFFLLLLLFVSFSFSFSFS 
SFSFSFSSFSSFSFSFFFLLPSSSSS 
SSSFFFFFFLLLLPFFFFFFEMEH 


27875 


58243 


A 


28045 


2 


241 




27876 


58244 


A 


28046 


1 


126 




27877 


58245 


A 


28047 


49 


183 




27878 


58246 


A 


28048 


3 


212 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ (1) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27879 


58247 


A 


28049 


13 


494 


WVVPKNKTTFCSEF/CGAFLWP 
NNNNNFFFFFFFFFFFFFFFFFFF 
FLLLPLLLPLLLLLPLLPLLPLLP 
SSSFFFLLLSSSHSSPSSPSSPSPS 
SPSSPSSPSSSSSSSSSSSSSSSSSS 
SSSSSSSSSSSFSFSFSFSFSFSFSF 
SFFFFFFFFFLFED 


27880 


58248 


A 


28050 


544 


729 




27881 


58249 


A 


28051 


1667 


1896 




27882 


58250 


A 


28052 


1 


477 




27883 


58251 


A 


28053 


25 


448 


RSQFFFFFFFFFFFFFFFFFFFFFF/ 
1LLVLLLVLLVLLLLLLLLLLLL 
LLLL/ASSSSSPSPPSPSPSSSSSSS 
FSSSSSSSSSLSLGAYVLYFMVT 
HSSPVLCCLCNLIINNI*EE*FFR 
FRKNCDLFLAASTT.GVDWLLL 


27884 


58252 


A 


28054 


47 


376 




27885 


58253 


A 


28055 


1 


1740 




27886 


58254 


A 


28056 


3 


1464 




27887 


58255 


A 


28057 


1 


394 




27888 


58256 


A 


28058 


143 


429 


STLQKKEARARHLVTPLDILQL 
FNGFPLLVDCYKLLRYSRVHSF 
PRFW1FFSIKDHIGFPKENTQRK 
MRLHPPPQS*TPPR£*VPSFSSG 
VGKSS 


27889 


58257 




28059 








27890 


58258 


B 


28060 


21 






27891 


58259 


A 


28061 


1 


150 




27892 


58260 


A 


28062 


1081 


1303 




27893 


58261 


A 


28063 


147 


437 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27894 


58262 


A 


28064 


107 


2499 


PIEDPEGRRRMREFILRSIQGVL 
RMAPQ1QPKPLLTKSSTSVSQA 
RL/TSKQKALLPRQC SG SAKAQ 
AEREKJEETCQVGMK.PPVPGGY 
TLQGKW1TTFCNQVQLDT1K1N 
GCLKGKLIYLLGDSTLRQWIYY 
FPKVVKTLKFFDLHETGIFKKH 
LLL D AERHTQIQWKKHS YPF VT 
FQLYSLIDHDYIPREIDRLSGDK 
NTAIV1TFGQHFRPFPID1FIRRAI 
GVQKAIERLFLRSPATKASVSK 
LKCF WEPTRGTQKY EASQVTG 
AFPLRPKKGAATPSQLVIVNSS 
DAHNKCDEESEVRIKSTLGLKL 
DCKK.GTALTKGTKEDEEDGAM 
SGVDQLCLLSSVDSSGRPQLMT 
DWHGVKGQFSCFKCGEEKELQ 
QKRKLTGKG WN V FFM VLE VG 
KTKIKALEVLASGKGTASWFIQ 
DFLAVNSSHGRWGKKEEFLFQ 
KWKVDPWLPVRWELVQTGTL 
THLVPEGRSDSVTCAWMPLGS 
KQVYKEPAGFPDMLRLRGSRV 
RMAVVTVHSQLRNLSLGDQHF 
NYPLPLKKKKKKKKKDTLIYPA 
DWLESCQSDNLSLAERDLVLV 
LRLALCALYGLLAPGNGNTESA 
ELHPGDKTEAQRPMALFKVTR 
PLNERPGDLASHVSRFAKSFLK 
PAMESLECPQSRLVGEARKGHS 
EL VEK 1 ERGCESTVGEGTTRKG 
SKRDHLDSQCKLGQRSQPWGQ 


27895 


58263 


A 


28065 


1 


1770 




27896 


58264 


A 


28066 


85 


204 


SPCSTSPFRQLA**RRGPHRSPFP 
TVAHLIGEWRLMRNAG 


27897 


58265 


A 


28067 


1280 


1531 




27898 


58266 


A 


28068 


1 


882 




27899 


58267 


B 


28069 


77 


1188 




27900 


58268 


A 


28070 


1016 


1400 




27901 


58269 


A 


28071 


1091 


1770 


CRGGSGCAVCAELAPGAVHTV 

AAERAGAQEAAAGAGPPQLGG 

LIAWATHLQHSAAVPLLSQRM 

CHTCCLSPRKLVIGCRAAKSLSS 

SPCGKWLCAALIRQPSVKGLPS 

CGVPLPLSLSRIQMCSSEATSSW 

ELNPDFGE A ATSP* *ESGF/LQS 

VVSTALLPDNTTGETFHHDGRA 

DIGSQF1HRFLVCCHLLVLRWLI 

TLDTKADVVDIGHRLRCFDCRC 

VDSTICD 


27902 


58270 


A 


28072 


1568 


1819 





3676 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 

""""" 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


27903 


58271 


A 


28073 






LALIVGNRS*MKPYQTTSVTPR 
C LQQWQQRC AN Y 


27904 


58272 


A 


28074 


332 


544 


CMRRPSCSCPASIRDNTAPHSRT 
LKVLIIGKLSSGRKLSRILPLLRS 
SSM*PTRAPN*SSASFTFTSVSG 


27905 


58273 


A 


28075 


355 


614 


CMRRPSCSCPASTRDNTAPHSR 
TLKVLIIGKRSSGRKLSR1LPLLR 
SSSM*PTRAPN*SSASFTFTSVSP 
L*NFIRLHPVY 


27906 


58274 


A 


28076 




2226 




27907 


58275 


A 


28077 


31 


117 




27908 


58276 


A 


28078 


1 


547 




27909 


58277 


A 


28079 


290 


7j>0 




27910 


58278 


A 


28080 


3 


267 


TLVKVKDAEDQLGARVGYIEL 
DLNSGKJLESFRPEERFPMMSTF 
KVLLCGAVLSR1DAGQEQLGRR 
I\TILRMTWLSTHQSQKS1LRMA 


27911 


58279 


A 


28081 




1785 




27912 


58280 


A 


28082 


551 


685 




27913 


58281 


A 


28083 


2 


211 




27914 


58282 


A 


28084 


1407 


1874 


PRAAAAPTNLSPELSASPRPRV 

ACASAWGAGTDVTGWEAAMP 

RVGRCLPRTGLGSARRLRRPEL 

GGGAGPAPEAMRGFGADAGST 

EQPRLPARS*PRLPQRPRRPRKS 

ERPAGLAPRLRPPQPAEPPGLGS 

QERGRGTDRAAADPGLPRTSPE 


27915 


58283 


A 


28085 


1284 


1786 




27916 


58284 


A 


28086 


1205 


1279 


LALIVGNRS*MKPYQTTSVTPR 
CL 


27917 


58285 












27918 


58286 


A 


28088 


2266 


2367 


LAL1VGNRS*MKPYQTTSVTPR 


27919 


58287 


B 


28089 


743 


852 




27920 


58288 


A 


28090 




1100 




27921 


58289 


A 


28091 


548 


652 


LALIVGNRS*MKPYQTTSVTPR 
CLQQWQQRCANY 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27922 


58290 


A 


28092 


1 


2438 


MRLFGYARVSTSQQSLDIQVRA 
LKDAGVKANRIFTDKASGSSSD 
RKGLDLLRMKVEEGDVILVKK 
LDRLGRDTA DM IQLIKEFD AQG 
VS1RFIDDGISTDGEMGKMVVTI 
LSAVAQAERQR1LERTNEGRQE 
AMAKGVVFAENDKKMLSNAFI 
ETADFRTLIETDDRTIVVGRRGT 
GSFNLARAATRLLWRYAMLME 
IASYISSHYKLSSQISSETLLNEH 
LKKWNSAQGDILRKCRLVAKE 
YLDENNPEESIGDLQFNLNISEI 
ENNIVSLLERSDRKVVILMDKL 
DEAYEPDNIGIGUIAGLAYASIE 
LNQKAKCIRPIIFLRDNIFRSLSK 
EDPDYSRNIEGQVIRLHWDWA 
QLLMLSAKRMKVAFKLDIEKD 
QRVWDRCTADDP*KGGNGFKR 
CLQFTLYRPRDLLSLLNEAFFSA 
FRENRETIINTDLEYAAKSISMA 
RLEDLWKEYQKIFPSIQV1TSAF 
RSIEPELTVYTCLKKIEASFELIE 
ENGDPKITSEIQLLKASGILQSL 
YSVGFVG1RDKNTSSYSFCHDG 
RTPDKGFESNEKLLIHPCYWLG 
LNLNRNALAPEEAEEINDEYDI 
NIISDNSAIRNKTIGQITTHLDQ1 

rlOIN.fc.OA l£rcv^WOLl/AL.KJVr 

VVFDAKNFEELGPSEYRQLQSY 
LTGPYGKLGFI1NRDESEVVRSK 


27923 


58291 


A 


28093 


673 


916 




27924 


58292 


B 


28094 


1 


4725 




27925 


58293 


A 


28095 


959 


1387 


CMRRPSCSCPAS1RDNTAPHSRT 

LKVLIIGKRSSGRKLSRILPLLRS 

SSM*PTRAPN*SSASFTFTSVCIS 

RCMSAVMVMAVLTIACRFLKM 

TVSVGHICSLNFALQTSTTAMA 

VPAAATRASRAQPNGRHPWR1 

CWKTQKA 


27926 


58294 


C 


28096 


997 


1302 




27927 


58295 


A 


28097 


659 


2534 




27928 


58296 


A 


28098 


174 


294 




27929 


58297 


A 


28099 


31 


379 




27930 


58298 


A 


28100 


3 


518 




27931 


58299 




28101 








27932 


58300 


A 


28102 


40 


198 


QAARTTGFYAHLLRHYKTPVG 
HS* Y* WKLHGENKSSAFA VC*P 
TCRNPFIDCW 


27933 


58301 


A 


28103 


390 


1186 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27934 


58302 


A 


28104 


2 


1287 


GRVGFASTAQSPR1LRSEPVRTP 

PIPAFSPLKTLRIMSLHQFLLEP1 

TCHAWNRDRTRPVCLDYYSLV 

VSFEIKK*IALSPNNHEVHIYKK 

NGSQWVKAHELKEHNGHITGI 

DWAPKSDRJVTCGADRNAYVW 

SQKDGVWKPTLVILRINRAATF 

VKWSPLENKFAVGSGARL1SVC 

YFESENDWWVSKHIKKPIRSTV 

LSLDWHPNNVLLAAGSCDFKC 

RVFSAYIKEVDEKKASTPWGSK 

MPFGQLMSEFGG\SGTGG\WVH 

GVSFSASG\SRLGWGSATDSTV 

SVCWMPSKS\LQVSTLKTEFLPL 

LSVSFVSENSVVAAGHDCCPM 

LFNYYDRGCLTFVSKLDIPKQSI 

QRNM S AMERFRN MDKRATTE 

DRNTA LETLHQN S I TQ V SI YE V 

DK.QDCRKFCTTGIDGAMTIWD 

FK.TLESSIQGLR1M 


27935 


58303 


C 


28105 


198 


362 




27936 


58304 


A 


28106 


1 


915 




27937 


58305 


A 


28107 


403 


519 




27938 


58306 


A 


28108 


88 


237 




27939 


58307 


A 


28109 


527 


1205 




27940 


58308 


A 


281 10 


2 


272 




27941 


58309 


A 


28111 


39 


543 




27942 


58310 


A 


28112 


1 


789 




27943 


58311 


A 


28113 


401 


912 




27944 


58312 


B 


28114 


147 


653 




27945 


58313 


A 


28115 


586 


650 


K1QCLCLWLLFLIIFLHAFQETIL 
ALRVLNVFNKRJNSLGKNLAFN 
LFVYNKANSMP*RLLWKAPRS 
DK*IQ*SLRIQNQCTQISSTAVH 
STVTKLRIKSRTQPLLQQL 


27946 


58314 


A 


28116 


1 


1464 




27947 


58315 


A 


281 17 


260 


462 


MLYLSGPPKAE/TIGAKWTIDL 
KSGSGKVYQGPAKGAADTTIIL 
SDEDFHGRWSGASLTLRRHSLV 
AG 


27948 


58316 


C 


28118 


183 


254 




27949 


58317 


A 


28119 


98 


445 


LGSGDLPWE1NPLSSCSLLCEKH 
PPTTSGPQTDQPKKHLTNFKSG 
ACYMCRKSGHWAEECPQPGIPP 
KPRPICVGPH*KSDCSTHLAATP 
RAPGTPAQGSLTDSFPDLLGLA 
AED 


27950 


58318 


A 


28120 


32 


143 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27951 


58319 


A 


28121 


39 


346 


QYISELQFLASTVRQTPATSPAH 
KNFQTPEPQQPGIPPEPPPPGAC 
YKCWKSGHQAKECLQPGIPRK/ 
HASHLWQPLPEPPGTLAQGSLT 
DSFPDLLGLAAED 


27952 


58320 


A 


28122 


159 


306 


LGSGNLP*EINPLSSCSLFREEDP 
PTTSGPQTNQPKEHLTNFKSAA 
ED 


27953 


58321 


C 


28123 


80 


106 




27954 


58322 


A 


28124 


166 


423 


RPRSERLLWGTSPLS/CALTL*G 
DPPTTSGPQTNQLKEHLTNFKS 
GPHWKMDCPTHPAATPRAPGT 
LAQGSLTDSFPDLLGSAAED 


27955 


58323 


A 


28125 


1 


354 




27956 


58324 


A 


28126 


1 


702 




27957 


58325 


A 


28127 


317 


427 




27958 


58326 


A 


28128 


467 


640 


SARKRFQLSP**NK1TLLKPASS 
AISALAATPRAPGTLAQGSLTD 
SFPDFLSLAAED 


27959 


58327 


B 


28129 


1 


320 




27960 


58328 


A 


28130 


1 


605 




27961 


58329 


A 


28131 


273 


529 


LGSGDLPWG1NPLSSCSLLREK 
DPLTISGPQTHQPKEHLTNFKSG 
PH*KSDCSTAPG\ATPRAPGTLA 
QGALTDSFPDLLSLAAED 


27962 


58330 


A 


28132 


459 


601 


DVDRHVRGSNFHHNEIRSLAAT 
PRAPGTLAQ/GLTDSFPDLLGLA 
AED 


27963 


58331 


A 


28133 


1 12 


331 


LGLGDLP\WEINPLSSCSLLHEK 
DPPTTSGPQTDQPKKRLTNFKS 
ATPRAPGTLAQGSLTDSFPDLL 
GLAAED 


27964 


58332 


A 


28134 


1 


579 




27965 


58333 


A 


28135 


72 


300 




27966 


58334 


A 


28136 


722 


820 




27967 


58335 


A 


28137 


1 


624 




27968 


58336 


A 


28138 


348 


636 




27969 


58337 


A 


28139 


134 


1131 




27970 


58338 


A 


28140 


1 


1209 




27971 


58339 


A 


28141 


2 


764 


















27973 


58341 


B 


28143 


1 


861 




27974 


58342 


A 


28144 


1 


1599 




27975 


58343 


A 


28145 


119 


593 




27976 


58344 


A 


28146 


1 


573 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27977 


58345 


A 


28147 


163 


593 


G FLEVQTPHPPN LDGPRRAN RN 
TFLWTCHVGIPDLPALPAPASFL 
GTQLTLKKASDGPRTEKVTQD 
LAQPFWTTGRQLRFVLHLSLQQ 
KDLSKCWRGAEVVLGPTRLFL* 
GYSEGVKENGTGGVNK.*AFSM 
CDSKWFNPCLTF 


27978 


58346 


A 


28148 


159 


405 


PRLRVKYTQLC1L*S/CWRERKK 
FHLGKRVELRQGTTLGRVGWP 
KRRLSQGSAGCFPAGLAHSPPH 
LAEAPGSGFCTALFLWL 


27979 


58347 


B 


28149 


123 


1561 




27980 


58348 


A 


28150 


1 


1771 




27981 


58349 


A 


28151 


68 


698 




27982 


58350 


A 


28152 


1 


1260 




27983 


58351 


A 


28153 


57 


302 




27984 


58352 


A 


28154 


1 


245 




27985 


58353 


A 


28155 


5 


422 




27986 


58354 


A 


28156 




1372 




27987 


58355 


A 


28157 


1 


1653 




27988 


58356 


A 


28158 


586 


867 




27989 


58357 


A 


28159 


1 


1410 




27990 


58358 


A 


28160 


1 


1441 


MDIKKGITDISASLRVESGWEA 

RTRKEKTHINTV1IGHVDSGKST 

TTGHLIYKCGGVDKRTIEKFEK 

EAAEMGKCSFKYAWVLDKLK 

AEREHGITIDISLWUCFETSKYY 

VTIIGAPGHRDFI KN\MITG\TSQ 

A\D\CAVL1VAAGVGEFESWYSP 

RNGQTREHALL\AYTLGC*NKL 

IVGV\NKMDST\EPPYS\QKRYE 

EIVKEGSTYIKKAIGYNPSTVAF 

VP\1SGW\NG*QHCLEAKWLTCP 

WFQGDGKVTP*GLAIASWEPRL 

LWRALALQSYPPTRPTDQAPLR 

PASPRMSYQKLGG1VNVATEV 

KSVEMHHEALSEVLPGDN/VGA 

FNVKNVSVKDVRRGNVAGDSK 

NDPPMEAAGFTAQVIILNHPGQ 

ISAGYAPVLDCHTAHIACKFAE 

LKEKIDRRSGKKLEDGPKFLK.S 

GDAAIVDMVPGKPMCVESFSD 

VT>D1 r&T? A\/QT\\Al>r\T\\r &\/t^\n 
irrLUlUAVKUMKyl\VAVUVI 

K\AVDKK\AAGAGKVTK\SAQK 


27991 


58359 


A 


28161 


125 


370 




27992 


58360 


A 


28162 


156 


547 




27993 


58361 


A 


28163 


108 


919 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


27994 


58362 


A 


28164 


1 


712 


LNSEGNSGSGDSISYDAPAGNS 
FLEDCELSRQIGAQLKLLPMND 
Q1RELQTHRDKTASRGDFMFSA 
DRLITLVVEEGLNQLPYKECMV 
TTPTGYKYEGVKFEKGNCGVSI 
M RSGEAMEQGLRDCCRSIR1GK 
ILIQSGGETHRAQVYYAQFPPDI 
YRRKVLLMYPILQTGYNTEFEA 
VKVL*DHGVHPSVIIQLSPFLIP 
HGGQ\SIIQRFPEFPI*PTEVHPV 
A PTHFGQKYFGTD 


27995 


58363 


A 


28165 


' 


606 


G 1RSAMQNTQNLLQMPYGCGE 

QN M VLFA PNI YGL DE\LNETQQ 

LTPEIKSKAIGYLNTGYQRQLN 

YKHYDGSYSTFGERYGRNQGN 

TWLTAFVLKTFAQARAYIFIDE 

AHITQAL1WLSQRQKDNGCFRS 

SGSLLNNAIKVNHSGASFDLS1 

M1SARMRIGSDNVKNSKGKPQ 

RKIKPGWHQKRGDRTKVDCDT 

LSYRDGYG 


27996 


58364 


A 


28166 


1 


4626 




27997 


58365 


A 


28167 


15 


4479 




27998 


58366 


A 


28168 


256 


852 




27999 


58367 


A 


28169 


319 


405 




28000 


58368 


A 


28170 


606 


896 




28001 


58369 


A 


28171 


1 


372 


FRRVACVGSAGD\TAGAEP/RG 
ACATAWVCEMAADISESSGAD 
CKGDPRNSAKLDADYPLRVLY 
CGEYCEYMPDVAKCRQWLEK 
NFPNEFAKLTVENSPKQEAGISE 
GQGTAGEEEEKKKQKRGKT 


28002 


58370 


A 


28172 


1 


731 


LSRGSAAGGRALGRPWGARRV 
AC VG S AGD\TAG AEP/RG AC AT 
AWVCEMAADISESSGADCKGD 
PRNSAKLDADYPLRVLYCGVC 
SLPTEYCEYMPDVAKCRQWLE 
KNFPNEFAKLTVENSPKQEAGI 
SEGQGTAGEEEEKKKQKRGGR 
GQIKQKKKTVPQKVTIAKIPRA 
KKKYVTRVCGLATFEIDLKEAQ 
RFFAQKFSCGASVTGEDEI11QG 
DFTDAII\DVIQEKWPEVG**QPL 
EDLGRK 












2297 




28004 


58372 


A 


28174 


23 


416 




28005 


58373 


A 


28175 


1 


681 




28006 


58374 


A 


28176 


1 


1668 




28007 


58375 


A 


28177 


1 


1587 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=S(op codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28008 


58376 


A 


28178 


250 


687 


AATSLPFRAST1ASANSILRVGV 
MTSIHHFVFSKRVCCNFTSKTY 
FMSQQSSRTCTDGGYQALPFSC 
SSVSPSQQQTQIKSVRPDYLLVE 
PPHHMGPSFFASSGLHYDQ*PH 
HRLHLYWVFSARPWNGDLNPS 
SAHDI*HE*PLHF 


28009 


58377 


C 


28179 


45 


179 




28010 


58378 


A 


28180 


743 


1478 




28011 


58379 


C 


28181 


151 


351 




28012 


58380 


A 


28182 


2 


355 




28013 


58381 


A 


28183 


19 


428 




28014 


58382 


B 


28184 


61 


2118 




28015 


58383 


A 


28185 


1 


1824 




28016 


58384 


A 


28186 


150 


1552 


KNMETEQPEETFPNTETNGEFG 

KRPAEDMEEEQAFKRSRNTDE 

MVELRILLQSKNAGAVIGKGG 

KNIKALRTDYNASVSVPDSSGP 

ERILSISADIETIGE1LKKIIPTLEE 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKG SDFDCELRLLIHQSL 

AGGI1GVKGAKIKELRENTQTTI 

KLFQECCPHSTDRVVLIGGKPD 

RFV\ECIKIILDLISESPIKGR\AQP 

YDPNFYGWKPMDYG\GFTMMF 

DDRRGRPVGFPMRGRGGFDRM 

PPG RGGRPM PPSRRDY DDMSPR 

RGPPPPPPGRGGRSGSRA RNLPL 

PPPPPPRGGDLMAYDRRGRPGD 

RYDGMVGFSADETWDSA1DTW 

SPSEWQMAYEPQGGSGYDYSY 

AGGRGSYGDLGGPI1TTQVTIPK 

DLAGSIIGKGGQRIKQIRHESGA 

SIKIDEPLEGSEDRIITITGTQDQI 

QNAQYLLQNSVKQYSGKFF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28017 


58385 


A 


28187 


221 


1634 


KNMETEQPEETFPNTETNGEFG 

KRPAEDMEEEQAFKRSRNTDE 

MVELRILLQSKNAGAVIGKGG 

KNIKALRTDYNASVSVPDSSGP 

ERILSISADIETIGEILKKIIPTLEE 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKGSDFDCELRLLIHQSL 

AGGIIGVKGAKIKELRENTQTT1 

KLFQECCPHSTDRVVLIGGKPD 

RVVECIKI1LDLISESPIKGRAQP 

Y DPNFYDETYDYGGFTMMFDD 

RRGRPVGFPMRGRGGFDRMPP 

GRGGRPMPPSRRDYDDMSPRR 

GPPPPPPGRGG\RGGSRARN LPL 

PPPPPPRGGDLMAYDRRGRPGD 

R YDGMVG FSADETWDSAIDTW 

SP\SEWQMAYEPQGG\SG\YDYS 

Y/AQGGRGSYGDLGGP1ITTQVT 

IPKDLAG/SLFIGKGGQRMKQ1R 

HESGS/SSIK1DEPL\EGSEDRIITI 

TG\TQDQIQ\NAQYLLQ\NSVKQ 


28018 


58386 


A 


28188 


218 


497 




28019 


58387 


C 


28189 


183 


254 




28020 


58388 


A 


28190 


1 


1056 




28021 


58389 


A 


28191 


825 


933 




28022 


58390 


A 


28192 


1 


201 


LVGHDRQGEHVCFYENYAE1G 
NR* GRN LG LTEVTG A VCE ALR 
QYSPGNLLSLMGVRVSPSESEE 


28023 


58391 


A 


28193 


450 


509 




28024 


58392 


A 


28194 


2 


71 


SLT1PQPLSPFNLGVTLQSLPSLN 
FSSFPFLVENGDAFYLAATLRA 
PGTVAQGSLTPSQIFSA*WRHPS 
ISPFS 


28025 


58393 


A 


28195 


213 


350 


AVSHLCGTPLEIRLFNSPGSHSQ 
SPWNSGPRLSD*LLPRSSGLSG 


28026 


58394 


A 


28196 


372 


782 


LRSADLPWE1NPLSSCSLLHEKD 

PPTSSGPQTDQPKEHLTNFKSE 

KKETRFIRGPKTPAPVMD*GRQ 

PSLGV*PLQGCLSDYSPRFQRC 

QTTQGHLPWSFTLSSKSHFSGG 

RGKSLLQVPEIWPPGQGMPAA 

QDSS 


28027 


58395 


A 


28197 


189 


380 


SLCIFSSASALQQQWQHEGWC 
GQLLPRGHGPNRKLQQQRQWI 
LL*VPEILPLGQGMPAAQDSS 


28028 


58396 


A 


28198 


33 


302 


FRJCALSTKLFCLSTPWCQTHIL 
SYPQYLPLLP1YSVLDLRHAFFT 
IALHPSSQPLFAFT*TDPDTH*A 
QQITWAALPQGFTDSPHYVQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28029 


58397 


A 


28199 




532 


MRVRNREEGNVGKWGERQVD 

QRDAVMRVRCGIWNNVGDR1E 

VRAENNGNCGTQQRVGTTEGA 

GGAESISVRLPRRSGSVSLQLLS 

REDLGRSQSESLGPEFQGLWK 

WLPDESSVWPAPGCLLLYCTH 

VDKEKGRRSLHVEHA*QLKTD 

AARSPRKPDTYTFCSPGSFSCTH 

S/SVESHNYHCSRPGLQSGLPHY 

SRYHT*PS*LH\SLIHLTFTPFPHI 

SFFPVSHPH 


28030 


58398 


A 


28200 


266 


397 


S VHCQRFCRNRVPL VENQI LTG 
ETNILHTCMHTWF*DHVWKVT 


28031 


58399 


A 


28201 


21 


549 


LGPLPFSLSPCCLHCQGKRLCG 

HHEEARRRKNVSIPRKEAGIIHC 

KGHQKVASDP1AQDNAYADKL 

AKKAA S VPTS VPH Gl SQ APPPLP 

THQARYWQ1DFTHMPRVRKLK 

YLLVWVDTFTGWVEAFPTGSK 

KATAVISSLLSDIIPQFSLPTSIHS 

DSRLAFISQ1TQAVSQALGIK 


28032 


58400 


A 


28202 


3 


518 


KRPHPYLPLLTLFSDSAHLHPG 
EINNHVAHTRPVWWSLHTDVH 
EIWCRDSDRGTSLGRSIPCPPVL 
CSVRKIHLQPQVLRPTSPRNISPI 
LNQVSGLFLLSSPTSLTVPQPLS 
PFNLGATLQS/APFS*FQFLSFSG 
RDKGDTF YPWSQN SGACHRLG 
KAAFPWCLI1AGTPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 


28033 


58401 


A 


28203 




1626 


segeakgsitltvctalylk.lt 

lfhktgvfgplrfpvvntlnps 

pfhdgtrelgaseaigqcqssa 

aklrrsgkeseslgpefqglwk 

wlpgssqcfaresleekeslcf 

rpsdpgaepprtavrpitersll 

qgdeyccalgqgvpnpwstdr 

ywnwatlqeigpsscrktssgl 

plilryghvrdlhgssshhrpg 

gpkrnkwfrelglgsaccmrp 

rdl vpc vpa apa v a ergesta 

qavasegaspk.pwqlpggvgp 

vgaqksrievweplpifrrmyg 

kacmsrqkfaagagfswyvpv 

avvgak.vhdvnlhmlsfpsk 

wklhtcmkfgavtqivtslgr 

sscslllekdppmvlrptsprn1 

spisnltketrfirgpktpapvt 

dwegslplvfnhcrdasli1hp 

gfrgvrprrdaclspsplanlin 

LTFKVYNNRKJCLQFLAFTVRQ 
TSAMSPAHKNFQ\SLNLSGQAF 
LQNLLPQELATSARNPATRPRN 
ACSPGFLLSHVPSVRDPTGNWT 
VQI.TWHPLPEPLELWPKAL 


28034 


58402 


A 


28204 


921 


1009 




28035 


58403 


A 


28205 


1 


1005 .._ 




28036 


58404 












28037 


58405 


A 


28207 


1336 


1490 




28038 


58406 


A 


28208 


466 


560 




28039 


58407 


A 


28209 


863 


1672 




28040 


58408 


A 


28210 


1 


876 




28041 


58409 


A 


28211 


133 


746 


SVKMVRYSLDPEN\PMKSCK7S 
QRGSNLRVPFKDHS*KLPQAHQ 
R VCHI RKSPTK Y\LKD VH LTRN 
QCVPIPDRYNG*QLGQVCRRPK 
QMGPGTTKGR\WPQKGVLKFL 
PAHALKTAEM*C*TLRVLDVDS 
LVIEH I\QVNKAP\KM\RRRTYR 
AHGRINPYMSSPCH\IEM\ILTEK 
EQIVPKPEEEVAQKKKIS\QKKL 
KETPTLWHGE 
















28043 


58411 


A 


28213 


1 


2772 




28044 


58412 


A 


28214 


1 


1353 




28045 


58413 


A 


28215 


195 


285 


DIH LL YP VG/RNRGI C RKK * RLR 
S*DY*CWR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28046 


58414 


A 


28216 


23 


561 


CRPRKFYYEEDWLITKLKGQVS 
QESLSEKASSQATLPNQPVEKAI 
IMQLGTLLTFLHELVPTALPSGS 
CVDTL/SKGLVQNVHHTYSPCQ 
NFISRCVRAPEEFQKIWNSW*SC 
LVLI*PPCVILSFLYVQNKSKSL 
NYTGEKKEKPAAVATAMARVL 
RETKPIPNLIFAIEQYEKFLHPPV 


28047 


58415 


A 


28217 


2383 


2651 




28048 


58416 


A 


28218 


125 


1396 




28049 


58417 


A 


28219 


466 


643 




28050 


58418 


A 


28220 


73 


150 




28051 


58419 


C 


28221 


1 


240 




28052 


58420 


A 


28222 


2 


499 




28053 


58421 


A 


28223 


192 


351 




28054 


58422 


B 


28224 


1 


2103 




28055 


58423 


A 


28225 


247 


400 




28056 


58424 


A 


28226 


288 


589 


WCSRRRGWYLLLGFHNYWRSS 

TFLVRCTPSCPGGCCPRYGIYPV 

RSCPRLPGGVSRYGS1HSG/RWC 

SWSPSWSPWLTSVTPRLYVAL 

M*AVVCPVVGKQP 
















28058 


58426 


A 


28228 


1299 


1506 




28059 


58427 


A 


28229 


1250 


1907 




28060 


58428 


A 


28230 


547 


638 


EKRKSNCPCLQMT*LYI*KTPSS 
QPKISLS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28061 


58429 


A 


28231 


488 


2358 


RLSLGHWAAGKQGASDSCEKP 

TQPPSGVLESTTP/CAAPSPPNR 

DSGPCPASSPGLSRPLLSGTAW 

APPPAPPWARVRPPREVWRAD 

LLTPQGGGPATGVSGGEECDSP 

VGGNPG1WKAWGHRRTRVAGI 

GRRGGPGEADKQPLLVILRQTG 

SGVDLQQTPTDLQLRVLTVRR 

NTNKRKGHPHQNPICTSPSSKT 

EGRSMRQKVNKD1QELNSALH 

QVDLIDIYRTLHPKSTEYTFFSA 

PHHTYSN1DHIVGSKALLNKCK 

RTEIVANCLSDHSAIKPELRJKK 

LTQNC STTWKLNNLLLND Y WR 

SKRKTHSKASRRQEITKIRAELK 

EIETQNTLQKINESRSWFFENIN 

KIDRLLERLIKKEREKNQIDAIK 

NDKGD1TTDPTKIQTTIREYYKH 

LYKNKLLNLEEMDKFLDTYTL 

PRLNQEEIESLNRPITGYEIEAII 

NSLPTKKSPGSDGFTAEFYQRY 

KQELVTFLLKLFQSTEKEGILPN 

SFHEASIIL1PKPGRDTTKKENFR 

PISLMNIDAKILNKILANQIQQH1 

K.KL1HHDQLGFIPGMQGLFSTC 

KS1NV1HHINKTKDKNHM1ISID 

AEMASDK1QQPFMLKTLNKLGI 

DGMYLK.11RA1YDK.PTAN11LNG 


28062 


58430 


B 


28232 


1 


2664 




28063 


58431 


A 


28233 


767 


969 


KKRVFNPEFHIQPN*AS*VKEK* 
NPLQTSKC*E1LSPP\ACPKRAPE 
GSTKHGKEQPVPATAKTGQIV 


28064 


58432 


A 


28234 


804 


920 


RD1YSNKCPQEKPEK1*NGHPNI 
TIKRIREARAKTFKS 


28065 


58433 


A 


28235 


786 


935 




28066 


58434 


B 


28236 


3 


1555 




28067 


58435 


A 


28237 


895 


1389 


GELLEVVMTLAWSWGLFLARII 
QTQVFKAFNLFVLILRSSWAFC 
WTHGDELWALVSRKPK*HPGF 
CDHAPSTFPPPGLCP/EPTPPPGA 
VSQYPCPPPSCPWPRWLVLPLP 
VLAGTSSPWKGFSYPPCCFSPF 
HLPARFLHRGNCLSTFDLVVLP 
PLEMPVLALS 


28068 


58436 


A 


28238 


704 


799 


EKRKSNCLCLQMT*LCI*KTPSS 
QPKISLGW 
















28070 


58438 


B 


28240 


1 


1028 




28071 


58439 


A 


28241 


476 


678 




28072 


58440 


B 


28242 


1 


1059 




28073 


58441 


B 


28243 


1 


924 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28074 


58442 


A 


28244 


39 


200 


LPLFLIECPLFPSPA*LPWPGLPT 
LC*IGVVREGIPVLCPFSKGMLP 
VFAHSV 


28075 


58443 


A 


28245 


225 


314 




28076 


58444 


A 


28246 


243 


311 




28077 


58445 


A 


28247 


21 


1593 


RKRTAPAGPRRHPKHCECPNCG 

SGKGRPS/CSQTHPPPGKLKSSP 

*SRKAENSKNQSAFSPPKDHSSS 

PVMEQSWMENDFDELTEVGFR 

SLAETQQQQKEKFRPISLMNID 

VKILNKILANRIQQHIKKLIHHD 

QVGFISGMQGWFNICKSINVIH 

H1NRTNDK.NHMIISIDAEKAFD 

Kl QQPFMLKTLKKLG I DGTYLK 

IIRAIYDKSTASIILNGQKLEAFP 

LKDRTRQGCPLSPLLFN1ALEVL 

ARA1RQEKD1KCIQLGKEKVRL 

SLFAEDMIVYLENPIVSAPNLFK 

L1SNFSKVSGYKINVQKSQVFL 

Y1NNRQRESQIMNEFPFTIARRR 

IKYLGIQLTRDVKDLFKENYKP 

LLKEIKEDTNKWKNMPCSWIG 

RINIMKMAILAKVIYRFNAIPIK 

LPMTFFTELEKTTLKFIWNQK 


28078 


58446 


A 


28248 


129 


239 


FFLTMSMECSSICLCPPLFR*AV 
VCRSP*RGPSHPL 


28079 


58447 


A 


28249 


3 


254 


GTAWAPPPAPPWARVRPP\EKC 
GAPTCSHPREEAPRLASPAGKN 
VTVPWGETQGSGRLGVTGEPE 
LLGLGGAGALARLISSLCW 


28080 


58448 


A 


28250 


80 


517 


GHFLGQQPRPQLHSPAPD\PPAP 
TPTDAEGLPQQQQLPQLEPQPE 
CQGPVEAEARQLKSCMKPVRR 
RPAEEELKTKNMDDNTFAMAE 
HPDVQESVGPLVAPTPLRPWPQ 
MTLQVCWSLLEFHSRPCLPGY 
HQQRLQNSKDCCLFLP 


28081 


58449 


A 


28251 


1 


670 




28082 


58450 


A 


28252 


1450 


1650 


QWISRQKLYKPEESGGQYSTFL 
KKR1FNPEFHIQPN*AS*VKEK* 
NPLQTSKC*EILSPPGLPYKSS 


28083 


58451 


A 


28253 


1010 


1294 


QRFSWQKLYKPEESGGQYSTFL 
KKRIFNPEFHIQPN*AS*VKEK* 
NPLQTSKC*EILSPPGL P YKS\PE 
GSAKHGKEQPIPTTAKTCQIVK 


28084 


58452 


A 


28254 


41 


812 




28085 


58453 


B 


28255 


1 


2957 




28086 


58454 


B 


28256 


650 


3212 




28087 


58455 


A 


28257 


1 


556 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28088 


58456 


A 


28258 


378 


566 


KHSQGILLQVPEIWPLGQGMPA 
SRDSS*AVSHLCGTPLEIGWSNL 
PGSHSQSPWNSGPRLSD 


28089 


58457 


A 


28259 


1 


253 




28090 


58458 


A 


28260 


409 


884 




28091 


58459 


A 


28261 




2256 




28092 


58460 


A 


28262 


118 


302 




28093 


58461 


A 


28263 


558 


659 




28094 


58462 


A 


28264 




400 




28095 


58463 


A 


28265 


308 


433 




28096 


58464 


A 


28266 




711 




28097 


58465 


A 


28267 


559 


657 




28098 


58466 


A 


28268 




400 




28099 


58467 


B 


28269 


232 


498 




28100 


58468 


A 


28270 




2978 




28101 


58469 


B 


28271 


128 


290 




28102 


58470 


A 


28272 




193 


DVNIFIRYGLWCFLSPFGLL*QF 
WRLEVQYQDAADSMSGGDPLS 
HS 


28103 


58471 


B 


28273 


125 


197 




28104 


58472 


A 


28274 




1776 




28105 


58473 


A 


28275 


19 


223 


GFPNRTAI.PKNGNKNGGFASM 
VRGCLERAET*GCPNGMPQGE 
RLS RFGLRTETTGTVTFRLHCL 
QQSR 


28106 


58474 


A 


28276 




334 




28107 


58475 


A 


28277 


2 


1698 




28108 


58476 


B 


28278 


1 


1281 




28109 


58477 


A 


28279 


198 


532 


N SLFLLCLCQ AL V SG * CWPHK 
MS*GGFPLFLLTGIVS/GRNGTS 
SSLYLW*NSAVNPSGPGLFLVS 
RLLTIASI SEPVIGLFRDSTSSWF 
SLGRVYVSRNLSISSRFSSLFA 


28110 


58478 


A 


28280 


3 


610 


TDFCFCFWLPGLSVLFLSFFLSF 
FLSFFLSFFLSLSFSFSLSLFLFLS 
VSLSFLPSFLFLSLSLSLFLSLFS 
LL/Y CLSFLSLFSFFLFLLSFSLSS 
SLLFSSLLFSSLLFSSLLFLLLLL 
LSLSLLFFLSFLFSESVLWEGSV 
AGLQTPALSSALNRAVLPVSCS 
MIDQLCDPGKYFISLCLFLHLR 
VRTCGVWFSVLVIVC 


28111 


58479 


A 


28281 


203 


470 


QAKSVWKKILSFRPLHRMSDG 
IFWLCFYISMHLCWLVLYWAV 
WFKLQTTRLSRWLTDSLPVSY 
GYCQGMNEGCSSQFKTVFPTLF 


28112 


58480 


A 


28282 


164 


338 


GGGGVHVYQTS/GDIRKKEISK 
EISKG/LTKTPRLLVMSPSSCSR 
RG1WPNPDTCPLLLL 


28113 


58481 


C 


28283 


1 


603 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28114 


58482 


A 


28284 


179 


445 


QLSGLASGMRESRDVLGLRFTP 
LLLW1VHSRAWALVESAVMST 
WECWVGDERGTGVKLAGAHT 
ELPTGPGV*YSPPCVHVFSLFNS 
HL 


28115 


58483 


A 


28285 


128 


381 




28116 


58484 


A 


28286 




1392 




28117 


58485 


C 


28287 


1 


3169 




28118 


58486 


A 


28288 


1905 


2449 


AQLPTPAPLPFLGRRWGTWGFP 
GHAFHSWFWYSTVGEGAMGSF 
LALLSFPPLGMK LAI LEDFFG 1 S 
GTAAPLGSSFGSSLRSSLSVTEA 
LLARSL/HFLLILLPLLFLLLFLIA 
FQRTLLVGQCPAKSPLGNALEC 
NLGAAGSRAHGGEHATGGLQL 
LALFEAGQSLQPLTACVPGPRP 
LTCL 


28119 


58487 


A 


28289 


693 


905 


EESIS*KWPYCPSFHNLHPQAY 
KAIPHPASLGKT*YNQDNNNAG 
KLFKANRNPALGCQQPVCSKT 
DGFRF 


28120 


58488 


A 


28290 


3 


427 




28121 


58489 


A 


28291 


1 


1195 




28122 


58490 


A 


28292 


158 


779 




28123 


58491 


A 


28293 


227 


378 




28124 


58492 


A 


28294 


1 


621 




28125 


58493 


A 


28295 




35 1 




28126 


58494 


A 


28296 


1 


507 




28127 


58495 


A 


28297 


1 


543 




28128 


58496 


A 


28298 


343 


428 




28129 


58497 


A 


28299 


785 


1178 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJn known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28130 


58498 


A 


28300 


842 


2592 


IREEVESLKRP1TSSDIEAVINSL 
SIKKKVQYQTDSQPNSTRGENL 
GNTIQDTGMGKDFITKTPKAM 
ATKAKIDKWDL1KLKSFCTAKE 
TIIRVNRQPTEWEKIFEIYPSNK 
GL1SRIYKELKQ1YKKK.TNDPIK 
KWAKDMNRHFSKEDIYAAKK 
H/DEKMLIITGTWMKLETIILSK 
LTQEQKTKHRMFSLLIPDDGNS 
LTRRMLLIGISVKTPVGTGA1PG 
PVGGTTAAGAYGRKEKALSNC 
DSILALALAKMSENQMSMESFF 
EKGKDPMRRQQKTLTLTKKKN 
AFKRKYQESYLNYGFIATVRAS 
FLVANCIVKAKKPFTIGEELILP 
A A KDIC YELLGEAA VQK VPH V 
PLPVSTITRPIDEIAEDIEAQFLE 
PJNESLWYTIQIDKSTIADNKAT 
MLVFVQYIFQEDVHEDVFFQES 
LRATSQPLKTPQTGKEWVHDPF 
VDKPSESTLSMLEEDQLLE1AN 
DGSLKSMFEKTSNLHIVCIKVK 
AEYPEIATKALRRLLAFPWVAA 
VDRECQWGSRDVFMRRLLDPK 
AGFSLLGVGNCHCLRTLEFVGL 
SMSSLCGAMLLCGLRAAPYISL 
RDHKGQGTLL 


28131 


58499 


A 


28301 


1 


1662 




28132 


58500 


A 


28302 


2 


406 


CWWDCKLVQPLWKSVWRFLR 
DLELEIPFDPA1LLLGIYPKDYKS 
CCYKD1CT/RVCVPAALFTIANT 
WNQPKCTSM1DWVKKMWHIY 

1 Mb i I vA.AlNJs.Ucr MorAu 1 M 

KLETIILSKLTQEQKTKHRMFSL 
YWKS 


28133 


58501 


A 


28303 


1 


1404 




28134 


58502 


A 


28304 


68 


2269 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28135 


58503 


A 


28305 


189 


1890 


MKMASSLAFLLLNFHVSLLLV 

QLLTPCSAQFSVLGPSGPILAM 

VGEDADLPCHLFPTMSAETME 

LKWVSSSLRQVVNVYADGKEV 

EDRQSAPYRGRTSILRDGITAG 

KAALRIHNVTASDSGKYLCYFQ 

DGDFYEKALVELKVAALGSNL 

HVEVKGYEDGGIHLECRSTGW 

YPQPQIQWSNAKGENIPAVEAP 

VVADGVGLYEVAASVIMRGGS 

GEGVSCIIRNSLLGLEKTASISIA 

DPFFRSAQPWIAALAGTLPILLL 

LLAGASYFLWRQQKEITALSSEI 

ESEQEMKEMGYAATEREISLRE 

RKKIQYLTPDVILYPDMANAIL 

LVSEDQRSVQRAEEPHDLPDNP 

ERFEWRYCVLGCESFMSERHY 

WEVEVGDRKEWHIGVCSKNVE 

RKKVWVKMTPENG YWTMG LT 

DGNKYRALTEPRTNLKLPEPPR 

KVGVILDYETGHISFYNATDGS 

nil IrLMAiMtrLirvrKlLlLt 

PTALTVCPIPK/GREFPRFPTLVP 
DH SLE1PLTPGL AN ESGEPQAEV 
TSLLLPAQPGAKGLTLHNSQSE 
PYSYRHTL KHFTDI H S 1 1 P 
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SEQ1D 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28136 


58504 


A 


28306 


172 


1905 


MKMASSLAFLLLNFHVSLFLVQ 

LLTPCSAQFSVLGPSGPILAMV 

GEDADLPCHLFPTMSAETMELR 

WVSSSLRQVVNVYADGICEVED 

RQSAPYRGRTSILRDGITAGKA 

ALRIHNVTASDSGKYLCYFQDG 

DF YEKAL VE LK.V A ALG SDLHIE 

VKGYEDGG1HLECRSTGWYPQ 

PQIK W SDTKG EN 1 P A V E AP V V A 

DGVGLYAVAASVIMRGSSGGG 

VSC11RNSLLGLEKTASISIADPF 

FRSAQPWIAALAGTLPISLLLLA 

GASYFLWRQQKEKIALSRETER 

EREMKEMGYAATEQEISLREKL 

QEELKWRK1QYMARGEKSLAY 

HEWKMALFKPADVILDPDTAN 

AILLVSEDQRSVQRAEEPRDLP 

DNPERFEWRYCVLGCENFTSGR 

HYWEVEVGDRKEWHIGVCSK 

NVERK.K.G WVK.MTPENGYWTM 

GLTDGNKYRALTEPRTNLKLPE 

PPRKVG IFLDYETGEISFYNATD 

GSH1YTFPHASFSEPLYPVFRII.T 

LEPTALT1CPIPKEVRRVPPI/AD 

LVPDHSLETPLDPGA*LMKVGE 

PQAGK*HLCFSLPTLGAEGLPF 


28137 


58505 


A 


28307 


1 


2220 




28138 


58506 


A 


28308 


134 


509 




28139 


58507 


A 


28309 


80 


433 


VKTELVGWGPSRRGWGAQRSP 

AEKMGETPGAAVSR1RLGGRV 

ALRRHVRGEPLRAPDCPLGPDA 

WVPTRGSHFPGFFPREQSLS/W 

GATPPSYRSSEVRSGAESGRPAP 

DSVGSGVQAH 


28140 


58508 


A 


28310 


1 


1066 




28141 


58509 


A 


28311 


77 


273 




28142 


58510 


A 


28312 


1 


415 




28143 


58511 


A 


28313 


11 


257 




28144 


58512 


A 


28314 


1 


654 




28145 


58513 


A 


28315 


2 


671 


PGEFTRAPRVRRRAMGISRDN 

WHKJRRKTGGIRKPYHKKRKYE 

LGRPAANTKIGPRRIHTVRVRG 

GNKK\YRALRLDVGNFSWGSQ 

CCTRKTRIIDVVYNASNNELVR 

TKTLVKNCIVLIDSTPYRQWYE 

SH YA LPLGRKKG AKLTPEEEEI 

LNKKRSKKIQKK.YDERKKNAK 

ISSLLEEQFQQGKLLACIASRPG 

QCGRADGYVLEGKELEFYLRKI 


28146 


58514 


A 


28316 


3 


1259 




28147 


58515 


A 


28317 


1745 


2681 
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NO?' D 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28148 


58516 


A 


28318 


1 


2502 




28149 


58517 


A 


28319 


1097 


1417 




28150 


58518 


A 


28320 




398 


MTAEERDKFPTDQQAIPSMDPH 

WDPDSDHGDWSHKHLLTCVLE 

G LRRIRKKPMN YSMMSTITQG 

KEEN P S A FL K WLRE A L RK YTPL 

SPNSLRGQLILKDTFITQSAADI 

RRKLQKQALGPEQNLEALLNQ 

ATSVFYNRDQEEQAQKEKRLSS 

RSVTIRGILGQSVTRPEAHKGL 

QDIVKHLKAQGLVRKCSSDCN 

TPILGVQKLNGQWRLVQDLGLI 

NKAIIPLYPVVPNPYTLLSQISEE 

AEWFTVLDLKDAFFCIPLHSDS 

QFl.FACEDPTDHTSQLTQTILPH 

GFRDSPYLFGQALAQDLGHFSS 

SGTLALQYVDDLPLATSLEASC 

QQATLDLLNFLANQGYKASRS 

KAQLCLQQRDGQTTLYSNQGA 

PEGKYSSSRMRPRVRNSLQNLK 

AGPSTTPALSLPTGQNLSLYVT 

ETA G I ALG V LTQAHG MNPQPV 

AYLSKK1DVVAKGWPHCLRVV 

VAVAILVSEAIKIIQGKDLTVWT 

THDVNG1LGAKGSLWLSDNCL 

LRYQ A LLLEG P VLQIPMCA ALN 

PATFLPEDGEPIS**PLTLRWPLP 

QLPLNSEASLLLLHQFSYLGMP 

LVGGSSHEPA 


28151 


58519 


A 


28321 


318 


363 




28152 


58520 


A 


28322 


812 


910 


RA1SCCPSHW*KEKPPWRPIRKP 
PLPARWP1H 


28153 


58521 


A 


28323 


1638 


2180 


RSAASLLKSVRPRTHQEEETLD 
TSEH LKEQTADTSSLRTVTLTA 
RVCGFILEVSETKNSPEGTNSG 
H I LTSQ M G L SPI A KRRETS AS AA 
A LVSATIPICRVQGPLRVLGQE 
VFLLLLRLPTAPLPINDKPP/PN/ 
TPLPRRKQAKKSPKDHKNPWAI 
GYVPFKQ*GEGNLA*PGYMSPS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28154 


58522 


A 


28324 


350 


1563 


FLY1QLYPTPITCSLKYQRKQNG 
SLFWTSRMPSSVFPCTLTPSFSL 
PLRIP/PDHTSQLTWTVLPPGFR 
DSPPLFGQALAQDLGHFSSPGT 
LVLQYVDDLLLATSSEASCQQA 
TLDLLNFLANQGYKVSRSKAQ 
LCLQQVKYLGLILAK.GTRALIK 
ERIQPILAYPCPKTLKQLRGFLG 
1TGFCQLW1PGYSEIARPLYTLIK 
DTQRANTHLVEWESEAETAFK 
TLKQALVQAPGLSLPTGQNFSL 
YVTERAGIALGVLTQTRGTTPQ 
PVAHLSKETDVVAKGWPHCLR 
VVAAVAVLVSEAIK1IQGKDLIV 
WTTHEVNGILGEKEVYGYQTN 
AYLDTRRSALRDWCFKYARPV 
AAILLLLAFGPCIFNLPVKFVSS 
R1EAIKLQMVLQMDPQ1SSTNN 
FYRGPLD 


28155 


58523 


A 


28325 


830 


1143 




28156 


58524 


A 


28326 


234 


510 


PWQSLP* VAQKVPKDHRSLPLE 
P*TRSLNNS*QHWWLCPPARAP 
STCSTSCPARDGPPPPSPAPHGP 
RNTSVPGVHSRPGSPPP\PPRTPP 
VS 


28157 


58525 


A 


28327 


2 


816 




28158 


58526 


A 


28328 


1 


1311 




28159 


58527 


A 


28329 


764 


937 




28160 


58528 


A 


28330 


1 


1389 




28161 


58529 


A 


28331 


1 


484 




28162 


58530 


A 


28332 


72 


299 




28163 


58531 


A 


28333 


737 


847 




28164 


58532 


A 


28334 


1 


2072 




28165 


58533 


A 


28335 


68 


223 




28166 


58534 


A 


28336 


468 


596 




28167 


58535 


A 


28337 


358 


661 




28168 


58536 


A 


28338 


72 


300 




28169 


58537 


A 


28339 


65 


244 




28170 


58538 


A 


28340 


2 


584 


GKSRRMFPAQEEADRTVFVGN 
LEARVREE1 L YELFLQFLIVAGPL 
TKVT1CKDREGKPKSFGFVCFK 
HPESVSYAIALLNGIRLYGRPIN 
VQYRFGSSRSSEPANQSFESCV 
K1NSHNYRNEEMVVGRSSFPM 
QYFPINNTSLPQEYFLFQKMQR 
HVYNPVLQLPYYEMTAPLPNS 
ASVSSSLNHVPDLEAGPSS 
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SEQ1D 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28171 


58539 


A 


28341 


2 


367 


MTMHYE1PVRTRRSKGTT*LPQ 
NA/SVNNMPH*TGAI*ADISMTN 
YARIERNHLGRGNSNSKDPKLR 
ESSEHLRKLK.TRVVNEQTRLGL 
IMETF VGRGGE APF Y FQCDKHL 
SRSFQGLGLICL 


28172 


58540 


A 


28342 


98 


387 


RKQPPKVLQ WLLL AF* SH RSW 
LSSPWPSDLWRPWAGGACARL 
LLQQPRDSASLKERQQPQSGAY 
R*NSHLPGTEHLGEGVAVCAAS 
ADLNVTACWL 


28173 


58541 


A 


28344 




269 




28174 


58542 


A 


28345 


240 


483 




28175 


58543 


A 


28346 




1174 




28176 


58544 


A 


28347 


59 


310 




28177 


58545 


A 


28348 


2423 


3104 


FFSLFFFISLASGLSILLILSKNQL 
LDSLIF*RVFCVSISFSSALILVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLL*AFSA1NFPLHTA 
LNASQRFWYVVSLFSLVSKNIFI 
SAFISLCTQ*SFRSRLFSFHVVER 
L*VRF/CNPEF*FDCTVV/WRDS 
LL*FLFFYIC*GELYFQLCGQFW 
NRCGVVLKKMYILLIWGGEFC 
RCLLGLLGAELSSIPGYSC 


28178 


58546 


A 


28349 


2006 


2830 


FFSLFFFISLASGLSILLILSKNQL 
LDSLIF*RVFCVSISFSSALILVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSISDLSCFPLWAFSAINFPLHT 
ALSASQRFWYVVSLFSLVSKNI 
FISAFISLCTQ* SFRSRLFSFH VV 
ERL*VRF/CNPEF*FDCTVV\WR 
♦FVIISVLLHLLRRALLPTMWSI 
LE*VWCGAEKNVYSVDLGWR 
VL*MSIRSAWCRAEFNSWVSLL 
TFCLVDLSFSLAALNIFSFISTLV 
NLTIMCLGVALLEEYLCGVLCI 


28179 


58547 


B 


28350 


1 


3135 




28180 


58548 


A 


28351 


3506 


4187 


FFSLFFFISLASGLSILLILSKNQL 
LDSLIF*RVFCVSISFSSALILVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLL*AFSAINFPLHTA 
LNASQRFWYVVSLFSLVSKNIFI 
SAF1SLCTQ*SFRSRLFSFHVVER 
L*VRF/CNPEF*FDCTVV/WRDS 
LL*FLFFYIC*GELYFQVCGQFW 
NRCGVVLKKMYILLIWGGEFC 
RCLLGLLGAELSSIPGYPC 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28181 


58549 


A 


28352 


2150 


2831 


FFSLFFFISLASGLSILLILSKNQL 

LDSLIF*RVFCVSISFSSALILVIS 

CLLLAFECVCSCFSSSFNCDVR 

VSILDLSCFLL*AFSAINFPLHTA 

LNASQRFWYVVSLFSLVSKNIFI 

SAFISLCTQ*SFRSRLFSFHVVER 

L*VRF/CNPEF*FDCTVV/WRDS 

LL*FLFFYIC*GELYFPVCGQFW 

NRCGVVLKKMYILLIWGGEFC 

RCLLGLLGAELSSIPGYPC 


28182 


58550 


A 


28353 




3531 




28183 


58551 


A 


28354 


1 


3126 




28184 


58552 


A 


28355 


2357 


3083 


FFSLFFFIILASGLSILLIPSKNQL 
LDSLIF*RVFCVSISFSSALILVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLLWAFSAINFPLHT 
ALNASQIFWYVVSLFSLVSKNIF 
ISAFISLCTQ*SFRSRLFSFHVVE 
RF*VRF/CNPEF*FDCTVV/WRD 
SLL*FLFFYIC*GELYFQVCGQF 
WNRCGVVLKKMYILLIWSGEF 
CRCLLGLLGAELSS1PGYPC*FF 
VLLICLMLTVGC 


28185 


58553 


A 


28356 


6412 


7092 


FFSLFFFISLASGLSILLILSKNQL 
LDSLSF*RVFCVSISFSSALILV1S 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLLWAFSAINFPLHT 
ALNVSQRFWYVVSLFSLVSKNI 
FISAF1SLCTQ*TFRSRLFSFHVV 
ERL*VRF/CNPEF*FDCTVV/WR 
DSLL*FVFFYIC*GELYFQLCGQ 
FWNRCGVVLKKMY1LLIWGGE 
FCRCLLGLLGAELSSIPGYPC 


28186 


58554 


A 


28357 


1 


2019 




28187 


58555 


A 


28358 


1 


1263 




28188 


58556 


A 


28359 


77 


304 




28189 


58557 


A 


28360 


1 


756 




28190 


58558 


A 


28361 


1 


369 


QQRTLLASNEAFKSQAKSASQP 
A SK YMKENDQLKKGVAA VDGG 
KLDVGNAEVKLEEENRSLKAD 
LQKLKDELASTK.QKLEKAENQ 
VLAMRKQ/SPEGLTKEYDRLLE 
EHAKLQAAVDGPMDKKEE 


28191 


58559 


A 


28362 


879 


1156 




28192 


58560 


A 


28363 


54 


407 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28193 


58561 


A 


28364 


620 


1246 


GSTWHGWDGSRCRSQNRWSC 

MTKRSSQPSSLS*SRSRRRWMS 

SSPNW*KTGPESSMSRMSSAG* 

SAASSRSCATRWTRRRPAAWR 

G*GVTPVAWWPPWTCSWSRPR 

EPGSG WPKPS VC WN SSEMRTT 

MSSSGSSTPWPPVSRRRPWTER 

RLG SVRGDRLRERSRPA VNRTP 

RMSRVPSGAPRGTPSRRWWM 

MKCWDHQMRGLVEEEVG 


28194 


58562 


A 


28365 


86 


402 


KGWWCRKKGWNWKRSWFLT 
FLQGLLEGPHPPSPTPAPRRTT* 
SLYSAPSRMVQVLLDDLHKWF 
LYSCLVSA1S1GIKFPLKIHISPGS 
GVLEARETMSHFKEAAL 


28195 


58563 


A 


28366 


54 


353 




28196 


58564 


A 


28367 


66 


352 




28197 


58565 


A 


28368 


442 


700 


HWNK.VPAENPHLPWVRCSPPT 
PLGKPKPCSSWNRRSGTDVSGT 
GLSESGSSWPSGSCNGVTGTDA 
YGP\GYVKSGSFPGPRVRGTV 


28198 


58566 


A 


28369 


1205 


1722 


WTDFRS1GLMALAGSVLELSAR 
SKDATPDPPRGLGKFPPRLPQA 
PRLLGSQRLLSTLCSTLSGRGG 
KNTSRLSFSPSGSVKGRVRDVK 
EPGPIRAHRTAFFPNASS\GSEG 
R*SPSVVAWRGFR/CVGVWRFP 
T VG V WH APPRCTR* SPI TG S AP 
LSVWSPPACTGSPTCTAGA 


28199 


58567 


B 


28370 


163 


387 




28200 


58568 


B 


28371 


112 


419 




28201 


58569 


A 


28372 


1 


1902 


MSRJAWfCLLWKLIQGYLGQPA 
GTARRHPGIGIFKSPPGDFTCNG 
LIAVIKNQSDNQRGMSPGSWSP 
GRENNPTLVEVLEGVVRLPETV 
HTAVRYTSIELVGEMSEVVDRN 
PQFLDPVLGYLMKGLCEKPLAS 
AAAKAIHNICSVCRDHMAQHF 
NGLLEIARSLDSFLLSPEAAVGL 
LKGTALVLARLPLDKITECLSEL 
CSVQVMALKKVFVGATSRRVA 
KLFREGLKAHGNSFETSGEAER 
CCTWRPKEMTCVE 


28202 


58570 


A 


28373 




2019 
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SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28203 


58571 


A 


28374 


2 


1455 


SAAVAARSPQPQRPSATLGPGP 
QRRPPSAAPTPAWAAAAAPGS 
RRRRPLPARPLWAPARGAAAA 
GPAEAPMLARRKPVRAALTINP 
\TIAEGPSP\TSEGASEANLG\DL 
QKKLEELE\LDEQ\QKKRLEAFL 
TQKA/RRVGELKDDDFERISE\L 
G AGNG\G V VTKSP AQDPSGLIM 
\ARKLIH\LEIQAGASGNQI1PR/D 
LQVLHDGTWPTMGG\FYGAFY 
SDGEUSICIEHMDGGSLYDQVLK 
E\AKRIPEEI\LGKVSHRSFSGGL 
AYLREKHQIMH\RDVKPS\NILV 
\NSRGE1KLCDFGVSGQLIDSM\ 
ANSFVG\TRCYM\APERLQG\TH 
YSVQSDIYWSMGLSLVELAVGR 
NAPIPPRDAEELEAIFGRPVVDG 
EEGEPHS1SPRPRPPGRPVSGHG 
MDSRPAMA1FELLDYIVNEPP\P 
KLPNGVFTPDFQE\FVNKCLIKN 
P\AERADLKMLTNHTFIKRSEG\ 
EE VDF AG WLCKTPAG * TKPGTP 
\TRTAV 


28204 


58572 


A 


28375 


229 


257 


VSLSASPLVSLAGRSPSRPLGRG 
CQSLDGYGVGWQAQSPGADE 
GNRSFT*PELADKNVPNLHVM 
KAMQSLKSRGYVKERLPSSAP 
GDCACHPTP 


28205 


58573 


A 


28376 


3 


397 


MFNLRGKRLS/GNGRVFSLQAP 
KQQK*PGGTEDS/YDASGPPPKF 
LIKE1KLGVPRFFPIRGV*NPGPG 
KNFGGPFKKT*FCWARVPKM* 
FFKGGPSSSSPAVSLFNAKESSPI 
LLRWMTTSTTKSAYKLEFGC 


28206 


58574 


A 


28377 


1 


367 




28207 


58575 


A 


28378 


1 


1001 


MSWEMEQDEVYKEMSINHKN 

EGTRVEKPNRYRIIHIQPDAINH 

VSRKKDVPSASGAGHSRSSTGS 

RPGVRRLWPLLLRSAPSGPLNN 

AVPAPGKGPGRWGGSPSLSRSG 

GKASTRVAPGLSAHSQAASGV 

PEPAEPQHQRTKASGSRRRSLR 

VVPEAPKPRTRTAREGKGAGA 

G HTGG AQEQRRRRRWACRGLR 

GRPGAVSPGGAEAINQLASEHC 

GNPAAALHRCIASLPRNLLVW 

AGRMLM PKKNRI AI YELLFKEE 

VTVVKKDVHMPKHLELADKNS 

RGYYVKEQFAWRHVYWYLTN 

ED/MPVSP*LPSSAPGDCACHPT 

PQPSRDWQASV 



3700 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28208 


58576 


A 


28379 


1 


1827 




28209 


58577 


A 


28380 


520 


680 


AEACQSLDGYGVGWQAQSPG 
ADEGNHGDTGYPHW*GTSRNV 
SRQTVQTRSLGT 


28210 


58578 


A 


28381 


168 


378 




28211 


58579 


A 


28382 


1 


900 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPLIVQQCLLFLRILP\L 
FADKVPKTAENFRALSTvGEKG 
FGL*GVPCFHRIIPGFMCQGGDF 
TRHNGT\GGKSI\YGEKFEDENFI 
LKHTG\PG\ILSMAKCWDPTQN 
GSQFFNLALAKTEWLGWASHV 
GVLAK*KKGMNIVEAMERFGS 
RNGKTSKM1TTADCGQLR1KFD 
LVFYLNHQDHSFWKPQGEHPS 
NPFARRILRILWLSLAVPFWVPC 
FPCSLPCLAGLQS 


28212 


58580 


A 


28383 


393 


683 


H AKDG MEQRGNNECPKVG KQ 
VTLQHSDPEDRKTSTRCGENLY 
MSSDPTSWSSAIQSWYDEILDF 
VYGVGPKSPNIVLLVII*IIERIPR 
TNKEHLVPV 


28213 


58581 


A 


28384 


119 


193 




28214 


58582 


A 


28385 




567 




28215 


58583 


A 


28386 


957 


1145 


EQNLLIYLVS1VQDCMDKGCI1* 
LRHTSGNCMYVSDKFDFKEQCI 
FSPRSSQKSLSGNDLQK 


28216 


58584 


A 


28387 


153 


2257 




28217 


58585 


A 


28388 


369 


539 


KKPARRRHLFTLLCCVFSPKLC 
TAGGPMRRTFKSYDEAGTGLL 
SVADFRTVLRQYSINLSEEEFFH 
ILEYYDKTLSSKISYNDFLRAFL 
Q*TPKL 


28218 


58586 


A 


28389 


3 


1364 




28219 


58587 


A 


28390 


1 


996 




28220 


58588 


A 


28391 


296 


549 


ETSSSVTVSDP\EMENKGGQTL\ 
NNSSLMAEAPGTMCRFTLAPH 
V\LAVQGTITDLPDHLLSYDGSE 
NLSRFWYDFTLENSVLCDS 


28221 


58589 


A 


28392 


1 


1065 




28222 


58590 


A 


28393 


412 


428 


W1LPISEPPSNRIFACWGKPAWT 
ACCNSLRARR*RAISCCPSHW* 
KEKPPWRPIRKPPLPARWPDSL 
MQLARQVSRLESGQ 


28223 


58591 


A 


28394 


3 


505 




28224 


58592 


A 


28395 


1 


1201 




28225 


58593 


B 


28396 


518 


1606 




28226 


58594 


A 


28397 


1 


798 




28227 


58595 


A 


28398 


737 


3067 
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NO: 


SEQ ID NO: 
seq^elcc 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28228 


58596 


B 


28399 


133 


239 




28229 


58597 


A 


28400 


3 


376 




28230 


58598 


A 


28401 


1 


1194 




28231 


58599 


A 


28402 


405 


611 




28232 


58600 


A 


28403 


204 


4198 




28233 


58601 


A 


28404 


1 


3346 




28234 


58602 


A 


28405 


824 


1144 


KSQSVQK1TMFTFITQLLLVVEV 

KDSLERLAVEVVFILQKAMYE 

KQAHIYMKSLCPQMVLMLRFI 

QWVQIMPMLKLENLQHLMAR 

WNETVKEKK*DTLLFSMHERN 


28235 


58603 


A 


28406 


359 


517 




28236 


58604 


A 


28407 


68 


487 




28237 


58605 


A 


28408 


2 


154 




28238 


58606 


A 


28409 




297 


RHKDSPPPHQTQEPSWLHPVDP 
APGLQVELPASHAPCARTPQPL 
GGRWDWAPWSRGWCSLGRLG 
PHRSPWSGWEAQA*QW1PHQG 
CRWSCLPVTRRVLALLSPWVV 
DGTG RRG AGGG ARWGGSGRT 
GAHGVGGRLRHSRLQVPSPAL 
LFKYYYCDIFK 


28239 


58607 


A 


28410 


1 


609 


MVFSNLK.GHWLQPIRLDSGSR 

NTAIGCDNQYKPTGVKLQTFA 

VSVTALKAARLGLFVPPGGLV 

VSLGSGVKLQIFASQVVCFDRA 

LIGAFTIPELDTKVLHVPIRLVR 

YRVWTQRFSKAPPDSGAQLASP 

SESHTRAAGGAACQSQCRAPA 

LLSPWVVDGTGRRGAGGGAHR 

GGSGCTGTHGVGGRLRHSGLQ 

VPSSA* VSHPLRGFL/LQPEPPR* 

APPPAPRRPVPSTTQGLRSAGA 

RHWDWQAAPPAALVWDSLGE 

ASWAPESGGALENLCVHTLYL 

TNLMGTWRTFVSSSGIVNAPIS 

ALSKQTTWLAKICSFTPEPRETT 

SPPGGTNNPRRAALRAVTLTAK 

VCSFTPVGLYWLSQPMAVLRE 

PESNLIGWSQWPFRLLKT 


28240 


58608 


A 


28411 


548 


753 


TLL WE* SRL RKKSHLMMTLNH 
STHSITFGLDKHCASYLMGFLYI 
VELLIAQCGSPGATLIQWRMAS 
MD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28241 


58609 


A 


28412 


1 


903 


MAKKIQLTYKCVQNWWVLGL 
TDFKNEAADPRRVKLQTFVVS 
VTALKAARLELFIPPGGFVVSL 
ASGVKLQTFAVSVTAHKGSVD 
PKTRHKGSPSPHQTQEPSWLHP 
VDPAPGLQVELPASPAPCARTP 
QPLGGQWDWVPWSRGRCSSG 
RLGPRSSPRWGAGSGMAGCRS 
RALPHGEAAKAQRKVTAAAGP 
G AKHLTA WG WQGQL ATPS VG 
PAEPTHTQNSHWPASAVCSPSS 
RLRLSLHTYPQAEGAGSGLGQP 
RKGLPQCSSRLKGSSSAAKVGA 
QAEEVPRASEACEG*RAPQVLP 
KWEPRQRRCRERARPARAAST 
LSPLISI 


28242 


58610 


A 


28413 


1 178 


1480 


CRHLIQSHSICLHQWDCHTQHL 
YHPQ* * WNQQQQLHH RCLLQG 
SIHLVFGPQWDPRRRRPLRGTR 
SAMARMD1LRISREYITQEITEA 
ATKRKVLSVPKE 


28243 


58611 


A 


28414 


126 


407 


W1PHRGCRWSCLPVPCRALALL 
SPWVVDGTGRRGAGGGARQG 
GWGSTGAHGVGRRLRHGGLQ 
VPSPAPRESS*GPARNRSQRRRS 
DSSLRERK 


28244 


58612 


A 


28415 


27 . 


363 




28245 


58613 


A 


28416 


1 


576 




28246 


58614 


A 


28417 


813 


923 


YSLIHAAPQQRS*SLSGPHQTY 
DISSYTCQCLKAVG 


28247 


58615 


A 


28418 


511 


1260 


ARHRVLIGVFTIPELDIKVLHVP 

TRLRSPASFTQW1PHWGCRWSC 

LPVPRRVPALLSPWVVDGTGG 

CGAGGGAHRGGWGCTGAHGG 

GGRLRHGGLQVASPAPREGS*G 

PARN*AQSRWAGTAGGPSTPSA 

AAGPGAKPLIAPGRQGNEPCH 

WCGARQAHAHPELQLATSASW 

TRAFRECVSPAWPSCLGAACFH 

CLLIGPFPFSFSSQHLSTSLGHLV 

LLSWHLTSLSVSFRILTRLLRVF 

TGSWGGGAA 


28248 


58616 


A 


28419 


1 


616 




28249 


58617 


A 


28420 


2879 


3022 


















28251 


58619 


A 


28422 


340 


793 




28252 


58620 


A 


28423 


912 


3097 




28253 


58621 


A 


28424 


1300 


1648 




28254 


58622 


A 


28425 


1 


599 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28255 


58623 


A 


28426 


2 


405 


PRVRPLRPPVMVSRDQAHLGPK 
YVGLWDFKSRTDEELSFRAGD 
VFHVARKEEQWWWATLLDEA 
GGAVAQGYVPHNYLAERETVE 
SEPVRDTQAVRHYKIWRRAGGR 
LHLNEAVSFLSLPELVNYHRAQ 
SLSHGLR 


28256 


58624 


A 


28427 


3 


438 




28257 


58625 


A 


28428 


37 


403 




28258 


58626 


B 


28429 


1 


1 176 




28259 


58627 


A 


28430 


2 


2150 




28260 


58628 


A 


28431 


1593 


3025 




28261 


58629 


A 


28432 


322 


2168 




28262 


58630 


A 


28433 


183 


591 




28263 


58631 


A 


28434 


2 


258 




28264 


58632 


C 


28435 


52 


363 




28265 


58633 


A 


28436 


I 


3363 




28266 


58634 


A 


28437 


1 


918 




28267 


58635 


A 


28438 


1 


1422 




28268 


58636 


A 


28439 


3 


10899 




28269 


58637 


A 


28440 


277 


586 




28270 


58638 


A 


28441 


3 


3364 




28271 


58639 


A 


28442 


1 


1851 




28272 


58640 


A 


28444 




253 


CGIEDNNFSLALNPDTDILLS/HS 
GGRGAEAPTMCLKLTVSKRAC 
FEGLE\WQFNLWRNKK**C*DK 
KHKTAGCSIS*VMRSVYR 


28273 


58641 


A 


28445 


1 


950 


MGSSAVQSQLAALAPRVLTGG 

LADVTALLRAPATPGRLVAGA 

RGGWGYVQSCRGAGAAAVKP 

LGSAETAVP1ARLGCRRFSRSRC 

CRRRGRGSLLSFSAAKPIVFKEK 

LTMKTDSLMEEKLECSLWCCL 

SDPSTPGRCCVLERRIVPWMQQ 

LLANIKQAEKHEKNHPEVTVA 

MALTDIDLQLQFSMSQPE/GPPS 

PGSRPS*PPPAAALLWTPAGQA 

CPGPGGAEAADPSRNSTEWLRP 

PHHSSDCLRGLAHIVSQWVSEC 

LLCSPGSPPRSPLWALCWEHWE 

TWPALPEGNQPSPEGLPPCSRS 


28274 


58642 


A 


28446 


3 


213 


LTQHCWTHLVRSSHSRTGSSRL 
HNHQLHQPC A * S* LCQKEH A SR 
GWSEQFNLWRNKK**C*DKKH 
KTAG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28275 


58643 


A 


28447 


142 


772 


LVNVDVDADLVGLCVSHRHTV 
EEQYSTL A LLNHG PQVALKYV 
HMDEVPMPACCLEGQGCLPAL 
CGECKLQGSFILSAPGRQGSQR 
VGPREAQGHIV1GRKLFSTALM 
L1GGQRLEESAA1ESGCMEATP 
QGM AG SPQVGQA KSPS VPN KE 
PIGDF * GG SQD YRGGIQKPID* Q 
CGPVL/SRQSELWCGGRSHSVE 
FLLGSAASAPPGPGQA 


28276 


58644 


A 


28448 




1935 




28277 


58645 


A 


28449 


2 


1571 




28278 


58646 


A 


28450 


2 


301 


PRPFYSK.NFYK.1LSLYSSEFNNS 
FVDAVLG SD\QDSGNEDVFDME 
YTEAEA EELKRM AEVIVFIPE YS 
WSNSVSLFPLCPGAKGPTFSVH 
CRVHFGPFSSH 


28279 


58647 


A 


28451 


1 


1329 




28280 


58648 


A 


28452 


240 


503 




28281 


58649 


A 


28453 


1039 


1896 




28282 


58650 


A 


28454 


1 


2397 




28283 


58651 


A 


28455 


1 


401 1 




28284 


58652 


A 


28456 


3 


1088 




28285 


58653 


A 


28457 


1 


4878 




28286 


58654 


A 


28458 


1 


174 




28287 


58655 


A 


28459 


3 


161 




28288 


58656 


A 


28460 


992 


1 102 




28289 


58657 


A 


28461 


1024 


1279 


CGHLVSDWSTVVNLAVRRLFV 
GFPQGCQLVHIW*M/PLDAGPE 
HNSLKGFLVPLFPLAATPRAPG 
TPAQGSLTDSFPDLLGLAAED 


28290 


58658 


A 


28462 


3 


278 


HEAAMSMLRLQKRLASSVLRC 
GKKKVWVRPL*TNEIANANSR 
QQIRKLIKDGLIURTPVTAHSWP 
SCRTOTLSRRMGHS*SLRTLLD 
PVNM*GLLNASWITKC*LLDPV 
NM 


28291 


58659 


A 


28463 


1 


1043 




28292 


58660 


A 


28464 


185 


804 


VTSGCGKKKVWLDPNET\NEI\ 
ANANS\RQQIPEASSKMGLIIRK 
P\VTV\HSRA\RCPVKTPLARRG 
RGRATWGIR*GGKGYKPNARN 
AQRKFTW\MRENGGL*TRGCL 
RKIPVNPKKDRIANMYNHSLLPE 
G *RGN VFKNKADFS WEHIHKL 

CuKl^Krrv^lvAr WL I OjA Or AO 

S*DPRKPRKRR*RAPPRPKKEEI 
HQRLFSKE\EETKK 


28293 


58661 


A 


28465 


221 


350 


GPSSFRLPTLSSLHVSHGREET* 
HSLET*RDAVSLRIFKSLSV 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28294 


58662 


A 


28466 


598 


1921 


TP I HNCFKENK 1 PRNPTY KGCEG 

PLQG ELQTTAQGNKRG YKQME 

EHSMLMGRKNQYRENGHTAQ 

GNLQIVHA1PIKLPMTFFTELEKT 

TSKF1WNQKRARITKS1LSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYLYQNRDIDQWNRTEPSEMT 

PHTYNYLIFDKPEKNKQWGKD 

SLFNK WC WEN WLA1CRKLKLD 

PFLTP YTK.IN SRW I KDLN V RPKT 

IK.TLEENLGITIQDIGMGKDFMS 

KTPKAMA TKDK1DKWDLIKLK 

SFCTAKETT1RVNRQPKKWEKI 

FATYSSDKGL1SRIYNELKQIYK 

KKTNNPIKKWAKDMNRHFSKE 

DIYAAKKHMKKCSSSLAIREM 

QIKTTM RYHLTPVRMAI IQKSG 

NNRCWRGCGEIGTLLHCWWD 

CKLVPHILTHRWELNNEITWTQ 

EGEYHTLGTVVGWGEGGG1AL 

GD1PNAR 


28295 


58663 


A 


28467 


1 


1863 




28296 


58664 


A 


28468 


2 


1308 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=po5sible nucleotide 
deletion, \=possible nucleotide insertion) 


28297 


58665 


A 


28469 


1 


1901 


MPESPTPLLGRD1LAKAGAI1HL 

NIG EGTPVCCPLLK EG INPEVW 

ATEGQYGRAKNAHPVQVKLK 

DSA SFPYQRQYPLRPEAQQGLQ 

KIVKDLKVQGLVKTCNSPCDTP 

ILGVQKPNGQWRLVQDLR1IDE 

AIVPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFCIPVHPESQF 

LFAFEDPS1 PMSQLTWTVLPQG 

FRDSPHLFH HTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQKAQLCS 

QQVKYLGVKJLSKGTRALNNEE 

Q1EHNCQQV1AQTYATRGDLLE 

VPLTDPNLSLYTDGSSFVEKGL 

QKGGYAVVSDNGILERNPLTPG 

TSAQL VEL I ALPRALELGEGKR 

GSSESICFLSFLVPPMTIYTEQDL 

YN H VVPKPRNKRVPILTFV VGA 

GGLGGLGTG1GGITTSTQFYYK 

LSQELMGDMEWVADSLVTLQD 

QLNSLVAVVLQNRRALDLLTA 

KRGGTCLFLGEECCYYVNQSG1 

VTEKVKE1RDQIQRRAEELQNT 

GPWGLVSQWMPWILPFLGPLA 

AI1LLFLFGPCIFNLLVKFVSSKI 

EA VKLQ1 1 LQMEPQMQSMT/KI 

YHGPLDQPASPCSDVND1KGTP 

PEEISTAQHLLCPNSAGSS 


28298 


58666 


A 


28470 


1 


432 




28299 


58667 


A 


28471 


1 


4314 




28300 


58668 


A 


28472 


1 


330 




28301 


58669 


A 


28473 


1 


1425 




28302 


58670 


A 


28474 


3 


1110 


NEEQ1EHNCQQVIAQTYATRGD 

LLEVPLTDPNLSLYTDGSSFVE 

KG LQKGG Y A V VSDNG I LERNP 

LTPGTSAQLVELIALPRALELGE 

GKRGSSESICFLSFLVPPMTIYT 

EQDLYNHVVPKPRNKRVPILTF 

VVGAGGLGGLGTG1GGITTSTQ 

FYYKLSQELNGDMEWVADSLV 

TLQDQLNSLVAVVLQNRRALD 

LLTAKRGGTCLFLGEECCYYV 

NQSGIVTEKVKEIRDQIQRRAEE 

LQNTGPWGLVSQWMPWILPFL 

GPLAAIILLFLFGPCIFNLLVKFV 

S SKIE A VKLQI ILQMEPQMQSM 

TK1YRGSLDQPASPCSDVNDIEG 

TPPEEISNAQPLLCPN*AGSSWS 

SRRPTSPTALGFSC 


28303 


58671 


B 


28475 


1 


1989 
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SEQ ID NO: 


hid 


SEQ ID NO: 




Nucleotide location oflast 




NO: 


of peptide 




in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


28304 


58672 


A 


28476 


1 


1280 


MGN1TADNSSMSCT1DHTIHQT 














LAPVVYVTVLVVGFPANCLSL 














YFGYLQIKARNELGVYLCNLTV 














ADLFYICSLPFWLQYVLQHDN 














WSHGDLSCQVCGILLYEN1YIS 














VGFLCCISVDRYLAVAHPFRFH 














QFRTLKAAVGVSVVIWAKELL 














TSIYFLMHEEVIEDENQHRVCF 














EHYP1QAWQRAFNYYRFLVGFL 














FPICLLLASYQGILRAVRRSHGT 














QKSRK.DQIQRLVLSTVVIFLACF 














LP YH VL LL VRR Y WE ASC DF AK 














GVFNAYHFSLLLTSFNCVADPV 














LYCFV SETTHRDL ARLRG AC LA 














FLTCSRTGRAREAYPLGAPEAS 














GKSGAQEEEVTKFEGGRNGHT 














AKKSPCNSVQDFTGIKAVKLQI 














VLQMEPQMQS\KLK1YSRPLDR 














PASPCSD VND1 EGTPPEE1 STAQ 


28305 


58673 


A 


28477 


1 


717 




28306 


58674 


A 


28478 


2 


409 




28307 


58675 


A 


28479 


1 


675 




28308 


58676 


A 


28480 


227 


399 




28309 


58677 


A 


28481 


332 


436 




28310 


58678 


A 


28482 


980 


1399 




28311 


58679 


A 


28483 


132 


218 


R1NLMHFRN*TSQQALSLSYNL 














FLMQRH 


28312 


58680 


A 


28484 


1 


34 




28313 


58681 


A 


28485 


985 


1170 




28314 


58682 


A 


28486 


1 


1203 




28315 


58683 


A 


28487 


505 


716 


REPCPVSQREVWRPGCLD/HCP 














RQSGSLGETLRGTAE\QPWPHS 














QVLSNLRVLQLPLISLPSLRRRA 














LFPAA 


28316 


58684 


A 


28488 


1 


998 




28317 


58685 


A 


28489 


477 


955 


TPIHNG FKENK IPRNPTYKGCE 














GPLQGELQTTAEGNKRGYKQM 














EEHSMLMGRKNQYRENGHTA 














QGNLQVQCHPHQATNDFLHRI 














GK.NYFKVHMEPKKSPHRQVNP 














KPKEQSWRHHTT*LQ/YYTTRL 














Q*PK*HGTGTKTEI*INGTEQSP 














QK*CRISTTI 


28318 


58686 


A 


28490 


37 


430 




28319 


58687 


A 


28491 


507 


829 




28320 


58688 


A 


28492 


643 


945 


CALLHSLPQHCVQHPYRSYTHR 














MASCRWKWGHCHSGIKMYSIP 














WYSTPMEGKALGDAHPQ1AHS 














H*GAAFL*ALY*EKS*SMANRL 














WYSRL*PLAGDGRRE 


28321 


58689 


A 


28493 


1092 


1346 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ II) NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28322 


58690 


A 


28494 


173 


527 




28323 


58691 


A 


28496 


566 


895 




28324 


58692 


A 


28497 


76 


302 


K.GNLSPSVPSPALPCSLKYPFYD 
HRTKFTLTTQPFSHTLAQKENQ 
SPLKHMGKKRLQNIFLP1RP*DQ 
TPWLERS 


28325 


58693 


A 


28498 


921 


1008 




28326 


58694 


B 


28499 


1 


2169 




28327 


58695 


A 


28500 


455 


523 


YPLYHFLLHLFDSSLFSSLLVLL 
V VY*FC* SFQKTSS WIHYFFEGF 
FVSLFPSVLL*F*IF 


28328 


58696 


A 


28501 


876 


1061 


LLPQFQSLLLVYSE1QLLPGLVL 
GGCMCRGIYPFLLDFLVYLHRG 
VYSIL*W*FVFLWDWW 


28329 


58697 


A 


28502 


74 


445 


IALI1LRYVPSIPRLLRVFSMKSC 
♦ILSKAFSASIEIIMWFLSLVLFIC 
WITFIDLHMLNQPCIPGMKPT*L 
WWISFLMCC*IWFASILLRIFTS 
MFIRDIGLKESFFVVSLPGFG1K 
MMLAS 


28330 


58698 


A 


28503 


1 


957 




28331 


58699 


A 


28504 


41 


412 


IAL11LRYIPSIPSLLRVFSMKGC* 
ILSEAISASIEIIMWFLSLVLFI*W 
ITFIDLHVLNKPCIPGMKPS* S W 
WISFLMCCW1WFASILLR1FASM 
FIRD1GLKFSFFVVSLPGFGIRM 
ML AS 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28332 


58700 


A 


28505 


1 


1699 


MDEFLDTYTLPRLNQEEIESLN 
RPITSSEIEAVINSLPTKKCPGPD 
GFTAEFYQRYKEELVPILLKLIQ 
TIEKEGLLPNSFYEATNILIPKPG 
RDTTKKENFRPISLMNIN AKI LN 
E1LAJESS1KKLIHHDQDSFIPGM 
QGWFNICKSINVIHHINRINNKN 
HMIISVNAEKAFDKIRHLFMLK 
TLIKLGIDETSLKTVRAIYDKPT 
AN1ILNGQKLEAFPLKTGIRQGC 
LLSSLLFNIVLEVLARAIRQEKEI 
KD1QIGREEVKLSLFADDMIVY 
FKNPIVSAQNLLKLIGNFSKVSG 
YKINVQKLQAFLYTNNRQTESQ 
IVSELPFTIAAKRIKYLGIQLTRD 
VKYLFKENYKPLHKEIIEDTNK 
WKNIPCSWIGRINIMKMAILPK 
VIYRFNASPIKLLLNFFTELEKN 
CLNFIWNQKRAHIAKTILSKKN 
KAGG1TLPDFKLYYKSTVTKTT 
WYWYQNRYIDQWNRTEASEIT 
PHIYNHLIFDESDKNNQWGKDS 
LHNKWY WENWLAICRKLKLD 
SFLTH YTKINSRWI KDLN AGSKI 
QY\HADRTKSRERRAIASSYVSS 


28333 


58701 


A 


28506 


2 


1689 


WRAWGRGATRRSSCHRQSAPS 

LSRVGRSSQ1RSALSAASGLWR 

RKPASAKFGRPRTGSLHLPVK* 

KAFVSLQESSA*MNLRQ*PE*D 

WISWIN*QNFGN/CQGSTLKIPV 

VERKILDLYALSKEHSFSPATEQ 

SWTENDFDELREEGFRRSDFSE 

LKEEVRTHRKEAKNL VKRLDK 

WLNRITSVEKSLNDLMELKTM 

AREQLRDECTSFSSQFDHLEER 

KYKLPSENKHLYANKLENLEE 

MDKFLETYTLPRLNQEEVESLN 

RPITGSEIEAIINSLPTKNSPGPD 

RFTAKFYQMYKEELVPFFLKLF 

QSIEQEGILPNSFYEASIILIPKPG 

RDPTKKENFRP1SLMNIDAK1FN 

KILANQIQQHIKKLIHHDQMGFI 

PGMQDWFNIRKSINVIQHINRT 

KDKNHTTISIDAEKAFDKIQQCF 

MLKTLNKLG I DGTY VKI 1RAI Y 

DKPTANI1LDGQKLEAFPLKTST 

1QGCPLSPLLFNIVLEVLARAVR 

QEKEIKGIQSGKEEVKLSLFAD 

DMTVYLENPIISAQNLLKLKSN 

FSKVSGYKINVQKSQAFLYTNN 


28334 


58702 


A 


28507 


1 


1428 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28335 


58703 


A 


28508 


211 


506 


ILSKAISASIE1IMWFLSLVLFIC 

wimfidlrmlnqpctpgmk.pt* 
swwisflmccw1rfasillrifa 
smfirdiglkfsffvvslpgfgir 

MMLTS 


28336 


58704 


A 


28509 


765 


950 


LLPQFQNLLLVYSEIQLLPGLVL 
GGCMCPGIYPFLLDFLVYLHRG 
VYSIL*W*FVFLWDQW 


28337 


58705 


A 


28510 


778 


981 


SQKEWYQLLFVPLVEFGCESIW 
SWAFFGWQAINYCLNFRTCHW 
S1QRFN FFL V* S WEG VCVQEFIH 
FF 


28338 


58706 


A 


28511 


1761 


1841 


CLQLCSFGLGLSWQCGLFFGSI* 
TLK 


28339 


58707 


A 


28512 


1 


1641 




28340 


58708 


A 


28513 


1 


2307 




28341 


58709 


A 


28514 




3793 




28342 


58710 


A 


28515 


178 


674 


ERPRIMDLAGLLKSQFLCHLVF 

CYVF1ASGLIINTIQLFTLLLWPI 

NKQLFRK.INCRLSYCISSQLVM 

LLEWWSGTECTIFTDPRAY\SS 

MGKENA1VVLNHKFGN/IDFLC 

GWSLSERFGLLGVSQKC1PPCL 

THFFGSAPPLVFLLLVIQNLQKN 

QQSFYLMKWS 


28343 


58711 


A 


28516 


609 


707 


CLQLCSFGLGLTWRCGLFFGSI* 
TLK.YFFP1L 


28344 


58712 


A 


28517 


1 


2167 




28345 


58713 


B 


28518 


65 


2652 




28346 


58714 


A 


28519 


267 


703 




28347 


58715 


A 


28520 


3 


115 




28348 


58716 


A 


28521 


2 


317 




28349 


58717 


A 


28522 




2577 




28350 


58718 


A 


28523 


1 


669 




28351 


58719 


A 


28524 


1 


1089 




28352 


58720 


A 


28525 


91 


507 


AGTASASPAPNRSLSGSEPTSSS 
VTQENGADVQGHERVPWKAR 
SRRFCPMEGTFRKVPSHGSHVP 
EVSMLWKACSGSFRPVEGHSV 
RCALTPASGCSP*AGTASASPAP 
NRSLSGSEPTSSSVTQENGADV 
QGHERVPWKARSRRFCPMEGT 
FRKVPSHGSHVPEVSMLWKAC 
SGSFRPVEGHSVRCALTPASGC 
SPSKSKATVGCRCSDFCTVEEF 
LQKIFLQVESLDRRPRCLPLT 


28353 


58721 


A 


28526 


1 


1213 




28354 


58722 


A 


28527 


130 


211 


KPHYAAHGQPFTAE*RPGTDNR 
ADNRQ 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28355 


58723 


A 


28528 


793 


1382 


NTT A AG R VI RLTSENG S HTTFR 

YDVLDRLIQETGFDGRTQRYH 

HDLTGKLIRSEDEGLVTHWHY 

DEADRLTHRTVKGETAERWQY 

DERGWLTDISHISEGHRVAVHY 

RYDEKG RLTGERQT VHHPQTE 

A LL WQHETRH A YN AQGL ANR 

CIPDSLPAVEWLTYGSGYLAG 

MKLGDTPLV**ERPADR*ASDG 

ASPADGSTALAA*DQTCVQRA 

GAGEPLYTGQPARRGMADLRQ 

RLPGRHETRRHTAGGVHPRPPA 

PGNAAQLRPL 


28356 


58724 


A 


28529 


1039 


1689 




28357 


58725 


A 


28530 


1 


2406 




28358 


58726 


A 


28531 


1 


2928 




28359 


58727 


A 


28532 


2 


1271 




28360 


58728 


A 


28533 


250 


929 




28361 


58729 


A 


28534 


3 


273 


GKL1AV1GDEDTVTGF\LLGGIG 
ELNKNRHPNFLVVEKDTTINEIE 
DTFRQFLNRDDIGAFRLLGLCW 
LRNRKPDHLPPLPLPCAVTQCH 


28362 


58730 


A 


28535 


2 


415 




28363 


58731 


A 


28536 


1 


690 




28364 


58732 


A 


28537 


2551 


2651 




28365 


58733 


A 


28538 


2 


295 




28366 


58734 


A 


28539 


1 


316 


CGHGGRQSWVSRLR*CQEAAG 
MADSCPRSGGAILAFKSAPEV1 
RRALSAQSLRATSSSSASGAGA 
FCLSPSKYFPETSASSSATARYV 
LG WAASSGLLTSSQKMG 


28367 


58735 


A 


28540 


1 


400 




28368 


58736 


A 


28541 


257 


516 




28369 


58737 


A 


28542 


1 


590 


EQI A SDTCHLQRV VFKNI SPAD 
AHRNLCLALRGHKTVTYLTLQ 
GNDQDDMFPALCEVLRHPECN 
LRYLGLVSCSATTQQWADLSL 
ALEVNQSLTCVNLSDNELLG*G 
C*VAVHN/S*DTPSAFLQRVVV 
GKTGHLTEANLQGTLLLCWVF 
SRELTHLCLAKNPIVNTGVKYL 
CEGLRYPECKLQTLVLWNCD1T 


28370 


58738 


A 


28543 








28371 


58739 


A 


28545 


127 


2030 




28372 


58740 


A 


28546 


1 


3066 




28373 


58741 


A 


28547 


259 


3222 




28374 


58742 


B 


28548 


1 


2640 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28375 


58743 


A 


28549 


2556 


3662 


RIPLFHYGESWNLLRADQRLIF 

AKSWPRASRYQQGHQDLFILRS 

DLPSQVVQTQNISSCRNSC*G*A 

CMPAGRL*RIPT*K*PANRPVKR 

PH*GGI*SLPGSKTYAVSVR*PD 

QKASDGTLQEHDGICEIHVAKY 

AEIFGLTSAEPNRFTQFRLSETK 

EITNPYAMRLYESLCQYRKPDG 

SGIVSLKIDWI1ERYQLPQSYQR 

TSPCCCHMKKDVFASPSTMISS 

SRVSNNTSKTTIIKNQCQKDDS 

RRSLLVKNSRPAKCGSKRSCNT 

FLAGSLRCRSSPEHTTILRGGVR 

RCLQQQCEQTVRILHAKVAQK 

SYGNEKRLIIRPTIRVGPWSQTN 

NQTDDTSGTVVQSDYQTDDTS 

GTVVRTNNQTDD 


28376 












ELYH**HTSS*DHRQCRLMDYH 
CLEDNENRPVCWMALESLVNN 
EFSSTSDVWGLWSDAVGTHDS 
GPDALHGH 


28377 


58745 


B 


28551 


1 


1954 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28378 


58746 


A 


28552 


1424 


3807 


HPL WK WLEGDMNMN IKKI VK 

QATVLTFTTA/LLAGGATQAFA 

KLENNQKAYKETYGVSHITRHD 

MLQIPKQQQNEKYQVPQFDQS 

TIKN1ESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLKINGVEDHKTIFDGD 

GKTYQNVQQFIDEGNYTGDPL 

EAETAVINHKK.RKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDG1CEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRK.PDGS 

GIVSLK1DW11ERYQLPQSYQRT 

PDFRRRFLQVCVNEINGAVIGIP 

CVSIRKPDGSGIVSIKIAWIIERY 

QPPQSYQRMPDFRRRFLQSRPA 

CMHDWLCAEALAWS1QTASYL 

VTMQVNLTSLSSDTDRDLSVVS 

NSGWVSSGSLVRFNTIKTSSGEI 

EMPGHEVPVEEHFPEAGTNSGS 
PQGARKGDESMTKASDSSSPSC 
SSG PR VPKG A APG SQTGKKQQS 
TALQASTLAPANLLPKAVHLA 


28379 


58747 


A 


28553 


2372 


3570 


EALLPGDQDSQSGKGVAAREV 

WFLPSSFA P VLLRL VGNHH VG 

DNSIDSWKNAGR/VFKDSDKFD 

ANDPILKDQTQEWSGSATFTSD 

GK1RLFYTDYSGKHYGKQSLTT 

AQVNVSKSDDTLKINGVEDHK 

TIFDGDG KTYQNVQQFIDEGN Y 

TSGDNHTLRDPHYVEDKGHKY 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRKESQKLQQSA 

KKRDAELANGALGIIELNNDYT 

LKKVMKPLITSNTVTDEI 


28380 


58748 


B 


28554 


1 


2232 




28381 


58749 


B 


28555 


200 


2602 










28556 








28383 


58751 


A 


28557 




2169 




28384 


58752 


A 


28558 




2259 




28385 


58753 


A 


28559 




2418 




28386 


58754 


B 


28560 




1974 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28387 


58755 


A 


28561 


3 


2077 




28388 


58756 


A 


28562 


1907 


5097 


TSKKIVKQAPVLTFTTA/LLAGG 
AIQAFAKENNHKAYKETYGVS 
H1TRHDMLQIPKQQQNEKYQVP 
QFDQSTIKNIESAKGLDVWDSW 
PLQNADGTVAEYNGYHVVFAL 
AGSPKDADDTSIYMFYQKVGD 
NSIDSWKNAGRVFKDSDKFDA 
NDPILKDQTQE WSG S ATFTSDG 
KIRLFYTDYSGKHYGKQSLTTA 
QVNVSKSDDTLKINGVEDHKT1 
FDGDGKTYQNVQQFIDEGNEG1 
LPISEPPIKQDFRLLG 


28389 


58757 


A 


28563 


610 


2303 


SLPNLDNAA1CSSSSSPTRTR*SL 

SEGATQVAFAKEKYPHKHTKKR 

SGVFHITRHDMLQIPKQQQNEK 

YQVPQFDQSTIKNIESAKALDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTSIYMFY 

QKVGDNSIDSWKNAGRVFKDS 

DKFDANDP1LKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYRGPLESPSTHQAEFNPTS 

CVSSLGTLQGFPAPAWLALAHP 

VHPLKHKSGGSNRLSAAIWGIK 

RKPARVCPGTGIHASSQIQGEW 

RTECAVGPKAKAKATAGWRR 

GNNQHISSTYDINRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQTY 

ESIV1DSAPNLGIGTEMVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVR1LLT 

KYSNSNGSQSPWMEEQIRDAW 

GSMVLKNVVRETDEVGKGQIR 

MRTVFEQAIDQRSSTGAWRNA 

LSIWEPVCNEIFDRLIKPRWE1R 


28390 


58758 


A 


28564 


1 


2079 




28391 


58759 


A 


28565 


1 


774 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28392 


58760 


A 


28566 


1 


2124 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKANKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

V FA LAG S PKD A D DTSI YMFFKR 

G A IFRVHKH AVNPMSPKCRRPG 

GRQAYPLVNWEDRNGRSQKTV 

HTEG DMNMNIKKI VKQATVLT 

FTTALLAGGATQAFAKENNQK 

AYKET/YPKQQQNEKYQVPQF 

DQSTIKNIESAKG\LDVWDSWP 

LQNADGTVAEYNGYHVVSALA 

GSPKDADDTSIYMFYQKVGDN 

S1DSWKNAGRVFKDSDKFDAN 

DPILKDQTQEWSGSATFTSDGR 

RSLESTTTAARPIWRKDVGGDQ 

TQEWSG S APFTSDGK1 RLF YTD 

YSGKHYGKQSLTTAQVNVSKS 

DDTLKINGVEDHKTIFDGDGK.T 

YQNVQQFIDEGNYTSGDNHTL 

RDPHYVEDKGHKYLVFEANTG 

TENG YQGEESLFN KAYYGGGT 

N FFRKESQKLQQS AKKRD A EL 

AN G ALG 1 1 E LNND Y TLKK VMK P 

LITSNTVTDEIERANVFKMNGK 

WY L FTD SRG SKMTI DG IN SN DI 

YMLGYVSNSLTGPYKPLNTTG 

LVLQMGLDPNDVTWASLEPHE 

SFQWVRGLASSGVKLQTSVVL 

QLIKAMWTQRVSSSKVYCKEQ 

MNNASTMSKRTSAGCHCWQG 


28393 


58761 


A 


28567 


1 


3987 
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SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28394 


58762 


A 


28568 


1 


1950 


MNMNIKK1VKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSH1TRHDMLQIPKQQQNEKY 

Q VPQFDQSTIKN 1ESAKGLD V W 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTGSLNSSKTEKY 

QVPHIDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYL/VFEANTGTEEHPQPQYERP 

RTQSFTSAFAERRECIPNVPADT 

KLSK1KTLRLATSYIAYLMDLL 

AKDDQNGEAEAFKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

VVVPGCCPHRSRAYKSDKYAH 

TLTVTASQHAPPPPTHMEGFEL 

FHLPDLCSPSQDAQTTGRTQMK 

PDHSPRPSH RVPQAKGNN WIT 

SYMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTV 


28395 


58763 


A 


28569 


2 


1778 




28396 


58764 


A 


28570 


1099 


2224 


DGQQL1ALHRLALRELQQAVH 
AGLPQQAKILFDGGSE/TRQNPL 
QQLVHMGLPRPLDKKNFQEP 


28397 


58765 


D 


28571 


1 


1938 




28398 


58766 


A 


28572 


1 


2367 




28399 


58767 


A 


28573 


4659 


13369 


TVFRPFHVGVHVLLIVDSCSKL 
EQHSTLSRAILLIYKGFCRFRNH 
HQTGFSPAGANQRGPLAATLSG 
PGGEGQSAVARLTGEKKNHPG 
AQYANRLSPRVGRFINAAGTTG 
FPTGKRAVSATQLMDFADFGT 
TIKQDFRLLGQTSVDRLLQLSQ 
GQAVKGNQLLPVSLVKRKTTL 
APNTQTASPRALADSLMQLAR 
QVSRLESGQGGEDSPNRFFDGG 
RKKQIRTVRQFIDEGNNTPADT 
QTLRDPHYVEDKGHKY 


28400 


58768 


A 


28574 


6803 


8521 




28401 


58769 


B 


28575 


2010 


17745 




28402 


58770 


A 


28576 


1 


1060 
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NO: 


SEQ ID NO; 
of peptide 
sequence 


hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28403 


58771 


A 


28577 


1 


3585 




28404 


58772 


A 


28578 


44 


317 


LKALLLTQSLFGGLLTQTRMKF 
GAVTRIG\DLPWEINPLSSCSLL 
HEKDPPTTSGPQTHQPKEHLTN 
FKSGCSSPCRAKSQFFLSLCSST 


28405 


58773 


A 


28579 


98 


617 


KALLLTQSLFGGLFTRTRMKFG 
AVTQIG\DLPWEINPLSSCSLLR 
EKDPPTTSGPQTHQPKEHLTNF 
KSARFKK.IKACYHSPATAWPFK 
AYKLSLQFPHFTCPKTRQALQV 
SSGSVPYQPNCFAYPPHGAKPI 
YSPILNTSLHNPLFCSGSQTCFL 
YYSFAPF1PASLRFHLD 


28406 


58774 


A 


28580 


1 


1500 




28407 


58775 


A 


28581 


42 


257 




28408 


58776 


A 


28582 




425 


KTGKYD/AVIALGTV1RGGTAH 

FEYVAGGAS/NTLAHVA/QDSEI 

PGAFGVLTLKA*TNDERAGTKL 

HGGWGGKCLTACRSALWADL 

QIRPYDHK.NRGSNVHNRVPAS 

G A AAMAI HCLECG W APL AAGD 

NVGKVCVPDAGLLPA 


28409 


58777 


A 


28583 


327 


1512 


SYWTIHIQVSLEINHSYLPGGMS 
SLKKMAGRNSERKTVLVKSSF 
QEVNRGTEALALWENGDFEAP 
VLTFTTALLPEGATQAFGKENT 
QKASKERYGSLNITRKNMLQIL 
NKQQTEKYQVPQFDQSTIKN1E 
SAKGLDVWDSWPLQNADGTV 
AEYNGYHVVFALAGSPKDADD 
TSIYMFYQKVGDNSIDSWKNA 
GRVFKDSDKFDANDPILKDQTQ 
EWSGSATFTSDGKIRLFYTDYS 
GKHYGKQSLTTAQVNVSKSDD 
TLKINGVEDHKTIFDGDGKTYQ 
NVQQFIDEGNYTSGDNHTLRDP 
HYVEDKGHKYLVFEANTGTEN 
GYQGGVNADVGDVVVRLPVW 
HRRGGEAVFMQVSRLQILRHLP 
HGVVAVDRDHHIAHDRRRHVA 
GDRSGSVRL 


28410 


58778 


A 


28584 


845 


966 
















IN 1 KKW 1 t,M 1 rliyv VKlrolOINL 

QTVLQNRQPGGAIARCTGH1DP 
VTRFRPRAR*GSSHRNKAVDTQ 
RH 


28412 


58780 


A 


28586 


464 


847 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28413 


58781 


A 


28587 


501 


823 


PEVQSPDVRHIPGGA*DVLPHQ 
GIKRPDALPGPLLHA*PDNLRCS 
CPRSGTAAGSIHQDARLRYSVW 
RWGLLDRLAAV1CRQSTHSRCR 
RKQRRALYRRDAGYLRRN 


28414 


58782 


A 


28588 


335 


902 




28415 


58783 


A 


28589 


404 


733 




28416 


58784 


A 


28590 


2 


246 




28417 


58785 


A 


28591 


466 


861 




28418 


58786 


A 


28592 


122 


926 




28419 


58787 


A 


28593 


171 


733 




28420 


58788 


A 


28594 




774 




28421 


58789 


A 


28595 


1 


1575 




28422 


58790 


A 


28596 


1 


105 


SVKLGWNGVSTYVPFCLTICSV 
SFFQENLHLTTCRA * PSIPPPAA 
RRSPKKCSP* KLRLP* LSGKSSS 
YNL 


28423 


58791 


A 


28597 


237 


461 




28424 


58792 


A 


28598 


1 


1341 




28425 


58793 


A 


28599 


1 


792 




28426 


58794 


A 


28600 


16 


546 


QLNGRSIRHEVMSHRKFSAPRH 
GSLGFLPRKRSSRHRGKVKSFP 
KDDPSKPVHLTAFLGYKAGMT 
HIVREVDRPGSKVNKKEVVEA 
VTIVETPPMVVVGIVGYVETPR 
GLRTFKTVFAEHISDE/CRLLPL 
RQKKAHLMEIHVNGGTVAEKL 
DWARERLEQQVPVNPVFGQDE 


28427 


58795 


A 


28601 


1 


1251 




28428 


58796 


A 


28602 


37 


1307 


EFGFDGVMSHRKFSAPRHGSLG 

F\LPRKRSSRHRGKVKSFPKDDP 

SKPVHLTAFLGYKAGMTHIVRE 

VDR\PGIHRCNKKERWWRAVT 

HCI RPPPMVVGGHLVGW VET\P 

RG\LRTFKT\VF AEHI SDECKRRF 

YKNWHKAVKKKAFTKYCKKRQ 

DEDGKKQLEKDFSSMKK\YCQ 

VI\RVI\AHTQ\MRLLPL\RQK\KA 

HLMEIQV\NGGTVA\EKL\DWA 

REKLE\QQ\VPVN\QVFGQDEMI\ 

DVIGGDQRAKGFKGVTRS\WPT 

N*LPFKA\HLG\LSRVACFGAW 

HPARVAFSVARAGQKGYHHRT 

EINKK1YKIGQGYL1KDGKLIKN 

NASTDYDLSDKSINPLGGFVHY 

GEVTNDFVMLKGCVVGTKKR 

VLTLRKSLLVQTKRRALEKIDL 

KFIDTTSKFGHGRFQTMEEKKA 

FMGPLKKDR1AKEEGA 


28429 


58797 


A 


28603 


1 


2133 




28430 


58798 


A 


28604 


3 


245 
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SEQ ID NO: 




SEQ ID NO: 








NO: 




hod 


in USSN 


location of first 




*=Stop codon, /=possible nucleotide 




seqlielce 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






28431 


58799 


A 


28605 


1 


1824 




28432 


58800 


A 


28606 


1 


1035 




28433 


58801 


A 


28607 


1 


496 




28434 


58802 


A 


28608 


1568 


1793 




28435 


58803 


A 


28609 


1 


1392 




28436 


58804 


A 


28610 


1 


1389 




28437 


58805 


C 


28611 


104 


253 




28438 


58806 


A 


28612 


114 


469 


VSRPTYAKVFTTSKTAPQKVFP 














TAWCSA/TGHETALSATQVPIQ 














WIATAPNSPAPPSDPRRQSWVS 














QIPSSATSPNFTM*EPRTQEVTE 














PHDSRPA 1 PSPA VPRRESCTGRP 














HLPATTP 


28439 


58807 


A 


28613 


3 


2196 




28440 


58808 


A 


28614 


237 


348 


NPVN * SQTTTSE 


28441 


58809 


A 


28615 


950 


1094 




28442 


58810 


A 


28616 


146 


822 


LGFLLRLSEMPRK.QGVYRTRIW 














KFEDGLSNVLV1/PIEQINHMRD 














VFGSGSERATCLARGRGY1NSL 














ARCQNLVNRDLDHLSLPQDSTL 














VHYIDD1VLHGFSEEEKGQVAQ 














SADLDEGLLKIPGDTFGPEADK 














DFLHKDLSTE1VGQSYMTHHM 














AQDSIPWNPSGQEPQVREHEAC 














HHLGSGSPPSWELCEQGPPVTE 














SFQVLVTSGLDKENMAYMHCG 














I1CSNKXG 


28443 


58811 


A 


28617 


1 


1791 




28444 


58812 


A 


28618 


244 


416 




28445 


58813 


A 


28619 


2 


1520 




28446 


58814 


A 


28620 


95 


421 


PVTSTSTKRTPTQKPHPKVISLK 














DQIHHVDKSMMMRKNQCKNV 














EKSKNQNSSSPHDHNSSP\SARA 














ENWTEYESDKLTEVGFRGWVI 














NSSELKEHVLTHCKEAQNLHN 


28447 


58815 


C 


28621 


46 


174 




28448 


58816 


A 


28622 


425 


1291 




28449 


58817 


A 


28623 


1 


1410 




28450 


58818 


A 


28624 


14 


348 


GLFPNKIPFSVLEIRTWAHLSGR 














HHS AHCTSC A WPQ V ACL PLAT 














HPSCTCTFCSLQAPGRPGQSPLS 














PRRACGPEDLPPPPYV*DLAPSL 














GPSLGPLMSQSQPRRTPPLRG 


28451 


58819 


A 


28625 


96 


295 


PWKPHPAWRQRWELCHPPFP/I 














RPLTAALREQPG LLGRSTTVFT 














LMAREPPQPAAADSCLCIVQME 
A 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28452 


58820 


A 


28626 


105 


389 


CQFAHGTASSPRVCLRHRCRS 

WQKAWAVVCCTFCSLQAPGRP 

GQSPLSPRRACGPEDLPPPPYV* 

DLAPSLGPSLGPLMSQSQPRRT 

PPLAWGS 


28453 


58821 


A 


28627 


461 


799 




28454 


58822 


A 


28628 


1 


384 




28455 


58823 


A 


28629 


301 


987 




28456 


58824 


A 


28630 


239 


384 


VLPAGAQAAARSSDTRP*PEPH 
FS\ESVFPRWIFSAFQSLNNFFQA 
RF 


28457 


58825 


A 


28631 


1 


1054 




28458 


58826 


C 


28632 


243 


392 




28459 


58827 


A 


28633 


1 


1104 




28460 


58828 


A 


28634 


194 


863 


YLLFVKNMSSLE1SSSCFSLETK 

LPLSPPLVEDSAFEPSRKDMDE 

VEEKSKDVINFTAEKLSVDEVS 

QLVISPLCGAIS/LNWKGLTENT 

FEGKK V I S1AE YE A YL PM AENE 

VRKICSDIRQKWPVKHIAVFHR 

LG L VP V S E A KP* SF A V SS\ A HRA 

A1SLKLLSYC/AFDTFKRPRVPI 

WKKAEIYEESSTWKGNKECFW 

ASNTLITYVFRACNLNFVKLLL 


28461 


58829 


A 


28635 


3 


338 


SSPPTAPAKLRIVPLVGGLPAR 
WCLSVCASQCPDTRVHVFLHW 
WCSSLCPAPVCLSLCRGL*GHF 
PPDSEDQSSPNCSGYTLEEYKL 
LRSQT1PSCNGKFPCPPRRAYDG 


28462 


58830 


A 


28636 


405 


800 




28463 


58831 


A 


28637 


265 


539 




28464 


58832 


A 


28638 


3 


1 1 16 




28465 


58833 


A 


28640 


208 


350 


VWLKEPSAEPAPCTWSALCGSC 
LLGGL+NSAFLSHRPHTSGGFFP 
LN 


28466 


58834 


A 


28641 


563 


594 




28467 


58835 


A 


28642 


245 


580 




28468 


58836 


B 


28643 


1 


435 




28469 


58837 


A 


28644 


673 


1012 


QPQVSFSSEYAIHIMRCPHSKIS 
SL Y YFNCFRY * DC YC H\TF ATTS 
ISLVRYATGCKLIPRJCVRTPRAI 
PVFSVTYEEKSCPVGKLNTGA 
WVRAWKATSTSVVHLTKWVL 


28470 


58838 


A 


28645 


1171 


1328 


MVIGGTKNERKHIDSDEPLFPSP 
NSSARGRAISSTS*ALVPGVRGF 
LSSIPLSLTTAYPPF*SPFSS 


28471 


58839 


A 


28646 


34 


266 


GSCS*DFLVRGAFNVIN1KAWA 
SGPVQGSAVDLSHGLHLGLHL 
KNDL*FYSFNSGIDKPEIAKLSG 
CSFGGTFLIWG 


28472 


58840 


C 


28647 


199 


309 
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SEQIl) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28473 


58841 


A 


28648 


808 


926 


YCYSSLDPVSLTSLLSLSLPKLK 
L* SYKSFFKWSPRCSP 


28474 


58842 


B 


28649 


107 


264 




28475 


58843 


A 


28650 


301 


470 


EIQLVLSLSGGGYSHAVLMIVS 
SHKI**FYK.GLFPTFALHFSLLLP 
CEEGCICFPF 


28476 


58844 


A 


28651 


2 


263 


WEKKDTEWRKKVILSSV*LRL 
VIF*PFSLM\LFSHPVWR*ARSH 
ESHLAITHLWALYF*PPCQICFL 
♦DRGHQATDGLTNGTPSELN 


28477 


58845 


A 


28652 


63 


191 


DLPWTPGPAC*PMLQC**GGAN 
1YARRQGADAAGDQGSSCRL 


28478 


58846 


A 


28653 


1 


554 


MPT YCPG A S LLILT YKTPKELLS 
IYVST1RKSRCRERRNRRLGAR 
NFRSEEQIYDQWRLDQVGKFFP 
FPRPRENYHFGSEHVGSFSLDK 
CCNEKLYEVIDLHLKKKFLNTE 
TLSLVKCEVSRCWVTLNLLLPY 
H/VLFQI*LSWRERQNQSCKTTN 
GSSNGAPDAVHN*NLLWSLGP 
AC*PMLRC 


28479 


58847 


A 


28654 


3 


317 


SRRLPFSLICMAKHWLPALPEN 
GYMKQFCVSGLGVLFHGCVFL 
CWHHCCFVL*VWSLGSPRSRG 
LHLVKAFFLCYPRSNCFLLNWG 
1VGVVQLRFPQEGCLWCH 


28480 


58848 


B 


28655 


1 


400 




28481 


58849 


B 


28656 


49 


492 




28482 


58850 


A 


28657 


1 


917 


TALETAPTLALPVSSQPFSLHTA 
EVQGCAVGILTQGPGPCPVAFL 
SKQLDLTVLGSPSCLHAVASAA 
LILLEALKITNYAQLTLYSSHNF 
QNLFSFSHLTHILSAPRLLQLYS 
LFVESPTITILPGPDFNLASHIILD 
TTPDPDDCMSLIYLTFTPFPH1SF 
FSVPHVDHIWFTDGSSTRPDRH 
SPAKAGYAIESSTSI1EATALPPS 
TTSQQAELIALTRAFTLAKGLH 
VNIYTDSKYAFHILHHHAVIWA 
ERGFLT/IARVLHH*CLFNKNSS 
QGCFTSKGSWSHTLQGPPKGV 
RSHYSRKCLC 


28483 


58851 


A 


28658 


3737 


3886 




28484 


58852 


A 


28659 


349 


1775 




28485 


58853 


A 


28660 


1 


1194 




28486 


58854 


A 


28661 


1 


704 




28487 


58855 


A 


28662 




275 




28488 


58856 


A 


28663 


159 


1504 




28489 


58857 


A 


28664 


275 


552 




28490 


58858 


A 


28665 


178 


619 




28491 


58859 


A 


28666 


3 


369 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28492 


58860 


A 


28667 


1 


340 




28493 


58861 


A 


28668 


516 


734 


WTGDWRRTCDRENQHVSGAA 
RTAFIPTNGAISPGINYSPGH*Y* 
DCHLPQA*P*LCRAAGQNRCH 
VARTCLG 


28494 


58862 


A 


28669 


1 


1163 


MHTHARETCLALGKPADDATL 
TAAIEAVGLENAARVLKLYPFE 
MSGGMLQRMMIAMAVLCESPF 
IIADEPTTDLDVVAQARILDLLE 
S1MQKQAPGMLLVTHDMDKW 
GRIIADVESQYRYQTTNPK1FAG 
GDAVRGADLVVTAMAEGRHA 
AQGIIDWLGLDVDKLGALEERR 
KVLQVKTENLQAERNSRSKSIG 
QAKARGEDIEPLRLEVNKLGEE 
LDAAKAELDALQAEIRDIALTIP 
NLPADEVPVGKDENDNVEVSR 
WGTPREFDFEVRDHVTLGEMH 
SGLDFAAAVKLTGSRFVVMKG 
QIARMHRALSQFMLDLHTEQH 
GYSENYVPYLVNQDTLYGVGL 
YPLGALASGW/WALASGWLPK 
RRERKD/GDTGAHGVPRGSRKP 
RIARKVRGT 


28495 


58863 


B 


28670 


1 


4770 




28496 


58864 


A 


28671 


1069 


1398 


V1GAQPVLR1RRKQARRQ1NRL 
TL I LL H Y CLTTKLKN G V KPG I V 
AAFYFLPGAG*1HPAGCHGTQL 
* SFG KMRVQYTRVTLSQQASG 
KISAYLIDLGKPLLKLIIHCGVH 


28497 


58865 


A 


28672 


4246 


4453 




28498 


58866 


A 


28673 


1 


1185 




28499 


58867 


A 


28674 


723 


878 




28500 


58868 


A 


28675 


1085 


1246 




28501 


58869 


A 


28676 


1 


1254 




28502 


58870 


A 


28677 


1 


2175 




28503 


58871 


A 


28678 


340 


994 




28504 


58872 


A 


28679 


37 


261 


T1TPAG RRMHCKG ACMKPLLD 
VLMILDAVRELE*TITPAGRRM 
HCKG ACMKPLLDVLM ILDAVR 
ELEKQAIKLHEG WENEL V IG VD 
DTFPFSLLAPLIEAFYQHHSVTR 


28505 


58873 


A 


28680 


410 


896 


WAWAASAVQPRSIWQ/GAGVG 
NLTLLDFDTVSLSNLQRQTLHS 
DATVGQPKVESARDAPHIAITP 
VNALLDDAELAALIAEHDLVL 
D/WYG*RCGT*STERQQR*RG* 
RSAPAMTAHDRDAIASSSETCA 
RSRWSVEYASPVCAPPDSRSKR 
RSASNSAASHVF 


28506 


58874 


B 


28681 


1 


2298 
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NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28507 


58875 


A 


28682 


1915 


5313 




28508 


58876 


A 


28683 


1 


4221 




28509 


58877 


A 


28684 




1007 


MAALQMVNGQKWVSSNQKY 

WLVYKTTDPPRLRP1FSGYQPM 

CPFNGRPFW1HKNPMGVHWAV 

ATGLALIPIVGIAEFGWFWFGG 

ETYMAAWNVSGLGTFGAIQST 

FNVTLWSFIGVESASVAAGVVK 

NPKRNVPIATIGGVLIAAVCYV 

LSTTAIMGMIPNAALRVSASPF 

GDAARMALGDTAGAIVSFCAA 

AGCLGSLGGWTLLAGQTAKAA 

ADDGLYFPPIFARVNKAGTPVA 

GLIIVGILMTIFQLSSISPNATKE 

FGLVSSVSVIFTLVPYLYTCAAL 

LLLGHGH FGKARPA YL A VTTI A 

FLYCIWAVYITHIDACVVVYIA 

GYRAAKLTCA 


28510 


58878 


A 


28685 


867 


1681 




28511 


58879 


A 


28686 


865 


1290 


RWWENRLFRKNPARAQKMVL 
PERFG * SAYPNGFAGTWRLDKL 
P1AQIHAIIMIGYLAAVDMEKQ 
QISPAQVVVRHNRCPAIVVHLI 
GRARELSLKDLVVGIKNQPATV 
KAFIRPRTAPD V RL AKLLLQ A V 
NRHFGNVMQMVAA 


28512 


58880 


A 


28687 


1 


709 




28513 


58881 


A 


28688 


2 


657 


LMWALPKVTRGPVYMAGSPQT 
AFIQVGPRVHAHLQPRAAPL*A 
G E V WKPRL VG RSH W A SRPSP A 
LQKG EPG SPSWEN AC VPQAPH 
RLLHQQKAF 


28514 


58882 


A 


28689 


3 


227 


NSQDFPACGGLCHAELDRTAA 
GLVHQHXRHPGHTSVAAEKLCH 
GDVEGDGCNGPASD/PGYPGQ 
AAAPAPLPDLL 


28515 


58883 


A 


28690 


1227 


1719 




28516 


58884 


A 


28691 


1 


1701 




28517 


58885 


A 


28692 


15 


3298 
















vphttuinkv! i vr^c\/r , ur;v a d 

Y ULM InlNoi LLlUoVLKU I AK 

A V WRYQTDI A ANLE* RRLPSG A 
GKSDWSSGDSEKAKTAAHTIY 
RDAGRRVRGYRQL 


28519 


58887 


A 


28694 


1 


370 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28520 


58888 


A 


28695 


1 


910 


MDKERIIQEFVPGKQVTLAHLI 
AHPGEELAKKIGVPDAGAIGIM 
TLTPGETAMIAGDLALKAADV 
HIGFLDRFSGALVIYGSGNYTL 
ARKTQAVEFNDKGDIDTPGEYF 
NHPRWYHAL1TTLQDVDMLSP 
LIWGFRNYKDVQVIKATPHKIV 
ILMGILLSPSVFATD1NVEFTAT 
VKATTCNITLTGNNVTNDGNN 
NYTLRIPKMGLDKIANKTTESQ 
ADFKLVA\MGAAVASVGLIPL* 
PEMHHQAHLSLLYRSLVIHLRR 
QVISVWVSKNGLLMMPLSLNL 
TVRKRYAGAQTRCSPIRVLK 


28521 


58889 


A 


28696 


605 


2021 




28522 


58890 


A 


28697 


2256 


2336 


CIKCCARR1AREPGYLFS**RCK 
YPG 


28523 


58891 


A 


28698 


1802 


4488 


TLLRQGSNFLMTRRCATKSWN 
V*SWIKSS/MQMGQKMGVKISD 
EQLDQAIANIAKQNNMTLDQM 
RSRLAYDGLNYNTYRNQIRKE 
MIISEVRNNEVRRRITILPQEVES 
LAQQVGNQNDASTELNLSHILI 
PLPENPTSDQVNEA ESQARA1 V 
DQARNGADFGKLAIAHSADQQ 
ALNGGQMGWGRJHASLPGIFA 
QALSTAKKGDIVGP1SSGGRFD 
GTVEVKDGHL1VNGKK1RVTAE 
RDPANLKWDEVGVDVVAEAT 
GLFLTDETARKH1TADTPAALR 
WLEENQLEDGHECLLRRVISSD 
GRSRGFINGTAVPLSQLRETSTT 
TGARRVIRAIRRINSSDASTIPTL 
MAITISNNTVSDMHSSMTMMS 
TRIRTLITTI YNGDLRM IRQRKL 
CKTA1ARTYGNDDTFHPGMRH 
QRMHRVFKNAPHLDQPVVTLN 
IYPKADESSSLKASRGTRGAAY 
RPARQNLYSASSGKKDENPVIE 
FK.NVSKHFGPTQVLHNIDLNIA 
QGEVVVIIGPSGSGKSTLLRCrN 
KLEE1TSGDLIVDGLKVNDPKV 
DERLIRQEAGMVFQQFYLFPHL 
TALEN VM FGPLRVRG ANKEE A 
EKLARELLAKVGLAERAHHYP 

OELoUu^yK V A1AK I LA V IVri 

KMMLFDETTFDFDPELVHEVL 

KVIHEFAEKGITNDSLTENPAKT 

QGEGGCLQSQERGPQREPTPRH 


28524 


58892 


A 


28699 


1 


2307 




28525 


58893 


A 


28700 


3 


976 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28526 


58894 


A 


28701 


2 


136 


YLSAV*FCSPGQPPSALLVCGR 
RGYWCLWPLSSCHLTLRLCVS 


28527 


58895 


A 


28702 


1 


608 




28528 


58896 


A 


28703 


222 


329 




28529 


58897 


A 


28704 


387 


728 




28530 


58898 


A 


28705 


1 


1184 




28531 


58899 


A 


28706 


478 


627 




28532 


58900 


A 


28707 


33 


1072 




28533 


58901 


A 


28708 


35 


516 


RVVEFADEGQGPAALSLWSGS 
SPETLKLHWPHVQN*IRFSSWK 
TFRIRSRDFWADRLMRTLLRNF 
LSKWDHL*GQTLGVSLRRV*NE 
GSSPCHTPRPSAVLPPVLLDGG 
R * THMK L H A A SSRG WLRTRLT 
ELEYSLVIR1RRDGGLAGLRGN 
SGAQGGDA 


28534 


58902 


A 


28709 




777 




28535 


58903 


A 


28710 


531 


704 




28536 


58904 


A 


2871 1 


294 


617 




28537 


58905 


A 


28712 


804 


1020 


HFLSGGRRQRPPRWTI V A* SPR* 
PRCRCWGSG*RPGTRGALPQPR 
S*WHPSGSARGRHSGSGLETSG 
PTVS 


28538 


58906 


A 


28713 


102 


510 


PWPHTGGRRQRPPRWTIVA*SP 
R*PRCRCWGSG*RPGTRGALPV 
VRKQPGDPK.TPLASCPELNQPV 
PEPAAAPTRQSKRLCYLSHVAD 
GILQVQARGRHSGSGLRRLLGR 
PSHEGPWLKGTSCRSGTTCRDR 
PWV 


28539 


58907 


A 


28714 


2 


1580 




28540 


58908 


A 


28715 


286 


352 




28541 


58909 


A 


28716 


1 


531 




28542 


58910 


A 


28717 




1440 




28543 


58911 


A 


28718 


238 


567 


FGDAGKFDGK.FSSHSKLLSGFD 
AWTELALNHRFLLQLVEVLPE 
ANRQLRQSGAGDGGQQAVF*F 
HRFLASVHQHKAASASPPYLFR 
IKCPVPRLRAKPALLLIDNRLYG 


28544 


58912 


A 


28719 


1 


3534 




28545 


58913 


A 


28720 


1846 


2121 




28546 


58914 


A 


28721 


176 


462 


TSRHSVY1SDTELK.PRKSSK.PTF 
CGCDSLFSPICHFP/HGLSDVALI 
VQQLRQRG * PLQP ARLP VH WR 

nt^INA V VDU V L^LifciNUljAtj Wlj 

RAWLRIRRS 


28547 


58915 


A 


28722 


225 


3465 




28548 


58916 


A 


28723 


937 


1770 




28549 


58917 


A 


28724 


142 


484 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


28550 


58918 


A 


28725 


1 


1521 


M1PITWPKFAELHPFCPPEQAEG 

YQQM1AQLADWLVKLTGYDA 

VCMQPNSGAQGEYAGLLAIRH 

YHESRNEGHRD1CLIPASAHGT 

NPASAHMAGMQVVVVACDKN 

GNIDLTDLRAKAEQAGDNLSCI 

MVTYPSTHGVYEETIREVCEVV 

HQFGGQVYLDGANMNAQRREA 

MAGKPGPLTVRKMRGSRVTVR 

AL*/ASVWIGFDDHRRNLGHTT 

ASGAIKDQISGYEGGAKSAQPA 

WDAYMKAVLEGVPEQPLTPPP 

G1VTVNIDRSTGQLANGGNSRE 

EYFIEVNE1VVNPNATLDWQLA 

LRQAAGKTDLARDMLQMLLDF 

LPEVRNKVEEQLVGENPEGLV 

DLIHKLHGSCGYSGVPRMKNL 

CQLIEQQLRSGTKEEDLEPELLE 

LLDEM DN VARE A SKILGGH DN 

GGNALLHKALPPGNVGKWAM 

APIPPPFPQPGKSVT1CWKPASS 

ENRSNLLEIFLRELISNASDAAD 

KLRFRALSNPDLYEGDGELRVR 

VDEVLSPASVPYS 


28551 


58919 


A 


28726 


1 


1279 




28552 


58920 


A 


28727 


3 


762 




28553 


58921 


A 


28728 


1 


1472 


MTQDELKKAVGWAALQYVQP 

GTIVGVGTGSTAAHFIDALGTM 

KGQIEGAVSSSDASTEKLKSLGI 

HVFDLNEVDSLG1YVDGADE1W 

QTCKAQRCQSPCSKTLGAQPEN 

PDLSQISRFPQDERRISNCSSGK 

AANPVLYWSKIEEK1ASEPASIY 

SPMTLKDFSKFVKDEIGFSYTG 

YSRSGGGTASHGSPKSWA1GSL 

GRFGNEYSGWFDLQLKQRVYN 

ENGKRVDAVVMMDGNVGQQ 

YSTGWFGDNAGGENYMQFSD 

MYVTTKGFLPFAPEADFWVGK 

HGAPKIEIQMLDWKTQRTDAA 

AGVGLENWKVGPGKIDIALVR 

EDVDDYDRSLQNKQQINTNTID 

LRY KDIPL WDKATLMPRIPTQR 

YGLAKA/SLEAD/VRY/MANAM 

UrJ^UVKViNAloAO^llvl LAAru 

1KVDSRK\MLAHCEPVTPIRRTVT 
IEDVGNSAAFLCSDLSAGISGEV 
VHVDGGFSIAAMNERDPFTDL 
HRYRMNLNMMNYGAQRNM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


28554 


58922 


A 


28729 


2 


419 


RPRPRPRHMLQGTHRQRHLHA 
GPGVARRRWGGMARRAARGR 
PRLRLCIFSRSRQLGLRLRFLSST 
VNEGDQVKTVAVRSGHFCGGLS 
SFSFSSSFSSGKKRPSNSPGSMR 
LGSPPSGAGRAGGIVTVAC*AR 
LSTCNTKQ 


28555 


58923 


A 


28730 


725 


2804 




28556 


58924 


A 


28731 


661 


1218 


DVREGDRDPFMIKVHSCVFVDF 
AKTMHDGA/SVSLRGNLISHKG 
EDRY/VFRDKSGEINVVIPAA/V 
FDGREVQPDQMINISGIADKLP 
V1APTNATSKLKLASQPEDDSEI 
YDGCNGAQPGDYWFAAFVSG 
MFSRWLAKTILSRHILSVTIRSC 
KNGEWLAVGGAENGAYSDSR 
VAVMLLLSAWGLFDF 


28557 


58925 


A 


28732 




624 




28558 


58926 


A 


28733 




1281 




28559 


58927 


A 


28734 


114 


266 




28560 


58928 


A 


28735 


1487 


1570 




28561 


58929 


A 


28736 




3402 




28562 


58930 


A 


28737 




2466 




28563 


58931 


A 


28738 


372 


647 


SGWSWNTKFPTGGFRWPAQPG 
TELESSQPR* L VM PATTSPFRA L 
DVCEYLPACVAVISGCHPSRFA 
RSYVSAPD*QNVQLTYPH1VLN 
RHL 


28564 


58932 


A 


28739 




2235 




28565 


58933 


A 


28740 


3 


293 




28566 


58934 


A 


28741 


737 


963 




28567 


58935 


A 


28742 


3 


282 


RRLRASGCID1CLPSG**YARPAR 
*DPAPGFR* STP VRKCDQTRSPA 
MKV1AAADRKLWCGAICPLSA 
KPPAGRAPNAPAAPASPNRPMT 
PSL 


28568 


58936 


A 


28743 


2 


289 




28569 


58937 


A 


28744 


1 


1662 




28570 


58938 


A 


28745 


421 


2634 




28571 


58939 


A 


28746 


134 


954 




28572 


58940 


A 


28747 


1036 


1383 




28573 


58941 


A 


28748 


2 


589 




28574 


58942 


A 


28749 


1 


801 


















28576 


58944 


A 


28751 


3 


916 




28577 


58945 


A 


28752 


3 


589 




28578 


58946 


A 


28753 


1 


1675 




28579 


58947 


A 


28754 


1 


522 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28580 


58948 


A 


28755 


1229 


1660 


LMVSGFLTSPKJDHERIIVAKPEQ 
FWKLRQVMFMAIVISLPT1GER 
FSPFLLKSPLIRPSRCGTTDFISG 
LTARPEFSQSRMVLIAASTITSL 
MCAGSFLPIRPLASICSLNATTS 
**LPFSSGRDSSRKRRTQAITCSP 
RCGS 


28581 


58949 


A 


28756 


1 


230 


HAVCLAAVHFSSWALNNSETF 
NSIWSCASAILGNLGILTGSPPL 
ALCRTLCLTYPI*CPRDAKALR 
RPRECVIRHD 


28582 


58950 


A 


28757 


1 


850 


MPVMFLASLSGKHQGHHFPKG 
ERGKFKI KERGTVATEDRRSGD 
STFYAIQPTRRQKRVYGLALLL 
QLHRRRQNLNIDSVSSVGLAAL 
VTAF1 G VDFF ANGEQTY SQPL W 
TWMSVGDFN1GFNLVLDGLSLT 
MLSVVTEGYSR*EHRPTPSQPR 
YISSRLSASTRTTM/PGDEQVGV 
SEEARV ALSDH REHGQRQAVQ 
HQVKTDVKVAYRHPRPQRLAV 
CLLAVSEEINADKGGYQRRQA 
HRAY 


28583 


58951 


A 


28758 


20 


282 




28584 


58952 


A 


28759 


38 


966 


RDGLESRGRVCSLRTAFQRSSS 
EAFTSDLQAAELQNRASNRPAR 
1GHAHLVIFPVQSSWM*RKLAS 
PRNNLVIPQEKALKEY1K1GNLV 
MS L A A APLN R* GLL/IE WNDND 
GGCKGACDRVPHQNVTALNLR 
DQCINGECYDEVLFHGLEEYIN 
NLQGDG VI VLHTIG SHGPTYYN 
RYPPQFRKPTPTCDTNEIQTCTK 
EQL VNTYDNTL V Y VD YI VDKA I 
NLLKEHQDK.FTTSLVYLSDHGE 
SLGENGIYLHGLPYAIAPDSQK 
QVPMLLWLSEDYQKRYQVDQ 
NCLQKQAQTQKDCVLL1FAKQ 


28585 


58953 


A 


28760 


1120 


1335 




28586 


58954 


A 


28761 


846 


1245 


TVRKRGTRHPHGSRRTLSLPLR 
HSSDRCNRTRS ADRSTG PRL/A 
QPRYISSRLSASTRTTMPVTTES 
MVSDRPSSTRLKPMLKSPTD1H 
VHSGWLYVCSPVAKKSTPMKA 
GTTAGRPTEPTPTIATSGLNALL 


28587 


58955 


A 


28762 


265 


1179 




28588 


58956 


A 


28763 


188 


322 
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SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28589 


58957 


A 


28764 




3114 


MLQQDSNDDTKDVSLFDAEEE 
TTNRPRKVKIRH PV A SFFHLFF R 
VSAIIVCLLCELLSSSFITCMSKK 
WLAVVIVGVVLQGANLYGYLR 
CKGQEVRETFAEPSLQATQMK 
LKRARLADDLNEKIAQRPGPM 
ELVEKNILPVDSSVKEAIIGKTL 
KIYYLGAPAEAATKEDERTTSG 
PGHHATNYHFLLKFDFYLSWL 
HFVHKDAILSGHPLVRLLSTRV 
LRGPNDVFHGVSSVDSVLAIFV 
LAEPMGSLSASLEN 


28590 


58958 


A 


28765 


1 


3219 




28591 


58959 


A 


28766 


3 


245 




28592 


58960 


A 


28767 


2 


1193 


CANQLRDCLVIPTITGLVRLVV 

AGANGDRLGQPVTGADVRLSR 

CRKVMPSRSVEMGLVPSSSV1V 

TVLPL1GFVLLAFSRGRWSENV 

SAI VG VG S VGLAALVTAFIG VD 

FFANGEQTYSQPLWTWMSVGD 

FNIGFNLVLDGLSLTMLSVVTG 

VGFLIHMYASWYMRGEEGYSR 

FFAYTNLF1ASMVVLVLADNLL 

LMYLGWEGVGLCSYLLIGFYY 

TDPKNGAAAMKAFVVTRVGD 

VFLAFALF1LYNELGTLNFREM 

VELAPAHFADGNNMLMWATL 

MLLGGAVGKSAQLPLQTWLAD 

AMAGPTPVSAL1HAATMVTAG 

VYLIARTHGLFLMTPEVLHLVG 

1VGAVTLLLAGFAAL*Q*K*HP 

RHPKHRNAG * TRVLQRG AGC 

AGA1RVTDHFRG 


28593 


58961 


A 


28768 




2191 




28594 


58962 


B 


28769 


1 


2263 




28595 


58963 


A 


28770 


1089 


4965 




28596 


58964 


A 


28771 


41 


249 




28597 


58965 


A 


28772 


533 


709 


VSFLIVSSSLIALWSERQFVIISV 
LLHLLRSALLPTMWS1LE*VWC 
GAEKNVYSVDLG 


28598 


58966 


A 


28773 


2714 


3599 


LGSQWH*IYKLPWAVWSFSQY 














GKVQCHRGLIHVNWLPPVKKF 
*LRQKGKPTSSSQETPKTEPGRL 
LKP 


28600 


58968 


A 


28775 


722 


856 


GNDLCPKTIRTGDAWCVPGTT 
RKSAWK*GKISGSLSFLPVRDG 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28601 


58969 


A 


28776 


474 


1338 


PANQKKPRTRWIHSR1LPEVRR 

GAGTIPSETIPNNRKGGNPP*LIL 

♦GQHHPDTKTWQRHNKK* KFQ 

ANIPDEH*CENPQ*NNGKPNP\E 

HSKKLIHHNQVGFISGMQGWF 

NICKSINIIHHINRTNDKNHMIISI 

DAEKAFDKIQHPFMLKALNKL 

GIDGTHLKIIRAIFDKPT ANIILN 

GQKLEAFLLKTDTRQGCPLSPL 

LFNVVLEVLARAIRQEKE1TGIQ 

IGKEEAPQKQQRLFCRYYHGK 

RAPQLL ITHLEEDDE WDII RY Y 

NVMSEEElKRMKEIVKPK.il 


28602 


58970 


A 


28777 


2289 


3225 


LTNQNKSRTRWIHSRILPEVQR 
GAGTVSSETIPNNRKRWTPP*L1 
L*GQHHPDTKTWHRHNKKRKF 
QAM IPDERQCKNPQ*NTSKPNP 
AAHQKAYP**PSQLHPWDARL 
VQHMQTNKHNPSHKQNVHDKN 
HMIISRDAEKSFNKIQQPFMLKT 
LNKLGISGTYLKIVKMHTMSSS 
H LF YL ALCLLTFTSS ATAG PETL 
CGAELVDALQFVCGDRGFYFM 
EQCTMAVSIRGRELLGPSEQEM 
LHKESGKQRQKANTIP VTSK I V 
HLALYATLLLFVMEQFLGESHK 
SRE1FSFEQQISELGKESMKFSEE 
KEKE 


28603 


58971 


A 


28778 


1177 


1272 




28604 


58972 


A 


28779 


480 


766 


SSEIQHWFQGQPRWSRCRVSGR 

LG*NRSMP/HVSESSRTLVL*EV 
TKHQVSSNFKMRDKDRSGRAS 
SLRKHRRE 


28605 


58973 


A 


28780 


1 


1344 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28606 


58974 


A 


28781 


971 


2314 


PTNQKKSRTRWIHSRILPEVQG 

GAGTIPSETIPINRKRRNPL*LIL* 

GQHHPDTKAWQRHNKKEEL*T 

NSPDEH*CKNPQ*NTGKPNP\EH 

1KKLIHHDQVGFIPGMQGWFNI 

HKSINVIQHINRTKDKNHMIISI 

DAEKAFDK1QQPFMLKTLNKL 

GIDGTYLKIIRAIYDKPTASI1LN 

GQKLEAFPLKTGTRQGCSLSLF 

LFNVVLEVLARAVRQEKEIEGI 

QLG KDEVK LSLF ADNMI V Y VE 

NPIISAQNLLKLISNFSKVSGYKI 

NVQK.SQAFLYTNNRQTKSQIM 

SELPFTI ASKRI K YLGIQLTRDV 

KDLFKENYKPLLNEIKEDTNK 

WKNIPCSWIGRINIVKMAILPKV 

1YRFNAIP1KLPMTFFTELEKTTL 

KFIWNQKRARJAKTILSQKNKT 

GG1MLPDFKLYYKPTVTKTKW 

YWYQNRDIDQWNRJEPPEIISHT 














VLHSYAI*1ASALKVGISRHHP* 
GSIPSRSLLVATTPTRGVTAALE 


28608 


58976 


A 


28783 


1 


1938 




28609 


58977 


A 


28784 


1389 


1499 




28610 


58978 


A 


28785 


1 


351 
















KNLDEKLLPA SS SSCR1 W ATSP 
VHHL WQVLKKI LF/GLEPYE1 ST 
LFEQRQAM/LQS1KEGVVAVDD 
RGEVTLINDAAQELLNYHNFIR 
SRSLPVFVLASACGSGTRRRRA 


28612 


58980 


A 


28787 


1 


419 


VRPGHLLDIDDTDMPSLRYSDP 
EAQRIGQPFKGDDILKALNGEE 
N VA 1NRGFLAQALRVFTPIYDE 
NHKQIGVVAIGLELSRVTQQ1N 
DSRWSIIWSVLFGMLVGLIGTCI 
LVKVLLG/IIFG*TYKSQLFEQR 
QAMGRL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28613 


58981 


A 


28788 


1 


1795 


MWI1SCVMKRTAMNCVLWRK 
RRRKVCASIFTGKNRANQKRD 

nvelfdarcrplndaadtvry 

lpvltvqlldkqprltvlkk.il 

fglepyeistlfeqrqamlqsik 

eg wav ddrge vtl1nda aqe 

llnyrksqddeklstlshswsq 

v v d vse vlrdgtprrdeeitik\ 

drlllittvpvrsngviigaistf 

rdktevrklmqrldglvnya 

dalrershefmnklhvilgllh 

lksykqledyilktannyqee1 

gsllgk1kspv1vagfliskinra 

tdlghtlilnsesqlpdsgtaa 

cgqslnvlyqrivgerklhtgs 

lmsaagksnplaisglvvltli 

wsyswifmkqvtsyigafdfta 

lrcifgalvlf1vlllrgrgmrp 

tpfkytla1allqtcgmvglaq 

walvsggagkvailsytmpfw 

vvifaalflgerlrrgqyfaili 

aafg1ctatqrnrllpcknqpc 

KANQYQGTGDVLNQLHIDFRA 
FSGVMVAGSRQ1FANEISSGAS 
NVGVVI FSTQDSANTFNVLN AS 
GGSRSVYPVMSDDMNGSSWKF 
STRMQKIDPALSVTSGQLMSHV 


28614 


58982 












28615 


58983 


A 


28790 


199 


293 


RYPPAETELS*RLCRLLR*STTV 
RL*LCRPL 


28616 


58984 


A 


28791 


685 


1557 




28617 


58985 


A 


28792 


1 


2850 




28618 


58986 


A 


28793 


265 


535 


E> I A TTDTJDCPt 1-1 Q \ ff Plf^VPiC 1 ED 
K1A 1 IKriroL/LrtKVLilJt^ YlJoLrK 

TATTQRHCRRMHMMTIGYQFQ 
PG AL VR* S RANHFPG RGD VNLS 
SRYSNAPGRRHQHQMRRGFVA 
RSQ 


28619 


58987 


A 


28794 


409 


1305 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28620 


58988 


A 


28795 


379 


1703 


LKTVLVDGVVKAEKLVEGAKA 
VLRQA INGDLD WKAKRQ PKLE 
PLKLSKIEATMSFTIAKGMVAQ 
TAGKHYPAPITAVKTIEAAARF 
GREEALNLENKSFVPLAHTNEA 
RALVGIFLNDQYVKGKAKKLT 
KDVETPKQAAVLGAGIMGGGI 
AYQSAWKGVPVVMKD1NDK.SL 
TLGMTEAAKLLNKQLERGK1D 
GLKLAGVISTIHPTLDYAGFDR 
VDIVVEAVVENPKVKKYPSAG 
VFHQLYCRDVV1PMFAIYTFGP 
Q1VGLLGLGVGKNAALGNVVIS 
LFFMLGCIPPMLWLNTAGRRPL 
LIGSFAMMTLALALLGLIPDMG 
IWLVVMAFAVYAFFSGGPGNG 
FNRVKEEFDHERFLVALTNYGT 
AMCAFEDAARY AN/LARA VWR 
GYWSFPVDSGK1RPHGDQ1KLH 
EK.HAV*SSVESRQRHHHLWRC 
SDVQILLRQCGI 


28621 


58989 


A 


28796 


713 


902 


CRLARPSPLKRCFQFCSTTHSC1 
PPPLAATRWPVRRRWRPSMCC 
WSRTYR\PG*AKRRYTSPA 


28622 


58990 


D 


28797 


1 


1521 




28623 


58991 




28798 


j48 


599 


RHFQRSLSRSSDSNP*LDPTLFA 
SALA SRQRVTESWSERHPDPLQ 
VRRKTEDVKTTPPFLQQSAHRS 
VNIVLWIRGFSPTLLV 
















28625 


58993 


A 


28800 




1443 




28626 


58994 


A 


28801 


1051 


1173 


PETYRR1AGRYGATCGTLR*RA 
SGG*TGETDAAGPGYPPAR 


28627 


58995 


A 


28802 




2742 




28628 


58996 


A 


28803 


435 


1143 


SRPAYHPAPREFQRQWRQDPAP 
GL AITPGQQL FI TIKL WN DDH\K 
RPREALLDSLKKLQLDYIDLYL 
MHWPVPA1DHYVEAWKGM1EL 
QKEGLIKSIGVCNFQIHHLQRLI 
DETGVTPVINQIELHPLMQQRQ 

I U A U/M A TUI^ If^TCC WCDI Afir 

LMAWINA 1 lilvll^ 1 coW^rLAl^u 

r.kT.A/cnrii/ ru a nyvr.vTD 
LiIvLj VrlJ^tvVlKlJLAJJJs. YuR 1 r 

AQ1VIRWHLDSGLVVIPKSVTPS 

RJAENFDVWDFRLDKDELGEIA 

KLDQGKRLGPDPDQFGG 


28629 


58997 


A 


28804 


1040 


1079 
















oAOrlSJviO 1 KflL/U V JvfUAlAj 1 

TLYQRR*VH*\WSTVH\KPETSS 
SKMHGQRGSGLLAKSLVANVI 
CSL1RNPLPIMPMPLCAFVSLKM 
IKKRPRRH 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
cotlon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28631 


58999 


A 


28806 


167 


327 


KNNSSISGINATER*KTDENNTS 
VFSSPGKFYRTRTAPLTDRRTN 
SPAYLSEL 
















28633 


59001 


A 


28808 


1 


4104 




28634 


59002 


A 


28809 


1 


1368 




28635 


59003 


A 


28810 


82 


1143 




28636 


59004 


A 


28811 


72 


212 




28637 


59005 


A 


28812 


1 


1078 


MKDVTL VRPQD AG ANTC A HIL 

SQLPHLQLPTLETLGLINALGY 

APGDMQPSDSATWGVAELQHE 

GGDTFMGHQEILGTRPLPPLRM 

PFRDVIDRVEQALVSAGWQVE 

RRGDDLQFLWVNQAVAIGDNL 

EADLGQVYNITANLSVISFDDAI 

KIGRIVREQVQVGRVITFGGLLT 

DSQR1LDAAESKEGRFIGINAPR 

SGAYDNGFQVVHMGYGVDEK 

VQVPQKLYEAGVPTVLVAHHQ 

RVFA1FAVAIDITQV1NIQYCRC 

QQAACGRRKDQCRNQSKENQY 

GNITQTDITIRTIAHGVYVIAAMI 

DNPPR1RKPTKSAS*LWWPLFY 

LLAVSLFTLWNRYRVFHGLSAS 

SSPLRPTPY 


28638 


59006 


A 


28813 


429 


611 


AAKHPCCGYSFRRRTDVDHNG 
YSGNACTRLHHAGG1RQ**PNF 
GYSPPASSCGQVSQNSS 


28639 


59007 


B 


28814 




2703 




28640 


59008 


A 


28815 


1931 


2407 


HGLRTRQRLSKASR1CAALLCR 
LLTYELSSARWMWT1TTAVCV 
SSCRRWKKPAALVRPLPPASAP 
GF1TTSAKPCCASRNG*KSSFQR 
TLHVSRHQSRTS*SPQVDTSDN 
SSEIVNNQAPTARTGSGLRVAV 
t cru^/ncDi a A\iADDnt da/cat 

NAAS 








i§T7 — 


430 


lib 






sWTo" 












28643 


59011 


B 


28818 


204 


2659 




28644 


59012 


A 


28819 




2817 




28645 


59013 


A 


28820 




1089 




28646 


59014 


A 


28821 


1 


1891 




28647 


59015 


A 


28822 


2972 


3318 


KYALTLVRFVTLKVQSVTALK 
A/pr;i vdtffi F\/intjr>Ai ptcc 

/vwL i K I t,rt_yrivlUi\l^ALr 1 t,c, 

RQFA A YKAL AE ACG SQA V 1 VR 
TMDIGGDYELPYYELPERRDPV 
SSAGALFVSRWIVERSCADKFR 
VFCGASGFR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28648 


59016 


A 


28823 


1 


1030 


MMCIMYRTASSLANQYHIDSE 
QARRGSQNAFDVNFEAWQLEI 
NHVLEAASAQSQRNYQISALVF 
ISM 1 1 VA AIY 1 SSALWWTRKMI V 
QPLAIIGSHFDSIAAGNLARPIA 
VYGRNEITAIFASLKTMQQALR 
GTVSDVRKGSQEMHIGIAEIVA 
GNNDLSSRTEQQAASLAQTAA 
SMEQLTATVGQNADNARQALG 
TGKNAATTAQAAAVQFIDRCQ 
ADFTRGAYRYRSGTYFICQYLT 
VTVSGIDAHQRGQTDTQRILLQ 
LFLVQFDTHRQTLNDFDPVTGR 
ILRWKQLDRAAGDITGHRTDN 
TSTLQRQPGVTYFGGSLLHGWA 
*SSSLVPRIIA*LALYC 


28649 


59017 


A 


28824 


1 


3087 




28650 


59018 


A 


28825 


376 


1564 




28651 


59019 


A 


28826 


1 


1174 


MVNLALWLKKHRFRLDQVQN 
FYPSPLANSTTMYYTGKNPLAK 
IGYKSEDVFVPKGDKQRRLHK 
ALLRYHDPANWPLIRQALEAM 
GKKHL1GSRRDCLVPAPTIEEM 
REARRQNRNTRPALTKHTPMA 
TQRQTPATAKKASSTQSRPVNA 
GAKKRPKAAELQCPLVMTSGN 
LSGKPPAISNEQALADLQG1AD 
GFLIHNRDIVQRMDDSVVRESG 
EMLRRSRGFLPTGRGLRIDYKQ 
KMRGTRRAGCNFNQSGQGRPS 
LKRG1EQTD1KKAK.KQATGLAG 

LbML^UL/Ar Y AViJ HAAur^U 

ALPLTPQMLMESPS\ATCSA*RR 
TPGWAGTPTSSPAKRC*LSALRI 

TCCrCTDCrCUDUU/DV^D A D DCn 
A P'l-ITJCT? i;CDT\/U/D\/TADIf'k'r'D 

ALlinoKror 1 V Wrv 1 ^rlS.IsAjK 
















28653 


59021 


A 


28828 


1050 


1154 




28654 


59022 


A 


28829 


1 


2649 




28655 


59023 


A 


28830 


59 


5U 




28656 


59024 


A 


28831 


1 


4^b" 
















r > 1 o 1 111 A i V oLrlvoKlor li 1 KcA 

MI\NDHSKRAWLYALRRRAGR 
TRHRCPGRTG RQRLL 


28658 


59026 


A 


28833 


1 


727 




28659 


59027 


A 


28834 


1 


3069 
















FLPKSLGDSSGESRKHRRRRRA 
FSPDQHP A GN YRTRLS ARPF V * 
RCLYYSR*ARRGNYRQH*TTSP 
AL YQ A ASPFQ * SIAG *R AGKTR 
YRSSVYLCVDHFDHSGSW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2g661 


g9Q29 


^= 






]644 






59030 


— 


28837 




7245 




2g663 


59031 

— — 


— — 


28838 

— — 




T5~T8 








— 




— 


491 




2g665 


59031 




28840 




2827 




28666 


59034 


A 


28841 


162 


1760 




28667 


59035 


B 


28842 




3378 




28668 


59036 


A 


28843 


434 


763 


















28670 


59038 


A 


28845 


576 


783 


PGNVLRLENLPAADADQLAGN 
GGCHSVQVRSIWMIGLHAFAKC 
ETRMYPEEPVYLPPRYRGS1VIH 
SIAF 


28671 


590j>9 


A 


28846 


855 


1134 


PGNVLRLENLPAADADQLAGN 

OOUH5\t^ V Kit WIVlJOLlTAr AJsJv. 

ETRMYPEEPVYLPPRYRGRIVL 
TRDPDGEERCVACNLCAVAWP 
VGCISLVS 


28672 


59040 


A 


28847 




890 




28673 


59041 


A 


28848 


420 


943 


CLAADALHLRCLINARHNAQQ 
EDALVEKAKQA/TWRLLAAGV 
CLLTVSS/VARADSLDEQRSRY 
AQ1/KQAWDNRQMDV/VFIHAM 

DTK! T A 1? DT A C C TP.M IU 1 \/C\/T A 

GAPARWSACWDHCNDQIAPCR 
ELSRRLLRLHAQYQNTKRVHT 
QFSGYKTPEMANTAVPTISSQR 
RALFNPH 


28674 


59042 


A 


28849 


1 


1247 




28675 


59043 


A 


28850 


533 


1029 


SKSIMLLCRSVVSMIRRSTVAA 
FTLAA1SVARSVALNLIIRDIGM 
QAMPLCRSTTGRNRWTSSAKR 

KK1LSDGKSVTLGALLADVTQS 
DEPL * GSPAG S/TGQM P AIQPAQ 
KTHHVKAHSFCS*PAQSSPVNP 
DDIISFSKSK 














SPHMPG1TAGTPFSVPLA1 SAPSI 
SAK.SLPGKTA*AWPNIMALTPG 
ISLR**TEFSAITLYGSADSPECA 
RTT/1NIGTFLAHFRHVFAHGFG 
N1IHRHFPG 


28677 


59045 


A 


28852 


260 


717 


RQLRTELS AGIA A FRTGNA P A IL 
RFMKLAPPP*WRRKPLTGV*RV 

KUKUoVa VArVri VoAJv^l^L 

DPRSLLQQDAFKKAGLDPEQPP 
KT/WQDLA/VLCRETESLRHEV 
RLRQRLAGLDPTGKL*AWNGM 
MPYDADAKDAPQKPLSAEPAC 


28678 


59046 


A 


28853 


776 


2730 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28679 


59047 


A 


28854 


383 


1367 


RPTCWTS1EWVRRVRTAALRSS 
GKTWVFCCRRRJAGELMLTNR 
HTGGVMVTTFRASEAFAGALE 
LTGKATL VA LINRC1G A V I R YM 
LIAV1PDIFQRLQVVLNVW1LAV 
ANETTVRQRRVRRFKVDLVVR 
VHLLLHIEVETVGVVTFIGHAR 
HHAKLSSIETAEAIAQVFTRRA 
VETETITRFFFPLIHCLTQTFNN 
GDTFRAKLLVVVNMLAAEQRV 
NGFVDADVTQRNRRTTVFEDF 
RNIIVSIETHATSTRYG*CVGPP 
AMRACSGA VQPVQWLHPG K.L 
RQGEPSRDLVRQRPAALCLPRR 
HR1LRGYNGNIQRRLYSTGNGL 


28680 


59048 


A 


28855 


1 


1477 




28681 


59049 


A 


28856 


1 


793 




28682 


59050 


A 


28857 


1 


1020 




28683 


59051 


A 


28858 


1 


613 


SAGDGARIEQFDRKGMVNNKF 
NYFIMSKLAEAGIPTQMERLIAS 
DTECLVKKLDMVPVECVVRNR 
A AG SL VKRLG IEEGI\ELNPPLF 
DLFLKNDAMHDPMVNE\SYCE 
TFGWVSKENLARMKELTYKAN 
DVLKKLFDDAG L IL VDFKL E FG 
PVQGEVVLGDEF/SPDGSRLWA 
QETLEKMDKDGFRQS1AGGLIG 
AYEAVARRLGYT 




59052 




2 J 8 - 5 Jj 


i 


1002 








— 










28686 


59054 


A 


28861 


625 


750 


RNVQALQGAHGTGGALTDPA* 
QHLGTLCADLL*NGLSPSPRD 


28687 


59055 


A 


28862 


1 


1449 




28688 


59056 


A 


28863 


105 


297 




28689 


59057 


A 


28864 


55 


423 


DRPQRNRATLMQLYSRGSPGIR 

IT r~\Ciri riD DT CVKTIf A I \fCC^ inTP I 

K.<s<fVjls.L.OKrJ_,vj VlvAL VrOlU 1 UL 

FQLQAVKNLDGF*FDEASASQP 
GSDNILRELRVRATGRADGSGT 
GFTEDANSFTSYR 


28690 


59058 


A 


28865 


1 


2340 




28691 


59059 


A 


28866 


314 


696 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28692 


59060 


A 


28867 


458 


2160 


PTLRAFYRVTPHRSLSVMLALK 

CHGINPLRSWVGTG*VE*EEKY 

NMQT*E/LENWKPISNLHDMSS 

SHSKTLGYKRLTKSNPISCQILL 

YKSRSKGRKNQRSTRTHCHHPS 

PK1YSASAKEPWILATNLPVEIR 

TPKQLVNIYSKRMQIEETFRDL 

KSPAYGLGLRHSRTSSSERFDI 

MLL1ALMLQLTCWLAGVHAQK 

QGWDKHFQANTVRNRNVLST 

VRLGMEVLRHSGYTITREDSLV 

AATLLTQNLFTHEEAPANSVPA 

AAVIRRVQALIGITGRKAHAGG 

SWNGTASSDNFPNIFILPQNDF 

MALAAAVAPPELEALLAAGKV 

SVKIQEPCDE1LFSRAKVWNGE 

KWACVTIVGGHTN1VHIETHDG 

VVFTQQACVAEGEQESPLTVLS 

RTTLAEILKFVNEVPFAAIRFIL 

DSAKLNCALSQEGLSGKWGLH 

IGATLEKQCERGLLAKDLSSS1V 

GSGNQGIGTELNVSCRFPATNL 
FVHDPTQQAMQRNQRRFAVQT 
FPVWR VAQI ICA VRPFRQRIGQ 
LRDIFHLKGDQFTNRPAK1VAF 


28693 


59061 


A 


28868 


2095 


2722 




28694 


59062 


A 


28869 


789 


2509 




28695 


59063 


A 


28870 


57 


440 


CSWDPQDPHG1LQGAGKEDSQ 
AQK.TTARQKRKTRKTATRQKK 
HEKQSEESTNEDT*ARKVEETQ 
HKHDAESTSGSVIQGCVQLFTQ 
SFTATPAASATTATRPTILCSSR 
ARAGYPSTTGVSRRESPL 


28696 


59064 


A 


28871 


3057 


3495 


MPVRGQRPVSLARHPGTRSDK 
KG HF V V AHPAF/P/DQFLH A AM 
DIKQPVISI DNLLA1 HKQAEVTR 
FIGGDMQRADRDHPR1A VALID 
KRIRFGISRRFRAQSIIH RIFAQR 
MHIFRPVIGQHQATGNSRLSAS 
TQRLHHNPAFFGPFH 


28697 


59065 


A 


28872 


1609 


2112 


HQPVLTVVMVPVSPLIIRADNP 
FRDEVGFLCQPAVTVIPVKIVR 
VTGDTVIRPHAEGAVRVQLRV 
GQAVTCRVCGIRDADIQIRCGG 
VNAGQPAGGAVAVTPGLARAA 
DADEFAVVVPGVIAVRQQAVQ 
VL AL * LPGRG1 SGGEFITAE VRS 
VSRCRRSRVYSTRGIL 


28698 


59066 


A 


28873 


2 


712 




28699 


59067 


A 


28874 


337 


383 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28700 


59068 


A 


28875 


65 


436 


REVWEHAKRMLGDSSLDMGM 

UUrjL/ 1 I IVi VAIDI lVJlvLVIiS. 1 All 
ri W rv V Ivoor olvl V W o/\o V W IVlViVl 
AT D*T CDTI DDMflPUCl C*AC\/D 

ELrvLAAaW 1 tvtvts.ls.JNa I rlAasA 
IRLTLTWKPKPFLSRL 


28701 


59069 


A 


28876 


206 


403 




28702 


59070 


B 


28877 




2046 




28703 


59071 


A 


28878 




1335 




28704 


59072 


A 


28879 




974 




MEAPPIEDVSSRDLNRRRNYGH 

PADLFWFYSVLRALPEVYASSD 

AHEKFVKDFVAAWSLNVLYQR 

IVGERKLHTGSLMSAAGKSNPL 

AISGLVVLTLIWSYSW1FMKQV 

TSYIGAFDFTALRCIFGALVLF1 

VLLLRGRGMRPTPFKYTLAIAL 

LQTCGMVGLAQWALVSGGAG 

KVAILSYTMPFWVVIFAALFLG 

ERLRRGQYFAILIAAFGLFLVLQ 

PWQLDFSSMKSAMLAILSGVS 

WGASAIVAKRLYARHPRVDLIA 

SLTS\WQMHVCRQLASQLPLSH 

GAMPRCRRPGHSSMPDRLANVI 

A K K V LKu JV1 i IN K^J-T V 3 r Ol_,r 


28705 


59073 


A 


28880 


1789 


2026 


CRFFWIN* YCNVSFGANLERA* 

1 oroALrlULyr rvj Y K I 1 1 olvnls. 
LWISTNAFRFGN 


28706 


59074 


A 


28881 


568 


717 




28707 


59075 


A 


28882 


1760 


3092 




28708 


59076 


A 


28883 


1 


1206 




28709 


59077 


A 


28884 


1 


575 


MSGSYSSVWAEDD1QFDSRFLE 

LKGDTKIDLKRFSSQGYVEPGK 

YNLQVQLNKQPLAEEYDIYWY 

AGEDDVSKSYACLTPELVAQF 

GLKEDVAKNLQWSHDGKCLKP 

GQLEGVEIKADLSQSALVISLPQ 

AYLEYTWPDWDPPSRWDDGIS 

GI I ADYSITAQTQH AKLNTEDD/ 

SNESTGSVWQGLWRLQDD 


28710 


59078 


A 


28885 


1 


718 




28711 


59079 


A 


28886 


1326 


1953 


PARSPEAEAAAACFRSWEWSR 

YYAWRA\LPSLKAK.LALGEDY 

LNSDIFDGFNYVGGSVSTDDQ 

MLPPNLRGYAPDISGVAHTTAK 

VTVSQMGRVIYETQVPAGPFRI 

QDLGDSVSGTLHIRIEEQNGQV 

QE YDI STASMP YLTRPGQV RYK 

IMMGRPQEWGHHVEGGFFSGA 

EASWGIANG WSLYGG ALGDEN 

YQSAALGVGRDLSTFEA 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28712 


59080 


A 


28887 


4"l 


681 


PTGHRAQKKWNT*TRHSNSY* 

KNFAKKLI*GDIREKLQKLEGF 

AGMNATQLIEVATEVY1NCDQE 

AKKETEQRLRKKANLLAAALT 

KRKINIVKGRECSHGCGHGRGQ 

VEQRAKRWLRLRGGWVKAFP 

VRTEKAREVTKVLLRDIIPGFGL 

PLTLASDNGPAFIAKIVQELTQL 

LK1KWKLH1AYWPQSSEKVEH 

MNQTLKQLLKKFCQETHLRWD 

QVLPMVLLRVRYTPTKQTGYS 

PMRSCSANLK 


28713 


59081 


A 


28888 


1 


963 




28714 


59082 


A 


28889 


123 


593 


KRQVLAGFLITPRRLPKNWTHC 
WCWWSM/PAQVKQVLFGETG 
VAQHLKPGTAVMVSSTIASAD 
AQEIATALAGFDLEMLDAPVSG 
GAVKAANGEMTVMASGSDIAF 
ERLAPVLEAVAGKVYR1GAEPG 
\QVRP*KLFTSC*RAYILLPEPKR 
WHLQPVR 


28715 


59083 


A 


28890 


263 


467 




28716 


59084 


A 


28891 


1218 


1505 


AGGDAANRRRLIQHVCSLPLYT 
GLPRGPHGRAAGNPVDQQFAA 
GDLGLSPHADAHPGGTDDVRW 
CLIST*KRWDSGV*AGAGQYSG 
WRRRSLRWR 


28717 


59085 


B 


28892 


1 


2118 




28718 


59086 


A 


28893 


1084 


8334 




28719 


59087 


A 


28894 


2029 


3313 




28720 


59088 


A 


28895 


1168 


1236 




28721 


59089 


A 


28896 


1 


284 j 




28722 


59090 


A 


28897 


1 


1188 




28723 


59091 


C 


28898 


20 


878 




28724 


59092 


A 


28899 


1904 


2281 


CSAYAGLHPFWLKSTRFCTHIL 
APATAISPNTTIDAPP1TAAGMV 
♦1SAPNFGEKPNSMAMTAAATN 
TSVE*TLVTAITPIFSA*VVTPLP 
PTEPESIVARPSPTNARP1YGSIL 
RPVIPATALR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oriast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28725 


59093 


A 


28900 


773 


6228 


MKARLHLLYPMGLRAWCGPV 
RLCWNLISLGLWSCFSKGWVT 
TPTTLSCPSPPRRGRMAPWAW 
GRSRARMCWSWSWSTRPSRPC 
AVRWSWSSGATGSCWRRPVST 
APPRPPPWRPAAPTPAPLWART 
RMPSHWPSTTAPAATAY*/DPD 
AGYQPTPLAAPAEPGSKYSLAS 
LDRGQGRGGGGGGALEYVPKA 
VSQPRRHSRPVPSGKYVVDNSR 
PPTDLEYDPLSNYSARHLSRAS 
SRDERAAKRPRGSRGSEPYT 


28726 


59094 


A 


28901 


1116 


1497 


RG LI SDLPSKPSCLM WAASCRN 
PASLL ASE*TVSNA* IPAERAAC 
KMEQRANSSSVPSGERSVRRLR 
T*SSAPRAIPI KRSEA*A1STARVI 

DCrrtCIA ACDDV/I DnCDDnAUCTD 
roOIJolAAoKr VLruoAr^ArolK 

RJSFSISRTS 


28727 


59095 


A 


28902 


J 


2916 




28728 


59096 


A 


28903 


1 1 


2001 




28729 


59097 












28730 


59098 


A 


28905 


1591 


1806 




28731 


59099 


A 


28906 


531 


949 




28732 


59100 


A 


28907 


44 


477 




28733 


59101 


A 


28908 


161 


333 




28734 


59102 


A 


28909 




394 


MF.GVAFLTFLAARAAVGNRPA 

SPQ1VRKQREGHGG1LTRDPVA 

FDDVAVNFTQEEWALLDISQR 

KLYKEVMLETFKNLTSVGKSW 

KDQNIEYEYQNPRRNFRSLIEK 

KVNE1KDDSHCGETFTQVPDDR 

LNFQEKKASPEVKSCDSFVCAE 

\/r:ir:xTCQi7Miv4c:ipr:nTr:ni<' a vn 
VOIOiN jor pllVlMKUL'1 UrllvA I c- 

YQEYGPKPYKCQQPKNKKAFR 
YRPSIRTQERDHTGEKPYACKV 
CGKTFIFHSSIRRHMNSHWEKP 

Y cLjKLIJKArnoooo i ri 


28735 


59103 


B 


28910 


1 


534 




28736 


59104 


A 


28911 


238 


434 


LPCKIHTPNHGPLKNIPSTKN*Q 
RRRNTSQR*LRHQPFFSSASRPG 
SRLRFAIGPLQPAEAGMVT 


28737 


59105 


A 


28912 


358 


878 


KLCHIACIHSVSFQCESFHVFTG 
FLSSVCPFMKSK1FDRSEGFPKL 
LTLIGVLSSVSPFM1SKGSEGNK 
GFPTLLTLIGFLSSVRFFMYLK* 
LGRIKAPPTYLTFIRSLYRVHYV 
CLCPFMNSKVLGRSEGFPTFLT 
CIGLLSIVCRFPTLLTLIGFLSSV 
SPYMISKGTGMR 


28738 


59106 


A 


28913 


1382 


1416 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28739 


59107 


A 


28914 






MFQDPVAFDDVAVNFTQEEWA 
LLDISQRKLYKEVMLETFRNLT 
SVGKSWKDQNIEYEYQNPRRN 
FRSLIEKKVNE1KDDSHCGETFT 
QVPDDRLNFQEK.KASPEIKSCD 
SFVCGEVGLGNSSFNMNIRGDI 
GHKAYEYQEYGPKPCKCQQPK. 
KAFRYHPSFRTPQRDHTGEKPY 
ACKECGKTFISHSSIQRHVVMH 
SGDGPYKCKFCGKAFHCLSLYL 
IHER1HTGEKPYECKQCGKSFSY 
SATLRIHERTHTGEKPYECQQC 
GKAFHSPRCYRRHERIHTGEKA 
YQCKECGKAFTCPQYVRJHERT 
HSRKKPYECTQCGKAL*YSLKS 
G SLMP* ALFFWLRI VLAM WAL 
LWFHMNFKVVFSNSVKKVIGS 
LMGMAWNLQ1TLGSMA1FMILI 
LPIHEHGMFFHLFVSSLISLSSGL 


28740 


59108 


A 


28915 


1619 


2353 




28741 


59109 


A 


28916 


1 


1252 


MSYSVMFALLLLTPLLFSLLCF 

ACRKRRLSATRTVTVLHSLG1T 

LLLILALWVVQTAADAGEIFAA 

GLWLH1DGLGGLFLAILGV1GFL 

TGIYSIGYMRHEVAHGELSPVT 

LCDYYGFFHLFLFTMLLVVTSN 

NLIVMWAA1EATTLSSAFLVGI 

YGQRSSLEAAWKYIIICTVGVA 

FGLFGTVLVYANAASVCGTDH 

GGRMMRSWNGGQLISKLLAIT 

P\DKLVLDFGSQAEDNIAVLKA 

QHISIS\AETQGAKVEFTVDQLQ 

QSEYLQLPAFITVPPPTLWFVQR 

RRYFRISAPLHPPYFCQTKLAD 

NSTLRFRLYDLSLGGMGALLET 

AKPAELQEGMRFAQIEVNMGQ 

WO V r Hr IJAU^lMSifcKls. V ILHjIs. 

MCTIDTDDI CEPCI \JVCDT\/CDA 
iNc 1 ir IrrvLorivrljIN Vor 1 Vt-Kl^ 

1 nun i:c 1 t7dt? adti/a r\v\/D r\ 
H^KJIr oLcKl^AKLtvAlJls. V KU 


28742"" 


59TT0 


— 


28917 


2 


2282 




28743 


59111 


A 


28918 


518 


1046 




28744 


59112 


A 


28919 


8 


893 




28745 


59113 


B 


28920 


1 


3129 




28746 


59114 


A 


28921 


1 


1284 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


28747 


59115 


A 


28922 


3612 


5412 


PG LKHQNNG H RGPD AETKG VT 

RDFGPNAKPLAGA/RLN/LERLR 

DTHHIDVAPLVARLDQMMESV 

SQLLQLARAGQSFSSGNYQHV 

KLLEDVILPSYDELSTMLDQRQ 

QTLLLPESAADITVQGDATLLR 

MLLRNLVENAHRYSPQGSNIMI 

KLQEDDGAVMAVEDEGPGIDE 

SKCGELSKAFVRMDSRYGGIGL 

GLSIVSRITQLHHGQFFLQNRQE 

TSGTRAWVRLKKDQGAYPMSE 

KVVFSQLSRKFIDENDATPAEA 

QQVVYYSLAIGHHLGVIDCLEA 

ALTCPWDEYLAWIATLEAGSE 

ARRKMEGVPKYGE1VIDINHVP 

MLANAFDKARAAQTSQQQEW 

STMLLSMLHD1HQENAIYLMG 

VFIMLIFFPAPVASEKPLSPDCW 

TTTHTLRM1GENSGLVSYMREK 

AVSPNCWNVIHYSGFLHLELLS 

SYDVDVNQHNTICEWISLIKTR 

GVRRPEFQTLLTGSGSEHGERFI 

MNRPTLFFTDLAFHVDRFTQYV 

HDTAQSRFTYRDFNRVFEVFYI 

QTATQTVGGTHCDAPGWWFP 

GAVQSVPAAAL1AVAAAPGLA 

SFLPFARRVPRTVVALLAQAAA 

YADGMPARADGSFNSP 


28748 


591 16 


A 


28923 


1 


2910 




28749 


591 17 










PGFGDARKLISLNFFIWV*TA*I 
M*P/LAGSDFVYRNS*RNVFIAQ 
TLQLRSRQPVTMHHATRAFQT 
EHNLILRFECCEYSRYLFT 


28750 


591 18 


A 


28925 


599 


1117 




28751 


591 19 


A 


28926 


279 


455 


SLSHSSGRCSRGGISFWVVWEF 
GPVACLAASVV*L*VSVVWLW 
LSPSGQGCLGCRVWL 


28752 


59120 


A 


28927 


1 


2913 




28753 


59121 


A 


28928 


1 


2328 


















28755 


59123 


A 


28930 


9 


107 




28756 


59124 


A 


28931 


1 


2106 




28757 


59125 


A 


28932 


1 


1123 




28758 


59126 


A 


28933 


260 


709 




28759 


59127 


A 


28934 


467 


631 


LEVIEAPQPNWS*SVQQSACST 

W rut W V ULit^UrK^ V W V W I c W 

TTKRASLLPIFQD*LKALRKAQ 
VWAFAS*STWPGCWVDLEDPQ 
VWVWYEWTTKRASLLPIFQD 


28760 


59128 


A 


28935 


989 


3010 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28761 


59129 


A 


28936 




183 


GLYAKSFAQTLYLEQRLAVLR 
AYFYCALWNHSVSVVAG*CKT 
DDSANAGDGGSGADRSR 


28762 


59130 


A 


28937 




1006 




28763 


59131 


A 


28938 


185 


384 




28764 


59132 


A 


28939 


2 


615 


WAFRVIRFI VTAN WSLKA V WM 
RRL1VVAALLTLRTVPMRQLNR 
LLLITPSLSRHMVSTGPATSCVN 
RGFLSPTVVSVLSGSPFC/WQDG 
DQTLTFKVDYIATGKATSEGEE 
QISLGVRNTSPDVPYLIQSWVM 
TPDNKK.SADFI1TPPVFVLNPGN 
ENLLRIMY1GAPLAKDRETLFFT 
NVRAVPSTTKRKEGNTLKIAHK. 
RMITN 


28765 


59133 


A 


28940 


1 


1686 




28766 


59134 


A 


28941 


76 


981 


















28768 


59136 


A 


28943 


300 


506 


DLYWSLNSGKQIQSGR1DDRSA 
KTVAPHAPAHRQWSASYWRSA 
*SSSFRLNKKCHTQNHSNCIKM 
ARE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


28769 


59137 


A™ 


28944 




2539 


MPIEEPALRSWQRPFLKWAGG 

KYSLLPELDRLIPAG KRL1EPF V 

GGGSVFLNSDKHERFLLADVSA 

DLINLYQMLAVVPDSVIYEAM 

KAFRHLNDAENYTLIREAFNAQ 

RLDAVERAAAFLYLNRHCFNG 

LIRYNLDVFFNVGFGKHKQMT 

NNESKGPFEGLLVIDMTHVLNG 

PFGTQLLCNMGARV1K.VEPPGH 

GDDTRTFGPYVDGQSLYYSFIN 

HGKESVVLDLK.NDHDKSFGHT 

GPLKDAPAYDTIIQAMSGIMME 

TGYPDAPPVRVGTSLADLCGG 

VYLFSGIVSALYGREKSQRGAH 

VD1AMFDATLSFLEHGLMAYIA 

TGKSPQRLGNRHPYMAPFDVF 

NTQDKPITICCGNDKLFSALCQ 

ALELTELVNDPRFSSN 1 LRVQN 

QAILKQYIERTLKTQAAEVWFT 

PFSNKYNGHRIARTDKASMPTV 

YSESLFVEGIIRASTSMTTKQGP 

SLRTGRTLRKFCPLSETAATTDS 

S1FPSKFTPTASRLPGFSF1RSPK 

MTQSVLLPPGPFTRRQAQAFTT 

TY SNITLEDDQG S H FRLVVRDT 

EG RM A S VQTRPP A DRE AFTRI H 

LPEHTLYPHTPA1AAGVFIDGDI 

PMTTQTQHDLAPANQPEFELTV 

TPVPDEQR1DFWPQYFGAIPQW 

LLLEPHIFAWMDRFCEGYSGGI 

WSFYTLSNGGAFMSPEPDNDET 

WRLFNCLNATMPPYRMTCGTV 


28770 


59138 


A 


28945 


907 


1917 




28771 


59139 


A 


28946 


1 


3033 


MVWGFTCSTTATLEGQSTAAS 
SRTSNQDISASSQNHQTKSTETT 
SKAQTDTLTQMMTSTLFSSPSV 
HNVMETVTQETAPPDEMTTSFP 
SSVTNTLMMTSKTITMTTSTDS 
TLGNTEETSTAGTESSTPVTSAV 
SITAGQEGQSRTTSWRTSIQDTS 

1 i liv 1 1 o 1 ror^ro VrilN V 1 O 1 V ov^ 

Ic'TCDC^CTA TCCI r , C\/T T MTO\/frV./f 

Is. J brbUb lAlooLLov 1 JN 1 orVLM 

TSEKITVTTSTGSTLGNPGETSS 
VPVTGSLMP 


28772 


59140 


A 


28947 


636 


725 




28773 


59141 


A 


28948 


1 


1123 




28774 


59142 


A 


28949 


2345 


3644 





3746 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28775 


59143 


A 


28950 


34 


437 


CGRLLQKSGFVVSVG1DGIERL 
NTRRARGLPNGTACGQQFSSFR 
G AFCTQ V AH I VFCTEG DTDQ/D 
ARKRERFPLRG*SPAEIQSPPAG 
RCCRVHDHRLFRYAGSFFQYPE 
HPERYRFSADAQRPHHRERRLP 


28776 


59144 


A 


28951 


1 


457 




28777 


59145 


A 


28952 


176 


757 


KPMKSTAAAADAALLSAXERQ 
VIDDAAAHLSEVAQGDDVDAI 
EQAIKNVDKQTQDFAARRMDQ 
SVRRADRSDLIETFDHVCTVIFI 
RDG ITS AEVETADTARGN VDVI 
RTGEVGAVCGTEETKSILQYLQ 
YAITKD1FATLCVLLQDGKNNV 
LLTHTSQVFQPHIFAESDQLRN 
RR1FGDRFDSPVSIRMMFGI 


28778 


59146 


A 


28953 


1 


1503 




28779 


59147 


A 


28954 


425 


619 


AGWSFLPSPAEQNRWRFPLSRF 
CQ1PAPLQVRS*LACRFFAAYSP 
PLLRKSPAASMAYTTSRLH 


28780 


59148 


A 


28955 


55 


476 


SYHALANVFYQRRMAITQVAG 
RQAQVFKAHLRDDVHHHIDGQ 
VTATES VMEGN RH A VL * TRAT 
NRFFQVGAQFA1ARFFSLVGLL 
WRVLESGKIAFSATIPGRYPFLS 
LRLFNFLRHFDCL1LRGCRKVL 
HGRAPDGRDR 


28781 


59149 


A 


28956 


92 


3254 




28782 


59150 


B 


28957 


12 


271 




28783 


59151 


A 


28958 


309 


1238 


GSGSCYSALVKRKWSARSLRA 

DRNGARRGAYVGRKFGHFGPG 

LAGFFSAHASNLCRRSDRAPAH 

YHQLLNFADPVDMMQ* KRGM 

VFLLLMDQRQQRVDDWRRLPS 

LLSVWQSCGDSGRRAPGGR*FH 

WRFQATVFQALAEDLRRNLQ1 

VVATVAF/GMGINKPNVRFVVH 

FD/I PRNIESY YQETGRAGR/DGL 

PAEAMLFYDPADMA/WLRRCL 

b b Jvr l^vj K{LkI ul I b ivri KLIN A MO A 

EACA CWin DDF A/T T XI VCnCHD f\ 

EP/CGNCDICLDPPKQYDG/STD 
AQIALSTIGRVNQR/FGMGYVV 

T7VTPVA APT PPnVCUU P 
b V1K V AArbbrJJ T orirvr 


28784 


59152 


B 


28959 


1 


2123 




28785 


59153 


A 


28960 


1 


2834 




28786 


59154 


A 


28961 


1 


2505 ! 




28787 


59155 


B 


28962 


145 


494 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28788 



59156 



A 


28963 
— 


1019 


1329 


icp.vpf Ar , r.XNfr;Q'Mr;*r a upu a 
loUVrrAtr I INOoINvj LAriCHA 

p*di i nnpnrpwnvinnpcMAu 

i \/iMr.r.rDDVTAf urnnv d put i 
LMINUuuKKV 1 ALHrV^YKrriri 

LriNlUl AKJ^l-lLllJlNAINrlA'^IlJK 

Jvr ArtVIl\L,AOO 1 A 1 ri^ 


287 9 


— — 


— 


2 — ^ 





— T- 

~ 



























^fri! — 




lip — 


^066 


flsl 


















28793 


59161 


A 


28968 


1 


1215 




28794 


59162 


A 


28969 


1 


1678 




28795 


59163 


A 


28970 


1 


4674 




28796 


59164 


A 


28971 


1 


393 




28797 



59165 



A 


28972 



2026 


2703 




NSRCVWNAEFGHQLIAGDHFF 
HHFQAHLVQFGGDFFQLFNLG 
EGQLVVS1FTPVRLAVHGVKIE 
TVFVGFSSL1HGSQTVLVSSASG 
ASVASTRGKCTIVTSGISG/VIA 
KND/GLPRVHGATAPSCASQFL 

VP A A PTPP PHP I-ir;* I?TPvP»QTP<^ 
V r AAr I rivrUKriLj K. 1 JJUo I ry£ 

RLSSPAVEKAPTASSASGNSRN 
DKPLRE1TLITSDRPVPDAAVSP 
TGFWPLT1PFHRCRRMSSLPGIPI 

RQSSA 


28798 


59166 


A 


28973 


475 


661 


AYGNPVEYSGRRAPGGR*FHW 
RFI1G11GFPGAGGGSPAKPVNR 
RAAAPIDSAPAPAADGRVSR 


28799 


59167 


A 


28974 


367 


1464 




28800 


59168 


A 


28975 


904 


1473 




28801 


59169 


A 


28976 


738 


893 




28802 


59170 


A 

— 


28977 


1 




1108 


MADTRYFGMHMSQETPASTTE 

AQIKNERR1SPFWLLPFIALMIA 

SWL1WDSYQDRGNTVTIDFMS 

ADGIVPGRTPVRYQGVEVGTV 

QDISLSDDLRKIEVKVSIKSDMK 

DALREETQFWLVTPKASLAGV 

SGLDALVGGNYIGMMPGKGKE 

QDHFVALDTQPKYRLDNGDLM 

Vul\V i U i AliNrJNJv^u V V JU V Li 
Dlw 1 ULj V IviSAJ l5I\T W IN V V U 

ANVS1SGAKVKLESLAA 


288Q3 


59171 




28978 




861 




28804 


59172 


A 


28979 


5 


337 




28805 


59173 


A 


28980 


1 


612 




28806 


59174 


A 


28981 


128 


1742 




28807 


59175 


A 


28982 


1 


2688 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28808 


59176 


A 


28983 


361 


738 


FLQPFPFKREINKFIRDI ANN MK 
1 ur r bA V 1 Lr 1 L>C V 1 VMLWirr 
FQRKFFLKG FI * PPLG SF YRE * 1 IT 
SLFLYLLCN 1FL ATH Rl SCDDFSF 
Nl QH VKKF WDSCNL I RF LIRLDL 
SDDQTVHC . 




||1ZZ — 




2^9~8l 


i_ 



















K.GYSRRSGKHRQGCCNVLRLR 
FPDHQTAPRPMPLKRQTRAPGQ 
SPPGLPADPHPGQF*LPLLRGRF 
AR 


28811 


59179 


A 


28986 


1 


1035 




28812 


59180 


A 


28987 


275 


721 


LMVSGFLTSPK.DHERIMSGEAR 
A1LIASNSSVLVCAFRNFNKSFT 
DLLPSELAQSASERISFNNTLKD 
bOlVIrOol WLro 1 IVlrLi 1L V Krr 

TSSDLTVSISCRVYAAPYASSA 
HTSISPKR*PPNTQRLLTGPVGT 
FWGRKPPLFPTP 
















28814 


59182 


A 


28989 




1567 




28815 


59183 


A 


28990 




453 




28816 


59184 


A 


28991 




777 




28817 


59185 


A 


28992 




1431 




28818 


59186 


A 


28993 




561 


VDSRGYPYGSRGAGKCRESERL 

GSESRNPGSIGLENELTAEDVAS 

ADM VI LTKD1GI K.FEERFAGKTI 

VRVN1SDAEFLMTNRISRLKTA 

LFANTRE1SLERALLYTASH RQT 

EGEPV1LRRAKATAYILEHVEISI 

RDEEL1AGNRTV/1TARRDYVA 

GNGPLLAAERAGS1PDASAGPL 

CYQRRRL 


28819 


59187 


? ..... 


28994 


1 


3414 




28820 


59188 


A 


28995 


1082 


1297 


MIMWLAAVA 1REINHDSGSATF 

K i rKJJr Kl V AUK. Y iNLUAoL Y Js. 

SELLA* LHSAGAGCLSCQRAK.L 




Irilo" 




2^91 
















768 


JTT 




28823 


59191 


A 


28998 


1331 


1471 


RWSNGTLENGTL*LLTLPSASLI 
STNKSPLDDVE*RSLISKAPGDT 


28824 


59192 


A 


28999 


147 


1456 




28825 


59193 


A 


29000 


1 


439 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


28826 


59194 


A 


29001 


722 


2805 


TPRAERTASSVALPTSRLLRAR 
AETTTAPSTPMKTHRV1SMVFF 
TCSQTGTPSASPVKSSLKVSSLN 

iiiasttnrps/vqqf/wpvsppg 

dgtrrypxsisltvltgndnvnl 

lragidla1yfddapsaqlthh 

flmdeeilpvcspeyaqrhalt 

dt v1n lchctllhdrq a w snd 

sgtdewhswaqhyavnlptss 

gigfdrsdlaviaamnhigvam 

grkrlvqkrlasgvypprcay 

prthlletsttsgvngvgtysa 

pfwrmllnsfvmafsitlgk.it 

vsmlsafaivwfrfplrnlffw 

mifitlmlpvevrifptvevian 

lqmldsyagltlplmasatat 

flfrqffmtlpdelveaarjdg 

aspmrffcdivfplsktnlaalf 

vitfiygwnqylwplliitdvdl 

gttvagikgm1atgegttewns 

vmvamlltlippvvivlvmqr 

afvrglvdnpaanyihygvre 

sgmta1ang1ahhggfvpytat 

flmfveyarnaarmaalmka 

rqimvythds1glgedgpthqa 

veqlaslrltpnfstwrpcdqv 

eaavgwklaverhngptal1l 

SRQNLAQVERTPDQVKEIARGG 
YVLKDSGGKPDIILIATGSEMEI 
TLQAAEKLAGEGRNVRVVSLP 
STDIFDAQDEEYRESVLPSNVA 
A R V A VE AG I AD Y WYK Y VG 


28827 


59195 


A 


29002 


2253 


2546 




28828 


59196 


A 


29003 


279 


629 


NGAGHL*RPPVDGATAAPAGG 

DVAUI PVfDPQl T>\\n LI I DAW/1? I 

YRSGS*SAPCHCRNHRSGSAWQ 
K.H YGN RFRFRT VRP YRG RALH 
LRGRNTA1TQA A D WRL ATAQL 
LEIAGVGDE 


28829 


59197 


A 


29004 


313 


638 


RWRQRWFWCLHCLVLFRITPR 
TFALSQCRPWDDSRSQDTSMSH 
SIQWNRMYCNCSMQDEQEADE 
ANGKGPAQVGDRQAWAGR/CR 
SHRREGTIPGNPHPRAS* RAG W 
QR 


28830 


59198 


A 


29005 


1 


1182 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28831 


59199 


A 


29006 


1 


535 


RPYVLP\VAGSNALGA\LGYVES 
ALERAQQCEGAVNISSVVVASG 
SAGTHAGLAVGLEHLMPESEL1 
GVTVSRSVADQLPKVVNLQQA 
IAKELELTASAEILLWDDYFAP 
GYGVPNDEGMEAVKLLARJLEG 
ILLDPVYTGKAMAGLIDGISQK 
RFKDEGPILFIHTGGAPALFAYH 
PHV 


28832 


59200 


A 


29007 




1953 




28833 


59201 


A 


29008 


1 


656 


MKLMAIQEQARGEQCFRDSEW 
DLQFHIQVALATQNSALAAIVE 
KMWTQRSHNPYWKKLHEHIDS 
RTVDNWCDDHDQILKALIRKD 
PH A A KL AM WQHLENTKI MLFN 
ETSDDFEFNADR YLF AEN P V AI 
AKELELTA S AEI LL WDDY FA PG 
YGVPNDEGMEAVKLLPRLEGIL 
LDPVYTGKAMRGLIDGISQKRF 
KDEGPILFIHTAGGAPALFAYHP 














— 


28835 


59203 


A 


29010 


338 


528 


RHPRCDPYGFCPFTADADDA** 
LGACHHYWRGQRKIYAGSGDS 
RCQPDGRRSAPARRPLRRQR 
















28837 


59205 


A 


29012 


48 


320 


LCRPDKAFTPHPA*TKRILSA1*P 
SSFKEG1 DH SATFFFAARFAL VA 
AAIFCVFADGFFAFLASFFAAFG 
F V FF SPRKA L SG S K.FTFL PT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28838 


59206 


A 


29013 


767 


1428 


FTPLSLRAVV1QLANRQYLDEK 

SDRAVHQGHIPRQFY*SLRRNL 

TNRHIQLIAIGGAIGTGLFMGSG 

KTISLAGPSIIFVYMIIGFMLFFV 

MRAMGELLLSNLEYKSFSDFAS 

DLLGP W AG YFTG WTY WFC W V 

VTGMADVVAITAYAQFWFPDL 

SDWVASLAV1VLLLTLNLATVK 

NVGEMEFWFAMIKIVRPLSGSR 

TKKMSKSDDNRNNVIGLLEDP 

KSVVKKIKRAVTDSDEPPVVRY 

DVQRPKRSALLERAPERFQEVF 

ILKGREDKRLLPLIHALESQGG 

GYPVGKPP1SRREKRPCRASGA 

YSPPVLLILIMDPLGNLPIFMSV 

LKHTEPKRRRAIMVRELLIALL 

VMLVFLFAGEKILAFLSLRAET 

VS1SGGIILFL1AIKM1FPSASGNS 

SGLPAGEEPFIVPLA1PLVAGPTI 

LATLMLLSHQYPNQMG HL VIA 

LLLAWGGTFVILLQSSLFLRLL 

GEKRVNALERLMGLILVMMAP 


28839 


59207 


A 


29014 


1 


632 




28840 


59208 


A 


29015 


1 


1215 




28841 


59209 


A 


29016 


38 


457 


LNRLLKLVHASQSSRAMVFSSI 
RSFMFFSTLF]LVRRQFSR*TIML 
SANSDSLTSSLPIWLLF1SFSCLT 
ALARTSSTVLKRSGESGHPCLV 
PVFRGNTFNFSPFSIMLAVGGV 
LHCEINCRICSTGRSANPPLDSCI 


28842 


59210 


A 


29017 


899 


991 




28843 


59211 


A 


29018 


1740 


1868 




28844 


59212 


A 


29019 


1 


1084 


MSAE1TAPWYRLQLDLFTKLVA 
TCMEQFRPKTIPPLAIPERLNAH 
CEELYELIASLNNILNLYMPAG 
QEAEHRFAMGELPDEVLEICQR 
LAK.LTEMLRGLAELFLNDLSEK 
TGSHDIVRLHRLILQMNRALGM 
FEAQSKLWRLASLAQSSGAPVT 
KWATREEREGQLHLWFHCVGI 
RVSDQLERLLWRSIPHIIVTSAT 
LRSLNSFSRLQEMSGLKEKAGD 
RFVALDSPFNHCEQGKIV1PRM 
RVEPSIDNEEQHIAEMAAFFRK 
QVESKKHLGMLVLFASGRAMQ 

YRLVEL\PANASPTVSAACWW 
AYSHLPKGLI*KVICSARCISTK 
SLFRPSTARW 


28845 


59213 


A 


29020 


1 


2022 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oriast 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28846 


59214 


A 


29021 


878 


1267 


LNSWLPSVPTV*SSVFNAL*TG* 
ISPAFNPFADM*SASGLP*IKSPL 
STSTLFFTSLRASLIRLAVRTSPN 
FSVAVSL**SKSIMLLCRSVVSM 
IRRSTVAAFTLAAISVARSVALN 
RFLIKSTGNACK 


28847 


59215 


A 


29022 


294 


2305 




28848 


59216 


A 


29023 


5 


337 


GAPQHQMMSTYRINGRESPML 
TYPSTPNFFWLAWQARDFMSK. 
KYG\RRFPIARFLWRSTPAPGVR 
KT1FIFISLVFVLMCANSWITIW 
RTSAAAGCHCQVVCAGMNTW 
RVG 


28849 


59217 


A 


29024 


1 


1753 


MPSTRYQKINAHHYRHIWVVG 
D1HGEYQLLQSRLHQLSFFPK.ID 
LLISVGDNIDRGPESLDVLRLLN 
QPWFTS V KGNHE A MALEAFET 
GDGNMWLASGVYRIPLAVIW1I 
GSLTSKAYKAEVQQRREAFNR 
AKM DYDHLVRQIQQVGGLEGF 
IAKRTMLEKMKDEILGLPEEEK 
RALAALHDTARERQKQKFLEG 
FFIDVASIPGVGPARKAALRSFG 
IETAADVTRRGVKQVKGFGDH 
LTQAVIDWKASCERRFVFRPNE 
AITPADRQAVMAKMTAKRHRL 
ESALTVGATELQRFRLHAPART 
MPLMEPLQPTVSVVDKVVEKK 
GTKEVAEAYLKYLYSPEGQEIA 
A KN Y YRPRDAEV A KKYENA FP 
KLKLFTIDEEFGGWTKAQKEHF 
ANGVIAVVAAGIGYWKLTGEE 
SDTLRKIVLEECLTNQQQNQNP 
SPCAEVKPNAGYVVLKDLSGPL 
PYLLMPTYRINGTESPLLTDPST 
PNFFWLAWQARDFMSKKYG\R 
RFPIARFLWRSTPAPGVRKTIFIF 

TCT \/17\/T AAC 1 AATC WITTU/TJT'C A A 

LoLi Vr VLMLAlNoWI 1 1 WK1 iAA 


28850 


59218 


A 


29025 


865 


974 


IMPRJSGSQSGEHQQPLVATAR 
WFARA*ILIIPL 


28851 — 


59219 




29026 


\936 


2490 




28852 


59220 


— 


2902 ^ 


H05 


2518 




288 ^ 


slli — 


— ■ 




■j 


lib 










29029 








28855 


59223 


A 


29030 


3338 


3553 




28856 


59224 


A 


29031 


95 


1289 




28857 


59225 


A 


29032 


1 


732 




28858 


59226 


A 


29033 


1 


672 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














ARNEVAQPGVHETLDELTTRL 
AEGLLEAAEEAGIPLVVNHVGG 
MFG 1FFTDAES VTC YQDVMAC 
D/GGTL*AFLPYDAGRRCLQHG 
RYQ 


28860 


59228 


A 


29035 


852 


933 


PAPYALLLLPMHPHGLRRRDR 
QGRIHNLNDRRRHWHRVRVCH 
LLRRERSRKDAPADGHPPLVRA 
VGGRNQN*FGELRTTTCFTQTD 
FLTFNLTSVTSNEASFTQFRTQG 
LVVFHQSAGDTVTDRTSLTRDT 
TTFNGDVQVQFLNHVDQFQRL 
TNYHAGSFTTEVLFQRTLVDYD 
FTVARFDENASCGTFAATSAVV 
LIFSHCLRLLCRV V VL VTRVN F 
QFTEHSTTQRAFWQHAFNRDF 
N HTLRTA SN HLFKG RLFDTTD V 
AGVVIVHFVSTLVAGYSNFVSV 
QNDDVITGIYVRSVFRFVLTAQ 
ATSQFSSQTAQSFTGRVNNIPV 
AFYGFWFSCAKYYRHGARWCS 
NGRKIDQRHTHCFFCPCIRTDFA 
VE1GKEEFIT 


28861 


59229 


A 


29036 


1 


797 


MiVFlENFKTSSPKYADILLPDL 
MTVEQEDIIPNDYAGNMGYLIF 
LQPVTSEKFERKPIYWILSEVAK 
RLGPDVYQKFTEGRTQEQWLQ 
HLYAKM LAKDPALPSYDELKK 
MGIYKRKDPNGHFVAYKAFRD 
DPEANPLKTPSGKIEIYSSRLAEI 
ARTWELEKDEVISPLPVYASTF 
buWN 5>rbKK 1 r rHJLr u r H Y Js.b 
RTHSTYGNIDLLKAACRQEVWI 
NPI DA QKRGIANG DM VR VFNH 
RGEVR\LPAKVTPHPVGTWTAE 


28862 


59230 


A 


29037 




1019 




28863 


59231 


B 


29038 


1 


2727 




28864 


59232 


A 


29039 


1 


2250 




28865 


59233 


A 


29040 


1 


2850 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28866 


59234 


A 


29041 


1 


1339 




MTGK.CGKFGNFLESWRAQKTG 
1CGKVWNFLENLLNGFGQNAY 
SDTDNEVQAEVVSDKDKELVG 
NWSKGHSCYAKRLAAFCPCLR 
DLWNFELERDDLGYLVEE1SKQ 
QT1QEEADHKNLESLQTEDA1E 
KKTPFSGEKFKLAAEICISNKDP 
NINSQDDGENVPRVAVHPNGC 
FAWKLPVLSRKFERKPIYWILS 
EVAKRLGPDVYQKFTEGRTQE 
QWLQHLYAKMLAKDPALPSY 
DELKKMG IYKRKDPNGHF V A Y 
RAFRDDPEANPLKTPSGKIEIYS 
SRLAEIARTWELEKDEVISPLPV 
YASTFEGWNSPERRTFPLQLFG 
FH DK.SRTH STYGN IDLLKAACR 

l^fc V W JJNrllJAi^lVKUJANUJJMr 

YVFSSQMAKFTPRTVGLSSLIWK 
AHKCGEALETLQKQ*C*QSGAT 

LrAlirKAKA W rrirKLrr 1 ULA 

CVDLHGNARJCAT 







59235 


A 





j78 





AFLPYDAGRRCLPG 1 VSV*SGL 
YVRGAQHGRYQ*HHRCCTSDK. 
IWRADKG 


28868 


59236 


B 


2904j 


' 


1617 




28869 


59237 


A 


29044 


417 


607 




° 
















59239 


— 


— — 





— — 




28872 


59241) 


- — 


29047 


475 


732 




28873 


59241 


A 


29048 


1 


219 




28874 


59242 


A 


29049 


1 


2438 




28875 


59243 


A 


29050 


2 


175 









A — 





i— 


^75 
















i qi i dpi r.PWA ai t pAnp a ri<i 

AL l/V tvN K r L/A r\ Y KA 1 L,l^J Y kjD 

rvinnQ a a cr.vpcpn r.w/r.vtriT 

UuuuoAAouirjrrLuWuYrl 1 


28878 


59246 


B 


29053 


1 


1641 




28879 


59247 


A 


29054 


1 


3036 




28880 


59248 


A 


29055 


1 


1419 




28881 


59249 


A 


29056 


1 


1500 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28882 


59250 


A 


29057 


2 


1760 


KSQLHDPCCAP1QQEAVRAVV 

GQPPQQHLGFPVERGVCQREC 

DFEKELEARIASLSDSVSNAREE 

RMALRQEQEQLQSRIQSLMQR 

APVWLAAQNSLNQLSEQCGEE 

FTSSQRTHGHSEGNITKRGLLG 

ELRFENGDPSNDQSYGRHKDG 

MAE1GTFHGGDLRGLTNKLDY 

LQQLGVNALWISAPFEQIHGW 

VGGGTKGDFPHYAYHGYYTQ 

DWTNLDANMGNEADLRTLVD 

SAHQRG1RILFDVVMNHTGYAT 

LADMQEYQFGALYLSGDEVKK 

SLGERWSDWKPAAGQTWHSFN 

DY1NFSDKTGWDKWWGKNWI 

RTDIGDYDNPGFDDLTMSLAFL 

PDIKTESTTASGLPVFYKNKMD 

THAKA1DGYTPRDYLTHWLNQ 

WVRDYGID/GFRVDTPKCLRCN 

PSITIGTNYSAS*PQWSSIPGAL* 

GVPAWAG/GLPWAPSVLLLDH 

LRQGFTMLEEN LGNTIQDIGMG 

KDFMSKTPKATVTKAKIEKWN 

L1KLKSFCTAK.ETTIRVNRQPTE 

WEKIFA1YSSDKGLISRIYKELK 

QIYKEKNKQPHQQVGEGHEQT 

LLKRRHGCSQQTHEKMLNHQ 


28883 


59251 


A 


29058 


1 


1119 




28884 


59252 


A 


29059 


3 


2599 




28885 


59253 


A 


29060 


225 


1245 


RGSTGAHPRSAGKHYAKTSAG 
NAAGDP* YGQMGPHHRGCGKP 
VPLPDHQSENLRWW*RRAWCG 
SGGYR\MAEGRHAAQGIIDWLG 
LDVDKLGALEERRKVLQVKTE 
NLQAERNSRSKSIGQAKARGED 
IEPLRLEVNKLGEELDAAKAEL 
DALQAEIRDIALTIPNLPADEVP 
VGKDENDNVEVSRWGTPREFD 
FE VRDH VTLGEMH SG LDF A A A 
VKLTGSRFVVMKGQIARMHRA 

Lol^rML/ULrl 1 cl^riu Y ^cIN Y Vr 

YLVNQDTLYGVGLYPLGALAS 
G WLPKRRERKD ATPGPTG YPG 
AHGNLELPERSEGPRAGGEPRR 
RTGHTQKGSPDRGQTPPKGP 


28886 


59254 


c 


29061 


201 


1244 


















28888 


59256 


A 


29063 


675 


920 


RTYRLAGRQKQRRGGGTDSRS 
QNPWRSHRRHLP* RSSGAGKR 
GGKRFAGGAERRNPRLCRKPEP 
PAGGDGRRRRL AAAG A D 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


28889 


59257 


A 


29064 


498 


707 




28890 


59258 


A 


29065 


510 


554 




28891 


59259 


A 


29066 


600 


734 


PECLSAPDH*YKHCCSTGTQAR 
QPDADCPLLPPRLAAHNERQTR 


28892 


59260 


A 


29067 




1295 


MCCNRCRNYAPGKGFSDVSFD 

LWPGEVLGIVGESGSGKTTLLK 

S I S ARLTPQQGEIHYEN RSLYA 

M SEADRRRLLRTEWG V VHQHP 

LDGLRRQVSAGGNIGERLMAT 

GARHYGDIRATAQKWLEEVEIP 

ANRIDDLPTTFSGGMQQRLQIA 

RNLVTHPKLVFMDEPTGGLDV 

SVQARLLDLLRGLVVELNLAV 

V I VTSSPDQDWGFTPEPRLA AR 

FPGSTHSSRSRRNRGRRHPRPRS 

LPTPSAPHSRAPGDGVKLVPPP 

ARVTRNEPAPSDSVTLGVPHEP 

GACIGTP1LTFVRPSTSAINAAA 

EESTGTILFGAGGFKRTDLNDT 

ESDSTTLVASRYWDLSSGWQR 

AINLRWSLDHFTQGEITNTTML 

FYPGVM1SRTRSRGGLMPTWG 

DSQRYSIDYSNTAWGSDVDFSV 

FQAQNVWIRTLYDRHRFVTRG 

TLG WIETG DFDK VPPDL* LKSR 

VGQRSELGSQYTPRARVEPPKL 

LSRKVRAHFGSRAPGAGRA*RH 

LRAPDCGVRWVWAGSGAGDG 

GGRGCGGSGTSEWILGSGRRGE 


28893 


59261 


A 


29068 


84 


128 




28894 


59262 


A 


29069 


1547 


1822 


CSRCS1PAFRVKPAPLKPRVFSP 
AWNVPERLWHLAPSTFSGGEQ 
QRVNI A R/EL YRRL PHS A A * RN 
YRLP*RQNSAALSRLYAAFLPR 
PQYHH 


28895 


59263 




29070 


1520 


_1656 






Hii — 


— 


2 J2ZI 
















— 


ToTi 




28898 


59266 


A 


29073 




1097 




28899 


59267 


A 


29074 




2490 


















28901 


59269 


A 


29076 




1317 




28902 


59270 


A 


29077 


1428 


1619 


YAARRRALCGSPCPFPGGCNGE 
NCRLPPQLHADLTARJFYETRG 
WWWWSPRRWILNE*LPGWQ 


28903 


59271 


A 


29078 


468 


638 


AQTSPDCGRCPWLSDYAKSG* 
HQLWARWQNNGLAHTPRADS 
THQQSALDGRISSLT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28904 


59272 


A 


29079 


1886 


2329 


PLLVWINTRPSLTTGRESASPAT 
LVCHATVPSLVIASHVLSFL*W 
SFTVLVISRIGVAFAHAIFWSIT 

ACI A TDlVyt A D A CVQ AC°i A I Q1 IAT 
AaLAlr\JVIAr7\ulSj\Av^ALoJLlA 1 

GTALAMVLGLPLGRIVGQYFG 
WRMTFFAIGIGALITLLCLIKLL 
PLLRRTVKYTSGC 


28905 


59273 












28906 


59274 


A 


29081 


3 


194 


STSSLAAQSLRFGYETSQTGLA 
TYCGEKIQ* FFADLQQPVCADS 
YPLL VQMKKLGPI VF FFDI 


28907 


59275 


A 


29082 


3109 


3384 




28908 


59276 


A 


29083 


703 


1000 


DCFLRRLIKRPFGTSMKDQAVR 
FEEGFMAMGALGLAMVGMTA 
LAPVLAHVLGPVIIPVYEMLGA 
NPSMFAGTLLA\W1WAAVFLAK 
ELAGGVRLLVL1F 


28909 


59277 


A 


29084 


2040 


4603 




28910 


59278 


A 


29085 


3 .... 


94 




28911 


59279 


A 


29086 


3 


148 


Y Acn IVLLJb V IVloilUiJY 1/JNrivrA 
SRPVTKFDQRGHRLGHGV WHI- 
MPER VK. 


28912 


59280 


A 


29087 


V 


227 




28913 


59281 


A 




^ 


i^i 










29089 








28915 


59283 


A 


29090 


1 


1473 




28916 


59284 


A 


29091 


1 


720 




28917 


59285 


A 


29092 


45 


208 




28918 


59286 


A 


29093 


1 


2499 
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SEQ 11) 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28919 


59287 


A 


29094 




725 


MHPRFQTAFAQLADNLQSALE 

PILADKYFPALLTGEQVSSLKSA 

TGLDEDALAFALLPLAAACART 

PLSNFNVGAIARGASRRSAKNIP 

RAVRQVFWR1LLFYVFAILIISLI 

1PYTDPSLLRNDVKDISVSPFTL 

VFQH AGLLSAA A VMNA VI LTA 

VLSAGNSGMYASTRMLYTLAC 

DGKAPRIFAKLSRGGVPRNALY 

ATTV1AGLCFLTSMFGNQTVYL 

WLLNTSGMTGFIAWLGIAISHY 

RFRRG Y VLQG HDINDLP YRSGF 

FPLGPIFAFILCLIITLGQNYEAF 

LKDTJDWGGVAGTYIASGGEPA 

VNSHAFGVLRNVVS1AVFFHQF 

GDAIKRLFPTDLLPFIRTWRTVF 

RKLQTAFGVDEIHQASAFRTKC 

TAVDRVIRIAFDMDRLDFFSWR 

SGYISR1PL1GLYFACALERHQN 

ERQPI 1LLSDQNAI ATINQLA1ER 

DVLNCRVIIARSLSELVAIREEIE 

PLLIINNSHYLLDDAVNNYITVK 

N1ITAAG1EQIKHFLATAFIRQQP 

ERFFSAPGSFHYSNVRGESWQH 

1TRQICAQLVAQHHITADEAQRI 

I A REGEG ENLI VN RL A IPHC WS E 

QERRFR*TVAWWRAA*CAVCD 

DGDCRSVLPDLHVWQPDGIPV 

A A EHLRDDGF YRLAGDCH 


28920 


59288 


A 


29095 


3 


453 




2l^2T~ 


— 




IjUt — 


| 



















LLVF1NQEEADFHTQRGGPVFQ 
QATFTL*QLALFAIEPGLMTDP 
DIQVRGTTLPYGRGAAHGVYT 
SNWKLTFRRJLY 


28923 


59291 


A 


29098 


1 


2862 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28924 


59292 


A 


29099 


1 


1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEVILRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFNVLLADTPGLDI 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERKDLALNQAMIPLGSCT 

MKLNAAAEMIPITWPEFAELHP 

FCPPEQAEGYQQMIAQLADWL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLAIRHYHESRNEGHRDIC 

LIPASAHGTNPASAHMAGMQS 

RKTAGICCVHLWAGFGKVAIIG 

AG PAGLQASVTLTTQG YDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEIARIEKMGVPMKCTTEV 

G\NTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGD1S1PQSALIIGGGDV 

AMDVASTLKVLGCQAVTCVAR 

EELDEFPASEKEFTSARELGVSII 

DGFTPVAVEGNKVTFKHGDLR 

TAPFLGVADKRNKSAGNHP 


28925 


59293 


A 


29100 


107 


892 


LAICTGTYSGRQVLPRFVDRGA 

SL1AEERNGAGRRRAGIRTTSA 

GGGLCAYAIVEF*CWRNCARFE 

LN/AGISVPI/SEFIGATMQQTVH 

AEQSAISHAWLSGEKALAAITV 

NYTPCGHCRQFMNELNSGLDL 

RJHLPGREAHALRDYLPDAFGP 

KDLEIKTLLMDEQDHGYALTG 

DALSQAA1AAANRSHMPYSKSP 

SGVALECKDGRJFSSEYAENAA 

FNPTPDIQRAVLAEKADAPLIQ 

WDATSATLKALGCHSIDRVLL 


28926 


59294 


A 


29101 


1 


3100 




28927 


59295 


A 


29102 


1878 


2699 


GTARNLTVSLSLSYSSSGTPSNA 

PNARMEELGPHPGEASSLFHPE 

SPLLDELFLPEYKAGRTPNPDA 

GHYVRRADVVDGKSRLLRGLDS 

NKDQSYFLYTLSHEQIAQSLFP 

VGELEKPQVRKIAEDLGLVTAK 

KKDSTGICFIGERKFREFLGRYL 

PAQPGK1ITVDGDEIGEHQGLM 

YHTLGQRKGLGIGGTKEGTEEP 

WYVVDKDVENNILVVAQGHE 

H PRLMS VGLIAQQLH WVDREP 

FTGTMRCTVKTRYRQTISLGPL 

RKPPHNRCLEI 


28928 


59296 


A 


29103 


358 


1160 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oMast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


28929 


59297 


A 


29104 


234 


930 


KRAFLCSFCANRRNAANSALAL 

PGNCPVAHAQKRHSAPGTLSPD 

ARNEKQPLYGVGAAPETPNPRL 

PPLDSGILGGYIAPDNLTITLSV 

GHSLFDERFGLAPQMPKKLQK. 

MTRFPNDSLDAALCHGDVLLQI 

CANTQDTVIHALRD1IKHTPDLL 

SVRWKREGFISDHAARSKGKET 

PINLLGFKDGTANPDSQNDKLM 

QKVVWVTADQQEPAWTIGGSY 

QAVRLNQFRSVMN 


28930 


59298 


B 


29105 


1 


837 




28931 


59299 


A 


29106 


1 


1701 




28932 


59300 


A 


29107 


733 


1323 




28933 


59301 


A 


29108 


1 


736 


MK.PSV1LYKALPDDLLQRLQEH 
FTVHQVANLSPQTVEQNAAIFA 
EAEGLLGSNENVNAALLEKMP 
KLRATST1SVGYDNFDVDALTA 
RKILLMHTPTVLTETVADTLMA 
LVLSTARRVVEVAERVKAGEW 
TASIGPDWYGTDVHHK.TLG1VG 
MGRIGMALAQRAHFGFNMPI/R 
L*RAPPP*RSRRTLQRPLLRFGY 
SVTRVRFRLPDPAVN**DASSV 
WRRTIRGPSLGLSPGWNTRVSL 


28934 


59302 


B 


29109 


1 


1359 




28935 


59303 


A 


29110 


874 


1926 


















28937 


59305 


A 


29112 


137 


376 




28938 


59306 


A 


29113 


1197 


1391 


EIRAT1VRSSTEGGRMSGLQSGN 
FC*RHGS*K1TAGYIVPLPEESA 
TATGASWTHPWGRQDASW 


28939 


59307 


A 


29114 


1846 


2126 


LMELIEKH V SFGG WQNM YRH Y 
SQSLKCEMNVGVYLPPKAANE 
KLPVLYWLSGLTCNEQNFITKS 
GMQRYAAEHNIIVVAPDTSPRG 
SHVADADRYDLGQGAGFYLNA 
TQAPWNEHYKMYDYIRNELPD 
L VMHHFP AT AKK S I SG HSMGG 
LGALVLALRNPDEYVSVSAFSP 
IVSPSQVPWGQQAFAAYLAEN 
K.DA WLD YDPV SL I SQGQ/LRCG 
NHG*SGVE**FLRRQLRLQI*KD 
WPQ*EAAHVH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28940 


59308 


A 


29115 


184 


985 


LGKRL VTYHTDANGQP VNQI L 

VEAATD1AKELYLGAVVDRSSR 

RVVFMASTEGGVEIEKVAEETP 

HLIHKVALDPLTGPMPYQGREL 

AFKLGLEG KL VQQFTKIFMG LA 

TIFLERDLALIEINPLV1TKQGDL 

ICLDGKLGADGNELFRSLILRE 

MRDQSQE\DPREAQAAQWELN 

YVALDGNIGCMVNGAGLAMG 

TMDIVKLHGGEPANFLDVGGG 

ATKERVTEAFNPPGYIGPYQGV 

PPAGPGVTRMGKSVRRIVQVG 

CQVAAGSH 


28941 _ 


5930 _ 9 _ 


A 


291 16 . 


1825 .. 


3186 




28942 


5 ? 310 .. . 


A 


29117 _ 




1903 




28943 


59311 


A . 


29118 




2139 




28944 


59312 


A 


29119 


345 


431 


AASGSADDNLHHQYN*GDIAF 
CLHALLP 


28945 


59313 


B 


29120 


1 


2616 




28946 


59314 


A 


29121 


1 


1521 




28947 


59315 


A 


29122 


1 


783 




28948 


59316 


A 


29123 


96 


215 




28949 


59317 


A 


29124 


1 


292 


MWWGGLLYWLAALVTLLWA 
ASQIQALKKLTCAISQTLEEQPV 
LNSKSWLTSLQNDYSLPDSLTE 
RIWLTLISQRJSRGELREFTGRR 
KLVTEQCLV 


28950 


59318 


A 


29125 




529 




28951 


59319 


A 


29126 


1 


884 


MVDSLIARVGVMARGNA1TLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDL1 

PSFLLTGQQTPAFGRRVSGVIEI 

GDGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERESRSEGLDLLRMKVEEG 

DVILVKKLDRLGRDTADMIQLI 

KEFDAQGVSIRFIDDGISTDGEM 

VLDKLARGYADLSKAESQWDE 

MMRTAGSLKLGTIHASEL1RSL 

LKSSRPSGLAQAIMEVGRVNKT 

L YLLN YIDDED Y RRRILTQLN R 

GEGRHAVARAICYGQRGEIRKR 

YREGQEDQLGALG LVTNAVVL 

WNTLYMEEALSWMRRNGEE11 

DEDIARLSPLMHGHINMLGHYT 

FTLPEDILKGELR*RHLPPPSSSA 

SPALPIGIHVHKHLLGDNRYPI 

WIMQPSAHHPARQPEHDNHFR 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28952 


59320 


A 


29127 


143 


523 


NQTLMIKG AAHG 1 FN PLCIKAT 
AGVAGAYHGARKRLCANAALA 
N*RNAGISVSCATTAPLSLALFT 
GAGQIAASNTGELDVLQQLGFS 
PIPRLI LPGRSS ARNRS ARPRJGS 
AGAAVMFSNNELMDA 


28953 


59321 


B 


29128 


1 


4107 




28954 


59322 


A 


29129 


1892 


2720 


PTAWSPPRPTSMTS1SWV1CCM 

ERSNLSQPMPATKGR\QARGAG 

\EVDVDWLIAERPGKVRTLKQH 

PRKNKTGINIEYMKASIRAQVE 

HPFRIIKRQFGFVKARFKGLLK 

NDNQMGDVFHAGQPVSGGPN 

DTIGKFA DVACAGPLLA AELDA 

LGKALKEPARPMVA1VGGSKIV 

GALILLIAGFAILRLLFRALISTA 

SALAGLILLCLFGPALLAGYITE 

R1TRLFHIRCAGSAYF1KNIQQN 

GITPED1SKRNGRVFLLVF1LPFS 

LRRVGHAHH 


28955 


59323 


A 


29130 


1332 


1635 




28956 


59324 


C 


29131 


1 


1677 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28957 


59325 


A 


29132 




1114 

i 


MAEACNIGLEPLIKHNIPALTRH 
RLSWVKQNYLRAETLVSANAR 
LVDFQSTLELAGRWGGGEVAS 
ADGMRFVTPVKTINSGSNRKYF 
GSGRGITWYNFVSDQYSGFHGI 
VVPGTLRDSNFVLEGLLEQQTG 
LNPVEIMTDTCGCLEKQEEPPS 
LLRLNNRIKQLLPPVDLTELLLE 
IDAQTGFTHEFAHVSESGARAQ 
DLHISLCAVLMAEACNIGLEPLI 
KHNIPALTRHRLSWVKQNYLR 
AETLVSANARLVDFQSTLELAG 
RWGGGEVASADGMRFVTPVK 
TINSGSNRKYFGSGRGITWYNF 
VSDQYSGFHGIVVPGTLRDSNF 
VLEGLLEQQTGLNP/D*NHDRH 
LRLSGETGRAT1IASSK*SDQTA 
TPTGRFNGTVTVEIDAQTGFTHE 
FAHVSESGARAQDLH1SL\LRY* 
WLKPVIS/ALEPLIKHN 1 PALTRH 
RLSWVKQNYLRAETLVSANAR 
LVDFQSTLELAGRWGGGEVAS 
ADGMRFVTPVKTINSGSNRKYF 
GSGRGITWYNFVSDQYSGFHGI 
VVPGTLRDSNFVLEGLLEQQTG 
LNPVEIMTDTCGCLEKQEEPPS 
LLRLNN RIKQLLPPVDLTELLLE 
IDAQTGFTHEFAHVSESGARAQ 
DLHISLCAVLMAEACNIGLEPLI 
KHNIPALTRHRLSWVKQNYLR 
A ETL VSAN ARL VDFQSTLELAG 
RWGGGEVASADGMRFVTPVK 












ir~ 









— 


— — — — 


— 











5H2I 











— 












2TT31 








28962 


59330 


A 


29137 


177 


361 




28963 


59331 


A 


29138 




849 




28964 


59332 


A 


29139 




564 




28965 


59333 


A 


29140 




1593 




28966 


59334 


A 


29141 


1164 


1635 


EGPNRQNGRDYRSVMPTNL\LL 
RRFHEATAQNAPDVVVWGSGT 
PMREFLHVDDMAAASIHVMEL 

AIJT7VUAI T7XTTr*r>\/fT CI-jrM\/r , Tr > 
VUL 1 IKbLAy liArvV vui 1S.OKV 

VFDASKPDGTPRKLLDVTRLHQ 
LGWYHEISLEAGLASTYQWFLE 
NQDRFRG 


28967 


59335 


A 


29142 


538 


1116 




28968 


59336 


C 


29143 


1 


2967 




28969 


59337 


C 


29144 


1 


2214 
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SEQ ID 

iNO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 
















28971 


59339 


A 


29146 


780 


1052 




28972 


59340 


A 


29147 


617 


2408 




28973 


59341 


A 


29148 


2 


488 




28974 


59342 


A 


29149 


1 


1083 




28975 


59343 


A 


29150 


527 


3213 


SWRSVQLLPATSIPSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

AFKKLNPHEHPVLHSDQGWQY 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

VKALGVTRFFKEKFFTPVAEAA 

TSGLKFTKLQPAREFYAPVGTT 

LLEALESKNVPVVAACRAGVC 

GCCKTKVVSGEYTVSSTMTLT 

DAEIAEGYAVVAL1KPGAQIGR 

SPVNCDVASCHVISFNLRVELAI 

MRRLLCRJ A VLM SYRIEQRLM F 

LERLRH VGLIAH PAKKAIKKTR 

KPGMK.VTFEQLKAAFNRVLISR 

GVDSETADACAEMFARTTESG 

VYSIIGVNRFPRFIQQLENGDIIP 

DAQPKRITSLGA1EQWDAQRSI 

GNLTAKKMMDRA1 ELAADHGI 

GLLRLAGGGKRLYWHLLDQLH 

RRNDN1SLDLGNNAEAVILRED 

MLPRENFRPGDRVRGVLYSVRP 

EA RGAQLFVTRSKPEMLIELFRI 

EVPEIGEEV1E1KAAARDPGSRA 

KIAVKTNDKRIDPPTQHEDEED 

EGLYDDPFPLNECSVGPGHRHR 

FAPPEAQ FRRPETLKG APTSRIP 

ETSVGVSAGSDFEPHLMRELTC 

RLTALT WCY PG S A YA VHQPDE 


28976 


59344 


A 


29151 


1 


812 




28977 


59345 


A 


29152 


1 


1830 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28978 


59346 


A 


29153 




1308 


MMPL1DLEDPRLLVRREIGMLL 
HVDYLDLVHEK.VTCRGRNGGQ 
DREKTTMEKVRSSGTICPQAPE 
VVNHYFTTDDGYRIISARFGVP 
RTQVRTWVALYEKHGEKGLIP 
KPKGVSADPELRIKVVKAVIEQ 
HMSLNQAAAHFMLAGSGSVAR 
WLKVYEERGEAGLRALKIGTK 
RN I Al S VDPEKA ASALELSKDRR 
IEDLERQVRFLETRLMYLKELK 
ALAHPTKKVTLSLHREGKQINH 
KAVQRLMGTLSLKAAIK.VKRY 
RSYRGEVGQTAPNVLQRDFKA 
TRPNEKWVTDVTEFAVNGRK.L 
YLSPVIDLFNNEVISYSLSERPV 
MNMVENMLDQAFKKLNPHEH 

D\/T UCnrinwr^VDH/fODVAXlTT V 
J^rlOliS.t^oMoKA.ljINt^LL'iNA VVt 

CFFGTLK.SECFYLDEFSNISELK 
DA VTE YI EY YNSRRI SLKLKGVL 


28979 


59347 


A 


29154 




836 




28980 


59348 


A 


29155 


1 


1566 




28981 


59349 


A 


29156 


297 


936 


RTSSSLMRSSSSLLRICSGVSPRS 
1PRWFTSVSLPSSF1R\R1TTFRYT 
PGHVAPASRRSCYKYRR*PMRL 
YTMJQSLS/VGSRPSGLRAFSSD 
CSPLPRTCSLSRRRVLMITTSRS 

SRR\YAGFQNPHNLLVSG*YQG 
NYRHFGILRGYPG/TLKNSNFQL 
TRSARISLSSRSSICTSTGGNTTL 
PPSSPPDC 


28982 


59350 


A 


29157 


5 


861 


SWRSVQLLPATSIPSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

AFKKXNPHEHPVLHSDQGWQY 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

\n<r a t nvTC wv pv fftpv a c a a 
V JwVLLj V 1 Kr r JVCJvr r irv AlAA 

TSGLKFTKLQPAREFYAPVGTT 
LLEALESNNVPVVAACRAGVC 
GCCKTKVVSGEYTVSSTMTLT 
DAEIAEGY 


28983~~ 


59351 


— 


29158 


— 


7991 


SPSHIRRTAPNGLRH YQR* IQQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 


28984 


59352 


A 


29159 


3 


601 




28985 


59353 


A 


29160 


415 


549 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28986 


59354 


A 


29161 


2 


501 




28987 


59355 


A 


29162 


1 


1347 






IIP — 




Irni — 
















T419 


ilio" 


11 LA0L0LULY AO lliAK.lL 1 IV O I 

TRK*IQQ*APSDQKRDFLVPHG 
ADSAMAKHGGSHRAVLPQGC 
DPHMESLI 


28990 


59358 


A 


29165 


] 135 


2067 




28991 


59359 


A 


29166 


1 


1364 


MAGNRRFMCTPKTHGLS1SQH 

GTFPEHAGCK1RCAGRSGRVRP 

AELLA P YTGD1 A AEG ISKAMRG 

GAKFLHHGIKRQQRYVAEAITE 

EWRMAPGPLEVAWFAGVIYHL 

YYYRARFFCAAQPLVSGFHEAE 

LSLDDAKWVLHPGPDAGFHVF 

DVDGRFVLAWMLFQGSYLAG 

ALGDQPVHIHLGQLLALWRPL 

QITQLIEVMLVGRGGDQAVGQ 

ATLGIDTNGGLYAKGPLIAFLG 

LMHLRIALLLFVLGRTGCAYDG 

GRPQLAEKLYSELRAQGIEVLL 

DDRKERPGVMFADMELIGIPHT 

IVLGDRNLDNDD1EYKYRRNGE 

KQL1KTGD1VEYLNAALL1AVT 

VLTSMEASDLVDLGMTLSPAD 

YAERLAALTQKCGLDGVVCSA 

QEAVRFKQVFGQEFKLVTPGIR 

PQGSEAGDQRRJMTPEQALSAG 

VDYMVIGRPVTQSVDPAQTLK 

AINASLQRSA*CRDAGTLRLRA 

WLC*FLQRRYHRYKGPAVPQV 

ELCQ I CQRN EFCTQRVPGMCH V 


28992 




59360 


A 

— 




29167 




627 

- 




854 


MAHnDR'MDMPQrTA Al?nvr.*Q 
[NAOUrvrviNivlNr oL- 1 AnK^ IU o 

RFVKTPRT?*RHnRK'>JI QAPPMP.T 
Kr I FnUivK ivi iLjiviSJN Lo/\CK1nUL 

rt I KINUlNr UriivrO V r LAAUKLr 

APTMCHDASE 




5ST61 




29168 




T593 




28994 


59362 


B 


29169 


1 


3789 




28995 


59363 


A 


29170 


940 


1326 




28996 


59364 


A 


29171 


1 


1377 




28997 


59365 


A 


29172 


1 


2547 




28998 


59366 


A 


29173 


561 


845 


AKIVQLR.PRJLRPSRSARRCPSA 
ppcppnpppcnpi pppappa/c*h 

RGQIVNVPARRI1RQKR1CCCKV 
AGS A 


28999 


59367 


A 


29174 


1 


1284 




29000 


59368 


A 


29175 


624 


866 




29001 


59369 


A 


29176 


1 


1384 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29002 


59370 


A 


29177 


2268 


2684 


RCRRCKRRLLRRFRRSLLSLAG 
SPENHARFYCRNSLPDEWFFRH 
HPRST*PPRSREIRRCHCG*RQC 
SSDGRKITSVHRGRNADGRELT 
HQAVRLLAYLSDRFARHHRHL 
RNAHRRGPDRIPKERHFPATKL 


29003 


59371 


A 


29178 


1 


2142 




29004 


59372 


A 


29179 


1 


2463 




29005 


59373 


A ... 


29180 


3 


ijjF 


















29007 


59375 


A 


29182 


891 


1000 


FDSFHWHSHPMLCCDRGQHKE 
NPQSRGPISCQ*1QQ 


29008 


59376 


A 


29183 


1 


846 




29009 


59377 


A 


29184 


90 


411 




29010 


59378 


A 


29185 


1 


1580 


MSKPKYPFEKRLEVVNHYFTT 

DDGYR11SARFGVPRTQVRTWV 

ALYEKHGEKGLIPKPKGVSADP 

ELR1KVVKAVIEQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALK1GTKRN1A1SVDPE 

KAASALELSKDRRIEDLERQVR 

FLETRLMYLKKLKALAHPTKX 

AAEIPRSTFYYHLKALSKPDKY 

ADVKKRISEIYHENRGRYGYRR 

VTLSLHREGKQ1NHKAVQRLM 

GTLSLKAAIKVKRYRSYRGEVG 

QTAPNVLQRDFKATRPNEKWV 

TDVTEFAVNGRKLYLSPVIDLF 

1WEVISYSLSERPVMNMVENM 

LDQAFKKLNPHEHPVLHSDQG 

WQYRMRRYQNILKEHG 1KQSM 

SRKGNCLDN\AVVECLFGTLKS 

ECFYLDEFSNISELKDAVTEYIE 

VVXTCDD I C f 1/1 VTil V A T\/r\ 

Y Y JN oKKl bLJvLKlJL. Y AbUL 1 Vl^ 

I nr'\7Q'T\7AAn T TPTI C C WCWf A T 

xnck'TCCi7\/ a vtttft r:rYMCTDAi 
IN]r>ls.Iiior VA V 1 1 IrLO^iNillrAl 

V JSJ\rlVllAc.c>nc V LriiL. Y UlVlOrl 

ppCDD UA/A TTW/D DT T-ID VI_J CDCP 

UuoKKWYAcWK^LnKV nbrou 


29011 


59379 


A 


29186 


1375 


3174 




29012 


59380 


A 


29187 


604 


1268 




29013 


59381 


A 


29188 


1 


288 




29014 _ 


59382 


A 


29189 




2412 




— 


liH — 




Inff 


- 










j- 




T587 


W2 




29017 


59385 


A 


29192 


1 


3156 




29018 


59386 


A 


29193 


1 


1824 




29019 


59387 


A 


29194 


1 


1922 




29020 


59388 


A 


29195 


1369 


1743 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29021 


59389 


A 


29196 


21 


432 


GPGCNGVHRLCTE\QRDVRGTV 
RJVLKTFNNCRDTVFVAFEVNN 

T\/CT I \/ A TTn\4TCnnT A H/VTT 

[ VoLLVA 1 1 LHV11 ouU 1 Al V V 1 1 

Tr.rvcA Axirvnii Arrrinrw/cn 

1 ur VoAAINcV^/lLAu r^UUVor 

FPVATTTDTLSVTFNFPFNYQG 
VNDFDFDFKQFLHSSFDFCFGR 
VFSNFE 


29022 


59390 




— 










29— 3_ 


59391 








217T 

— 




29024 


59392 


— 

A 


— 

29199 




170 


4 




29025 


59393 


A 


29200 


1 


1713 




29026 


59394 


A 


29201 


1 


6729 




29027 


59395 


A 


29202 


1 


753 




29028 


59396 


A 


29203 


1 


1470 




29029 


59397 


A 


29204 


665 


1773 


ASSQVKSGWLSAK1PV1SS1YGP 

LLSVRLLSHAWPNSLCPQLHCF 

LPGA1WSASSLLKSGNRPLIRLA 

SI VLPVPGGPI SKRLCPPA A V/HF 

QSSLSLFLTDNITE1ML*RPDTW 

THVMYVLHHADK.PNLYHGLPE 

NPEISETVKFWKGIWKPLAAVG 

FAATFAASIFHYVGVGPNRADE 

EENNLHEEK.DEERKCSQD1QLV 

KERVIFLTGQVEDHMANLIVAQ 

MLFLEAENPEKD1YLYINSPGG 

V1TAGMS1YDTMQFIKPDVSTIC 

MGQAASMGAFLLTAGAKGKR 

FCLPNSRVM1HQPLGGYQGQAT 

DIEIHAREILKVKGRMNELMAL 

HTGQSLEQIERDTERDRFLSAPE 

AVEYGLVDSILTHRN 


29030 


59398 


A 


29205 


948 


1620 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


29031 


59399 


A 


29206 


1782 


3667 


H RRRCRHG YPVPA YRCRI WKG 
GQFHPTGIAGCGRTGHRRLPW* 
RRLSAEQTWRTFYGALCAERQ 
RPG GP*RG\SRSIM IEIREGRGCD 
GPWGPHA K.LKLDH LGKEVLES 
RLPGILELSRTFAHVDPSRFRLS 
HLSLHDGRYSDQSYRYNDTRD 
MVP1NGSIHRIGREPHYHYQRG 
QQ Y IG LCRNCN V IDTHICI YL VD 
QPIMDDIRRLLLYSEISSAIIWLL 
PVVQGEHYMLVDPDTNEREER 
GRSETRGFPRVPLGRTVSTVWY 
PLSNAATLAATRCSRSPHAFAE 
PSSNNGFITATPLGRTHFLGMA 
FPPSACWRLLRAEPERVEAVLS 
ASGMNKAMRCGVSLICNFRLD 
YAPIEK.QWDLHFADYFAEDLK 
LLAPLAKDGLVDVDEKGIQVT 
AKGRIRRLRRIRHLSMMPDAAL 
VASYQAYDFLRIRHK.QRASAK 
QPNHCGTQHGSNGSLRTLWNS1 
DSG S VLTWCASLIFSSRKSLSPI 
QLVRSVDRGDVKKRYSMREFS 
LGETHSE A EFRELLEQN PSFVFF 
KPQSFAPVKGASAVPLVGRASV 
ASDRSIIPPGTTLLAEVPLLDNN 
GKFNGQYELRLMVALDVGGAI 
KGQHFD1YQG1GPEAGHRAGW 
YNHYGRVWVLKTAPGA 


29032 


59400 


A 


29207 


1351 


1806 


V1VG1TSNSVTVAAVSSWCRTW 
VPVSVLCLNCYPASMALVRGVI 
RGV*TCLSLCPNCAAIFIFAFGA 
VIFCITSVGFLFPPMVYKSGLRF 
FVFT*MRDTGVPQRLRAPRRSL 
SAKLGPACPFAYIVPHIWCRWI 
GWGTCVCLAICVCVCVAD 


29033 


59401 


A 


29208 


1308 


1647 


RSWEVSIVEFYVVRPTGHV*HA 

tr".\ii cuudvdudi AnnA Aoi^r 
oUFNLonnKJVKj^rL.AIJt^AAKJs.U 

ETVPPRGRRS\WRTQAHP*HLR 
QH RG QHP AS LPTRTGTPQPGRR 
AIYRIPVRTAGQFQRIEVGDFQR 
VGHQ 


29034 


59402 


A 


29209 


1 


2184 




29035 


59403 


B 


29210 


81 


1356 




29036 


59404 


A 


29211 


1 


2349 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


29037 


59405 


A 


29212 


514 


1136 


ILRIMQRGMKQFAGLLRLSGIK 

MLPSA**LGELLHAAGSFFQRG 

CLLFSTGGKIGVARRNFTGTG1 

DGI*TFADMSDGVSQRALHM* 

NALRQVAHFTAPVNGQGIRQV 

TTG DFAN VSNNFCQRSKQHTA 

NA VPRHQQNQYHHQRDNRQLP 

LGKSyilCVVSDDIAIQFFTAEG 

VLSKRFAHCLMPSLGGLSKIGP 

SMPLFR1ISQFS 


29038 


59406 


A 


29213 




2992 




29039 


59407 


A 


29214 




168 




29040 


59408 


A 


29215 




537 




29041 


59409 


A 


29216 




1881 




29042 


59410 


A 


29217 


1532 


2160 


KHWSDSIPGTEADWSASTTSGC 

AGFAAFACSSS*VICLLSGAVA 

AYAPQLRHQA1RKVIIRRTSAFP 

LMD*TWSFLSSTNGLASCSASIS 

SAGSGAGSASGVTKVSVDTAS 

GWP1FVTDRLSSCSTRFTLPGAN 

RLITVEPSLKRPISWPFSSATEPS 

FSPAGQVQRLMIPSRGGVMVP 

AQTVSMLPT1VAPTGPYSSHLL 

GSFTLSPP 


29043 


59411 


A 


29218 


1 


1713 




29044 


59412 


A 


29219 


2159 


2715 


TIPAKPVPSMVASGTVRFGFLTI 
PVLTAADSTPTKAHRQSR1LLMI 
A*PSVVSAVFQLAA*VAASNQC 
QPTIAVITTGIRTSTRPIVA/CITG 
FVTGAVEIVLVA'NSVIDISVGSP 
FSIPQMFSARLGIATMAICPIMV 
SFSVAAINSASHNRQGFALQFFF 
NDAACGSGEFRJLMQEEHPDSV 
VFC 


29045 


59413 


A 


29220 


2 


102 


DFADFGTT1KQDFRLLGQTSVD 
RLLQLSQGQAVKGNQLLPVSL 
VKRKTTLAPNTQTASPRALADS 
LMQLARQVSRLESGHHWRSGE 
SGVPAACINLVCSALYAAGNM 
SVDLCHRDFADFGTTIKQDFRL 
LGQTSVDRLLQLSQGQAVKGN 
QLLPVSLVKRKTTLAPNTQTAS 
PRALADSLMQLARQVSRLESGM 
IGG AG SLAFPLPALI WCA VRYT 
PQVTCLLTFVTG1LPISEPPSNRI 
FACWGKPAWTACCNSLRARR 


29046 


59414 


A 


29221 


1 


1464 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29047 


59415 


A 


29222 


i 


29 


MQTEQQR/AVTRLCIQCGLFLL 

QHGAESALVDELSSRLGRALG 

MDSVESS1SSNAIVLTTIKD/GQC 

LTSTRKNHDRGINMHVVTEVQ 

HIVI/LAEHHLPDPEP*EQQRR 


29048 


59416 


A 


29223 


5 


307 




29049 


59417 


A 


29224 


5 


948 




29050 


59418 


B 


29225 


1 


696 




29051 


59419 


A 


29226 


J 


1083 




29052 


59420 


A 


29227 


817 


978 


LAutI 1 MLrUlNljrAUIVlnAUla 

KLDK*AAVKKR1SEIIHENRGRY 
GYRRVPLSLH 


29053 


5 ?i 21 . 


A 


29228 


198 


362 




29054 


59422 


A 


29229 


1 


2907 






5^4~2l 


A _ 


2^pT 


i 





















29057 


59425 


A 


29232 


3 


601 




29058 


59426 


A 


29233 


1 


1347 




29059 


59427 


A 


29234 


940 


1326 




29060 


59428 


A 


29235 




2547 




29061 


59429 


A 


29236 


527 


1383 


SWRSVQLLPATSIPSWQTETNQ 

FMG RDRPTPTAESPY AVLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

AFKKLNPHEHPVLHSDQGWQY 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

VKALGVTRFFK.EKFFTPVAEAA 

TSGLKFTKLQPAREFYAPVGTT 

LLbALfcbJNIN V rv VAALKAOVL 

GCCKTKVVSGEYTVSSTMTLT 
DAEIAEGY 


29062 


59430 


A 


29237 




2496 




29063 


59431 


A 


29238 


3 


2056 




29064 


59432 


A 


29239 


1135 


2067 




29065 


59433 


A 


29240 


1 


1566 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29066 


59434 


A 


29241 




1605 


MKVPRGDVMFQLNLRKDDGQ 
FEDQLLLLVLLPKHRGHLLLQV 
ADDVWFKNRRAKCRQQRQQQ 
KQQQQPPGGQAKARPAKRKAG 
TSPRPSTDFRSRDGIPEKATRTS 
CPSDSSVFSLQRPPLSSTGRGSS 
LSWDSSQVLV1LSTLTPSGTIVT 
AEPKYPFEKRLEVVNHYFTTDD 
GYRIISARFGVPRTQVRTWVAL 
YEKHGEKG LIPKPKG V S ADPEL 
RIKV VKA VI EQHM SLNQ A A A H 
FMLAGSGSVARWLKVYEERGE 
AGLRALKIGTKRNIAISVDPEKA 
ASALELSKDRR1EDLERQVRFL 
ETRLM YL KKLK A L AH PTKK VT 
LSLHREGKQINHKAVQRLMGT 
LSLKA A 1 KVKRYRS YRGE VGQT 
APNVLQRDFKATRPNEKWVTD 
VTEFAVNGRKLYLSPVIDLFNN 
EVISYSLSERPVMNMVE1MMLD 
QA FKKLNPH EHPVLHSDQG WQ 

Y KMKK Y V^lNILK.bHOlN.^oMoK 

KGNCLDNAVVECFFGTLKSECF 
YLDEFSNISELKDAVTEYIEYYN 
SRR1 S LKLKG\LTP1 


29067 


59435 


A 


29242 


J 


1119 




29068 


59436 


A 


29243 




846 




29069 


59437 


A 


29244 




3383 


MSEKLQKVASARAGHGSRRE1E 

SIIEAGRVSDDGEIAKLGDNVE 

AWYRARLAGAFTLQECVMAA 

STFFIPSVMVIGADSLTDAMNM 

MADYGFTRTLSVTDNMLTKLG 

MAGDVQKALEERNIFSVIYDGT 

QPNPTTENVAAGLKLLKENNC 

t^qviqi nnp.QDunr a vn at \/a 
L)o V 1 oLLiOUorrl LJL, AJvUl AL V A 

a "Mfinni i?T"*vpn\/riP c a i/Dni d 

AlNUOIJIIvU I tLi V UKbAiS-rv^L,^ 

MIAINTTAGTASEMTRFCIITDE 

AK.rlllS.lvl A I VDivriv IrLLbVJNJJo 

SLMIGMPKSLTAATGMD 


29070 


59438 


A 


29245 


104 


1381 




29071 


59439 


A 


29246 


1 


375 




29072 


59440 


B 


29247 


1 


5082 




29073 


59441 


A 


29248 


119 


343 


RMPKRRRWGKLSTIRCSTTCKK 
RLT*IVLPVRTPGRLCSSLKSVP 
ASHCLASCKAYSNKPWKRQPS 
KRHYVTMR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
endon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29074 


59442 


A 


29249 


468 


935 


VPLAVPYGRLWRTIFSPLPSSFR 
STRVR*EVSGRSSPSISSLASLVR 
PIT/SLLIVNAHPVELLQVVFPTL 
DKHIAAARIHAVFDNRHFATRL 
FTRRVFRTVNKAAQVTLFNPTE 
AVDLFFHFNAVTKGFHLRQGD 
KEGYVQAHTNNGDLRVRTSNP 


29075 


59443 


A 


29250 . ... 


407 


2145 




29076 


59444 


A 


29251 


1 


177 




29077 


59445 


A 


29252 


1 


1767 




29078 


59446 


A 


29253 


1 


2499 




29079 


59447 


A 






^ 07 _ 




29080 


59448 ... 


A ..._ 


29255 ..... 


2 






29081 


59449 


A 


29256 


2977 


3913 




29082 


59450 


A 


29257 




2091 




29083 


59451 


A 


29258 




751 






59452 


A — 


29259 




927 


















29086 


59454 


A 


29261 




875 




29087 


59455 


A 


29262 




450 




29088 


59456 


A 


29263 




522 




29089 


59457 


A 


29264 




912 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29090 


59458 


A 


29265 


1 


2416 


MLAQSLQALEQDGFLNRIAYPV 

VPPHVEYSLTPLGEQVSEKVAA 

LADWI ELNLPEVLAVRDERTR Y 

DIAVPRKRYGHAVSRNTFALRS 

QERYGHSVLETVGNSGSSKQFS 

MDILDPCARGPGQISLITVNHKL 

HVRCESIAYSVQTMVVKGGSA 

FAAFF1AVVLWMIGYVPNVEQS 

TQALLGMQFIMIALPTLFFMVT 

LILYFRFYRLNGDTLRRIQIHLL 

DKYRKVPPEPVHADI PVG ARLS 

FAERVMEGLSDGGQSLQSPSAL 

FSKQTLKNMSIYKIPLPLN1LEA 

ARERITWTLNTLPRVCVSFSGG 

KDSGLMLHLTAELARQMGKKI 

C VLF1 DWEAQFSCTINY VQSLR 

ELYTDVIEEFYWDALPLTTQNS 

LSQYQPEWQCWEPDVEWVRQP 

PQDAITDPDFFCFYQPGMTFEQ 

FVREFAEWFSQKRPAAMMIGIR 

ADESYNRFVA1ASLNKQRFADD 

KPWTTAAPGGHSWYIYPIYDW 

KVADIWTWYANHQSLCNPLYN 

LMYQAGVPLRHMR1CEPFGPEQ 

RQGLWLYHV1EPDRWAAIGSP 

ADREEDAEEYLEAIMEARVTV 

AGMGLVMEVQDYFDGEA\DRL 

AKA W LP\E YTPQ I K S LKDER K E 

AYRQIVEMSTEPQDVDLVRPA 

NKFEMTRVREGEKEADLPVWK 

HHLLCDESGNYPALLNHWETK 

VFEIETKREGFAFWYRNPQYTG 
















29092 


59460 


B 


29267 


1 


10161 




29093 


59461 


A 


29268 


1 


882 




29094 


59462 


A 


29269 


1 


2484 




29095 


59463 


A 


29270 


548 


945 




29096 


59464 


A 


29271 


17 


352 


DLQDTGCFMLMNTGEKAV/KS 
ENGLLTTIAC/GPTGE/VNYALE 
GAVFMAGASI/QWLRDEMKL1N 
DAYDSE/YFATKVQNTNGVYV 
VPALPGWSLLWTRTCHRIFPRH 
RISGAAGYK 


29097 


59465 


A 


29272 


799 


984 


QGDIALVIATNQFCIKLAPI 1ELN 
TDFLCLINHMVVGQHIAFTGVD 
DDTGA*TFEGLCRLIR 


29098 


59466 


A 


29273 




975 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29099 


59467 


A 


29274 


65 


562 


DFRWHGDSRKVHRKNRLIKPL 
M1LLTRLSNRTNWPLTAAVIWP 
GKV* SACRKSANAPKNI RRLCV 
SGWKSANWMSTQSSSSSSSTSS 
SIIIIIINSSSSLQCQPCASKYLAH 
YFTVSSIAAYSTPVVSTQEPWA 
TRHHPHHQQTDRRRPATRKSPR 
QYHNETNRQ 


29100 


59468 


A 


29275 


1409 


1641 


PENGRPVYAGGRDAAWRDVY 
AEFPRLSLPDGFRAAAVHRADA 
ALHHADL*HHE*APSALGLCL* 
RLAGGDWCRDYSL 


29101 


59469 


A _ 


29276 




j252 




29102 


59470 


C . 


29277 




2760 




29103 


59471 


A 


29278 




723 


















29105 


59473 


D 


29280 




1201 




29106 


59474 


B 


29281 




1866 




29107 


59475 


A 


29282 


1067 


2753 




29108 


59476 


B 


29283 




1144 




29109 


59477 


A 


29284 




724 


LAQLYGDPPAWPTPTRGVSE1R 

LALRFKSNDSLLRHFKDTSTLY 

LEIVDYPGEWLLDLPMLAQDY 

LSWSRQMTGLLNGQRGEWSA 

KWRMMSEGLDPLAPADENRLA 

DIAAAWTDYLHHCKEQGLHF1 

QPGRFVLPGDMAGA PALQFFP 

WPDVDTWGESKLAQADKHTN 

AGMLR/ERFNYYCEK1VLVD/CL 

Q/PLNSGHSIYDMRWPDAL1KFS 

YG/QRTVQRCF1TPRAQSA*SGT 

TSGDLTRR 


29110 


59478 


A 


29285 




1863 






59479 




29286 




813 




29 || 2 


i^i — 


— 
^ — 


292 |j 7 


















2691 




29114 


59482 


A 


29289 




1212 




29115 


59483 


A 


29290 




2328 




29116 


59484 


A 


29291 




531 




29117 


59485 


A 


29292 


188 


358 




29118 


59486 


A 


29293 


2545 


2713 


LLVVQFFFQHL VPSGTSP L*H 

T Cr:iT AX/TJT7F T HAI T VDD\/CI \/T 

LoulLWnrLLl^ALL Y r IvV rL VL 

LCRSLGAVCLY 


29]19 


59487 


— 


29294 


- 


2046 




29120 


59488 


A 


29295 


3 


654 




29121 


59489 


A 


29296 


2 


182 




29122 


59490 


A 


29297 


1 


1215 




29123 


59491 


A 


29298 


141 


266 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29124 


59492 


A 


29299 


669 


887 


VYRSSVYRDSGCLSGGDLRSGN 
ASGHAKRQSDGDLRSRAATGG 
DHSAGDWCGRR VQTSAG * L WR 
KARPWPNR 


29125 


59493 


A 


29300 


2353 


2758 


SQAYHQVLPVCEAAPIPDDNHT 
LAALR*HGVYEKHMDQDCWA 
SFLPEERLFWRPIPAPRSDRVEC 
VDSLPLTAVGK.VDKKQLRQWL 
A SRA S ARAQRRSPL AE ARKPQ Y 
VHQGMDNARTALQKPEQARA 
HTEVHWT 


29126 


59494 


A 


29301 


5 


793 


FLQRFVADLPCGAQVVKFSTFR 

TQCRQTEATLKVLFLHGTFNVV 

TS 1 G ATTQ VTND ARTDL RKQL V 

ID1LFGIRRQTLLHFLDRHNRHF 

CRCRSRNTFLFQLLRMIRDFND 

FELV/NPLSLDSVLGMQPLREEI 

QQADRDDDKHHQGAGLLELET 

ANRFPQGDADPACADHADDGR 

RADVGFEAIEGVGDQQWHHL 

WQHAVEDLFELVGTGGANAGP 

GSIASTASESSLESTPVVWINSA 

STPARQRTGRGRRRPRTAWRRP 


29127 


59495 


A 


29302 


] 


2457 




29128 


59496 


A 


29303 


1 


292 


















29130 


59498 


A 


29305 


593 


864 


RTSAEPINPAPPVIRIFL1SARLC* 
WTLSPLITLN*L* STSITSTSAVA 
SASSSCARVQSPVSFFGNWWM 
LGSTTRVSPLCHWAISSADF 


29131 


59499 


A 


29306 


2 


696 


VPAGRYTGRDLHLHI/ILPFRES 
LPARHRVRRYRPLEAC*TPCTD 
G Y HRIF Y RLKGES A KDGS VMT 
LRSFLDKDGHPIDVEDINDQAR 
HLVRLMPVLRLRDARFMRRIR 
NGTVPNVPNVEVTARQLDFLA 

RRRASNEQRSWRYLDIINRMID 
RPGGRSYRVILLGLFATLLQAK 
GTLRLDKDARPLLLIE 




5H0T 


















29308 


1204 


TTTT 


LRPALYQPARLSDAAVRKTG*F 
AVVSGSEHAESDAG*SGELLEQ 
LSEVLR*PDEIFLWRCRAEREQL 
GL 


29134 


59502 


A 


29309 


236 


645 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29135 


59503 


A 


29310 


1 


776 


MELAALRSENPQPDEKPLGETL 

KDLFSRPVLPEMTDVHLPLNLN 

IEEFMGEQLHVTGDTD1YREHH 

AAEMSNIDGNTKLDALDTDSSQ 

GIVDASGTAHLSDNWPVD1TLN 

STLIVEPLKGDKVKLKMGGAL 

REQLEIGVNLSGPVDMDLRAHT 

RLAEAGLSLNVEVNSKQLYC/L 

AHCMSSMPKESGADEKNSDNR 

WCRVYWLGAGALYHQRNERR 

GGSGR*ADLRRKPDVAGTGRA 

KRALCL*ES*YLRSGRTGTR1H 


29136 


59504 


A 


29311 


955 


1095 


HRRHPIPFLIHHRDQPFRHQLRK 
SFP*RPNAKCITRCQQTHS*FFIR 


29137 


59505 


A 


29312 


1029 


1490 


RLPPAVDPTARLRRPASGRRYP 
CIPAFVGTPAVSLLCWPTGADD 
SYCRKSLFRRWRGIRAAGKAAF 
RGWSGLADRQANPAQVEIJEIRQ 
L/VRKSPQTAHSPARIWRRLRSA 
SSRTYARRCCRFQCSKGPADGF 
PSVGSGKYQRSRRARRPASAG 


29138 


59506 


A 


29313 


22 


443 


RRRH SCN SPTDEG A SHT WTQTL 
SLSDKCRQGTVSGRLSLRKSDC 
TPISHASCSSSSLHGH* VSVAVR 
LRMTDFS RTVGKDVQRFDAGL 
GWTLERLLSAHAAFRVALKAG 
DM AILA SRPPTVTPNSM RLLG R 
LYRSGVYGR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location 
codon for last amino 
of peptide sequence 


rinst 

acid 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29139 


59507 


A 


29314 


2 


2104 


STLAQQWQAGDS1WSRPAIRVF 

ATYAKWDEKWGYDYTGNADN 

NANFGKAVPADFNGGSFGRGD 

SDEWTFGAQMEIWCSYLLALR 

QCQADIHSAGCICHGVVLVND 

QCLPPVKCWGRCGAKSPFCAIT 

FRVRWTIRKSTK.CCANRAYKR 

NITVGRIRRLRRIRQPLPDATLC 

VLSGLQTEHNRRWPNSVCHFSP 

DSTFYNDLSGRMKNVRLMFNG 

IHRDNGFSKRPTDLNYTRKPLV 

LAFQTAWFITVRVEIVGFRGINR 

LSLMLEQNNVLIGENAWGKSS 

LLDALTLLLSPESDLYHFERDD 

FWFPPGDINGREHHLHI1LTFRE 

SLPGRHRVRRYRPLEACWTPCT 

DGYHRIFYRLEGESAEDGSVMT 

LRSFLDKDGHPIECRGPPIKAR 

HLVVRLM P\VL\RLREC PV LMRR 

IRVNGTVPNVPNVEVTARQLDF 

LARGGQARYRLMRRRASNEQR 

SWRYLDI1NRM1ERPETRYTREI 

GFTSTNIDLIYGLPKQTPESFAF 

TLKRVAELNPDRLSVFNYAHLP 

T1FAAQRKIKDADLPSPQQKLDI 

LQET1AFLTQSGYQFIGMDHFA 

RPDDELAVAQREGVLHRNFQG 

VTrnr.nTni i r;N/ir;\/Q a ic\/iTr:r» 
X 1 1 ^UU 1 L>LLUIVIU V oAloJvllvjLJ 

CYAQNQKELKQYYQQVDEQG 
N ALWRG 1 ALTRDDC 1RRDVIKS 
LICNFRLDYAPIKKQGDLHFAD 
YFAEDLKLLAPLAKDGLGDVD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


29140 


59508 


A 


29315 


1 


2237 


MLTGYRAVSRHKSQRYTADDA 

EEMIGKLTGMPIPLNSLRQWIL 

GLPGDATDYKLDDQYRLSE1TY 

SQNGKNWKVVYGGYDTKTQP 

AMPANMELTDGGQRIKLKMD 

NW1RADGYHTLQTLFQFLDYG 

DT1S1ELRDDGDIRLLTPVEGVE 

HEDNLIVRAARLLMKTAADSG/ 

LSSDGKR/RSSSCARVQSPVSFF 

GNWWMLGQTTRVSPLCHWAIS 

S A I SH RR AF AQ V IN I RFKRQTK A 

GDFQFTGAFIGSRQAISHRRFHL 

1DNPERFVIVHFARGTDKPRLLG 

VLCHDKPRINSNAVTAHARAR 

LKNINARVTIRQANQFPDVNPLI 

GTNQRHF1SKSDIHIAEAVFEPSI 

IAADRLNPLVNELIIMPDIEKRL 

DAFVRIAHEELLYLLGILMNPA 

NKDHVLPLILTGPKESADYFRV 

LDEFVVHTLGENARRHYRII1DD 

AAEVARQMKKSMPLVKENRR 

DTGDA YSFN WSM RI APDLQMP 

FEPSHENMA1MLKLYPDQPVEVL 

AADLRRAFSGIVAGNVKEVGIR 

AIEEFGPYKINGDKEIMRRMDD 

LLQGFVAQHPGSYNDLLLMEL 

LPHLLVEG ML1 SA VSAESLPWL 

H LSC VANI SKRQLICA VPLPKPP 

KAGLLGKN1MGTGFDFELFVHT 

GAGRYICGEETALINSLEGRRA 

NPRSK.PPFPATSGAWGKPTCVN 

NVETLCNVPAILANGVEWYQNI 


29141 


59509 


A 


29316 


1 


2892 




29142 


59510 


A 


29317 


19 


649 




29143 


59511 


A 


29318 


2471 


3036 


KVTWVTCSILPMTLSPSAAFSSL 
FRMKILSLK**KRILR/SSGKPAA 
RQGDMTQ YGG SI VQG SAG VR1 
GAPTGVACSVCPGGVTSGHPV 
NPLLGAKVLPGETDIALPGPLPF 

ILoKl i do Y Kl rvl rAr VujLUrvj 

Ai/i^A/iPAriiRi rtt ptymti it QrvMr; 
uK5>LYrr.riLrrljfc,lJvj YbryivV 1 

VACAPRRGKTG 


29144 


59512 


A 


29319 


1 


1476 




29145 


59513 


A 


29320 


688 


1578 




29146 


59514 


A 


29321 


-j 
















27T 


MLIVFSLPSDTLVLSPL*PNFRT 
RPFRPSSVPR**PKKDLKIATSA 
MMEAAYSSVIANVVLVPVMDA 
KWLAR 


29148 


59516 


A 


29323 


3 


260 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 




Amino acid sequence ( X=llnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






29149 


59517 


A 


29324 


1 


1545 




29150 


59518 


A 


29325 


443 


1041 


LSSLK.IVKLLRSTANSQVIDFQR 














WLGHDKRATLLLWKLEAAGSP 














LRPLSVQVTTPQEVAETDNHAD 














NSYNAGLFIVNSLYTAEGVMD 














K.H SL WQRY VPL VRH E ALRLQ V 














RLPASVELDDLLQAGG1GLLNA 














VERYDALQGTAFTTYAVQRIR 














GAMLDELVAAVTGCRAACDAT 














RVKWHRQ*GNWSRNLAAKPR 














KLR*RNV 


29151 


59519 


A 


29326 


1 


2349 




29152 


59520 


B 


29327 


1 


747 




29153 


59521 


A 


29328 


275 


729 




29154 


59522 


B 


29329 


1 


2469 




29155 


59523 


A 


29330 


1 


969 




29156 


59524 


A 


29331 


148 


1180 




29157 


59525 


A 


29332 


56 


170 


VHA*GSLFFPELSMHQDLSQGH 














EVQLPPVNRSLK.PNQK 


29158 


59526 


A 


29333 


1 


3246 




29159 


59527 


A 


29334 


482 


765 




29160 


59528 


B 


29335 


1 


1713 




29161 


59529 


A 


29336 


123 


287 


GDCSGCVEKQERCCNRNTT**A 














S APGN/ARWNS Y VG * KHH\SCQ 














WGDYRRQCFRGE 


29162 


59530 


A 


29337 


1 


3189 




29163 


59531 


A 


29338 


1 


1344 




29164 


59532 


B 


29339 


1 


1233 




29165 


59533 


A 


29340 


1 


1572 




29166 


59534 


A 


29341 


1 


3591 




29167 


59535 


A 


29342 


1 


843 


MNYSHDNWSA1LAHIGKPEELD 














TSARNAGALTRRREIRDAATLL 














RLGLAYGPGGMSLREVTAWAQ 














LHDVATLSDVALLKRLRNAAD 














WFGILAAQTLAVRAAVTGCTS 














GKRLRLVDGTAISAP/GGGSAE 














WRLHMGYDPHTFVTDFELTDSR 














DAERLDRFAQTADEIRIADRGF 














GSRPECIRSLAFGEADYIVRVH 














WRGLRWLTAEGMRFDMMGFL 














RGLDCEVPDPKRRTNSLWRITK 














MVIWSLQVAIRGTVSLTAYKTQ 














LKN A RHRLNE APRRRI LQMVQ 














PLS 


29168 


59536 


A 


29343 


2 


3203 




29169 


59537 


A 


29344 


227 


634 


IKTLPLSPDKLTR1SKSIYRKQR 














AALFTHSFTTWVLAILEHRRFF 














AK*TRSISKAHVISCVAGHTLA 














AAPQPHYFTRETYSPERVSTLM 














TSPICTNSGTLTTAPVDRVAGLP 














PVPAVSPFRPGSVSTISSSTKFG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29170 


59538 


A 


29345 


1 


1425 
















1QTMQAACSPYQTGLSGHCW* 
W*GSRRPLEPPFH 


29172 


59540 


A 


29347 


1 


1203 




29173 


59541 


A 


29348 


918 


1021 


1QTMQAACSPYQTGLSGHCW* 
W*GSRRPLEPPFH 


29174 


59542 


A 


29349 


656 


1629 


GllNVRKNRHTGSPGHRGKPGT 

REDEHGV/ELRDRRLNFEWWK 

PEYG INL YQDY YKQDGFVEI PD 

QNNPSLGDMVIMQIGQNVPVW 

NHAGIYLGDNQILHHAFGSQT 

MNDVKLIKLSGSLGRRFGVFHR 

FAVDSYPEAIRALSSQVDGFKE 

YMQSEIGSRSKFAIFVDGVNVG 

HHEEEKFKCAKEIRIVPIPTGSK 

TGGLFQVVLGAAIMVAAFYTG 

GASLALMGTMSSSLFMMGGA 

MVLGG VMQMI SPQPG WRN FE V 

QSSKNKPSYAFGGAVNTTGGGI 

PSPGPVWISRRRWRNFLSRFLC 

RGYELKLTRLARVFFRLYNEST 


29175 


59543 


A 


29j50 


1 


8043 




29176 


59544 




2935J 


i 


876 




29177 


59545 


— 

A 


29352 


2020 


2224 


CVESRCCHATRCGSK*YSGP\PE 
DTDLKTEAAGAGVACDAAEAP 
DEAPPAKLHVLPPIIPEIVLKITI 


29178 


59546 


A 


29353 


1 


2346 


















29180 


59548 


A 


29355 


284 


520 




29181 


59549 


A 


29356 


2 


304 




29182 


59550 


A 


29357 


79 


177 




29183 


59551 


A 


29358 


236 


373 
















RRLAIFHDQVGGKRRLCQLKAF 
MQSIAVALNHDRHHWH\GNRE 
NKVNCQLICVDIIINTAQPITSES 
/DQRQH/TLLRRQTRRDRRHWS 
HEP 


29185 


59553 


A 


29360 


2 


388 


YTVSFLLVITQLGFCSVYFMFM 
A DNLQQM VEKA/TRDLQHLPA 

t^tjlJ^lJALIrnrOrlorljriAIJNrA 

LPDPVGVYPEPQGAVRLLDIGQ 
HHHPWEHGSDL*VYHGGDSIS 
QQPTLDGKLEDLLAVLWYSHL 


29186 


59554 


A 


29361 


467 


3014 




29187 


59555 


A 


29362 


1 


1174 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


29188 


59556 


A 


29363 




986 


MKVTFEQLKAAFNRVLISRGV 
DSETADACAEMFARTTESGVY 
SHGVNRFPRFIQQLENGDIIPDA 
QPKRITSLGAIEQWDAQRSIGN 
LTAKKMMDRAIELAADHGIGL 
VALRNANHWMRGGSNGWQA 
AEK.GYIGICWTNS1AVMPPWVP 
KECRIGTNPLIVA1RSTPITMVD 
MSMIKHTLPQRAAGTDRKLAM 
SREAQLLERHGYAFNELDLGK 
REPVTEEEKLFVAVCRGEREPV 
TEAERVWSKYMTRIKRPKRFH 
TLSGGKPQPGKKIVIRPLPGLPV 
IRDLVVDMGQFYAQYEKIKP/V 
PVE*WTKSASSRAFTDARAARK 


29189 


59557 


A 


29->64 


99 


375 


THQPARRFPAYHYAHPAAAAA 
PGDPLGADLQLCARHYHRQRH 
CVPRHAGYPRSDGLHPQPRGR 
WRIRCSDCLRVPVSDRGDAGDY 
FHL*LADR 


29190 


59558 


A 


29365 


871 


1206 




29191 


59559 


A 


29366 


1784 


1966 


RPLDVSFMSSFTSNSPLTDLVG 
YLTFSAIFLSWRLSLLSDAATP 
YPPWGSVHCRRFCSL 


29192 


59560 


A 


29367 


1 


1276 


FH1KLVLTGATWTALPYCHSHV 

GLRASLKPTPPFWGRAPLGTRP 

SQQKTECRLTN FPETP1 FGN S FK 

YDIEVSNKSPDEEVKLRRHHLA 

RCMKNFKTDIYFVSTFEPSTKS 

VDLLTVETFAGTVCEYADMPK 

EWTTTRGLYDPTHLISASCHKV 

EGLFSFEDRTV ATL1 RLFIHP VK 

SMRGIGLTHALADVSGLAFDR1 

FMITEPDGAD1 A VKTFTG IRLK V 

PCPPDHPAFSITNHQTEVTALV 

VFECD1AVRGSDRLRLSPGPGG 

SNTDWVIFGLLIKENPGSLLAV 

GVNLLGKILLSVVAAVSESGQN 

fi qvi pvp Qpr,PPF\/\/invn vpi 
rLjVLrVKocurLr v viuvjj vtL 

PGLRDIADEVKTGVIAVTPAVIP 

ALWEAEVDVNIAAFRSQKAYIS 

GQVNKSGQQAITN/DATDYSRG 

HQKLPCLQSECFHGIYHR1DVA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID ISO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


29193 


59561 


A 


29368 


1 


1815 


STLEDPHYYHIAEVSPVVIIISIY 

GATGEKYGFITYRCSEHAALSL 

TKGAALRKRNEPSFQLSYGGLR 

HFCWPRYTDYGYFELQ1NRLAL 

FSTN VTAETPYMHL A PPVGTQL 

PLPHLSHDMSSKNSGGCLPGAS 

VSCNYREPAVRLALASTLPLLR 

AQSPFFMHKDKDPLFWFLTVPP 

KWFRKGEVILSSRPRKKTEGSW 

FPKTFFG FGKSHVL VKEF YNRK 

HHIAKQQHAVERTARELFCPKG 

LG\YSKPQTQGDYAIAQHF/L*T 

NLPTGCWAKYAVISFMRTD/TV 

DDKH\WPEEHLAKN*LGLLADS 

GURU KLPWGAPHEEERAKRLA 

EGFAYVEVLPKMSLEGVARVL 

AGAKFVVSVDTGLSHLTAALD 

RPNITVYGPTDPGLIGGAPENG 

DSDSALYRLRKEMEEFHLVVG 

SDIFGKHQHGTETDSTTCPSTLE 

EFETQWFITGGINRILLATDGDF 

NVGIDDPKS1ESMVKKQRESGV 

TLSTFGVGNSNYNEAMMVRIA 

DVGNGNYSYIDTLSEAQKVLNS 

EMRQMLITVAKDVKAQ1EFNP 

AWVTEYRQIGYEKRQI.RVEHF 

NNDNVDAGDIGAGKHITLLFEL 

TLNGQKASIDKLRYAPG 


29194 


59562 


A 


29369 




1993 




29195 


59563 


A 


29370 


1 


1782 




29196 


59564 


A 


29371 


1 


3858 




29197 


59565 


A 


29372 


1 


705 




29198 


59566 


A 


29373 


104 


471 


LWWAGA/SYLCWMGYQMLRG 
A LKKEAVSA PAPQVELPKSGRS 
FLEAIIYFGSVFSLFVGDNVGTT 
ARWGIFALIIVETLAWFTVVAS 
LFALPQMRRGYQRLAKWIDGF 
AGALFAGFG1HLIISR 


29199 


59567 


A 


29374 


50 


620 




29200 


59568 


A 


29375 


194 


767 


LWW/AGGLYLCWMGYQMLRG 
ALKKEAVSAPAPQVELAKSGRS 
FLKGLLTNLANPKAIIYFGSVFS 
LFVGDNVGTTARWG1FALIIVE 
TLAWFTVVASLFALPQMRRGY 
QRLAKWIDGFAGALFAGFGIHL 
IISRLALIVPGLLQKNGGWRRM 

ATTQAVTAT VPT-IAIAT CADTT DPif: 

DSGQNLSLLNVGSLVS 


29201 


59569 


A 


29376 


1 


1038 




29202 


59570 


A 


29377 


1 


513 




29203 


59571 


A 


29378 


485 


1166 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29204 


59572 


B 


29379 








29205 


59573 


A 


29380 


2 


215 


IFLLLLPPHHLLLLLLLLLLLLLL 
LLLLLLLQ/MIPLEFCRLYRKQG 
C1CFWGSLGEILLMAEGEAGAS 


29206 


59574 


A 


29381 


100 


393 


FLLLLLLLLLLLLLLLLLLPLLL 
LFSSSFLLLSSSFFFFL\SSFSFSSF 
SFSSSPSSPSPSPSFFLLSSSFFGV 
ISLDVVTLAWQSARITGVSHRT 


29207 


59575 


A 


29382 


264 


911 


ILGFLRDGNFWRKSQSFFPVHH 

LLICLLRKSSETMQLTDEHLIHD 

HPKRPPI TEL WPG LHEHLRSN 

VGDYRCEPPHLTKRNIFCILSEA 

TDITY*LTS1SFPGFCFRLT*LLPL 

TEITGEAVVQIP1KFCPMCFFQS 

CAKIWTRGMQWHLEAWRCQK 

PQSPKGGVTALAQEAPK.SGLLE 

GQFMPMPPQYLAVQKKVVWF 

DVSVDESKLVNRVYG 


29208 


59576 


A 


29383 


1 


261 




29209 


59577 


A 


29384 




195 




29210 


59578 


A 


29385 


1 


399 


LERLSAPC1SLLLSRSLSSLSLSS 
LLFFFFFFLLLLLLLLLLLLLLLL 
LL/SPPPLLLLLLLLLLLLLLLLL 
LLLLLLLLLLLLLDPPGDTIQGA 
PSRGYHPRDT1QGAPSRGHHPG 
DT1QGVPSRGYHPGGT1QGAP 


29211 


59579 


A 


29386 


15 


159 


SPLHLSLV*VKQLLLLLLLLLLL 
LLLLLLLLLLLLLLLLLLLLLLL 
LLLLLLSSSSFLPS 


29212 


59580 


A 


29387 


17 


429 


SFFFFFFFFFFFFFFFFFFFFFFF/C 
LLLLLLPLLLLLHRKHLICVTLG 
CLRWLGQLCVRLQGSCAWLQT 
LGWVHTYACVCTFFLDQQVAG 
R1LLVEDPRSSLLQCCLLLDA\P 
LCCRFQKNMHFIRT*R*VHCSGI 
TSIQFNLEP 


29213 


59581 


A 


29388 


3 


282 


RELLRGGNVYIGP*SILSFFLLLL 
LLLLLLLLLLLLLLLLLLLLLLL 
LLLLVN*GVCCTLLSGPEISCRS 
DFAQGPTPLQGAPQTALGNLAS 
















29215 


59583 


A 


29390 


296 


421 




29216 


59584 


A 


29391 




210 




29217 


59585 


A 


29392 


1 


252 




29218 


59586 


A 


29393 


1 


1731 
















MT r.TA ATT PPT CurcrppcrPFFF 

FFFFFFFFFFFFFFFFFFFLFLFLF 
L/VPLLLLLLLLLLLLSSSSCSSP 
PPSSSSLEKLYLS1 


29220 


59588 


A 


29395 


3 


2368 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29221 


59589 


A 


29396 


1 


318 


MEKKSPAYFCCRDMQVIHSDA 

ALQRLLTRFNDPEG WSNL A KN 

QYLSTSMKQKIWQRALSHRKN 

NPKADSDAYETSADMILSELIS 

HGEVDDQMLLNATALIRSDDW 

DFLESALISWDNLPAVVLKELQ 

QNTPRNDIWAKFFLRQENSSRA 

QVDEALRVYYALDPDALAQLD 

VLAKRPYKTAAFRGEKTHRVP 

RRSVRQNIIDQADRLHGAQRLV 

1NTNRTRVVDQLIEFLHHQHVN 

AHLAEIVRHHQPNRAGTSDRHL 

NAMVNSRLDVRNNEQTEYKTV 

RGLTRGLMLLNMLNKLDSTSP 

CRMLVCCVPRAPPNPGGLNPR 

AHSLNRSP*NPLKLLSPTGPFEG 

MRPLGTHFWGG1GHGQGPEWG 

PQFGLGMNLLVKSLGHWATW 

VLARAKILRFELGASMMVAST 


29222 


59590 


A 


29397 


2 


4002 


WQE*VHY1WGVMHGDLGISMK 

SRIPVWEEFVPRFQATLELGVC 

AMIFATAVG1PVGVLAAVKRGS 

IFDHTAVGLALTGYSMPIFWW 

GMML1MLVSVHWNLTPVSGRV 

SDMVFLDDSNPVTGFML1DTAI 

WGE/DHGTFMGAAP1R1LPAYG 

LGT1PVAGFGRMTRSSMLEVLG 

EDYIRTARAKGLTRMRVI1VHA 

LRNAMLPVVTV1GLQVGTLLA 

GA1LTETIFSWPGLGRWLIDALQ 

RRDYPVVQGGVLLVAT 


29223 


59591 


A 


29398 


187 


1710 




29224 


59592 


A 


29399 


1 


791 




29225 


59593 


A 


29400 


j53 


646 


r Y WIN W Vrr i N W^NrKLMUylv 

+ T4ADAA/T T-TI DCf T DAU* ATI T *D 

nAKWLrlLKoLLrAM A 1 Ll^K. 

VSKP*VKAKKKTRLIIWSTSKFL 
SCMMLKFT 


29226 


59594 


A 


29401 


406 


1023 




29227 


59595 


A 


29402 


1 


1129 




29228 


59596 


A 


29403 


1759 


2100 


FAG1GRSPGEALVLLLIEKMRES 

r 1 rsTUCT4ijr , u/7 ui dp»i_jl' a r'trcn 1 
UUlrlbriHU WLriLrUHK^ur J>b 

enn a ixxirw a nt>T cr.ncDu/uA/D 
cv^AI W ^KAcrLr UUcr WWVK. 

UorUirALMVKAKrNJNL'VlVrK 

R* AQQRHRYTD V V VEIACRI KR 
VAALA 


29229 


59597 


A 


29404 


86 


426 




29230 


59598 


A 


29405 


657 


3595 




29231 


59599 


A 


29406 


1973 


2582 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29232 


59600 


A 


29407 


1 


1483 


MFVLADFGHTRRTNRSLGHNIL 
PARIAPDAINKWLSGFFSREVQ 
LRWVGPQMTRRVKRHNTVPLS 
FADGYPYLLANEASLRDLQQR 
CPASVKMEQFRPNLVVSGASA 
WEEDRWKV1RIGDVVFDVVKP 
CSRCIFTTVSPEKGQKHPAGEPL 
KTLQSFRTAQDNGGGEGEARA 
ANTGATHRGRHRSPSAVRYRD 
RLNMYVLRRMDLLYRVKTLW 
AALRGNHYTWPAIDITLPGNRH 
FHLIGSIHMGSHDMAPLPTRLL 
KKLKNADALIVEADVSTSDTPF 
ANLPACEALEERISEEQLQNLQ 
H1SQEMG1SPSLFSTQPLWQIAM 
VLQATQAQKLGLRAEYGIDYQ 
LLQAAKQQHKPVIELEGAENQI 
AMLLQLPDKGLALLDDTLTHW 
HTNARLLQQM\RAGGWSVKEG 
REKEYFQSPRG WGRSLMPSLG I 
I1RPP*RKPKNTENRRC1SASVTS 
EKEAPETINQYKAAVRRPFLFL 
ATALAQSEVRVC1AWTN 


29233 


59601 


A 


29408 








29234 


59602 


A 


29409 


1 


1818 




29235 


59603 


A 


29410 


441 


583 


GVYRFPWRFSSAGYGRSGLLV 
QVEPRLDA*HPGLHEARPGLSS 
VSSR 


29236 


59604 


A 


2941 i 


835 


114j 


RQLPVSLYVRAVAFENGCFGSC 
SVGG*GPPAARLGEEQVRGGSS 

LLLLLLLLLLLLFHLSSSSSFSST 
SSSSSCSRSFM 


29237 


59605 


A 


29412 




1487 




292j8 


59606 


A 


29413 


149 


534 




29239 


59607 


A 


29414 


1002 


1145 


Kj\ I KrrWKrboAuiuKouLLV 

QVEPRLDA*HPGLHEARPGLSS 




29240 


59608 




29415 





289 




29241 


59609 


A 


29416 


1 






29242 


59610 


A 


29417 


329 


— 

405 




29243 


596U 




29418 


48 


268 




29244 


596112 


— 


29419 




4625 




2924 ^ 


— 


— 
A — 


29420 


1 

i 


jj^Z 


















29247 


59615 


A 


29422 


409 


543 


















29249 


59617 


A 


29424 


2 


664 




29250 


59618 


A 


29425 


3 


202 




29251 


59619 


A 


29426 


222 


296 


RSPRD*LPFKFSDPSLQSLKRGH 
S 
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SEQ ID 


SF.Q ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 

1 


of peptide sequence 


deletion, \=possible nucleotide insertion) 






== 







— 




— 

29253 




59621 




A 




29428 


3 


184 


MSENMRCL VFCPCDTLLRMMV 














SSFIHVPPKDMMSIFSICLSAASI 














SSL*ASVCSYPSLNF 


29254 


59622 


A 


29429 


667 


834 




29255 


59623 .. 


A 


29430 


1 


738 




29256 


59624 


A 


294j1 


39 


230 


QMAQHLPHLVFGSHSGSLWEL 














LSH*VYLL1LSLPPPHTPQQAPV 














WDVPLPVSKCSHCSIPTYK 


29257 


59625 


A 


29432 


985 


1205 


1PGSRGKNWVVTGTGQGCHRG 














PAESDGPAG\GARHWEQPPA*Y 














LVLFLCSQRRWPGRQQRGQSG 














RSWPSVRAAP 


29258 


59626 


A 


29433 


339 


592 


PLQAWGPSLCS*A1GTPSRKPSP 














STAHVKHRRLC1PTRRGFSSDN 














WDPVSSPTCNDARQLHAQVDL 














E1PVRTCSVWFFVLVIVC 


29259 


59627 


A 


29434 


633 


894 


FAENDGFQLHPCPFFQGS*LLCI 














GL AH APLAQRSLLLSTF* CLLLS 














IHQTHSPSSFCPLLARSCDPLEE 














KRHSGFRNFQPFCSGFSS 


29260 


59628 


A 


29435 


517 


603 




29261 


59629 


C 


29436 


1 


1 188 




29262 


59630 


A 


29437 


1 


1722 




29263 


59631 


A 


294 j 8 


1064 


1330 


MCGIISEGSVLFHWSISLFWYQ 














YHAVLVTVVL*YSLKSGSVMPP 














ALFFWLR1DSAMRALFWFHMN 














FK.VVFSNSVKKVIGSLMGMAL 


29264 


59632 


A 


29439 


1 


1308 




29265 


59633 


A 


29440 


162 


377 


YSHCS1YTRK.1QFLCCPSIKTHL 




























FSFLDLGRADKGSSLTGVRSIIT 


29266 


59634 


A 


29441 


1 


480 




29267 


59635 


A 


29442 


731 


850 




29268 


59636 


A 


29443 


531 


845 




29269 


596^7 




29444 




6_9 




29270 


596j8 


- — 

A 


29445 


— 

J 


2433 




29271 


59639 


A 


29446 


1247 


2420 




29272 


59640 


A 


29447 


29 


94 




29273 


59641 


A 


29448 


1637 


1830 




29274 


59642 


A 


29449 


3769 


4263 


RGGRRSSTSGKGTAGCPQSPCF 














r , t>r~ , O r TT DDTA ACDTTCDDrDl^irC 

LKLj 1 LKK 1 AAsrutbrrCrKICo 














CSPLESIWMSNGLCRSCPPSEDS 




























RRCPSLG SDAGTELETQRPG AG 














TGPGPTVAPATFLQSRRLMVGA 














GTPTLGVRTPGFGLQLGFFYWL 














EDVERDTS 


29275 


59643 


A 


29450 


492 


585 




29276 


59644 


A 


29451 


2909 


3174 




29277 


59645 


A 


29452 


1 


1617 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


29278 


59646 


A 


29453 


1 


599 




29279 


59647 


A 


29454 


1 


504 


MWNCLTNKLLFQESLQKTATR 














LSAFSWEEAKVQLSWVVLNLA 














TSAMLPKFYPNEIKVTYLRCTG 














DEVGATSVLAPKISPLGLSS/VK 














ALKEPPRARKKQICTIKHSGYNIT 














FDEIVNVAQHMWHRSLARELS 














GIIK.EILGTPQSVGCNVDGCHPH 














DIIDDINGGAVECPAN 


29280 


59648 


A 


29455 


1 


1269 




29281 


59649 


A 


29456 


434 


655 


PFSSPASSSGR*KTTSFPAKLFN 














ACRISLLASAEVNPNISAYLAT 














W1SQIPSCSCRVPSDFLIWSTNR 














YSIRF 


29282 


59650 


A 


29457 


1 


801 




29283 


59651 


A 


29458 


2 


722 


GRVGGGGQGANYLRVVPESGV 














YSTPSRLPPLPPKVRPPTRFKSV 














YLEVAPKGE\VGA\TSALGPQRI 














G P\LGP VS KKKLG\DDI SKA\TG\ 














DWKGP*G1TVKLT\IQNRQAQD 














*GGCLSASALIIKALK\EPPRDR 














KKQKNIKHSGN1TFDEIVNIVAR 














QM\RHRSL\A RETLWN H LK.RSL 














GTAQSVGCNVDGRHPHDIIDDI 














NSGAVECPAVSDIFIVTVGVKG 














GPPSVFTEISWEVLEMVTGGVG 


29284 


59652 


A 


29459 


1 


330 




29285 


59653 


A 


29460 


140 


214 




29286 


59654 


C 


29461 


181 


381 




29287 


59655 .... 


A 


29462 


427 


957 




29288 


59656 


A 


29463 


3 


241 


\l/r D ACD A DCrCDCTI/rC\DDDDD 

WLKAbKArtOSrtl Nba^rfrrr 














KbVLrlLoA\borUbKr^rliUL, 














RG S PS AD SP RRG KH G GKTTHL V 














SWLSQQK1PMAR 


29289 


59657 


A 


29464 


122 ... 


473 




29290 


59658 


A - 


29465 


1 


771 




29291 


59659 


B 


29466 


1 


1017 




29292 


59660 


8 


29467 


1 


2568 




29293 


59661 


A 


29468 


1680 


1899 


XT A CDAyfC A r,rDT A CVK} A V\*T CC*T 
IN AolviVloAOUKl Av^rNAlJ Lot 1 














SQ*PQQRYECRDNQQPLDQLA// 














EQF1QTLEKAITQHRQQLNQWT 














QKVDIARRR 


29294 


59662 


A 


29469 


1343 


1714 




29295 


59663 


A 


29470 


321 


2645 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


29296 


59664 


A 


29471 


611 


1215 


RWCVWSLFLQML/EMCPEFLPS 

GGFVVSLTSGVKLQTFTVNVTA 

HKGSVDPKRVKLKTLAVSVTA 

LKAACLELFLLPGGFVVFAGFR 

SEAADLCAEGASSGLGQPREGL 

PRCSGGLKGSSSAARMGAEAK 

GAPRASQGCEGRHHAVTSHRS 

DMGEEEGESQRYLSCPQPSCP1 

NLLQEDASKVIVFAESGINPDSV 

LDLIMLH 


29297 


59665 


A 


29472 


335 


453 


KYIWNVNLQHSVSMLL*F1TS*L 
SGMDSLFPAAHCV 


29298 


59666 


A 


29473 


1 


104! 




29299 


59667 


A 


29474 




874 


TEGQK.N LI V EV TSN DA VRF Y P 

WTIDNKYYSADINLCVVPNKFL 

VTAEIAESVQAFVVYFDSTQKS 

GLDSVSSWLPLAKAWLPEVMI 

LVCDRVSEDGINRQKAQEWCI 

KHGFELVELSPEELPEEDDDFPE 

STGVKRIVQALNANVWSNVVM 

KNDRNQGFSLLNSLTGTNHSIG 

SADPCHPEQPHLPAADSTESLS 

DHRGGASNTTDAQVDS1VDPM 

LDLDIQELASLTTGGGDVENFE 

RLFVSKLKEMRDKAATLPHEQR 

KVHAEKVAKAFWMA1GGDRD 

EIEGLSSDEEH 


29300 


59668 


A 










29301 


59669 


A 


29476 


1 


1023 




29302 


59670 


A 


29477 




616 




29303 


59671 


A 


29478 




972 




29304 


59672 


A 


29479 


1 


339 




29305 


59673 


A 


29480 


3 


441 


PLTCTSRAAAAMHKYEKLEK1G 
EGTYGTVFKAKNRETHEIVALK 
RVRLDDDDEGVPSSALREICLL 
KELKHKMVRCAGGGCSLPVW 
PLGGGGG*HWTSVRRTCLAEPF 
FCPRLHDVLHSDKKLTLVFEFC 
DQVKGGVWRTVALGR 


29306 


59674 


A 


29481 


1 


843 




29307 


59675 


A 


29482 


1 


873 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29308 


59676 


A 


29483 


13 


945 


NRGPAGVPAAAAMQKYEKLE 

KIGEGTYGTVFKAKNRETHE1V 

ALKRVRLDDDDEGVP\SSALREI 

CLLKELKHKNIVRLHDVLHSDK 

KLTLVFEFCDQDLKKYFDSCNG 

DLDPEI\VKSFLFQLLKGLG\FCH 

SRNVLHRDLEAPATWLINREW 

GSWKLG\DFGPGVRAFWGFPV\ 

RCYSAEV/VSHLW\YRSPDV\LF 

GAKLYSTSIDMWSAGCIFAELA 

NAGRPLFPGNDVDDQLKRIFRL 

LGTPTEEQRPSMTKLPDYKPYP 

MYPATTSLVNVVPKLNATGRD 

LLQNLLKCNPVQRISAEEALQH 

PYFSDFCPP 




59677 




29484 


92 




SF'ELFADKVPKTA/WLDGKHVV 
FGK VKEG MN1 VE AM ERFG SRN 
GKTSKKITIADCGQLE 


29310 


59678 


A 


29485 




1225 




29311 


59679 


A 


29486 




864 




29312 


59680 


A 


29487 


1 


1413 


MVNPVFFD1TVDGEPLGRISFEL 
FADKVPKTTENFRALSTGQKGF 
GCKSSCFHRIIPG FMY/QGG DFT 
RHNGTGGKSI\HGEKFDDENFIL 
KHTGPGTLSMAIAGPNTKGSQL 
FIYTAKSEWLDGKHVVFGKLSR 
GDSLKEPTSIAESSRHPSYRSEP 
SLEPESFRSPTFGKSFHFDPLSSG 
SRSSSLKSAQGTGFELGQLQSIR 
SEGTTSTSYKSLANQTRNGSLS 
YDSLLTPSDSPDFESVQAGPEPD 
PPLGYTSPFLSARLAQQREAER 
HPRLVPTGPTHREPSPVRYDNL 
SRHIVASLQEREKLLRQSPPLPG 
REEEPGLGDSGIQSTPGSGHAPR 
TSSSSDDSKRSPLGKTPLGRPAV 

rKruNrUuLKUKuVuarErur 1 

APYLGRSMSYSSQKAQPGVSET 
EEVALQPLLTPKDEVQLKTTYS 
KSNGQPKSLGSASPGPGQPPLSS 
PTRGGVKKVSGVGGTTYEISV 


29313 


59681 


A 


29488 


1 


3126 




29314 


59682 


B 


29489 


46 


114 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29315 


59683 


A 


29490 


1 


704 


A ALLA LG PRNPWTL WTPLTPN 
YPDRQPWTDKHPDLLTCGRCL 
QTFPLEAITAFMDHKKLGCQLF 
RGPSRGQGSEREELKALSCLRC 
GKQFTVAWKLLRHAQWDHGL 
SIYQTE\QRPRRPRSWAWPRWL 
QPCRQWWGQQLRPRAPV/HSG 
SGLTRRSPTCPVCK.KTLSSFSNL 
KVHMRSHTGERPYACDQCPYA 
CAQSSKLNRHKKTHRQVPPQSP 
LMADTSQEQASAAPPEPAVHA 
















29317 


59685 


A 


29492 


1 


453 




29318 


59686 


A 


29493 


2 


128 




29319 


59687 


A 


29494 


1 


543 




29320 


59688 


A 


29495 


39 


J092 
















PPRQ AKM QNL A APG SH SQSPW/ 
TLRPKAL*LTPSQ1FS A * RLKTD 
TARSPRKPPSFQGPVSLASITVV 
GIDGQASKPLKTPQLWCQLRQ 
YSFK 














VSDHAGTPALVL11P*RQV PLF* 

GRGKYPSTPSPSPLAELATSAR 

NLTTRPRNACSPGFLPSRVPSVR 

DPTGNRTVQLTWQPLPEPLEL 

WPKAL 


29323 


59691 


A 


29498 


1 


542 


MRAPPKSGQLQHCRPSRGALRS 
GDLPWEINPLSSCSLLHEKDPP 
MTSGPQTNQPKEHLTNFKSGV 
RP/LQGRLPWSFTLSGKSRFSGE 
GASTPTPY1S/GAPIPYFRTPTSY 
LCAPIPYVRTPTSYLCALTPFPL 
F WRH IRTSKRLN/LQQPG I PPEPP 
PPG/CLLQVPEI* PPGQGMPA AQ 
















29325 


59693 


A 


29500 


596 


833 


LLLDLPAED*CCLIASEAP*TITD 
AEL*VTLTVEGKSVPFLINTEAT 
HSTLPSFQGPVSLASITVVGIDG 
QASKPLKNE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29326 


59694 


A 


29501 


1006 


1118 


RSKYPNLVSLCPSPLFPRPDLLS 

LWPNPLFLHPNLLYLCAPIPYFH 

APTSYLCTPTPYFHDPTPFPLFW 

KELATCAGNLATGTRNAGSPG 

FLLSRVPSVWDPTENRTVQLT 

WQPLPEPLELWPKA/HLTDSFP 

DLLGLAA\ED*HCTIASEAP*TI\ 

TDAELWVTLYTVEGKPFPFLINT 

EATHSTLPFFQ\GPVSLAS1T\VV 

GI DG\QA\SKPLKTPQ\L WCQH * 

TIRRFKHSFLV1P\TCQVPLLG\E 

DTLTKLSASLTIPGLQLYLIAAL 

LPNPKPPLRPPLVSPDLNPQV*D 

1GVEWGKGD 


29327 


59695 


A 


29502 


6958 


7935 




29328 


59696 


A 


29503 


1 


486 




29329 


59697 


A 


29504 


1 


492 




29330 


59698 


A 


29505 


2 


502 


RRAHACARRRRKKEMLGVNVL 
TSHSSQERMKLTFKKKAVNFA 
DAAAAQGPLLPAMVNPTMFFH 
IAVDGEPLGCVSFEVRGLESKK 
*LL1*SIKLC*QIG\LFADKVPKT 
AENFHALSTGEKGFGYKGSCFH 
Rl 1 PG FMCQGG DFTRHNGTG GK 
TSKXITIADCGQLE 


29331 


59699 


A 


29506 


2 


727 


NRVLLAMVNPTVFFDIAVDGEP 
LGRVSFEVRGLDTKK*LL1*SIK 
LC * QIG\LFADK. V\PKPA ENFR/A 
L*S1EEKGFGL*GVPCFHR\1IPGF 
YVSRGGDFTPP*MAPGGQVHL 
MGKKFER*RTSSLKHTG\PGHL 
VPWANAWTQTQMGSQFFICTA 
\KTAEWLDGK\HVVVLAKVKER 
HEILWEAMVERFWVPGNGKTvS 
KK1ISIADCGQLLISFDLCFYLNH 
QDHSLLCSPLRESTPLPHLLAGS 


29332 


59700 


A 


29507 


1 


380 


LCCSPCRRRLLGREEAGEEPTSP 

V 1 Y Lt^r Kor tt,UIsJYlr AC A N.L 

ACTPSLIRAGSRVAYRPISASVL 
SRPEASRTG/EGAATVGVAGSG 
AGIGTVFGSLIIGYARNPSLKQQ 
LFSYA1LGFALSEAMG 


2933j> 


59701 


A 


29508 


76 


385 


EEPTSPVTQYLQPRSPEECKML 
ACAKLACTPSLIRAGSRVAYTP 
TSASVLSRPEASRTGEGSTAFN 
GAQNGALHLMQRELHTSAIRRD 

I U I WLIvrluLoAA 1 E, 


29334 


59702 


A 


29509 


2 


230 




29335 


59703 


A 


29510 


242 


427 


SAPDLTCNSKTWKNGRIICFHP 
ASLVSLY*QPQLASWTMKKQD 
ENTQEGKSWDSFSRDVIHI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


29336 


59704 


A 


29511 


1 


1497 




29337 


59705 


A 


29512 


199 


766 


EEPTSSCHPNISSRAVPEECKMF 
ACAKLAMRPPSLIRAGSRV\AY 
RPIS\ASVVISTQRLSRTG\EGST 
GI*MGPQNGVS\QLIPKGSFQTS 
CNQAGGHLITGCQIYLGAGCLQ 
Q*GVGWFLVAGIGNSLLGKPYP 
LGYGQKTLSPESQQLVPP*CYP 
GDFALALKLKAMGL\FCVLMVA 
FLILFADVTEITA 


29338 


59706 


A 


29513 


427 


840 




29339 


59707 


A 


29514 


1 


477 




29340 


59708 


A 


29515 


45 


344 


PKGTV1DLEKRRQ*DGTLLC\RR 
CGS*GLPTFKKSTCGKCGYPAK 
RKRKYNWSAKAK RRVNTFGTG 
RMRHLKIVYRRFRHGFREGTTP 
KPKRAAVAASSSS 


29341 


59709 


A 


29516 


1 


668 




29342 


59710 


A 


29517 


649 


992 




29343 


5971 1 


A 


29518 


1 


2994 




29344 


59712 


A 


29519 


3 


486 




29345 


59713 


A 


29520 


2 


898 


NSRVDDFVCPRSRRSKRDLIEFS 
CR1ILFPLPSLPPR1SFHPSPTLAR 
VRJGGAVRRPHQSHSISSSSFGA 
EPSAPGGGG\SPGSLPRPWGPKS 
CSSSLCGARS*FFWRDVKN\TGL 
VFG\TTLIMLLSLGSFSVSSVVV 
S\YLILGFSSSVHHQLSGI*QSSVI 
PSCNRKFRKKGHPFQK.PNWNV 
DITLSSKSFSINNMNAAMVHIN 
RALKLIIRLFLVEDLVDSLKLAV 
FMWLMTYVGAVFNGITLLILAE 
LLIFSVPIVYEKYKTQIDHYVGI 
ARDQTKSIVEKIQAKLPGIAKK 
KAE 


29346 


59714 


A 


29521 


24 


93 




29347 


59715 


A 


29522 


2146 


2313 


VSS1FFMSM KLGFFFTQVANIIS 
VAWNLVFC1RFLENTVGIVTPR 
RCPIPFSWAF 


29348 


59716 


A 


29523 


1 


4368 


MLFSYLEKYFYVADELSHCVEP 
EPSQVPGGSSRDRQQGKPPPLP 
ALKAKTSSRSGPYATEIKKSTD 
DSIFKVLDWFNRSSYSDDNK/L1 
PPTSPRNRVQRKNR\PKSQVAV 
DLVTDDTTLRENGSKTLSPSKIE 
LKPVRSDSPFQAEGDMLVSESC 
QDNNVNIKSKFMNLSQKGTPK 
EGPGILQPFESYGTPSQGSKNM 
DYSQDSKSPGKGNGASPSNSNY 
SYSVLKESDAENQVPCNTNNIG 
NLGEEEPKFHAH 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29349 


59717 


A 


29524 


33 


3339 


TDQAKVDNQPEKLVRSAEDVS 

TVPTQPDNPFSHPDKLKRMSKS 

VPAFLQDESDDRETDTASESSY 

QLSRHKKSPSSLTNLSSSSGMTS 

LSSVSGSVMSVYSGDFGNLEVK 

GNIQFAIEYVESLKELHVFGAP 

VEGLNSSGWKKTGVIPY*KG\Y 

LLPNKGQMGKKK.TLVVKKTLN 

P V YNEI LRYKIEKQI L* TQKLN L 

SIWHRDTFKPvNSFLGEVELDLE 

TWDWDNKQNKQLRWYPLKRK 

AKALQRFQLKAMGNS 


?2 35 .0..- 


59718 


A 


29525 


946 


1183 




29351 


59719 


A 


29526 


2048 


3359 




29352 


59720 












29353 


59721 


A 


29528 


1 


1495 




29354 


59722 


A 


29529 


1 


2769 




29355 


59723 


A 


29530 


450 


3061 




29356 


59724 


A 


29531 


421 


1464 




29357 


59725 


A 


29532 


238 


930 


RLSLVSSHCGT1LSSEVVCAPPT 
AY 1 DFARQKLDPKI A V AAQNCY 
KVTNVAFTG EISPGM1 K.DCG/AT 
WVVLGHSERRHVFGESDEL1GQ 
KVAHALAEGLRE*FAC1G\EKL 
DER\E AG I I I* G RLFFEQTK VI AD 
NVKD\WSKVVL\AYEPLLAIGT 
CKTSTPQQAQEVHEKLYRGWLK 

c\ivcn a \/ a riCTtMivr^\c\f r rr' a 
ofN V bUAVAl^k) 1 Kll Y uu\ov 1 OA 

TCKELASQP\DVDGF\LVGGASL 
KPEFV\DI\INAKQ 


29358 


59726 


A 


29533 


1 


929 


















29360 


59728 


A 


29535 




202 




29361 


59729 


A 


29536 


1 


1046 




29362 


59730 


A 


29537 


1 


1320 




29363 


59731 


A 


29538 


1 


1052 
















IN KOHjIN or KOr 1 Lv^ V vj KAH A 

FLLCSDFMPCEAVCSSUYSFIPV 

WTHr A A nUTD\ AUCI TDHDFDC 

KruijlJrOnlVl^ V V Wr 

WQPSVIYAKYWTYEHAQW 


29365 


59733 


A 


29540 


3 


130 


RPEPEGRGC*GILGGGGGAGPS 
GHYALQEAQETSQSGRESQA 


29366 


59734 


A 


29541 


1364 


1916 




29367 


59735 


A 


29543 


1 


451 


ALPAPRRKVGLNLAPVTEPRDQ 

PWAMIIDVFS\RYSGS\EGSTSDP 

*PKGE\LKVLMDKELPRLSLQS 

GKDKDAVDKLVLKDPGRPMGD 

AQGGTFSEVHPCSVAAIT\SA\C 

HKYF\EKAG LKLMP WEMFTDF 

LGQSIGSQGFPKMFCLGIYFP 



3795 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29368 


59736 


A 


29544 


175 


355 


FSQQLLGQA D* * SFLLAGCSRLL 
TAVSRPKRPGEAGITPRVRCLLS 
NMKDILVASKFWQL 


29369 


59737 


A 


29545 


482 


U96 




29370 


59738 




29546 


— 


818 




2937 ^ 


lp4~o" — 


- 

A — , 


|piz 


1Z2 


IP 


















29373 


59741 


A 


29549 


i 


1278 




29374 


59742 


A 


29550 


2 


152 




29375 


59743 


A 


29551 


2 


187 




29376 


59744 


A 


29553 


1 


915 




29377 


59745 


A 


29554 


62 


430 


RQQDELALIAETLKCVDH*LSL 
DVLPRGCA*HRELCIHDLLKGN 
PLRRNILAG*TQERMQLQVESQ 
SIPEE1LGLQPQLGPMGGLWNV 
RFLL1PTVLWGFHCSQERAFPR 
KLQVKSFPVAQG 


29378 


59746 


A 


29555 


149 


381 




29379 


59747 


A 


29556 


1 


656 




29380 


59748 


B 


29557 


146 


1320 




29381 


59749 


A 


29558 


629 


1417 


WCASHWGSGHAARHA*ASHPL 
HGLLCSPSLPEEHHPLLHGAQS 
HRPPKG*GM*AHGTGLAGSSTC 
SPAQGL*IHQSAPCV*LKVCECT 
NRHSVSSCSDEDVCICSLCLGQ* 
GP/ECPCRIFLGPFNRLIEGAPH 
L/CRSAMLNPLQEGAREQASAR 
SGWLLRLLTQEQLLCRACIQTR 
RDREGKTRHRKGTPEIGKGRAF 
WKKSLKIILILFNCLRYWNAYM 
EIWVPALTG1PPNVTVNYATSSS 
KDSRTDGRVDLLMAVTDGM 


29382 












1SQARRAAPWGPVQPEPSR*APP 
PASGHPVPSTTQRLRSAGARRG 
TGGQLHLQPRCGDPLGETSWA 
PESRRSAASLLKPARPRAHWEE 
QTTPDALL 


29383 


59751 


A 


29560 


88 


564 


SCLPVLRRALAFLSPWVVDGTG 
RRGAAGGGRWGGSGRTGAHG 
VGGRLRHGGLQVPSPALQEGS* 

/^c:\/dxtd a r^wnm Air r:nt>\/T-JD 
U5>V KlNJvAi^\rOLil_yALLLilJr Vrir 

LQPLARVLSPSLPG/DQQGWPA 
APSVGPTKPTPTRNSSWPPSAA 
HSPGSCSCLSLHTSLESCRCPS1N 
TSLHKHA 














RYKDSPRPHQTQEPSWLHLVDP 
APRLQVELPASPALCARIPQPLG 
G\HGTGRRGQGAALVGEARAG 
LPSLPSFFFSFLLSFLSFFLPSFPL 
FFSLFFPFCPVNCGEQCPIGKM 



3796 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29385 


59753 


A 


29562 


327 


890 


VMRJQVLLYYLRFADQGTGFH 
LVLCLRHTAGVQ* S WDS* SGLT 
PEL V/HLDG SH V/L A A SPRG SPG/ 
SPK*MGADQRSSESSPGPQPGG 
PRAEGPHHIQEAPRSA*AQGAG 
AEAARLGAGQASGCQSTRRPA 
GSRREPGVSLDGGHRAVVGIQF 
QAPSRRAAWGHPLHDAPGRRL 
MSRQLLTPRRRRHRGD 


29386 


59754 


A 


29563 


609 


972 


HPGQWLRKVYWVPQQCRPTG 
AVLDFSPGCSCLPAGQGSGPAA 
RHA*ASHPLHGLLCGPSLPDEH 
HPLLHGAQSQRPPKG *GM RAH 
SAGLAGSSTCSPGAGSTR*SQL 
GS*VW*GRGESLCL 


29387 


59755 


A 


29564 


1 


2715 




29388 


59756 


A 


29565 


3 


644 


KMPASPLPSAMNGSLLRPPQKQ 
KLLHFLYSLQKGISPNAIPPHSP 
HPTTAPVYSSQCERRRRQVISAF 
PT/GD*SLHSN*E*QGGVEGEAP 
AGTWAVRGA*GPAGVPGGRGL 
GGLRTRSSWPALLAPGRQGSGP 
A A RH/GLSLPQPP W A PVQPEPP* 
GAPPPAPRRPVPSATQGLRSAS 
ARRRTGRQLHLQPPCGIHLVKP 
AC.I.ESLVGTWRVFMS 


29389 


59757 


A 


29566 


I 


470 


MGQPLLLVRDSGGLQLWQKV 
KGEPVQQHERRI I PPAREEKVK 

DCDATDDDCrni nrcn iti/ incu C 
KsrAu rr V 5UULL>J>SKrlJS.lr bn t 

QA/SGVQPACRTNHQPRGIWCS 

PSLPDEKCPLLHSAQSHRSPKG* 

GVRAHGVGLAGSSTCSPSAGSN 

G*SQLGS*V*NKGR*IYPRTGRC 














QLPPPSVFPTTPKTELVLGTPGH 

GQPHRGGHESSDSAGGHLP/LR 

ALRSGWDPSPPSSVCATPTSSGL 

SSTPQLPLHQRTSSSTASWSPG 

WGMGSC 



3797 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29391 


59759 


A 


29568 


195 


1899 


gsasgvvrssrwarglagfrs 
eaadlhsecyss*kqcgpkd*a 
earfiaksegtklpqcgrgph*i 
qrfstsppdsgaqlaspsgsr.tr 
aaggaacqswcrap/stpqplg 
grwdwapwsrgwrssgtsgr 
tgahgaggr/pqawraagpqp 
cpagrqlrpetlkqniilsl1qc1 
gaslvptgtaelepspslqlrgt 
tdaaqaikn efarvqkrnlcr 
rgp1cfegdalswffek1nkidr 
rlarr1kkkreknqieaikndk 
gdittdpteiqtt1reyykhlya 
nklenleemdkfldpytlpris 
qeeveslnrpitgseieaiinslp 
tkkspapdgftaefyqrykekl 
ivlevlarairqekeikgiqlgk 
eelklslfaddm1vylenpivsa 
qnllkl1snfskvsgykinvqk 
sqaflysnnrqtesqimselpft 
1askr1kylg1qltrdvk.dlfk.e 

NYKPLLNEVKEDTNKWKMIPC 
SW1GR1NIVKMA1LPK1EKQTWN 
NSQTLQCQPFCESDVCTSTLQIQ 
ERFEVAPLHKKALSSEEITIDKT 
DPSPAIEELTV 


29392 


59760 


A 


29569 


77 


640 




29393 


59761 


A 


29570 


384 


746 


APWSRGWCSSGRLGLHRSPWS 

GWEAQAWRAAGPEPRPAGRQL 

GAMSCKVETGT*DSEQRHRFG 

ESWGHPWAGAQPTGPVLSGIL 

NVLSSFSVLALPRPTGWPRPCS 

AASPSRCPAQSHQH 


29394 


59762 


A 


29571 


189 


545 


GLSCLPAGQGSGPAARHV*ASH 
PLHGLPCGPSLPNEHHPLLHGA 
QSHRPPKG*GMQAHDAGLAGS 
STCSPGAGSTR*SQLGS*VCCTG 
RLVGTQQLRPESG*VSQPSPRL 
WAAAEGSC 


29395 


59763 


A 


29572 


87 


374 


AYSSQLGESRRYSLDQCLAK*! 
CEGRTCIFEEPCNCSSLYVRSNG 
GN HSHSTTTFKYNGSN W1PRW 
QGPSGSTQPSKARRPVAFSQGN 
CAMEKGN 


29396 


59764 


A 


29573 


1 


2453 




29397 


59765 


B 


29574 


182 


1356 




29398 












1 W 1 Muur Lr UClNr L>r OA V LLr o 

LGLSCLPVEQGSGPAARHA*AS 
HPLHGLLCGRSLPDEHRPLLHG 
AQSHRPPKG*GMRAHGAGLAG 
SSTCSPGAGSTRNREN 



3798 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29399 


59767 


A 


29576 


142 


442 


PKGVGRALAAFPQDRAPGPAA 
RHA*ASHPLHELLCGQSLPDKR 
HPLLQGAQSHRPPKG*GVQAQ 
GTGTGRQLHLQPWCGIHWVKP 
AGLLSSLGPRCFYKL 


29400 


59768 


B 


29577 


1 


2464 




29401 


59769 


A 


29578 


985 


1292 


WIPHRGCRWSCLPVLCRALTFL 
SPWVVDGTGCRGAGGGAHRG 
GSGRTGAHGVGGR/PQAWQAA 
GPEPCPMGRQVRPGEKSSAVPV 
GQPGWGTQYTLRSHWLGC 


29402 


59770 


B 


29579 


1 


2598 




29403 


59771 


A 


29580 


1 


2028 




29404 


59772 


A 


29581 


5917 


6355 


QEAQPEESANDAQGDGPPGGK 
PQPQPEERSSCAQGVGPPGGQQ 
ESQDEERSSDAPEDGPPGGQQK 
PQPEERSSDAPEHDPPGGQQQP 
QPEERSSDAPEHDPPGGQQQPQ 
SEERSNDAPGDGPPGGQQQP*P 
EERSSGAPGHSSPDV 


29405 


59773 


A 


29586 


875 


2090 




29406 


59774 


A 


29587 


228 


505 


MLGRKPNI 1TSASRNTRLR1 ICSR 
ARAQVK.RMRQQRREEREAKAR 
QPGTASGTSGIAERDSGKCSRK 
RGVQKVPG**NTRQSKLRPREQ 
CTTADP 


29407 


59775 


A 


29588 


188 


592 


AAPPRSPSYRMIRKTR*MLGR/E 
AEPHVCQQEHQVEALQHGQGP 
GETDATAAERR/RGRQRRQPGT 
ASGTSGIAERDSGKCSRKRGVQ 
KVPG**NTRQSKLRPREQCTTA 
DP*TLSTFPEGRGTELEPGFDSG 
ASVLMRGCRAALSASSSPVQGP 
GPQEM*ATRNSWGRRQ*GRHC 
KLPVLITGLQGDVVEGVHVGC 
A SQEPL1QNDQEDE VD A WQKA 
EPHVCQQEHQVEALQHGQGPG 
ETDATAAERRAGGKDASLVQH 
LVPAVLLSVTQGSVPEKEEFKX 
S L VNEILG KVN YDQGNN VPQQ 
TLEHCPPFPKGEARSWSLASTP 



3799 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


rVucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29408 


59776 


A 


29589 


524 


1318 


NGCDSSGEKSGRQRRQPGTASG 
TSGIAERDSGKWSRKKREFKKS 
LVNEILGKVTMYDQGNNVPQQT 
PSHHPNLEHCPPFPKGEAGAGA 
WLRLRGLGSYEGLPGCALCFFF 
PSRVLGLRRCEQQEIAGQQQGR 
DTQHGQQ/RSAEGRGRPG*GPG 
RTGPPAAQLPQSLRTTRRSRPW 
GRRQ*GRGR*PPQGLMRC*RRP 
HHTGWSPQNEKRQPGRSFQQH 
K.SH*RE/RR/RARPVGQQVKAK 
RSQQFDDECGEDVRQEHSSRRD 
RVAVKS 


29409 


59777 


A 


29590 


2 


394 




29410 


59778 


A 


29591 


j5j 


693 


GSLFLVKRREPER/QVQHEELTE 
GEADHSGYAGELGFRAFSGSG 
NRLDGKKESPSPIKPGDIKRGIP 
NHEFKLGK.TPFIRNACPLVKKF 
EEDEAGGRFVAFSGEGQSLSKK 


29411 


59779 


A 


29592 




561 




29412 


59780 


A 


29593 


725 


922 


VFKRVYIPFRSKLSSFFKCFP*W 
TALWEMLYAEEANPFSTIR1LF 
QLEQPALGTSQYK1LCLSST 


29413 


59781 


A 


29594 


2 


704 


WRGGSGSGGWESGRRGFFVAL 
PERSGVCQVVSIMFSFNMFDHP 
IPR VFQNRFSTQY RCFS VSMLA 
GPND\R1MPPSALDQLSRLNITY 
PMLFKLTNKNSDRMTHCGVLE 
FVADEGICYLPHWMMQNLLLE 
EGGLVQVESVNLQVATYSKFQ 
PQSPDFLD1TNPKAVYLFQISGV 
LLDKGECAGECVCRLENALRN 
FACLTTGDVIAINYNEKIYELRV 
METKPDKAVS1IECDMN 


29414 


59782 


A 


29595 


1 


1680 




29415 


59783 


A 


29596 


1 


2220 





3800 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29416 


59784 


A 


29597 


2 


1114 


SGRRGFFVALPERSGVCQVVS1 

MFSFNMFDHPIPRVFQNRFSTQ 

YRCFSVSMLAWPNDRSDVEKG 

GKIIMPPS ALDQLSRLN ITYPML 

FKLTNKNSDRMTHCGVLEFVA 

DEGICYLPHWMMQNLLLAEEG 

GLVQVESVNLQVATYFQELSSC 

YLPHW\LMQNLLL\EEGGL\VQ 

VESVQPFKWATY\SNFQPQSPD 

FLDITNPKAVLENALRNFACLT 

TGDVIA1NYNEKIYELRWMETK 

PAKPVSlH\ECDlVrNVDFDA\PLG 

YKEPERQ VQ\HEESTEGE ADH S 

v a r.PT r.cp APcr:cr:\TT?T r\c*v 
yj i ALifclAjr KAr MjoOIN KLJJLiiv 

KKGVEPSPSP1KPGDIKRGIPNY 

EFKLGK1TFIRNSRPLVKKVEED 

EAGGRFVAFSG EGQSLRKKGR 


29417 


59785 


A 


29598 


15 


569 




29418 


59786 


A 


29599 


30 


525 


YCLHHFFFQVSLLVFAWCSEM 
HGNRQLWEVRTGEMGRRTPGL 
SWTAKSP1GR/RSLRSARVPRTV 
AH SQRA KG SH SL WV L RPQKRR 
CAGKSPPPSRLARSPRCPEPLVA 
LARQPLCVRRAGPEERARAQR 
RPPRVPPLLSQPGRALLLLLLRS 
SFLRSPASGSEQQP 


29419 


59787 


A 


29600 


1121 


1420 




29420 


59788 




29601 


758 


1076 


I PMMD PPT? WTY"""T1T AOITCT I I C 

T OOV PT\.TlV/f A I r;QPTT4T-ir;CCPXlC 
L^^lVc-lNlVJALOoK. 1 rlnuo!)r IN 3 

GSAFCQMACCSSLKPAL*SGRC 
SQP*WLWMSPLSRIFS1SNSTSA 
SSSIGNA1RRRRSRPGP 


29421 


59789 


A 


29602 


632 


835 




29422 


59790 


A 


29603 


428 


1214 


F1AITVLPHWRSPQWYYPYWRG 

PVTA/LVRKVPAVAGERSSLWS 

VVGLIWKPGLGLALQGVGFAV1 

GTFVSLYFASKGWAMAGFTLT 

AFGG AF V VMRVM FG WMPDRF 

GGVKVAIVSLLVETVGLLLLW 

QA PG A WVAL AG AALTG AGCSL 

IFPALGVEVVKRVPSQVRGTAL 

GGYAAFQDIALGVSGPLAGML 

ATTFGYSSVFLAGAISAVLGIIV 

TILSFRRGQETAHQPDQQRAAY 

DLQRSNRRVLPASPASACRCSD 

AHSR 


29423 


59791 


A 


29604 


1 


825 





3801 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


29424 


59792 


A 


29605 


242 


945 


NGC1VRGKTSGSTFICVAMSVA 
ASTVRR*CWLPGRKAAAWRTC 
WAPMT*AVMC/WSRLMYGAR 
LSLLVGCLVVVLSLIMGV1LGLI 
AGYFGGLVDNIIMRVVDIMLAL 
PSLLLALVLVAIFGPS1GNAALA 
LTFAGLPHYVRLTRAAVLNCL 
APLIVQASLGFSNAILDMAALG 
FLGMGAQPPTPEWGTMLSDVL 
QFAQSAWWVVTFPGLAILLTV 
LAFNLMGDGLRDALDPKLKQ 


29425 


5979j 


A 


29606 




243 3 






59794 




29607 


i 


1j>83 




29427 


59795 


- — 
A 


29608 1 


i 1 


218 




29428 


59796 


A 


29609 


1055 


1873 






_9_97 




29610 




82j_ 




29430 


59798 


— 
A 


29611 




IP 


! ,6j 


















29432 


59800 


A 


29613 


1800 


2031 




29433 


59801 


A 


29614 


2 


848 




29434 


59802 


A 


29615 


886 


949 




29435 


59803 


A 


29616 


123 


315 
















HLCSYGRVYAADPYHHALAPA 
PTYGVGAMNAFAPLTDAKTRS 
HADDVGLVLSSLQAS1YRGGY 
NRFAPY*MTKP*KPSNVGRKEA 
FRGLS1A1HAVVHHFSNS 


29437 


59805 


A 


29618 


1 


305 


AAAYRGAHLRGRGRTVYNTFR 
AAAPPPPIPAYGGVVYQDGFYG 
AD1YGWMLHTATPSLPLPLPLP 
TVTVTDEFMTFSPLSPLTCSSPH 
LRRWCHECFCTFD 


29438 


59806 


A 


29619 


1 j 


2115 




29439 


59807 


A 


29620 


1 


273 


FFSRVVPP\DSYQAQA/MVDIVT 
ALGWNYVLTLASEGNYGESGV 
EAFTQISREIGYPSLFGIQGCLHE 
CFAILCQVVYQFLLLMQLSDAQ 
TVY 


29440 


59808 


A 


29621 


1 


405 




29441 


59809 


A 


29622 


1 


582 





3802 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


29442 


59810 


A 


29623 




3429 


MAAGGGSGGAGRRPIAAAGGS 
ICYSHGRDLAPARPAQPPQPRD 
QPQVRPLCSPHAAAAAAAAAL 
TWSCGPPAGFLTAPSAGSRVRL 
AARQQKAAPRKASAEPRDKKP 
LAPKLPQNALLVGKGESPRF1PL 
SVFFSKTFQRTARILKRSASDRL 
PWVTSRTCPGGIRTCPAEMTRY 
LRFANLTGG1SEVSGFRDESGIN 
FGS WI A IPP VEKM VCEGKRSA S 
CPCFFLLTAKFYWILTMMQRTH 
SQEYAHSIRVDGD 


— — 


—-j 


— 


29624 





2740 




29444 


59irn> — 


— 


29621 


1 


7<fu 




29445 


59813 


A 


29626 


88 


540 




29446 


59814 


A 


29627 


2 


577 






HIyI — 




mi — 



















7679" 






59817 


— 


§96^0 


674 


867 


LDGDG1ESINSLGQYGHFHD1DS 
SYP*AWNENVLPFVC1LFYFVE 
QWFVALLEDVLHVPCKLDS 







|— 





— — 


746 


— — 








— 


796T> 





2271 




294 ^ 2 


59820 


— 


29631 


— 


247 


KTSAAHEKPKWRKE\RNARG* 
KRKRRKMLQ RSQVNR 


29453 


59821 


A 


29634 


335 


556 




29454 


59822 


A 


29635 


1 


586 




29455 


59823 


A 


29636 


908 


1260 




29456 


59824 


A 


29637 


222 


1686 


ICRTCEVACAVSHHENQDCAA 

LSPDEF1SPVCWLARLVRWRCF 

FAQKAR*SPAKYGILGELTTGS 

KLVKANGLMEASTIAAILLGSV 

AGGVLAYWHVLVAWPHAHWP 

TVSRQQQQLMASTLPFTSPLAQ 

IFPWRAITQRTMRMPFVIDARD 

ALLQGVFAAVNPSAHLNDSRH 

RRINKNVIEPGISCQRPQHLDRI 

AHPFGIH1HQLNAFTGRQFHRQ 

QLLYLRQTFVVDIDHHHPRRLY 

AAVNGV1DSANAHRTCTRQQC 

NIAARFDAHAML1NILRGVIIGM 

ISTNNAAHRLCQRRRSKIRSRDT 

GNTQPKLMQI 



3803 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29457 


59825 


A 


29638 


59 


600 


KWSRSEAGIDELCS/RNRVIIDH 
CWTTAVACHQCEDAPCANVCP 
VDAISREHGHIFVEQTRCIGCKS 
CMLACPFGAMEVVSSRKKARA 
IKCDLCWHRETGPACVEACPTK 
ALQCMDVEKVQRHRPRLNFLR 
LWYVVHAHTLMRMRPRFIQPW 
EEVVPRHHQHAACFQALIELLG 
RNGQILKP 


29458 


59826 


A 


29639 


391 


812 


HSALCSCRMRRERL1 RPTKTCK 

FNRLQRLCRPDKRSASGNFAVV 

IRLERVSLLAPFFYGVLLLKCL 

MPKRQCNEADHHQTHTCAGQ 

KKMATHPLPGENKFIIGEDREY 

RWALMFPNENAPVCWVGHVR 

*KSPLHQHIDRA 


29459 


59827 


A 


29640 


589 


1075 




29460 


59828 


A 


29641 




435 




29461 


59829 


A 


29642 


9 


661 




29462 


59830 


A 


29644 


403 


567 




29463 


59831 


A 


29645 


404 


706 




29464 


59832 


A 


29646 


114 


851 


CDHRNIVIRSAEN1SANFSHTGS 

V*GWMFTVP*SPSGRVVF*FCH 

L*ATCGN*LN*THSLSQGQRAF 

CILGFLPWHSRRIRSHVGLENEC 

KVLLSGRSSQQMGEP*GR*FSP* 

VGPLGGRALLQLPQPNSV/YVL 

PVSGLLVPAGE/CPLNV*PLVCS 

SANVLLSTSSCFCLCLARVSGF 

YRHRMGA/SGGFL/M*V*RKGS 

SFNFLHMA\ASSWDSYSGHHFF 

*AGADYFFASSVSSLPLVLLHSL 

HSFF 


29465 


59833 


A 


29647 


1 


1422 




29466 


59834 


A 


29648 


1 


768 




29467 


59835 


A 


29649 


1 


885 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29468 


59836 


A 


29650 


1 


1253 


MVSVTALKAAFLELFIPPSGLV 
VSLASGVKLQTFAVSVTAHKG 
SVDPKSDQHGLVVSLASGVKL 
QTFARRAEFPASQQQREVPRHD 
GGNHADRFTHDHRQLMATGG 
RHFAIHFVDRFGVPANGARRAG 
NIITQTVTNRFAGVESFQQCQLF 
GIYAVCERQGAEIPGPYARLFL 
ATFFIYTSSFKPPLPWLRSLPRN 
TTPAVVRTAKGQVTAKYVIVA 
GNAYLGDKVEPELAKRSMPCG 
TQVITTERLSEDLARSL1PKNYC 
VEDCNYLLDYYRLTADNRLLY 
GGGVVYGARDPDDVERLVVPK 
LLKTFPQLKGVK1DYRWTGNL 
QLTLSRMPQFG RQDTNI YYMQ 
GYSGHGVTGGSSRVGLMAGSQ 
ISRVSV/CINP*YHRFNLHWRYV 
ADA1SADGAFRTVSGGGGRRSG 


29469 


59837 


A 


29651 




354 


1FSRTD1SLYQHTAEQKHPYCW 
YPYPADSAD1\SVNKHRRNATQ 
LHVSCSFFLLSDQRFHHEAVPR 
RVVLFTFNTCVDKYIAD1RSRT 
NGLGFLYAFKQRNSHFVFNAQ 
RHRHSACLR 


29470 


59838 


A 


29652 


1164 


1273 




29471 


59839 


A 


29653 


1 


1161 


MKNKLPPFIE1YRALIATPSISAT 

EEALDQSNADLITLLADWFKDL 

GFNVEVQPVPGTRNKFNMLAT 

RRHEGRY1TCMQPLP1IAEQEQE 

PEMTVRYY1SSADLTAEKFATA 

IRNHWHVENKLHWRLDVVMN 

EDDCK1RRGNAAELFSGIRHIAI 

NI LTNDKVFKAGLRQG WEDIED 

FG ETH LDFLKQ YGDFENG I PVH 

DTIARVVSCISPAKFHECFINW 

MRDCHSSDDKDVIAIDGKTLRH 

SYDKST/RRRGAIHWNNAFSTM 

HSLVIGQIKTDEKSNEITAIPELL 

NMLDIKGKIITTDAMGCQKDIA 

EKIQKQGGDYLFAVKGTQGRL 

NKAFEEKFPLKELNNPEHDSYA 

ISEKSHGREEIRLHIVCDVPDELI 

DFTFEWKGLM 


29472 


59840 


A 


29654 


2 


1587 




29473 


59841 


A 


29655 


236 


666 




29474 


59842 


A 


29656 


1 


1953 




29475 


59843 


A 


29657 


2202 


2333 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


29476 


59844 


A 


29658 


1 




1126 


MHEVTLEDPSSAQILITVITGHG 
EIITLKRSSRRQNDIRMYCRRRP 
EAFRDHHQLRFLPGTDQAIGI L 
MMSKVGTARPPDKTNIREMSV 
HTVVLICATRVFQCFNNAGNR 
DF1HRIAATRQAALHGREHRRT 
PRGVTTIGKMVRKTKTAAGWE 
HESGFYLDGVVKLNRFKSNVA 
GKMSSGGAANGSYHSNGLGGH 
IETGMRFTDGN WNLTPYASLTG 
FTADNPEYHLSNGMKSKSVDT 
RSIYRELGATLSYNMRLGNGM 
EVEPWLKAAVRKEFVDDNRVK 
VNSDGNFVNYLSGRRGIYQAG 
KDLDRFKNLVLVHAARYAADL 
SYLPLMQELEKRYEGKLR1QTV 
VSRETAAGSLTG\GYRH*LKVG 
NWKARLACR 


2947? 


59845 


— 
— 


29659 


- 


— 




29478 — 


59846 




29660 




759 


YKELNLADSSLSEEALIQAMVD 
IPKLMKRPKVVANGKAR1GRPP 
EQVUEIVG 






^ — 




j60 


qsj! 






"5555 




2ggg2 








29481 — 


59849 


- — 


— — 


— 


446 


1CRQYPSPDDR1ASGAGGGDHQ 
QYGAGLRQTFCLCQRLSARTC* 
RLSASVCAT 


294g2 


59850 


- — ■ 


29664 ' 


-j 


1601 




29483 


59851 


A 


29665 


1 


2568 




29484 


59852 


A 


29666 


1 16 


283 




29485 


59853 


A 


29667 


207 


1270 




29486 


59854 


A 


29668 


114 


503 




29487 


59855 


A 


29669 


1124 


1216 


LSGKMVM*S1KATCQRVPLKYF 
FTFECYML 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29488 


59856 


A 


29670 


1 


1167 


MPWLSTGAAALITALAVVELN 

DDDDHHHRNNSPLPPTPPDDES 

DDTPVPPTPGGDEIIPDDPDDTP 

TPPKPVSFNNDVILDKTEKTLT1 

RDSVFTYTENADGTISLQDSNG 

RKATINLWQIDEANNTVALEG 

GNTSACRQALKIPKGSSDYTVT 

WKGGHFTFYRRWRCKVHKVV 

FEGSPPVTICRYVLNRKNSWHV 

AH 1 FRRHAKPEEQ/CSHLFPYPF 

HAHDLDEVLNDPDVKLVVVCT 

HADSHFEYAKRALEAGKNVLV 

EKPFTPTLAQAKELFALAKSKG 

LTVTPYQNRRFDSCFLTAKKAI 

ESGKLGEIVEVESHFDYYRPVA 

pwpr:i pnnr. a Trvr:T nAi PTMr\ 
c 1 N.rULr t^JJOAr Y ULuALr I IN l^J 

nfiFFii'Qc;! t cmc a r\c?ccc v a r;p c 
PHNL VKKRGG 1 V Al S AF AG 


29489 


59857 


A 


29671 


285 


431 




29490 


59858 


A 


29672 


112 


314 




29491 


59859 


A 


29673 




1191 




29492 


59860 


A 


29674 


282 


660 


GPSSSEPSWAVAPGKAGDPHHS 
AEWARNSTPSKDQA*RRPHT\IC 
vTAvnnvvi t vnncpxi a ca 

V 1 A i l^u\ V LL VO^or IN AtLoA 

RAKQIAMGVDGANEVYNEIRQ 

vjt s< ;rlUi>tJCAoJNL' 1 Wl 1 1 rvVKov 
L,L, J JUL V IvooIN V IS. V 1 1 CfN 




— — 


— 


— 


— 


4521 







— 




- — 


— — 

7 — — 


— 


— 








— 




— 


W- 




29496 


59864 


— 


29678 


- 


222~9 




29497 


59865 


A 


29679 


2 


235 




29498 


59866 


A 


29680 


279 


1275 




29499 


59867 


A 


29681 


692 


1052 






i^H — 






— 


^ 










29681 






TLRFGANSVLKPEIKRGFEYSD 
CWVDDARJLVLANAQMVVRKG 
GEVLTRTRATSARRENG\GKKY 
SWQARGLESLSQPVERLSP 


29502 


59870 


A 


29684 


1 


1941 




29503 


59871 


B 


29685 


1 


4107 




29504 


59872 


A 


29686 


840 


1006 


CHESHRQTDGGAVFRVYPGGG 
PRRECWFGSSLDEATPGWLLQ/ 
LYERDRH*PASTG 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29505 


59873 


A 


29687 


1475 


2280 


NAPGIKTSWRTLRKRLLLLSRK 
TRMP/GFTNPRYGAGAATNPDP 
EVFSWAATQVVTAMEATHKLG 
GENYVLWGGREGYETLLNTDL 
RQEREQLGRFMQMVVEHKHKI 
GFQGTLLIEPKPQEPTKHQYDY 
DAATVYGFLKQFGLEKEIKLNI 
EANHATLAGHSFHHE1ATAIAL 
GLFGSVDAN RGDAQLG WDTD 

OPPMQVP'P'MAI VA/IVFTT VAnP.P 
l^rrTNo VcJbJNAL. V1V1 Y nlLJVAUUr 

1 1 UULlNi JJAK VKKyo 1 JJK Y JJL 

FYGHIGAMDTMALALNIAARM 
1EDWQLDKRJVQR 


29506 


59874 


C 


29688 


1 


2130 


















29508 


59876 


A 


29690 


22 


219 


RIFPTMCSMPTP1KQPRRW*VR 
KSVRTQXALSAADVRAKLFTLK 
VQDPK1DRANPTMVNMRWMM 
SA 














MCASAP* WCELPAGVVRPPAST 
TADYFPLFTLVHGGCAHGRF 


29510 


59878 


B 


29692 


1 


441 




295 1 1 


59879 


A 


29693 


1 


1422 




29512 


59880 


A 


29694 


1 


2856 




29513 


59881 


A 


29695 


2 


367 


QKAGAVQVLLSLWSSLSAAAA 

ITEQGLSNTA1FSIRHTMAFLHS 
GSLDRPSALHSGTILSGKITSDIC 
CPHF*SPGRPCSKQHWAEMLV 
HHVCLPCRCT 


29514 


59882 


A 


29696 


735 


956 


SRLLGE1TSPAI1FSPTLHSPAAH 

ti\J Y KI'vAi^rlUivr rAKoKUrrALA 

PG WRS ARRER* SSPARAA ARW 
CRKFAG 


29515 


59883 


A 


29697 


217 


378 


ADGTGRRALGG*ATGPAGRWE 
SYSFTDSV 


29516 


59884 


A 


29698 


279 


732 


PPGATLPTVARGTPQMGKEGSS 
PAKSLAPPLCEQMGQEDGHWG 

a r.wr.i ahvi i i at r\m t r\ a r^r\ 
Au WULAy V J^LiALiJULJ-<]JA*s<J( s ^ 

nuuLrLUr AUK. W oKl ror 1 KLo 

CPHSAPRGPLAIFSSTCIPGNQR 
KLGTAPHTFGQPAWR*ACRCRS 
GRGPP*RSSLWRCTEEGAVH 


29517 


59885 


A 


29699 


353 


2776 




29518 


59886 


A 


29700 


158 


605 


PERSGLQEAGGGSRGWGKRSL 
PPAETAGLSGYMCFRAWLSLSR 
WDSEDGHWGAGWGLAQVLLI 
ALGWSS*CASNGWLSHWFQPG 
R\*SRIPFTDSV*LVHILLPVGPL 
AIFFINLAFPGIRESWEQLLILLE 
KPVGLEACPCKSGKGRP 
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SEQ1D 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
deletion, \=possible nucleotide insertion) 


29519 


59887 


A 


29701 


1 


753 


MLALDQREAMRMIFPAVAGAP 

APALSPYAS/AR1LVDQQFCYRQ 

VVEQNAIAKSCAMIVAADEF1P 

GNG1PVDSVV1DRKINPLQIKQD 

GGKALKLLVLWRSDEDAQQRL 

DMVKEFNELCHSHGLVSIIEPV 

VRPPRRGDKFDREQAIIDAAKE 

LGDSGADLYKVEMPLYGKGPQ 

QELLCASQRLNDH1NMPWVILS 

SGVDEKLFPRAVRVAMTAGAS 

GFLAGRAVWASVVGLPDNELM 

LRDVCAPKSGEPIL 


29520 


59888 


A 


29702 


294 


479 


K1HFGFFCHCAESGSLDGRHFA 
PGV*RSEQHESGSGAVSGTGY 
WCSRDYRSREIDGLYRNW 


29521 


59889 


A 


29703 


1446 


2103 


1HTDHRPGEIAATTLANRAALS 
GAALRRRRRQNQT1AVGWRLA 
GTAHACN1ISIRGYGSDEDA/Q/ 
QRLDMVKEFNELCHSHGLVSII 
EPVVRPPRRGDKFDREQA11DA 
AKELGDSGADLYKVEMPLYGK 
GPQQELLCASQRLNDHINMPW 
V1LSSGVDEK.LFPRAVRVAMTA 
GASGFLAGRAVWASVVGLPDN 
ELMLRDVCAPKLQQLGDIVDE 
MMAKRR 


29522 


59890 


A 


29704 


370 


1080 




29523 


59891 


A 


29705 


547 


928 


RLTK VEM PF YG KGPQQ\ELLC A 

SQGLNDH 1NMPWV1LSSGVDEK 

LFPRAVRVAMTAGASGFLAGR 

AVWASVVGLPDNELMLRDVC 

APKLQQLGD1VDEMMAKRRFIP 

LLRRWVDLALTRWLITVSKP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29524 


59892 


A 


29706 


1 


550 


MESGVATRPIADFDVYIDKLTE 

FVYKTNLFMKPIFSQARKAPKR 

VVLPEGEEARVLHATQELVTLG 

LAKPILIGRPNVIEMRIQKLGLQI 

KAGVDFEIVNNESDPRFKEYWT 

EYFQIMKRRGVTQEQAQRALIS 

NPTVIGAIMVQRGEADAMICGT 

VGDYHEHFSVVKNVFGYRDGV 

HTAGAMNALLLPSGNTF1ADTY 

VNDEPDAEELAE1TLMAAETVR 

RFGIEPRVALLSHSNFGSSDCPS 

SSKMRQALEL VRERAPELMI DG 

EMHGDAALVEAIRNDRMPDSS 

LKGSANILVMPNMEAARISYNL 

LRVSSSEGVTVGPVLMGVAKP 

VHVLTPIASVRRJVNMVALAVL 

FVNADETTVVNFHACFACVEV 

FTVRHTTORYQHGVVTLRFSG 

CFFAFHRHrNAVFFRFNIQAVFV 

ALRPEVIA1MHKLREQGHRVVV 

LSNTNRLHTTFWPEEYPEIRDA 

ADHIYLSQDLGMRKPEARIYQH 

VLQAEGFSPSDTVFFDDNADNI 

EGANQLGITSILVKDKTTIPDYF 

AKDKARHRTRPLWAWLKLLW 

QRIDEDNMTTLAGNLAYVSLLS 

LVPLVAVVFALFAAFPMFSDVS 

IQLRHFIFANFLPATGDVIQRYIE 

QFVANSNKMTAVGAGQSGDQF 

LFALFNCQCFDADELKRIKNEL 

EPKMGMELNLVQLIAYTDWNE 

TQQK.QPDGSWVNYNYDWMFK 


29525 


59893 


A 


29707 


898 


1163 




29526 


59894 


A 


29708 


81 

— 


454 


NRLLAGRJSSGTGDHFSGAAGI 
DSSLRPVW*T*TLRDQMSGGQS 
AKQPGRFAQWFYP*RLPETG*V 
PE*CL**CELIRAN/DHFLVSILPL 
RSPC VPLHLSTTPLRLAM DLTG 
LSGFPIPLSQSA 




59891 


— 
— 


29709 




2973 




29528 


59896 




29710 


1 


2218 




29529 


59897 


A 


29711 


68 


432 




29530 


59898 


A 


29712 


740 


859 




29531 


59899 


C 


29713 


! 


3126 




29532 


59900 


A 


29714 


642 


825 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Me( 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29533 


59901 


A 


29715 


107 


1315 


KCADLPVRGLRHCWRRREDPS 
GADRSFSALIHSGRAAFWPCR* 
QGALMSEDIFDAIIVGAGLAGS 
VAALVLAREGAQVLV1ERGNS 
AGAKNVTGGRLYAHSLEHIIPG 
FADSAPVERLITHEKLAFMTEK 
SAMTMDYCNGDETSPSQRSYS 
VLRSKFDAWLMEQAEEAGAQL 
1TGIRVDNLVQRDGK.VVGVEA 
DGDVIEAKTVILADGVNS1LAE 
KLGMAKRVKPTDVAVGVKELI 
ELPKSVIEDRFQLQGNQGAACL 
FAGSPTDGLMGGGFLYTNENT 
LSLGLVCGLHHLHDAKKSVPQ 

IVll^fclJrJvl^rl.r A V ArLlAOOIvL. V 

EYSAHVVPEAGINMLPELVQIP 

r'THPXT A IXT A \/V A \/"M A A DlVyl ATVyfP 
L- 1 t, K IN A 1 IN A V JvA V JN A A KIVI A M K 

RTSAPRVSLDKV1ETMYETGKD 
MNDKYRETSRGGLA1KV 


29534 


59902 


A 


29716 


3 


264 




29535 


59903 


B 


29717 


85 


737 




29536 


59904 


A 


29718 


171 


820 


LGVCAMTNSQCG/CDEYRSKN 
GYEGARKALTGLSPDEIVNQVK 
DAGLKGRGGAGFSTGLKWSLM 
PKDESMNIRYLLCNADEMEPGT 
YKDRLLMEQLPHLLVEGMLISA 

F A T V A VI? r.VIFI Dr.PVTC A A \/~M 

r ALISj^ I KU I lrLixOt, YltAA V IN 
LKJvAl AL.A 1 CAOLLUKINiJVlO J Kj 

FDFELFVHTGAGRYICGEETALI 
NSLEGRRANPRSKPPFPATSGA 
WGKPTC VNN VETLCN V PAIL 




|^ 




^P^j 
















1 


605 




29539 


59907 


A 


29721 


285 


449 


TPAARDAQLSGGRGWY*CSAG 
NGLMQHRSQSGDWRAGRPFTE 
GW*PTPDWQIEA 


29540 


59908 


A 


29722 


411 


557 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29541 


59909 


A 


29723 


1244 


3261 


KTINRTSLWYWTLHDHWSVTG 

RCAFTDVTKVEDHHEPQTQTR 

GLVMTTS*ATT*KLTVSLTTAC 

VMNWV*MQVIPSPTAKIRL*LR 

TSNWLTSTTTLTT/NNDVNGDSI 

DNGTEGSAVRVGLGTQFSFTK 

NFSAYTDANYLGGGDVDQDW 

SANDLTGITAKDAQMLSVVKP 

LQEFELFVLAALESRGTLADILK 

AAGATTAN1TQA1EQMRGGESV 

NDQGAEDQRQALKKYT1DLTE 

RAEQGKLDPVIGRDEEIRRTIQV 

LQRRTKNNPVLIGEPGVGKTAI 

VEGLAQRIINGEVPEGLKGRRV 

LALDMGALVAGAKYRGEFEER 

LKGVLNDLAKQEGNVILFIDEL 

HTMVGAGKADGAIDAGNMLK 

PALARGEWHCVGATTLDDIAS 

TVKRCWTSHQHQTKNRTRRTT 

TRNIRFPNQM1EQ1N1ALEQKGS 

GNFSAWVIEACRRRLTTGGPHV 

MYVLHHADKPNLYHGLPENPE 

ISETVKFWKG1WKPLAAVGFAA 

TFAASIFHYERVIFLTGQVEDH 

MANL1VAQMLFLEAENPEKDIY 

LY1NSPGGV1TAGMSIYDTMQFI 

^PHvcTiPMnn a a QMr: a ft i t 

Ki L/ V ^> I I^lVlUV^AA.L>iVlVJ/Vr i^Li 1 

AGAKGKRFCLPNSRVMIHQPL 
GGYQGQATDIEIHAREILKVKG 
RMNELMALHTGQSLEQ1ERDTE 
RDRFLSAPEAVEYGLVDSILTH 


29542 


59910 


A 


29724 


1487 


1821 


QYRPESVLEDPRRSDHHRRTDS 
FRETSF1VQS1VCRVSLSRAILQS 
KRL*EPGEFPPPDPSSPEQRWPV 
C YPPK* SDR*PE YPHSPPGRQES 
QSRYLPAFRHRYSYQTTAY 


29543 


59911 


A 


29725 


4063 


6544 




29544 


59912 


A 


29726 


174 


556 




29545 


59913 


A 


29727 


1 


1926 




29546 


59914 


A 


29728 


1 


1443 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29547 


59915 


A 


29729 


1 


817 


MAFNEPLMLEPAYARVFFCAL 
AGQLGITRLTDTVSGITLDAGQ1 
AEPLALFGEDDDMDPRPSRSYQ 
VANGIAVLPVSGTLVSKTRALQ 
PYSGMTGYNGIIARLQQAISDP 
GVDG1LLDMDTPGGMVSGAFD 
CADIIARMRDIKPIWALANDMN 
CSAGQLIASSASRRLVTQTART 
GSIGVMMAHSNYGAALKTNGV 
EVTLIYSGDRKV\DGNPYEKLP\ 
KDVRADFQTRIDATR\SAYTGM 
SVQDV/LDTEAAVFSGQESWDN 
GLAE* L VHTDWL 


29548 


59916 


A 


29730 


68 


98 


















29550 


59918 


A 


29732 




2360 




29551 


59919 


A 


29733 


5 


194 


RGADAGERLNMLTVAEGVETP 
EQRDGAGRFCSLAKETVTPQW 
*GVLTSLIIHSEACRIAANDE 


29552 


59920 


A 


297j4 


3 


290 


wpnr.ipi t i nvQi vpqrvi i ir 

WrvllOJrijLi^Ll I iLVLiKV LLAL 

FWPGSDFWPRSRRKTSHLTVEA 

PPV/VVIPVCU/P'MPfW APT? A 14 

QNRPSRNPVSRPPNTQRVARRK. 
HYALADGY 




— — 






— — 


— 


— 

— 








— 


^yF7 

J * 


T~ 









59923 


— - 







97 




29556 


59924 


— 


29738 


— 


935 




29557 


59925 


A 


29739 




1056 




29558 


59926 


A 


29740 


1193 


1405 




29559 


59927 


A 


29741 


1 


2718 




29560 


59928 


A 


29742 


3 


357 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29561 


59929 


A 


29743 


3 


1307 


KYGFVHYTLHTLGGTARALVA 

TDYRPLTKLSLDNGFQTVDHLQ 

ISQCPYIPPYNFPTDTSPGTPGLL 

QPPEGHAYDAYWRCVRAVRG 

QRVSALHGPPVHLRSVYPSASA 

*/WFAPRNPLGVWRSGYRIAPG 

YGSGVRSWVQPGGFARYKYDQ 

TGN ASTVKCD YYRMA AFGH H 

AYRMQALTCSMTACPCTTRQE 

TSSAWGSVSSMGDSRPPQEILG 

QPLLG RRIK YNCTG 1G P WDG KG 

DESGASRPRKQQASGWLWACP 

R1FLVIPHSSHPAARRTNGSVGG 

SNRNRFVIITGPGPQLAPKGLW 

QWPIGQDPVTEIATLIGTH DLIM 

FDC1GSVSAPT1QPLEKLLS1VRY 

PAQVGLFFATRRCQAGATGKQ 

SQQRNPVLFIFYQRGISVFTSAF 

APVAVTAPPRQSRRQFPRLSPL 

DA HQR M G D V STQAVKEARTC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, y=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29562 


59930 


A 


29744 




2352 


MLPDSS V RLNK Y 1 SESGICSRRE 

ADRYIEQGNVFLNGKRATIGDQ 

VKPGDVVK.VNGQLIEPREAEDL 

VL1ALNKPVGIVSTTEDGERDNI 

VDFVNHSKRVFPIGRLDK.DSQG 

L 1 FLTN HGDLVNKILR AGNDHE 

KEYLVTVDKPITEEFIRGMSAG 

VPILGTVTKKCKVKKEAPFVFR 

ITLVQGLNRQIRRMCEHFGYEV 

KKLERTRIMNVSLSGIPLGEWR 

DLTDDELIDLFKLIENSSSEVKP 

KRRPNRKQRASNVQSLRWKKR 

RKKAVARRPTQSSDDAIRGQQP 

DGVDCRDCRAGERQRQQTDSA 

MMELMVVHPHIFWLSLGGLLL 

AAEMLGGNGYLLWSGVAAVIT 

GLVVWLVPLGWEWQGVMFAI 

LTLLAAWLWWKWLSRRVREQ 

KHSDSHLNQRGQQLIGRRFVLE 

SPLVNGRGHMRVGDSSWPVSA 

SEDLGAG1RQCQQLVAHGLQLL 

NVSFDLRHLFQRGRLEFGCALR 

LLTDSQSRLSRKPRGWRGLYG 

YSPPCGDIVRYHHHDLSVATLH 

VHINHDDCLEIAVLKGDMGDV 

QHFADDVIAQRGFFFAFSYEDT 

VIKIIEKDFTMSGKPAARQGDM 

TQYGGSIVQGSAGVRIGAPTGV 

ACSVCPGGVTSGHPVNPLLGA 

KVLPGETDIALPGPLPF1LSRTYS 

SYRTKTPAPVGSLGPGWKMPA 

DIRLQLRDNTLILSDNGGRSLYF 


29563 


59931 


A 


29745 


1 


3075 




29564 


59932 


A 


29746 


755 






29565 


59933 


A 


29747 


397 


576 




29566 


59934 


A 


29748 


1014 


1266 




29567 


59935 


A 


29749 


416 




TPGLTKTPCPWEKVTLFSLQWS 
A Y RQ ANTSGLRHS A SSLLPL AC 
RY * R* WRWQKL A A VLT A S ARQ 
SVKSLAYCWQRFVTWRWGRFS 
LRRVQLPFPLKWGLRR 


29568 


59936 


A 


29750 


230 


1829 




29569 


59937 


A 


29751 


1 


474 




29570 


59938 


A 


29752 


137 


586 


KTKTNIKL*AAPITRMVMVRHA 
\PHSGSVKK*SD1TMSFATISV1G 
LGYIGLPTAAAFASRQKQVIGV 
DINQHAVDTINRGEIHIVEPDLA 
SVVKTAVEGGFLRASTTPVEAD 
AWL1AVPTPFKGDHEPDMTYV 
ESAARSIAPVLKKGAL 


29571 


59939 


A 


29753 


2 


557 





3815 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29g72 


59940 


— 


29754 




63 

— 


— 


RGRSNSGSTSSVTSPVYT**PTA 




59941 




— 




- 




— 


2957 ^ 


59942 




29756 




992 




29575 


59943 


A 


29757 


1 


393 




29576 


59944 


A 


29758 


1 


3753 




29577 


59945 


A 


29759 


1 


1098 




29578 


59946 


A 


29760 


320 


703 




29579 


59947 


A 


29761 


2 


673 


AAFLRECKDPQTMVPKAINSVI 
WRIGLFYVGSVVLLVMLLP\WS 
AYQAGQSPFVTFFSKLGVPYIG 
SIMN1VVLTAALSSLNSGLYCT 
GRILRSMAMGGSAPSFMAK.MS 
RQH VP Y A G I L ATL V V Y V VG VF 
LNYLVPSRVFEIVLNFASLGI1AS 

WAr 11 V L^JVIKLKJV/^lKfcUIVAAlJ 

A 14 FTP VU ATP] RWVX/1I H1VVI XI 
A Mr 1 r i rlY\ 1 r LlsJN VlvlLrll i VJLJN 

n vqp FCx/ir^TMrii a rip^MPF at 
LCGA 


29580 


59948 


B 


29762 


51 


623 




29581 


59949 


A 


29763 


1184 


2406 


















29583 


59951 


A 


29765 


444 


699 


CWPGKMSWGGFPLFLLIG1VSE 
GIVPAPPCTSGRIQL*IRLVLDFF 
WLVGY*LLPQFQSLLLVYSGIQ 
LLPGLVLGGCMCRGIYA 


29584 


59952 


A 


29766 


3073 


3621 


G VDNWRI [PI I S ARLQR* AGSFFS 
FLGETGSLSCGLSLSFKSCCEAK 
NCSGSRGSSP/G*1PGVQEWNQI 
FSRF/HGVGLASLRKQRAPGDQ 
SPTGLLGE* AHGEI PVGNGRSG 

IV 1 lv/\/ KuurKuLE V 5 WoLiiDij Iri 

SRG*ASLTSSHNSCHIRRGHGPQ 
KRSGDMTHASAGFPAEVILAAP 
RRSCPL 


29585 


gppg^ 






362 















■j— 


TifJT 






59955 


— 


29770 




— 


Y DQAELDQLIHGSSSN/EQDPR/ 
RLPKGLTPQTLR/TLCQWIDAH 
QDYEFSTDG 


29588 


59956 


A 


29771 


1 


1827 




29589 


59957 


A 


29772 


419 


1295 




'i 9590 







l^TTi 





^ 




5 












SPAASLYVTGSDLCTARMGGL 
VTRTGGLSRRAAYPLCHPPSGS 
RPSATSRASVDSG*TCGELGDA 
GTRAN 


29592 


59960 


A 


29775 


345 


652 




29593 


59961 


A 


29776 


596 


2297 




29594 


59962 


A 


29777 


184 


283 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29595 


59963 


B 


29778 


16 


1058 




29596 


59964 


A 


29779 


715 


1234 


FTWIGFYANRHFHCPVTTNDFP 
HFMKWRAAAHGGENIAFKLAN 
LPFFGDIRESHYQVVINRADRG 
FNPDFFTGARQQQKFVLIAGGF 
P*QLL*TNAVIGREFRNVQECIG 
LHTAGFANAVTKHF/W*M/PRL 
HCTIWRSGSRT1TGRSRWSTA1I 
NCRVCSFCAISTLASRTSAR 


29597 


59965 


A 


29780 


9j8 


1250 


PGRVSGKADGSV/LAGNGLLPG 
FFCPLRLRGKYQPEV/IAST1RRR 
YQLLFLAVASHQATAAGCGVN 
ALSDLRLCSVCRPDKTHSVASG 
NGCRMRALPSSPFSV1L 


29598 


59966 


A 


29781 




1389 




29599 


59967 


A 


29782 


3059 


3537 


SEGKTANLFNKAITCSGAGECT 

RPWASDIKAQCAGGISRFATGN 

GFKRLCDTLRYLQAIENGLKN 

WRLIHIATVRRCPFPT/LSPATID 

AINVIGQWLAQDDFSGEVPYQ 

ADCVILAGNAVMPT1DAACKIA 

RDQQILAEGDFGLRCEIRDWCA 

NFVSDIR 


29600 


59968 


A 


29783 


97 


610 


RCQTRQNAEYRVNAVLVHHFH 
AITHIRQQSQITRYIKLLRHRRH 
TQRRFTACRLRVDAPFPGNHQC 
CALHCLRKIDRIQHNFNARFNIR 
IEKYRRRNTHTARSAA/DPPSGR 
H*FQFAVVKHGRNFAAPVQVL 
RPSPALPLFAGQTPPPRRVPLPA 
GYQRHMLLQYDQATVN 


29601 


59969 


A 


29784 


269 


753 


YRTPTLQLDQGRADARRGVW/ 

HVPFSHESV/WEN1VMTRQAQG 

ANFT*TLFCFGIGFAV1A*NCAI 

DPDISIRFFSKEETAT/GDRPDQI 

AAHLWRFPTPGGRFVHHRGAY\ 

AAIIFRP*YLNGRSMAEQSMILV 

xr^pt i \/ci mi PDcn\/r\icc a 

1 \je-L*L. V t^LiNLtt^r o\l VOINcr A-blv 

wnp a cnt/u 
i iurAo^V V 


29602 


59970 




29785 


762 


_H82 




29603 


59971 


— 

A 


29786 


3703 


5889 




—6- — 


5997 


- — 


29787 


925 


_U30_ 




29605 


59973 


A 


29788 


658 


1212 






59974 




29789 


904 


_147j 




296 °g 


Hill 


— 

A — 


— 


_1205 


iir 


















29609 


59977 


B 


29792 


83 


970 




29610 


59978 


A 


29793 


379 


1095 




29611 


59979 


A 


29794 


172 


367 




29612 


59980 


A 


29795 


557 


1475 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29613 


59981 


A 


29796 




738 


MQPWALPTVGELWVCGRPGA 
ALRAGTEPSSRALGVSETALPA 
EIKLRVIRVGHSSPLAQLASFQK 
PVLFVLRLNSRRFLFLSLARSED 
G 1 LFAKSKHSSPLSLTPLRC1 VL 
MRMYEQLMSGDLCQRVMMPS 
RNNPGYWNPQ**SEIFKGSPAQ 
TMATLTCSFKKPPPKIPYKAIAL 
ATVLFLIGAFLIIIRLPSCCQGYI 
KQRGGRPGPFQLLIIGHSWCSY 
PGFYPPAHRFTMHPKGLPWVN 
PNE 


29614 


59982 


A 


29797 




186 


DCRLRAGDPRRSHCAVSPTGGS 
RALSGYRY*SVDQPRNDGVDQ 
*ATLRASAHLQTAVVEFSA 


29615 


59983 




29798 






RSHPQCGYLQNHTSSASFSAPA 
RKG*NRHYAFARNDRLVPAPCS 
HHHQ*PAFPAPVHLH*PVDLST 
AIDAPAVNGDGKARPSKRRYQ 
RLSVPEVVQY 


29616 


59984 


B 


29799 


1 


4182 




29617 


59985 


B 


29800 


1 


1191 




29618 


59986 


A 


29801 


167 


504 




29619 


59987 


A 


29802 


1541 


1852 


FALFA1MRVSLAANVSGRGSPC 
WWRRIAVVCCS 1 NR/RSALD1A 
HQVDVLSLVHRLSQERGLTV1A 
VLHDFNMAARYCDYL\APCAA 
VK*LLRERLRKLCAAKPSK 


29620 


59988 


A 


29803 


407 


3584 




29621 


59989 


A 


29804 




150 j 


















29623 


59991 


A 


29806 


300 


560 


IRDKNRVFLRESWRRLFTTAND 
QPHRPARR11S1AGIKWRYSDFLI 
NYCAGRAVF*RETGSVVERWH 
HHAGWKTPFRKRAGRTAGH 


29624 


59992 


— 


29807 


— 


— 


PIKITSALASASRYVRATLSCSR 
NSTLRWKK*RKMALTKPSTTN 
G SRSNS* * MNFFL* QAPPG * PSA 
LPFVH 


29625 


59993 


A 


29808 


3 


116 










29809 


-j 


1469 




29627 


59995 




29810 




2760 








— 




— 




RNRQCYRARHLRWCLQYQRA 
CSGR*VPNLRLPEVQSTDRLLS 
QRRRVSPDRQWWLACH 


29629 


59997 


A 


29812 


438 


1942 




29630 


59998 


A 


29813 


1 


1464 




29631 


59999 


A 


29814 


3 


602 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, y=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29632 


60000 


A 


29815 


1252 


1906 


NTFKECKFSQAPFRFGNDPFLA 
SVVSRDGFV1AGGGGMVVVEE 
LEHALARGAHIYAEIVGYGATS 
DGADMVAPSGEGAVRCMKMA 
MHGVDTPIDYLNSHGTSTPVGD 

WPT A A IDPVPr.nVQD A TC A TV 

V IVCLAAJKjbv ruUKor AlbA 1 Jv 
A1V1 1 Lirl2>LL»AALj Vv^LAl i oLLivl 

LEHGFIAPSINIEELDEQAAGLNI 
VTETTDRE\LTTVMSNSFGFGG 
TNATLVMRKLMIISASTTSILR 


29633 


60001 


A 


29816 


1 


2472 




29634 


60002 


A 


29817 


1 


469 


LFNREVCCLGQGQS*QMAL*LL 
GIESYIT*L*SGGDN\ASIGVIPDP 
AAI AR*RPWRSACG**PKCPLA 
dvfaghsgrkrppsmaftatli 
SPGTGRRAJjNSVLAQFKAGESNI 

\\n CAT PTDT TDTIU ITTVTr; A T DCTC 
WLoALr I rL 1 r 1 1K1 I INUALro 1 r 

SGSSTFARISP1SSFSRP 


29635 


60003 


A 


29818 


884 


1084 




29636 


60004 


A 


29819 


1 


1040 




29637 


60005 


A 


29820 


2711 


3854 




29638 


60006 


A 


29821 


1 


957 


MKIGTQNQAFFPENILEKFRY1K 
EMGFDGFEIDGKLLVKN1EEVK 
AA I KETGLPVT FACGGYDG WIG 
DFIEERRLNGLKQIERILEALAE 
VGGKGIVVPAAWGMFTFRLPP 
MTSPRSLDGDRKMVSDSLRVL 
EQVA A RTGTV V YLEPLNRYQD 
HMINTLADARRY1VENDLKHV 
Q11GDFYHMNIEEDNLAQALHD 
NRDLLGHVHIADNHRYQPGSG 
TLDFHALFEQLRADNYQGYVV 
YEGR1RAEDPAQAYRDSLAWL 
RAGQVADKVHASYYCTRNDLE 

T V AVrT^CTJl QfiAAAI A PTf' VP.M 
L V A V LUoKLoyA^ALA bK. Y U IN 

AoV WJJIJrl^AMLLA VJvr r VOL 

V vLiAOl^ V AUJS. VnAo i I LI Ivi N D 

LELVAVCDSRLSQAQALAEKY 
GNASVWDDPQAMLLAVKPDV 


— 


— — 







— 

9^rr — 


— 


— 




29 4 


60008 


— 


— -| — 


T 









60009 


— 




— 


— — 






mi - 


6^577 







Hi! — 




— 




Hi 


















29644 


60012 


A 


29827 


1142 


1756 




29645 


60013 


A 


29828 


44 


283 




29646 


60014 


B 


29829 


1 


1812 




29647 


60015 


A 


29830 


685 


1146 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possiblc nucleotide insertion) 


29648 


60016 


A 


29831 


202 


918 


AVDTGLADHRDRTEHGGAFAA 
IVHRIVKHFITAWAICQQRNHA 
ALVVIRRLEANHRRHRTGRG\S 
VDRVSAARSLSSGTMPGNGVW 
RIGVFTQLSVA/WHQ*VDLLIVF 
QF VRDTTDDHD VG I FA LA AND 

l\J\J\r JJNILlJr I Lro V U V LLrLru 

RHNIANALAAAALSMSVGATL 
DAIKAGLANLKAVPGRLFPIQL 
A ENQLLLDDSFL VNA AQQN ILS 
VHILNQQTGKPAADVTVTLQE 


29649 


60017 


A 


29832 


1184 


2409 


TLKACCLVRSMCRAVP*RC/GR 

QLVSSDN1SNDPMNVIDWINMY 

AL A VSE EN AAGGRV VTAPTNG 

ACGIIPAVLAYYDKFRRPVNER 

SIARYFLAAGAIGALYKMNASI 

SGAEVGCQGEIGVACSMAAAG 

LTELLGGSPAQNMEGKIDRPEE 

YAD1ATKCVTNFREKNRDRCL 

V1LSRNDEALNSQRTSEELHHY 

YEIVWDEEQTHKFKNISPHLQRI 

KAFKTLGGPHGN1TVDMVISAQ 

ELLQEDMATFDGH1VEALMKM 

PEVNAMYPELKLHAIGWVKHK. 

CI PGAKWPEIQAEMRI WKKRRE 

G ERKETG K YTS V VDL ARARAN 

V^i 1 tlNo I Urvlor V lAAIrlivC I Jv 

QTWKTLDDELAYGRCFADRQN 
LMVCLRSMPNVFTGSCARMRC 
CLSENLLYRHRNGHIQAEWP 


29650 


60018 


A 


29833 


1 


3195 




29651 


60019 


A 


29834 


1 


621 


LLAGTALVGGVQPADAITVDA 
MIPNFN WAFLG VTTWIFMAAG 
GAESVA\CTLTTSKAVRNRSFK* 
SSSPGILSGYVSRSSGSPISSLISP 
ASLCAGHMRFFCSSSKPTCSNP 
RTFAAALSSA WSSPSPNEGFSSN 
PAFLGTSLMMFHLELRRCIAP1V 
TTDLLPLTSGDVGLVLLCVGLD 
GSLWSDCRMTESVSTTNTPPIIT 
SRNS 


29652 


60020 


B 


29835 


46 


893 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tinknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


29653 


60021 


A 


29836 


3 


2037 


CTSSPDPPSGLPPGFAKLTSLIVT 

LVEVGVSPEPDEGWLYLAVVID 

LWSRAVIGWSMSPRMTAQLAC 

DALQMALWRRKKPRNV1VHTD 

RGGQFGDRWKGWLTRS1FRWI 

SFQPALAPTRKAALCYLAREVN 

PDMADY1KKLKLPGIHVREESR 

RYYPSGEVTAHLIGFTNVDSQG 

IEGVEKSFDKWLTGQPGERIVR 

KDRYGRVIEDISSTDSQAAHNL 

A LS 1 DERLQ AL V YRELNNA V AF 

NKAESGSAVLVDVNTGEVLAM 

ANSPSYNPNNLSGTPKEAMRN 

RTITDV FEPG ST VKPM V VMTAL 

QRGVVRENSVLNT1PYRTNGHEI 

KDVAR1TTEEDFNHASAARFVC 

AAAERRCKTT1NLVPENEVLNV 

LEGEDAETNALRAKRRCPKCG 

TAMDSYLI DPKRKLH VCGNNP 

TCDGYEIEEGEFRIKGYDGP1VE 

CEKCGSEMHLKMGRFGKYMA 

CTNEECKNTRK1LRNGEVAPPK 

EDPVPLPELPCEKSDAYFVLRD 

GAAVAARFNDDRHRRGLAVLY 

ADQADLYGVADSVSAGDSLSA 

LYKHERRLVVPLLVSSSLLFLY 

RHG1RLPCGPSGGI WAPWQIRR 

GRQAVNCLAPM/HHPGKNRA W 

KTYCSQ*A1VPQLPVCGI*PRSD 

SYHDYQRDPRCQPLRALWRRS 

DSPIGGYSSAIGPTERHCRSGNP 


29654 


60022 


A 


29837 


993 


1832 




29655 


60023 


A 


29838 


124 


276 


QEGRCQVT1TRK.MPLSSDLGSL 
HGLAGNHSPPICARTPHVATVL 
RQLLELEDKH WNG SG *FARLG 
WKPQSPHLCQNPPCGHCPQTAP 


29656 


60024 


C 


29839 


64 


267 




29651 


77»^ 




^5517 
















7 


— — 




—— 


— — 


— 


29842 


— 


2040 

— 




2966Q 


60028 


— 


29843 


- 




LNTKSAK*VGGSSRVNVPQVF1 
SLVSQMFSENDLPLVRKRK.TEP 


29661 


60029 


A 


29844 


115 


903 




















60031 




29846 


368 


502 




29664 


60032 


A 


29847 


1156 


1359 


SEPVYPLCYLRQLAVQANPRR 
MRCI A RHFNINGNRHLTTTINFI 
* SMVSLI ANRLLI IDLIHTVDF Y 


29665 


60033 


A 


29848 


1 


228 
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SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














YRNSHNLLQGWQ1HRGDLLYH 
SSPHSR*KHRNRHNARARIPAAI 
HDNLACVQPTLSAFHQDMCS 


29667 


60035 


A 


29850 


1 
















9~0~6~ 




29669 


60037 


A 


29852 


19 


195 


GEFDVNIAAVVLPDVA*TPYPA 
YRRDLIAIGQCVVIDQCVFL1RV 
TNPAGSFFELRIHH 


29670 


60038 


A 


29853 


2 


8j4 
















DYAFILQSKRTVALDIKQTGV1 
QGLPLLFSGNNLVKAIRSGT/H* 
RCTNATAGGRSYRKR*IRTG 


29672 


60040 


A 


29855 


1591 


3150 




29673 


60041 


A 


29856 


2 


222 




29674 


60042 


A 


29857 


16 


359 


TTHKTRWQAPVPLRGSPVVAL 
rUrSDl^bbA V/ribLSO VLlALrKl 

HRFLSGRMFPDHRVWFRMIGSE 
LVPGYRLSWLSFFNRHYICFTRI 
RRFRWHRSSLFHGMNVKYRRS 
KINN ! 


29675 


60043 


A 


29858 


207 


470 


AT1L*GDFYP/GSRNWLGVSSSA 
IQMAGCVSLPGAGKRCSP*ICW 
SNWKQTSRTS\GHVLAGSCCW 
NGKTLRKSDSRWQQLLRRSLIR 

R 


29676 


60044 


A - 


29859 




4195 




29677 


60045 


A 


29860 


4424 


4594 


LISTPRKKVRT*SFAGLLRISSG 

VPTCTTSPFCIMA1RSP1RJV1ASSR 

SWE1KTMVR 


29678 


60046 


A 


29861 


593 


1881 




29679 


60047 




29862 


I 


198 




29680 


60048 


- — 

A 


29863 




1590 




29681 


60049 


C 


29864 

















63 


Ti3~ 


LCQSHAPRKFPARPFRFFR*RQD 
CQTSVFLLRPVANRAPA 


29683 


60051 


A 


29866 


1 


715 




29684 


60052 


A 


29867 




1212 




29685 — 


60053 




29868 


886 


_U85 




29686 


60054 


- — 

A 


29869 


190 


433 


AEAI/l VIA A A A A I TCPA/ A TJT CCC 
f^TDTTD Dpri DCr**! CCCD A A A IOT 

Kj IrrKrrLLroL LoooKAAAiol 

CGISRCRCWRQ 


29687 


60055 


A 


29870 




439 




29688 


60056 


A 


29871 


14 


106 




29689 


60057 


A 


29872 


2518 


3024 




29690 


60058 


A 


29873 


448 


537 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


cudon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






29691 


60059 


A 


29874 


463 


889 


FFGLVTSSPSADSPAMLDTRNV 














S HTG LGPI I PLTFE A GI HTRPTPN 














SPPRSCLAPAIKA*FFSPAARITT 














LLAoLi Kor LiV i LKoVJvr WKoo 














ASVLMRRSSSAAPMPEATLRVL 














SGL RGSRSDKA FTPH PTI * CLE A 














FPGSRAFVASAP*CLTLRANQR 














KGCW 


29692 


60060 


A 


29875 


524 


1006 


SLLAWLSGINIFASSRIAIASPLA 




























TQTVT TQVPHQPk'T X/M^nFQP.P 














r r cJvK V Sr, 1 arlNt— 1 l_#lt>.L.LoLA 














STHVLRRNDPLMLT VPS WANS 














SQPH VN PNKNRI QI I PFNITPSL V 














NQ1KIETRRAFTPLLPLCGL1TK 


29693 


60061 


A 


29876 


2005 


2517 




29694 


60062 


A 


29877 


1 


470 


ynDonrniAi ivoci^irDPTCiT 
IVlv^KKJJUJJ! ALl Y KbMurKl ol I 














FTARRANPVQRIAARILLRDULI 














CRMSCTAARHANTFDLIQGSG 














ADTs] FAAIYGGANDRITRADA/V 














oivLjL. W i\LAr V KLJIiVKl^ 1 VAAr 














VT-jrM^i piDr^cr'UPiP^XT ,\ t *cTr,nu/ 
Y n^Ul^ruoCnUl^iNAL olur W 














u r."nt:r:r,r»* p* a r.*TMQPTPrriT 














GR 


29695 


60063 


A 


29878 


734 ... 


1 . 3 . 06 




29696 


60064 


A 


29879 


743 


901 




29697 


60065 


A 


29880 


771 


1013 




RLGTVGTDSLWCYQYQLCYQ* 




























GTHSLWHADLG SVWPDADSLF 














QRDGRAGGGATRLLRR 


29698 


60066 


A 


29881 


1094 







29699 


60067 




29882 








29700 


60068 


— 

A 


29883 




239 


— 

48j 


DTpATji XVUA1 THQTIMQHP 

r 1 1 V^nL 1 I HAL 1 uo 1 UVIo^Ku V 














nTPPHwunTTrr.H a uqt phprh 

L/lrUrl WrllJl l^UnArl&Lr JrlivivO 














RKA*SMGNR*YSCTWCYCEGG 














TEKAIWPGDGCPGLSV 


29701 


60069 


B 


29884 


228 


803 




29702 


60070 


A 


29885 


488 


636 




29703 


60071 


A 


29886 


1 


2117 




29704 


60072 


A 


29887 


665 


795 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29705 


60073 


A 


29888 


1743 


2013 


LQCTQYAVGENPAVNFAGRPK 

GSPCFGPGGGLIN*AAADIPVAS 

DNPAHYADA1RYNARTPLQAG 

VYFVRDGPGPLASVRNKERYF 

ANNY1YDMGRNKDGRQSTWY 

MGLGTD1DTGLPMSLSMNVYA 

KYQWQNYGAANENEWDGYRF 

KIKYFVPITDLWGGQLSYIGFTN 

FD WG SDLGDDSGN A ING I K.TRT 

NNSIASSHILALNYDHWHYSVV 

ARYWHDGGQWNDDAELNFGN 

GN FN VRSTARG WLPGTICRPDK. 

MRQHRIRHCAPIAGCGTGCRPD 

KTRQA SHQ AQMSN A YDYSEIQ 

PPSEGEILLDAQPLESWSSKAFA 

RKVAYLPQQLPPAEGMTVREL 

VAIGRYPWHGALALLGAADRE 

KVEEAISLVGLKPLAHRLVDSL 

SGGEPGVDRMLVAQDSRCLLL 

DEPTSALDIAHQVDVLSLVHRL 

SQERGLTVIAVLHDINMAARYC 

DYLVALRGGEM1AQGTPAEIM 

RGETLEM1YGIPMGILPHPAGA 

APMNTAHAAAIDPNRJVALEW 

LPVELLLALGIVPYGVADTINY 

RLWVSEPPLPDSVIDVGLRTEP 

NLELLTEMKPSFMVWSAGYGP 

SPEMLARIAPGRGFNFSVRNTP 

L A RTLQL1LREGPRGHPA LVQV 

VDLL1EPPQLPLLVPSVQTR1PRJ 

QPQSHPAHGVNEAVRNPTVWV 

APCinFII^CMiJk'VC:! 


297Q6 


60074 


— 


29889 


- 


1584 




29707 


60075 


A 


29890 


1 


1188 




29708 


60076 


A 


29891 


728 


970 




29709 


60077 


A 


29892 


2447 


2665 




29710 


60078 


A 


29893 


255 


1360 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29711 


60079 


A 


29894 


1 


1890 


MYSRFDIVVAEP1CTLTTFGKET 
VVSDSQTRTTTTDDPLQVLQQV 
LDRAD1RPTHNEDLPFQGGALG 
LFGYDLGRRFESLPD1AEQDIVL 
PDMAVGIYDWALIVDHQRHTV 
SLLSHNDVNARRAWLESQQFSP 
QEDFTLTSDWQSNMTREQYGE 
KFRQVQEYLHSGDCYQVNLAQ 
RFHATYSGDECQAFLQLNHGN 
RAPFSAFLRLEQGAILKLSPERF1 
LCDNSEIQTRPIKGTLPRLPDPQ 
EDSKQAVKLANSAKDRAENLM 
1VDLMRNDIGRVAVAGSVKVP 
ELFVVEPFPAVHHLVTITAQLPE 
QLHASDLLRAAFPGGS1TGAPK 
VRAME1IDELEPQRRNAWCG/SI 
GYLSFCGNMDTSITIRTLTAING 
QIFCSAGGG1VADSQEEAEYQE 
TFDKVNR1LKQLENYRRALRDL 
KEEVAIRLSPFELSAFCSPSIASM 
ATRYPNGRH1PPDLRLPKERGIII 
VFTGNGKGKTTAAFGTATRAV 
GHGKKVGVVQFIKGTWPNGER 
NLLEPHGVEFQVMATGFTWDT 

HMDPCnT A APT? PA/U/HU A V P \A 

LADSSLDMVLLDELTYMVAYD 
YLPLEEVVQALNERPHQQTVIIT 
GRGCHRDILELADTVSELRPVK 
HAFDAGVKAQIGIDY 


29712 


60080 


A 


29895 


159 


475 


VKVNLPWAMLLHSGYADHPYS 
RFDIVVAEPICTLTTD/GRCSHIS 

T V A A C\ 1 IMCHCkT. A \/IAADDTTr i A 

LYAAUJIJNolJoKuAVlMrrlluA 

AIPI ITQPPA PVP14P IPCPP A TTT A 
AllvLl I ocrArVl riKlOoKr All! A 

T\/l A PPDTDDTA D 


























60082 






T~ 


2070 




29715 


60083 


A 


29898 


1081 


1218 




29716 


60084 


A 


29899 


289 


1014 










29900 


7"^ 








— — 

60086 








— 






60087 


— 


29902 


— 


— 


nrvPQPiPinptP tp a pn a pdcc 

V riLJKJr jV^CI yyK 1 r,ArO Ar K?>3 
R R V A nrUPHPHP C * CP A OTPP A C 

TPKPGGGDL 


29720 


60088 


A 


29903 


1 


711 




29721 


60089 


A 


29904 


2 


825 




29722 


60090 


A 


29905 


812 


961 




29723 


60091 


C 


29906 


1 


1587 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LiSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iS ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29724 


60092 


A 


29907 


3 


403 


LVFDDGDVQMGFWCGCPFCLL 

V rLL 1 V KoLoLKo V VJ Vt WKo 1 K 

DLVCLGISSGGCRTVNIAEQQM 

L>L>r UKs&j\Jir VocU iLAV UvoL 

THEHGMFFNLFVSSFILLSSCL 


29725 


60093 


B 


29908 


168 


863 




29726 


60094 


A 


29909 


340 


612 




29727 


60095 


A 


29910 




834 




29728 


60096 


A 


29911 


92 


548 




29729 


60097 


A 


29912 


1251 


1682 


VPVALAAARRSELSRTAAADT 
G*SAAAELVNPPDYVPDERKRH 
QSGCPASNSARDPSSYNHAPDD 
ARCRHRGSGFASIPGGRASRLP 
APr»Ann\iPi qt ap\/i t rwppep 

ArlJAIJ^lNKLoLAr V LL^SrrtK 
tpi h a nnn^iu/A PFPWPP, A PI? 
GEEWTLVSVGALK 


29730 


60098 


A 


29913 




1278 




29731 


60099 


13 


29914 




2007 




29732 


60100 


A 


29915 


406 


615 




29733 


60101 


A 


29916 


52 


391 


SNRLLKLMHSSRSSCVMFFSS1R 
SFKDFSLVFDDGDVQMGFWCG 
CPFCLLSFPF*QSGPSAARSVGV 
CWRSTPDPVCLGVSSRGCQTV 
NIAEQQMLLPDRSSGSFVSEGY 
PAV 


29734 


60102 


A 


29917 


759 


1190 


VPVALAAARRSELSRTAAADT 
G * S A A A EL VN PPD Y VPDERKRH 
QSGCPASNSARDPSSYNHAPDD 
ARCRHRGSGFASIPGGRASRLP 
APDADQNRLSLAPVLLQSPPER 
TELHAGRRSALGQLSEWQSGQ 
SPAGAA1AAFDNR 


29735 


60103 


A 


29918 


84 


3661 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29736 


60104 


A 


29919 




1230 


MDAGWSDVGSWSSLWEISAHT 
AEGNVCHGDVINHKTENSYVY 
AESG L VTTVG V K.DL V VVQTKD 
AVLIADRNAVQDVKKVVEQIK 
ADGRHEHRVHREVYRPWGKY 
DSIDAGDRYQVKRITVKPGEGL 
SVQMHHHRAEHWVVVAGTAK 
VTIDGDIKLLGENESIYIPLGAT 
HCLENPGK1PLDLIEVRSGSYLE 
EDDVVRFADRYGRGNDMKKL 
TCFKAYDIRGKLGEELNED1AW 
RIGRAYGEFLKPKTIVLGGDVR 
LTSETLKLALAKGLQDAGVDV 
LDIGMSGTEEIYFATFHLGVDG 
GIEVTASHNPMDYNGMICLVRJE 
GARPISGDTGLRX)VQRLAEAND 

rrr V JJt, 1 NKUKl ^^liNLJvL>/\ Y V 

DHLFGYINVKNLTPLKLVINSG 
NGAAGPV/VDAIEARFKALGAP 


29737 


60105 


A 


29920 




1398 




29738 


60106 


A 


29921 


426 


1861 




29739 


60107 


A 


29922 


863 


1388 


EPERTSIKSSGIFPGFSRQCVAPS 
GPMDVVFTKQFD1T1NGDFCRS 
RDNHPVFRAVMVHLYRQALAR 
FHGDAFHLVAVARVDRVIFAPR 

1 Irlr AJVjMrlVILJVlA 1 lurULLUnr 
V I] 1 1 V P V T\/(". Nl Ol ll-Y : 1 uuvfl 

rnlLiKV 1 VUINl^riKlrtjLrlrl Y 

lrnrlJUOLJ^AKr^lnJA.Vror VIIn 

HTAVAXTVA1 CiCZ\fr^ A ni P 
rll A V AIN VALUO V OAULr 









H2I 























29742 


60110 


A 


29925 




1294 


















29744 


60112 


A 


29927 




1422 




29745 


60113 


A 


29928 




1698 




29746 


60114 




29929 


210 


340 


YGDVEHESWLSCVRHAHVPRIP 
FA*PTLISLQKRLGKWSGVTGA 


29747 


60115 


A 


29930 


1230 


1404 


TFSDCQLRQQPGRNHHHFLWK 
GYGHHHYRNLP/VPNGPPLSLL 
P*YCKAKFKPSTSQVP 


29748 


60116 


A 


29931 


63 


281 




29749 


60117 


A 

— 


29932 


345 

— 


467 


LPTRCTYTNLTRRRSPPA WY Y* 

Y WrirvUlt^Ko 1 r AtvKt^ 1 c, 


2975Q 


60TT8 




29933 




281 


MFGKELGRRDVSQLG AAEITY I 
LKD*T*ES*EILCGGRFLLPLRG 
RTLGQGEWPSLYFHSDCSSHAE 
QCLLYGFADWAPLAFFR 


29751 


60119 


A 


29934 


520 


714 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














LPSKLASGRCSFCDHWY* SQKS 
SHSGTLKSKK.GQTLTAELGHLI 
SFHLALLSQHLV*WQDRLQQR 
ELHSDHWYFSRSSRGSLSPDIEG 
DL1QGQRHRDH1GP 


29753 


60121 


A 


29936 


586 


837 




29754 


60122 


A 


29937 


203 


864 


NSTKASQA/GRRVLL1DNGKKP 

GRKILRDPVESSDALFGVPAPA 

QVASGNRYGYSYLNDALNGGD 

AESAGLTPPELWPRHHGHGPA 

G V K.L VEQLCQRLRVPNEI RDLA 

RL VA EFHDLIHTFPMLNPKTI V 

KLFDSI DA WRKPQRVEQLALTS 

EADVRGRTGFESADYPQGRWL 

REAWEVAQSVPTKAVVEAGFK 

GVEIREELTRRRIAAVASWKEQ 

RCPKPE 


29755 


60123 


A 


29938 


322 


919 


VRAVFSLREQ1RSHEIRRSAAVS 

NHQHFRRACGHIDRRTVQTLA 

HLTFRFGDKGVTRPEDFVHFW 

HRFRTKGDPLLTFWPSAPVTAT 

ILRIPLANGFFRHDHKSSCMTR 

VPQVPEDPVKSH APQQFWIH H 

GKWFAWYDVA1G1PGPFAGRS\ 

CV1LLGDAVREVTRVSNAVPAK 

RY1GGSPRRGF1NSCNMPGIISPG 


29756 


60124 


A 


29939 


1 


114 




29757 


60125 


D 


29940 


1 


4191 




29758 


60126 


A 


29941 


512 


661 




29759 


60127 


A 


29942 


1 


1254 








— 







855 


RKKPLP*QRDISSSSLLSLRAFW 
ASAPVTATNPPDTLGNGFFRHD 
HKSSCMTRVPQVRSPTELNRSQ 
GASRPRGVIQQLGHRDPNGDDS 
HRVRIGLIKHMP 


29?61 


60129 


— 


29944 




2313 




29762 


60130 




29945 


2 


2687 




29763 


60131 




29946 




936 




2 j^ 5 


loT3l 


— 


H4I 




iM 








— 










29766 


60134 


— 


29949 




792 




29767 


60135 


A 


29950 




929 




29768 


60136 


A 


29951 




969 




29769 


60137 


A 


29952 




420 




29770 


60138 


A 


29953 




549 




29771 


60139 


A 


29954 




450 




29772 


60140 


A 


29955 




606 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29773 


60141 


A 


29956 




726 


MARGNA1TLPVCGRDVKFTLE 
VLRGDSVEKTSRVWSGNERDQ 
ELLTEDALDDL1 PSFLLTGQQTP 
AFGRRVSGVIECDNLKTCHTSH 
GSVMAETAVINHKKRKNSPRIV 
QSNDLTEAAYSLSRDQKRMLY 
LFVDQIRK.SDGTLQEHDGICEIH 
VAKYAEIFGLTSAEASKDIRQA 
LK.SF AGKEV V F YRPEED AG DE 
KG YESFPVWFIKRAHSPSRG LYS 
VHINPYLIPFFIGLQNRFTQFRL 


29774 


60142 


A 


29957 


1 


771 




29775 


60143 


A 


29958 


1 


1491 




29776 


60144 


A 


29959 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EF AGNIS ALA DA ECDNLKTCHT 

SHGSVMAETAV1NHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDG1C 

EIHVAKYAE1FGLTSAEASKD1R 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HINPYLIPFFIG\LQNRFTQFRLS 

ETKE1TNPYAMRLYESLCQYRK 

PDGSGIVSLKIDWIIERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNA1NDDVTYA1K 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TV AHDY DV1VIDSAPNLGIGTIN 

VVCAADVL1VPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

OoyjrWMtD^lKL'AWuolVlVLK 
IN V V Ivt, lUcv Ots.OV,;lKlVlK 1 V r ti 

QAIDQRSSTGAWRNALSIWEPE 
CNEISIGVSLDQDGGSNSVLRK 


29777 


60145 


A 


29960 


1 


1731 




29778 


60146 


B 


29961 


1 


3345 




29779 


60147 


A 


29962 


1 


1959 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 

sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29780 


60148 


A 


29963 


1 


1302 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARK1TRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPV 
NVSKSDDTLKINGVEDHKTIFD 
GDGKTYQNVQQFIDEGNYTSG 
DNHTLRDPHYVEDKGHKYLVF 
EANTGTENGYQGEESLFNKAY 
YGGGTNFFRKESQKLQQSAKK. 
RDAELANGALGIIELNNDYTLK 
KVMKPLITSNTCDNLKTCHTSH 
GSVMAETAV1NHKKRKNSPRIV 
QSNDLTEAAYSLSRDQKRMLY 
LFVDQ1RKSDGTLQEHDGICEIH 
V AK Y A E IFGLTS AE A SKDI RQA 
LKSFAGKEVVFYRPE/EDAGDE 
KGYESFPWFIKRAHSPSRRLYS 
VHINPYLIPLLYRVPNRVTQFRL 
SETK/EITHPYAMPLYESLCQYS 


2 


— — 


— 


29964 




1557 




— 


- 





— — 




2259 






60151 


— 


^9966 




7959 




— — — 


— — 


— 


29967 




2277 




— — — 


60153 


- — 







24T8 






60T54 


— 


2~9969 




2~028 




29787 


60155 


A 


29970 




1650 




29788 


60156 


A 


29971 




1170 




29789 


60157 


A 


29972 




1446 




29790 


60158 


A 


29973 




1191 




29791 


60159 


A 


29974 


22 


1893 





3830 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudun for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


29792 


60160 


A 


29975 


1 


1375 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KI RRKNGPVS ATFTSDG KJRLF Y 

TDYSGKHYGKQSLTTAQCDNL 

KTCHTSHGSVMAETAVINHKK 

RKNSPRIVQSNDLTEAAYSLSR 

DQKRMLYLFVDQ1RKSDGTLQ 

EHDG ICE I H V AKY A EIFGLTS A E 

ASKDIRQALKSFAGKEVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVHINPYLIPFFIGLQNR 

FTQFRLSETKE1TNPYAMRLYES 

T r , AVDFDT^ncr.I\/Cl /VTT^\\//TTP/ 
Lty Y KJvKLXjoUI VoL/RlL/ W/llt,/ 

RYQLPKVPSPEARKITRRWRIW 
KQR1*LGFLLRLSEMPRKQGDY 
RTRIWKFEDGLSNVLVIQLNKLI 
ICVMCLVRDCDVLKTYFHR 


29793 


60161 


A 


29976 


1458 


2675 


C DNLKTC HTSHG S V M AETA V I 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDG1CEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AUCPQDr.l VQVI4TUPVI IPPFTm 
AnorSKUL I o VrllJNr I LlrrrlUL 

QNRFTQFRLSETICEITNPYAM/R 
tdi u*i pt?*tt un'TYPn\[QAr:k'r 

VJV1 rl 1 ^lNl/K50Ko^lNl>r KK 

GI 


29794 


60162 


D 


29977 


1 


1317 




29795 


60163 


B 


29978 


78 


215 




29796 


60164 


C 


29979 


225 


422 




29797 


60165 


A 


29980 




368 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFV 
DQIRKSDGTLQEHDGICEIHVA 
KYAEIFGLTSAEASKDIRQALKS 
FAGKEVVFYRPEEDAGD/EKGY 
ESFPWFIKRIYSR 


29798 


60166 


A 


29981 


1 


409 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFV 

r\r\ i o i/ c r^r.Ti i \ V-i ii^ f. T c c 1 1 1 \ / A 
L>t^IrvlS.olJtj 1 Ll^crllJLnUoIri V A 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEKDAGDEKGY 

ESFP\WFIKHSTNITSLSLWFFSS 

CTH 


29799 


60167 


A 


29982 


1 


814 





3831 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29800 


60168 


A 


29983 




678 


GSVMAETAVIMHKKRKNSPRI 
VQSNDLTEAAYSLSRDQKRML 
YLFVDQIRKSDGTLQEHDGICEI 
HVAKYAEIFGLTSAEASKDIRQ 
ALK.SFAGKEVVFYRPEEDAGD 
EKGYESFPWFIKRAHSPSRGLY 
SVHINPYLIPFFIGLQNRFTQFRL 

QCT!t jr T?lT r KIDV ArVflPI VPCT fAVD 

otl Ivbi 1 JNr I AIVIKL, i CoJLLA^ Y K 

YSFPPDYFHGLALNVCGFSRYT 
VQDVGGSIILGSGGQWLSSHSS 
SRQCP 
















29802 


60170 


A 


29985 


179 


283 


MGQGRNPQTRRTYGCQFRMV 
K*HG1EI\4KCEELIL 


29803 


60171 


A 


29986 


1 


643 




29804 


60172 


A 


29987 


2 


1073 




29805 


60173 


A 


29988 


1 


1167 


MNMN1KKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKN1ESAKGLDVW 

DSWPLQNADGTVAEYNGYNV 

VFA L AG SPED ADDTS1 YMFYQK 

CDNLKTCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDG1CEIHVAKYAEIFGLT 

SAEASKD1RQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGFYSVH1NPYLIPFF1GL 

HMDCTnCDI Cf TVC1TMUV A AAV 

t vcci rr^VDi/iDnrcrn/ci i//in 

U/TTI/DCm DHCAFVADCA/PI T>T> 

W1J KK^v^br^^Ar Y l^rr JVlLiLKK 
cor YrK.WtJ\Kl L*UJrLJvor o V Jviv 

GTEAGKFRLAALLVRL 


29806 


60174 


A 


29989 


1 


1692 




29807 


60175 


A 


29990 




1788 




29808 


60176 


A 


29991 


1 


960 




29809 


60177 


A 


29992 


1 


1385 





3832 
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SEQID 
NO: 


SEQIDNO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


29810 


60178 


A 


29993 


1 


936 




MWLVTTELESTDTEHFYHHSK 
CYWPRAHLGEC1LS1EAACQAA 
GGEAGNGGSAVTKATLGSRQG 
AQHWK.ALARTIRQEKEIKGIQI 
GKQEVKLLPFADDMIIYLENST 
DSSK.KLSELCDNLKTCHTSHGS 
VMAETAVINHKKRKNSPRIVQS 
NDLTEAAYSLSRDQKRMLYLF 
VDQIRKSDGTLQEHDGICEIHV 

KSFAGKEVVFYRPEEDAGDEK 
UiMrrWrlKKAnorryKALis 
r , Tir , xiD*Ti iPFCTAim riwoFTVYc 
R\LSETKE1TNP\YAL\RLYQSLC 


29811 — 


60179 




_999_ 




H34JI 






IjTiT 


— 


— 


















90 






29814 


60182 


A 


29997 


452 


1523 




29815 


60183 


B 


29998 


9 


2021 




29816 


60184 


A 


29999 




960 




29817 


60185 


A 


30000 




864 




29818 


60186 


A 


30001 


2 


917 


FLFSPLEMQIQRFTSPSPDIPYRA 

SSSNCAPRG1SPQELTVDLQTKC 

DNLKTCHTSHGSVMAETAVIN 

HKK.RKNSPR1VQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRKSDGT 

LQEHDGICEIHVAKYAEIFGLTS 

AEASKDIRQALKSFAGKEVVFY 

RPEED AGDEKG YESF\PWF1KR 

AHSP\SRGL\YSVHINPYLNSLFY 

GVQNRFTQFRL/NFVQKSRLVD 

L ALKGLR VLL VEGN DPQGTA S 

MYHGWVPDLHIHAEDTLLPFY 

LGEK.DDVTYAIKPTCWPGLDIIP 

SCLALHRIETELMGKFDE 



3833 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29819 


60187 


A 


30002 


1 


1756 


MPASGNENDLNMPSGT1EIFVR 

CYVEVER1MDFADFGTT1KQDF 

RLLGQTSVDRLLQLSQGQAVK 

GNQLLPVSLVKRKTTLAPNTQT 

ASPRALADSLMQLARQVSRLES 

GHQAPCMKSNNAL1VILGTVTL 

DAVGIGLVMPVLPGLLRDIVHS 

DSIASHYGVLLALYALMQFLCA 

PVLGALSDRFGRRPVLLASLLG 

ATIDYAIMATTPVLWIYPLCDN 

LKTCHTSHGSVMAETAVINHK 

KRKNSPR1VQSNDLTEAAYSLS 

RDQKRMLYLFVDQIRKSDGTL 

QEHDGICE1HVAKYAEIFGLTSA 

EASKD1RQALK.SFAGKEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGL YSVH rNPYLIPFFIGLQN 

RFTQFRLSETKE1TNPYAM/R1PL 

H*LFR*TLRQTKPDNSAGKCVK 

I * *HTQNQRSGRSQN DF* RRPVL 

LASLLGATIDYAIMATTPVLWI 

YPLCDNLKTCHTSHGSVMAET 

AV1NH KKRKN SPRI VQSNDLTE 

AAYSLSRDQKRMLYLFVDQIR 

KSDGTLQEHDGICEIHVAKYAE 

IFGLTSAEASKD1RQALKSFAGK 

EVVFYRPEEDAGDEKGYESFP 

WFIKRAHSPSRGLYSVHINPYLI 

PFF1GLQNRFTQFRLSETKEITNP 

YAMQSPYTDYSGK.HYGKQSLT 

TAQVNVSKSDDTLKINGVEDH 

KT1FDGDGKTYQNVQQFIDEGN 


29820 


60188 


A 


30003 




1653 




29821 


60189 


A 


30004 


1 


1128 


PWISAPVPVDVVEGAMDSVTV 

LSFGGLMLYFCAGWPPARRWC 

FPESISCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRIE 

IASTHIALAARHSDWRCCRNGR 

YPARGPAALQNFQRYTGIQHV 

HRJGMAERMWCDRNRERHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHGSVMAETAVINHKKRKN 

SPR1VQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQA LKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

GLYSVHFNPYLIPFFIGLQNRFT 

QFRLSETKEITDPYAMRLYK\SL 

CQYRAFVNGGGEEKARGKPIL 

CRYGVGM 



3834 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29822 


60190 


A 


30005 


2974 


3878 


PSKASELGRKQRRPVLSDSSYA 
QRK.KKYPPWEKLQGSVRGETP 
VINHKERKYNSPRIVQSNDFPEA 
AYSLSRDQKRMLYLFVAQIRKS 
DGTLQEHDGICEIHVAKYAEIF 
GLTSAEASKDIRQALKSFAGKE 
VVFYRPEEDAGDEKGYESFPW 
FIKRAHSPSRGLYSVHINPYLIPF 
F1GLQNRFTQFRLSETK.EITNPY 
amdt vpct rnvPFPnr.cr'ivcT 

AMlUjYE&LL^iKJs.rL'uoulVoL 
MUWllJbKiVLr^J I t^lvIVirUrK 

RRFLQVCVNEINSRTPMRLSYIE 
KKKGRQTTHIVFSFRDITSMGFF 
LESPTQGLASPE 


29823 


60191 


A 


30006 


233 


1538 




29824 


60192 


A 


30007 


1 


2331 




29825 


60193 


A 


30008 




1857 


MPLRFSSSSRIPYYVNLLHKAA 
TGFERIDYNFETHSSLEIATDAL 
TISDHHPCESAAINAETRPSTVL 
EELARAIRQEKEIKGIQIGKEEV 
KLSLFADDMIMYLENPKDSSRK 
LLEW1KESNKVSGYKTHVHKS 
V ALL YTNSDQV ENQIRTQPF YN 
SCENKIKYLA1YLTKESKDLYK 
RNYKTLLKEITDDTNKWKHIPC 
SWIVKVAGVESWIHHTQVEVW 
TPPEETAGSTAHGSQDQPDQPR 
YTCEPLEDLHLLFQKETSHTIKA 
STTDPEEKPLPPYKRYCDNLKT 
CHTSHGSVMAETAVINHKKRK 
NSPR1VQSNDLTEAAYSLSRDL 
KRM LYLFVDH 1 RKSDGTLQ\EH 
DGICEIHVAKYAEIFGLTSAEAS 
KDIRQALKSFAGKEVVFYRPEE 
DAGDEKGYESFPWFIKRAHSPS 
RGLYSVH1NPYLI\PFFIGLQ\NRF 
TQFRLSETK1PVIIQEAGLSQSEK 
QAADGIQGVAHPAFQVCDGCG 
SSLQHFFLLMLVDFQLPPLLNL 
RVLIMATLFTIACYVELRGYML 
HAFQLVSLAMSHLHLAHNQDT 

T_I r> A IQriVT \\l\fH A I CTJCt F PUR A 
nrAlaUVLW VCAL.brloLn.rrirvA 

SDVRADLSNAYSEEVRKFGFLL 
WGLDCASLHRSDFITSSETKYH 


29826 


60194 


A 


30009 


1 


944 




29827 


60195 


A 


30010 


1912 


1915 




29828 


60196 


A 


30011 


1503 


1961 





3835 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29829 


60197 


A 


30012 




6552 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFV 
DQIRKSDGTLQEHDGICEIHVA 
KYAE1FGLTSAEASKDIRQALKS 
FAGKEVVFYRPEEDAGDEKGY 
ESFPWFIKRAHSPSRGLYSVHIN 
PYLIPFFIGLQNRFTQFRLSETKE 
I TNP Y AMRL YE S LCQ Y RJCPDG S 
GIVSLKIDWIIERYQLPQ1RLGDP 
GSSRLSMEHGLRSTPAWTLDKFI 
E D YL LPDTTFG AD VKS A VN V V 
CDFLKERCF 


29830 


60198 


A 


30013 


1 


2679 


MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGYLTSAEASKDIRQALK 

SFAGKEVVFYRPEEDAGDEKG 

YESFPWFIKRAHSPSRGLYSVHI 

NPYLIPFFIGLQNRFTQFRLSET 

KEITNPYAMRLYESLCQYRKPD 

GSGI VSLK.IDWI1ERYQLPKVPS 

PEA RKI TR R WRI\ VKQRJ * LG FL L 

RLSEMPRKQGDYRTRIWKFED 

GLSNVLV1QLNKLIICVMCLVR 

DCDVLKTYFHR 


29831 


60199 


A 


30014 


2641 


5798 


CDNLKTCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

S L SRDQKRML Y LF V DQIRKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWF1KR 

AHSPSRGL\YSGH1NPY\LIPFFIG 

LQNRFTH F\RFMEQKKSPSN RFT 

QVRLSETKEITNPYAMRLYESL 

CQYRKPDGSSIVSLKIDWIIERY 

QLPQSYQRMPDFRRRFLQVCV 

NEINSRTPMRLSYIEKKKGRQT 

THIVFSFRDITSMTTG 



3836 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


29832 


60200 


A 


30015 


1734 


6267 


QQHRNPQKGKQWSYKSTFKFK 

SESD1HLAEHHKQVLYDGKLAS 

SIAFTYNAKATDAQLCLESSPK 

ENAS1FVHSPHALMLQ1LTEQV 

CTQVVHKPHPEPDSTVKIQNPS 

EQMAVLYC1VLVGGEFDLEMN 

FIIQDAES1TCMTELLEHCDVTC 

QAEIWSMFTAILRKSVRNLQTS 

TE VG LIEQCDNLKTC HTSHG SV 

MAETAV1NHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGL 

SIVSL\KIDW1IERYQLPQSYQR 

MP\DFRRRFLQDVQNETHGNT 


298j3 


60201 


A 


j0016 


1514 .... 


6335 




29834 


60202 


A 


30017 


2033 


4226 




29835 


60203 


B 


30018 


1 


5670 




29836 


60204 


A 


30019 


1968 


3130 




29837 


60205 


A 


30020 


34 


43 1 




29838 


60206 


A 


30021 


320 


528 




29839 


60207 


A 


30022 


1 373 


1868 




29840 


60208 


A 


30023 


3 


1771 




29841 


60209 


B 


30024 


1 


2299 




29842 


60210 




30025 








29843 


60211 


A 


30026 


1 


127 




29844 


60212 


A 


30027 


1 


812 




29845 


60213 


A 


30028 


1 


1830 




29846 


60214 


A 


30029 


1 


836 




29847 


60215 


A 


30030 


297 


936 


RTSSSLMRSSSSLLR1CSGVSPRS 

1PRWFTSVSLPSSFIR\RITTFRYT 

PGHVAPASRRSCYKYRR*PMRL 

YTM1QSLS/VGSRPSGLRAFSSD 

CSPLPRTCSLSRRRVLMITTSRS 

*qi Tvr:vrYPC\/T? p\/t a a accvc 
oL> l iuVUroVKrVLAAAoc i r 

SRR\YAGFQNPHNLLVSG*YQG 
NYRHFG1LRGYPG/TLKNSNFQL 
TRSARISLSSRSSICTSTGGNTTL 
PPSSPPDC 


29848 


60216 


A 


30031 


1818 


1991 


SPSHIRRTAPNGLRHYQR*1QQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 
















29850 


60218 


A 


30033 


1419 


1640 


IFCASLSLGLYAGIEARILTKGY 
TRK* IQQ* APSDQKRDFL VPHG 
ADSAMAKHGGSHRAVLPQGC 
DPHMESLI 
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SEQ ID 

NO: 

29851 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


60219 


A 


30034 


1 


1593 




29852 


60220 


A 


30035 


107 


195 




29853 


60221 


A 


30036 


1480 


1605 


TILR1TFQFCRSNRRRQRQ*NRF 
STSQRRCYFLLNG EDVTLP 


29854 


60222 


A 


30037 


1 


373 


MPSYFTSRTAAVHVSALREEQA 

HHESKHHESFIAQRMFRMFYQ 

ARNLLHAGQENLFSGLTALTAE 

FTVGEEATRGKTTGKRG PSPDG 

RILRTTKTRNPRGYMQGRYLES 

QRDVEATDKPFEFFMNRFRLLE 

AAPRVEFIAYTGLCEDVIRPQL 

DEAIAQGYLTECADYWQITEH 

GKLFLNSLLELFLADGYHMWR 

M 1G AG AHLA VGIDPTQLFLCQF 

EAVRKLLGNDQRAHLLPLGIEQ 

LPALKAFDTVFSMGVLYHRRSP 

LEHLWQLKDQLVNEGELVLET 

LV1DGDENTVLVPGDRYAQMR 

NVYFIPSALALKNWLKKCGFV 

DIR 1 A D V S VTTTE EQRRTE WM V 

TESLADFLDPHDPGKTVEGYPA 

PKRAVSDCAQAVKMTNMISYQ 

GLVRTFLSTSPNNWLVFMQNG 

QE V VIDSOKSVS*RSVCl'GCFIK 

HGICSMRDKK1SFLV*RRLLLNS 

LSAKKLHGAKQRAKGDLPRMG 

AFCVPPKRV1RVVICKEG1WKA 

SVMSKPQISRLSSL 


29855 


60223 


A 


30038 


561 


845 


AK.IVQLRPR1LRPSRSARRCPSA 
PRSRRQRRRSGPLPEPAPRVS*Q 
IFPSQYWRYRQSTENQKQRLDP 

AGSA 


29856 


60224 


A 


30039 


1 


1090 




29857 


60225 


A 


30040 


1 


1384 




29858 


60226 


A 


30041 


1 


1377 




29859 


60227 


A 


30042 


2268 


2684 


RCRRCKRRLLRRFRRSLLSLAG 
SPENHARFYCRNSLPDEWFFRH 
H PRST* PPRSREIRRCHCG* RQC 
SSDGRKITSVHRGRNADGRELT 
HQAVRLLAYLSDRFARHHRHL 
RN A H R RG PDRi P K ERHFP A TIC L 
RHTPAV 


29860 


60228 


A 


30043 


1130 


1310 


RLDKQNRRQGKRQRNNGVFHQ 
QPQRR*RTDV IQMPHSH HRHA 
QRRDHQQLGQHHAGRNFE 














VAASVSSSMSCAPVLMTVVTR 
CTLLILSQFMRRKA1KK7LSGSL 
LPASE VKVLKRDGDYSEA/ QQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 

============= 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29862 


602^0 




===== 


1 







2986j 


60231 


- — 

A 




30046 


J , 


To^ 




29864 


60232 




300_7 









29865 


60233 


- — 

B 


30048 




790 


^ 




29866 


60234 


A 


30049 
















T853 


2~257 




29868 


60236 


A 


30051 


90 


411 




29869 


60237 


A 


30052 


1375 


3174 




29870 


60238 


A 


30053 


5 


206 




29871 ! 


60239 


A 


30054 




sfir 
















rr Y lvKKt\.t\t\t\L,o V oiJOlVlisJN 1 0 

KTRRTR*IINLLGRS*NRNFVSV 
PSGQNYP*ISLDHGRENYGGYS 
TIQNRLLRLPLSRSGCILQ 


29873 


60241 


A 


30056 


634 


924 




29874 


60242 


A 


30057 


42 


665 

— 


K.YGV\NPGPYGGTT\RKLYEKK 
LLKLREQGTESRSSTPLPTISSSA 
ENTRQNGSSDSDRYSDNEEDSK. 
IELKLEKREPLKGRAKTPVTLK 
QRRVEHNQSYSQAG1TETEWTS 
GSSKGGPLQALTRESTRGSRRT 

rrvKK Vb 1 ^trirKllJijr V l:>fc.5 i r 1 

A ETllVyt A CCMECT \/\rMT? \ITr:XT'PV 
Ac I IMASCHND^L, V VINKV 1 OINrlN. 

HASPILP1TEFSD1PRRAPKKPLT 
RAEVG 


29875 


6024j ... 


A 


30058 


_1822 


4791 




29876 


60244 


A 


30059 


310 


]275 




29877 


60245 




30060 




39_ 




29878 


60246 


A 


30061 


— 

250 


iif^ 




29879 


60247 


A 


30062 




i64\ 






60248 




30062 




]009 






29881 — 


60249 


— 
A — 


3006 




~TR 












?b"5 







29883 


60251 


A 


30066 


2282 


2741 




29884 


60252 


A 


30067 


1 


2199 




29885 


60253 


A 


30068 


1 


2229 




29886 


60254 


A 


30069 


441 


608 




29887 


60255 


A 


30070 


122 


517 


CTIV1RSRCFWWKTAWAQKMN 
LLPMARLTTTIALATYANISAQ 
WAKRLQTAFR*WATPHGAVLI 
*FPALRVK*ANATALSLLTVTT 
QATGRLRARQRKTATPRTIRPG 
ESTSSSPRSSGSLSAPACSVPWM 



3839 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29888 


60256 


A 


30071 


498 


1155 


KQPSAVSGTGAAGEANLHAVR 
TAEQTAVVYRHRQRVRWLLR 
YGILDWSPTYLKEVKHFALDK.S 
SWAYFLYEYAGIPGTLLCGWM 
S DK VFRGNRG ATG VFFMTL VTI 
ATIVYWMNPAGNPTVDMICMI 

VlurLI i Urv MLlOLrlALfcLArlv 

KAAGTAAGFTGLFGYLGGSVA 
ASAIVGYTVDFFGWDVGFMLS 
HELWESEFTKLKYEYNNSCPAS 
VSGWL 


29889 


60257 


A 


30072 


670 


1100 


NCRKTSPK.RRFSFDDPKSDRAK 
DFLAKILH*SLWRAYPIARHLTL 

Y Kr Ar KJL-- Y 1 LALrL^Ko 1 K^Kf^J 

ATTV/TAI PTI T nPDPf^T-Jrin ATA TV 
A 1 1V1 ALrlJLLUUlJrOrlJJlJAlAl V 

LALASPELDVKAITSSAGNQTP 
EKTLRNVLRMLTLLNRTD1PVA 
GGRGKTVNA 


29890 


60258 


B 


30073 


861 


935 




29891 


60259 


A 


30074 


1 


2510 




29892 


60260 


A 


30075 


3 


119 


NALRKSASSCSGRNRYPGS*PS 
RPDCQRSCSHKHAGYG 


29893 


60261 


A 


30076 


3 


227 


GGEGRASCSADTGWLPSDPPGC 

A ATAI f^r^aC \\l A \/ A ( ~\ AAA C\iXM 

AAuALUOuU WAVAUAAAuUr 

PA *C A nntnUHA DV Ani4T3ATCC 
UA oAOOlvj V HAr JVA^rlr A iro 


29894 


60262 


A 


30077 


1 


2277 




29895 


60263 


A 


30078 


1 


2187 




29896 


60264 


A 


30079 


1 


3666 




29897 


60265 


A 


30080 


1 


699 




29898 


60266 


A 


30081 


513 


1019 


TGGVCCWCARYVDALVVFAD 
QLFVAEVLASAHSPSRLYAHAH 
GDTPQRLRLNGRQALSP*FCCN 

tjd A AI f\T> urvpvp PI P A P f^CP r\ 

A/iPPPXTT T VOI/ AQAHP QOP PiQQ 
IVIKK^IN L.L, I ^IVAlSAV^K&^IvJJ^o 

*RSLFFRSVDADGG*R*SHGYA 
FRHGRFQCHRPHGLPGTGPPRH 
ADSAFSRRLIYPACRWRL 


29899 


60267 


A 


30082 


389 


462 




29900 


60268 


A 


30083 


1 


278 


N/tp.xrMn a vi PMHr.i rjwnFiuvv 

IVlOVINl^/iVl^CiVtrlOLOlNlJrlVlV V 

Uf\Kjr ukILjL, v v err i ULDLUr rl Y 
RMFNADGS/DSGAVRQRCALLC 
PFCASERTDQ*A*YPRQHRQRA 
DGSDRHR 
















29902 


60270 


A 


30085 


1 


1308 




29903 


60271 


A 


30086 


30 


164 


VTWW*RAPTAGLMQC*YCRNR 
RARLRLTYGHAPAHRRNGPDV 
PS 



3840 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 




NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


29904 


60272 


A 


30087 


3 




ILKrAINrvr nlrUAAu Vlr Vu Y 














AL*RGTSVSAVHRW/CS TVFGV 














NWATLATKLMVAG1RRSGAAS 














RISRASPPSFSVPACSVGRKKVI 


29905 


60273 


A 


30088 


1 


~ 

36_9 




29906 


60274 


A 


30089 


1 


957 


MGFRRTMPHIVISALVGGLLLV 














F ADCL A WTCRHDKLDDI SD V A 














KITGLTSKAIRFYEEKGLVTPPM 














RSENGYRTY TQQHLNELTLLRQ 














AK^V KJr INLfccoVJCLV INUr INUrV^ 














PT4Q A rtVl/PPTI FWACTCPLIin: 
KiioAlJVrvlvK. 1 LlllV V At-lcKHlo 














ELQSMRDQLLALANACPGDDS 














ADCPIIENLSGCCHHRAGKYVG 














1 IP DWE? E»IPT-IPr'\X/D!k'TT Cr*T? A 
L1KK V KrvKJKrlKL-. W rllv 1 Lol^KA 














VSEFQRLIQPNHQYQSYTRQCA 














PETDNHADNSYNAGLFIVNSLY 














1 Acu V IvlUrvtibL W^KY VrLlvlK 














HEALRLQVRLPASVELDDLLQA 














p.nip.i t xi A \/pn» vr* A t nr.TA ttt 
(jUIULLINA VtK i UAJLyU I Ar 1 1 














YAVQR1RVGAMLD 


29907 


60275 




; >0090 


L 


699 




29908 


60276 


— 

A 


30091 


4j0 


660 


tiKJ 1 Mr 1 V n-riKKllvll^K 1 AKt^lNlU 














RHYQ1QLSAVQRI RGAMLDELR 














oKUW V rKo\KKJNAKDYAyAlu^ 














MSLPMLQVALS 


29909 


60277 


B 


30092 


1 


F575 




29910 


60278 


A 


30093 


1 


289 


MIQAMPPT1MI FM At I PTPVAVA 
IvlloAlNrvr 1 IINLL/LL/JLLKI r V A V A 














DLNTFAAAAAAVCRTQSAVSQ 














QMQRLEQVPLGKNCSLVTVATN 














C*LNMAFNFLVTPGKSCVLMM 














RSC1QPNSD 


299] 


6_279 


— 


— 





T095 




29912 


60280 




A 




30095 


— 

10j7 


— 

97 
















TPAFPPAQR A QTJTQnr>Pr»WAlsJl 
1 LnJ^rrAoKAoK 1 o I y U ^ W A IN 1 














QQA/N4PW PXIQTTPQTT PPPQTPV 
m VlVlr V NrlN^ 1 1 ralLKKro 1 rtv 














C S ATNCGEN * LSIMIG S 


29913 


60281 


A 


30096 









29914 


60282 




30097 


— 








7°-T^ 


- — 

A __ 







]— 




















KSLNAICYRNTRTSMACY*PA* 














VPWPk'l-IQAr,! N/fTIQPVT HVTQP 
V J\WrN.noAuLM 1 lorVLnVlor 














RHWRLECATRVGRLG 




60286 




30100 




2784 






60286 


— 


30101 





]975 




29919 




— — 

A 


30102 


— 

3 


470 




29920 


60288 


A 


30103 


1447 


1773 


t^r Ar 1 t,ririlj 1 ytMrlrH^Kb Y 1JC 














PQRDPRHIDAQVSDQRPCPDSG 














LREPLHCAQPDSGG * ADNSADH 














IRRNGGDGAFQRKRNRTLTDPH 














KRQEHGGLTLRIKLSVEQAFAG 


29921 


60289 


A 


30104 


1 


449 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 

===== 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 




6^9~T 


— 




========= 

— 












30106 




410 




29924 


60292 


A 


30107 


3080 


3232 




29925 


60293 


A 


30108 


1 


1272 




29926 


60294 


A 


30109 


438 


617 




29927 


60295 


A 


30110 


259 


392 




29928 


60296 


A 


30111 


905 


1545 


RLTTPSLSVCWRPAAKRP1LPRS 
LKQLKKIASRKVTPVSLGNAW 
NNLEKQRAYLSMMAQKRVDG 
LLVMCSEYPEPLLAMLEEYRHI 
PMVVMDWGEAKADFTDAVID 

IN ArtUU I MA UK I LlCKUriKc,lU 

VIPGPLERNTGAGPPCRFYEGD 
GRSDDQVDGDIQFFFSTNTITGR 
GHFRTMVDGICPCKDGNLRFN 
R 1 LEHREPF YPQI P A TF A Y A 


29929 


60297 


A 


30112 


3 


466 


AIVKFKRNVHQDGGYCSVQIQ 
QCRFALIFKDFCRMRHNGLIRR 

J IbUjUjdVUKlKUVolAoUKV I it 

FFALEGKKPSSSISA APTQMAVS 
ARLKVAKCQSPT*KSIISTTKPC 
HRRSNRLPSAPP11SATRVHRQM 
RYSTSSGAAALLSITVTPS 


29930 


60298 


A 


30113 




1562 | 




29931 


60299 


A 


30114 


706 


857 


PMRELISKGVSPFA1SNSGLLTS 

LL J ov V lUAlUUlK-farLSWAo 

GKGP 


29932 


60300 


A 


30115 


966 


1142 


SLEETEKYRNVNEMCFPVKRR 
RREREKTSERTPAPV*VKITTRK 
LYPAEERTGR1FEA 


29933 


60301 


A 


30116 


1 


3095 


MDKFLNTYTLPRLNREEVESLN 

RPVTASGLEV11NSLPIKKSPGPD 

GFTAAFYQRYKEDAGEREGEG 

GNQQVAVRGKRKTTERKKKLG 

EDVKVKESKNSGAYEVKQHRF 

FRSLDWNSLLRQKAEFIPQLESE 

DDTSYFDTRSEKYHHMETEEE 

DDTN DEDFN VEI RQF S SC SH RF S 

KAAEVSTRLLSTRVTE1EGWLI 

VQRNQKLLQSNLKQRSGEPLIL 

DDDSHVPPELRAGYRLLKNAG 

CLPPELEQRREAIQ 


29934 


60302 


A 


30117 


1 


2583 




29935 


60303 


A 


30118 




3141 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29936 


60304 


A 


30119 




1037 


MRVVILGSGVVGVASAWYLNQ 
AGHEVT V I DREPG A ALETS A AN 
AGQ1SPGYAAPWAAPGVPLKAI 
K.WMFQRHAPLAVRLDGTQFQL 
KWMWQMLRNCDTSHYMENK 
GRCFELPVAVYAGGQAVLVKQ 
CKA1GGPDRAPDTLNTMPIFKA 
CTPDNRRAVWRHRAQTSPESR 
LLDMTAAWIEIANHHLQRFTTR 
LQQLGIKTNNLRHSGKTNAVIV 
YMIQSISLVDEMSCHLVLTTGG 
TGPARRDVTPDATLAVADREM 

VGVlRrCQALlLNLPGQPK.SlrCET 
LEGVKDA/EGVPYCIQLLEGPY 
VETAPEVVAAFRPKSARRDVSE 


29937 


60305 


A 


30120 


96 


711 



















J? 




— 


— — — 


— — 


7728 






60l08 




|— — 


— 


T79 

J 


IQTESNPQD1L*NPSPPVFISKHS 

PXTMQ Vr V A ACT? PT^W C U puvc 

ATTCNRALSI WYLMN 


29941 


60309 


C 


30124 


202 


321 




29942 


60310 


C 


30125 


150 


491 




29943 


60311 


A 


30126 


1163 


1257 




29944 


60312 


A 


30127 


929 


1023 




29945 


60313 


A 


30128 


3 


765 


TARAWLLLGPVWPCVSERWSK 
KPSPRGGRDPSDRDPAAFAARS 
TVPPRISAYERPVPWPGEWNDP 
RGPGRRASAVVSPREGNWGVL 
RDPRLQARKPRMVRSRQMCNT 
NM S VPTDG A VTTSQIP A SEQET 
LVRQESEDYSQP\*LLVALFIAA 
KKM * KSLKGKKPKTKKRV WN 
LVCPLMPLNL V* FVKVDLKM V 
ALSMAKQDILWPALH/DAKKL 
KKRNKPCPVCRQ/HNSNDCANL 
FPLVDLSIRELYISNYITLGI 


29946 


60314 


A 


30129 


2 


430 






I^IH 


















3TT3T 


J03 


5l9~ 


GTGQCANTKMSVPTDGAWTTS 
QIPS/SPEQETRVR\PKPLL\LKLL 
KSVG\AQKDTYYYGKRFLFNLG 
QYIYGLNDYY 


29949 


60317 


A 


30132 


3 


619 




29950 


60318 


A 


30133 


123 


385 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29951 


60319 


A 


30134 


66 


413 




HQSEQMYQSSESCLLGTTAKA 

Druni PT&QAPURPQTPPPWCT 
rvLjrH^L-K I AoAtnrro 1 rrr WoL 

TLESQREGRFKQPTLISCF/CLF 
MSVPVVSAPPFSSSSSSSSSSSSS 
SRP WFPDQEAR* LTSPVERPCR 


29952 


60320 


A 


30135 


257 

— 


465 

— — 


V r J AoLLMV^otrn V Ltr V W 

EVEGHSV*TGKPDRPPRR1CLLT 
LLLPVPW VPGQLAIKQEGQEPIC 
KRH 


±1?_££ — 


60321 




i 

3_0— 








29954 


60j22 


— 

A 


30137 


t5t- 

33 











6 ^H£ 


A — 





lip 





















29957 


60325 


A 


30140 


650 


1045 




29958 


60326 


A 


30141 


374 


575 




29959 


60327 


A 


30142 


1 


1095 




29960 


60328 


A 


30143 




981 




29961 


60329 


A 


30144 


28 


698 




TACR1RHGHAGRLCCSPCLLVIP 
LKSSQHALRVLNPPNLDGRRKI 
A\FAHHCPFKGVG\RRYA\HVVL 
RKADMDLTKEGGENSLEDEVE 
RVITH/1LQNPRQYKAIP\DWFLN 
KTRRM * KDGTY SPG P*P1GLGQ 

RHFLGAFRVRGQAHQEPLGRR 

r , DUDcr;\/Ck'PT^TPC\ f T;pr , i \/xti^t 
ulvnrjU V &KctlK3 VLirL^LV JNJvI 

V I JrJVlvJVIS.N.lSJVK VUAAANL V V 

VVVVGGR 


29962 


60330 




30145 





340 




2996 ^ 


|?q^* 


— 


— 


— 










— 




— 


V5T 




29965 


60333 


B 


30148 


1 


2652 




29966 


60334 


A 


30149 


205 


450 






tOt^, 
















— 


3"o~~T 


— 


To"2~9 






29969 




60337 




A 




30152 




237 




422 


U/FPTPA flVTMPQPPQriTUVDP A 
IxoKAKWrlULlVlcL V ^l\JVKlS.or K 

ANKPRRLPPVR*RCPPRA 


29970 


60338 


A 


30153 


1 


1134 




29971 


60339 


A 


30154 


136 J 


411 




29972 


60340 


A 


30155 


1 


3345 




29973 


60^41 


A 


30156 


194 


475 


TP ATV RRG WRPAV R V FR W WK 

DT TAAPDPD \fflX>l cpr.Trri?DA/Di 
rL 1 Vrri\JvlS.LirLoKkJ 1 uLKrvrL 

TTPCTHTVUP A CllC A\FV\A1 l\?f\ 
1 1 ro 1 Kj 1 VMKAOIUA VJvlVlLl V 

KSPCMPPC*HRQWTMTGLWQA 
PAAIRPV 


29974 


60342 


A 


30157 


1 


2988 




29975 


60343 


C 


30158 


1 


3939 




29976 


60344 


A 


30159 


308 


749 




29977 


60345 


A 


30160 


1 


1338 





3844 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29978 


60346 


A 


30161 


1 


4342 


MTRDNPVIPRFIHRREVVFIGQE 
NGGIQNARFIAALFFQHGVNLC 
QRVGGLLKGIGVEVFRYTSVVE 
RVVVDYYIRPAGFSIDTNDRGS 
VTDDFAPDGQLAKAIPGFKPRE 
PQRQMAVAVTQAIEKGQPLVV 
EAGTGTGKTYAYLAPALRAKK 
K.VI1STGSKALQDQLYSRDLPTV 
SKALK.Y TGNVALLKGRSNYLC 
LERLEQQALAGGDLPVQILSDV 
ILLRSWSNQTVDGD1STCVSVA 
EDSQAWPLVTSTND 


29979 


60347 


A 


30162 


1 


1023 




29980 


60348 


A 


30163 


1 


679 


M FRVTWSSGRTGLGKRLFRTP 

YDN DDTGP YA FN KTHPKDN YT 

CTVLF1DDMSASGQSLDKAQD 

NYRQAMKKLSSGRGNVLAQAE 

AFRGLGVEIKREINPDLAEQAIR 

LQDCVFDTQETMTTTFTGTVSS 

AXICn\I VVTTPXlTT^Tr: A A CXIXTVC 
AfN^LilN YY llrlNII.JILiAArlNiNVi 

LAIGNYVVLAFSA S/VGA/DMK 
MVNSTITASGSKRSTTVLRQGL 
SQRWLLSAGARNLLQHYSFRE 
TCANWNMLF1GR 


29981 


60349 


A 


30164 


1 14 


685 




29982 


60350 


A 


30165 


1 


1353 
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PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29983 


60351 


A 


30166 


1 


1661 


MRGEVLLAGVPRHVAEREIATL 

AGSFSLHEQNIHNLPRDQGPGN 

TVSLEVESENITERFFVVGEKRV 

S AE V V A A QLVKEVKRYLASTA 

AVGEYLADQLVLPMALAGAGE 

FTVAHPSCHLLTNIAVVERFLP 

VRFSLIETDG VTRQLLG VSYRI L 

AMGHAE FLIQI ADM RNDGG WR 

DFQFSGNLVMDEPNRSAQTYIK 

LVICSRLGTTKRYNHKDDCPRC 

RWI AAMIDN PPRIRKPTK.S ASV 

WHATATSASPERQMSTTV1MS 

ARFISCWVMTPFCMPRSGPMRF 

VHLPCRFRDAFNTGVGKLDQL 

GPSMSTRIRQRFTTLCPMTLSSS 

STEFENVSDCRPSRARSCLRFRL 

CRSIRCVYRLADYVQRSLQAGF 

IQRPAIRHPY1 IH VKGAFTEYVR 

NNRLPETV1RVLQPALARFSPDI 

APLFSPFPLHDDDVTARLYAPS 

LMPKLRLIGLTLLALSATAVSH 

AEETRYVSDELN I WVRSGPGD 

HYRLVGTVNAGEEVTLLQTDA 

NTNYAQVKDSSGRTAWI/HVET 

T*H*AKPALPCARSGKSGQT\PD 

o *tuav i? 
K 1 ri^ Y r\ 


29984 


60352 


A 


30167 


2D4 


496 


KAbKLK 1 CULJUUUl^Ll!>A V Vc>V(j 

a cdfa cD\/i('CCi?T?\yv*c*yr:pcc 
AJrrAoK V l\oM\K W V o VUrib 

WrrOlVJoL 1 Ac-llvKoKlvlr V V 

GSLTASFANVVR 


29985 


60353 




30168 




9 - 8 i 




29986 


60354 


— 


30169 









29987 


60355 


— 


3— 





— 






60356 


- — 


30T7J 







702 




29989 


60357 


— 


30172 









HIIj— 




— 




— 


2^68 






603515 


— 


30174 


612 


671 




29992 


60360 


C 


30175 


1 


2649 




29993 


60361 


A 


30176 


501 


754 




29994 


60362 


A 


30177 


1030 


1327 




29995 


60363 


A 


30178 


3 


108 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29996 


60364 


A 


30179 


404 


1347 


DVTILARAVLQALLK1L YH/KCE 

FNDEMLTEGV1REKMGFNPQTL 

REVLQACQQQGCVANNLDLDV 

VMIIIDGAFSGIVQNWLMNMA 

GYDLYKQAPALVDNRTGMER 

ASNGGPWQVQSLPARSYRQLD 

SYYGEAMAIGERALVALLDFSG 

PSPSGDWRYQTHHTFPPTGWR 

RQATLVK.MRACIEAVKAVGEE 

LCPALGLTIPVGKDSMSMKTR 

W^tUrNc,t,KbM L orJLoL. V IbArA 

RVEDVRHTITPQLSTEDNALLLI 
DLGKGNNALGATALAQVYRQL 
GDKPADVRDVAQLKGFYDAIQ 
ALVAQRKLLAYHDRLI 


29997 


60365 


A 


30180 


494 


1433 




29998 


60366 


A 


30181 


1092 


1347 




29999 


60367 


A 


j0182 


j15 


600 


STPIEKTVSKAFSAGSCS1LTVT 

PTP*EVSSAFARSLICRSIRKPGL 
KLRS1TIGALASKTVLPASPPRIA 


|0000_ 


60368 


— 


30183 


535 




661 




jOOOl — 






30184 




]49J 








liPr — 


- — 


|^-|| 

















T9T 


5l4~ 




30004 


60372 


A 


30187 




539 




30005 


60373 


A 


30188 




690 




30006 


60374 


A 


30189 


127 


939 




30007 


60375 


A 


30190 




665 
















SSCVLVRWRETADCRWRKLCL 
TDERTRR\NNLRHATNSELLCE 
AFLHAFTGQPLPDDADLRKERS 
DEIPEAAKEIMREMGINPETWE 
Y 


30009 


60377 


A 


30192 


242 


709 


NYMHYHADRCITRCHGNACTV 
NYAGLRSVPTSTVWTGLNLLT 
KRIKYLMAEWSGE/YISGPCV EP 
GKKSDQSKKITVSIPLKVLKILT 

nPBTBBfl\AIMI BHATOCm 1 (TJ 
Ufcivl JvKA^J VlNlNLKtiA 1 lNoc.LLLy-D 

api HAPTr.npi nnna ni pvpjjt 
ArLrlAr lO^rLrlJlJAiJLrvrvtK 1 

AE\IPEAAKREHA*HGGLTPET 

WEY 


30010 


60378 


A 


30193 J 


1 


897 




30011 


*j° 3 ^ 9 




30194 


_1030 


F263 




30012 


3 0 




30195 


263 


514 




PAHFSVAHSHLWQNINPLSSVQ 

CRQNHQAIPCRIFELLNVMRH/ 

VTRDSSSGLGCSWRLTASVNAR 

RFVDPVQILVMAMSGRRSR 


30013 


60381 


A 


30196 


1 


1995 




30014 


60382 


A 


30197 


141 


229 





3847 



WO 01/075067 



PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
ol peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30015 


60383 


A 


30198 


1 


702 




j0016 


60 j 84 


A 


30199 


j6 


144 


nr.[ i i n4p*ci?>jiqpi i nk'PWDT* 
UOLLLlVllJcKINlorLLt^tS.KlVlr i 

yAV V W WWMJiuv 












646 


W V rlAKrlNIVll'At^l-l V^KKl baL 
ERRQPVMLMVMLRILWY1YCSI 
HVLG*WICRLYYKTLLK 


30018 


60386 


A 


30201 


107 


1200 




30019 


60387 


A 


30202 


366 


500 




30020 


60388 


A 


30203 


1 


1193 


LADCSRYNGLEMTLSCCAGAS 

TVDAVGGIERGGLKSPEASEGEI 

APRLLLDGEPLALSGDKWRISP 

WLL VTDDTATITA FLQMIQEGK 

AITLRDGDQT1SLSGLK.AALLFI 

DAQQKRVGSETAWIKKGDEPP 

LSVPPAPALKEVAVVNPTPTPL 

SLEERNDLLDYGNWRMNGLRC 

SLDPLRREVNVTALTDDKALM 

MISSQIFNGHMVHIIKDLVFTDH 

APDKGISFGSDTGMDRPARGD 

HRLLVMHHDMTRFLRLPHHVE 

NAGVIIH1E1EINFHPALVGVTRH 

G VPLVTRSQLRQPHTRLAGFQY 

IKXA^Ir V INKA 1 V 1 UtclA I ADLr 

TKI'FPAXiri'NJDFCVRU'M A AXIMAIC 
1 INr r AJN VjlNlvr S> I AJllN AAlNJNiNk> 

VMAV A VTXTUnV/l TP,ni'Vl CMfWd 
V N V A V Nriu VL-lwUR Y Lr IN^JVrl 


30021 


60389 


A 


30204 




1057 




30022 


60390 


A 


30205 




955 




30023 


60391 


A 


30206 


1281 


1370 




30024 


60392 


B 


30207 




2199 




30025 


60393 


A 


30208 




589 


MLKK.REQTVFTHEKSVFQGLD 
RGNRELGPPKTFGVKGAQKGN 
LQIFSEDK.NFGPGGSG EIWGHR 
GPKWDIPRGKRETLGKPHFFW 
KPSQEFGRKGLGSFGPWERVSG 
NKNSGKRIYPWGPVDGINCRW 
REPRNVDVAEYRRDCGSRFRSL 
RHFYRSLFSLHRPASTRHQKAQ 
SSAVTWLQTNAQHGRRQRWQ 


30026 


60394 


A 


30209 


1118 


1460 


FQASTTQPRTCCAPLSSVWRCR 
PPRSSPWPASWRSVPSSMGLRR 
TPWCPELLSSRGSTGFLWAEMT 
SSQARPKSSPCLWTSSLAPASRP 
CPS*\LQPPGQQRWGEPIGAIAV 
PL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30027 


60395 


A 


30210 


61 


641 


RHKHRRRIPGRWDQIRPAPNR 
WQTGFQWFALPVTGVRLISGY 
TELLPRL/PAQKN LPYTIHPA WR 
FVAHQGRESALECRYVPLPVRH 

* P MPP U/D PPRNVn V A P VP f? HP 
KInLKW rvtr KIN VUVAcY KKIJU 

RHPGAQTGAVTGFADECPARK 
AAALAKASVNK.VVFHSTNATV 

PUDDHPCO D A CriCPl?!? VWDOC 
LnKrUKDlwvoUorKKi VVKA^ll 


30028 


60396 


A 


30211 


214 


462 




30029 


60397 


A 


30212 


116 


283 


KKIKRHSLSVINSLANSKNKRR 
WRKNIKLR*SSLLK*TESPLPMA 
1LVLTSLTAI 


30030 


60398 


A 


30213 


451 


834 


1WTGKKVDSARALIARGWGLH 

V I LKKl DD W Ivl UOKJvoivri J UlJ 1 

DVLLRJHHVIGELPTYGYRRVW 

Aboi^ 1 UK l rJv V V/JNK. I r rrVLa 

DFEHLQEPYEYFGKLR*PWLPA 
TGEFHAEIYRSVDFCKF1PV 


30031 


60399 


A 


30214 


i 180 


2547 




30032 


60400 


A 


30215 


341 


505 




30033 


60401 


A 


30216 


293 


4221 


KPFSPCCRKGRWLFRNHSSARR 
PTVLYYRRSTMR*NSW*PNLRR 
QRGNPANRS/RQSMLELSGVK.D 
GEL1PAKLFNHLVTWLQARQTL 
SQQNTPRPGGGEIPPWCSSVLA 
ESERKKRGRKKQRGIDSPDVGA 
LLL V RATF YI WQQPP VNKI ALG I 
EYAASK.YYGWQRQNEVRSVQ 

Pk'l PIT A I QOV A MPP1TVPP A T.l? 

THAr;vur,Tr,nvyviFPTTAT t?t^ 

1 UAu V r\\j 1 KjK^v Vrlrc, 1 i AL-lvtS. 

DAAWTLGVNANLPGDIAVRW 

Vk'TVPnnfUARPQATAI? 
V IS. 1 V l UL/r rlAKroA IAK 








30217 




— — 




j 003 5 




6040j 


- — 
A 


30218 






]440 




j 003 6 


60404 


A 


30219 




389 


5 3 


YESARLSGLHRQSDDRWRR*SP 
QYARHTRKRTSAGCSA 








. 

1 





— — 


— — 

— 






— - — 

6^i5^ 




30221 









30039 




T~ 


30222 


— 


627 




30040 


60408 


A 


30223 




862 




30041 


60409 


A 


30224 




469 




30042 


60410 


A 


30225 


241 


615 




30043 


60411 


A 


30226 




1428 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30044 


60412 


A 


30227 


862 


1453 


SFLLVSPSQACHHYYAP/KIFDL/ 
SGYTSTTEQMWGTVIVGLTNV 
LATFIAIGLVDRLGFLAMPAGM 
GVLGTMMHIGIHSPSAQYFAIA 
MLLMFIVGFAMSAGPLIWVLCS 

Cll^r LIvutvUrLil 1 Lv3 1 A J IN W IAIN 

N/TTVnATFI TMI X1TT nTM A MTPW 
1VJ1 V UA JrLI iVlLiN 1 LOIN AIN lrW 

VYAALNVLFILLTLWLVPETKH 
VSLEHI/ERNLMKGRKLRE1GAH 
D 


30045 


60413 


A 


30228 




987 




30046 


60414 


A 


30229 


767 


1472 


CMSRQCCTAYVPPVRSCCPPVS 
VHFFFHSRLCRDALNEAFHPSG 
FQVVKCCDIARIHRNRYG DLLF 
A1GVVH1AMVNAIHRNATFHQR 
QEIGGCFTNQQDFLSIGGA1VINV 
VDNFLQRPETYGDPFCQYHFH 

K£ VLL Ylvlr UINLl Vui l^riv^lUrK 
VQr\PI XTAFlI TVXIO A RTXTP A *\T"M 

IWHSVFLFVLLIGLHRLCGMRQ 

JJ V LIN IVl V JJfMtr r W KWL^LAuA 

NFHVLQRQILADQRQRNW 


30047 


60415 


A 


30230 


2553 


3845 




j0048 — 


60416 








656 






604T7 


— 


T— — 

——^^ 









30050 


60418 


— 

A 




— 

185 


206 




A 1 v Uri r I 1 E-rUlJlJLAvjUr A rL 
bWrAurALtnnlNLrWA 1 uDLn 
SLRA 


222|i — 


6^42^ 




i2_£_ 












A~~ 




— 


2681 




30053 


60421 


A 


30236 


1 


2004 




30054 


60422 


A 


30237 


1 


811 




30055 — 


60423 




j0238 




7521 






60424 


- — 


30239 




S 






30057 


60425 


— 
A 


30240 




1 3 


T TPTUnX/Rk' PWWRVPVT QVIP+k' 
Llrl W WKIS.r WlNivlVr VLa V Ir rv 

WKLKGPVALK.TAYPAK.RLPLPI 
TSFSLPGVA 


30058 


60426 


A 


30241 




2067 




30059 


60427 


B 


30242 


1 


2787 




30060 


60428 


A 


30243 


101 


947 




30061 — 


60429 




30244 




1917 




30062 


60430 


- — 

A 


30245 




239 


469 


k'PVQKQPPRFQAnk' AQAQAI A 
JVK V oloilvKKr jALJlVAoAoALA 

P WAX/PC A \/"MT WP A I * TT A AP V * 
KW W Ko A V INI I VrAl 1 IAvJKV 

QLRMTNCVRTTITACHSR*RITL 
SLSPVKPAS 


30063 


60431 


A 


30246 


1 


4348 




30064 


60432 


A 


30247 


1141 


2244 




30065 


60433 


A 


30248 


503 


649 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30066 


60434 


A 


30249 


418 


930 


PRVIENFLFQLTFLPGG1TQSHQ 
YVRRLFIGAERFQHIAGSGHYR 
VV*NANAGSKIGGRSMQNKPAI 
FSQRTAEHNRFIQTD*FITRLRR 
p»i c\] pnisjpp>jupipnpT \/nnnp 

fL^Lr v^lNrrlNr clr^KJL V LJUUr 

HCTIGIMFANVDHGTTENRIRK. 
TFR1YHRNAHAPLTI 


30067 


60435 


A 


30250 


1 


526 




30068 


60436 


A 


30251 


442 


684 




30069 


60437 


A 


30252 


1 


3144 




j0070 


60438 




3025j 




340 


L LPQRQ AKAPV LPLPLPTEN VP 

A A 1? A r.Vl^nAVIFQCAnPPATA T 
-AAtvAvjrvPvUA V IroanyrL^iAL 

AANGAFTGG*YQNRQ*NMRCY 
ASGESVTDRPRLAIRDAT1GISG 
FCSLA 


30071 


60439 


A 


30254 


62 


298 




30072 


60440 


A 


30255 


904 


1530 




30073 


60441 


A 


30256 


701 


1329 


HRLSMCRGRCSRWWSARTNV1 
SMLVFALSFASWRIVSPRTM/D 
ALTFAAESALPGSPTHISTDHQG 
QFVFVGSYNAGNVSVTRLEDG 
LTMLHEELSSHMMKEEQILFPM 
IKQGMGSQAMGPISVIV1ESEHD 

CAr.CI 1 TJVTVUTTWMVTPDUPA 
CAOcLLilVllvrl J 1 IN IN V 1 r rr cA 

CTTNKQPAQPQRDKPQRGNQQ 
PAHQLAERHLVDRLLM 


30074 


60442 


A 


30257 


8 


382 




30075 


60443 


B 


30258 


1 


2655 j 




30076 


60444 


A 


30259 


67 


231 




30077 


60445 


A 


30260 


1109 


1531 


TFLHSIPAAKTQGPPPRNTLVDT 
PQH L* HQQRRTRQPQLALSLRT 
*VFLNRILRGALFAPKACLKPD 
LVISPRGPPQGLGVTRVQVSAH 
TNPRTTHRNTPHYTRNTQTRPE 
STPRRDTTTPQQRHTPPPHTGK 
RRGTPET 


30078 


60446 


A 


30261 


1025 


1252 


SSTVFSNLDRSDSP1SQSKMKIIA 
SITTIRMEP*A1ATPYSPSSTRLR 
M* A V ATRV SG VTRNTMA LT V V 
MARTKL 


30079 


60447 


A 


30262 


2114 


2380 


LPGLAKLTVKDLPRLSLAFERE 
VRDSPISQSKMKIIASITTIRMEP 
*AIATPYSPSSTRLRM*AVATRV 
SGVTRNTMALTVVMARTKL 


30080 


60448 


A 


30263 


3026 


3217 


LPQCKWDPYGVTISPQVSIRSR 
ANPSCTSPFFV* SATKGLL YQQ 
TRIPALDIPPSSNRRNSHG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30081 


60449 


A 


30264 


1403 


1799 


YGHEWRWMPGNRPHYGRWPQ 
HDFPPFKKLRPQSVTSRIQPGSD 
vtvp a i7u ncnwr.vA/r, a t/qdh 

V 1 V L'A.lrMVI Un,\{ Wui VUANoKy 

pun CVA VHQT DVTVVAUVr^C 
KWLrYAY UoLKJs.1 V VAri vrut 

ivoL.r 1 ur KbKrA I V^IC VUKLrA 

AAV UM VL WLoLJJVAl^rx/l V V V 

KVVVL 


30082 


60450 


A 


30265 


3174 


4135 




30083 


60451 


A 


30266 


1 


2771 


















30085 


60453 


A 


30268 


10 


233 


LRJQASDPE1NSRRESGIHLPYTT 
DKAPSPLTVDGAK* EVSRSSI/R 
QNSQVQHPPDAAKYPSGCHKS 

rtvurKKA 


30086 


60454 


A 


30269 


300 


564 


SANSTLKRTQV1MRRPLTVKLSA 

Ivi^LrlVlLJvVJN 1 rvJNoLV V V VolVl V 
\A1 I CTPTD \\/CD\/HTD 1/ ATCCCT 
T7 W\/*OI AX1TCPPT 1WCPXIC 


30087 


60455 


A 


30270 


5259 


8003 




30088 


60456 


A 


30271 


1 


819 




30089 


60457 


A 


30272 


1173 


1369 




30090 


60458 




£027j 




4767 




30091 


60459 


— 

A 


30274 


— 

905 


1 162 


roo V Vlvll^ooJl V oc.l^£,l 1 ols-Lr^A 1 

V A erw a AT,I XJQP witqppcc 
VAoVVAUo/\ULlNoKIS.I 1 otKoo 

AFLSAL1RHPTGGIFNKL*LSGT 
LNPALLSFITSHG1LL 


30092 


60460 


A 


30275 


1164 





















30094 


60462 


A 


30277 


1 


168 


LEHLSPCDSIRHSRTRATAAIRS 
RCYSKYAQ*IRDHRVNGDGVS 
RLYAANQHRTCQ 


30095 


60463 


B 


30278 


1 


954 




30096 


60464 


A 


30279 


108 


530 


SIRQTHVQIVRRSCLA1RHQVPS 
TA1RVGIVKGNFAS*AGAQPSK 
TLR*HRCTTRALTSGVLAVRLS 
AGCNFPELVHRRLTLWRAGRT 

ttipptr ah a cp vfiRnvpnwi tp 
PFPAGQRC 


3Q097 


60461 


— 


30281) 


- 


T389 




30098 


60466 


A 


30281 


1 


380 




30099 


60467 


A 


30282 


1 


3255 




30100 


60468 


A 


30283 


569 


2547 




30101 


60469 


A 


30284 


1 


585 










30285 


1376 


1693 


CPMADTPAT*PIPKRLMLCYST 
GLPACYITVKPP*TLGSVQGSLG 
PSSGPKTAGAPSSRPPSPSARRP 
RTTETRWTLLRSKDYWLITRKV 
GLGNLQDGGRAGSLS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L ! iiknowii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30103 


60471 


A 


30286 


737 


1088 


NMLMNVCNLPVVCVPMMSRK 
RGCVTITWALICGLSWGCRMS 
GGLRKPAPRPQKWRCLP11VGR 
RKSGGSK1RANVCSLPIFPSGI\G 
R*TTGESKRI.CRSYHDAAGNDS 
* WRJ3LVIG 


30104 


60472 


A 


30287 


3 


209 


VQHSCRMCGTHSQKCPSHRQK 
LRPHGHLVA*CLCAGSREWEA 
NPLFPGRGHCTDSPPETRPHQL 
VQRV 


30105 


60473 


A 


30288 


2366 


2768 


STRSGGNCRGAGAGV*SGPVA 
GR*SQSGDRAEST\SPLAMVGD 
G1NDAPAMKAAA1GIAMGSGT 
D V A L ETA DA A LTHNHLRG L VQ 
MIELARATHANIRQNITIALGLK 
G1FLVTTLLGMTGLWLAVLAD 
TGATVL 


30106 


60474 


A 


30289 


714 


881 




30107 


60475 


A 


30290 


791 


1618 


NT1SIRPIK.LRS*L/CDPGFAGQPF 

IPEMLDKLAELKAWREREGLE 

Y E1E VDGSCN Q ATYEKLM A AG 

ADVFIVGTSGLFNHAENIDEAW 

RVMTAQILAAK.SEQWGQQVY 

AIVQNTDQAQAVMPYGPKCLY 

VLAQNDALQRTENYAESIAALL 

KDKHPAMLLLAATKRVLFAIV 

DTYVTTNASLAG1 AENSMDLSP 

GGRVAVKESNQRWCSDGFEFC 

CDNGERLRVTFALDCCDREAL 

HWAVTTGGFNSETVQDVMLG 

AVETPLRQRSSVVSSGVADG 


30108 


60476 


A 


30291 


364 


1305 




30109 


60477 


A 


30292 


105 


609 


CGGCPQSRHRPAPALRYPQLQ 
MPHWRRSICTSLHRQR*WTPSG 

sv 


30110 


60478 


A 


30293 


159 


438 


LIKSASLS*FK*LLKPAINAG*Q 
AS*WRASASKPCSASPDCAGDN 
CASIVSAASALALGCSKRISAPR 
TAP 




6^0~4~8~o" 




30294 


1246 


Tp4~ 


















30113 


60481 


A 


30296 


231 


413 


SPRCTRPCNAGSDVRRGSASF* 
AGGAGY*TPRPGVW*SVGYGE 
RQQRAPPADWSQRCGVD 


30114 


60482 


B 


30297 


1 


3081 




30115 


60483 


A 


30298 


345 


505 


TNAACNRQSGLINQWMKQTVK 
ME/VTASGTVISVINPVATKLRR 
♦RVFPAPCCG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 


30116 


60484 


A 


30299 




421 


QRRATGDLRLPTR*TARRGGRC 
DS*SSRRWHRAFTGACREISRQ 
QNRRHRQRPAGGVALVGSE*T 
SGILAGQRHYRVYRAGYRRSPP 
AGYAPD*SD*RPVDGRHECGRR 
PVWRRENVPATGGQIGARHET 
GGGLPRTVY 


30117 


60485 


A 


30300 


1 


3202 




30118 


60486 


A 


30301 


317 


554 




30119 


60487 


A 


30302 


474 


599 


TTSVQRTFLPDTY*APTPVLLPA 
RKATAARKLHRFSGRQDR 


30120 


60488 


A 


30303 


212 


569 


TSLK V VTPALRSMPSVPINN LS 

KVKCSKAFSASCP*NEADFLRN 

VPPG1R1VCSLSSSDSALTICRLL 

VITVMLLKRESRGTICKTVLPAS 

RMIESPSW1KLTAASA1SSFLWV 

LMSVL 


30121 


60489 


A 


30304 


1 


160 


WSK.MSRAVRPSDWESWTQTRE 
VVRQTVRCRPDPPSAAVCLTAS 
SPATslCGlPIG**MLAEILA*RAV 
RPSDWESWTQTREVVRQTVRC 
RPDPPSAAVCLTASSPANCGIPI 
G 


30122 


60490 


A 


30305 




975 




30123 


60491 


A 


30306 




762 




30124 


60492 


A 


30307 


1 


733 




30125 


60493 


A 


30308 


493 


948 


LGAIFLAGALFAAAWLADFRL 

GLGARLYRYGADWFCADGGM 

SAEELKFISENGAVVDMDHKKP 

GSAAASGPKLHY1KQLLSNRM 

MLGVFFGQYFINT1TWFFLTWF 

PIYIGNVVSDNR*YVAQITFITW 

1KTYGRCPSFQRDGDGFVNRCL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 


30126 


60494 


A 


30309 


153 


2031 


RRNYQRQQKKRGSEGAGRPDR 

RSRISAAYSPRSEFNNAAVTEH 

Y*NRF*T/LVPRSR/HANADTVT 

REAVNQVIALLDSGALRVAEKI 

DGLPTNQMQASRRAKEEEV H L 

TGQPSRVQSPPRRCEEKQYMVL 

MIVSGRSGSGKSVALRALEDM 

GFYCVDNLPVVLLPDLARTLA 

DREIS A A VSI D VRNMPESPEIFE 

QAMSNLPDAFSPQLLFLDADRN 

TLIRRYSDTRRLHPLSSKNLSLE 

SA1DKESDLLEPLHGFPDYDTV 

GFSCKRRIDYVCRIKHSRRIRQV 

VLLN FAKSG AFSTTRGTDDKTR 

RSLLVTLVRIFCVRVIFAYDIRD 

GIHVRIIQINSKSGKVGSKHNSG 

YSAAKFGGVGLTQSLALDLAE 

YG1TVH SLM LGNLLKSPMFQSL 

LPQYATKLG 1 KPDQ VEQY YIDK 

VPFKRGCDYQDVLNMLLFYAS 

PKAVVLAPDSRSMSPAVSGRFK 

PRV V VAIALDDQQRI VDTLFM K. 

GLTVFARPQKIPAITGRHSGATL 

QKQGKCSVEELAQYFDTTGTT 

MRKDLVILEHAGTVIRTSGGVV 

PDSPPHTRRDPRRFSMAFPWFD 

NIRSAEFHHVTTLLAE1PRQQND 

IHRPAHAAAAPKVETRSGDETN 

RRWNRPAQH LFA 


30127 


60495 


A 


30310 


720 


872 


EKVPVSIGPGGMQELPMQSPDR 
RSAGKPGPASRAGR*TGGGAFS 
TKRDYR 


30128 


60496 


A 


30311 


1967 


2452 


SRRCSAS1NQRPRPGHEKMVSV 
RIAPASNVPTCRPITVTTGS1ALR 
SAWTIITRMRVSPLARAVRM*S 
SPSTSSIEERV1RTMTASGIVPST 
MAGKIIWATAS1KLPSSPQMAV 
SISIKPVNGLESSRNTISLTRPET 
GVRFQCTETSMISIMPHQKIGIE 
















30130 


60498 


A 


30313 


2 


250 


LIRKVST*SVLMKAFLRJA*KDC 
ERLGLKCFWSGSEKGCPLVNT 
NAFGGHCEHHQWVSSVSRVRV 
SQSAGGCPLFNILLNTV 


30131 


60499 


A 


30314 


1 


300 


SVFSH*AKKIWKGVSQRALGQ 
NSRGSGSGCQASWTIRFPVGFH 
TDGTRLRRNPGMQAFLGPVAR 
FLALEARSLDCAFSSSLLFKRKL 
SGRWGRASRGTKL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


30132 


60500 


A 


30315 


1 


468 


MTEKVKQQPAPVTASDEIDIGR 

LVGTV1EARWWVIGITTVFALC 

A V V YTFFATPI YS AD AL VQ1 EQ 

NSGNSLVQDIGSALANKPPASD 

AEIQLIRSRLVLGKTVDDLDLDI 

AVSKNTFPIFGAGWDRLMGRQ 

NETRRGFSARGTGQMLKKEGV 

TLMVEAIHASPGSEFTVTKYST 

LGMINQLHNSLTVTENGKDAG 

VLSLTYTGEDRYTNHAGVVNT 

MIIIAATHNLVFENNSCEYAHP 

MGNAPAGLTEYQNVFYKHDRI 

QGHYVWEWRDHGIQAQDDHG 

NVWYKFGGDYGDYPNNYNFC 

LDGLIYSDQTPGPGLKEYKQVI 

APVK1HARDLTRGELKVENKL 

WFTTLDDYTLHAEVRAEGETL 

ATQQIKLRDVAPN SEAPLQITLP 

QLDAREAFLNITVTKDSRTRYS 

EAGHPIATYQFPLKENTAQPVP 

FAPNNARPLTLEDDRLSCTVRG 

YNFAITFSKMSGKPTSWQVNGE 

SLLTREPKINFFKPM1DNHKQEY 

EGLWQPNHLQIMQEHLRDFAV 

EQSDGEVL11SRTVKPRGPARCP 

DSSVGTTYCTENNPPFDNGLLN 

AQLLQQAKPFVDERQSK*FGCH 

SPSYSCLWLSI1GLKKLIFGSRVS 

SDSPFTCQDVGLPLIFEKV1AKL 


30133 


60501 


A 


30316 




524 




30134 


60502 


A 


30317 


1669 


4421 




30135 


60503 


A 


30318 


2 


349 


SMAKCPLRKNQGPVRSCGAWS 
GCLWLPSPSGTPWRSSLWILLL 
F/SQISQLLSLLHQGQFQPKPNH 
RGNKYL A K PGG SRS AIPDTDGP 
SARAGGQTDPEQEEGPLDPEED 
LSVKQLL 


30136 


60504 


B 


30319 


217 


368 




30137 


60505 


A 


30320 


1 _ 


951 




30138 


60506 


C 


30321 


1 


3729 




30139 


60507 


A 


30323 


1 


2437 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /=possible nucleotide 


30140 


60508 


A 


30324 


1005 


1815 


PDLHCQKKHPTLCSGYWPTFRT 
PVHYAAFS**/HALGHLAFS/EA 
SLHSHRGTQALTTQKXSPAKSP 
TAATTETRVMRK.ISHGTRDPPG 
FASL\MQ*MHYGKLCAFQSELL 
FQSLQRSHWTQSWWLCWPHW 
RLCWTQNWWQCWPHWTLCW 
TQSWWLCWPHWRSCWTQRW 
WLCWPHWTLCWTQSWWLCW 
SHWRSCWTQSWWLCWPHWRL 
CWTQSWWLCWPHWRSCWTQS 
WWLCWPHWRLCWSQSWWLC 
WPHWRLYWTQSWWLCWPHW 
RVCWTQN 


30141 


60509 


A 


30325 


2436 


3678 


RMPPWPPGSPGPLGCSAWAEA 

PPAHCPDVLLHLHPACPHIQAP 

CGTGAPGTGLAAAADSEPLGSS 

APPAGRPCPQAAAACGLAPPLP 

RGWCPPPTSSWMGRRLQSLSA 

HPTSPAPLLAAPTAVCSCSRCSA 

PRSRCVARPAARTGLPTPAPAS 

SPAPATSPAPAESPAATASHPV 

AEASPAPGAPPPRPAASPSPAAS 

PAPPAASPVLTASPPLPAASPAL 

A A SPV HTA SPP VH V A SPPVHTA 

SPPVHTASPPVHVASPPVHVAS 

PPVSCSGDSTSDCFPPQPGAVFP 

HSL/VSFLRWLVSSCSCSTLDGP 

AGGCGARGSAVWFLSLNKLLP/ 

MLLYQMYLMLLLLLRCANQ*I 

DVFSELTDYCGA*IQGYC*FLV 

LAIPR*VVTTRSGCVRATAIDFL 

FPVSSCWNARALPLP1CF 


30142 


60510 


A 


30326 


929 


2910 




30143 


60511 


A 


30327 


1 


1488 




30144 


60512 


A 


30328 


203 


701 




30145 


60513 


A 


30329 


493 


924 


SDPGFRHGKAR1TDPRGQPGRR 
LQGGSSEGNGSDMKAARKVSG 
NKHSTSSHQHAVWCPGVPS* SG 
KAWAADQRFVPRILGKGRGHV 
DAA*LSWKCRNHLSSVSLNGE 
NQRFVGDARYRTRLQRGSANL 
FKRQRCGTLHQNLELL 


30146 


60514 




30330 




219- 3 - 




30147 


6051 5 - 


— — 





- 






30148 


60516 


— 


3 


2~— 


2560 


FALRYRQPVRHRW*FHLVQRH 
GRFSRASGATWPASAAAFAWP 
LLVCAPLSAASAAPLARL 


30149 


60517 


A 


30333 


1 


2820 




30150 


60518 


C 


30334 


194 


418 




30151 


60519 


A 


30335 


25 


458 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


30152 


60520 


A 


30336 


860 


1209 


IPGNCRDSSGVGIKERETNAGS 
QHMH/IKNSSVHGYPRLCVEDE 
DAYKKQFSQYIKNSVTPDMME 
EMYKKAHAAVPENPVYEKKPK 
KEVKKKRWNRSKMSLAQKKD 
WVAQKKASFLRA 


30153 


60521 


A 


30337 


1 


1440 




30154 


60522 


A 


30338 


138 


512 




30155 


60523 


A 


30339 


1723 


1845 




30156 


60524 


A 


30340 


6 


983 


RRWACRSLSSSGRRSLFRRMGF 

VKVVKNKAYFKRYQVKFRRRR 

EGKTDYYARKRLV1QDKNKYN 

TPKYRMIV\RVTNRD11CQIAYA 

RIEGDM1VCATYAH\ELPKYGV 

KVGLTNYAAAYCTGLLLARRF 

LYNRFG\MDKIYEGQV\ELTGDE 

YNVES1DGQPGAFTCYLDAGLA 

RTTTGNKVFGALKGAVDGGLS 

YPLTVPKRFPWF/DDS*KPRNLI 

AEVHRKPHPWAQNVARLHAPT 

LMEEDYEDAYYKKQFVRQYVKN 

SVT\PDMM\EEMY\K.KAHAAIRE 

ESSSMEKKAQGKKFKK.K.RWNR 

P\KMSLAQKKDRVAQKKASFL 

RAQERGC 




60521 


— 


30341 





2043 




30158 


60526 


A 


30342 


390 


1180 




30159 


60527 


A 


30343 


2 


649 




30160 


60528 


A 


30344 


1 


1929 




30161 


60529 


A 


30345 


I 


773 




30162 


60530 


A 


30346 


3 


484 


NSSCRDPGY/CP1IVSLNSS*GSL 
LQDMPGPSKV1SEILATRGAVNI 
TTVAYKSAV1LSFTTASAVSLSS 
RNVIGPLFASQPSFTIHFSLFSHN 
GSAPLNAPDMANCFGLTALTSS 
LDERLFSRNSAGSCCGIRNCFIS 
TLPPNTSTLTSVNSKGSSSVHG 


30163 


60531 


B 


30347 




2775 




30164 


60532 


A 


30348 


1 


1386 




30165 


60533 


A 


30349 


439 


555 




30166 


60534 


A 


30350 


1 


1785 




30167 


60535 


A 


30351 


100 


488 


IALASSHCTANARFRITRCRTK/ 

EQRYALSQAKSIADELMTGCTN 

FAFSGKPGTGKNHLAALSGIAC 

WKTFLMN L AS ARDEKRA V VLH 

Q1VDRRTASMRSVGMLTNLNY 

EAMKTLLGERIMDRMTMNGG 

RW 


30168 


60536 


A 


30352 


1 


786 




30169 


60537 


A 


30353 


1 


288 




30170 


60538 


A 


30354 


711 


953 
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SEQ1I) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 






== 


^ 


====== 








30172 


— 

60540 




A 


3035 

— — 


— 

1 35 




— 

115 

— 


orUSVUA^J\UUAU\rtL Uric 

NIARRADYGSHDHERRAM 


J 


60541 


— 












60542 


— 


— — 


1TB 


7561 




— — 


— — 


— 


— — — 


501 


— 







— — 

— 







^— — 

— — 


— 

— 


602 

— — 


SPPASWR**1PPAGFFT 


30177 






— 3 — ^ 












6^7 








■j 


TT79 










30363 




1215 




30180 


60548 


A 


30364 


1282 


1657 




30181 


60549 


A 


30365 


388 


804 




30182 


60550 


A 


30366 


1328 


1978 


















30184 


60552 


A 


30368 


291 


303 


RVRRMMYTVTLYSFSTOKNTY 
I*E*E*G*GWRHHIFLG*MKCFS 
SRVILVLTSHDSSQSSLQTVSLL 
LLSSFALDPSSTMLTTEESVE 


30185 


6055j 


A 


j0369 


284 


4jj 


PVBBMMVTVTI VWQAMl'MTV 
Iv V lYtvlVllVl I 1 V J Li I jro/\IN.NJN 1 I 

1 r. -D ulu wivnnjr tvu 1 ivi/jvi^ri 
FND*SWP 


"(H86 — 


60554 


— 


30370 


290" 


425 


RVRRMMYTVTLSSFS ANKNTY 1 
*E*E*GLGWRHH1FLG*IQHFNR 


30187 


60555 


A 


30371 


842 


905 




30188 


60556 


A 


30372 


784 


3453 




30189 


60557 


A 


30373 


1 


209 




30190 


60558 


A 


30374 


36 


412 


ESEVLGPRSLPTWVPSPSGSLGP 
RGGRGGCILRPSRGGRGRHGPT 
KAGPWSPESRGR*DWKARGPP 
APSRGSPSRARARRGGSGGGPA 
DEPGLQGRTRRPALSSRTSAPD 
PGRVVERSGRFRSES 


30191 


60559 


A 


30375 


1 


340 




30192 


60560 


A 


30376 


2 


3336 






W^> — 







22 





















3Q | 95 


60563 




30379 


220 


403 


CLSTVFFLCITLVSECWSLF*SH 
MHVLLPRNRKEKL1EIFRTQTY 
DVNAYKASAHRNSGPG 


— — — — 


— — 


- — 


— — 


— 


— 






— — 


— 


30381 







— — 






60566 


— 


30382 




3455 




30199 


60567 


— 


30383 


85 


2695 




30200 


60568 


A 


30384 


69 


303 




30201 


60569 


A 


30385 


1 


951 




30202 


60570 


A 


30386 




4749 




30203 


60571 


A 


30387 


176 


1553 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30204 


60572 


A 


30388 


1 


425 


MDQIISLFGRPDHVAYDIRSLRN 
KANPDDTFEAQLFYGDLKAIVK 
TSHLVKIDYPKF1VHGKKGSF1K 
YG1DQQETSLKANIMPGEPGFA 
ADDSVGVLEYVNDEGVTVREE 
MKPEMGDYG/PRL*CVVSNHHP 
RCAKLRQGI 


30205 


60573 


A 


30389 


3 


1890 


PSQPLLWFAGRPRGRDTGCPRC 

KQNSTCIAAVKMEGPLSVFGDR 

STGETIRSQNDKESFNEQKTCRI 

*RK.RLV*LYEVAEHEIVMAAAS 

IANIVKSSLGPVGLDKMLWDDI 

GDVTITNDGATILKLLEVEHPA 

AKVLCELADLQDKEVGDGTTS 

VVIIAAELLKNADELVKQEIHPT 

SVISGY\RLA\CKEAVR\YINENP 

NLLTQDELGRDCL1NAAKTSMS 

S\Q11G1NGDFFANMVVDAVLAI 

KYTDIRGQPRYPVN SVNILKAH 

GRSQMESMLMSGYALNCVVGS 

QGMPKR1VNAKIACLDFSLQKT 

KMKLGVQVVITDPEKLDQ1RQR 

ESDITKERIQKILATGANVILTT 

GGIDDMCLKYFVEAGAMAVRR 

VLKRDLKR1AKASGATILST\LA\ 

NLEGEETFEAAMLGQA\EEVVQ 

ERICDDEL1L1KSTKA\RTSAS1IS 

RVPIDSMCDEMERSL\HDALC\V 

VK\RVLESK\SVVPR\GGAVEAA 

LSIY\LENYA\TSMGSREQLAIAR 

VCKITLWLFPNTLSS*CLPRDST 

DLVLQNLRAF\HNEAQV\NPER\ 

KNLKW1GLDLSNGTPRDNKQA 

GVFEPTIVKVRGLNFATEAAIT\I 

LRIDDLIKLHPESKDDKH/G/GS 

YEDAVHSGALND 


3Q206 


60574 




30390" 




975 




^ Q207 


60575 


— 


30391 




2577 




3Q208 


60576 


— 


30392 




3126 




30209 


60577 


— 


30391 








3 q 2 |^ 


60578 


— 


30394 




5o~8~2" 






60579 


— 


30395 




915 






60580 


— 


30396 




Wfi 




30213 - 


60581 


— 


30397 








30214~~ 


60582 


— 


3039g 




2454 




3Q2]5 


60583 


— 


30399 


89 


2533 




30216 


60584 


B 


30400 




4083 




30217 


60585 


B 


30401 




1725 




30218 


60586 


C 


30402 


127 


345 




30219 


60587 


A 


30403 




597 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30220 


60588 


A 


30404 


3 


3386 


MPATASAGVPATVSEKQEFYQ 
LLKNLINPSCMVRRQAEEIYENI 
PGLCKTTFLLDAVRNRRAGYE 
VRQMAAALLRRLLSSGFEEVYP 
NLPADVQRDVKIEL1LAVKLET 
HASMRKKLCDIFAVLAVRNLID 
EDGTNHWPEGLKFLIDSIYSTN 
VALWEVALHVFWHFPGIFGTQ 
ERHDLDIIKRLLDQCIQDQDHP 
AIKTLSARAAAAFVLANENNIA 
LFKDFADLLPGILQAVNDSCYQ 
DDDSVLESLVEIADT 


30221 


60589 


A 


30405 


1 


1695 




30222 


60590 


A 


30406 


1126 


1355 




30223 


60591 


A 


30407 


1 


1610 


MGSRCLNPPPPAHSDTTGKDSF 

GNIRGAETGQGASACSVTSARV 

TCGAGSEPHSHRNPGISAQVGL 

APSYGAARGRRRPLALQQSPQE 

RRHVGWNSTRGLLPASLPGTAS 

SQSASATASAALPLKVTGPLAR 

NPTPPWTAAAALATRGQRPEK 

GLFPGPAPFSLGKRKRGRGRTW 

ERRRRVS1ETSTCFRPGCERLGA 

AAGANLSQLASSQRPLRERWV 

LYT1IMAAAGAPDGMEEPGMD 

TEAETVATEAPARPVNCLEAEA 

AAGAAAEDSGAARGSLQPAPA 

QPPGDPAAQASVSNGEDAGGG 

AGRELVDLKIIWNKTKHDVKFP 

LDSTGSELKQK1HSITGLPPAMQ 

K.VMYKGLVPEDKTLRE1KVTS 

GAK1MVVGSTINDVLAVNTPK 

DAAQQDAKAEENKKEPLCRQK 

QHRKVLDKGKPEDVMPSVKGA 

l^tKJLr 1 VrLaOMYNIS.S'jtjrvVK 

LTFKLEQDQLWIGTKERTEKLP 
MGS1K\NVV\SDPI\EGHEDYHN 
DG RFQL APTEA\S Y YWV Y WV P 
TQYVDAIKADTVLGKWQYF 


30224 


60592 


A 


30408 


71 


415 


WLFPPNPPVFRGQHPRQGLGPP 

oa a nt?p a \r\n f^i t a \/\/ 
oAALitvivAlVllS.N.K.b V VLLLLAV V 

LVLVIVGLCLW/LPSASKEPDN 
HVYTRATVAADAKQCSEIGRKA 
AEVINAREVAPSVAFASMFNSS 
EQSQKAL 


30225 


60593 


A 


30409 


562 


2376 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L'nknown, 
*=Stop codon, /=possible nucleotide 


30226 


60594 


A 


30410 


604 


2475 


RQREVTRSPPERSGLRVLQLFPP 
NPPVFRGQHPRQGLGPPSAAGR 
RAMKKKLVVLGLLAVVLVLVI 
VGLCLWLPSASK.EPDNHVYTR 
AAVAADAKQCSK1GRDALRDG 
GSAVDAAIAALLCVGLMNAHS 
MGIGGGLFLTIYNSTTRKAEVIN 
AREVAPRLAFATMFNSSEQSQK 
GGLSVAVPGEIEGYELAHQRHG 
RLPWARL FQPSIQLARQGFPVG 
KGLAAALENKRTVIEQQPVLCE 
VFCRDRKVLREG ERLTLPQL AD 
TYETLAIEGAQAFYNGSLTAQI 
VK.DIQA AGGI VTA EDLNN YRA 
EL1EHPLNISLGDAVLYMPSAPL 
SGPVLALILN1LKGYNFSRESVE 
SPEQKGLTYHR1VEAFRFAYAK 
RTLLGDPK.FVDVTEASSGVSA\ 
VVRNMTSEFFAAQLRAQISDDT 
THPISYYKPEFYTPDDGGTAHL 
SVVAEDGSAVSATSTINLYFGS 
KVRSPVSGILFNNEMDDFSSPSI 
TNEFGVPPSPANFIQPGKQPLSS 
MCPT1MVGQDGQVRMVVGAA 
GG TQITTATALAI1YNLWFGYD 
VKRAVEEPRLHNQLLPNVTTVE 
RNIDQAVTAALETRHHHTQIAS 
TFIAVVQA1VRTAGGWAAASDS 
RKGGEPAGY 












342 


GRTLVPHGGLPHHYLVQCEWL 
PGTS*AEFPVVHLPAFVARARG 
ADRQHHGPFLPLCHLHPARPRR 
EDLHRKSPGEPNPIEHHRSSGPG 
CRRI 


30228 


60596 


A 


30412 


1 


910 


MLFRPALGSRQVVRNMTSEFF 

AAQLRAQ1SDDTTHPISYYKPEF 

YTPVDGGTAHLSVVAEDGSAV 

STTSTINL YFGSKV RSP V SEILFN 

DEMDDFSSPNITNEFGVPPSPAN 

FIQPGMGWR\KQPLSSMCPTIM 

VGQDGQVRMVVGAAGGTQITT 

ATALICVTAFLPGRAHPAQPPS 

HADHTPMPQAIIYNLWFGYDV 

KRAVEEPRLHNQLLPNVTTVER 

NIDQA VTA ALETRHHHTQIA ST 

F1AVVQAIVHTAGGWAAASDS 

RKGGAYRILSALQEDKADKQS 

RDKILTRTRKGTLGDWLPM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30229 


60597 


A 


30413 


110 


868 


DLCPLPTLPPHLLRPALG SRQ V 
VRNMTSEFFSAQLRAQISDDTT 
HPISYYKPEFYMPDDGGTAHLS 
VVAEDGSAVSATST1NLYFGSK 
VRSPVSGILLNNEMDDFSSTSIT 
NE\LGVPPSPANFIQPGKQPLSS 
MCPTIMVGQDGQVRMVVGAA 
GGTQITMATALAIIYQPSWFGY 
DVKRAVEEPRLFTNQL\LPNVTT 
VERNIDQAVTAA1AETRHHHTQ 
I ASTF1 A V VQ A I VRTAG G WAA A 
SDSRKGGEPAGY 


30230 


60598 


A 


30414 


1 


1626 




30231 


60599 


A 


30415 


171 


2097 


PSGEREGCLIRESLKKILWLQAS 

AECEGDPGYFLSYFHQILLSFV 

ANTPRQGLGPPSAAGRRAMKK 

KLVVLGLLAVVLELVIVGLCL 

WLPSASKEPDNHVYTRAAVAA 

DAMLCSKIGRDALRDGGSAVD 

AAIAALLCVGLMNAHSMGIGG 

GLFLTIYNSTTRK\AEVINAREV 

APRLAFATMFNSSEQSQKGGLS 

VAVPGEIRGVYELAHQRHGRLP 

WARLFQPSIQLARQGFPVGKGL 

AAALENKRTVIEQQPVLCEVFC 

RDRKVLREGERLTLPQLADTYE 

TLA1EGAQAFYNGSLTAQIVKDI 

QAAGG1VTAEDLNNYRAEL1EH 

PLN1SLGDAVLYMPSAPLSGPV 

LALULNILKGYNFSRESVESPEQ 

KGLTYHRIWEVFRFAYAKRTL 

LGDPKFVDVTEASSGVSAWVR 

NMTSEFFAAQLRAQISDDTTHPI 

SYYKPEFYTPDDGGTAHLSVV 

AEDGSAVSATS\TINLYFGSKVR 

SPVSG\ILFNNEMGDLSSPS1\TN 

EFGAPPSPANF1QPGKQPLLSMC 

LTIMVGQDGQVRMVVGAAGG 

TQITTDTALAIIYN\LCFGYDVK 

RAVEEPRLHNKLLPNVTTVERN 

IDQAVTAALETRHHHTQIASTFI 

AVVQAIVRTAGGWAAASDSRK 



3863 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30232 


60600 


A 


30416 


645 


2571 


GRPRLFPQLFPPNPPVFRGQHPR 

QGLGPPSAAGRRAMKKKLVVL 

GLLAVVLVLVIVGLCLWLPSAS 

KEPDNHVYTARAAVAADAKQC 

SEIGRVLVGGPAYLLLLGKAEV 

INAREVAPRLAFASMFNSSEQS 

QK.GGLS V A VPGEIRG YEL A HQ 

RHGRLPWARLFQPSIQLARQGF 

PVGKGLAAVLENKRTVIEQQPV 

LWYVCGKVLREGERLTLPRLA 

DTYEMLAIEGAQAFYNGSLMA 

Q1VKDIQAAGGIVTAEDLNNYR 

AELI EHPLNISLGDA VL YMPS A 

RLSGPVLALILNILKGYNFSRES 

VETPEQKGLTYHRIVEAFRFAY 

AKRTLLGDPKFVDVTENSIAGL 

LCARMDSPALGSRQVVRNMTS 

EFFAAQLRSQ1SDHTTHP1SYYK 

PEFYTPDDGGTAHLSVVAEDGS 

AVSATSTINLYFGSKVCSPVSGI 

L FNN EMDDFSS\PA FTNEFG APP 

SPANFIQPGKQPLLSMCLTIMV 

GQDGQVRMVVGAAGGTQITTD 

TALPPSHADHTPMPQAIIYNLW 

FGYDVKRAVEEPRLHNKLLPN 

VTTVERN I DQA VTAALETRHH 

HTQI A STF1 A VVQAIVRTAGG W 

AAALDSRKVPTPGAGFWEGLV 

EVGWWEAV1TAQHLDITRGTG 


30233 


60601 


A 


30417 


5 


439 




30234 


60602 


A 


30418 


1 


423 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30235 


60603 


A 

— 


30419 


97 




2012 

— 


WADEETWLCLPHLPVFSPTAHL 

PLLSSTPFSSLLPFISTPHPRGFA 

LPLPPSARLYLELRKLPATLPWS 

SVTDTGSYLSGRRERGGEGEGP 

GRRVRVADHGFALPRTGPQGS 

EEELANMQGLWERLERAVSRL 

ESL\SAESHRPPGN\CGEVNGVI 

A\GVAPSRGKPLHKLMDSMVA 

EFVLKNSRILSGDVETLAEIVHS 

AFQAQRAFLLMASQYQQPHEN 

DV\AALLKP\ISEKI\KEIQTFQRE 

/RTRGSNMFNHLSAVSE*IPCPL 

DGIAVSPKPG\PY\VKEMND\AA 

TFYT\NRVLKD*KQSDLRHVDW 

V K. S YLN I WS ELQ A Y I RLE H HTTG 

LTWE/SKTGPV\ASTVS\AFSVLS 

SG A WGFPPPPPPLPPPG\PPSTFS 

EEWKGKKEESSPSRXSALFAQL 

N/QGEKA1TKGLRHVT\DDQKT 

YKNPSLRAQGGQTQSPTKSHTP 

SPTSPKSYPSQKHAPVLELEGK 

KWRVEYQEDRIDLVISETELKQ 

VAYIFKCEKST1Q1KGKVNSIIID 

NCKKLGLVFDNVVGIVEVINSQ 

D1Q1QVMG\RVP 11 SANK TEGCH 

IYLSEDALDCEIYVSAKS1WKWN 

1LYPPQGWVD\YREFPHFP\EQF 

KTS/AWDGS\KLITEP\AEIMALT 

SLRDRTPSPESPS1KTNKKAAVK 


3Q236 


60604 




30420 








30237 


60605 


B 


30421 


390 


851 




30238 


60606 


B 


30422 


136 


603 




30239 


60607 


B 


30423 


1 


2190 




30240 


60608 


A 


30424 


82 


242 




30241 


60609 


A 


30425 


1 


330 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


30242 


60610 


A 


30426 


215 


1984 


LLLVVTMSNNGLDIQDKPPAPP 

MRNTSTMIGAGSKDAGTLNHG 

SKPLPPNPEEKKKKDRFYRSILP 

G D KTNK K KEKERPEISLPSDFE 

MTIHVGFDAVTGEFTGMPEQW 

ARLLQTSNITKSEQKKNPQAVL 

DVLEFYNSKKTSNSQKYMSFTS 

GDKSAHGYIAAHPSSTKTASEP 

PLAPPVSEEEDEEEEEEEDENEP 

PPVIAPRPEHTKSIYTRSVVESIA 

SPAVPNKEVTPPSAENANSSTL 

YRNTDRQRKKSKMTDEEILEKL 

RSIVSVGDPKKKYTRFEKIGQG 

P\SGTVYTAMDVATGQEVAIKQ 

MM LQQQPKKELIINEIL VMREN 

KNPN1VNYLDSYLVGDELWVV 

MEYLAGGSLTDVVTETCMDEG 

QIAAVCRECLQALEFLHSNQVI 

HRDIKSDYNILLGMDGSVKLTDF 

GFCAQITPEQSKLSTHG*GTPY 

W\M\APEVVDTERAYGPK/VLDI 

W\SLG 1M AIEM 1 EG EPP YLNENP 

LRALYLIATNGTPELQNPEKIAS 

AIFRYDFLYNRCLEMDVEKRGFS/ 

SKELLQHQFLKIGQAPSPSLTPH 

*LLQPKEATKEQSPKTHTHPQP 

HCAQAFCEINAHFRNSNS 




60611 


— — 


30427 





337 




30244 


60612 


A 


30428 


1 


1644 




30245 


60613 


A 


30429 


1 


330 




30246 


60614 


A 


30430 


169 


440 




30247 


60615 


A 


30431 


1 


1689 
















GHAWQLAS1WLLCLLWPAVPL 
NCLSSYGWTLWWRIALVGA*R 
SLAPSRGSWSTQARPLKQRRTK 
WCGKSWCLSGTSEPLSHWPRL 
RSW 














RTDTYHLEDSKEQSGNRAGSG 
GWL*SCAE/GRRVALKSWPGRT 
GMSGTRRVTASSRGTSWYCGG 
SAGRSSTPPTGRACSPGSFSSPE 
PQPPG PSAAGSS VSGQLGPCGG 


30250 


60618 


A 


30434 


1 


1772 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30251 


60619 


A 


30436 




2607 


MLTMSVTLSPLRSQDLDPMAT 

DASPMAINMTPTVEQGEGEEA 

MKDMDSDQQYEKPPPLHTGAD 

WKIVLHLPEIETWLRMTSERVR 

DLTYSVQQDSDSKHVDVHLVQ 

LKDICEDISDHVEQIHALLETEF 

SLKLLSYSVNV1VDIHAVQLLW 

HQLRVSVLVLRERILQGLQDAN 

GNYTRQTDILQAFSEETKEGRL 

DSLTEVDDSGQLTI KCSQNYLS 

LDCGITAFELSDYSPSEDLLSGL 

GDMTSSQVKTKPFDSWSYSEM 

EKEFPELIRSVGLLTVAADS1ST 

NGSEAVTEEVSQVSLSVDDKG 

GCEEDNASAVEEQPGLTLGVSS 

SSGEALTNAAQPSSETVQQESS 

SSSHHDAKNQQPVPCENATPKR 

TIRDCFNYNEDSPTQPTLPKRGL 

FLKEETFKNDLKGNGGKRQMV 

DLKPEMSRSTPSLVDPPDRSK.L 

CLVLQSSYPNSPSAASQSYECL 

HKVGNGNLENTVKFHIKEISSS 

LGRLNDCYKEKSRLKKPHKTSE 

E VPPCRTPKRGTG SG KQAKNT 

KSSAVPNGELSYTSKAIEGPQT 

NSASTSSLEPCNQRSWNAKLQL 

QSETSSSPAFTQSSESSVGSDNI 

MSPVPLLSKHKSKKGQASSPSH 

VTRNG E V VEA WYG S DE YLALP 

S H LKQTE VL ALKLEN LTKLLPQ 

KPRGET1QNIDDWELSEMNSDS 

EIYPTYHVKKKHTRLGRVSPSS 




60620 


- — 


30437 




1983 




3Q2g3 


60621 


- — 


30438 




702 




3Q2g ^ 


60622 


- — 


30431) 




936 




3Q255 


60621 


- — 


30440 




1494 




3Q256 


60624 


- — 


30441 




921 




30257 


60625 




30442 




3342 




3 ^ 2g g 




^ — 






1072 






60627 




30444 




371 1 




3Q260 


60628 


- — 


30445 


15 


674 




30261 — 


6^630 


- — 


3^417 




2127 




3Q262 




- — 






3132 




3Q263 


60631 


- — 


30448 


— 


438 




->Q254 


60632 


- — 


30449 








3Q265 


60633 


- — 


30450 




1425 




30266 


60634 


B 


30451 


84 


1954 




30267 


60635 


B 


30452 




1419 




30268 


60636 


B 


30453 


130 


1615 




30269 


60637 


B 


30454 




1794 




30270 


60638 


B 


30455 




3255 
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SEQ Il> NO 
of peptide 
sequence 



SEQ ID NO: 

USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino 
of peptide sequence 



10 acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




60690 


- — 


30507 




906 




3Q323 


60691 


- — 


3^0508^ 




2865 




3Q324 


60692 


- — 


3050<j 


45 


820 

— 









- — 


305T0 








3Q326 


60694 


^ — 


305T1 


— 


410 




3Q327 


60695 


- — 


305T2 





840 




3Q328 


60696 


- — 


30513 




945 




3Q329 


60697 


- — 


305U 




2~Tbl 




3Q3 30 


— — — 


— 


305H 




2457 




— — 


60699 


— 


305T6 




TT56 




l0332~~ 


60700 


— 


305T7 


— 


4677 




30333 — 


60701 


- — 


30518 


— 


964 




3Q334 


60702 


— 


30519 





4521 




3Q33g 


60703 




30520^ 




2460 




3Q336 


60704 


- — 


30521 




7854 




^ Q337 


60701 


- — 


31)52? 




7367 






— — 


- — 


— — ^ 


— 


— 






60707 


- — 


3^0521 


— 


7786 




30340 - 
^ — 


60708 

— — 


— 
- — 


3(5521 

— — 


1169^ 




7443 

— 


















3Q342 


607l0 


— 


30527 


— 


7260 




— 


— — 


— 





270 

z 


— 




;' Q344 
—4 — 


60772 


— 


Jo^9 




— 

— — 






— — 


— 


— — 










— — 


— 


^0531 




483~i 






60715 


— 





— 


7591 






— — 


— 


— — 





efTT 






60777 


— 


30531 




3573 






60778 


- — 


30531 


— 


766i 




— — — 


60719 


— 


6 


Tbl 


2667 




3Q352 


— 2fJ 


— 


30537 





7692 




3Q353 


60721 




30531 


— 


— 






60722 


— 


30539 




1791 






60723 


— 


30540 


251 


7207 




3Q356 


60724 


— 


30541 


■j 


7491 






60725 


— 


30542 




4021 




30358 


60726 


B 


30543 




3316 




30359 


60727 


B 


30544 




1342 




30360 


60728 


B 


30545 


91 


810 




30361 


60729 


B 


30546 


17 


489 




30362 


60730 


A 


30547 




504 


MGGSNRSAEAWKLANGINIIVA 
TSGRLLDHMQNTPGFMYKNLQ 
CLVIDEADRJLDVGFEEELKQII 
KLLLTHRQTMLFSATQTQKVE 
DL ARI SLKKEP/L Y VG DDDDNA 
NETVFG\TLLCTDVAARGLDITE 
VDCIVQYDPPDDPKEYIHSVGR 
TARGLNGRENWVFFAT 


30363 


60731 


A 


30548 




2676 




30364 


60732 


B 


30549 


1 


1071 




30365 


60733 


A 


30550 


1 


348 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


30366 


60734 


A 


30551 


1 


711 


MAEIQHICTIRPLLEGRDLLAAV 
KTGSGKTLAVLIPAIELVVKLKF 
MPRNGTGVLILSPTRQLAMQTF 
GVLKELMTHHVHTYGLIIGGSN 
RSAEAQKLANGINIIVVTPGRLL 
DHTQNTPGFMYKNLQVEDLAR 
ISPKKEPLYVGVDEDKANATVD 
GLEQGH F VCPSEKRYLLLFTFL 
KKNQKKKLMVFFSACMSVKYP 
YGLLKYIDL/PVLAIHGKQKQN 
KHTTTFF*YCNADSGTLL 














V TF Y S SEH SN PCH KN L RKARRK 
DTKRIILKW*HTLV*GRDI*N*NI 
I1TRNTRYSLLCPWATKKLKAC 
FISQK*KRDVIERNSAQCLQPKS 
IYTLVR*VQILKSTK1LL 


30368 


60736 


A 


30553 


188 


2188 


KFQGASNLTLSETQNGDVSEET 

MGSRKVKKSKQK.PMNVGLSET 

QNGGMSQEAVGN1KVTKSPQK 

STVLTNGEAAMQSSNSESKGK 

MKKKRKMVNDAEPDTKKAKT 

ENKGKSEEESAETTKETENNVE 

KPDNDEDESEVPSLPLGLTGAF 

EDTSFASLCNLVNENTLKAIKE 

MGFTNMTE1QHKSIRPLLEGRD 

LLAAAKTGSGKTLAFLIPAVELI 

WKLRFMPRNGTGVLILSPYTRE 

LAMQTFGVLKELMTHHVHTYG 

L1MGGSNRSAEAQKLGNGINIIV 

ATPGRLLDHMQNTPGFMYKNL 

QCLV1DEADRILDVGFEEELKQI 

IKLLPTRRQTMLFSATQTRKVE 

DLAR1SLKKEPLYVGVDDDKA 

NATVDGLEQGYVWCPSEKRFL 

LLFTFLKKN RKKKLM VFFSSC M 

SVKYHYELLNYIDLPVLAIHGK 

QKQNKRTT\TFFQFCNADSG\TL 

LCT\D V\A ARGLD I PE VDWI VQ Y 

DPPDDPKEYI\HRVG*EQPEGLN 

GEEGHALASFLRPRKDLGFFFR 

LL* KHSKGFPLSGI WTFS W/SLK 

ISDIQFSAWRNWIGKVITFLHKS 

A\QEAYKSY1TEPMDSPFL*NRS 

FNWNNLNLASGLLCQFGFKWP 

PFVDLNVNSNEGKQKKRGGGG 

GFGLPRKTQEKLEKS\KIF*TH* 

ARKSSGQAGQFSH 



3870 



WO 01/075067 PCT/US01/08631 
WHAT IS CLAIMED IS: 

1 . An isolated polynucleotide comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NO: 1 -30368, a mature protein coding portion of SEQ ID NO: 1 -30368, an 
active domain of SEQ ID NO: 1-30368, and complementary sequences thereof. 

5 

2. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide hybridizes to the polynucleotide of claim 1 under stringent hybridization 
conditions. 

10 3. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide has greater than about 90% sequence identity with the polynucleotide of claim 1 . 

4. The polynucleotide of claim 1 wherein said polynucleotide is DNA. 

15 5. An isolated polynucleotide of claim 1 wherein said polynucleotide comprises the 
complementary sequences. 

6. A vector comprising the polynucleotide of claim 1 . 
20 7. An expression vector comprising the polynucleotide of claim 1 . 

8. A host cell genetically engineered to comprise the polynucleotide of claim 1 . 

9. A host cell genetically engineered to comprise the polynucleotide of claim 1 operatively 
25 associated with a regulatory sequence that modulates expression of the polynucleotide in the host 

cell. 

1 0. An isolated polypeptide, wherein the polypeptide is selected from the group consisting of: 

(a) a polypeptide encoded by any one of the polynucleotides of claim 1 ; and 
30 (b) a polypeptide encoded by a polynucleotide hybridizing under stringent 

conditions with any one of SEQ ID NO: 1 -30368. 

11. A composition comprising the polypeptide of claim 1 0 and a carrier. 
35 12. An antibody directed against the polypeptide of claim 1 0. 
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13. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polynucleotide of claim 1 for a period sufficient to form the complex; and 
5 b) detecting the complex, so that if a complex is detected, the polynucleotide 

of claim 1 is detected. 

14. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample under stringent hybridization conditions with 
1 0 nucleic acid primers that anneal to the polynucleotide of claim 1 under such conditions; 

b) amplifying a product comprising at least a portion of the polynucleotide of 

claim 1 ; and 

c) detecting said product and thereby the polynucleotide of claim 1 in the 

1 5 sample. 

15. The method of claim 14, wherein the polynucleotide is an RNA molecule and the method 
further comprises reverse transcribing an annealed RNA molecule into a cDNA polynucleotide. 

20 16. A method for detecting the polypeptide of claim 10 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polypeptide under conditions and for a period sufficient to form the complex; and 

b) detecting formation of the complex, so that if a complex formation is 
detected, the polypeptide of claim 1 0 is detected. 

25 

1 7. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 

a) contacting the compound with the polypeptide of claim 10 under 
conditions sufficient to form a polypeptide/compound complex; and 
30 b) detecting the complex, so that if the polypeptide/compound complex is 

detected, a compound that binds to the polypeptide of claim 10 is identified. 

1 8. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 
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a) contacting the compound with the polypeptide of claim 10, in a cell, under 
conditions sufficient to form a polypeptide/compound complex, wherein the complex drives 
expression of a reporter gene sequence in the cell; and 

b) detecting the complex by detecting reporter gene sequence expression, so 
5 that if the polypeptide/compound complex is detected, a compound that binds to the polypeptide 

of claim 1 0 is identified. 

1 9. A method of producing the polypeptide of claim 1 0, comprising, 

a) culturing a host cell comprising a polynucleotide sequence selected from 
1 0 the group consisting of a polynucleotide sequence of SEQ ID NO: 1 -30368, a mature protein 
coding portion of SEQ ID NO: 1-30368, an active domain of SEQ ID NO: 1-30368, 
complementary sequences thereof and a polynucleotide sequence hybridizing under stringent 
conditions to SEQ ID NO: 1-30368, under conditions sufficient to express the polypeptide in 
said cell; and 

1 5 b) isolating the polypeptide from the cell culture or cells of step (a). 

20. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of SEQ ID NO: 30369-60736, the mature protein portion thereof, or the active domain 
thereof. 

20 

2 1 The polypeptide of claim 20 wherein the polypeptide is provided on a polypeptide array. 

22. A collection of polynucleotides, wherein the collection comprises the sequence 
information of at least one of SEQ ID NO: 1-30368. 
25 23. The collection of claim 22, wherein the collection is provided on a nucleic acid array. 

24. The collection of claim 23, wherein the array detects full-matches to any one of the 
polynucleotides in the collection. 

30 25. The collection of claim 23, wherein the array detects mismatches to any one of the 
polynucleotides in the collection. 

26. The collection of claim 22, wherein the collection is provided in a computer-readable 
format. 

35 
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27. A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising a polypeptide of claim 1 0 or 20 and a 
pharmaceutically acceptable carrier. 

28 A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising an antibody that specifically binds to a 
polypeptide of claim 10 or 20 and a pharmaceutically acceptable carrier. 
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